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Row User Flag OK Accession Protein MW [kDa] pI #Alt. Proteins Scores #Peptides SC [%] RMS90 [ppm] Rank Median(SoK) #(SoK) CV [%](SoK)

1 true ENSGALP00000025600 2 4-dienoyl CoA reductase 1 mitochondrial - CGNC Symbol 11873 35.7 9.5 1 157.9 (M:157.9) 3 4.5 4.97 661 0.42! 2 74.9
2 true ENSGALP00000005468 2' 3'-cyclic nucleotide 3' phosphodiesterase - CGNC Symbol 49552 47.2 9.2 1 86.7 (M:86.7) 2 4.8 7 870 0.84! 1
3 true ENSGALP00000028664 2'-5'-oligoadenylate synthetase-like - CGNC Symbol 49545 54.2 8.4 2 401.2 (M:401.2) 7 12.8 6.78 258 0.58! 4 21.41
4 true ENSGALP00000017139 3'-phosphoadenosine 5'-phosphosulfate synthase 1 - CGNC Symbol 8007 70.8 6.3 1 120.8 (M:120.8) 3 2.6 4.69 762 0.67 1
5 true ENSGALP00000011241 3-hydroxybutyrate dehydrogenase type 1 - CGNC Symbol 5244 38 8.1 1 47.4 (M:47.4) 1 4.1 5.63 1016
6 true ENSGALP00000020134 3-hydroxybutyrate dehydrogenase type 2 - CGNC Symbol 9371 26.8 6.8 1 71.3 (M:71.3) 1 6.9 2.66 928 0.76! 1
7 true ENSGALP00000023917 3-oxoacid CoA transferase 1 - CGNC Symbol 53012 56.1 8 1 263.0 (M:263.0) 6 13.5 9.3 425 1.50! 1
8 true ENSGALP00000035595 40S ribosomal protein S11 - Refseq NP_001026004 18.2 10.4 1 418.6 (M:418.6) 10 45.2 8.11 248 0.89! 3 19.57

9 true ENSGALP00000005643
5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase - CGNC 
Symbol 2606 64.4 8.4 1 749.7 (M:749.7) 15 19.1 6.14 108 0.65! 8 77.45

10 true ENSGALP00000042140 6-phosphogluconolactonase - CGNC Symbol 10027 13.7 6.1 1 100.2 (M:100.2) 3 22.8 14.46 822 3.02 1
11 true ENSGALP00000011057 A kinase (PRKA) anchor protein 13 - CGNC Symbol 49999 123 8.9 1 215.2 (M:215.2) 2 2.1 9.93 513 0.95! 2 47.72
12 true ENSGALP00000024767 abhydrolase domain containing 10 - CGNC Symbol 11454 33.3 9 1 74.3 (M:74.3) 2 3.7 3.81 910 0.88 1
13 true ENSGALP00000013877 abhydrolase domain containing 12 - CGNC Symbol 6467 43.8 9 1 64.7 (M:64.7) 2 3.4 8.41 952 0.56 1
14 true ENSGALP00000027665 acetyl-CoA acetyltransferase 1 - CGNC Symbol 12890 44.1 9.1 1 381.9 (M:381.9) 8 15.4 6.94 278 1.03 4 20.52
15 true ENSGALP00000019037 acetyl-CoA acetyltransferase 2 - CGNC Symbol 8861 40.9 7.6 1 266.7 (M:266.7) 4 15.2 1.41 414 0.45 3 81.28
16 true ENSGALP00000009408 acetyl-CoA acyltransferase 1 - CGNC Symbol 4375 44.6 9.3 1 157.1 (M:157.1) 4 7.6 3.86 662 1.06 2 12.53
17 true ENSGALP00000004375 acetyl-CoA acyltransferase 2 - CGNC Symbol 2003 41.6 8 1 141.9 (M:141.9) 4 6 6.85 712 1.09! 2 23.45
18 true ENSGALP00000026345 acid phosphatase 1 soluble - CGNC Symbol 12245 18.2 6.8 1 241.1 (M:241.1) 7 29.1 5.6 461 0.60! 2 16.18
19 true ENSGALP00000013053 acidic (leucine-rich) nuclear phosphoprotein 32 family member A - CGNC Symbol 50017 32.2 3.9 1 464.8 (M:464.8) 9 19.9 5.94 216 1.48! 3 25.66
20 true ENSGALP00000021907 acidic (leucine-rich) nuclear phosphoprotein 32 family member E - CGNC Symbol 52680 28.9 3.7 1 322.9 (M:322.9) 4 18.8 8.05 340 1.86! 1
21 true ENSGALP00000003381 aconitase 1 soluble - CGNC Symbol 48955 98 7 1 225.1 (M:225.1) 5 7 3.19 488 0.39! 3 49.62
22 true ENSGALP00000019468 aconitase 2 - CGNC Symbol 9059 85.6 8 1 720.7 (M:720.7) 15 19.7 5.05 118 1.11! 7 61.23
23 true ENSGALP00000015657 actin beta - CGNC Symbol 49855 41.7 5.3 1 4403.8 (M:4403.8) 58 70.7 5.04 3 0.76! 34 56.77
24 true ENSGALP00000023523 actin beta-like 2 - CGNC Symbol 52851 42 5.2 1 1808.5 (M:1808.5) 31 36.3 4.75 22 0.75! 18 36.39
25 true ENSGALP00000007466 actin related protein 2/3 complex subunit 1B 41kDa - CGNC Symbol 15421 41 8.6 1 507.9 (M:507.9) 8 14.6 2.92 199 1.10! 4 13.32
26 true ENSGALP00000018652 actin related protein 2/3 complex subunit 2 34kDa - CGNC Symbol 8704 42.5 9.1 2 352.3 (M:352.3) 7 14.4 6.8 307 0.99! 3 65.58
27 true ENSGALP00000006046 actin related protein 2/3 complex subunit 3 - CGNC Symbol 2797 21.3 8.8 1 199.7 (M:199.7) 5 15.6 10.39 541 0.77 4 27.05
28 true ENSGALP00000010800 actin related protein 2/3 complex subunit 4 20kDa - CGNC Symbol 50145 19.7 8.6 1 358.4 (M:358.4) 7 22.6 2.17 297 0.59! 3 29.87
29 true ENSGALP00000015409 actinin alpha 1 - CGNC Symbol 48956 101.8 5.2 5 1289.3 (M:1289.3) 31 22.3 4.44 51 1.02! 16 71.97
30 true ENSGALP00000023085 actinin alpha 4 - CGNC Symbol 49612 71.6 5.7 1 625.2 (M:625.2) 15 16 7.56 153 0.78! 8 58.17
31 true ENSGALP00000015027 acyl-CoA binding domain containing 3 - CGNC Symbol 7024 59.5 5.1 1 113.0 (M:113.0) 2 3.1 6.63 793 0.7 1
32 true ENSGALP00000008056 acyl-CoA dehydrogenase family member 9 - CGNC Symbol 3741 67.8 7.2 1 533.9 (M:533.9) 9 13.6 3.55 194 0.44! 4 55.14
33 true ENSGALP00000000924 acyl-CoA thioesterase 7 - CGNC Symbol 50978 43.7 9.1 1 233.7 (M:233.7) 4 13.9 7.81 468 0.73! 2 5.13
34 true ENSGALP00000013724 adaptor related protein complex 2 mu 1 subunit - CGNC Symbol 6392 49.4 9.6 1 192.7 (M:192.7) 4 8.5 10.52 560 0.67 2 48.36
35 true ENSGALP00000003342 adaptor-related protein complex 2 beta 1 subunit - CGNC Symbol 1528 105.7 5.2 1 249.6 (M:249.6) 5 4.3 7.3 451 1.05 2 28.9
36 true ENSGALP00000000595 adaptor-related protein complex 2 sigma 1 subunit - CGNC Symbol 266 12 4.9 1 36.2 (M:36.2) 1 7.9 2.85 1045 0.29 1
37 true ENSGALP00000041532 adenine phosphoribosyltransferase - CGNC Symbol 65844 23.5 9 1 200.8 (M:200.8) 6 15.8 1.89 537 0.72 3 11.18
38 true ENSGALP00000008095 adenosine kinase - CGNC Symbol 3760 38.1 5.8 1 176.1 (M:176.1) 3 12.6 3.57 601 2.56! 1
39 true ENSGALP00000003152 adenosylhomocysteinase - CGNC Symbol 1443 74.4 9.4 1 164.8 (M:164.8) 4 2.9 5.36 637 1.28! 2 27.23
40 true ENSGALP00000005680 adenylate kinase 2 - CGNC Symbol 2627 27.3 8.6 1 155.3 (M:155.3) 3 8 5.26 668 0.30! 2 43.62
41 true ENSGALP00000017386 adenylosuccinate synthase - CGNC Symbol 53408 43.9 6 1 159.3 (M:159.3) 3 11.4 4.34 658 2.11! 1
42 true ENSGALP00000008336 adhesion regulating molecule 1 - CGNC Symbol 3870 42.2 5 1 50.5 (M:50.5) 1 3.5 5.18 1005
43 true ENSGALP00000028073 ADP ribosylation factor like GTPase 6 interacting protein 5 - CGNC Symbol 13078 21.6 9.5 1 45.4 (M:45.4) 1 4.8 2.26 1020
44 true ENSGALP00000009007 ADP-ribosylation factor 4 - CGNC Symbol 55483 18.1 4.8 2 400.3 (M:400.3) 6 34.6 6.01 260 0.44! 2 25.39
45 true ENSGALP00000003043 alanyl-tRNA synthetase - CGNC Symbol 50043 101.3 5.6 1 101.1 (M:101.1) 2 1.3 2.3 819 0.85 1
46 true ENSGALP00000019031 albumin - CGNC Symbol 14106 64 5.3 1 2468.7 (M:2468.7) 35 63.4 3.11 6 0.86! 9 67.83
47 true ENSGALP00000019967 alcohol dehydrogenase 5 (class III) chi polypeptide - CGNC Symbol 9300 39.6 8.1 1 123.7 (M:123.7) 3 8.6 7.83 757 1.28! 1
48 true ENSGALP00000007586 aldehyde dehydrogenase 3 family member A2 - CGNC Symbol 50558 54.1 8.2 1 118.2 (M:118.2) 1 2 5.53 775 0.36! 1
49 true ENSGALP00000005520 aldehyde dehydrogenase 9 family member A1 - CGNC Symbol 2550 57.1 9.3 1 307.2 (M:307.2) 5 7.5 10.66 361 1.15 3 119.24
50 true ENSGALP00000016630 aldo-keto reductase family 1 member A1 (aldehyde reductase) - CGNC Symbol 7795 37.1 7.7 1 138.3 (M:138.3) 4 8.3 5.24 725 0.69 3 39.39
51 true ENSGALP00000040985 aldo-keto reductase family 1 member B1-like (aldose reductase) - CGNC Symbol 50692 35.8 7.1 5 483.8 (M:483.8) 9 28.2 3.14 209 0.57! 4 22.62
52 true ENSGALP00000021301 aldo-keto reductase family 1 member B10 (aldose reductase) - CGNC Symbol 50690 36.4 6.7 1 456.9 (M:456.9) 7 24.7 4.27 223 0.66! 3 25.06
53 true ENSGALP00000042368 aldo-keto reductase family 1 member B10-like - CGNC Symbol 50691 38 7 2 357.3 (M:357.3) 5 11.3 3.15 299 0.50! 1

54 true ENSGALP00000006372 aldo-keto reductase family 7 member A2 (aflatoxin aldehyde reductase) - CGNC Symbol 51005 40.9 8.7 1 296.5 (M:296.5) 5 20.2 6.39 373 0.63! 3 75.28
55 true ENSGALP00000043256 aldolase C fructose-bisphosphate - CGNC Symbol 49343 39.3 6.2 2 1393.2 (M:1393.2) 22 39.3 7.44 45 0.47! 11 67.54
56 true ENSGALP00000000383 alpha-2-macroglobulin-like 4 - CGNC Symbol 65057 163.2 6 1 396.3 (M:396.3) 8 6.4 6.13 266 0.50! 3 54.5
57 true ENSGALP00000038912 alpha-D-globin - CGNC Symbol 50309 15.7 7 1 816.6 (M:816.6) 9 50.4 5.54 93 1.01 6 43
58 true ENSGALP00000011696 Aly/REF export factor - CGNC Symbol 5467 27.9 11.4 1 191.8 (M:191.8) 3 10.9 1 564 1.2 1

59 true ENSGALP00000005367 aminoacyl tRNA synthetase complex-interacting multifunctional protein 2 - CGNC Symbol 54930 30.3 6.3 1 75.5 (M:75.5) 1 3.3 6.45 904
60 true ENSGALP00000042870 aminoacylase 1 - CGNC Symbol 64270 45.9 6 1 56.6 (M:56.6) 1 4.6 3.93 980
61 true ENSGALP00000022243 aminopeptidase puromycin sensitive - CGNC Symbol 10259 97.2 5.3 2 281.1 (M:281.1) 6 5.8 2.03 396 0.48! 4 36.53
62 true ENSGALP00000012170 aminopeptidase-like 1 - CGNC Symbol 5683 56.1 6.4 1 116.9 (M:116.9) 2 5 7.94 779 1.12 1
63 true ENSGALP00000032184 annexin A1 - CGNC Symbol 11272 38.5 7.1 1 142.1 (M:142.1) 3 8.8 18.29 709 0.73! 2 5.44
64 true ENSGALP00000004186 annexin A11 - CGNC Symbol 52013 52.7 8.6 1 225.8 (M:225.8) 5 5.5 5.46 486 0.85! 2 10.38
65 true ENSGALP00000005971 annexin A2 - CGNC Symbol 49740 38.6 6.9 1 432.6 (M:432.6) 8 26.5 9.9 234 1.11! 2 37.53
66 true ENSGALP00000019365 annexin A5 - CGNC Symbol 9009 36.2 5.6 1 223.1 (M:223.1) 6 17.4 8.74 495 0.87! 2 7.14
67 true ENSGALP00000006939 annexin A6 - CGNC Symbol 49340 86.9 5.9 3 1598.3 (M:1598.3) 32 27.1 6.55 33 0.91! 17 59.01
68 true ENSGALP00000000236 antigen peptide transporter 2 - Refseq NP_001092827 75.9 6.9 1 289.4 (M:289.4) 5 7 4.83 384 0.67! 2 59.31
69 true ENSGALP00000011510 apolipoprotein A-I - CGNC Symbol 49860 30.7 5.6 1 675.1 (M:675.1) 13 41.3 8.19 134 0.51! 6 150.9
70 true ENSGALP00000012938 apoptosis inhibitor 5 - CGNC Symbol 16313 57.2 7.7 1 263.3 (M:263.3) 3 6.1 5.03 423 1.22! 1
71 true ENSGALP00000006366 apoptosis-inducing factor mitochondrion-associated 1 - CGNC Symbol 2941 64.5 9.1 1 190.3 (M:190.3) 4 5.6 4.16 565 1.40! 2 49.55
72 true ENSGALP00000015978 aquarius intron-binding spliceosomal factor - CGNC Symbol 7473 174.1 6.2 1 98.1 (M:98.1) 3 2 6.77 831 1.33 1
73 true ENSGALP00000004034 argininosuccinate lyase - CGNC Symbol 50544 50.9 6 1 94.5 (M:94.5) 2 4.5 1.65 839
74 true ENSGALP00000038774 argininosuccinate synthase 1 - CGNC Symbol 50457 46.9 6.1 1 666.6 (M:666.6) 12 24.8 5.73 138 0.67! 6 131.58
75 true ENSGALP00000002862 arginyl-tRNA synthetase - CGNC Symbol 1305 75.4 6.5 1 155.1 (M:155.1) 4 5.4 4.27 669 0.77! 2 32.62
76 true ENSGALP00000026044 argonaute RISC catalytic component 2 - CGNC Symbol 64972 97.8 9.3 3 118.8 (M:118.8) 4 5.8 8.63 770 1.3 3 45.91
77 true ENSGALP00000014260 ARP2 actin-related protein 2 homolog (yeast) - CGNC Symbol 49669 43 6.3 1 542.9 (M:542.9) 7 19 4.25 187 0.69! 4 33.51
78 true ENSGALP00000019832 ARP3 actin-related protein 3 homolog (yeast) - CGNC Symbol 49080 47.4 5.6 2 720.4 (M:720.4) 17 28.2 4.63 119 0.81! 9 34.67
79 true ENSGALP00000043018 arsA arsenite transporter ATP-binding homolog 1 (bacterial) - CGNC Symbol 63380 26.1 4.6 1 34.0 (M:34.0) 1 4.2 1.1 1052
80 true ENSGALP00000015846 asparagine synthetase (glutamine-hydrolyzing) - CGNC Symbol 7411 64 6.3 1 272.1 (M:272.1) 5 7.3 8.76 405 0.50! 4 60.1
81 true ENSGALP00000004871 asparaginyl-tRNA synthetase - CGNC Symbol 2238 64.1 5.7 1 231.2 (M:231.2) 6 11.1 3.74 478 0.99! 2 30.33
82 true ENSGALP00000018441 aspartyl aminopeptidase - CGNC Symbol 8600 51.9 6.4 1 133.6 (M:133.6) 3 5.7 5.11 736 0.8 2 6.07
83 true ENSGALP00000020154 aspartyl-tRNA synthetase - CGNC Symbol 9384 57.2 6.1 1 766.2 (M:766.2) 14 20.3 7.31 103 1.09! 6 48.55
84 true ENSGALP00000016175 ATP binding cassette subfamily E member 1 - CGNC Symbol 7569 67.3 8.6 1 120.2 (M:120.2) 3 6.2 12.39 764

85 true ENSGALP00000002695
ATP synthase H+ transporting mitochondrial F1 complex alpha subunit 1 cardiac muscle - CGNC 
Symbol 49066 59.9 9.2 2 1618.5 (M:1618.5) 24 31.5 7.69 31 1.11! 12 40.16

86 true ENSGALP00000042610 ATP synthase H+ transporting mitochondrial F1 complex delta subunit - CGNC Symbol 56808 7.1 4.1 1 57.1 (M:57.1) 2 20.3 2.44 977 0.88 1

87 true ENSGALP00000010899 ATP synthase H+ transporting mitochondrial F1 complex gamma polypeptide 1 - CGNC Symbol 5096 32.7 9.4 1 181.9 (M:181.9) 3 8.8 11 584 1.89! 1
88 true ENSGALP00000012854 ATP synthase H+ transporting mitochondrial Fo complex subunit D - CGNC Symbol 5993 18.4 8.7 1 171.0 (M:171.0) 5 16.7 12.86 619 0.79 3 22.79
89 true ENSGALP00000038523 ATPase Ca++ transporting cardiac muscle slow twitch 2 - CGNC Symbol 49809 114.7 5.2 1 109.7 (M:109.7) 3 2.4 7.78 799 0.75 2 25.6
90 true ENSGALP00000002373 ATPase Ca++ transporting ubiquitous - CGNC Symbol 1084 115.3 5.7 1 290.1 (M:290.1) 7 6 4.15 383 1.03! 3 82.03
91 true ENSGALP00000022913 ATPase class V type 10D - CGNC Symbol 10579 160.4 7.2 1 89.9 (M:89.9) 1 1 11.2 858 1.03 1
92 true ENSGALP00000011629 ATPase H+ transporting lysosomal 13kDa V1 subunit G1 - CGNC Symbol 5433 13.5 9.3 1 69.9 (M:69.9) 1 9.3 6.43 935
93 true ENSGALP00000015002 ATPase H+ transporting lysosomal 16kDa V0 subunit c - CGNC Symbol 7004 13 9.9 1 69.5 (M:69.5) 2 13.8 5.85 937 0.47 2 10.94
94 true ENSGALP00000023850 ATPase H+ transporting lysosomal 70kDa V1 subunit A - CGNC Symbol 10976 68.3 5.6 2 58.4 (M:58.4) 2 2.5 9.64 970 1.46! 1
95 true ENSGALP00000005145 ATPase H+ transporting lysosomal V0 subunit a1 - CGNC Symbol 2365 95.3 6.3 1 44.5 (M:44.5) 1 1.2 7.72 1025 0.24 1
96 true ENSGALP00000024537 ATPase Na+/K+ transporting subunit beta 1 - CGNC Symbol 11333 28.5 5.6 2 89.6 (M:89.6) 3 14.1 2.97 860 0.70! 1
97 true ENSGALP00000008931 ATPase secretory pathway Ca2+ transporting 2 - HGNC:29103 103.6 6.4 1 85.7 (M:85.7) 3 2.9 18.79 875 0.75! 2 33.89
98 true ENSGALP00000024484 autophagy related 3 - CGNC Symbol 11313 35.6 4.6 1 51.9 (M:51.9) 1 7 11.9 1000
99 true ENSGALP00000042659 B-cell lymphoma/leukemia 11B-like - CGNC Symbol 63941 73.9 6.7 2 182.6 (M:182.6) 3 4.4 4.96 582 4.38 1

100 true ENSGALP00000017553 basic leucine zipper and W2 domains 2 - CGNC Symbol 8215 48.3 6.4 1 236.9 (M:236.9) 5 7.4 2.25 465 0.85! 2 4.96
101 true ENSGALP00000017180 basic transcription factor 3-like 4 - CGNC Symbol 8026 17.3 6 2 134.5 (M:134.5) 3 22.8 4.6 732 1.22! 2 62.9
102 true ENSGALP00000039454 beta-2-microglobulin - CGNC Symbol 1542 13 5.8 1 433.1 (M:433.1) 5 37 7.34 233 0.30! 3 57.73
103 true ENSGALP00000021253 BH3 interacting domain death agonist - CGNC Symbol 9863 21.7 4.9 1 162.4 (M:162.4) 4 19.7 9.59 646 1.07! 2 15.15
104 true ENSGALP00000006762 bleomycin hydrolase - CGNC Symbol 3131 52.7 5.6 1 164.9 (M:164.9) 3 2.9 1.92 636 1.04! 2 40.56
105 true ENSGALP00000016287 brain and reproductive organ-expressed (TNFRSF1A modulator) - CGNC Symbol 7632 43.4 5.6 1 83.1 (M:83.1) 2 3.4 9.96 879 1.09 1
106 true ENSGALP00000001195 bromodomain adjacent to zinc finger domain 1B - CGNC Symbol 533 23.3 4.8 1 74.2 (M:74.2) 2 13.7 4.27 911 1.15! 1
107 true ENSGALP00000005482 bystin like - CGNC Symbol 2527 49.4 7.3 1 80.3 (M:80.3) 2 6.9 7.02 888
108 true ENSGALP00000002008 c-src tyrosine kinase - CGNC Symbol 902 59.3 8.1 1 378.7 (M:378.7) 7 9.3 6.81 282 1.09! 3 18.15
109 true ENSGALP00000025299 C-terminal binding protein 1 - CGNC Symbol 11723 46.8 6.2 1 295.3 (M:295.3) 8 12.6 5.22 376 1.25! 3 10.8
110 true ENSGALP00000012349 C-terminal binding protein-like - CGNC Symbol 50231 48 6.3 1 149.6 (M:149.6) 4 5.5 9.67 688 1.67 2 32.65
111 true ENSGALP00000041816 calcium binding protein 39 - HGNC:20292 39.9 6.4 1 157.0 (M:157.0) 4 7.6 6.61 664 1.15! 2 24
112 true ENSGALP00000006050 calcium homeostasis endoplasmic reticulum protein - CGNC Symbol 2800 44.5 4.9 1 60.3 (M:60.3) 1 3.3 2.51 964



113 true ENSGALP00000007236 calcyclin binding protein - CGNC Symbol 3365 25.6 8.6 1 87.7 (M:87.7) 1 5.9 0.99 865
114 true ENSGALP00000016260 calmodulin 2 (phosphorylase kinase delta) - CGNC Symbol 49513 16.7 4.1 3 679.1 (M:679.1) 11 44.6 6.42 132 0.68 6 75.35
115 true ENSGALP00000016538 calpain 11 - CGNC Symbol 54348 80.3 4.9 1 185.0 (M:185.0) 6 7 5.19 576 0.61! 3 51.26
116 true ENSGALP00000041815 calponin-2 - Refseq NP_001135728 31 8.1 1 74.0 (M:74.0) 1 4.9 0.06 914
117 true ENSGALP00000006222 calreticulin 3 - CGNC Symbol 2868 48 5.2 1 78.1 (M:78.1) 2 1.7 8.67 896 0.54 1
118 true ENSGALP00000038292 cAMP-regulated phosphoprotein 19kDa - CGNC Symbol 54805 12.3 9.1 1 148.6 (M:148.6) 2 36.6 3.01 693
119 true ENSGALP00000006218 CAP adenylate cyclase-associated protein 1 (yeast) - CGNC Symbol 2866 57.6 8.2 1 752.3 (M:752.3) 13 18.2 5.16 106 1.43 8 169.5
120 true ENSGALP00000006414 capping actin protein of muscle Z-line beta subunit - CGNC Symbol 2959 30.6 5.7 2 699.2 (M:699.2) 12 36 4.88 128 0.72! 6 58.57
121 true ENSGALP00000002349 capping protein (actin filament) muscle Z-line alpha 1 - CGNC Symbol 1070 32.9 5.4 1 671.5 (M:671.5) 10 25.2 4.39 137 1.83 4 104.14
122 true ENSGALP00000015277 capping protein (actin filament) muscle Z-line alpha 2 - CGNC Symbol 7136 32.8 5.5 1 644.6 (M:644.6) 9 27.6 5.17 145 1.28 5 112.58
123 true ENSGALP00000025525 carbonic anhydrase II - CGNC Symbol 11834 29 6.6 1 46.1 (M:46.1) 1 5 0.34 1019 1.77 1
124 true ENSGALP00000035959 carbonyl reductase 1 - CGNC Symbol 50782 30.3 8.2 1 216.3 (M:216.3) 5 17 2.57 511 1.56! 2 23.77
125 true ENSGALP00000009985 casein kinase 2 alpha 1 polypeptide - CGNC Symbol 54315 45.2 7.3 2 481.2 (M:481.2) 9 14.8 2.43 211 1.08! 4 38.57
126 true ENSGALP00000023319 catalase - CGNC Symbol 51998 55.4 7.3 1 231.4 (M:231.4) 5 7.4 12.36 477 0.91 3 29.7
127 true ENSGALP00000019402 catenin (cadherin-associated protein) beta 1 88kDa - CGNC Symbol 49578 85.4 5.5 1 37.0 (M:37.0) 1 1.8 1.38 1042
128 true ENSGALP00000011843 catenin (cadherin-associated protein) delta 1 - CGNC Symbol 53492 66.6 6.3 1 150.8 (M:150.8) 2 3.9 6.74 682
129 true ENSGALP00000011006 catenin beta like 1 - CGNC Symbol 5146 65.1 4.9 1 75.8 (M:75.8) 2 1.4 5.36 902 0.64! 1
130 true ENSGALP00000011124 cathepsin A - CGNC Symbol 5190 53.1 6.1 1 95.3 (M:95.3) 3 7 18.16 834 0.89 1
131 true ENSGALP00000035933 cathepsin B - CGNC Symbol 12486 37.6 5.5 1 699.1 (M:699.1) 9 17.6 9.62 129 0.46! 5 152.33
132 true ENSGALP00000027816 cathepsin C - CGNC Symbol 12954 52 7.9 1 99.7 (M:99.7) 2 2.6 2.65 824 0.47 1
133 true ENSGALP00000001120 cathepsin S - CGNC Symbol 494 36.3 6.6 1 86.3 (M:86.3) 3 7 15.38 873 0.32! 2 120.04
134 true ENSGALP00000010935 Cbl proto-oncogene E3 ubiquitin protein ligase - CGNC Symbol 49015 95.5 5.6 2 118.8 (M:118.8) 2 2.8 13.36 772
135 true ENSGALP00000002808 CCCTC-binding factor (zinc finger protein) - CGNC Symbol 49729 84 6.3 1 213.9 (M:213.9) 5 5 6.76 516 2.03! 2 17.34
136 true ENSGALP00000035496 CCHC-type zinc finger nucleic acid binding protein - CGNC Symbol 3717 19 7.8 1 218.7 (M:218.7) 4 15.7 6.54 505 1.43 2 37.5
137 true ENSGALP00000003612 CCR4-NOT transcription complex subunit 1 - CGNC Symbol 64685 266.6 6.7 1 233.4 (M:233.4) 7 2.2 6.04 470 1.19! 3 18.29
138 true ENSGALP00000022159 CCR4-NOT transcription complex subunit 7 - CGNC Symbol 10229 32.7 4.8 1 114.7 (M:114.7) 1 7 4.75 790
139 true ENSGALP00000011982 CD3e molecule - CGNC Symbol 5597 19 6.3 1 162.1 (M:162.1) 4 14.9 9.91 649 2.96! 1
140 true ENSGALP00000012731 CD44 molecule (Indian blood group) - CGNC Symbol 5938 43.2 5.5 1 216.4 (M:216.4) 4 4.8 3.81 510 0.64 2 9.87
141 true ENSGALP00000032097 CD5 molecule - CGNC Symbol 3864 51 8.8 1 160.1 (M:160.1) 2 7.2 2.63 656
142 true ENSGALP00000007299 CD74 molecule - CGNC Symbol 3398 31.7 8.6 2 187.9 (M:187.9) 4 14.3 8.19 570 0.41 4 78.99
143 true ENSGALP00000020659 CDK5 regulatory subunit associated protein 1 like 1 - CGNC Symbol 9618 65.6 8.3 1 36.6 (M:36.6) 1 1.4 12.21 1043 5.35 1

144 true B4E1T1 cDNA FLJ54081, highly similar to Keratin, type II cytoskeletal 5 OS=Homo sapiens PE=2 SV=1 58.8 5.8 7 397.8 (M:397.8) 6 9.2 6.18 263 0.72! 4 94.68
145 true ENSGALP00000034254 cell division cycle 42 - CGNC Symbol 3561 21.3 6.2 1 391.5 (M:391.5) 7 22.5 2.25 269 0.92 4 8.5
146 true ENSGALP00000035905 cell division cycle 5 like - CGNC Symbol 12520 92.3 7.6 1 117.3 (M:117.3) 2 3.3 3.75 776
147 true ENSGALP00000016196 chaperonin containing TCP1 subunit 2 (beta) - CGNC Symbol 7582 57.4 5.9 1 966.1 (M:966.1) 14 18.3 8.08 79 1.45! 7 18.12
148 true ENSGALP00000014308 chaperonin containing TCP1 subunit 4 - CGNC Symbol 6688 57.7 7.9 1 818.1 (M:818.1) 12 17.9 6.06 92 0.95! 7 27.75
149 true ENSGALP00000021255 chaperonin containing TCP1 subunit 5 - CGNC Symbol 9864 59.7 5.5 1 858.5 (M:858.5) 13 20.1 9.79 87 0.74! 9 68.2
150 true ENSGALP00000003850 chaperonin containing TCP1 subunit 6A (zeta 1) - CGNC Symbol 50541 57.7 6.4 1 395.8 (M:395.8) 8 10.7 1.32 267 0.81! 4 8.73
151 true ENSGALP00000036304 chaperonin containing TCP1 subunit 7 - CGNC Symbol 12022 60 5.8 1 916.9 (M:916.9) 20 23.2 5.28 82 0.76! 9 35.33
152 true ENSGALP00000025461 chaperonin containing TCP1 subunit 8 - CGNC Symbol 11805 59.5 5.4 1 899.9 (M:899.9) 16 16.9 5.23 83 0.67! 8 30.17
153 true ENSGALP00000003263 charged multivesicular body protein 4B - CGNC Symbol 50929 25.1 4.7 1 67.9 (M:67.9) 2 4.4 3.66 942 0.47 1
154 true ENSGALP00000007523 chloride intracellular channel 2 - CGNC Symbol 51647 28.1 5.4 2 929.9 (M:929.9) 14 42.2 4.75 81 0.90! 7 52.53
155 true ENSGALP00000029248 chromobox homolog 1 - CGNC Symbol 49096 21.5 4.9 1 172.6 (M:172.6) 4 9.7 3.73 614 1.34 2 9.91
156 true ENSGALP00000017958 chromobox homolog 3 - CGNC Symbol 8386 19.8 5 1 124.5 (M:124.5) 2 14.9 1.86 756
157 true ENSGALP00000023295 chromodomain helicase DNA binding protein 5 - HGNC:16816 197.2 5.8 2 341.7 (M:341.7) 6 3.5 7.24 314 1.92! 1
158 true ENSGALP00000002442 chromosome 17 open reading frame 62 - HGNC:28672 21.2 4.8 1 49.0 (M:49.0) 1 7.4 11.57 1008
159 true ENSGALP00000040545 class I histocompatibility antigen F10 alpha chain-like - CGNC Symbol 64022 37.2 7.1 1 47.5 (M:47.5) 2 4.1 15.49 1015
160 true ENSGALP00000008236 clathrin heavy chain (Hc) - CGNC Symbol 49238 189.9 5.5 2 1410.2 (M:1410.2) 28 12.9 4.52 44 0.74! 15 43.68
161 true ENSGALP00000026443 cleavage and polyadenylation specific factor 3 - CGNC Symbol 12295 64.4 5.6 1 47.0 (M:47.0) 1 3.3 3.93 1018
162 true ENSGALP00000022235 CNDP dipeptidase 2 (metallopeptidase M20 family) - CGNC Symbol 13892 53 5.7 1 150.4 (M:150.4) 4 5.5 4.78 686 0.46! 1
163 true ENSGALP00000028283 coactosin-like F-actin binding protein 1 - CGNC Symbol 54450 16.1 5.3 1 209.2 (M:209.2) 4 23.9 7.87 524 1.23! 2 26.24
164 true ENSGALP00000039965 coatomer protein complex subunit alpha - CGNC Symbol 6964 138.4 7.5 1 575.9 (M:575.9) 13 10.4 4.97 175 0.91! 5 35.91
165 true ENSGALP00000009665 coatomer protein complex subunit beta 1 - CGNC Symbol 4506 107.1 5.7 1 585.3 (M:585.3) 11 10 6.27 172 1.00! 5 47.11
166 true ENSGALP00000008578 coatomer protein complex subunit beta 2 (beta prime) - CGNC Symbol 3988 103.1 5.1 1 361.0 (M:361.0) 10 8.9 6.97 292 0.70! 6 67.37
167 true ENSGALP00000009420 coatomer protein complex subunit gamma 1 - CGNC Symbol 4382 97.5 5.3 2 407.7 (M:407.7) 7 7.9 6.18 254 0.88 5 41.85
168 true ENSGALP00000039235 cold shock domain containing E1 - CGNC Symbol 51115 88.6 5.9 1 423.5 (M:423.5) 9 7.4 5.85 240 0.99! 5 41.91
169 true ENSGALP00000015687 collagen type I alpha 2 - CGNC Symbol 49716 128.8 9.2 1 55.1 (M:55.1) 1 1.1 3.34 991
170 true ENSGALP00000038878 collagen type VI alpha 1 - CGNC Symbol 4468 107.9 5.6 1 268.9 (M:268.9) 7 8.5 3.5 411 1.09! 2 7.67
171 true ENSGALP00000009873 collagen type VI alpha 2 - CGNC Symbol 4597 109.1 5.7 2 214.6 (M:214.6) 6 6.6 1.92 515
172 true ENSGALP00000006240 collagen type VI alpha 3 - CGNC Symbol 2875 339.4 6.3 1 607.6 (M:607.6) 13 5.3 5.09 160 0.96! 5 44.16
173 true ENSGALP00000014389 COMM domain containing 5 - CGNC Symbol 6733 24.9 6.8 1 59.2 (M:59.2) 1 9.7 9.92 966
174 true ENSGALP00000002522 complement component 1 q subcomponent binding protein - CGNC Symbol 1156 23.5 4.4 1 116.3 (M:116.3) 2 6.8 0.87 782 0.32 1
175 true ENSGALP00000002482 copine I - CGNC Symbol 50925 59.7 5.5 2 157.0 (M:157.0) 5 6.2 8.98 663 0.38 3 199.23
176 true ENSGALP00000005013 core-binding factor beta subunit - CGNC Symbol 2299 14.8 5.3 1 102.8 (M:102.8) 3 18.1 10.32 815 1.2 2 2.79
177 true ENSGALP00000038753 coronin 7 - CGNC Symbol 50317 100 5.5 1 239.8 (M:239.8) 6 8.6 1.78 462 1.42! 1
178 true ENSGALP00000007822 coronin actin binding protein 1C - CGNC Symbol 50369 53.2 6.2 3 1220.9 (M:1220.9) 20 27.6 3.94 57 1.21! 9 61.15
179 true ENSGALP00000018742 creatine kinase brain - CGNC Symbol 49719 40.2 5.9 1 169.5 (M:169.5) 3 10.6 12.09 625 0.44! 1
180 true ENSGALP00000007487 CSE1 chromosome segregation 1-like (yeast) - CGNC Symbol 3489 110.4 5.4 1 622.2 (M:622.2) 10 8.5 6.81 154 1.20! 4 30.8
181 true ENSGALP00000000955 CTP synthase 1 - CGNC Symbol 429 69.7 7 2 141.3 (M:141.3) 3 2.6 14.97 718 1.65! 2 72.48
182 true ENSGALP00000010845 CUGBP Elav-like family member 2 - CGNC Symbol 49047 48.6 9.1 3 259.4 (M:259.4) 5 12.4 4.59 427 1.31! 1
183 true ENSGALP00000027760 CWC15 spliceosome-associated protein - CGNC Symbol 12929 26.6 5.4 1 51.9 (M:51.9) 2 4.8 7.89 1001 0.92 1
184 true ENSGALP00000001491 cyclic nucleotide gated channel beta 1 - CGNC Symbol 676 138.8 5.6 1 91.0 (M:91.0) 2 1.4 21.74 853 0.66! 2 58.69
185 true ENSGALP00000018144 cyclin K - CGNC Symbol 8459 65.5 8.6 1 94.1 (M:94.1) 2 5.1 16.6 840
186 true ENSGALP00000042598 cyclin-dependent kinase 1 - CGNC Symbol 2236 34.6 8.8 12 205.1 (M:205.1) 4 11.9 5.28 530 0.84! 2 20.27
187 true ENSGALP00000015412 cyclin-dependent kinase 6 - CGNC Symbol 51286 36.8 5.6 1 187.5 (M:187.5) 4 5.2 3.25 571 0.87 2 16.7
188 true ENSGALP00000041804 cysteine and histidine-rich domain-containing protein 1 - Refseq NP_001026003 37.3 6.9 1 130.4 (M:130.4) 2 10 6.09 743
189 true ENSGALP00000004366 Cysteine-rich protein 1 - CGNC Symbol 52178 8.6 9.1 1 160.3 (M:160.3) 3 55.8 12.04 655
190 true ENSGALP00000017049 cytidine/uridine monophosphate kinase 1 - CGNC Symbol 7971 22.2 6.8 2 421.0 (M:421.0) 8 27.6 4.46 244 1.21! 4 74.02
191 true ENSGALP00000022250 cytochrome b5 type A (microsomal) - CGNC Symbol 10264 15.5 5 1 220.9 (M:220.9) 3 24.6 1.41 501 1.16 2 20.52
192 true ENSGALP00000034615 Cytochrome c oxidase subunit 2 - UP P18944 25.6 4.6 1 245.2 (M:245.2) 6 16.3 4.88 456 1.24! 3 30.64
193 true ENSGALP00000030189 cytochrome c oxidase subunit 6C - CGNC Symbol 13868 8.8 10.1 1 223.8 (M:223.8) 7 48.1 8.23 492 1.18 4 43.08
194 true ENSGALP00000009217 cytochrome c oxidase subunit IV isoform 1 - CGNC Symbol 4285 19.6 8.9 1 269.9 (M:269.9) 6 17 1.54 408 0.82! 3 57.71
195 true ENSGALP00000011647 cytochrome c oxidase subunit VIa polypeptide 1 - CGNC Symbol 50396 11.8 9.4 1 235.8 (M:235.8) 5 28.7 2.51 466 1.74 2 20.58
196 true ENSGALP00000031018 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) - CGNC Symbol 11867 9.6 10.2 1 45.3 (M:45.3) 1 12 0.16 1021 1.31! 1
197 true ENSGALP00000017934 cytochrome c somatic - CGNC Symbol 8375 11.7 9.5 1 187.3 (M:187.3) 4 24.8 14.05 572 0.79! 2 16.83
198 true ENSGALP00000003187 cytochrome p450 oxidoreductase - CGNC Symbol 1457 76.9 5.4 1 99.6 (M:99.6) 1 1.6 4.8 825 2.11! 1
199 true ENSGALP00000038356 cytoglobin - CGNC Symbol 1338 20.5 5.9 1 83.8 (M:83.8) 3 14 6.2 878 0.98! 2 13.01
200 true ENSGALP00000011471 cytohesin 1 - CGNC Symbol 51620 45.5 5.7 2 61.9 (M:61.9) 2 2.8 1.2 958 0.67 1
201 true ENSGALP00000001808 cytokine induced apoptosis inhibitor 1 - CGNC Symbol 812 32.9 5.2 1 123.0 (M:123.0) 3 13.7 9.12 758
202 true ENSGALP00000005184 cytokine receptor-like factor 3 - CGNC Symbol 2384 44.6 4.9 1 58.1 (M:58.1) 1 6.3 1.7 974
203 true ENSGALP00000006043 cytoplasmic FMR1 interacting protein 2 - CGNC Symbol 2795 145.6 6.6 2 162.8 (M:162.8) 4 3.3 11.43 645 0.89 1
204 true ENSGALP00000011210 DALR anticodon binding domain containing 3 - CGNC Symbol 5230 46.8 6.2 1 80.1 (M:80.1) 2 3.6 7.09 889
205 true ENSGALP00000008338 damage-specific DNA binding protein 1 127kDa - CGNC Symbol 3871 127 5.1 1 286.6 (M:286.6) 8 8.4 11.06 387 1.27! 3 44.52
206 true ENSGALP00000026509 DEAD (Asp-Glu-Ala-Asp) box helicase 1 - CGNC Symbol 12324 81.8 6.9 1 336.1 (M:336.1) 10 10.9 4.35 325 1.25! 4 31.54
207 true ENSGALP00000019975 DEAD (Asp-Glu-Ala-Asp) box helicase 17 - CGNC Symbol 9302 75.1 9 1 1298.3 (M:1298.3) 29 28.6 5.21 49 1.36! 14 35.75
208 true ENSGALP00000005576 DEAD (Asp-Glu-Ala-Asp) box helicase 5 - CGNC Symbol 49411 66.7 8.9 1 1038.5 (M:1038.5) 26 23.4 5.39 69 1.06! 11 34.51
209 true ENSGALP00000026123 DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 X-linked - CGNC Symbol 50794 72.6 6.7 1 822.6 (M:822.6) 15 14.2 6.25 91 0.87! 8 88.41
210 true ENSGALP00000012094 DEAD (Asp-Glu-Ala-Asp) box polypeptide 54 - CGNC Symbol 5650 90.5 9.8 1 60.2 (M:60.2) 1 1.6 11.5 965
211 true ENSGALP00000023214 DEAH (Asp-Glu-Ala-His) box helicase 15 - CGNC Symbol 10712 87.6 7 1 340.2 (M:340.2) 9 9.1 5.04 317 1.13! 4 36.48
212 true ENSGALP00000016822 DEAH-box helicase 36 - CGNC Symbol 7873 112.6 8.3 1 145.9 (M:145.9) 3 2.8 13.57 696 1.92! 1
213 true ENSGALP00000021203 death-associated protein - CGNC Symbol 9841 11.6 9.6 1 131.8 (M:131.8) 1 22.1 0.2 740
214 true ENSGALP00000001803 debranching RNA lariats 1 - CGNC Symbol 809 60.7 5.2 1 172.0 (M:172.0) 3 5 11.91 617 1.32! 1
215 true ENSGALP00000016490 dedicator of cytokinesis 8 - CGNC Symbol 7720 238.9 6.3 1 336.2 (M:336.2) 6 2.4 4.46 323 1.28! 3 16.77
216 true ENSGALP00000000261 defender against cell death 1 - CGNC Symbol 111 12.9 8.7 1 103.5 (M:103.5) 2 17.9 9.95 812 0.59 2 48.73
217 true ENSGALP00000019423 dehydrogenase/reductase (SDR family) member 7 - CGNC Symbol 9039 37.7 9.2 1 145.0 (M:145.0) 4 10.7 6.24 700 0.98! 3 25.41
218 true ENSGALP00000020666 DEK proto-oncogene - CGNC Symbol 9623 42.1 8.6 1 273.8 (M:273.8) 7 16 8.66 401 1.17! 2 13.11
219 true ENSGALP00000007930 deoxyuridine triphosphatase - CGNC Symbol 3681 17.8 5.9 1 93.2 (M:93.2) 3 13.9 3.68 843 1.05! 2 5.74
220 true ENSGALP00000018424 desmin - CGNC Symbol 49543 48.8 5.3 1 599.7 (M:599.7) 12 28.7 4.69 165 0.56! 4 15.48
221 true ENSGALP00000020840 desmoplakin - CGNC Symbol 9696 320.9 6.3 1 290.2 (M:290.2) 5 1.3 15.89 382 0.48! 2 119.47
222 true ENSGALP00000014097 destrin (actin depolymerizing factor) - CGNC Symbol 6580 18.4 8.2 2 1296.6 (M:1296.6) 26 62.2 4.39 50 0.89! 13 202.2
223 true ENSGALP00000004108 differentially expressed in FDCP 6 homolog (mouse) - CGNC Symbol 1882 73.2 5.7 1 196.1 (M:196.1) 5 8.2 6.47 549 1.54! 1
224 true ENSGALP00000012869 dihydrolipoamide dehydrogenase - CGNC Symbol 5998 53.9 8.2 1 388.0 (M:388.0) 7 13.6 6.73 274 1.05! 3 12.46
225 true ENSGALP00000012815 dihydrolipoamide S-acetyltransferase - CGNC Symbol 5977 66.5 8 1 119.7 (M:119.7) 3 4 13.73 767 0.96 1
226 true ENSGALP00000000304 dihydropyrimidinase-like 2 - CGNC Symbol 129 62.3 6 2 243.9 (M:243.9) 4 10.7 4.49 457 0.61 1
227 true ENSGALP00000008828 dihydropyrimidine dehydrogenase - CGNC Symbol 4104 111.3 6 1 53.6 (M:53.6) 1 1 6.11 995
228 true ENSGALP00000014813 dipeptidyl-peptidase 7 - CGNC Symbol 6929 54.5 5.8 1 173.8 (M:173.8) 3 7.3 9.74 611 0.59! 2 107.32

229 true ENSGALP00000027317 DIS3 homolog exosome endoribonuclease and 3'-5' exoribonuclease - CGNC Symbol 12709 112.7 6.9 1 197.2 (M:197.2) 3 2.5 9.2 547 1.74! 1
230 true ENSGALP00000021795 DNA ligase 1 - HGNC:6598 85.5 6.7 1 111.9 (M:111.9) 3 2.6 4.01 795 1.28! 2 1.02



231 true ENSGALP00000036774 DnaJ (Hsp40) homolog subfamily A member 1 - CGNC Symbol 53066 44.7 6.9 1 90.2 (M:90.2) 1 4 1.97 856 0.47! 1
232 true ENSGALP00000005132 DnaJ (Hsp40) homolog subfamily A member 4 - CGNC Symbol 2362 48 6.8 1 296.8 (M:296.8) 4 6.3 1.26 371 0.56! 2 36.33
233 true ENSGALP00000004248 DnaJ heat shock protein family (Hsp40) member C9 - CGNC Symbol 1946 29.8 6 1 159.8 (M:159.8) 2 11.9 2.26 657 1.06 1

234 true ENSGALP00000038313
dolichyl-diphosphooligosaccharide--protein glycosyltransferase non-catalytic subunit - CGNC Symbol 
7657 48.7 5.4 1 364.9 (M:364.9) 8 11.6 3.99 291 0.79 4 11.01

235 true ENSGALP00000035143 drebrin like - CGNC Symbol 15268 45.4 5.2 1 142.6 (M:142.6) 2 6.2 0.64 705 0.52 1
236 true ENSGALP00000010737 dual specificity phosphatase 8 - CGNC Symbol 5018 68.4 8.1 1 50.7 (M:50.7) 1 1.9 5.41 1004
237 true ENSGALP00000021055 dynamin 1-like - CGNC Symbol 9791 77.6 6.2 1 200.4 (M:200.4) 4 7 4.57 538 0.90! 3 15.58
238 true ENSGALP00000036720 dynein cytoplasmic 1 heavy chain 1 - CGNC Symbol 8611 525.5 6.1 1 603.0 (M:603.0) 9 2.2 4.86 164 0.57! 3 29.98
239 true ENSGALP00000015531 dynein cytoplasmic 1 intermediate chain 2 - CGNC Symbol 7269 68.1 5.1 1 72.7 (M:72.7) 2 2.3 6.35 916 0.29! 1
240 true ENSGALP00000008091 dyskerin pseudouridine synthase 1 - CGNC Symbol 3757 58.1 9.3 1 109.1 (M:109.1) 3 6 14.35 800 2.61! 1
241 true ENSGALP00000027339 E74-like factor 1 (ets domain transcription factor) - CGNC Symbol 50862 68.2 5 1 98.6 (M:98.6) 2 5.8 2.01 828
242 true ENSGALP00000016105 echinoderm microtubule associated protein like 4 - CGNC Symbol 7532 109.3 5.9 1 95.8 (M:95.8) 2 2.1 9.02 833
243 true ENSGALP00000033741 EF-hand domain family member D1 - CGNC Symbol 52247 26.9 5.1 1 318.0 (M:318.0) 7 15.5 4.61 344 0.79 4 28.12
244 true ENSGALP00000014768 EH-domain containing 3 - CGNC Symbol 51465 60.9 6.1 2 250.8 (M:250.8) 5 8.4 6.36 445 0.97! 2 41.48
245 true ENSGALP00000001027 ELAV like RNA binding protein 1 - CGNC Symbol 49416 36.1 9.1 2 219.9 (M:219.9) 7 24.2 4.73 502 1.59! 3 31.51
246 true ENSGALP00000004621 electron-transfer-flavoprotein alpha polypeptide - CGNC Symbol 2114 36.6 8.7 1 52.3 (M:52.3) 1 2.9 3.49 999
247 true ENSGALP00000001456 elongation factor Tu GTP binding domain containing 2 - CGNC Symbol 656 109.4 4.9 1 290.2 (M:290.2) 7 4.7 2.68 381 0.93 3 40.88
248 true ENSGALP00000022724 embryonic ectoderm development - CGNC Symbol 10494 50.3 6.5 1 36.0 (M:36.0) 1 2 6.09 1047 0.99 1
249 true ENSGALP00000018258 Enah/Vasp-like - CGNC Symbol 8513 44.7 9.1 1 256.8 (M:256.8) 6 9.6 3.23 432 1.83 2 10.39
250 true ENSGALP00000023617 endoplasmic reticulum aminopeptidase 1 - CGNC Symbol 52992 102.4 5.8 1 175.8 (M:175.8) 6 6.3 10.7 602 0.71! 2 16.06
251 true ENSGALP00000038209 endoplasmic reticulum protein 29 - CGNC Symbol 50366 29.1 8.2 1 316.1 (M:316.1) 4 9.6 13.78 347 0.86 2 26.39
252 true ENSGALP00000021892 endoplasmic reticulum protein 44 - CGNC Symbol 10115 46.9 5.2 1 156.4 (M:156.4) 2 3 1.67 665 0.59 1
253 true ENSGALP00000014641 endothelial differentiation related factor 1 - CGNC Symbol 6846 16.4 9.9 1 87.1 (M:87.1) 2 10.1 7.95 867 1.63 1
254 true ENSGALP00000002495 enhancer of mRNA decapping 4 - CGNC Symbol 1139 171.5 6.3 1 168.6 (M:168.6) 4 1.8 4.8 627 1.25! 2 0.17
255 true ENSGALP00000028016 enhancer of rudimentary homolog (Drosophila) - CGNC Symbol 13056 12.3 5.6 1 341.1 (M:341.1) 7 28.8 3.87 316 1.24! 5 54.87
256 true ENSGALP00000003737 enolase 1 (alpha) - CGNC Symbol 49607 47.3 6.4 2 1683.7 (M:1683.7) 27 49.3 6.79 29 0.83! 14 47.62
257 true ENSGALP00000040189 enoyl CoA hydratase short chain 1 mitochondrial - CGNC Symbol 56301 31.6 9 1 251.2 (M:251.2) 3 13.3 2.12 444 2.24 2 41.1
258 true ENSGALP00000012529 enoyl-CoA delta isomerase 1 - CGNC Symbol 50312 32.9 9.1 1 153.0 (M:153.0) 3 8.5 11 676 0.86 2 48.45
259 true ENSGALP00000020867 enoyl-CoA delta isomerase 2 - CGNC Symbol 9709 44 8.7 1 168.3 (M:168.3) 4 11.6 7.96 629 2.14! 1
260 true ENSGALP00000038993 EPH receptor B3 - CGNC Symbol 49688 112.8 5.9 2 74.9 (M:74.9) 1 1 23.4 907 1.25! 1
261 true ENSGALP00000016743 epoxide hydrolase 1-like - CGNC Symbol 51488 55.6 9 1 179.8 (M:179.8) 4 3.7 6.11 587 1.08! 2 37.16
262 true ENSGALP00000016416 ERI1 exoribonuclease family member 3 - CGNC Symbol 7679 29.8 8.8 1 92.5 (M:92.5) 1 6.8 1.66 849
263 true ENSGALP00000012159 ES1 protein homolog mitochondrial-like - CGNC Symbol 51694 24.2 8.1 3 34.7 (M:34.7) 1 3.6 1.91 1051
264 true ENSGALP00000014154 ESF1 nucleolar pre-rRNA processing protein homolog - CGNC Symbol 6612 97.1 5 1 106.4 (M:106.4) 3 2.6 10.58 806 0.72! 1
265 true ENSGALP00000027399 esterase D - CGNC Symbol 12753 36.9 7.7 1 176.1 (M:176.1) 3 10.3 3.85 600 0.76 2 24.72
266 true ENSGALP00000025606 eukaryotic translation elongation factor 1 alpha 1 - CGNC Symbol 48980 50.1 9.1 1 1445.8 (M:1445.8) 22 37.9 7.73 42 0.83! 10 67.02
267 true ENSGALP00000009371 eukaryotic translation elongation factor 1 alpha 2 - CGNC Symbol 50948 50.5 9.1 1 723.3 (M:723.3) 13 19 10.68 117 0.79! 5 21.49

268 true ENSGALP00000025937
eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) - CGNC 
Symbol 12059 76.1 4.9 1 64.7 (M:64.7) 2 2 4.71 953 1.1 2 27.32

269 true ENSGALP00000002828 eukaryotic translation elongation factor 2 - CGNC Symbol 1287 95.2 6.4 2 2242.7 (M:2242.7) 42 29.6 7.77 12 0.69! 24 34.83
270 true ENSGALP00000026418 eukaryotic translation initiation factor 1A Y-linked - CGNC Symbol 50803 15.8 4.9 1 42.3 (M:42.3) 1 7.2 6.54 1029 0.64 1
271 true ENSGALP00000019452 eukaryotic translation initiation factor 1B - CGNC Symbol 9051 12.8 6.8 2 48.3 (M:48.3) 1 22.1 1.14 1011
272 true ENSGALP00000003175 eukaryotic translation initiation factor 2 subunit beta - CGNC Symbol 49248 37.9 5.9 1 145.9 (M:145.9) 3 6.4 8.05 695 1.02 2 17.83
273 true ENSGALP00000016918 eukaryotic translation initiation factor 2A - CGNC Symbol 7921 62.7 9 1 58.2 (M:58.2) 2 5.4 3.7 973
274 true ENSGALP00000015176 eukaryotic translation initiation factor 3 subunit A - CGNC Symbol 7090 163.2 6.7 1 533.9 (M:533.9) 14 8.3 7 193 0.92! 6 46.32
275 true ENSGALP00000006778 eukaryotic translation initiation factor 3 subunit B - CGNC Symbol 55528 85.6 5 1 311.6 (M:311.6) 6 5.4 2.74 352 1.06 3 7.08
276 true ENSGALP00000020439 eukaryotic translation initiation factor 3 subunit D - CGNC Symbol 56714 34.7 9.5 1 246.5 (M:246.5) 4 15.6 5.01 455 1.23! 1
277 true ENSGALP00000025883 eukaryotic translation initiation factor 3 subunit E - CGNC Symbol 12026 52.1 5.7 1 165.3 (M:165.3) 5 5.6 10.86 635 1.11 3 42.22
278 true ENSGALP00000008530 eukaryotic translation initiation factor 3 subunit F - CGNC Symbol 3965 35.2 5.3 1 222.8 (M:222.8) 2 4.5 7.2 496 1.12 1
279 true ENSGALP00000005271 eukaryotic translation initiation factor 3 subunit I - CGNC Symbol 2428 36.5 5.4 1 168.6 (M:168.6) 3 8 10.5 628 1.99 3 147.37
280 true ENSGALP00000043461 eukaryotic translation initiation factor 3 subunit K - HGNC:24656 34.2 5.9 1 93.1 (M:93.1) 2 4.4 7.09 845 0.87 1
281 true ENSGALP00000020064 eukaryotic translation initiation factor 3 subunit L - CGNC Symbol 9341 66.6 5.9 1 218.4 (M:218.4) 6 11.7 2.75 507 1.04! 1
282 true ENSGALP00000019755 eukaryotic translation initiation factor 3 subunit M - CGNC Symbol 9182 42.6 5.3 1 148.6 (M:148.6) 2 10.2 5.97 691
283 true ENSGALP00000013862 eukaryotic translation initiation factor 4 gamma 1 - CGNC Symbol 6463 178.9 5.4 1 174.6 (M:174.6) 4 3 1.63 608 1.26! 2 49.84
284 true ENSGALP00000038935 eukaryotic translation initiation factor 4A2 - CGNC Symbol 49225 46.3 5.3 2 1155.2 (M:1155.2) 20 35.1 5.73 63 0.96! 10 40.34
285 true ENSGALP00000038179 eukaryotic translation initiation factor 4A3 - CGNC Symbol 6471 46.8 6.3 1 716.1 (M:716.1) 12 20.9 10.52 123 1.13! 7 32.7
286 true ENSGALP00000001997 eukaryotic translation initiation factor 4H - CGNC Symbol 897 16.2 5.5 1 94.7 (M:94.7) 2 11 6.75 837 0.37 1
287 true ENSGALP00000038570 eukaryotic translation initiation factor 5A2 - CGNC Symbol 49863 16.7 5.4 1 307.7 (M:307.7) 5 24.2 6.89 360 0.66! 2 6.14
288 true ENSGALP00000027015 eukaryotic translation initiation factor 5B - CGNC Symbol 12572 136.4 5.4 1 264.7 (M:264.7) 4 4.1 11.98 420 0.66! 1
289 true ENSGALP00000002796 eukaryotic translation initiation factor 6 - CGNC Symbol 1275 26.5 4.6 1 223.7 (M:223.7) 3 13.5 2.86 493 0.66 2 50.5
290 true ENSGALP00000037232 EWS RNA binding protein 1 - CGNC Symbol 50409 71.7 9.3 1 100.9 (M:100.9) 2 3.1 6.76 820 3.23! 1
291 true ENSGALP00000006970 exportin 1 - CGNC Symbol 3224 122.8 5.7 1 242.5 (M:242.5) 8 6.5 10.75 459 0.68! 4 57.09
292 true ENSGALP00000015971 exportin for tRNA - CGNC Symbol 7470 109.8 5.1 1 58.3 (M:58.3) 2 3.3 3.59 972 0.44! 1
293 true ENSGALP00000039691 extracellular fatty acid-binding protein precursor - Refseq NP_990753 20.2 5.6 1 61.1 (M:61.1) 2 11.2 2.86 960 1.16! 1
294 true ENSGALP00000022293 ezrin - CGNC Symbol 10288 69.3 5.9 1 800.6 (M:800.6) 16 13.8 4.32 97 0.64! 10 65.06
295 true ENSGALP00000009656 family with sequence similarity 103 member A1 - CGNC Symbol 49987 14.1 9.4 2 56.4 (M:56.4) 1 16.4 24.15 982
296 true ENSGALP00000008299 family with sequence similarity 120A - CGNC Symbol 3854 122.5 9 1 117.3 (M:117.3) 2 2.1 11.26 777 0.67! 1
297 true ENSGALP00000007671 family with sequence similarity 129 member A - CGNC Symbol 3572 90.7 5 1 30.4 (M:30.4) 1 1.6 6.26 1059
298 true ENSGALP00000013500 family with sequence similarity 185 member A - CGNC Symbol 50577 36.5 9.1 1 86.7 (M:86.7) 2 3.6 9.3 871 1.55! 1
299 true ENSGALP00000026511 family with sequence similarity 49 member A - CGNC Symbol 12326 37.3 5.7 1 43.7 (M:43.7) 1 3.7 0.79 1028 0.37 1
300 true ENSGALP00000030147 family with sequence similarity 49 member B - CGNC Symbol 12196 36.8 6 1 606.1 (M:606.1) 9 25 5 162 1.43! 4 55.48
301 true ENSGALP00000014509 far upstream element (FUSE) binding protein 1 - CGNC Symbol 6789 55.2 7.7 1 476.8 (M:476.8) 12 23.8 6.81 213 1.57! 5 33.97
302 true ENSGALP00000038764 far upstream element (FUSE) binding protein 3 - CGNC Symbol 2892 57.9 7.7 1 163.8 (M:163.8) 5 8.2 12.57 642 1.17 3 12.26
303 true ENSGALP00000043372 farnesyl diphosphate synthase - CGNC Symbol 23240 27.1 5.7 1 93.7 (M:93.7) 3 5.6 8.84 841 1.13 1
304 true ENSGALP00000012326 Fas associated via death domain - CGNC Symbol 51906 22.9 6 1 155.8 (M:155.8) 4 10.2 3.55 667 1.16 2 26.96
305 true ENSGALP00000033359 fascin actin-bundling protein 1 - CGNC Symbol 14444 54.1 6.8 1 127.7 (M:127.7) 4 9.2 9.51 746 0.37! 2 87.46
306 true ENSGALP00000004327 fatty acid synthase - CGNC Symbol 1983 320 6.1 2 220.9 (M:220.9) 4 1.4 2.87 500 0.93! 1
307 true ENSGALP00000011673 ferritin heavy polypeptide 1 - CGNC Symbol 49581 21.1 5.8 1 711.0 (M:711.0) 11 35.6 3.75 127 0.46! 5 78.09
308 true ENSGALP00000015061 fibrinogen alpha chain - CGNC Symbol 49746 82.3 5.7 1 321.2 (M:321.2) 6 11.6 6.14 343 0.67! 1
309 true ENSGALP00000038105 fibrinogen beta chain - CGNC Symbol 7036 54.5 7.8 2 280.6 (M:280.6) 7 15.4 6.97 398 0.65! 2 35.18
310 true ENSGALP00000015063 fibrinogen gamma chain - CGNC Symbol 7041 49.9 5.5 1 302.5 (M:302.5) 7 18.7 6.74 368
311 true ENSGALP00000005653 fibronectin 1 - CGNC Symbol 2613 259 5.8 2 158.6 (M:158.6) 5 3.1 11.65 659 1.99! 2 90.36
312 true ENSGALP00000035478 filamin B beta - CGNC Symbol 49141 277 5.6 1 1824.5 (M:1824.5) 38 15.5 5.45 21 0.64! 24 64.74
313 true ENSGALP00000020346 FK506 binding protein 3 - CGNC Symbol 9468 25 9.2 1 606.0 (M:606.0) 8 21.1 3.24 163 0.82! 3 64.54
314 true ENSGALP00000023115 FK506 binding protein 4 59kDa - CGNC Symbol 10671 50.4 5.5 1 269.9 (M:269.9) 7 11.1 4.73 409 0.87! 4 85.85
315 true ENSGALP00000005724 flap structure-specific endonuclease 1 - CGNC Symbol 55445 43 8.3 1 110.3 (M:110.3) 4 12.3 7.81 798 1.04! 1
316 true ENSGALP00000039865 flightless I actin binding protein - CGNC Symbol 3713 144.8 5.6 1 131.9 (M:131.9) 3 2.6 12.92 739 0.82! 1
317 true ENSGALP00000014935 fragile X mental retardation 1 - CGNC Symbol 51729 70 8.9 1 156.0 (M:156.0) 4 6.5 12.9 666 0.42! 3 84.27
318 true ENSGALP00000033650 FYN binding protein - CGNC Symbol 2773 92 7.2 2 97.5 (M:97.5) 3 3.6 4.75 832 11.04! 1
319 true ENSGALP00000008267 G protein-coupled receptor kinase interactor 2 - CGNC Symbol 3839 84.5 6.5 1 135.4 (M:135.4) 2 2.1 9.57 730 2.65! 1
320 true ENSGALP00000022400 Gallus gallus ABRA C-terminal like (ABRACL) mRNA. - RefSeq mRNA NM_001302176 9 5.6 1 335.8 (M:335.8) 4 51.9 3.18 326 0.49! 2 181.15
321 true ENSGALP00000042680 Gallus gallus actin cytoplasmic 2-like (LOC776816) mRNA. - RefSeq mRNA NM_001308613 41.8 5.3 6 4459.4 (M:4459.4) 58 70.7 5.47 2 0.78! 34 60.16

322 true ENSGALP00000035339
Gallus gallus ATP synthase H+ transporting mitochondrial F1 complex beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA NM_001031391 52.9 5.1 1 2271.2 (M:2271.2) 33 44.2 5.52 11 1.01! 15 78.7

323 true ENSGALP00000002625
Gallus gallus ATPase H+ transporting lysosomal 56/58kDa V1 subunit B2 (ATP6V1B2) mRNA. - RefSeq 
mRNA NM_001293241 55.8 5.5 1 210.5 (M:210.5) 5 12.6 7.13 522 0.55! 4 127.22

324 true ENSGALP00000022816 Gallus gallus cytochrome b5 reductase 3 (CYB5R3) mRNA. - RefSeq mRNA NM_001291805 34.1 8.7 1 149.5 (M:149.5) 4 8 14.02 689 1.27! 2 35.99

325 true ENSGALP00000039796
Gallus gallus DEAD (Asp-Glu-Ala-Asp) box helicase 6 (DDX6) transcript variant 1 mRNA. - RefSeq 
mRNA NM_001282047 54.4 8.9 1 641.5 (M:641.5) 14 18.8 7.74 147 0.93! 6 52.24

326 true ENSGALP00000019758
Gallus gallus diazepam binding inhibitor (GABA receptor modulator acyl-CoA binding protein) (DBI) 
mRNA. - RefSeq mRNA NM_204576 9.6 7.9 1 99.8 (M:99.8) 2 20.9 3.91 823 1.33 1

327 true ENSGALP00000042627 Gallus gallus granulysin (GNLY) mRNA. - RefSeq mRNA NM_001044680 15.2 5.9 1 269.7 (M:269.7) 4 28.6 9.43 410

328 true ENSGALP00000040653 Gallus gallus H2A histone family member J (H2AFJ) mRNA. - RefSeq mRNA NM_001030753 13.9 10.9 1 711.0 (M:711.0) 12 63.6 5.42 126 3.86! 3 177.38
329 true ENSGALP00000038904 Gallus gallus hemoglobin alpha 1 (HBAA) mRNA. - RefSeq mRNA NM_001004376 15.4 8.5 2 1452.4 (M:1452.4) 20 71.8 7.76 41 1.25! 11 69.62

330 true ENSGALP00000041526
Gallus gallus histone cluster 1 H4-VI germinal H4 (similar to human histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq mRNA NM_001037845 11.4 11.4 1 1801.2 (M:1801.2) 30 65 6.79 23 2.20! 17 63.01

331 true ENSGALP00000009829 Gallus gallus hypoxanthine phosphoribosyltransferase 1 (HPRT1) mRNA. - RefSeq mRNA NM_204848 23.7 8.3 1 72.4 (M:72.4) 2 5.3 5.05 919 0.92 1
332 true ENSGALP00000012772 Gallus gallus interleukin 18 (IL18) mRNA. - RefSeq mRNA NM_204608 22.7 5.3 1 54.8 (M:54.8) 1 5.6 3.14 992
333 true ENSGALP00000012348 Gallus gallus LIM domain binding 1 (LDB1) mRNA. - RefSeq mRNA NM_205070 46.6 6.6 1 41.9 (M:41.9) 1 2.7 3.09 1031

334 true ENSGALP00000016207
Gallus gallus LSM6 homolog U6 small nuclear RNA associated (S. cerevisiae) (LSM6) transcript variant 
2 mRNA. - RefSeq mRNA NM_001302125 9.9 9.9 1 47.9 (M:47.9) 1 8.1 7.05 1013 0.52 1

335 true ENSGALP00000010214
Gallus gallus macrophage migration inhibitory factor (glycosylation-inhibiting factor) (MIF) mRNA. - 
RefSeq mRNA NM_001305091 12.5 6.9 1 264.6 (M:264.6) 4 21.7 4.43 421 1.18 3 24.73

336 true ENSGALP00000017367
Gallus gallus mago-nashi homolog 2 (MAGOH2) transcript variant 1 mRNA. - RefSeq mRNA 
NM_001308098 17.1 6 1 193.4 (M:193.4) 5 20.5 3.8 558 1.15! 1

337 true ENSGALP00000001233
Gallus gallus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 2 8kDa (NDUFA2) mRNA. - 
RefSeq mRNA NM_001302137 11.2 9.9 1 79.9 (M:79.9) 2 10.9 0.77 890 0.82 1



338 true ENSGALP00000000468
Gallus gallus proteasome (prosome macropain) 26S subunit ATPase 5 (PSMC5) mRNA. - RefSeq 
mRNA NM_001292069 46.2 7.1 1 253.1 (M:253.1) 6 9.2 3.18 438 1.1 3 31.34

339 true ENSGALP00000012883 Gallus gallus recombination activating gene 2 (RAG2) mRNA. - RefSeq mRNA NM_001305057 59.1 5.6 1 93.5 (M:93.5) 2 5.1 9.33 842
340 true ENSGALP00000025165 Gallus gallus ribosomal protein L7 (RPL7) mRNA. - RefSeq mRNA NM_001006345 28.7 10.8 1 620.9 (M:620.9) 13 32.2 4.62 155 1.09! 8 58.81
341 true ENSGALP00000022626 Gallus gallus ribosomal protein S12 (RPS12) mRNA. - RefSeq mRNA NM_001277911 14.5 6.8 1 230.2 (M:230.2) 4 25 10.23 479 0.59 3 17.96

342 true ENSGALP00000022671 Gallus gallus S100 calcium binding protein A9 (S100A9) mRNA. - RefSeq mRNA NM_001305151 14.1 6.4 2 57.4 (M:57.4) 2 14.3 3.76 976 1.29! 1

343 true ENSGALP00000005535
Gallus gallus serine peptidase inhibitor Kazal type 7 (putative) (SPINK7) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308494 44.3 5.6 1 196.4 (M:196.4) 5 14.3 10.1 548 0.53! 2 5.45

344 true ENSGALP00000000726
Gallus gallus SH3 domain binding glutamate-rich protein like 3 (SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 10.5 5.1 1 132.0 (M:132.0) 4 29 8.83 738 7.65 2 98.34

345 true ENSGALP00000031725
Gallus gallus SH3 domain binding glutamic acid-rich protein like (SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 12.9 4.8 1 223.6 (M:223.6) 5 25.4 9.41 494 0.7 3 32.15

346 true ENSGALP00000011635 Gallus gallus syntaxin binding protein 1 (STXBP1) mRNA. - RefSeq mRNA NM_001305648 67.4 6.2 1 92.7 (M:92.7) 4 5.1 12.19 847 0.89! 2 0.68
347 true ENSGALP00000011775 GCN1 eIF2 alpha kinase activator homolog - CGNC Symbol 5500 293.6 7 1 125.3 (M:125.3) 1 0.4 2.44 754
348 true ENSGALP00000013267 GDP dissociation inhibitor 2 - CGNC Symbol 49512 50.7 5.3 1 1237.6 (M:1237.6) 23 41.3 5.89 55 0.84! 11 51.09
349 true ENSGALP00000042001 GDP-D-glucose phosphorylase 1 - CGNC Symbol 64926 40 5.9 1 44.6 (M:44.6) 1 4.1 1.99 1023
350 true ENSGALP00000002197 gelsolin - CGNC Symbol 49472 85.8 6 1 268.2 (M:268.2) 4 5.1 7.6 412 1.63! 2 39.87
351 true ENSGALP00000011931 general transcription factor IIIC subunit I - CGNC Symbol 50307 243.1 6.3 1 111.6 (M:111.6) 1 1 0.62 796
352 true ENSGALP00000019907 glia maturation factor beta - CGNC Symbol 51994 16.7 5.2 1 33.8 (M:33.8) 1 4.9 3.63 1054
353 true ENSGALP00000007934 glucose-6-phosphate isomerase - CGNC Symbol 3683 62.1 7.8 1 644.2 (M:644.2) 10 13 3.6 146 0.59! 5 41.76
354 true ENSGALP00000003139 glutamate dehydrogenase 1 - CGNC Symbol 52002 47.6 8.3 1 227.0 (M:227.0) 5 9.4 5.57 480 0.67 2 12.45
355 true ENSGALP00000012086 glutamic-oxaloacetic transaminase 1 soluble - CGNC Symbol 5645 45.9 8.2 1 305.2 (M:305.2) 6 14.1 4.34 364 0.76 3 30.64
356 true ENSGALP00000003646 glutamic-oxaloacetic transaminase 2 - CGNC Symbol 1656 47.3 9.4 1 736.1 (M:736.1) 12 27 3.68 110 0.59! 9 64.02
357 true ENSGALP00000015623 glutamyl-prolyl-tRNA synthetase - CGNC Symbol 7307 179.8 7.9 2 390.3 (M:390.3) 9 5.4 4.74 270 0.71! 4 26.66
358 true ENSGALP00000041423 glutathione peroxidase 1 - CGNC Symbol 65881 17.9 6.4 1 357.1 (M:357.1) 7 35.1 10.22 300 0.75 4 28.71
359 true ENSGALP00000042929 glutathione reductase - HGNC:4623 45.2 6.4 1 142.2 (M:142.2) 2 4.1 8.19 708 0.65! 1
360 true ENSGALP00000013682 glutathione S-transferase omega 1 - CGNC Symbol 52072 27.2 7 1 172.5 (M:172.5) 3 9.2 10.22 615 0.99! 2 27.47
361 true ENSGALP00000023278 glyceraldehyde-3-phosphate dehydrogenase - CGNC Symbol 49077 34.9 8.5 1 1872.1 (M:1872.1) 22 40.9 4.99 19 0.80! 10 49.09
362 true ENSGALP00000016983 glycogenin 1 - CGNC Symbol 7949 37.2 4.6 1 48.6 (M:48.6) 1 4.5 3.7 1010
363 true ENSGALP00000009121 glycyl-tRNA synthetase - CGNC Symbol 4244 77.5 6.1 1 413.2 (M:413.2) 8 12.7 9.17 251 0.65! 3 46.6
364 true ENSGALP00000007667 glyoxalase domain containing 4 - HGNC:14111 51.2 9.1 1 129.3 (M:129.3) 2 2.9 0.86 744 1.11 1
365 true ENSGALP00000002822 glyoxylate reductase 1 homolog - CGNC Symbol 52955 60.4 9.3 1 163.4 (M:163.4) 4 10.1 10.45 643
366 true ENSGALP00000009798 glypican 4 - CGNC Symbol 4560 57.5 5.9 1 44.2 (M:44.2) 1 2.9 15.58 1026
367 true ENSGALP00000019667 GRB2-related adaptor protein 2 - CGNC Symbol 9140 37.7 6.7 1 281.4 (M:281.4) 6 21 7.6 395
368 true ENSGALP00000018939 group-specific component (vitamin D binding protein) - CGNC Symbol 8824 53.7 6.5 1 176.2 (M:176.2) 4 11 5.97 599 0.94! 1
369 true ENSGALP00000012993 growth factor receptor bound protein 2 - CGNC Symbol 6067 25.2 5.8 1 222.7 (M:222.7) 7 16.6 6.28 497 0.41! 3 54.63
370 true ENSGALP00000006604 GTPase activating protein (SH3 domain) binding protein 1 - CGNC Symbol 50211 52.4 5.1 1 479.0 (M:479.0) 9 15.9 6.17 212 0.74! 5 26.8
371 true ENSGALP00000038576 GTPase IMAP family member 7-like - CGNC Symbol 53739 25.3 7.8 4 259.1 (M:259.1) 7 16.7 6.3 428 1.51! 3 9
372 true ENSGALP00000026664 GTPase very large interferon inducible 1 - CGNC Symbol 53425 278.8 6.2 1 377.5 (M:377.5) 8 3.3 5.48 283 1.19! 3 33.42
373 true ENSGALP00000024386 guanine deaminase - CGNC Symbol 11266 50.2 5.5 1 81.0 (M:81.0) 1 4 0.89 885
374 true ENSGALP00000016711 guanine monophosphate synthase - CGNC Symbol 7825 83.5 7.6 1 172.3 (M:172.3) 4 7.4 13.5 616 0.86! 4 11.83

375 true ENSGALP00000013640
guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 1 - CGNC Symbol 
49774 40.4 5.7 1 154.2 (M:154.2) 3 6.8 16.44 672 0.59! 1

376 true ENSGALP00000007379
guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 2 - CGNC Symbol 
49773 39 5.5 5 388.9 (M:388.9) 6 9.7 10.29 272 0.74 3 23.68

377 true ENSGALP00000002038 guanine nucleotide binding protein (G protein) beta polypeptide 1 - CGNC Symbol 50984 44.5 7.5 2 489.0 (M:489.0) 7 16.6 5.72 208 0.76! 2 6.26
378 true ENSGALP00000014596 guanine nucleotide binding protein (G protein) beta polypeptide 4 - CGNC Symbol 6824 37.5 5.8 1 207.1 (M:207.1) 3 7.9 5.88 526 0.88 1
379 true ENSGALP00000042788 guanine nucleotide binding protein (G protein) gamma 7 - CGNC Symbol 64142 7.6 8.7 1 101.3 (M:101.3) 1 20.6 0.69 818
380 true ENSGALP00000042552 guanylate binding protein - CGNC Symbol 49284 65.6 5.6 1 1096.4 (M:1096.4) 18 33.7 4.58 66 0.77! 6 22.21
381 true ENSGALP00000020094 H1 histone family member 0 - CGNC Symbol 9356 20.7 12.2 1 116.0 (M:116.0) 1 8.4 1.88 783
382 true ENSGALP00000022676 H2A histone family member V - HGNC:20664 12 10.6 2 290.5 (M:290.5) 6 23 9.84 380 1.00! 3 28.24
383 true ENSGALP00000027534 heat shock 105kDa/110kDa protein 1 - CGNC Symbol 12826 111.2 5.8 1 247.3 (M:247.3) 5 5.5 6.95 453 0.43! 1
384 true ENSGALP00000014746 heat shock 10kDa protein 1 - CGNC Symbol 49569 12.1 8.6 2 560.1 (M:560.1) 12 57.7 4.51 182 0.58! 8 39.67
385 true ENSGALP00000019120 heat shock 70kDa protein 2 - CGNC Symbol 51984 69.9 5.7 1 1899.8 (M:1899.8) 23 24.9 4.89 18 0.53! 11 49.01
386 true ENSGALP00000011770 heat shock 70kDa protein 4 - CGNC Symbol 5498 100.6 5.5 1 351.8 (M:351.8) 9 10.7 8.64 309 0.87! 4 29.35
387 true ENSGALP00000016536 heat shock 70kDa protein 4-like - CGNC Symbol 51755 94.7 5.4 1 1196.4 (M:1196.4) 22 27.5 5.56 60 0.51! 11 56.92
388 true ENSGALP00000001474 heat shock 70kDa protein 5 (glucose-regulated protein 78kDa) - CGNC Symbol 667 72 5.1 1 1930.8 (M:1930.8) 29 33.9 4.41 17 0.40! 18 98.58
389 true ENSGALP00000010510 heat shock 70kDa protein 8 - CGNC Symbol 49511 70.8 5.4 1 4051.0 (M:4051.0) 49 46.6 4.87 4 0.58! 25 61.25
390 true ENSGALP00000018498 heat shock protein 90kDa alpha (cytosolic) class A member 1 - CGNC Symbol 51974 83.2 5.1 1 2459.0 (M:2459.0) 37 29.9 3.44 7 0.67! 20 67
391 true ENSGALP00000016523 heat shock protein 90kDa alpha (cytosolic) class B member 1 - CGNC Symbol 49691 83.4 5 1 1079.8 (M:1079.8) 18 14.8 5.02 67 0.72! 10 77.85
392 true ENSGALP00000020744 heat shock protein 90kDa beta (Grp94) member 1 - CGNC Symbol 49067 91.5 4.8 1 980.7 (M:980.7) 20 16.9 4.7 75 0.40! 11 45.28
393 true ENSGALP00000003717 heat shock protein family A (Hsp70) member 9 - CGNC Symbol 1687 73.1 6.1 1 977.7 (M:977.7) 16 21.2 4.32 77 0.57! 9 50.13
394 true ENSGALP00000013122 heat shock protein family D (Hsp60) member 1 - CGNC Symbol 6130 60.9 5.7 1 1602.6 (M:1602.6) 20 23.9 4.42 32 0.78! 9 46.59
395 true ENSGALP00000012919 hematological and neurological expressed 1 - CGNC Symbol 6027 16.1 4.8 1 296.8 (M:296.8) 5 37.2 5.77 370 1.95! 2 40.35
396 true ENSGALP00000015204 hematological and neurological expressed 1-like - CGNC Symbol 50339 12.9 9.5 1 127.5 (M:127.5) 2 34.1 5.98 748 1.71! 1
397 true ENSGALP00000015886 hematopoietic cell-specific Lyn substrate 1 - CGNC Symbol 7430 57.2 4.7 1 499.4 (M:499.4) 8 18.4 4.59 202 1.66! 2 9.78
398 true ENSGALP00000019231 heme binding protein 1 - CGNC Symbol 8945 21.1 6.4 1 38.8 (M:38.8) 1 11.6 4.74 1037
399 true ENSGALP00000035593 Hemoglobin subunit beta - UP P02112 16.5 8.8 4 1499.7 (M:1499.7) 19 56.5 4.89 38 1.35! 10 56.95
400 true ENSGALP00000035386 hemopexin - CGNC Symbol 15517 45.4 5.1 1 198.8 (M:198.8) 5 13.7 9.7 544
401 true ENSGALP00000035370 hepatoma-derived growth factor - CGNC Symbol 58434 26.2 5.1 1 224.6 (M:224.6) 4 23.3 6.37 489 0.73! 1
402 true ENSGALP00000016363 heterochromatin protein 1 binding protein 3 - CGNC Symbol 7661 61.8 9.4 1 470.1 (M:470.1) 8 14 6.31 214 2.12! 2 83.76
403 true ENSGALP00000023188 heterogeneous nuclear ribonucleoprotein A/B - CGNC Symbol 49727 24.6 9.7 1 533.5 (M:533.5) 10 38.4 6.51 195 1.68! 4 68.32
404 true ENSGALP00000009933 heterogeneous nuclear ribonucleoprotein A0 - CGNC Symbol 4621 33 9.6 1 314.9 (M:314.9) 5 11.9 2.98 348 1.48! 2 16.29
405 true ENSGALP00000037924 heterogeneous nuclear ribonucleoprotein A1 - CGNC Symbol 7027 40.8 9.3 1 1491.5 (M:1491.5) 20 37.9 6.5 40 1.65! 8 60.15
406 true ENSGALP00000017954 heterogeneous nuclear ribonucleoprotein A2/B1 - CGNC Symbol 51306 37 8.7 1 1828.5 (M:1828.5) 29 66.8 6.12 20 1.15! 13 73.35
407 true ENSGALP00000037222 heterogeneous nuclear ribonucleoprotein D-like - CGNC Symbol 51783 33.4 6.9 1 121.5 (M:121.5) 3 10.3 5.9 761 0.71! 1
408 true ENSGALP00000039530 heterogeneous nuclear ribonucleoprotein H1 (H) - CGNC Symbol 49193 56.5 5.5 1 1217.9 (M:1217.9) 17 27.4 8.59 58 1.16! 7 23.89
409 true ENSGALP00000006284 heterogeneous nuclear ribonucleoprotein H3 (2H9) - CGNC Symbol 52025 36.6 6.6 1 1512.2 (M:1512.2) 21 49.1 5.33 37 1.2 10 32.58
410 true ENSGALP00000023165 heterogeneous nuclear ribonucleoprotein K - CGNC Symbol 9556 47.3 5.6 1 1577.9 (M:1577.9) 25 40.9 7.59 35 1.19! 11 44.48
411 true ENSGALP00000020534 heterogeneous nuclear ribonucleoprotein K-like - CGNC Symbol 53093 47.1 6.1 1 1589.9 (M:1589.9) 25 41.1 6.96 34 1.19! 11 44.48
412 true ENSGALP00000000509 heterogeneous nuclear ribonucleoprotein M - CGNC Symbol 51167 76 8.9 1 1212.2 (M:1212.2) 28 32.6 5.18 59 1.46! 12 81.6
413 true ENSGALP00000001183 heterogeneous nuclear ribonucleoprotein R - CGNC Symbol 51033 71 8.4 2 317.3 (M:317.3) 9 10.9 4.33 345 1.21! 5 19.41

414 true ENSGALP00000017341 heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) - CGNC Symbol 8107 74.9 9.4 1 619.1 (M:619.1) 10 8.8 2.58 158 1.53! 5 68.36
415 true ENSGALP00000024040 hexosaminidase B (beta polypeptide) - CGNC Symbol 11085 63.4 6 1 211.9 (M:211.9) 3 8.7 14.55 519
416 true ENSGALP00000009341 high density lipoprotein binding protein - CGNC Symbol 4348 141.5 6.4 1 352.0 (M:352.0) 3 2.4 5.59 308 0.59! 1
417 true ENSGALP00000027541 high mobility group box 1 - CGNC Symbol 49444 24.9 5.6 1 1181.3 (M:1181.3) 19 35.3 4.85 61 1.37! 11 73.34
418 true ENSGALP00000017462 high mobility group box 2 - CGNC Symbol 8169 23.8 8.5 1 1032.8 (M:1032.8) 17 36.7 4.76 70 1.63! 8 126.04
419 true ENSGALP00000000503 high mobility group nucleosomal binding domain 2 - CGNC Symbol 54659 9.4 10 1 93.1 (M:93.1) 1 20 9.54 846
420 true ENSGALP00000011539 high mobility group nucleosome binding domain 5 - CGNC Symbol 51685 20.2 9.9 1 146.0 (M:146.0) 2 8.4 11.7 694 1.10! 1
421 true ENSGALP00000023099 histocompatibility (minor) HA-1 - CGNC Symbol 51181 103.3 8.2 1 257.1 (M:257.1) 8 8.2 6.2 431 1.18! 3 82.46
422 true ENSGALP00000015492 histone acetyltransferase 1 - CGNC Symbol 7250 47.9 5.3 1 335.2 (M:335.2) 3 8.3 11.92 329 2.41! 1

423 true ENSGALP00000037266 histone cluster 1 H1.11L (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53220 22.5 11 1 637.3 (M:637.3) 7 22.2 5.43 148 4.45! 5 132.85

424 true ENSGALP00000019205 histone cluster 1 H1.11R (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53222 21.8 11 1 629.6 (M:629.6) 7 21.5 4.9 151 2.39! 3 103.9
425 true ENSGALP00000024133 histone deacetylase 2 - CGNC Symbol 11140 55.3 5.6 2 382.5 (M:382.5) 12 20.7 6.2 277 1.31! 4 24.11
426 true ENSGALP00000010190 histone deacetylase 7 - CGNC Symbol 4743 103.4 7 2 103.3 (M:103.3) 1 1.9 11.59 813
427 true ENSGALP00000019163 histone H1 - CGNC Symbol 53214 24.8 11.1 1 546.5 (M:546.5) 6 18.6 5.93 185 1.78! 4 111.93
428 true ENSGALP00000021743 histone H2B - CGNC Symbol 52653 13.5 10 1 568.4 (M:568.4) 7 21.3 7.58 178 4.83! 2 50.33
429 true ENSGALP00000021742 Histone H2B 1/2/3/4/6 - UP P0C1H3 13.9 10.3 3 1339.3 (M:1339.3) 18 34.1 4.55 46 2.93! 8 31.59
430 true ENSGALP00000040958 Histone H3.2 - UP P84229 15.4 11.3 2 499.2 (M:499.2) 12 28.7 3.97 203 2.20! 6 75.7
431 true ENSGALP00000014480 Hsap of 16: GIMAP1-GIMAP5 readthrough - HGNC:51257 33.1 8.2 1 70.5 (M:70.5) 2 4.7 14.25 933 0.73 1
432 true ENSGALP00000030998 Hsap of 16: glutathione S-transferase alpha 1 - HGNC:4626 25.2 7.8 2 195.7 (M:195.7) 3 13.6 6.26 551
433 true ENSGALP00000028993 Hsap of 1: ADP-ribosyltransferase 1 - HGNC:723 31.9 8.7 1 80.9 (M:80.9) 2 7.8 3.68 886
434 true ENSGALP00000041510 Hsap of 1: calreticulin - HGNC:1455 21.6 4.6 1 194.8 (M:194.8) 5 25 19.25 556 0.25! 1
435 true ENSGALP00000041109 Hsap of 1: capping actin protein gelsolin like - HGNC:1474 72.4 8.3 1 306.6 (M:306.6) 5 10 8.35 363 1.57! 1
436 true ENSGALP00000041873 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 16.2 6.4 1 252.6 (M:252.6) 5 22.5 4.53 439 0.88 3 15.37
437 true ENSGALP00000041574 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 25.9 7 1 86.8 (M:86.8) 2 5.3 8.3 869 0.92 1
438 true ENSGALP00000040011 Hsap of 1: DEAD-box helicase 21 - HGNC:2744 54.1 9.1 1 143.3 (M:143.3) 2 2.6 0.8 703 0.86! 1
439 true ENSGALP00000043356 Hsap of 1: dynactin subunit 2 - HGNC:2712 22.8 5.2 1 35.4 (M:35.4) 1 9.6 8.52 1049
440 true ENSGALP00000043386 Hsap of 1: dynamin 2 - HGNC:2974 64.8 9.3 1 184.3 (M:184.3) 6 7.2 3.79 580 1.63! 3 72.47
441 true ENSGALP00000029144 Hsap of 1: ETHE1 persulfide dioxygenase - HGNC:23287 11.7 7 1 150.5 (M:150.5) 2 17.8 0.49 685 2.32 1
442 true ENSGALP00000039954 Hsap of 1: formin like 1 - HGNC:1212 52.9 6.9 1 184.3 (M:184.3) 3 4.5 4.1 579 0.97 2 50.27
443 true ENSGALP00000029838 Hsap of 1: glycogen synthase kinase 3 beta - HGNC:4617 46.3 8.9 1 98.5 (M:98.5) 3 8.1 20.66 829
444 true ENSGALP00000035557 Hsap of 1: histidine triad nucleotide binding protein 1 - HGNC:4912 9.8 10.2 2 77.9 (M:77.9) 2 13.3 1.04 897 1.11 1
445 true ENSGALP00000040966 Hsap of 1: hydroxysteroid 17-beta dehydrogenase 10 - HGNC:4800 13.2 6.7 1 88.3 (M:88.3) 2 9.5 12.53 864 0.86 1
446 true ENSGALP00000043134 Hsap of 1: integrator complex subunit 3 - HGNC:26153 64.1 7.2 1 176.9 (M:176.9) 2 2.5 8.75 596 1.86! 1



447 true ENSGALP00000005199 Hsap of 1: proline rich coiled-coil 2C - HGNC:24903 59.4 7.7 1 115.5 (M:115.5) 2 2.3 10.84 786 0.72 1
448 true ENSGALP00000042855 Hsap of 1: ribosomal protein L10 like - HGNC:17976 12.1 9.6 1 175.0 (M:175.0) 5 19 9.62 606 0.75 2 48.87
449 true ENSGALP00000042059 Hsap of 1: RNA binding motif protein 39 - HGNC:15923 34.1 5.9 2 185.7 (M:185.7) 5 12.9 8.63 574 1.57! 2 36.23
450 true ENSGALP00000038155 Hsap of 1: serine and arginine rich splicing factor 7 - HGNC:10789 28.7 11.9 1 400.7 (M:400.7) 10 31.6 3.5 259 0.99! 3 61.55
451 true ENSGALP00000005495 Hsap of 1: small nuclear ribonucleoprotein U5 subunit 200 - HGNC:30859 44.6 5.7 1 55.4 (M:55.4) 2 2.2 1.93 990 1.06 1
452 true ENSGALP00000042479 Hsap of 1: stress induced phosphoprotein 1 - HGNC:11387 34.1 5.5 1 728.7 (M:728.7) 16 35.4 8.24 113 0.55! 8 55.17
453 true ENSGALP00000041509 Hsap of 1: succinate dehydrogenase complex iron sulfur subunit B - HGNC:10681 23.9 8.5 2 79.1 (M:79.1) 2 5.7 1.1 891 0.68 1
454 true ENSGALP00000042837 Hsap of 4: heterogeneous nuclear ribonucleoprotein A1-like 2 - HGNC:27067 25.5 9.1 1 980.5 (M:980.5) 16 48.3 4.27 76 1.11! 7 99.04
455 true ENSGALP00000023926 Hsap of 4: myosin light chain 12B - HGNC:29827 19.9 4.6 3 585.4 (M:585.4) 11 41.3 6.55 171 0.84 6 60.9
456 true ENSGALP00000000669 Hsap of 4: nascent polypeptide-associated complex alpha subunit - HGNC:7629 21.4 9.2 1 337.0 (M:337.0) 4 14.6 3.78 321 0.92! 2 11.28
457 true ENSGALP00000021708 Hsap of 4: poly(rC) binding protein 2 - HGNC:8648 47.5 8 3 732.4 (M:732.4) 12 25.4 5.14 112 1.23! 7 29.36
458 true ENSGALP00000000293 Hsap of 4: signal recognition particle 19kDa - HGNC:11300 16.3 9.9 1 31.5 (M:31.5) 1 9.6 14.7 1058
459 true ENSGALP00000037564 Hsap of 4: solute carrier family 25 member 10 - HGNC:10980 43.2 9.4 1 105.2 (M:105.2) 2 3 6.83 809 1.1 1
460 true ENSGALP00000002154 Hsap of 4: ubiquitin conjugating enzyme E2 L5 pseudogene - HGNC:13477 17.2 6.9 1 85.2 (M:85.2) 2 10.1 1.3 876 1.27! 1
461 true ENSGALP00000023473 Hsap of 81: major histocompatibility complex class I E - HGNC:4962 37.3 5.6 10 68.2 (M:68.2) 2 5.1 14.27 940 2.84! 1
462 true ENSGALP00000029322 Hsap of 9: RBM14-RBM4 readthrough - HGNC:38840 27.6 6.1 1 358.0 (M:358.0) 5 24.7 9.54 298 1.84 3 9.73
463 true ENSGALP00000007927 Hsap of 9: ribosomal protein L36a - HGNC:10359 13.2 10.8 1 264.0 (M:264.0) 7 28.9 8.9 422 0.65! 3 38.4
464 true ENSGALP00000041195 Hsap of 9: toll like receptor adaptor molecule 2 - HGNC:21354 25 5.5 1 70.9 (M:70.9) 2 4.5 2.96 930 0.41 1

465 true ENSGALP00000041511 HSPA (heat shock 70kDa) binding protein cytoplasmic cochaperone 1 - CGNC Symbol 64131 26 5.6 1 106.7 (M:106.7) 4 14.6 7.21 804 1.06 1
466 true ENSGALP00000025929 hydroxyacyl-CoA dehydrogenase - CGNC Symbol 12053 34.4 8.7 1 205.7 (M:205.7) 2 11.1 6.14 527 0.73! 1

467 true ENSGALP00000026633
hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional 
protein) alpha subunit - CGNC Symbol 12383 85.7 9.3 1 537.1 (M:537.1) 9 10.4 4.02 191 1.02! 3 5.3

468 true ENSGALP00000026663
hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional 
protein) beta subunit - CGNC Symbol 12399 50.8 9.4 1 172.7 (M:172.7) 4 3.8 5.33 612 0.60! 2 9.83

469 true ENSGALP00000039757 hypoxia up-regulated 1 - CGNC Symbol 53307 108.3 5.1 1 258.7 (M:258.7) 6 5.2 3.53 429 0.69! 3 54.7
470 true ENSGALP00000021927 IKAROS family zinc finger 3 (Aiolos) - CGNC Symbol 49403 55.5 6.2 4 256.0 (M:256.0) 6 15.6 1.8 435 1.24! 1
471 true ENSGALP00000027238 importin 5 - CGNC Symbol 50851 125.1 4.9 1 352.9 (M:352.9) 6 5 5.4 306 1.27! 2 13.87
472 true ENSGALP00000009312 importin 7 - CGNC Symbol 4333 116.2 4.7 1 103.9 (M:103.9) 2 1.5 3.85 811 0.77 1
473 true ENSGALP00000025404 inner membrane mitochondrial protein - CGNC Symbol 11773 79.2 5.7 1 289.0 (M:289.0) 5 5.5 10.73 385 1.07 3 35.73
474 true ENSGALP00000005130 inosine triphosphatase - CGNC Symbol 2361 22.2 5.8 1 78.5 (M:78.5) 2 5.5 1.27 894 0.95! 1
475 true ENSGALP00000040662 inositol monophosphatase 1 - HGNC:6050 36.7 6.6 1 194.9 (M:194.9) 4 14.1 4.63 554
476 true ENSGALP00000002409 inositol polyphosphate-5-phosphatase 145kDa - CGNC Symbol 52250 137 7.6 1 281.0 (M:281.0) 6 4.6 9.32 397 1.13! 2 22.66
477 true ENSGALP00000043342 insulin-like growth factor 2 mRNA binding protein 3 - CGNC Symbol 51304 69.1 8.7 3 356.7 (M:356.7) 6 7.3 3.13 301 1.12! 2 1.39

478 true ENSGALP00000011559
integrin beta 1 (fibronectin receptor beta polypeptide antigen CD29 includes MDF2 MSK12) - CGNC 
Symbol 49025 88.6 5.1 1 105.4 (M:105.4) 2 1.4 8.8 808 0.32 1

479 true ENSGALP00000012130 integrin beta 2 (complement component 3 receptor 3 and 4 subunit) - CGNC Symbol 49690 85.4 5.5 1 165.3 (M:165.3) 3 6 14.83 634
480 true ENSGALP00000002604 inter-alpha-trypsin inhibitor heavy chain 3 - CGNC Symbol 50111 100.5 5.8 1 118.8 (M:118.8) 1 1.5 20.08 771
481 true ENSGALP00000005345 interferon gamma-inducible protein 30 - CGNC Symbol 2468 27.8 5.6 1 453.8 (M:453.8) 4 12.1 10.89 224 0.32 2 27.35
482 true ENSGALP00000036413 interferon regulatory factor 4 - CGNC Symbol 9722 47.5 6.4 2 95.1 (M:95.1) 2 6.6 15.16 835 1.18! 1
483 true ENSGALP00000001014 interferon-induced guanylate-binding protein 1-like - CGNC Symbol 51030 79.3 5.7 1 271.3 (M:271.3) 6 5.9 6.21 406 0.67! 3 25.81
484 true ENSGALP00000042451 interferon-induced transmembrane protein 1-like - CGNC Symbol 56156 15.3 7.3 1 41.7 (M:41.7) 1 10.6 0.16 1033 0.54 1
485 true ENSGALP00000010303 interleukin 16 - CGNC Symbol 4808 157.8 8.2 1 177.2 (M:177.2) 4 4.1 10.82 594 1.60! 1
486 true ENSGALP00000018849 interleukin enhancer binding factor 2 - CGNC Symbol 8794 42.9 5.3 1 72.6 (M:72.6) 3 5.4 7.2 917 1.25 1
487 true ENSGALP00000013987 IQ motif containing GTPase activating protein 1 - CGNC Symbol 6526 159.5 5.9 1 560.3 (M:560.3) 12 7.4 4.16 181 0.71! 5 33.39
488 true ENSGALP00000024116 IQ motif containing GTPase activating protein 2 - CGNC Symbol 11128 181 6 1 337.8 (M:337.8) 6 2.7 4.05 318 1.02! 3 20.3
489 true ENSGALP00000014317 isocitrate dehydrogenase 1 (NADP+) soluble - CGNC Symbol 6693 46.9 8.3 1 310.5 (M:310.5) 6 9.3 2.34 354 0.68! 2 7.84
490 true ENSGALP00000035366 isocitrate dehydrogenase 2 (NADP+) mitochondrial - CGNC Symbol 54127 50.4 9 1 728.7 (M:728.7) 16 21 4.6 114 1.51! 7 67.81
491 true ENSGALP00000007672 isoleucyl-tRNA synthetase - CGNC Symbol 3573 129.9 6.3 1 118.7 (M:118.7) 2 1 2.21 773 0.71 1
492 true ENSGALP00000008013 ISY1 splicing factor homolog (S. cerevisiae) - CGNC Symbol 3725 37.3 5.4 1 216.9 (M:216.9) 2 5.9 1.47 508 1.36 1
493 true ENSGALP00000024989 janus kinase and microtubule interacting protein 1 - CGNC Symbol 11579 99.1 5.7 1 90.0 (M:90.0) 3 3.1 13.67 857 0.59 1
494 true ENSGALP00000005662 karyopherin alpha 2 (RAG cohort 1 importin alpha 1) - CGNC Symbol 50505 58 5.3 1 134.4 (M:134.4) 3 6.6 5.12 733 0.49! 1
495 true ENSGALP00000015528 karyopherin alpha 4 (importin alpha 3) - CGNC Symbol 52315 55.2 4.7 1 47.8 (M:47.8) 1 2.6 4.16 1014 0.46 1
496 true ENSGALP00000000615 karyopherin subunit beta 1 - HGNC:6400 83.9 4.6 1 849.1 (M:849.1) 13 15 6.62 88 0.97! 5 48.42
497 true P13645 Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6 58.8 5.1 8 673.6 (M:673.6) 12 20.5 6.34 135 1.01! 4 236.7
498 true P08779 Keratin, type I cytoskeletal 16 OS=Homo sapiens GN=KRT16 PE=1 SV=4 51.2 5 34 781.5 (M:781.5) 15 29.8 6.41 100 1.19! 6 233.62
499 true Q04695 Keratin, type I cytoskeletal 17 OS=Homo sapiens GN=KRT17 PE=1 SV=2 48.1 5 12 403.5 (M:403.5) 10 15.7 10.17 256 1.13! 4 411.73
500 true P35527 Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3 62 5.1 2 871.6 (M:871.6) 12 21.7 8.46 85 0.83! 8 156.07
501 true P04264 Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 66 8.2 4 1499.2 (M:1499.2) 17 38.8 7 39 0.25! 6 33.43
502 true P35908 Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens GN=KRT2 PE=1 SV=2 65.4 8.1 1 437.4 (M:437.4) 9 17.4 4.82 231 0.29! 3 42.7
503 true P04259 Keratin, type II cytoskeletal 6B OS=Homo sapiens GN=KRT6B PE=1 SV=5 60 8.1 25 650.7 (M:650.7) 12 22.2 6.93 142 0.48! 7 91.88
504 true ENSGALP00000004048 kinectin 1 - CGNC Symbol 9206 156.2 5.7 1 272.5 (M:272.5) 4 3.1 14.54 403 0.68! 3 36.8
505 true ENSGALP00000011666 kinesin family member 5B - CGNC Symbol 5451 110.1 6.1 1 192.2 (M:192.2) 2 2.1 6.48 562 0.44! 1
506 true ENSGALP00000004515 KRAB-A domain-containing protein 2 - CGNC Symbol 49788 17.2 10.6 1 335.5 (M:335.5) 8 23.4 4.27 328 0.7 5 51.73
507 true ENSGALP00000038626 lactate dehydrogenase A - CGNC Symbol 49707 36.5 7.8 1 231.4 (M:231.4) 5 12 4.82 476 0.44! 2 32.33
508 true ENSGALP00000021618 lactate dehydrogenase B - CGNC Symbol 10005 36.3 7.1 1 832.8 (M:832.8) 14 29.7 6.08 89 0.51! 5 43.53
509 true ENSGALP00000015128 lamin B receptor - CGNC Symbol 49736 73.3 9.2 1 554.3 (M:554.3) 11 15.4 7.18 184 2.25! 6 182.42
510 true ENSGALP00000023635 lamin B1 - CGNC Symbol 10893 73.6 5.5 1 516.8 (M:516.8) 10 14.9 7.43 197 0.44! 3 337.77
511 true ENSGALP00000000639 lamin B2 - CGNC Symbol 49708 67.9 5.2 1 1284.6 (M:1284.6) 33 41 8.18 52 1.14! 9 67.09
512 true ENSGALP00000020275 lectin galactoside-binding soluble 1 - CGNC Symbol 49833 15.1 6.6 1 155.0 (M:155.0) 2 14.8 11.87 670 0.64 2 96.99
513 true ENSGALP00000038925 lectin mannose binding 1 - CGNC Symbol 2024 56.5 5.6 1 178.6 (M:178.6) 3 8.3 14.48 592 0.62 3 52.83
514 true ENSGALP00000041057 lectin mannose binding 2 - CGNC Symbol 63471 38.3 6.4 1 196.0 (M:196.0) 4 6.1 2.2 550 0.72 2 19.33
515 true ENSGALP00000017556 legumain - CGNC Symbol 8216 49.2 5.9 1 115.6 (M:115.6) 3 7.2 7.62 785 0.56! 1
516 true ENSGALP00000007469 LEO1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 55225 71.6 4.4 1 172.6 (M:172.6) 2 2.1 6.08 613 0.87! 1
517 true ENSGALP00000016182 leucine rich pentatricopeptide repeat containing - CGNC Symbol 7574 155.5 6.6 1 304.9 (M:304.9) 5 3.5 4.1 365 0.70! 2 11.74
518 true ENSGALP00000012427 leucine rich repeat containing 59 - CGNC Symbol 5794 38.7 9.4 1 169.8 (M:169.8) 4 9.4 1.69 624 1.22! 1
519 true ENSGALP00000010210 leukocyte cell derived chemotaxin 2 - CGNC Symbol 4754 35.2 9.1 1 768.4 (M:768.4) 15 39.8 7.61 102 0.58! 7 45.25
520 true ENSGALP00000033366 leukocyte ribonuclease A-2 - CGNC Symbol 52020 15.9 10 1 197.4 (M:197.4) 3 18.7 3.59 546 0.36 2 7.37
521 true ENSGALP00000018616 leukotriene A4 hydrolase - CGNC Symbol 8686 69.3 6.5 1 420.5 (M:420.5) 9 10 4.48 245 0.76! 5 49.08
522 true ENSGALP00000032039 leupaxin - CGNC Symbol 14208 35.9 6.3 1 312.1 (M:312.1) 7 25.9 8.84 351 1.31! 3 14.23
523 true ENSGALP00000002513 LIM and SH3 protein 1 - CGNC Symbol 1150 27.2 6.4 1 188.2 (M:188.2) 7 14 2.45 568 0.7 4 4.74
524 true ENSGALP00000019306 LIM domains containing 1 - CGNC Symbol 8981 61.6 6 1 63.2 (M:63.2) 1 2.3 3.2 954
525 true ENSGALP00000039613 lipase maturation factor 2 - Refseq NP_001026743 68.8 9.7 1 44.6 (M:44.6) 1 1.8 8.89 1024 0.79 1
526 true ENSGALP00000016337 LPS-responsive vesicle trafficking beach and anchor containing - CGNC Symbol 7650 316.5 5.5 1 222.7 (M:222.7) 2 0.9 16.67 498 1.00! 1
527 true ENSGALP00000012171 LUC7-like (S. cerevisiae) - CGNC Symbol 5684 43.6 10.2 1 184.6 (M:184.6) 4 9.7 2.89 577 1.22! 1
528 true ENSGALP00000019318 LUC7-like 2 (S. cerevisiae) - CGNC Symbol 8987 47.2 10.1 1 450.8 (M:450.8) 8 13.1 3.69 225 0.84! 4 97.35
529 true ENSGALP00000037522 LUC7-like 3 pre-mRNA splicing factor - CGNC Symbol 53432 51.4 9.8 1 144.8 (M:144.8) 3 6.9 11.06 701
530 true ENSGALP00000018165 lymphocyte antigen 75 - CGNC Symbol 8470 199.5 6.4 1 162.0 (M:162.0) 2 1.2 4.15 650 1.65! 1
531 true ENSGALP00000027391 lymphocyte cytosolic protein 1 (L-plastin) - CGNC Symbol 12749 69.7 5.2 3 2321.5 (M:2321.5) 39 41.2 5.75 9 0.70! 16 30.28

532 true ENSGALP00000003296
lymphocyte cytosolic protein 2 (SH2 domain containing leukocyte protein of 76kDa) - CGNC Symbol 
1506 59.5 5.9 1 82.0 (M:82.0) 3 7.4 4.34 881 1.86 1

533 true ENSGALP00000010618 lymphocyte-specific protein 1 - CGNC Symbol 4964 41.6 4.7 2 619.7 (M:619.7) 9 24.7 4.61 156 1.63 3 47.36
534 true ENSGALP00000017123 lymphoid enhancer binding factor 1 - CGNC Symbol 7997 40.8 6.7 5 184.6 (M:184.6) 3 11.9 14.39 578
535 true ENSGALP00000001332 lysyl-tRNA synthetase - CGNC Symbol 602 67.8 5.8 1 632.2 (M:632.2) 14 15.8 8.15 150 0.93! 8 33.06
536 true ENSGALP00000008911 Major histocompatibility complex class II beta chain BLB1 - CGNC Symbol 54366 25.3 5.8 1 288.2 (M:288.2) 4 12.9 15.09 386 0.53 2 30.27
537 true ENSGALP00000000316 major vault protein - CGNC Symbol 136 93.7 5.3 1 398.0 (M:398.0) 8 6.4 5.38 262 0.75 4 27.57
538 true ENSGALP00000014374 malate dehydrogenase 1 - CGNC Symbol 6725 36.5 6.9 1 373.7 (M:373.7) 8 20.1 8.17 287 0.74! 5 46.92
539 true ENSGALP00000003012 malate dehydrogenase 2 - CGNC Symbol 1378 35.6 8.8 1 1713.7 (M:1713.7) 24 62.3 4.81 28 0.78! 16 36.84
540 true ENSGALP00000003934 mannose-1-phosphate guanyltransferase beta - Refseq NP_001280244 39.4 6.8 1 127.5 (M:127.5) 3 6.4 5.87 747 1.07 2 46.57
541 true ENSGALP00000010097 MAP7 domain containing 3 - CGNC Symbol 4697 81.3 8.9 1 205.3 (M:205.3) 5 8.1 5.76 529 0.58! 4 42.2
542 true ENSGALP00000039948 MARCKS-like 1 - CGNC Symbol 14646 21.2 4.7 1 283.4 (M:283.4) 3 20.7 15.57 391 0.31! 1
543 true ENSGALP00000041817 marginal zone B and B1 cell specific protein - CGNC Symbol 63940 20.9 6.4 1 134.8 (M:134.8) 2 9.6 7.61 731 0.75 1
544 true ENSGALP00000043196 marker of proliferation Ki-67 - CGNC Symbol 16321 270.7 9.5 1 256.8 (M:256.8) 5 2.9 1.65 433 1.92! 1
545 true ENSGALP00000003898 matrin 3 - CGNC Symbol 1772 100.7 5.8 1 779.3 (M:779.3) 15 13.4 7.06 101 0.98! 6 23.69
546 true ENSGALP00000003715 mesencephalic astrocyte derived neurotrophic factor - HGNC:15461 18.8 8.8 1 114.7 (M:114.7) 3 16.2 4.16 789 0.61! 1
547 true ENSGALP00000016118 metastasis associated 1 family member 3 - CGNC Symbol 7538 86.1 9.2 2 239.2 (M:239.2) 3 2.1 10.38 463 1.08! 1

548 true ENSGALP00000019224
methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1 methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate synthetase - CGNC Symbol 8944 100.2 8.7 1 334.0 (M:334.0) 5 4.9 4.21 331 0.48! 3 5.72

549 true ENSGALP00000020258 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like - CGNC Symbol 9427 100.9 8.3 1 176.8 (M:176.8) 4 3.3 13.8 597 0.72! 1
550 true ENSGALP00000041856 MHC BF1 class I - CGNC Symbol 54365 39.5 7.6 4 101.8 (M:101.8) 2 4.2 10.46 817 1.47! 1

551 true ENSGALP00000021257
microtubule associated monooxygenase calponin and LIM domain containing 3 - CGNC Symbol 
50686 245.7 5.5 1 200.3 (M:200.3) 4 1.5 10.62 539

552 true ENSGALP00000010754 microtubule-associated protein RP/EB family member 1 - CGNC Symbol 50961 29.1 5 1 142.4 (M:142.4) 3 14 3.13 706 1.12 1
553 true ENSGALP00000000885 microtubule-associated protein tau - CGNC Symbol 389 36.3 9.7 1 86.8 (M:86.8) 1 4.3 5.49 868
554 true ENSGALP00000037974 minichromosome maintenance complex binding protein - CGNC Symbol 7190 67.6 5.1 1 92.6 (M:92.6) 2 1.7 1.97 848 0.55 1
555 true ENSGALP00000009709 minichromosome maintenance complex component 2 - CGNC Symbol 4524 100.2 5.2 1 746.1 (M:746.1) 13 11 6.7 109 1.17 7 36.15
556 true ENSGALP00000026858 minichromosome maintenance complex component 3 - CGNC Symbol 12496 91.3 5.5 2 396.7 (M:396.7) 9 9.1 5.97 264 1.85! 3 63.31



557 true ENSGALP00000006946 minichromosome maintenance complex component 3 associated protein - CGNC Symbol 3212 76.8 5.1 1 80.5 (M:80.5) 1 2.2 5.53 887
558 true ENSGALP00000021034 minichromosome maintenance complex component 4 - CGNC Symbol 9780 96.8 7 1 341.4 (M:341.4) 6 7.8 3.63 315 1.18! 2 19.84
559 true ENSGALP00000020463 minichromosome maintenance complex component 5 - CGNC Symbol 9524 82.4 8.6 1 719.6 (M:719.6) 14 16.6 7.8 120 1.33! 6 44.55
560 true ENSGALP00000032274 minichromosome maintenance complex component 6 - CGNC Symbol 9378 93.2 5.3 2 500.3 (M:500.3) 15 10.5 6.74 201 0.98 6 24.38
561 true ENSGALP00000008279 mitochondrial carrier 2 - CGNC Symbol 3845 33.1 9.4 1 132.4 (M:132.4) 3 9.7 8.66 737 1.49! 2 10.39
562 true ENSGALP00000006421 mitochondrial inner membrane organizing system 1 - CGNC Symbol 2963 8.5 9.1 1 44.2 (M:44.2) 1 10.4 1.14 1027
563 true ENSGALP00000027063 mitochondrial ribosomal protein S9 - CGNC Symbol 12597 42.9 9.5 1 42.1 (M:42.1) 1 2.7 14.36 1030 0.51 1
564 true ENSGALP00000002172 mitochondrial trans-2-enoyl-CoA reductase - CGNC Symbol 981 39 8.9 1 139.0 (M:139.0) 2 5.2 5.91 724 2.03! 1
565 true ENSGALP00000002278 mitogen-activated protein kinase 1 - CGNC Symbol 48975 37.3 6.7 1 303.1 (M:303.1) 6 13.8 6.95 366 0.61! 2 34.29
566 true ENSGALP00000001201 mitogen-activated protein kinase 14 - CGNC Symbol 13975 41.7 5.3 1 126.6 (M:126.6) 3 11 4.36 750 0.7 3 8.14
567 true ENSGALP00000001441 mitogen-activated protein kinase associated protein 1 - CGNC Symbol 646 59.2 6.7 1 67.4 (M:67.4) 2 3.8 6.11 943
568 true ENSGALP00000015741 mitotic checkpoint protein BUB3 - Refseq NP_001006506 44 7.8 1 71.6 (M:71.6) 1 5.1 10.14 925
569 true ENSGALP00000007490 moesin - HGNC:7373 68.5 6 2 2154.7 (M:2154.7) 45 37.8 6.4 13 0.68! 25 50.34
570 true ENSGALP00000002366 Mov10 Moloney leukemia virus 10 homolog (mouse) - CGNC Symbol 51112 109.2 9 1 308.9 (M:308.9) 8 9.9 7.33 356 0.76! 3 39.41
571 true ENSGALP00000042639 muscleblind-like splicing regulator 1 - CGNC Symbol 52321 35.7 9 12 126.6 (M:126.6) 3 6.1 4.35 751 1.23 2 0.98
572 true ENSGALP00000014557 mutS homolog 2 - CGNC Symbol 6808 95.2 5.5 1 180.9 (M:180.9) 2 1.4 5.73 585 1.40! 1
573 true ENSGALP00000038835 mutS homolog 6 - CGNC Symbol 6804 149.8 5.9 1 175.3 (M:175.3) 2 0.9 4.23 604 1.16 1
574 true ENSGALP00000002078 MYB binding protein (P160) 1a - CGNC Symbol 933 114.8 5.7 1 120.3 (M:120.3) 2 1.7 6.69 763 0.89! 1
575 true ENSGALP00000007834 myelin expression factor 2 - CGNC Symbol 49981 65.7 9.2 2 141.5 (M:141.5) 4 9.7 6.4 716 0.94 3 38.24
576 true ENSGALP00000006768 myeloid-derived growth factor - CGNC Symbol 3135 18.5 5.4 1 76.9 (M:76.9) 2 5.4 4.14 899 0.37! 1
577 true ENSGALP00000001480 myeloperoxidase - CGNC Symbol 50519 82.6 9.4 1 426.3 (M:426.3) 7 10.2 6.61 238
578 true ENSGALP00000020445 myosin heavy chain 9 non-muscle - CGNC Symbol 49820 226.5 5.5 12 6373.1 (M:6373.1) 107 33.4 5.48 1 0.93! 49 62.75
579 true ENSGALP00000009037 myosin IG - CGNC Symbol 51252 115 9 1 590.3 (M:590.3) 12 11.2 5.51 169 1.07! 3 36.57
580 true ENSGALP00000040101 myosin IXB - CGNC Symbol 2718 233.3 8.3 1 233.2 (M:233.2) 5 2.1 11.47 471 1.31! 4 101.96
581 true ENSGALP00000008730 myosin light chain 3 alkali ventricular skeletal slow - CGNC Symbol 49636 21.9 5.1 3 182.0 (M:182.0) 2 8.2 1.48 583 1.05! 1
582 true ENSGALP00000024681 N-acetylneuraminate synthase - CGNC Symbol 11406 40.1 7.1 1 72.5 (M:72.5) 2 2.8 3.98 918 0.82 1
583 true ENSGALP00000001579 N-ethylmaleimide sensitive factor - CGNC Symbol 715 82.1 6.4 1 223.9 (M:223.9) 4 4.5 3.25 491 0.60! 3 5.84
584 true ENSGALP00000020101 Na+/H+ exchanger domain containing 2 - CGNC Symbol 9361 57.7 5.2 1 54.3 (M:54.3) 1 1.5 14.78 993
585 true ENSGALP00000034612 NADH-ubiquinone oxidoreductase chain 1 - UP P18936 36.1 6.7 1 70.0 (M:70.0) 1 6.2 14.66 934
586 true ENSGALP00000042023 NADH:ubiquinone oxidoreductase core subunit S2 - CGNC Symbol 66024 14.1 7.8 1 90.7 (M:90.7) 2 9.4 12.33 854 0.67 1
587 true ENSGALP00000018456 NADH:ubiquinone oxidoreductase subunit A12 - CGNC Symbol 8606 16.9 9.8 1 37.1 (M:37.1) 1 11.6 6.33 1041
588 true ENSGALP00000014321 NADH:ubiquinone oxidoreductase subunit A5 - CGNC Symbol 50588 13.4 6.6 1 69.5 (M:69.5) 1 8.6 4.49 936 1.18 1
589 true ENSGALP00000008764 NADH:ubiquinone oxidoreductase subunit B10 - CGNC Symbol 4071 20.5 6 1 38.4 (M:38.4) 1 6.3 1 1038 0.45 1
590 true ENSGALP00000003157 NADH:ubiquinone oxidoreductase subunit B6 - CGNC Symbol 1444 14.9 9.7 1 41.8 (M:41.8) 1 13.3 0.84 1032
591 true ENSGALP00000005729 NADH:ubiquinone oxidoreductase subunit S5 - CGNC Symbol 2647 12.6 8.4 1 176.7 (M:176.7) 2 17 6.47 598 1.29 1
592 true ENSGALP00000008356 NEDD8 activating enzyme E1 subunit 1 - CGNC Symbol 50078 60.4 5.4 1 162.9 (M:162.9) 2 3.2 3.63 644 1.39 1
593 true ENSGALP00000018693 neural precursor cell expressed developmentally down-regulated 1 - CGNC Symbol 8722 72.9 6.8 1 78.5 (M:78.5) 1 1.9 19.97 895 0.68! 1
594 true ENSGALP00000005033 NHP2 ribonucleoprotein - CGNC Symbol 17192 16.6 8.2 1 90.6 (M:90.6) 3 29.1 14.5 855 1.06 3 69.95
595 true ENSGALP00000023944 nicotinamide nucleotide transhydrogenase - CGNC Symbol 11035 113.7 7 1 255.0 (M:255.0) 4 5.2 8.41 437
596 true ENSGALP00000013129 nicotinamide phosphoribosyltransferase - CGNC Symbol 50574 55.6 6.7 1 153.7 (M:153.7) 4 6.5 9.3 674 0.53! 2 110.33
597 true ENSGALP00000034078 NME/NM23 nucleoside diphosphate kinase 2 - CGNC Symbol 49549 17.3 7.7 3 1024.6 (M:1024.6) 18 51.6 4.88 72 1.11! 10 102.12
598 true ENSGALP00000040638 no description available 164.1 6.1 1 497.9 (M:497.9) 10 6.6 8.25 204 0.96! 5 79.78
599 true ENSGALP00000042371 no description available 14.1 11.3 2 384.7 (M:384.7) 6 40.8 6.71 276 0.78! 1
600 true ENSGALP00000015665 no description available 32.6 5.7 1 241.2 (M:241.2) 6 21.8 1.98 460
601 true ENSGALP00000041100 no description available 16.8 12.3 1 141.7 (M:141.7) 4 13.1 2.34 714 2.52 2 60.84
602 true ENSGALP00000021785 no description available 27.8 8.8 1 75.7 (M:75.7) 2 7.5 7.94 903 2.83 1
603 true ENSGALP00000033554 no description available 38.2 9.1 1 54.1 (M:54.1) 1 6.5 4.18 994
604 true ENSGALP00000008824 non-POU domain containing octamer-binding - CGNC Symbol 4102 54 8.9 1 993.3 (M:993.3) 20 34 7.06 74 1.06! 8 43.05
605 true ENSGALP00000023274 non-SMC condensin I complex subunit D2 - CGNC Symbol 50724 157.6 5.5 1 204.3 (M:204.3) 3 3.5 6.8 532
606 true ENSGALP00000023257 non-SMC condensin I complex subunit G - CGNC Symbol 10729 117.3 5.4 1 164.6 (M:164.6) 1 1.7 2.23 638
607 true ENSGALP00000021294 NOP2/Sun RNA methyltransferase family member 2 - CGNC Symbol 9878 90.5 6.3 1 216.6 (M:216.6) 4 4.5 12.2 509 1.89! 1
608 true ENSGALP00000023364 NOP56 ribonucleoprotein - CGNC Symbol 10777 52.2 9.3 1 177.3 (M:177.3) 5 8.2 7.14 593 0.64! 3 37.07
609 true ENSGALP00000013761 NOP58 ribonucleoprotein - CGNC Symbol 52126 61.6 8.8 1 188.2 (M:188.2) 5 7.1 6.19 567 1.51! 1
610 true ENSGALP00000007280 NPL4 homolog ubiquitin recognition factor - CGNC Symbol 3388 68.4 5.9 1 194.4 (M:194.4) 3 3.6 6.51 557 0.98! 1
611 true ENSGALP00000038618 NSFL1 (p97) cofactor (p47) - CGNC Symbol 50955 36.2 5.2 2 119.9 (M:119.9) 2 9.7 1.28 766 0.93 1
612 true ENSGALP00000016660 nuclear autoantigenic sperm protein (histone-binding) - CGNC Symbol 7802 80.2 4.4 1 222.4 (M:222.4) 3 3.9 1.82 499 1.26! 1
613 true ENSGALP00000003250 nuclear cap binding protein subunit 1 - CGNC Symbol 53067 92.5 5.9 1 142.0 (M:142.0) 4 3.7 2.65 710 0.65 3 38.8
614 true ENSGALP00000001002 nuclear casein kinase and cyclin-dependent kinase substrate 1 - CGNC Symbol 448 32 5.1 1 189.9 (M:189.9) 3 7 3.16 566 0.94! 1
615 true ENSGALP00000024495 nuclear factor interleukin 3 regulated - CGNC Symbol 11317 51.3 7.7 1 33.3 (M:33.3) 1 3.1 24.22 1056
616 true ENSGALP00000001909 nuclear mitotic apparatus protein 1 - CGNC Symbol 859 238 5.9 2 427.5 (M:427.5) 8 4 8.27 236 1.43! 4 63.27
617 true ENSGALP00000038782 nucleobindin 2 - CGNC Symbol 51883 53.8 5 1 145.4 (M:145.4) 3 8.4 11.02 699 0.37! 1
618 true ENSGALP00000043475 nucleolar protein 9 - CGNC Symbol 55846 36 6.4 1 32.3 (M:32.3) 1 7.5 6.35 1057
619 true ENSGALP00000012472 nucleolin - CGNC Symbol 5823 75.4 4.9 2 1668.0 (M:1668.0) 26 23 6.97 30 0.89! 13 58.68
620 true ENSGALP00000003431 nucleophosmin (nucleolar phosphoprotein B23 numatrin) - CGNC Symbol 49698 30.3 4.7 1 1006.6 (M:1006.6) 16 33.8 4.74 73 0.93! 7 68.26
621 true ENSGALP00000012471 nucleophosmin/nucleoplasmin 3 - CGNC Symbol 5822 16.4 4.5 1 82.7 (M:82.7) 2 14.2 5.96 880 0.48! 1
622 true ENSGALP00000008128 nucleoporin 210kDa - CGNC Symbol 3777 195.4 6.1 1 463.0 (M:463.0) 9 4.5 3.16 219 0.53 6 46.66
623 true ENSGALP00000004745 nucleoporin 93kDa - CGNC Symbol 2176 93.5 5.9 1 178.9 (M:178.9) 4 4 5.58 590 1.17 1
624 true ENSGALP00000016623 nucleosome assembly protein 1-like 1 - CGNC Symbol 50609 45.3 4.3 1 445.5 (M:445.5) 9 13.7 6.98 228 1.58! 3 35.72
625 true ENSGALP00000010387 nucleosome assembly protein 1-like 4 - CGNC Symbol 51885 42.9 4.5 1 252.1 (M:252.1) 5 7.4 8.32 443 0.90! 2 7.89
626 true ENSGALP00000011700 nucleotide binding protein 1 - CGNC Symbol 5471 34.5 5.2 1 110.5 (M:110.5) 2 11.1 4.37 797 1.24! 1
627 true ENSGALP00000001315 nudC nuclear distribution protein - CGNC Symbol 591 39.2 5.3 1 284.0 (M:284.0) 6 11.7 3.6 389 0.84! 3 38.4

628 true ENSGALP00000041772 nudix (nucleoside diphosphate linked moiety X)-type motif 16-like 1 - CGNC Symbol 20168 33.8 5.7 1 753.5 (M:753.5) 14 36.6 6.67 105 1.09! 6 35.09
629 true ENSGALP00000004866 nudix hydrolase 21 - CGNC Symbol 66135 26.4 8.9 1 296.7 (M:296.7) 6 24.9 8.52 372 1.08! 2 11.74
630 true ENSGALP00000015171 Obg-like ATPase 1 - CGNC Symbol 7087 44.8 8.1 1 145.7 (M:145.7) 4 7.3 11.5 698 0.79! 3 25.33
631 true ENSGALP00000037866 ornithine aminotransferase - CGNC Symbol 52788 48.3 7.1 1 140.0 (M:140.0) 4 10 5.08 722 0.41! 2 49.09
632 true ENSGALP00000028084 osteoclast stimulating factor 1 - CGNC Symbol 13080 23.6 5.3 1 75.0 (M:75.0) 2 3.7 4.84 906 0.58 1
633 true ENSGALP00000041974 OTU deubiquitinase ubiquitin aldehyde binding 1 - CGNC Symbol 58812 38.5 5.8 1 579.9 (M:579.9) 8 25.4 5.22 173 0.89! 3 20.86
634 true ENSGALP00000000933 outer mitochondrial membrane cytochrome b5 - CGNC Symbol 50102 16.2 5 1 166.9 (M:166.9) 2 12.5 1.56 633 1.58 1
635 true ENSGALP00000028857 oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) - CGNC Symbol 52787 115.1 6.6 1 179.6 (M:179.6) 4 2.8 3.62 588 1.09 2 7.63
636 true ENSGALP00000017157 oxysterol binding protein like 9 - CGNC Symbol 8015 83.2 5.6 1 152.3 (M:152.3) 3 3.9 7.61 679 0.52! 1
637 true ENSGALP00000016641 oxysterol binding protein-like 8 - CGNC Symbol 7796 101.1 6.4 2 69.3 (M:69.3) 1 1.2 2.37 939 0.61! 1
638 true ENSGALP00000010358 p21 protein (Cdc42/Rac)-activated kinase 2 - CGNC Symbol 4842 57.5 5.6 2 539.4 (M:539.4) 7 15.2 5.18 190 1.31! 2 33.5
639 true ENSGALP00000035658 paraspeckle component 1 - CGNC Symbol 50884 58.4 6.3 1 336.4 (M:336.4) 9 12.6 5.29 322 0.72! 4 48.15
640 true ENSGALP00000041756 Parkinsonism associated deglycase - HGNC:16369 19.9 6.3 1 226.2 (M:226.2) 5 22.8 9.9 484 0.92! 2 3.96
641 true ENSGALP00000023059 PDS5 regulator of cohesion maintenance homolog A (S. cerevisiae) - CGNC Symbol 10643 150 8 1 214.6 (M:214.6) 4 4.9 5.09 514
642 true ENSGALP00000027519 PDS5 regulator of cohesion maintenance homolog B (S. cerevisiae) - CGNC Symbol 12819 164.6 8.5 1 174.2 (M:174.2) 4 3.3 8.25 610 1.33! 1
643 true ENSGALP00000030056 PDZ domain containing ring finger 4 - CGNC Symbol 7253 95.4 5.2 1 52.5 (M:52.5) 2 1.3 20.13 998
644 true ENSGALP00000007493 pentatricopeptide repeat domain 1 - CGNC Symbol 3492 83.8 8.6 1 167.7 (M:167.7) 4 4.2 14.51 631 0.84! 3 43.24
645 true ENSGALP00000007819 peptidase D - CGNC Symbol 3636 55.3 6.2 1 215.2 (M:215.2) 5 9.5 6.38 512 1.13! 2 84.71
646 true ENSGALP00000041690 peptidyl-prolyl cis-trans isomerase A - Refseq NP_001159798 15.9 9 1 1790.1 (M:1790.1) 28 60.5 4.29 25 1.07! 17 48.27
647 true ENSGALP00000006157 peptidylprolyl cis/trans isomerase NIMA-interacting 4 - CGNC Symbol 2839 13.2 9.7 1 87.4 (M:87.4) 2 8.8 4.72 866 1.06! 1
648 true ENSGALP00000003455 peptidylprolyl isomerase B (cyclophilin B) - CGNC Symbol 1580 16.2 9.2 1 347.4 (M:347.4) 7 24.5 6.89 312 0.53! 3 45.67
649 true ENSGALP00000015366 peptidylprolyl isomerase D - CGNC Symbol 7186 40.5 6 1 174.7 (M:174.7) 4 10 6.76 607 0.71! 2 33.86
650 true ENSGALP00000035686 periostin osteoblast specific factor - CGNC Symbol 12805 96 8.3 2 149.7 (M:149.7) 3 4.3 9.62 687 0.94! 1
651 true ENSGALP00000016629 peroxiredoxin 1 - CGNC Symbol 7794 22.3 8.2 1 1229.4 (M:1229.4) 19 54.8 7.18 56 1.22! 10 73.72
652 true ENSGALP00000015246 peroxiredoxin 3 - CGNC Symbol 7123 28 8.8 1 412.5 (M:412.5) 7 18.3 4.18 252 1.03 5 11.63
653 true ENSGALP00000026337 peroxiredoxin 4 - CGNC Symbol 12239 32.1 8.6 1 371.4 (M:371.4) 9 29.9 8.12 288 0.24! 5 101.07
654 true ENSGALP00000004817 peroxiredoxin 6 - CGNC Symbol 2214 25.1 6 1 544.9 (M:544.9) 12 28.6 3.97 186 0.49! 6 25.72
655 true ENSGALP00000024698 PEST proteolytic signal containing nuclear protein - CGNC Symbol 11416 19.1 7.9 1 74.2 (M:74.2) 1 9.6 2.75 913
656 true ENSGALP00000019471 PHD finger protein 5A - CGNC Symbol 9062 13.1 8.4 1 265.0 (M:265.0) 7 38.5 5.27 419 1.16! 2 18.18
657 true ENSGALP00000009819 PHD finger protein 6 - CGNC Symbol 4572 41 8.9 1 72.1 (M:72.1) 1 3.8 3.03 920
658 true ENSGALP00000008398 phenylalanyl-tRNA synthetase beta subunit - CGNC Symbol 3896 65.9 6 1 194.8 (M:194.8) 4 5.9 10.02 555 0.55! 2 18.44
659 true ENSGALP00000026277 phosphate cytidylyltransferase 1 choline beta - CGNC Symbol 12206 36.9 6 2 124.7 (M:124.7) 4 7.8 4.91 755 1.16 3 45.9
660 true ENSGALP00000011961 phosphatidylethanolamine binding protein 1 - CGNC Symbol 5589 20.9 7 1 337.7 (M:337.7) 7 43.9 4.86 319 0.65! 2 72.71
661 true ENSGALP00000042061 phosphatidylinositol-5-phosphate 4-kinase type II alpha - CGNC Symbol 5959 38.4 5.8 3 100.5 (M:100.5) 2 9.3 5.93 821
662 true ENSGALP00000011232 phosphofructokinase platelet - CGNC Symbol 53359 61.2 6.3 3 650.5 (M:650.5) 10 19.8 6.48 143 0.44! 5 29.07
663 true ENSGALP00000004417 phosphogluconate dehydrogenase - CGNC Symbol 2017 53.3 6.5 1 311.2 (M:311.2) 5 9.7 2.22 353 0.37! 3 21.45
664 true ENSGALP00000012878 phosphoglycerate kinase 1 - CGNC Symbol 49503 44.6 8.3 1 1276.0 (M:1276.0) 19 36.5 6.26 53 0.59! 12 67.96
665 true ENSGALP00000038677 phosphoglycerate mutase 1 (brain) - CGNC Symbol 53524 23.7 7.1 1 806.2 (M:806.2) 14 39.9 6.03 95 0.85! 8 38.07
666 true ENSGALP00000007780 phosphopantothenoylcysteine synthetase - CGNC Symbol 66161 35.2 6.6 1 250.4 (M:250.4) 4 15.5 5.75 447 1.25! 1
667 true ENSGALP00000022273 phosphoribosyl pyrophosphate amidotransferase - CGNC Symbol 10276 56.2 6.2 1 62.1 (M:62.1) 1 2.7 4.65 957
668 true ENSGALP00000007837 phosphoribosyl pyrophosphate synthetase 1 - CGNC Symbol 51649 35.4 6.4 2 246.5 (M:246.5) 7 17.4 9.81 454 1.66! 4 38.79
669 true ENSGALP00000008105 phosphoribosyl pyrophosphate synthetase-associated protein 2 - CGNC Symbol 50275 40.7 6.7 1 204.6 (M:204.6) 5 14.4 6.73 531 0.68! 2 41.46

670 true ENSGALP00000022269
phosphoribosylaminoimidazole carboxylase phosphoribosylaminoimidazolesuccinocarboxamide 
synthase - CGNC Symbol 10274 48.1 8.5 1 243.7 (M:243.7) 4 5.1 14.05 458 1.50! 2 46.66

671 true ENSGALP00000035973
phosphoribosylglycinamide formyltransferase phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole synthetase - CGNC Symbol 49260 106.5 7.5 1 283.4 (M:283.4) 5 7.6 9.83 392 0.83! 1

672 true ENSGALP00000020169 phosphorylase glycogen liver - CGNC Symbol 49139 87.4 5.6 1 199.1 (M:199.1) 5 6.3 6.19 543 0.73 4 51.98



673 true ENSGALP00000014828 PIT54 protein precursor - Refseq NP_997063 54.8 4.6 1 211.3 (M:211.3) 4 9.1 12.68 520 0.46! 2 11.44
674 true ENSGALP00000015051 pleiotropic regulator 1 - CGNC Symbol 7032 57.1 9 1 36.2 (M:36.2) 1 3.5 0.01 1044
675 true ENSGALP00000015000 poly (ADP-ribose) polymerase 1 - CGNC Symbol 7010 103.7 8.8 2 558.4 (M:558.4) 9 7.9 5.32 183 0.94! 5 29.06
676 true ENSGALP00000023288 poly(A) binding protein cytoplasmic 1 - CGNC Symbol 54111 63.7 9.6 1 952.9 (M:952.9) 22 25.1 6.45 80 0.72! 12 48
677 true ENSGALP00000006555 poly(A) binding protein cytoplasmic 1-like - CGNC Symbol 3026 70.1 9.5 1 282.5 (M:282.5) 7 5.1 10.13 394 0.77 4 36.1
678 true ENSGALP00000006018 poly(A) binding protein cytoplasmic 4 (inducible form) - CGNC Symbol 2781 70.1 9.6 1 414.8 (M:414.8) 8 9 15.9 250 0.55! 5 38.34
679 true ENSGALP00000022772 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 50.3 5.2 1 328.6 (M:328.6) 6 15.3 8.27 335 0.99! 2 11.51
680 true ENSGALP00000035738 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 38.9 8.5 1 324.5 (M:324.5) 5 20.2 8.64 338 1.11! 1
681 true ENSGALP00000005619 polyamine oxidase (exo-N4-amino) - CGNC Symbol 65340 54.9 5 1 56.6 (M:56.6) 1 3.4 4.08 981
682 true ENSGALP00000037170 polymerase (RNA) II (DNA directed) polypeptide B 140kDa - CGNC Symbol 8655 133.7 6.5 1 380.3 (M:380.3) 8 5.3 3.64 280 1.11! 4 71.95
683 true ENSGALP00000022433 polymerase (RNA) II subunit I - HGNC:9196 14.4 5 1 37.1 (M:37.1) 1 8.8 5.53 1040
684 true ENSGALP00000003035 polypyrimidine tract binding protein 1 - CGNC Symbol 1388 60 9.3 1 764.5 (M:764.5) 12 23.2 4.99 104 1.00! 4 69.69
685 true ENSGALP00000020349 pre-mRNA processing factor 39 - HGNC:20314 81 4.9 1 195.1 (M:195.1) 4 8.1 6 553 1.24! 2 38.91
686 true ENSGALP00000014372 pre-mRNA processing factor 4 - CGNC Symbol 6724 59.9 8.3 1 70.9 (M:70.9) 1 2.4 6.57 931
687 true ENSGALP00000020874 pre-mRNA processing factor 4B - CGNC Symbol 9712 126.7 10.3 1 103.2 (M:103.2) 3 3.9 11.66 814 0.44! 1
688 true ENSGALP00000009642 pre-mRNA processing factor 6 - CGNC Symbol 4493 106.7 8.2 1 267.6 (M:267.6) 6 5.4 4.63 413 1.65 3 63.22
689 true ENSGALP00000004641 pre-mRNA processing factor 8 - CGNC Symbol 2126 273.5 8.9 1 831.9 (M:831.9) 12 4.6 9.1 90 1.02! 7 57.16
690 true ENSGALP00000022525 pre-mRNA-processing factor 19 - Refseq NP_001034420 40.5 6.3 1 161.2 (M:161.2) 4 14.1 11.58 652 1.65! 1
691 true ENSGALP00000038130 profilin-2 - Refseq NP_001073228 10.3 9 1 136.0 (M:136.0) 3 30.2 8.12 728 0.63 2 2.22
692 true ENSGALP00000038260 progesterone receptor membrane component 1 - CGNC Symbol 14133 21.3 4.7 1 56.0 (M:56.0) 1 9.4 12.02 985 0.66 1
693 true ENSGALP00000016583 progesterone receptor membrane component 2 - CGNC Symbol 7765 21.6 5.2 1 170.4 (M:170.4) 3 15.9 5.38 622 1.52 1
694 true ENSGALP00000013431 programmed cell death 11 - CGNC Symbol 6260 206 8.8 1 140.5 (M:140.5) 2 1.7 6.56 720 1.04 1
695 true ENSGALP00000007391 programmed cell death 5 - CGNC Symbol 3442 14.2 5.5 1 232.7 (M:232.7) 4 26.2 11.38 473 1.87 2 34.08
696 true ENSGALP00000019634 programmed cell death 6 interacting protein - CGNC Symbol 9128 97.3 6 1 192.3 (M:192.3) 4 5.1 11.73 561 1.39! 2 0.6
697 true ENSGALP00000001750 prohibitin - CGNC Symbol 51144 29.9 5.6 2 219.0 (M:219.0) 7 16.2 3.42 503 0.63 3 70.04
698 true ENSGALP00000023446 prohibitin 2 - CGNC Symbol 10814 30.6 9.8 1 462.2 (M:462.2) 9 25.6 5.03 220 1.13! 4 41.44
699 true ENSGALP00000000224 proliferating cell nuclear antigen - CGNC Symbol 92 28.9 4.6 1 664.5 (M:664.5) 16 29 4.58 139 0.69! 9 32.81
700 true ENSGALP00000009605 proliferation-associated 2G4 38kDa - CGNC Symbol 4474 38.1 8.1 1 386.3 (M:386.3) 9 18.2 3.68 275 1.00! 4 58.71
701 true ENSGALP00000011689 prolyl 4-hydroxylase beta polypeptide - CGNC Symbol 5464 55.8 4.8 1 406.9 (M:406.9) 9 15 4.04 255 0.42! 4 46.7
702 true ENSGALP00000024803 prolyl endopeptidase - CGNC Symbol 11476 80.8 5.7 1 226.5 (M:226.5) 4 5.4 7.82 483 1.38! 2 32.42
703 true ENSGALP00000007593 prosaposin - CGNC Symbol 49395 57.5 5.1 1 86.5 (M:86.5) 2 4.1 14.87 872
704 true ENSGALP00000025278 prostaglandin reductase 1 - CGNC Symbol 11711 35.9 8.8 1 202.9 (M:202.9) 3 11.9 6.18 535 1.68! 1
705 true ENSGALP00000001655 proteasome (prosome macropain) subunit beta type 7 - CGNC Symbol 49143 28.1 6 1 119.6 (M:119.6) 3 9.7 14.52 769 0.53! 3 24.14
706 true ENSGALP00000017347 proteasome 26S subunit ATPase 1 - CGNC Symbol 8111 47.5 5.8 1 89.0 (M:89.0) 3 10.7 7.65 862 1.56! 1
707 true ENSGALP00000036405 proteasome 26S subunit ATPase 6 - CGNC Symbol 9424 44.1 6.7 2 276.4 (M:276.4) 7 17.7 5 400 0.85! 3 21.08
708 true ENSGALP00000039552 proteasome 26S subunit non-ATPase 13 - CGNC Symbol 51869 42.7 5.4 1 141.7 (M:141.7) 4 5.9 2.3 715 0.89 2 7.9
709 true ENSGALP00000018120 proteasome 26S subunit non-ATPase 14 - CGNC Symbol 8450 34.5 6 1 64.7 (M:64.7) 1 4.5 0.34 951 1.45! 1
710 true ENSGALP00000039050 proteasome 26S subunit non-ATPase 2 - CGNC Symbol 4727 94 5.3 2 468.5 (M:468.5) 11 11.2 4.68 215 1.26 5 51.68
711 true ENSGALP00000011822 proteasome 26S subunit non-ATPase 6 - CGNC Symbol 5531 45.5 5.9 1 144.4 (M:144.4) 3 6.9 2.01 702 1.08! 1
712 true ENSGALP00000019629 proteasome subunit alpha 3 - CGNC Symbol 9125 28.5 4.9 1 151.7 (M:151.7) 4 12.9 11.05 680 0.66! 3 73.6
713 true ENSGALP00000004807 proteasome subunit alpha 4 - CGNC Symbol 2207 29.5 6.9 1 317.3 (M:317.3) 5 12.6 4.95 346 0.82! 2 32.94
714 true ENSGALP00000016334 proteasome subunit alpha 6 - CGNC Symbol 7649 27.7 6.1 1 258.2 (M:258.2) 6 13.7 9.76 430 0.70! 2 35.3
715 true ENSGALP00000009681 Proteasome subunit alpha type - UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 4513 29.3 6.1 1 98.1 (M:98.1) 3 11.5 5.53 830 0.85! 1
716 true ENSGALP00000000088 proteasome subunit alpha type-5 - Refseq NP_001026578 25.3 4.8 1 88.5 (M:88.5) 2 4.3 1.23 863 0.98 1
717 true ENSGALP00000042455 proteasome subunit alpha type-7 - Refseq NP_989944 24.5 8.8 1 148.6 (M:148.6) 3 10.1 2.46 692 0.63 2 82.5
718 true ENSGALP00000018195 proteasome subunit beta 1 - CGNC Symbol 8487 26 6.4 1 323.9 (M:323.9) 8 22.4 6.85 339 0.88! 5 65.84
719 true ENSGALP00000042988 proteasome subunit beta 2 - HGNC:9539 22.7 6.1 1 183.9 (M:183.9) 5 11.9 8.39 581 0.64! 2 43.24
720 true ENSGALP00000002420 proteasome subunit beta 3 - CGNC Symbol 1108 23.1 5.3 1 270.5 (M:270.5) 3 15.6 4.58 407 1.18 1
721 true ENSGALP00000006299 protein arginine methyltransferase 3 - CGNC Symbol 2905 59.4 4.8 1 38.4 (M:38.4) 1 3.6 2.3 1039
722 true ENSGALP00000013574 protein disulfide isomerase family A member 3 - CGNC Symbol 6325 56.1 5.8 1 1794.0 (M:1794.0) 28 39.2 4.04 24 0.60! 16 53.05
723 true ENSGALP00000020268 protein disulfide isomerase family A member 4 - CGNC Symbol 9429 71 5 1 380.0 (M:380.0) 9 11.8 7.31 281 0.85! 4 136.71
724 true ENSGALP00000026487 protein disulfide isomerase family A member 6 - CGNC Symbol 12314 48.8 5 1 716.8 (M:716.8) 13 19.9 9.52 121 0.47! 7 55.22
725 true ENSGALP00000009662 protein kinase C beta - CGNC Symbol 50286 73.6 6.5 3 114.8 (M:114.8) 2 0.9 8.96 788 0.93 1
726 true ENSGALP00000033915 protein kinase cAMP-dependent regulatory type I alpha - CGNC Symbol 3113 43.3 5.3 2 231.9 (M:231.9) 7 12.6 12.51 475 0.76 4 105.54
727 true ENSGALP00000013072 protein kinase cAMP-dependent regulatory type II beta - CGNC Symbol 6102 34.9 4.8 2 51.2 (M:51.2) 1 4.8 3.53 1002 0.87 1
728 true ENSGALP00000039734 Protein LOC105369241 - UniProtKB/TrEMBL A0A0B4J2C8 - CGNC Symbol 51059 104.6 9.4 1 250.1 (M:250.1) 3 1.3 16.04 448 0.86! 2 2.52
729 true ENSGALP00000038505 protein O-fucosyltransferase 1 - CGNC Symbol 4973 32 8.1 2 47.9 (M:47.9) 2 16 7.9 1012
730 true ENSGALP00000031272 protein phosphatase 1 catalytic subunit beta isozyme - CGNC Symbol 49609 37.2 5.8 1 421.4 (M:421.4) 9 19.9 3.61 243 0.66! 4 69.84
731 true ENSGALP00000007265 protein phosphatase 1 catalytic subunit gamma isozyme - CGNC Symbol 50363 37 6.1 1 398.6 (M:398.6) 10 20.4 6.34 261 0.88! 4 78.6
732 true ENSGALP00000016789 protein phosphatase 1 regulatory subunit 12A - CGNC Symbol 49610 120.9 5.5 1 71.7 (M:71.7) 3 1.4 2.44 924 0.83 1
733 true ENSGALP00000010423 protein phosphatase 2 catalytic subunit alpha isozyme - CGNC Symbol 4870 35.5 5.3 2 449.8 (M:449.8) 9 17.8 7.32 226 0.87 4 52.7
734 true ENSGALP00000015963 protein phosphatase 2 regulatory subunit B' alpha - CGNC Symbol 7467 56.8 8.1 1 56.1 (M:56.1) 1 2.4 7.03 983
735 true ENSGALP00000032688 protein phosphatase 4 regulatory subunit 2 - CGNC Symbol 5906 40.8 4.5 1 58.0 (M:58.0) 1 3.8 8.39 975
736 true ENSGALP00000012986 protein tyrosine phosphatase non-receptor type 1 - CGNC Symbol 6062 50.3 5.7 2 92.4 (M:92.4) 1 5.1 1.14 850
737 true ENSGALP00000022449 protein tyrosine phosphatase non-receptor type 2 - CGNC Symbol 10374 48.8 9 1 53.0 (M:53.0) 1 5.2 9.3 996 0.92! 1
738 true ENSGALP00000023439 protein tyrosine phosphatase non-receptor type 6 - CGNC Symbol 10812 68.3 7.9 1 457.3 (M:457.3) 9 10.3 4.21 222 1.05! 4 22.87
739 true ENSGALP00000003423 protein tyrosine phosphatase receptor type C - CGNC Symbol 1563 139.3 5.5 1 496.0 (M:496.0) 10 5.8 5.65 205 1.01! 5 40.27

740 true ENSGALP00000024559 protein-L-isoaspartate (D-aspartate) O-methyltransferase domain containing 1 - CGNC Symbol 11349 40.9 5.6 1 78.6 (M:78.6) 1 4.2 1.36 893
741 true ENSGALP00000042475 purine-rich element binding protein A - CGNC Symbol 15180 27.7 9.1 1 285.2 (M:285.2) 2 9.3 1.76 388 2.32! 1

742 true ENSGALP00000026307
Putative eukaryotic translation initiation factor 2 subunit 3-like protein - UP Q2VIR3 - CGNC Symbol 
50802 51.1 8.5 1 308.2 (M:308.2) 7 11.2 7.88 358 0.93! 4 27.27

743 true ENSGALP00000026076 pyridoxal (pyridoxine vitamin B6) kinase - CGNC Symbol 12115 35.6 6.1 1 68.2 (M:68.2) 1 5.3 2.41 941
744 true ENSGALP00000040190 pyroglutamyl-peptidase I - CGNC Symbol 17204 22.7 5.4 1 65.1 (M:65.1) 1 9.6 5.68 947
745 true ENSGALP00000007055 pyrophosphatase (inorganic) 1 - CGNC Symbol 3275 34 5.7 1 225.9 (M:225.9) 6 12.4 9.97 485 0.99! 2 33.22
746 true ENSGALP00000017202 pyrophosphatase (inorganic) 2 - CGNC Symbol 8036 34.5 5.5 1 142.3 (M:142.3) 2 7.5 14.39 707 0.46! 1
747 true ENSGALP00000026457 pyruvate dehydrogenase (lipoamide) alpha 1 - CGNC Symbol 50805 44.4 8.2 1 256.0 (M:256.0) 7 10.5 4.48 436 1.23! 3 37.14
748 true ENSGALP00000011491 pyruvate dehydrogenase (lipoamide) beta - CGNC Symbol 5364 39 6.1 1 71.2 (M:71.2) 2 7.5 6.56 929
749 true ENSGALP00000034108 pyruvate kinase muscle - CGNC Symbol 1412 57.8 8 2 1740.5 (M:1740.5) 30 39.6 7.36 26 0.55! 16 90.87
750 true ENSGALP00000036002 RAB10 member RAS oncogene family - CGNC Symbol 12382 18.7 8.4 1 168.8 (M:168.8) 2 6.7 2.38 626 1.28! 1
751 true ENSGALP00000012298 RAB11A member RAS oncogene family - CGNC Symbol 50011 24.4 6.1 2 152.6 (M:152.6) 5 18.5 11.86 677 0.63 4 46.14
752 true ENSGALP00000002234 RAB14 member RAS oncogene family - CGNC Symbol 1018 23.9 5.9 1 162.1 (M:162.1) 3 10.2 3.99 647 0.61 2 0.15
753 true ENSGALP00000016534 RAB21 member RAS oncogene family - CGNC Symbol 7744 24.7 8.4 1 70.7 (M:70.7) 2 4.4 10.56 932 1.6 1
754 true ENSGALP00000012201 RAB22A member RAS oncogene family - CGNC Symbol 5700 21.8 8.6 1 107.1 (M:107.1) 1 10.8 1.81 803
755 true ENSGALP00000024868 RAB2A member RAS oncogene family - CGNC Symbol 49674 23.5 6 1 252.6 (M:252.6) 4 9.4 1.77 440 1.04 2 7.15
756 true ENSGALP00000018371 RAB5A member RAS oncogene family - CGNC Symbol 51310 23.5 8.3 3 211.2 (M:211.2) 4 11.2 3.32 521 1.22 2 0.6
757 true ENSGALP00000009481 RAB7A member RAS oncogene family - CGNC Symbol 4408 23.5 6.4 1 81.0 (M:81.0) 2 4.8 10.42 884 1.09 1
758 true ENSGALP00000005505 RAB8B member RAS oncogene family - CGNC Symbol 2544 23.6 9.1 3 265.4 (M:265.4) 4 17.9 12.43 418 0.64 2 35.69
759 true ENSGALP00000010376 Rac/Cdc42 guanine nucleotide exchange factor (GEF) 6 - CGNC Symbol 4852 86.9 6 1 127.3 (M:127.3) 4 6.7 11.79 749 0.97! 1
760 true ENSGALP00000025005 RAD23 homolog B (S. cerevisiae) - CGNC Symbol 11587 43.1 4.7 1 272.3 (M:272.3) 4 6.9 4.28 404 1.67! 2 38.43
761 true ENSGALP00000003284 RAN binding protein 1 - CGNC Symbol 50345 24.2 5.2 1 112.0 (M:112.0) 3 15.4 1.52 794 0.72! 1
762 true ENSGALP00000004046 RAN member RAS oncogene family - CGNC Symbol 1850 24.4 7.7 1 678.2 (M:678.2) 14 29.6 4.3 133 1.1 9 48.62
763 true ENSGALP00000033584 ras homolog family member A - CGNC Symbol 49322 21.8 5.8 2 436.9 (M:436.9) 10 18.1 3.89 232 0.70! 7 31.98
764 true ENSGALP00000026544 ras homolog family member B - CGNC Symbol 49447 22.2 5.1 1 118.3 (M:118.3) 3 11.7 12.25 774 0.97! 2 14.56
765 true ENSGALP00000008781 ras homolog family member G - CGNC Symbol 4080 21.3 8.5 1 179.8 (M:179.8) 3 12.6 2.68 586 0.86 1
766 true ENSGALP00000042334 Ras-like without CAAX 2 - CGNC Symbol 13107 24.9 6.1 1 56.1 (M:56.1) 1 5.1 4.17 984

767 true ENSGALP00000037001
ras-related C3 botulinum toxin substrate 2 (rho family small GTP binding protein Rac2) - CGNC 
Symbol 9462 21.4 8.1 5 607.2 (M:607.2) 10 32.8 5.56 161 1.25! 4 48.5

768 true ENSGALP00000002254 Ras-related GTP binding C - CGNC Symbol 1028 44.9 4.9 2 199.6 (M:199.6) 4 6.4 8.67 542 0.79 2 42.27
769 true ENSGALP00000016120 Ras-related protein Rap-1b-like protein - CGNC Symbol 50604 20.8 5.6 2 212.7 (M:212.7) 4 12.5 13.83 517 0.53 3 16.83
770 true ENSGALP00000018575 RCD1 required for cell differentiation1 homolog (S. pombe) - CGNC Symbol 8665 26.7 7.2 1 116.5 (M:116.5) 3 11.3 8.09 780 2.64! 1
771 true ENSGALP00000000170 receptor for activated C kinase 1 - CGNC Symbol 61 35.1 7.6 1 565.9 (M:565.9) 11 31.9 6.49 180 0.84 4 69.63
772 true ENSGALP00000010965 regulation of nuclear pre-mRNA domain containing 1B - CGNC Symbol 50965 44.2 9.3 1 63.1 (M:63.1) 1 3.8 1.64 955
773 true ENSGALP00000042317 regulator of chromosome condensation 1 - HGNC:1913 44.5 6.8 1 179.2 (M:179.2) 4 10.8 6.08 589 1.95! 1
774 true ENSGALP00000039872 regulator of chromosome condensation 2 - CGNC Symbol 287 49.3 8.7 1 536.6 (M:536.6) 10 22.9 6.94 192 2.41! 3 76.88
775 true ENSGALP00000040730 replication factor C subunit 5 - CGNC Symbol 63430 37 8.8 1 34.9 (M:34.9) 1 6.1 4.16 1050
776 true ENSGALP00000005565 retinoblastoma binding protein 4 - CGNC Symbol 2572 47.6 4.7 2 458.4 (M:458.4) 7 11.3 5.03 221 1.50! 4 62.95
777 true ENSGALP00000013738 Rho GDP dissociation inhibitor (GDI) alpha - CGNC Symbol 55089 23.2 5 1 655.9 (M:655.9) 13 27.5 7.89 141 1.11! 6 44.42
778 true ENSGALP00000029993 Rho GDP dissociation inhibitor (GDI) beta - CGNC Symbol 8920 23.2 5.1 1 726.8 (M:726.8) 14 54.7 7.59 115 1.49! 4 77.1
779 true ENSGALP00000016217 Rho GTPase activating protein 5 - CGNC Symbol 7595 172 6.2 1 71.5 (M:71.5) 2 1.3 20.89 927 2.17! 1
780 true ENSGALP00000036056 Rho-associated coiled-coil containing protein kinase 1 - CGNC Symbol 11078 158.6 5.7 2 262.4 (M:262.4) 4 1.8 5.42 426 0.48! 2 7.9
781 true ENSGALP00000011167 ribonuclease/angiogenin inhibitor 1 - CGNC Symbol 5211 49.8 4.9 1 150.5 (M:150.5) 2 4.2 0.59 684 0.94 1
782 true ENSGALP00000012383 ribonucleic acid export 1 - CGNC Symbol 5777 47.4 9.2 1 115.6 (M:115.6) 4 6.5 3.12 784 1.47 1
783 true ENSGALP00000027981 ribonucleotide reductase catalytic subunit M1 - CGNC Symbol 13036 90 6.8 1 322.5 (M:322.5) 7 8.9 5.64 342 0.91 4 40.94
784 true ENSGALP00000009487 ribophorin I - CGNC Symbol 4413 60.6 6.4 1 502.9 (M:502.9) 8 13.9 3.19 200 0.91! 4 79.94
785 true ENSGALP00000006038 ribophorin II - CGNC Symbol 2792 68.8 5.9 1 365.1 (M:365.1) 6 9.5 5.31 290 0.82 3 9.89
786 true ENSGALP00000004521 ribosomal L1 domain containing 1 - CGNC Symbol 2075 49.6 9.9 1 94.9 (M:94.9) 2 2.3 0.61 836 1.02! 1
787 true ENSGALP00000004159 ribosomal protein L10a - CGNC Symbol 51119 24.7 9.9 1 343.8 (M:343.8) 5 18.9 9.97 313 0.84 4 46.12
788 true ENSGALP00000014298 ribosomal protein L12 - CGNC Symbol 50469 17.7 9.5 1 567.6 (M:567.6) 8 41.8 7.98 179 0.58! 3 6.93
789 true ENSGALP00000009960 ribosomal protein L13 - CGNC Symbol 49509 24.4 11.7 1 374.2 (M:374.2) 9 25.1 5.63 286 1.03 4 50.29



790 true ENSGALP00000018765 ribosomal protein L14 - CGNC Symbol 49056 17.3 10.6 1 422.1 (M:422.1) 9 32.2 4.81 242 1.05 5 45.99
791 true ENSGALP00000041361 ribosomal protein L17 - HGNC:10307 17.1 10.1 3 266.1 (M:266.1) 5 17.8 4.3 416 0.74! 2 3.63
792 true ENSGALP00000015964 ribosomal protein L18a - CGNC Symbol 50601 21.2 10.8 1 256.2 (M:256.2) 6 19.6 6.79 434 0.7 3 38.36
793 true ENSGALP00000039326 ribosomal protein L19 - CGNC Symbol 1159 23.2 11.4 1 218.7 (M:218.7) 7 25.3 3.86 506 1.06! 3 37.78
794 true ENSGALP00000041993 ribosomal protein L21 - HGNC:10313 18.6 10.5 1 283.4 (M:283.4) 7 27.5 7.07 393 0.65! 3 56.37
795 true ENSGALP00000001013 ribosomal protein L22 - CGNC Symbol 48966 14.6 9.2 1 249.7 (M:249.7) 4 23.6 6.12 450 0.61 3 26.35
796 true ENSGALP00000002493 ribosomal protein L23 - CGNC Symbol 1138 14.9 10.5 1 131.7 (M:131.7) 3 32.9 7.83 741
797 true ENSGALP00000006308 ribosomal protein L23a - CGNC Symbol 2910 17.6 10.4 1 278.9 (M:278.9) 6 14.2 7.02 399 1.20! 3 43.57
798 true ENSGALP00000024710 ribosomal protein L24 - CGNC Symbol 50756 17.8 11.4 1 573.4 (M:573.4) 11 30.6 6.59 176 1.03! 5 64.31
799 true ENSGALP00000038957 ribosomal protein L27 - CGNC Symbol 49733 15.8 10.6 1 265.5 (M:265.5) 5 32.4 1.55 417 0.66 3 33.24
800 true ENSGALP00000009552 ribosomal protein L27a - CGNC Symbol 55716 16.8 10.9 1 232.2 (M:232.2) 3 14.2 7.31 474 1.14 2 18.01
801 true ENSGALP00000029968 ribosomal protein L3 - CGNC Symbol 50654 46.1 10.2 1 375.7 (M:375.7) 9 15.6 5.29 285 0.68! 4 38.35
802 true ENSGALP00000013355 ribosomal protein L30 - CGNC Symbol 6224 13.6 9.5 1 358.5 (M:358.5) 6 32 5.38 296 0.72 3 19.7
803 true ENSGALP00000027030 ribosomal protein L31 - CGNC Symbol 50833 14.7 10.5 1 325.0 (M:325.0) 8 30.5 6.87 337 0.71 4 25.91
804 true ENSGALP00000037906 ribosomal protein L35 - CGNC Symbol 49055 12.9 11 1 99.3 (M:99.3) 2 11.9 10.39 826 2.07 1
805 true ENSGALP00000018679 ribosomal protein L37a - CGNC Symbol 55686 10.1 10.4 1 45.0 (M:45.0) 2 17.6 11.22 1022 0.75! 1
806 true ENSGALP00000012481 ribosomal protein L4 - CGNC Symbol 5828 46.7 11.1 1 626.7 (M:626.7) 13 26.8 4.21 152 1.04! 6 34.64
807 true ENSGALP00000009511 ribosomal protein L5 - CGNC Symbol 4424 33.9 9.7 1 862.6 (M:862.6) 19 31.1 6.59 86 0.78! 9 45.7
808 true ENSGALP00000007680 ribosomal protein L6 - CGNC Symbol 48978 33.9 10.7 1 491.7 (M:491.7) 10 22.5 6.36 207 1.07 5 71.52
809 true ENSGALP00000038463 ribosomal protein L7a - CGNC Symbol 50454 29.8 10.5 1 750.6 (M:750.6) 13 28.3 4.87 107 1.29! 7 38.55
810 true ENSGALP00000026126 ribosomal protein L8 - CGNC Symbol 12137 28 11 1 439.0 (M:439.0) 11 29.6 11.03 230 0.75! 3 31
811 true ENSGALP00000011717 ribosomal protein large P0 - CGNC Symbol 49505 34.6 6.5 1 592.4 (M:592.4) 11 19.5 9.43 168 0.47! 5 85.64
812 true ENSGALP00000026015 ribosomal protein large P1 - CGNC Symbol 49724 11.5 4.1 1 41.1 (M:41.1) 1 14 1.67 1036 0.57 1
813 true ENSGALP00000023089 ribosomal protein large P2 - CGNC Symbol 10655 14.2 4.7 1 188.1 (M:188.1) 5 26.9 3.9 569 2.85! 1
814 true ENSGALP00000004437 ribosomal protein S10 - CGNC Symbol 51122 18.9 10.2 1 569.2 (M:569.2) 11 38.8 5.66 177 0.61! 6 72.49
815 true ENSGALP00000009821 ribosomal protein S13 - CGNC Symbol 49921 17.2 10.5 1 309.0 (M:309.0) 6 29.8 11.86 355 0.72! 3 11.59
816 true ENSGALP00000007287 ribosomal protein S14 - CGNC Symbol 3393 16.3 10.1 1 350.9 (M:350.9) 6 23.8 3.55 311 0.62! 2 22.14
817 true ENSGALP00000024468 ribosomal protein S15 - CGNC Symbol 11306 16.9 10.4 1 170.9 (M:170.9) 2 8.3 5.92 620 1.04! 1
818 true ENSGALP00000010942 ribosomal protein S15a - CGNC Symbol 5109 17.3 9.8 1 326.9 (M:326.9) 7 27.6 3.44 336 0.69! 4 21.43
819 true ENSGALP00000041159 ribosomal protein S16 - HGNC:10396 16.4 10.2 1 588.3 (M:588.3) 13 45.2 3.49 170 0.72! 8 140.75
820 true ENSGALP00000008802 ribosomal protein S2 - CGNC Symbol 50281 30.7 10.3 1 74.2 (M:74.2) 2 6.6 3.17 912 0.79! 1
821 true ENSGALP00000023266 ribosomal protein S20 - HGNC:10405 13.6 9.9 1 381.5 (M:381.5) 6 18.2 3.42 279 0.82 3 57.02
822 true ENSGALP00000033411 ribosomal protein S21 - HGNC:10409 9.1 8.7 1 175.2 (M:175.2) 3 41 8.77 605 0.83 2 0.97
823 true ENSGALP00000025130 ribosomal protein S23 - HGNC:10410 15.8 10.5 1 369.8 (M:369.8) 8 42.7 9.75 289 1.19 5 43.53
824 true ENSGALP00000007763 ribosomal protein S24 - CGNC Symbol 3616 15.6 10.8 1 60.8 (M:60.8) 1 8.1 13.52 961 1.86 1
825 true ENSGALP00000012462 ribosomal protein S25 - HGNC:10413 13.7 10.1 1 91.8 (M:91.8) 2 12.8 6.07 851
826 true ENSGALP00000013174 ribosomal protein S27a - CGNC Symbol 49483 18 9.7 2 966.9 (M:966.9) 15 54.5 8.36 78 0.99! 8 55.29
827 true ENSGALP00000040484 ribosomal protein S28 - CGNC Symbol 54861 7.8 10.7 1 141.9 (M:141.9) 3 30.4 8.44 711 0.73 1
828 true ENSGALP00000027953 ribosomal protein S3 - CGNC Symbol 13020 26.7 9.7 1 633.9 (M:633.9) 13 47.7 9.93 149 0.87! 4 47.35
829 true ENSGALP00000016361 ribosomal protein S3A - CGNC Symbol 51748 29.8 9.7 1 1242.7 (M:1242.7) 18 43.9 5.78 54 1.04! 7 63.64
830 true ENSGALP00000007705 ribosomal protein S4 X-linked - CGNC Symbol 49597 29.4 10.2 1 694.7 (M:694.7) 12 22.1 7.83 130 0.69 6 30.76
831 true ENSGALP00000024283 ribosomal protein S6 - CGNC Symbol 49670 33.9 11.1 1 308.0 (M:308.0) 6 14 5.56 359 1.06! 3 53.72
832 true ENSGALP00000026406 ribosomal protein S6 kinase 90kDa polypeptide 3 - CGNC Symbol 12282 80.6 7 2 151.2 (M:151.2) 2 2.2 5 681 0.94! 1
833 true ENSGALP00000026392 ribosomal protein S7 - CGNC Symbol 51562 22.3 10.1 1 376.2 (M:376.2) 8 35.2 6.31 284 0.68! 3 29.99
834 true ENSGALP00000016447 ribosomal protein S8 - CGNC Symbol 52222 24.2 10.3 1 808.6 (M:808.6) 15 38.5 7.16 94 0.89 9 26.07
835 true ENSGALP00000019469 ribosomal protein SA - CGNC Symbol 49202 33 4.8 1 673.2 (M:673.2) 11 30.1 4.85 136 0.87! 6 60.48
836 true ENSGALP00000020561 RNA 2' 3'-cyclic phosphate and 5'-OH ligase - CGNC Symbol 9570 55.2 6.8 1 114.4 (M:114.4) 3 4.2 5.66 791 1.19 1
837 true ENSGALP00000025629 RNA binding motif protein 12B - CGNC Symbol 51213 78.8 9.1 1 145.7 (M:145.7) 3 7.4 5.66 697
838 true ENSGALP00000021838 RNA binding motif protein 14 - HGNC:14219 58.4 9.6 1 164.5 (M:164.5) 4 5 10.67 639 1.81 2 22.71
839 true ENSGALP00000015182 RNA binding motif protein 25 - CGNC Symbol 7094 96.8 5.8 1 133.8 (M:133.8) 2 2.9 3.49 735
840 true ENSGALP00000010414 RNA binding motif protein X-linked - CGNC Symbol 51674 41.5 10.1 1 249.8 (M:249.8) 6 8.6 4.62 449 1.17! 2 3
841 true ENSGALP00000025762 runt-related transcription factor 1 - CGNC Symbol 49673 51.1 9.3 1 104.3 (M:104.3) 2 8.1 7.27 810
842 true ENSGALP00000009528 RuvB like AAA ATPase 1 - CGNC Symbol 4431 50.1 6 1 394.3 (M:394.3) 5 11.8 9.32 268 0.87! 3 62.76
843 true ENSGALP00000014912 S100 calcium binding protein A11 - CGNC Symbol 6970 11.4 6.1 1 121.8 (M:121.8) 3 18.8 9.65 760 0.26 2 1.17
844 true ENSGALP00000041444 saccharopine dehydrogenase (putative) - CGNC Symbol 8083 41 9.2 2 137.6 (M:137.6) 3 5.3 11.72 726 0.9 2 10.51
845 true ENSGALP00000040890 Sad1 and UNC84 domain containing 2 - CGNC Symbol 50656 77.4 6.5 1 65.1 (M:65.1) 2 4.4 6.17 948
846 true ENSGALP00000039758 SAM and SH3 domain containing 3 - CGNC Symbol 2900 41.6 5.1 1 174.2 (M:174.2) 4 18.6 5.23 609
847 true ENSGALP00000001866 SAM domain and HD domain 1 - CGNC Symbol 839 70.2 6.4 1 61.3 (M:61.3) 2 5.2 3.09 959 0.45! 1
848 true ENSGALP00000007043 SAR1 homolog A (S. cerevisiae) - CGNC Symbol 52032 22.4 6.2 1 81.7 (M:81.7) 1 10.1 3.58 883
849 true ENSGALP00000018340 SATB homeobox 1 - CGNC Symbol 8550 84.9 6.1 4 353.6 (M:353.6) 10 13.8 5.12 303 0.67! 1
850 true ENSGALP00000003011 scaffold attachment factor B2 - CGNC Symbol 52976 105.6 5.5 1 167.7 (M:167.7) 3 5.4 6.63 630
851 true ENSGALP00000017495 scinderin - CGNC Symbol 8188 80.5 5.5 1 791.2 (M:791.2) 13 18 8.29 99 0.52! 9 57.89
852 true ENSGALP00000007857 SCO-spondin - CGNC Symbol 51238 541.3 5.4 1 52.9 (M:52.9) 1 0.1 13.54 997
853 true ENSGALP00000016108 sec1 family domain containing 1 - CGNC Symbol 7533 71.3 5.7 1 65.0 (M:65.0) 1 1.7 9.95 949
854 true ENSGALP00000041744 SEC22 homolog B vesicle trafficking protein - CGNC Symbol 52179 24.7 8.9 1 106.6 (M:106.6) 2 6.5 4.81 805 1.77 1
855 true ENSGALP00000016481 Sec23 homolog A (S. cerevisiae) - CGNC Symbol 7715 86.1 6.5 1 33.6 (M:33.6) 1 1 1.13 1055
856 true ENSGALP00000008311 SEC24 family member C - CGNC Symbol 3857 121.6 6.4 1 74.6 (M:74.6) 1 1 10.76 909
857 true ENSGALP00000018179 SEC31 homolog A (S. cerevisiae) - CGNC Symbol 8479 133.2 5.9 2 71.5 (M:71.5) 1 1.1 4.68 926 0.31! 1
858 true ENSGALP00000021367 Sec61 translocon gamma subunit - CGNC Symbol 9909 7.7 10 1 77.6 (M:77.6) 1 17.6 15.78 898
859 true ENSGALP00000023456 selenophosphate synthetase 1 - CGNC Symbol 10819 42.9 5.6 1 33.9 (M:33.9) 1 2.6 2.9 1053
860 true ENSGALP00000018689 septin 11 - CGNC Symbol 8720 50.6 6.4 2 160.9 (M:160.9) 4 5.7 11.8 654 0.82! 2 20
861 true ENSGALP00000009314 septin 2 - CGNC Symbol 4335 41.6 5.9 2 1154.8 (M:1154.8) 17 42.8 4.44 64 1.81! 8 69.93
862 true ENSGALP00000029589 septin 6 - CGNC Symbol 51720 48.6 6.5 1 333.9 (M:333.9) 9 12.7 4.23 332 0.93! 4 18.97
863 true ENSGALP00000019801 septin 7 - CGNC Symbol 51333 48.4 8.8 1 716.4 (M:716.4) 13 22.4 3.94 122 1.18! 7 80.33
864 true ENSGALP00000002525 septin 9 - CGNC Symbol 50494 65.5 8.4 1 402.5 (M:402.5) 11 14.2 4.96 257 1.50! 3 62.22
865 true ENSGALP00000005045 serine carboxypeptidase 1 - CGNC Symbol 2313 49.9 5.7 1 56.8 (M:56.8) 1 1.3 3.87 979 1.15 1
866 true ENSGALP00000038262 serine/arginine-rich splicing factor 1 - Refseq NP_001107213 20.7 11 2 596.6 (M:596.6) 13 31.5 10.92 166 1.17 7 53.81
867 true ENSGALP00000006566 serine/arginine-rich splicing factor 10 - CGNC Symbol 51061 31.3 11.3 1 107.2 (M:107.2) 3 9.9 6.09 802 1.2 2 9.39
868 true ENSGALP00000027988 Serine/arginine-rich splicing factor 2 - UP P30352 25.5 11.9 1 171.8 (M:171.8) 5 13.6 9.49 618 1.05 2 34.35
869 true ENSGALP00000000734 serine/arginine-rich splicing factor 3 - CGNC Symbol 329 19.3 11.6 2 335.7 (M:335.7) 8 33.5 8.02 327 1.33! 4 82.09
870 true ENSGALP00000001460 serine/arginine-rich splicing factor 6 - CGNC Symbol 657 40.4 11.6 2 396.5 (M:396.5) 8 12.4 3.46 265 1.42 5 49.81
871 true ENSGALP00000022386 serine/arginine-rich splicing factor 7 - CGNC Symbol 52729 26 11.8 2 389.6 (M:389.6) 9 34.1 3.61 271 0.99! 3 61.55
872 true ENSGALP00000006511 serine/threonine kinase 4 - CGNC Symbol 50938 55.4 5 2 116.4 (M:116.4) 3 4.7 5.09 781 1.07! 2 23.03
873 true ENSGALP00000009728 serine/threonine protein kinase MST4 - CGNC Symbol 51666 47 5.9 1 89.8 (M:89.8) 2 5 7.16 859 2.71! 1
874 true ENSGALP00000020954 serpin peptidase inhibitor clade B (ovalbumin) member 1 - CGNC Symbol 13903 43.1 5.4 2 119.6 (M:119.6) 3 6.3 5.94 768 1.27! 1

875 true ENSGALP00000018265
serpin peptidase inhibitor clade H (heat shock protein 47) member 1 (collagen binding protein 1) - 
CGNC Symbol 8518 45.7 8.7 1 64.8 (M:64.8) 2 6.4 5.44 950 0.90! 1

876 true ENSGALP00000018295 SERPINE1 mRNA binding protein 1 - CGNC Symbol 8530 33 7.3 1 296.2 (M:296.2) 4 12.1 5.83 374 1.32! 2 15.65
877 true ENSGALP00000008505 serum response factor binding protein 1 - CGNC Symbol 3957 49 9.9 1 82.0 (M:82.0) 2 4.9 15.88 882
878 true ENSGALP00000042163 seryl-tRNA synthetase - CGNC Symbol 332 53.1 6 1 250.6 (M:250.6) 5 13.7 6.87 446 0.59! 2 18.12
879 true ENSGALP00000007476 SET nuclear oncogene - CGNC Symbol 3483 32.1 4.1 1 252.2 (M:252.2) 4 8.7 7.25 442 1.21! 2 3.89
880 true ENSGALP00000035717 SGT1 homolog MIS12 kinetochore complex assembly cochaperone - CGNC Symbol 12721 37.2 5.5 2 336.2 (M:336.2) 7 22.3 2.45 324 0.84 2 3.97
881 true ENSGALP00000013748 SH2 domain containing 1A - CGNC Symbol 65191 13.9 9.4 1 65.2 (M:65.2) 1 10.2 4.84 946
882 true ENSGALP00000017599 signal peptidase complex subunit 3 - CGNC Symbol 8235 15.5 5.8 1 58.7 (M:58.7) 2 6.6 16.75 968 0.99 1
883 true ENSGALP00000020852 signal sequence receptor alpha - CGNC Symbol 9701 32.2 4.4 1 94.5 (M:94.5) 2 7.3 10.56 838
884 true ENSGALP00000012376 signal transducer and activator of transcription 1 91kDa - CGNC Symbol 52118 86.4 7.8 1 464.0 (M:464.0) 9 13.8 6.44 218 0.62! 7 56.18

885 true ENSGALP00000005161 signal transducer and activator of transcription 3 (acute-phase response factor) - CGNC Symbol 2374 88.1 5.9 1 204.2 (M:204.2) 4 3.8 8.13 534 0.61! 1
886 true ENSGALP00000005182 signal transducer and activator of transcription 5B - CGNC Symbol 49373 90 5.9 1 293.8 (M:293.8) 7 7 2.66 377 0.92! 2 20.95
887 true ENSGALP00000015735 Sjogren syndrome antigen B - CGNC Symbol 7359 46.3 8.3 1 513.1 (M:513.1) 10 17.8 7.24 198 1.33! 3 65.31
888 true ENSGALP00000012367 SLC9A3 regulator 1 - CGNC Symbol 51624 35.9 5.8 1 295.6 (M:295.6) 8 18.3 7.97 375 1.4 4 21.25

889 true ENSGALP00000022734 small glutamine-rich tetratricopeptide repeat-containing protein alpha - Refseq NP_001026550 33.7 4.7 1 233.7 (M:233.7) 4 13.4 4.07 469 1.55! 2 18.82
890 true ENSGALP00000019299 small nuclear ribonucleoprotein D1 polypeptide - CGNC Symbol 8976 13.5 11.4 1 125.5 (M:125.5) 2 10.7 1.12 753 1.38 1
891 true ENSGALP00000010633 small nuclear ribonucleoprotein D3 polypeptide - CGNC Symbol 4974 13.9 10.3 1 492.7 (M:492.7) 7 37.3 4.79 206 1.26! 3 36.73
892 true ENSGALP00000011598 small nuclear ribonucleoprotein polypeptide A' - CGNC Symbol 50006 28.4 8.8 1 177.2 (M:177.2) 5 18 7.86 595 1.67! 1
893 true ENSGALP00000041366 small nuclear ribonucleoprotein polypeptide B2 - HGNC:11155 25.6 9.7 1 137.4 (M:137.4) 3 11.1 7.79 727 2.25 2 24.86
894 true ENSGALP00000000189 small nuclear ribonucleoprotein polypeptide E - CGNC Symbol 49689 10.8 9.5 1 161.1 (M:161.1) 4 12 5.31 653 1.14 2 37.21
895 true ENSGALP00000018594 small nuclear ribonucleoprotein polypeptide F - CGNC Symbol 8670 12.4 6.6 1 143.1 (M:143.1) 3 18.8 1.81 704 1.16 1
896 true ENSGALP00000011718 small nuclear ribonucleoprotein polypeptides B and B1 - CGNC Symbol 49251 47.3 11.7 1 312.2 (M:312.2) 8 12.3 5.91 350 0.95! 3 23.73
897 true ENSGALP00000040424 small nuclear ribonucleoprotein U5 subunit 40 - CGNC Symbol 381 41.3 8.3 1 330.3 (M:330.3) 5 13.2 4.72 334 1.24 2 1.29
898 true ENSGALP00000012928 SMT3 suppressor of mif two 3 homolog 2 (S. cerevisiae) - CGNC Symbol 55792 10.9 5.3 2 186.3 (M:186.3) 3 23.2 3.87 573 0.91! 2 22.02
899 true ENSGALP00000003130 smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans) - CGNC Symbol 1430 57.5 6.7 1 444.0 (M:444.0) 7 12.5 5.06 229 1.06! 2 13.82
900 true ENSGALP00000019435 SNU13 homolog small nuclear ribonucleoprotein (U4/U6.U5) - CGNC Symbol 9043 14.1 8.4 1 235.6 (M:235.6) 4 20.3 7.16 467 1.11 3 128.04
901 true ENSGALP00000015817 solute carrier family 25 (aspartate/glutamate carrier) member 13 - CGNC Symbol 7395 70.4 8.8 2 134.4 (M:134.4) 4 7.3 6.39 734 1.04! 3 35.92

902 true ENSGALP00000014105
solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 5 - CGNC 
Symbol 6586 35 10 2 1107.6 (M:1107.6) 20 29.5 9.4 65 1.20! 10 58.67

903 true ENSGALP00000035815
solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 6 - CGNC 
Symbol 49032 29.1 9.7 1 872.3 (M:872.3) 15 28.5 7.97 84 1.12! 9 60.7

904 true ENSGALP00000018750 solute carrier family 25 member 3 - CGNC Symbol 8748 40 9.4 1 426.4 (M:426.4) 12 14.5 6.8 237 0.89! 6 57.03



905 true ENSGALP00000014599 sorcin - CGNC Symbol 51278 21.8 5.4 1 302.6 (M:302.6) 5 18.7 6.03 367 1.18 4 22.79
906 true ENSGALP00000022252 sorting nexin 9 - CGNC Symbol 10266 67.1 5.4 1 35.9 (M:35.9) 1 2.8 7.93 1048
907 true ENSGALP00000015174 Sp3 transcription factor - CGNC Symbol 7089 76.5 5.1 1 119.9 (M:119.9) 1 2.3 5.17 765
908 true ENSGALP00000038979 spectrin alpha non-erythrocytic 1 - CGNC Symbol 3498 285.2 5.2 1 806.2 (M:806.2) 16 5.3 11.83 96 0.78! 10 38.8
909 true ENSGALP00000013240 spectrin beta non-erythrocytic 1 - CGNC Symbol 6184 272.2 5.4 2 425.5 (M:425.5) 12 4.4 8.45 239 0.73! 7 40.9
910 true ENSGALP00000004799 spermidine synthase - CGNC Symbol 2201 23.6 5 1 72.0 (M:72.0) 2 4.8 7.24 921 0.7 1
911 true ENSGALP00000012879 splicing factor 3a subunit 1 - CGNC Symbol 6003 88.4 5 1 247.8 (M:247.8) 5 5.6 4.36 452 1.11! 2 8.3
912 true ENSGALP00000013029 splicing factor 3b subunit 1 - CGNC Symbol 6082 145.6 6.6 1 199.9 (M:199.9) 7 5.9 4.45 540 1.13! 3 54.92
913 true ENSGALP00000039265 splicing factor 3b subunit 3 - CGNC Symbol 1817 122.7 5.2 1 388.2 (M:388.2) 10 7.9 8.17 273 1.64 4 35.47
914 true ENSGALP00000003978 splicing factor 3b subunit 3 - CGNC Symbol 1817 56.4 5.4 1 273.3 (M:273.3) 7 10.7 7.15 402 1.48 3 43.82
915 true ENSGALP00000026567 splicing factor 3b subunit 6 - CGNC Symbol 51580 14.6 9.4 1 108.5 (M:108.5) 2 11.2 4.09 801 0.98 1
916 true ENSGALP00000003954 splicing factor proline/glutamine-rich - CGNC Symbol 49487 69.5 9.5 1 596.5 (M:596.5) 13 17.5 9.96 167 1.42! 4 38.41
917 true ENSGALP00000013230 SRSF protein kinase 2 - CGNC Symbol 6182 81.4 5 2 50.2 (M:50.2) 2 1.3 4.74 1006 0.6 1
918 true ENSGALP00000040201 stanniocalcin 2 - CGNC Symbol 2088 33.3 8.1 1 36.1 (M:36.1) 1 2.6 18.52 1046
919 true ENSGALP00000002235 stathmin 1 - CGNC Symbol 49630 17.1 6.2 2 420.0 (M:420.0) 6 36.5 3.82 246 1.74! 2 107.22
920 true ENSGALP00000016124 striatin calmodulin binding protein 3 - CGNC Symbol 7543 88.8 5.1 1 49.2 (M:49.2) 1 2.1 6.59 1007
921 true ENSGALP00000013808 stromal antigen 2 - CGNC Symbol 51718 145.7 5.3 1 197.7 (M:197.7) 4 3.3 3.74 545 0.21! 1
922 true ENSGALP00000027982 stromal interaction molecule 1 - CGNC Symbol 13037 73 7.2 1 185.4 (M:185.4) 5 8.5 4.29 575 2.04! 3 85.72
923 true ENSGALP00000022963 structural maintenance of chromosomes 1B - CGNC Symbol 10603 144.9 6.6 2 86.2 (M:86.2) 1 0.7 20.78 874
924 true ENSGALP00000013963 structural maintenance of chromosomes 3 - CGNC Symbol 6512 141.5 6.7 1 353.4 (M:353.4) 7 5.8 4.89 304 0.78! 1

925 true ENSGALP00000023866 structural maintenance of chromosomes flexible hinge domain containing 1 - CGNC Symbol 10985 226.6 7.4 1 252.2 (M:252.2) 2 1.3 13.01 441
926 true ENSGALP00000012145 structure specific recognition protein 1 - CGNC Symbol 49844 80 6.4 1 162.1 (M:162.1) 5 6.9 10.13 648 1.14! 2 1.26
927 true ENSGALP00000021475 succinate dehydrogenase complex flavoprotein subunit A - CGNC Symbol 49461 72.9 6.8 1 170.6 (M:170.6) 4 5.3 2.94 621 1.27 2 44.34
928 true ENSGALP00000035996 superoxide dismutase 1 soluble - CGNC Symbol 11821 15.7 6.1 1 619.6 (M:619.6) 7 38.3 3.03 157 1.14! 3 87.33

929 true ENSGALP00000019569
suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein) - CGNC Symbol 
50650 40.2 5.1 1 422.1 (M:422.1) 7 10 6.5 241 0.97! 4 27.74

930 true ENSGALP00000041673 Surfeit locus protein 4 - UP Q800K9 30.6 7.6 1 141.5 (M:141.5) 4 11.5 3.57 717 0.79 2 7.17

931 true ENSGALP00000013722
SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 1 - 
CGNC Symbol 6391 120 8.7 3 308.2 (M:308.2) 4 5 5 357 0.93! 2 43.6

932 true ENSGALP00000016509
SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 2 - 
CGNC Symbol 7728 176.7 8.2 1 233.1 (M:233.1) 5 3.6 11.17 472 1.22! 1

933 true ENSGALP00000008082
SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily c member 1 - 
CGNC Symbol 3752 110.5 5.3 1 212.7 (M:212.7) 5 3.1 4.61 518 0.65! 2 47.35

934 true ENSGALP00000001995 synaptosome associated protein 29kDa - CGNC Symbol 896 28.1 5.3 1 71.9 (M:71.9) 1 8.5 4.91 922
935 true ENSGALP00000025475 synaptotagmin binding cytoplasmic RNA interacting protein - CGNC Symbol 51548 49.7 6.7 1 314.2 (M:314.2) 8 11.6 3.86 349 0.85! 4 18.31
936 true ENSGALP00000024853 syndecan binding protein (syntenin) - CGNC Symbol 51422 32 7 1 301.1 (M:301.1) 3 11.6 10.92 369 0.55! 2 1.88
937 true ENSGALP00000018987 t-complex 1 - CGNC Symbol 8842 60.4 5.6 1 735.7 (M:735.7) 14 21.9 7.39 111 0.86! 7 32.37
938 true ENSGALP00000004013 talin 1 - CGNC Symbol 1830 271.7 5.9 2 1173.8 (M:1173.8) 21 6 6.03 62 0.78! 10 40.82
939 true ENSGALP00000000202 tapasin isoform 2 precursor - Refseq NP_001193540 45.5 9 1 115.2 (M:115.2) 2 4.9 12.1 787 0.28 2 20.94
940 true ENSGALP00000004576 TAR DNA binding protein - CGNC Symbol 2099 44.5 6 1 164.5 (M:164.5) 3 6.3 15.14 640 3.93 2 81.36
941 true ENSGALP00000042374 thimet oligopeptidase 1 - CGNC Symbol 52774 78.3 5.8 1 335.0 (M:335.0) 10 11.8 9.69 330 1.15! 3 23.38
942 true ENSGALP00000025280 thioredoxin - CGNC Symbol 49804 11.7 5.1 1 355.0 (M:355.0) 6 20 3.83 302 0.60! 5 38.96
943 true ENSGALP00000017179 thioredoxin domain containing 12 (endoplasmic reticulum) - CGNC Symbol 8025 18.6 5.5 1 140.1 (M:140.1) 2 8.8 16.72 721 0.42 1
944 true ENSGALP00000020830 thioredoxin domain containing 5 (endoplasmic reticulum) - CGNC Symbol 51359 46.4 5.7 1 448.2 (M:448.2) 9 19.6 2.64 227 1.26! 4 53.1
945 true ENSGALP00000040938 thioredoxin related transmembrane protein 4 - CGNC Symbol 6720 35.4 4.4 1 150.6 (M:150.6) 3 9.3 8.14 683 0.62! 1
946 true ENSGALP00000041061 threonyl-tRNA synthetase 2 mitochondrial (putative) - CGNC Symbol 56005 78.8 6.4 3 83.9 (M:83.9) 1 1.3 12.18 877 0.98! 1
947 true ENSGALP00000002322 thymocyte nuclear protein 1 - CGNC Symbol 1055 28 8.3 1 528.8 (M:528.8) 10 35.5 4.98 196 1.10! 4 66.41
948 true ENSGALP00000037462 thymopoietin - CGNC Symbol 50621 50.1 8.8 1 419.4 (M:419.4) 8 17.3 6.47 247 3.42! 4 12.34
949 true ENSGALP00000028782 thymosin beta 10 - CGNC Symbol 13616 5.2 5 1 50.9 (M:50.9) 1 28.9 3.65 1003
950 true ENSGALP00000040654 thymosin beta 4 Y-linked - HGNC:11882 5 5 1 796.7 (M:796.7) 13 86.4 6.77 98 1.37! 9 83.76
951 true ENSGALP00000026127 thyroglobulin - CGNC Symbol 65221 299.7 4.9 1 114.2 (M:114.2) 3 1.1 14.7 792 1.44! 1
952 true ENSGALP00000003357 thyroid hormone receptor associated protein 3 - CGNC Symbol 51043 109.8 10.2 1 353.3 (M:353.3) 7 8 1.79 305 1.79! 3 33.24
953 true ENSGALP00000015333 TIA1 cytotoxic granule-associated RNA binding protein - CGNC Symbol 56693 42.9 8.1 2 158.2 (M:158.2) 3 7 14.95 660 0.77! 1
954 true ENSGALP00000043331 topoisomerase (DNA) I - CGNC Symbol 2691 88.8 9.4 3 359.0 (M:359.0) 7 8.4 4.96 294 0.96! 3 152.46
955 true ENSGALP00000039270 topoisomerase (DNA) II alpha 170kDa - CGNC Symbol 49380 167.9 8.9 1 332.9 (M:332.9) 7 4 8.7 333 1.36! 3 81.6
956 true ENSGALP00000018410 topoisomerase (DNA) II beta 180kDa - CGNC Symbol 8591 183.2 8.5 1 283.6 (M:283.6) 6 4 5.82 390 2.38! 2 46.48
957 true ENSGALP00000026384 trafficking protein particle complex 12 - CGNC Symbol 12265 88.1 4.6 1 98.8 (M:98.8) 2 1.9 1.97 827 1.34 1
958 true ENSGALP00000012474 trafficking protein particle complex 4 - CGNC Symbol 5825 24.2 6.2 1 66.8 (M:66.8) 2 6.4 12.3 944 1.02 1
959 true ENSGALP00000009263 trans-2 3-enoyl-CoA reductase - CGNC Symbol 52206 32.4 9.3 1 60.7 (M:60.7) 2 8 10.69 962 0.50! 1
960 true ENSGALP00000032101 transaldolase - Refseq NP_001026348 37.6 7.1 1 204.3 (M:204.3) 4 11.3 11.08 533 0.64! 3 25.98
961 true ENSGALP00000024609 transcription elongation factor A (SII) 1 - CGNC Symbol 51413 32.4 8.8 1 263.1 (M:263.1) 4 16.5 7.28 424 1.20! 1
962 true ENSGALP00000012163 transcription elongation regulator 1 - CGNC Symbol 5680 109.9 8.6 1 170.0 (M:170.0) 5 5 7.87 623 1.19! 3 38.43
963 true ENSGALP00000004251 transcription factor A mitochondrial - CGNC Symbol 1948 29.9 10.3 1 154.1 (M:154.1) 4 14.1 11.68 673 1.52! 2 42.68
964 true ENSGALP00000010405 transferrin (ovotransferrin) - CGNC Symbol 49715 77.8 6.8 1 648.3 (M:648.3) 10 20.9 6.11 144 0.96! 4 104.62
965 true ENSGALP00000017856 transformer 2 alpha homolog (Drosophila) - CGNC Symbol 51305 32.4 11.2 1 218.8 (M:218.8) 5 10.8 9.04 504 0.51! 2 6.51
966 true ENSGALP00000010541 transformer 2 beta homolog (Drosophila) - CGNC Symbol 49299 33.8 11.2 1 200.8 (M:200.8) 6 12.5 6.12 536 1.35 3 85.17
967 true ENSGALP00000042171 transgelin 2 - CGNC Symbol 65718 29 9.6 1 410.1 (M:410.1) 7 17.4 5.76 253 0.52 4 17.19

968 true ENSGALP00000038435
transglutaminase 2 (C polypeptide protein-glutamine-gamma-glutamyltransferase) - CGNC Symbol 
49801 77.7 4.9 1 483.4 (M:483.4) 10 20.2 7.82 210 1.11! 2 40.36

969 true ENSGALP00000008498 transketolase - CGNC Symbol 3953 68.4 7.3 1 1563.3 (M:1563.3) 25 30.3 5.72 36 1.15! 11 49.15
970 true ENSGALP00000042618 Translationally-controlled tumor protein homolog - UP P43347 19.5 4.9 1 209.4 (M:209.4) 5 26.2 9.9 523 0.86! 3 69.27
971 true ENSGALP00000019018 translin - CGNC Symbol 8854 26 6.2 1 66.6 (M:66.6) 2 9.6 14.07 945 1.26! 1
972 true ENSGALP00000007945 translocase of inner mitochondrial membrane 8 homolog A (yeast) - CGNC Symbol 3689 12.2 7.9 1 55.7 (M:55.7) 2 20 5 989 0.61 2 17.54
973 true ENSGALP00000029965 translocase of outer mitochondrial membrane 22 homolog (yeast) - CGNC Symbol 13830 24.7 4.7 1 48.7 (M:48.7) 1 5.2 5.98 1009 1.02 1
974 true ENSGALP00000024624 translocase of outer mitochondrial membrane 70 - CGNC Symbol 11379 72.5 8 1 55.9 (M:55.9) 1 1.7 5.91 986 0.66 1
975 true ENSGALP00000008171 translocated promoter region nuclear basket protein - CGNC Symbol 3800 243.4 5.2 1 205.3 (M:205.3) 3 1.7 22.81 528 11.25! 1
976 true ENSGALP00000016780 transmembrane p24 trafficking protein 10 - CGNC Symbol 7851 24.8 7.6 1 71.7 (M:71.7) 2 5.5 8.58 923 0.62 1
977 true ENSGALP00000041758 transporter 1 ATP-binding cassette sub-family B (MDR/TAP) - CGNC Symbol 53176 62.8 7.7 1 664.5 (M:664.5) 13 18.7 7.25 140 0.48! 4 69.91
978 true ENSGALP00000024167 transportin 1 - CGNC Symbol 11160 88.5 4.9 1 130.9 (M:130.9) 3 4.4 4.6 742 0.69! 3 80.26
979 true ENSGALP00000023396 triosephosphate isomerase 1 - CGNC Symbol 49803 26.6 6.7 1 2084.3 (M:2084.3) 28 70.2 4.03 15 1.27! 13 25.47
980 true ENSGALP00000038799 tropomyosin 1 (alpha) - CGNC Symbol 49772 32.9 4.7 5 725.3 (M:725.3) 12 22.2 5.31 116 0.69! 8 118.43
981 true ENSGALP00000022004 tropomyosin 3 - HGNC:12012 35.3 4.9 2 689.4 (M:689.4) 12 19.5 4.48 131 0.75! 7 125.49
982 true ENSGALP00000038490 tropomyosin 4 - HGNC:12013 32.8 4.7 1 540.7 (M:540.7) 10 21.1 3.82 189 1.08! 6 119.69
983 true ENSGALP00000018294 tryptophanyl-tRNA synthetase - CGNC Symbol 8529 53.7 6.8 1 154.8 (M:154.8) 2 3.4 2.58 671 0.75! 1
984 true ENSGALP00000005037 TSR1 ribosome maturation factor - HGNC:25542 92.1 6.3 1 125.8 (M:125.8) 1 2 0.49 752
985 true ENSGALP00000037524 tubulin alpha 4a - CGNC Symbol 65758 51 4.9 5 2132.6 (M:2132.6) 31 45.2 5.59 14 1.44! 14 74.08
986 true ENSGALP00000018454 tubulin alpha 4b - CGNC Symbol 65790 52.2 5.1 1 1441.1 (M:1441.1) 23 38.6 5.87 43 1.26! 9 60.62
987 true ENSGALP00000016978 tubulin alpha-3 chain-like - CGNC Symbol 52325 50 4.9 1 1731.9 (M:1731.9) 20 34.7 6.08 27 1.31! 9 86.91
988 true ENSGALP00000042274 tubulin beta 2A class IIa - CGNC Symbol 54376 49.9 4.8 3 2457.0 (M:2457.0) 44 42.5 5.54 8 1.14! 22 88.21
989 true ENSGALP00000013964 tubulin beta 4B class IVb - CGNC Symbol 50466 49.8 4.8 3 2476.7 (M:2476.7) 45 47.9 5.07 5 1.23! 22 93.54
990 true ENSGALP00000022436 tubulin beta class I - HGNC:20778 43.5 4.8 1 2290.3 (M:2290.3) 42 46 5.02 10 1.10! 19 54.28
991 true ENSGALP00000022871 tubulin tyrosine ligase like 12 - CGNC Symbol 10561 72.8 5.1 1 175.4 (M:175.4) 4 7.2 4.82 603 1.15! 2 47.32
992 true ENSGALP00000006326 twinfilin actin-binding protein homolog 2 (Drosophila) - CGNC Symbol 50121 39.1 6.1 1 322.6 (M:322.6) 4 12.5 4.49 341 1.27! 1

993 true ENSGALP00000006578
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein beta - CGNC Symbol 
50939 27.9 4.8 1 712.7 (M:712.7) 17 32 8.15 125 0.74! 10 226.58

994 true ENSGALP00000039133
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon - CGNC Symbol 
50550 26.6 4.7 1 713.4 (M:713.4) 13 28.6 7.2 124 0.68! 9 287.4

995 true ENSGALP00000010888
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein eta - CGNC Symbol 
50393 28.3 4.8 1 612.0 (M:612.0) 15 31.6 9.45 159 0.67! 8 280.28

996 true ENSGALP00000027989
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein gamma - CGNC Symbol 
53200 24.9 4.8 1 579.6 (M:579.6) 13 30.3 7.33 174 0.82! 7 369.23

997 true ENSGALP00000036122
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein theta - CGNC Symbol 
12303 27.8 4.7 2 1070.7 (M:1070.7) 24 42.9 7.61 68 0.85! 12 195.03

998 true ENSGALP00000028746
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein zeta - CGNC Symbol 
52516 27.8 4.7 1 1322.1 (M:1322.1) 27 57.6 8.08 48 0.57! 14 84.48

999 true ENSGALP00000005633 tyrosyl-tRNA synthetase - CGNC Symbol 2601 59.3 6.2 1 79.0 (M:79.0) 1 1.7 2.7 892 0.52! 1
1000 true ENSGALP00000026067 U2 small nuclear RNA auxiliary factor 1 - CGNC Symbol 49287 27.7 9.1 1 167.4 (M:167.4) 5 12.7 9.1 632 1.07 2 11.59
1001 true ENSGALP00000004104 U2 snRNP-associated SURP domain containing - CGNC Symbol 52256 109.6 8.4 1 161.3 (M:161.3) 4 4.2 8.51 651 1.82! 3 20.06
1002 true ENSGALP00000020520 ubiquilin 1 - CGNC Symbol 9551 62.8 5.1 2 152.6 (M:152.6) 3 5.3 4.08 678 1.09 1
1003 true ENSGALP00000011475 ubiquinol-cytochrome c reductase complex III subunit VII 9.5kDa - CGNC Symbol 5357 9.6 9.6 1 58.7 (M:58.7) 2 15.9 4.13 969 2.86 1
1004 true ENSGALP00000009286 ubiquinol-cytochrome c reductase core protein I - CGNC Symbol 4319 52.7 6.6 1 178.6 (M:178.6) 4 6.7 7.74 591 0.75 3 20.99
1005 true ENSGALP00000003914 ubiquinol-cytochrome c reductase core protein II - CGNC Symbol 1783 48.5 9 1 542.6 (M:542.6) 9 22.3 5.03 188 1.03! 5 39.52
1006 true ENSGALP00000039878 ubiquitin associated protein 2-like - CGNC Symbol 17025 116.3 6.6 1 60.6 (M:60.6) 1 1.4 9.16 963
1007 true ENSGALP00000003968 ubiquitin C-terminal hydrolase L5 - CGNC Symbol 1810 33.7 5.3 1 74.7 (M:74.7) 1 8.4 10.86 908
1008 true ENSGALP00000023022 ubiquitin carboxyl-terminal esterase L1 (ubiquitin thiolesterase) - CGNC Symbol 10625 25.1 5.7 1 141.7 (M:141.7) 2 12.9 2.2 713
1009 true ENSGALP00000027305 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) - CGNC Symbol 12703 26.3 4.9 1 351.0 (M:351.0) 5 18.3 6.13 310 1.29 3 38.11
1010 true ENSGALP00000034188 ubiquitin fusion degradation 1 like (yeast) - CGNC Symbol 1105 34.5 6.3 1 56.9 (M:56.9) 1 4.9 4.95 978
1011 true ENSGALP00000009085 ubiquitin specific peptidase 10 - CGNC Symbol 4228 85.7 5 1 306.7 (M:306.7) 5 5.1 8.13 362 0.92 3 10.13
1012 true ENSGALP00000023395 ubiquitin specific peptidase 5 (isopeptidase T) - CGNC Symbol 10793 95.7 5 1 464.7 (M:464.7) 9 13 4.53 217 0.67! 4 24.52



1013 true ENSGALP00000008393 ubiquitin specific peptidase 54 - CGNC Symbol 3894 192 6.9 1 89.1 (M:89.1) 1 0.6 2.6 861 0.45! 1
1014 true ENSGALP00000039011 ubiquitin specific peptidase 7 (herpes virus-associated) - CGNC Symbol 5523 125.4 5.4 1 93.2 (M:93.2) 2 0.8 1.5 844 2.48! 1
1015 true ENSGALP00000026130 ubiquitin specific peptidase 9 X-linked - CGNC Symbol 50795 290 5.6 1 226.7 (M:226.7) 4 1.3 9.44 482 1.56! 2 4.76
1016 true ENSGALP00000030005 ubiquitin-conjugating enzyme E2N - CGNC Symbol 50617 16 5.2 1 164.2 (M:164.2) 4 26.8 5.7 641 1.05! 2 8.92
1017 true ENSGALP00000019178 ubiquitin-like modifier activating enzyme 6 - CGNC Symbol 8930 115 5.8 1 105.6 (M:105.6) 3 2.4 6.03 807 1.38! 1
1018 true ENSGALP00000003964 ubiquitin-like modifier activating enzyme 7 - CGNC Symbol 1807 108.7 5.4 1 139.4 (M:139.4) 2 2.4 1.1 723 0.56! 1
1019 true ENSGALP00000009169 Uncharacterized protein - UniProtKB/TrEMBL H3BNX3 - CGNC Symbol 4269 49.9 9.3 1 140.7 (M:140.7) 3 6.2 10.6 719 0.62! 1
1020 true ENSGALP00000030471 Uncharacterized protein - UniProtKB/TrEMBL H3BT36 - CGNC Symbol 13915 25.9 7 1 337.1 (M:337.1) 6 23.9 4.76 320 0.78! 3 29.33
1021 true ENSGALP00000025745 Uncharacterized protein - UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 11954 24.5 9.8 1 193.2 (M:193.2) 3 11.1 8.98 559 1.36! 3 52.48
1022 true ENSGALP00000010662 Uncharacterized protein - UniProtKB/TrEMBL H7C469 - CGNC Symbol 4989 43.3 5.9 1 358.8 (M:358.8) 7 9.8 4.01 295 0.54 5 32.07
1023 true ENSGALP00000042403 uncharacterized protein LOC424740 - Refseq NP_001026471 33.6 8.4 1 102.8 (M:102.8) 2 2.8 4.6 816 1.02 1
1024 true ENSGALP00000042201 up-regulated during skeletal muscle growth 5 homolog (mouse) - CGNC Symbol 52069 6.7 10.1 1 266.3 (M:266.3) 3 27.1 5.86 415 1.78! 2 101.39
1025 true ENSGALP00000005090 UPF1 RNA helicase and ATPase - CGNC Symbol 2340 123.1 6.9 1 290.9 (M:290.9) 7 5.5 5.2 379 0.92! 4 19.2
1026 true ENSGALP00000040680 uridine diphosphate glucose pyrophosphatase - Refseq NP_001006490 25.8 5.2 1 41.4 (M:41.4) 1 7 5.05 1034 0.69 1
1027 true ENSGALP00000019192 uridine monophosphate synthetase - CGNC Symbol 8931 51.9 6.1 1 224.1 (M:224.1) 5 6.7 3.66 490 0.60! 3 82.29
1028 true ENSGALP00000017661 USO1 vesicle transport factor - CGNC Symbol 8265 106.1 4.9 1 69.4 (M:69.4) 2 2 16.42 938 1.03! 1
1029 true ENSGALP00000039504 v-rel avian reticuloendotheliosis viral oncogene homolog - CGNC Symbol 5934 66.9 6 1 75.9 (M:75.9) 2 4.8 15.53 901 0.41! 1
1030 true ENSGALP00000013480 V-set and immunoglobulin domain containing 1 - CGNC Symbol 6282 36.5 5.3 1 192.0 (M:192.0) 3 8.1 3.5 563 0.75! 1
1031 true ENSGALP00000018087 vaccinia related kinase 1 - CGNC Symbol 8440 47 9.5 1 428.3 (M:428.3) 6 14.5 2.84 235 2.53! 2 16.98
1032 true ENSGALP00000006624 vacuolar protein sorting 26 homolog A (S. pombe) - CGNC Symbol 3064 38 6.1 1 75.5 (M:75.5) 1 4 0.69 905
1033 true ENSGALP00000003089 valosin containing protein - CGNC Symbol 53073 89.3 5.1 2 1329.2 (M:1329.2) 28 24.4 7.24 47 0.93! 14 53.11

1034 true ENSGALP00000028374 VAMP (vesicle-associated membrane protein)-associated protein A 33kDa - CGNC Symbol 54859 16.9 9.2 1 135.9 (M:135.9) 2 9.3 2.67 729 0.99! 1
1035 true ENSGALP00000037398 villin 1 - CGNC Symbol 49795 90 5.7 2 58.3 (M:58.3) 1 1.1 24.25 971 1.24! 1
1036 true ENSGALP00000014107 vimentin - CGNC Symbol 51275 53.2 5.1 7 1945.8 (M:1945.8) 34 47.8 5.54 16 0.40! 18 66.67
1037 true ENSGALP00000008131 vinculin - CGNC Symbol 3778 114.3 5.4 1 76.7 (M:76.7) 2 2.4 6.21 900
1038 true ENSGALP00000014737 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) - CGNC Symbol 51726 11.5 6.6 1 59.2 (M:59.2) 1 11.8 0.9 967
1039 true ENSGALP00000007997 voltage-dependent anion channel 2 - CGNC Symbol 49348 30.2 8.6 1 415.0 (M:415.0) 8 18.7 2.35 249 1.29 5 112.94
1040 true ENSGALP00000028961 voltage-dependent anion channel 3 - CGNC Symbol 2745 30.5 8.9 1 55.9 (M:55.9) 1 3.9 3.4 987
1041 true ENSGALP00000006965 VPS35 retromer complex component - CGNC Symbol 3222 91.7 5.4 1 237.9 (M:237.9) 4 3 12.58 464 0.41 2 41.96
1042 true ENSGALP00000037871 WAS/WASL interacting protein family member 1 - CGNC Symbol 7084 49.9 11.5 1 117.1 (M:117.1) 3 10.3 5.56 778
1043 true ENSGALP00000024078 WD repeat domain 1 - CGNC Symbol 11108 66.5 6.2 1 195.7 (M:195.7) 3 3 6.52 552 0.68! 2 89.25
1044 true ENSGALP00000034433 WD repeat domain 18 - CGNC Symbol 14659 47.4 5.6 1 63.0 (M:63.0) 2 1.9 2.47 956 1.13 1
1045 true ENSGALP00000000325 WD repeat domain 36 - CGNC Symbol 143 98.2 6.6 1 149.4 (M:149.4) 3 3.5 8.28 690 2.39! 1
1046 true ENSGALP00000004180 WD repeat domain 5 - CGNC Symbol 50449 36.6 8.5 1 91.5 (M:91.5) 3 8.7 2.65 852 1.41! 1
1047 true ENSGALP00000033991 WD repeat domain 61 - CGNC Symbol 2341 33.3 5.2 1 208.6 (M:208.6) 4 7.2 6.4 525 1.15! 2 6.8
1048 true ENSGALP00000018083 WD repeat domain 78 - CGNC Symbol 8439 86.5 5.7 1 72.9 (M:72.9) 2 1.3 17.78 915
1049 true ENSGALP00000013870 X-prolyl aminopeptidase (aminopeptidase P) 1 soluble - CGNC Symbol 6466 70 5.8 1 122.9 (M:122.9) 2 3.4 2.82 759 0.54! 2 68.13
1050 true ENSGALP00000007728 Y box binding protein 1 - CGNC Symbol 3598 31.1 10 3 1028.4 (M:1028.4) 15 50.6 5.94 71 0.70! 7 60.21
1051 true ENSGALP00000016696 YLP motif containing 1 - CGNC Symbol 7819 190.4 6.6 1 225.4 (M:225.4) 3 1.6 10.92 487 3.45! 1
1052 true ENSGALP00000002252 zeta-chain (TCR) associated protein kinase 70kDa - CGNC Symbol 1027 69.5 7.2 1 360.0 (M:360.0) 8 10.9 5.06 293 2.17! 4 29.96
1053 true ENSGALP00000000747 zinc finger CCCH-type containing 11A - CGNC Symbol 51431 79 8.4 1 153.5 (M:153.5) 2 5.3 2.64 675
1054 true ENSGALP00000009858 zinc finger CCCH-type containing 18 - CGNC Symbol 50098 110.3 9 1 55.8 (M:55.8) 1 1.5 23.8 988 2.09 1
1055 true ENSGALP00000025229 zinc finger homeobox 4 - HGNC:30939 396.7 5.9 2 129.3 (M:129.3) 1 0.3 22.25 745
1056 true ENSGALP00000005461 zinc finger protein 207 - CGNC Symbol 2517 53.1 9.2 1 41.4 (M:41.4) 1 2.6 15.09 1035
1057 true ENSGALP00000009853 zinc finger protein 326 - CGNC Symbol 4587 63.5 5.5 1 226.9 (M:226.9) 4 9.4 14.41 481 0.91 1
1058 true ENSGALP00000042962 zinc finger protein 740 - CGNC Symbol 63794 21.3 9.5 1 47.2 (M:47.2) 1 10.2 2.76 1017
1059 true ENSGALP00000023626 zyxin - CGNC Symbol 10889 58.5 6.8 1 293.6 (M:293.6) 6 10.5 3.64 378 1.71! 2 14.68



Supptbl39_ProteinTable_DiM1lbl_WTvsTcells
Row User Flag OK Accession Protein MW [kDa] pI #Alt. Proteins Scores #Peptides SC [%] RMS90 [ppm] Rank Median(SoK) #(SoK) CV [%](SoK)

1 true ENSGALP00000041067 16 kDa beta-galactoside-binding lectin - UP P23668 14.9 4.9 1 148.9 (M:148.9) 4 39.6 6.97 616 0.69! 1
2 true ENSGALP00000025600 2 4-dienoyl CoA reductase 1 mitochondrial - CGNC Symbol 11873 35.7 9.5 1 234.6 (M:234.6) 4 11.6 2.86 399 2.53 3 83.24
3 true ENSGALP00000005468 2' 3'-cyclic nucleotide 3' phosphodiesterase - CGNC Symbol 49552 47.2 9.2 1 51.1 (M:51.1) 1 3.3 3.69 1048 1.03 1
4 true ENSGALP00000028664 2'-5'-oligoadenylate synthetase-like - CGNC Symbol 49545 54.2 8.4 2 77.8 (M:77.8) 2 5.3 20.46 907
5 true ENSGALP00000037772 3'(2') 5'-bisphosphate nucleotidase 1 - CGNC Symbol 7291 32.9 5.6 1 100.6 (M:100.6) 3 10.1 13 796 1.32 1
6 true ENSGALP00000023936 3-hydroxy-3-methylglutaryl-CoA synthase 1 (soluble) - CGNC Symbol 49779 57.6 5.5 1 71.9 (M:71.9) 2 3.4 12.65 941
7 true ENSGALP00000004672 3-hydroxy-3-methylglutaryl-CoA synthase 2 (mitochondrial) - CGNC Symbol 2139 55.1 8.5 1 126.1 (M:126.1) 1 2.6 1.25 697
8 true ENSGALP00000011241 3-hydroxybutyrate dehydrogenase type 1 - CGNC Symbol 5244 38 8.1 1 33.0 (M:33.0) 1 4.1 8.58 1113 0.67 1
9 true ENSGALP00000023917 3-oxoacid CoA transferase 1 - CGNC Symbol 53012 56.1 8 1 599.2 (M:599.2) 10 19 7.21 119 0.72! 5 25.64

10 true ENSGALP00000035595 40S ribosomal protein S11 - Refseq NP_001026004 18.2 10.4 1 204.7 (M:204.7) 5 17.8 6.12 450 2.33! 2 3.71
11 true ENSGALP00000013622 5'-3' exoribonuclease 2 - CGNC Symbol 6344 108.5 7.5 1 166.9 (M:166.9) 3 3.3 13.77 551 0.41 2 35.12
12 true ENSGALP00000013294 5'-nucleotidase cytosolic II - CGNC Symbol 6204 65.9 5.3 1 151.3 (M:151.3) 4 5.4 2.75 612 1.37! 1

13 true ENSGALP00000005643
5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase - CGNC 
Symbol 2606 64.4 8.4 1 985.1 (M:985.1) 17 29.5 7.51 55 1.90! 6 61.81

14 true ENSGALP00000010211 6-phosphofructo-2-kinase/fructose-2 6-biphosphatase 3 - CGNC Symbol 4755 62 8.6 2 67.4 (M:67.4) 1 2.6 13.14 971
15 true ENSGALP00000027665 acetyl-CoA acetyltransferase 1 - CGNC Symbol 12890 44.1 9.1 1 404.7 (M:404.7) 9 22.6 12.39 207 2.50! 3 18.28
16 true ENSGALP00000019037 acetyl-CoA acetyltransferase 2 - CGNC Symbol 8861 40.9 7.6 1 314.7 (M:314.7) 5 19.8 7.63 286
17 true ENSGALP00000009408 acetyl-CoA acyltransferase 1 - CGNC Symbol 4375 44.6 9.3 1 105.1 (M:105.1) 3 13 4.74 766 1.91! 1
18 true ENSGALP00000004375 acetyl-CoA acyltransferase 2 - CGNC Symbol 2003 41.6 8 1 160.0 (M:160.0) 2 3.5 3.34 576 1.41! 1
19 true ENSGALP00000026345 acid phosphatase 1 soluble - CGNC Symbol 12245 18.2 6.8 1 110.0 (M:110.0) 2 17.1 17.86 739 1.34 1
20 true ENSGALP00000013053 acidic (leucine-rich) nuclear phosphoprotein 32 family member A - CGNC Symbol 50017 32.2 3.9 2 457.8 (M:457.8) 9 21 9.23 178 0.49! 3 3.4
21 true ENSGALP00000021907 acidic (leucine-rich) nuclear phosphoprotein 32 family member E - CGNC Symbol 52680 28.9 3.7 1 223.9 (M:223.9) 3 11.3 5.79 416 0.25 2 5.77
22 true ENSGALP00000040836 acidic residue methyltransferase 1 - CGNC Symbol 9819 49.1 5.7 1 84.1 (M:84.1) 2 4.2 19.52 881 1.5 1
23 true ENSGALP00000003381 aconitase 1 soluble - CGNC Symbol 48955 98 7 1 157.4 (M:157.4) 3 4.3 8.11 590 26.06 1
24 true ENSGALP00000019468 aconitase 2 - CGNC Symbol 9059 85.6 8 1 735.2 (M:735.2) 12 13.5 5.61 87 1.14 6 40.8
25 true ENSGALP00000015988 actin alpha cardiac muscle 1 - CGNC Symbol 51944 42 5.2 3 1953.6 (M:1953.6) 37 49.9 7.83 8 1.23! 16 93.64
26 true ENSGALP00000015657 actin beta - CGNC Symbol 49855 41.7 5.3 1 3196.2 (M:3196.2) 45 57.9 8.42 3 1.52! 21 38.93
27 true ENSGALP00000023523 actin beta-like 2 - CGNC Symbol 52851 42 5.2 1 1539.6 (M:1539.6) 32 42.2 8.15 19 1.33! 14 81.03
28 true ENSGALP00000007466 actin related protein 2/3 complex subunit 1B 41kDa - CGNC Symbol 15421 41 8.6 1 43.6 (M:43.6) 1 4.3 1.13 1074 0.87 1
29 true ENSGALP00000010800 actin related protein 2/3 complex subunit 4 20kDa - CGNC Symbol 50145 19.7 8.6 1 230.9 (M:230.9) 5 16.1 9.95 406 1.02! 2 4.96
30 true ENSGALP00000038587 actin related protein 2/3 complex subunit 5 16kDa - CGNC Symbol 14362 11.1 9.6 1 100.7 (M:100.7) 3 23.3 8.87 793 1.07! 1
31 true ENSGALP00000038778 actin-like 6A - CGNC Symbol 6893 47.5 5.5 1 242.3 (M:242.3) 4 8.9 12.36 388 0.51! 2 8.98
32 true ENSGALP00000015410 actinin alpha 1 - CGNC Symbol 48956 101.5 5.3 3 1028.2 (M:1028.2) 25 21 8.83 50 1.18! 12 23.48
33 true ENSGALP00000023085 actinin alpha 4 - CGNC Symbol 49612 71.6 5.7 1 411.8 (M:411.8) 8 12.5 10.29 198 1.57! 3 15.57
34 true ENSGALP00000008056 acyl-CoA dehydrogenase family member 9 - CGNC Symbol 3741 67.8 7.2 1 216.9 (M:216.9) 5 6.7 6.13 430 1.91! 3 56.38
35 true ENSGALP00000004548 acyl-CoA dehydrogenase long chain - CGNC Symbol 2086 47.8 8.3 1 214.4 (M:214.4) 4 5.6 15.08 432 3.48! 1
36 true ENSGALP00000003376 acyl-CoA oxidase 1 palmitoyl - CGNC Symbol 50495 74.5 6.9 1 120.6 (M:120.6) 3 7.6 13.25 709
37 true ENSGALP00000017274 acyl-CoA synthetase long-chain family member 1 - CGNC Symbol 8071 78.5 8.3 2 165.6 (M:165.6) 6 12.2 7.83 558
38 true ENSGALP00000013724 adaptor related protein complex 2 mu 1 subunit - CGNC Symbol 6392 49.4 9.6 1 274.0 (M:274.0) 4 5.1 16.2 344 1.16 2 25.99
39 true ENSGALP00000001470 adaptor related protein complex 3 delta 1 subunit - CGNC Symbol 663 140.5 6.8 1 55.6 (M:55.6) 1 0.9 2.02 1021
40 true ENSGALP00000013190 adaptor-related protein complex 1 beta 1 subunit - CGNC Symbol 6168 104.7 5 1 227.2 (M:227.2) 4 5 9.75 412 1.31! 2 3.53
41 true ENSGALP00000003342 adaptor-related protein complex 2 beta 1 subunit - CGNC Symbol 1528 105.7 5.2 1 412.5 (M:412.5) 4 5 7.03 197 1.25! 2 0.96
42 true ENSGALP00000041532 adenine phosphoribosyltransferase - CGNC Symbol 65844 23.5 9 1 63.5 (M:63.5) 2 5 2.36 999 0.75 1
43 true ENSGALP00000008095 adenosine kinase - CGNC Symbol 3760 38.1 5.8 1 174.6 (M:174.6) 3 11.4 14.01 529 0.87! 2 41.08
44 true ENSGALP00000003152 adenosylhomocysteinase - CGNC Symbol 1443 74.4 9.4 1 510.8 (M:510.8) 12 12.7 11.82 152 0.98! 5 13.4
45 true ENSGALP00000012914 adenosylhomocysteinase-like 2 - CGNC Symbol 50318 56.7 8.3 2 76.0 (M:76.0) 3 4.7 13.52 916 1.63! 1
46 true ENSGALP00000005680 adenylate kinase 2 - CGNC Symbol 2627 27.3 8.6 1 235.7 (M:235.7) 5 11.6 15.43 395 1.42! 2 1.51
47 true ENSGALP00000019613 adenylosuccinate lyase - CGNC Symbol 9122 54.6 6.7 1 142.7 (M:142.7) 3 6.2 10.14 643 1.86! 1
48 true ENSGALP00000017386 adenylosuccinate synthase - CGNC Symbol 53408 43.9 6 1 91.6 (M:91.6) 2 9.3 7.16 843
49 true ENSGALP00000038376 ADP ribosylation factor 1 - CGNC Symbol 51247 20.7 6.3 2 346.0 (M:346.0) 7 24.3 7.36 260 0.74! 3 30.28
50 true ENSGALP00000041604 ADP ribosylation factor 6 - CGNC Symbol 53514 18 7.9 1 78.9 (M:78.9) 3 21.7 11.63 900 0.65! 1
51 true ENSGALP00000009007 ADP-ribosylation factor 4 - CGNC Symbol 55483 18.1 4.8 1 385.9 (M:385.9) 7 28.9 6.64 223 0.81! 3 41.82
52 true ENSGALP00000014918 AF4/FMR2 family member 2 - HGNC:3776 130.8 8.6 1 85.5 (M:85.5) 0 0 14.63 873
53 true ENSGALP00000019031 albumin - CGNC Symbol 14106 64 5.3 1 977.0 (M:977.0) 16 39.3 4.91 59 1.60! 6 231.37
54 true ENSGALP00000036839 alcohol dehydrogenase 6 (class V) - CGNC Symbol 49588 39.5 7.6 3 135.1 (M:135.1) 2 7.5 6.43 660
55 true ENSGALP00000024396 aldehyde dehydrogenase 1 family member A1 - CGNC Symbol 49236 55.8 7.5 1 177.1 (M:177.1) 3 8.1 10.79 521
56 true ENSGALP00000017112 aldehyde dehydrogenase 18 family member A1 - CGNC Symbol 7994 87.8 6.7 1 166.3 (M:166.3) 5 6.2 9.47 555 2.86! 1
57 true ENSGALP00000007586 aldehyde dehydrogenase 3 family member A2 - CGNC Symbol 50558 54.1 8.2 1 94.2 (M:94.2) 3 8.2 11.09 825
58 true ENSGALP00000020641 aldehyde dehydrogenase 5 family member A1 - CGNC Symbol 9610 57.9 9.2 1 134.9 (M:134.9) 2 4.6 13.03 662 1.07! 1
59 true ENSGALP00000016585 aldehyde dehydrogenase 6 family member A1 - CGNC Symbol 7766 58.3 8.5 1 107.7 (M:107.7) 2 3.2 9.99 752 1.38 1
60 true ENSGALP00000013377 aldehyde dehydrogenase 7 family member A1 - CGNC Symbol 6235 58 7 1 187.4 (M:187.4) 5 7.5 13.22 489 2.14 3 41.82
61 true ENSGALP00000022601 aldehyde dehydrogenase 8 family member A1 - CGNC Symbol 10443 53.2 8.1 1 54.1 (M:54.1) 1 5.1 9.32 1030
62 true ENSGALP00000005520 aldehyde dehydrogenase 9 family member A1 - CGNC Symbol 2550 57.1 9.3 1 513.0 (M:513.0) 9 17.8 10.12 149 6.78! 3 85.29
63 true ENSGALP00000016630 aldo-keto reductase family 1 member A1 (aldehyde reductase) - CGNC Symbol 7795 37.1 7.7 1 232.3 (M:232.3) 6 14.4 10.27 404 2.21 3 29.47
64 true ENSGALP00000021301 aldo-keto reductase family 1 member B10 (aldose reductase) - CGNC Symbol 50690 36.4 6.7 1 127.1 (M:127.1) 2 4.3 23.03 693 2 1

65 true ENSGALP00000020904
aldo-keto reductase family 1 member D1 (delta 4-3-ketosteroid-5-beta-reductase) - CGNC Symbol 
9724 37.4 6.3 1 108.2 (M:108.2) 2 4.9 8.68 747 3.01 1

66 true ENSGALP00000006372 aldo-keto reductase family 7 member A2 (aflatoxin aldehyde reductase) - CGNC Symbol 51005 40.9 8.7 1 431.3 (M:431.3) 7 18.5 8.92 188 3.46! 3 46.56
67 true ENSGALP00000025010 aldolase B fructose-bisphosphate - CGNC Symbol 53044 39.3 8.8 1 615.0 (M:615.0) 9 39.6 11.52 112 1.00! 2 20.07
68 true ENSGALP00000043256 aldolase C fructose-bisphosphate - CGNC Symbol 49343 39.3 6.2 1 1190.5 (M:1190.5) 19 48.4 9.68 39 2.04! 8 76.31
69 true ENSGALP00000014581 alpha-1-microglobulin/bikunin precursor - CGNC Symbol 6816 38.8 5.4 1 48.1 (M:48.1) 1 6.6 3.85 1061
70 true ENSGALP00000019430 alpha-2-macroglobulin-like - CGNC Symbol 52563 125.6 5.6 2 174.1 (M:174.1) 3 3 11.78 531 1.56! 2 58.12
71 true ENSGALP00000000383 alpha-2-macroglobulin-like 4 - CGNC Symbol 65057 163.2 6 1 2144.9 (M:2144.9) 29 24.6 8.71 6 3.83! 6 546.76
72 true ENSGALP00000038912 alpha-D-globin - CGNC Symbol 50309 15.7 7 2 1429.4 (M:1429.4) 19 70.9 6.52 24 0.28! 8 49.65
73 true ENSGALP00000011696 Aly/REF export factor - CGNC Symbol 5467 27.9 11.4 1 268.6 (M:268.6) 4 10.9 5.34 353 0.45 2 62.44

74 true ENSGALP00000005367 aminoacyl tRNA synthetase complex-interacting multifunctional protein 2 - CGNC Symbol 54930 30.3 6.3 1 54.4 (M:54.4) 2 10.9 17.21 1027 0.97 1
75 true ENSGALP00000042870 aminoacylase 1 - CGNC Symbol 64270 45.9 6 1 183.5 (M:183.5) 4 9.2 10.97 503 0.71! 3 139.11
76 true ENSGALP00000018089 angiotensinogen - CGNC Symbol 8441 51.3 5.3 1 34.2 (M:34.2) 1 1.5 4.51 1107
77 true ENSGALP00000004186 annexin A11 - CGNC Symbol 52013 52.7 8.6 1 172.6 (M:172.6) 5 6.7 15.64 534 2.34! 3 226.93
78 true ENSGALP00000026341 annexin A13 - CGNC Symbol 12242 35.3 6.1 2 53.4 (M:53.4) 1 2.8 13.49 1034
79 true ENSGALP00000005971 annexin A2 - CGNC Symbol 49740 38.6 6.9 1 254.7 (M:254.7) 8 26 6.95 371 2.64 4 111.75
80 true ENSGALP00000019365 annexin A5 - CGNC Symbol 9009 36.2 5.6 1 477.6 (M:477.6) 8 22.7 8.25 166 4.64! 4 692.03
81 true ENSGALP00000006939 annexin A6 - CGNC Symbol 49340 86.9 5.9 3 1280.8 (M:1280.8) 26 28.5 9.33 33 1.14! 16 163.6
82 true ENSGALP00000000236 antigen peptide transporter 2 - Refseq NP_001092827 75.9 6.9 1 254.8 (M:254.8) 9 14.3 6.44 370 1.05! 3 52.49
83 true ENSGALP00000000025 AP2 associated kinase 1 - HGNC:19679 102.9 7.4 1 51.9 (M:51.9) 1 2.1 11.56 1044 0.97 1
84 true ENSGALP00000011510 apolipoprotein A-I - CGNC Symbol 49860 30.7 5.6 1 530.6 (M:530.6) 14 32.6 11.33 140 4.48! 5 261.48
85 true ENSGALP00000011502 apolipoprotein A-IV - CGNC Symbol 49474 40.8 4.8 1 120.6 (M:120.6) 3 9.8 12.07 708
86 true ENSGALP00000026550 apolipoprotein B - CGNC Symbol 12347 523 8.4 1 291.4 (M:291.4) 5 1.3 12.59 313
87 true ENSGALP00000006298 apolipoprotein H (beta-2-glycoprotein I) - CGNC Symbol 2904 41.1 8.6 1 219.7 (M:219.7) 5 22.2 11.32 424 2.55! 2 106.57
88 true ENSGALP00000012938 apoptosis inhibitor 5 - CGNC Symbol 16313 57.2 7.7 1 120.7 (M:120.7) 2 2.5 1.43 706 0.70! 1
89 true ENSGALP00000009402 arachidonate 5-lipoxygenase - CGNC Symbol 4373 78.4 5.7 1 109.3 (M:109.3) 4 6.5 11.88 743
90 true ENSGALP00000038774 argininosuccinate synthase 1 - CGNC Symbol 50457 46.9 6.1 1 285.8 (M:285.8) 5 13.5 5.4 324 0.88! 1
91 true ENSGALP00000026044 argonaute RISC catalytic component 2 - CGNC Symbol 64972 97.8 9.3 3 53.7 (M:53.7) 1 1.6 5.15 1032 0.73 1
92 true ENSGALP00000014260 ARP2 actin-related protein 2 homolog (yeast) - CGNC Symbol 49669 43 6.3 1 324.3 (M:324.3) 7 13.8 10.74 276 0.68 4 58.15
93 true ENSGALP00000019832 ARP3 actin-related protein 3 homolog (yeast) - CGNC Symbol 49080 47.4 5.6 1 460.1 (M:460.1) 9 22 8.34 177 1.46! 4 5.24
94 true ENSGALP00000015846 asparagine synthetase (glutamine-hydrolyzing) - CGNC Symbol 7411 64 6.3 1 284.7 (M:284.7) 7 15 4.22 327 4.74! 1
95 true ENSGALP00000004871 asparaginyl-tRNA synthetase - CGNC Symbol 2238 64.1 5.7 1 171.8 (M:171.8) 5 6.8 7.2 537 1.08 2 4.34
96 true ENSGALP00000018441 aspartyl aminopeptidase - CGNC Symbol 8600 51.9 6.4 1 153.0 (M:153.0) 4 6.8 10.8 604 1.46 2 21.56
97 true ENSGALP00000020154 aspartyl-tRNA synthetase - CGNC Symbol 9384 57.2 6.1 1 358.2 (M:358.2) 10 19.1 12.34 249 0.96! 6 25.9
98 true ENSGALP00000007355 ataxin 2 - CGNC Symbol 3422 118.2 9.3 1 147.9 (M:147.9) 4 4.4 13.29 621 0.32! 1
99 true ENSGALP00000012615 ATP binding cassette subfamily B member 7 - CGNC Symbol 5888 81.3 9.4 1 54.5 (M:54.5) 1 1.3 23.7 1026 1.07 1

100 true ENSGALP00000016175 ATP binding cassette subfamily E member 1 - CGNC Symbol 7569 67.3 8.6 1 312.0 (M:312.0) 6 13.7 8.19 289 1.49! 2 30.36
101 true ENSGALP00000021752 ATP binding cassette subfamily F member 2 - CGNC Symbol 10054 71.2 6.9 1 104.3 (M:104.3) 2 2.4 12.4 776 1.89! 1
102 true ENSGALP00000039157 ATP citrate lyase - CGNC Symbol 2533 120.1 7.5 1 399.5 (M:399.5) 9 9.3 9.76 212 3.89! 1

103 true ENSGALP00000002695
ATP synthase H+ transporting mitochondrial F1 complex alpha subunit 1 cardiac muscle - CGNC 
Symbol 49066 59.9 9.2 2 1201.8 (M:1201.8) 20 28 8.1 37 1.68! 8 34.88

104 true ENSGALP00000042610 ATP synthase H+ transporting mitochondrial F1 complex delta subunit - CGNC Symbol 56808 7.1 4.1 1 70.8 (M:70.8) 2 20.3 5.72 951 2.04 1

105 true ENSGALP00000010899 ATP synthase H+ transporting mitochondrial F1 complex gamma polypeptide 1 - CGNC Symbol 5096 32.7 9.4 1 106.1 (M:106.1) 2 7.5 7.89 761 1.60! 1
106 true ENSGALP00000002205 ATP synthase H+ transporting mitochondrial Fo complex subunit B1 - CGNC Symbol 1004 28.6 9.2 1 138.9 (M:138.9) 5 12.5 14.91 649 1.15! 2 7.43
107 true ENSGALP00000025356 ATP synthase H+ transporting mitochondrial Fo complex subunit F6 - CGNC Symbol 11749 12.5 9.4 1 47.8 (M:47.8) 1 12.8 13.81 1063 0.62 1
108 true ENSGALP00000021877 ATPase 13A1 - HGNC:24215 139.8 9 1 60.4 (M:60.4) 2 1.2 1.18 1007 1.13 1
109 true ENSGALP00000038523 ATPase Ca++ transporting cardiac muscle slow twitch 2 - CGNC Symbol 49809 114.7 5.2 1 138.8 (M:138.8) 1 1.2 12.19 650
110 true ENSGALP00000002373 ATPase Ca++ transporting ubiquitous - CGNC Symbol 1084 115.3 5.7 1 97.6 (M:97.6) 2 2.1 10.6 812 0.4 2 13.61
111 true ENSGALP00000011629 ATPase H+ transporting lysosomal 13kDa V1 subunit G1 - CGNC Symbol 5433 13.5 9.3 1 70.5 (M:70.5) 1 9.3 11.63 952



112 true ENSGALP00000015002 ATPase H+ transporting lysosomal 16kDa V0 subunit c - CGNC Symbol 7004 13 9.9 1 44.7 (M:44.7) 1 13.8 2.29 1070
113 true ENSGALP00000024150 ATPase Na+/K+ transporting alpha 1 polypeptide - CGNC Symbol 49857 112 5.4 1 330.7 (M:330.7) 10 7 7.09 272 3.20! 4 33.58
114 true ENSGALP00000030904 avian beta-defensin 2 - CGNC Symbol 49507 7.1 9.4 1 208.0 (M:208.0) 4 35.9 14.19 442 18 2 27.41
115 true ENSGALP00000003846 avidin - CGNC Symbol 49723 16.8 9.7 1 80.0 (M:80.0) 3 24.3 8.24 898 1.27 1
116 true ENSGALP00000042659 B-cell lymphoma/leukemia 11B-like - CGNC Symbol 63941 73.9 6.7 2 147.1 (M:147.1) 2 2.1 5.93 626 0.07 1
117 true ENSGALP00000022545 BCL2-associated transcription factor 1 - CGNC Symbol 64987 106.1 10 1 66.9 (M:66.9) 1 0.8 2.99 975 0.69! 1
118 true ENSGALP00000039454 beta-2-microglobulin - CGNC Symbol 1542 13 5.8 1 140.2 (M:140.2) 2 11.8 2.33 646 2.18! 1
119 true ENSGALP00000007182 betaine--homocysteine S-methyltransferase - CGNC Symbol 50233 45 7.6 1 311.7 (M:311.7) 7 24.7 10.05 290 0.33! 1
120 true ENSGALP00000021253 BH3 interacting domain death agonist - CGNC Symbol 9863 21.7 4.9 1 64.2 (M:64.2) 2 16.1 6.65 996 0.62 1
121 true ENSGALP00000042774 biorientation of chromosomes in cell division 1-like 1 - CGNC Symbol 11076 329.3 4.9 1 153.3 (M:153.3) 2 0.7 14.16 603 1.13! 1
122 true ENSGALP00000006762 bleomycin hydrolase - CGNC Symbol 3131 52.7 5.6 1 297.0 (M:297.0) 4 10.8 4.31 307 1.09 2 14.8
123 true ENSGALP00000043427 block of proliferation 1 - HGNC:15519 74 8.8 1 152.8 (M:152.8) 4 3.6 11.45 606 2 2 20.18
124 true ENSGALP00000008634 BRCA1/BRCA2-containing complex subunit 3 - CGNC Symbol 4010 35.8 6.5 1 34.8 (M:34.8) 1 4.7 2.61 1101
125 true ENSGALP00000004589 BRI3 binding protein - CGNC Symbol 2105 20.3 6.1 1 35.4 (M:35.4) 1 5.2 4.33 1098
126 true ENSGALP00000000211 bromodomain containing 2 - CGNC Symbol 50420 80.3 8.7 1 78.8 (M:78.8) 2 3 4.83 902 1.79 2 92.69
127 true ENSGALP00000005322 BRX1 biogenesis of ribosomes - CGNC Symbol 2456 40.3 9.9 1 73.8 (M:73.8) 1 2.3 4.7 928
128 true ENSGALP00000025299 C-terminal binding protein 1 - CGNC Symbol 11723 46.8 6.2 1 163.1 (M:163.1) 3 7.2 15.31 563 2.53 2 203.6
129 true ENSGALP00000012349 C-terminal binding protein-like - CGNC Symbol 50231 48 6.3 1 254.5 (M:254.5) 6 9.5 3.69 372 1.39 3 220.25
130 true ENSGALP00000041816 calcium binding protein 39 - HGNC:20292 39.9 6.4 1 87.2 (M:87.2) 2 3.2 1.78 863 0.49 1
131 true ENSGALP00000021314 caldesmon 1 - CGNC Symbol 9884 86.4 5.5 1 130.0 (M:130.0) 2 3.7 7.9 682
132 true ENSGALP00000016260 calmodulin 2 (phosphorylase kinase delta) - CGNC Symbol 49513 16.7 4.1 2 554.0 (M:554.0) 8 38.5 7.71 132 0.83 5 42.69
133 true ENSGALP00000016538 calpain 11 - CGNC Symbol 54348 80.3 4.9 1 95.3 (M:95.3) 4 5 12.81 819 2.96 1
134 true ENSGALP00000038287 calponin 3 acidic - CGNC Symbol 4166 28.4 9.1 1 69.1 (M:69.1) 2 8.9 11.72 960
135 true ENSGALP00000041815 calponin-2 - Refseq NP_001135728 31 8.1 1 146.0 (M:146.0) 2 12.4 17.36 629 0.78! 1
136 true ENSGALP00000006222 calreticulin 3 - CGNC Symbol 2868 48 5.2 1 38.1 (M:38.1) 1 1.7 0.98 1086
137 true ENSGALP00000013824 cAMP responsive element binding protein 1 - CGNC Symbol 49169 35.1 5.2 1 34.8 (M:34.8) 1 8.9 7.02 1100
138 true ENSGALP00000038292 cAMP-regulated phosphoprotein 19kDa - CGNC Symbol 54805 12.3 9.1 1 57.3 (M:57.3) 1 23.2 0.87 1012
139 true ENSGALP00000038234 canopy FGF signaling regulator 3 - CGNC Symbol 64129 27.7 5.6 1 32.3 (M:32.3) 1 6.1 10.81 1117
140 true ENSGALP00000006218 CAP adenylate cyclase-associated protein 1 (yeast) - CGNC Symbol 2866 57.6 8.2 1 568.2 (M:568.2) 11 19.2 8.85 127 0.86! 5 21.96
141 true ENSGALP00000007101 CAP-GLY domain containing linker protein 1 - CGNC Symbol 3295 160.9 5.3 1 151.2 (M:151.2) 3 2.1 11.01 613 1.95! 2 55.28
142 true ENSGALP00000006414 capping actin protein of muscle Z-line beta subunit - CGNC Symbol 2959 30.6 5.7 2 786.0 (M:786.0) 12 28.3 9.55 78 0.99 5 17.02
143 true ENSGALP00000002349 capping protein (actin filament) muscle Z-line alpha 1 - CGNC Symbol 1070 32.9 5.4 1 655.3 (M:655.3) 10 30.8 9.15 100 0.82 6 4.25
144 true ENSGALP00000015277 capping protein (actin filament) muscle Z-line alpha 2 - CGNC Symbol 7136 32.8 5.5 1 531.5 (M:531.5) 7 21.7 7.51 139 1.05! 4 23.41
145 true ENSGALP00000027161 carbohydrate kinase domain containing - CGNC Symbol 50844 32.2 7.1 1 71.4 (M:71.4) 2 10.7 11.31 946
146 true ENSGALP00000025525 carbonic anhydrase II - CGNC Symbol 11834 29 6.6 1 407.0 (M:407.0) 8 25 7.44 203 0.59! 3 14.77
147 true ENSGALP00000035959 carbonyl reductase 1 - CGNC Symbol 50782 30.3 8.2 1 146.2 (M:146.2) 3 11.2 3.13 628 0.49 3 10.16
148 true ENSGALP00000009985 casein kinase 2 alpha 1 polypeptide - CGNC Symbol 54315 45.2 7.3 1 368.8 (M:368.8) 9 20.7 12.64 243 1.39! 3 18.66
149 true ENSGALP00000023319 catalase - CGNC Symbol 51998 55.4 7.3 1 160.4 (M:160.4) 4 5.5 14.55 574 4.06 2 49.69
150 true ENSGALP00000019402 catenin (cadherin-associated protein) beta 1 88kDa - CGNC Symbol 49578 85.4 5.5 1 48.7 (M:48.7) 1 1.8 0.54 1057
151 true ENSGALP00000011843 catenin (cadherin-associated protein) delta 1 - CGNC Symbol 53492 66.6 6.3 1 125.0 (M:125.0) 3 6 12.42 699
152 true ENSGALP00000011006 catenin beta like 1 - CGNC Symbol 5146 65.1 4.9 1 103.9 (M:103.9) 3 5.9 9.24 777 0.34! 1
153 true ENSGALP00000042184 cathelicidin-1 - CGNC Symbol 49912 16.1 8.2 2 68.4 (M:68.4) 2 18.9 9.53 967
154 true ENSGALP00000030658 cathelicidin-2 - CGNC Symbol 51250 17 8.3 1 65.5 (M:65.5) 1 11.7 10.05 984
155 true ENSGALP00000035933 cathepsin B - CGNC Symbol 12486 37.6 5.5 1 148.9 (M:148.9) 2 10.3 4.9 617 16.86 1
156 true ENSGALP00000027816 cathepsin C - CGNC Symbol 12954 52 7.9 1 214.0 (M:214.0) 3 10.8 7.77 435
157 true ENSGALP00000001120 cathepsin S - CGNC Symbol 494 36.3 6.6 1 134.5 (M:134.5) 3 8.5 10.62 665 3.85! 1
158 true ENSGALP00000002808 CCCTC-binding factor (zinc finger protein) - CGNC Symbol 49729 84 6.3 1 257.1 (M:257.1) 7 9.2 5.81 368 0.81! 3 87.79
159 true ENSGALP00000035496 CCHC-type zinc finger nucleic acid binding protein - CGNC Symbol 3717 19 7.8 1 52.7 (M:52.7) 1 8.7 3.39 1042 0.04 1
160 true ENSGALP00000014099 CD28 molecule - CGNC Symbol 6581 25.4 9.3 1 27.1 (M:27.1) 1 4.5 23.82 1122 1.27 1
161 true ENSGALP00000024734 CD47 molecule - CGNC Symbol 11437 33.2 8.6 3 81.3 (M:81.3) 2 4.7 15.15 892 2.35 1
162 true ENSGALP00000036822 CDV3 homolog - HGNC:26928 19.1 4.7 1 94.4 (M:94.4) 2 18.9 1.69 823 1.9 1
163 true ENSGALP00000024253 cell division cycle 40 - CGNC Symbol 11202 65.7 6.2 1 83.8 (M:83.8) 2 2.4 5.45 883 0.55 1
164 true ENSGALP00000035905 cell division cycle 5 like - CGNC Symbol 12520 92.3 7.6 1 70.4 (M:70.4) 2 2.4 0.82 953 0.62 1
165 true ENSGALP00000016972 ceruloplasmin (ferroxidase) - CGNC Symbol 7942 123.8 5.8 1 81.9 (M:81.9) 1 1.4 13.27 890 0.68 1
166 true ENSGALP00000016196 chaperonin containing TCP1 subunit 2 (beta) - CGNC Symbol 7582 57.4 5.9 1 762.6 (M:762.6) 9 15.3 6.09 83 1.15! 5 58.7
167 true ENSGALP00000014308 chaperonin containing TCP1 subunit 4 - CGNC Symbol 6688 57.7 7.9 1 685.7 (M:685.7) 12 25.2 7.6 95 1.42! 6 40.26
168 true ENSGALP00000021255 chaperonin containing TCP1 subunit 5 - CGNC Symbol 9864 59.7 5.5 1 627.9 (M:627.9) 17 23.7 8.41 106 1.48! 11 68.7
169 true ENSGALP00000003850 chaperonin containing TCP1 subunit 6A (zeta 1) - CGNC Symbol 50541 57.7 6.4 1 357.4 (M:357.4) 10 18.5 8.96 253 2.35! 5 108.89
170 true ENSGALP00000036304 chaperonin containing TCP1 subunit 7 - CGNC Symbol 12022 60 5.8 1 984.3 (M:984.3) 18 26.3 4.2 56 1.03! 9 92.28
171 true ENSGALP00000025461 chaperonin containing TCP1 subunit 8 - CGNC Symbol 11805 59.5 5.4 1 155.2 (M:155.2) 6 9.7 7.95 597 1.25! 3 66.78
172 true ENSGALP00000007523 chloride intracellular channel 2 - CGNC Symbol 51647 28.1 5.4 1 467.0 (M:467.0) 8 26.2 6.52 175 1.34 4 42.84
173 true ENSGALP00000001914 chloride intracellular channel 4 - CGNC Symbol 861 27.7 5.9 1 72.8 (M:72.8) 2 14.7 6.32 935
174 true ENSGALP00000013949 chloride nucleotide-sensitive channel 1A - CGNC Symbol 6506 26.7 4.1 1 81.2 (M:81.2) 2 3.8 20.85 894 1.26 1
175 true ENSGALP00000042891 chromatin target of PRMT1 - HGNC:24511 26.3 12.2 1 66.9 (M:66.9) 2 9.7 3.35 974 0.34 2 46.47
176 true ENSGALP00000029248 chromobox homolog 1 - CGNC Symbol 49096 21.5 4.9 1 98.7 (M:98.7) 2 6.5 4.64 808 0.51 1
177 true ENSGALP00000023294 chromodomain helicase DNA binding protein 4 - CGNC Symbol 10176 219 5.6 2 181.0 (M:181.0) 4 1.7 8.3 509 0.47 2 43.23
178 true ENSGALP00000027779 chromosome 1 open reading frame human C11orf54 - Refseq NP_001264206 34.7 6.2 1 196.9 (M:196.9) 4 9.2 9.13 460 2.67 1
179 true ENSGALP00000002442 chromosome 17 open reading frame 62 - HGNC:28672 21.2 4.8 1 104.3 (M:104.3) 2 7.4 4.78 774 1.02 1
180 true ENSGALP00000042872 chromosome 6 open reading frame 163 - HGNC:21403 40.6 6.1 1 46.8 (M:46.8) 1 2.3 9.7 1065 1.08! 1
181 true ENSGALP00000043136 citrate synthase - CGNC Symbol 64209 42.5 6.5 1 126.4 (M:126.4) 3 5.2 4.88 695 1.38 2 41.15
182 true ENSGALP00000011881 citron rho-interacting serine/threonine kinase - CGNC Symbol 5556 236.7 6.3 1 71.5 (M:71.5) 3 1.6 16.26 945 0.67! 1
183 true ENSGALP00000008236 clathrin heavy chain (Hc) - CGNC Symbol 49238 189.9 5.5 2 1647.0 (M:1647.0) 33 16.7 7.82 11 2.20! 18 54.41
184 true ENSGALP00000010910 cleavage stimulation factor 3' pre-RNA subunit 2 64kDa - CGNC Symbol 51677 49.9 5.9 1 70.4 (M:70.4) 2 5.1 8.35 954
185 true ENSGALP00000009393 clustered mitochondria (cluA/CLU1) homolog - CGNC Symbol 4370 150.4 5.7 1 109.2 (M:109.2) 3 1.7 8.46 744 3.01 1
186 true ENSGALP00000022235 CNDP dipeptidase 2 (metallopeptidase M20 family) - CGNC Symbol 13892 53 5.7 1 140.4 (M:140.4) 4 10.1 7.2 645 1.50! 2 12.35
187 true ENSGALP00000028283 coactosin-like F-actin binding protein 1 - CGNC Symbol 54450 16.1 5.3 1 181.5 (M:181.5) 4 16.2 7.56 508 0.35 3 107.18
188 true ENSGALP00000013544 coagulation factor II thrombin - CGNC Symbol 6314 69.1 5.5 1 73.3 (M:73.3) 2 4.8 10.35 932
189 true ENSGALP00000039965 coatomer protein complex subunit alpha - CGNC Symbol 6964 138.4 7.5 1 449.1 (M:449.1) 12 8.8 12.9 184 1.4 7 72.11
190 true ENSGALP00000009665 coatomer protein complex subunit beta 1 - CGNC Symbol 4506 107.1 5.7 1 194.6 (M:194.6) 6 6.2 10.27 467 0.86! 5 78.64
191 true ENSGALP00000008578 coatomer protein complex subunit beta 2 (beta prime) - CGNC Symbol 3988 103.1 5.1 1 191.6 (M:191.6) 4 5.9 10.3 475 1.77! 2 48.24
192 true ENSGALP00000004982 coatomer protein complex subunit epsilon - CGNC Symbol 2286 34.3 5 1 130.7 (M:130.7) 3 7.5 8 678 1.98 2 21.02
193 true ENSGALP00000042528 cold inducible RNA binding protein - CGNC Symbol 9285 18.6 9.5 2 40.3 (M:40.3) 1 8.2 11.96 1078 1.06 1
194 true ENSGALP00000039235 cold shock domain containing E1 - CGNC Symbol 51115 88.6 5.9 1 115.5 (M:115.5) 3 4.3 7.79 719 2.71! 1
195 true ENSGALP00000015687 collagen type I alpha 2 - CGNC Symbol 49716 128.8 9.2 1 332.0 (M:332.0) 7 8.4 11.32 271
196 true ENSGALP00000027157 collagen type IV alpha 2 - CGNC Symbol 12638 168.8 8.5 1 176.8 (M:176.8) 2 2.3 17.61 523 0.34! 1
197 true ENSGALP00000004011 collagen type V alpha 1 - CGNC Symbol 49379 180.1 4.9 1 134.5 (M:134.5) 3 3.1 15.64 664
198 true ENSGALP00000038878 collagen type VI alpha 1 - CGNC Symbol 4468 107.9 5.6 1 105.0 (M:105.0) 4 4.4 7.27 768
199 true ENSGALP00000009873 collagen type VI alpha 2 - CGNC Symbol 4597 109.1 5.7 2 278.7 (M:278.7) 5 6.6 11.22 336 0.87! 1
200 true ENSGALP00000006240 collagen type VI alpha 3 - CGNC Symbol 2875 339.4 6.3 1 512.2 (M:512.2) 11 4.7 8.81 150 3.03! 1
201 true ENSGALP00000025593 collagen type XII alpha 1 - CGNC Symbol 49526 339.6 5.3 1 406.2 (M:406.2) 10 5 5.98 205 1.09! 1
202 true ENSGALP00000002522 complement component 1 q subcomponent binding protein - CGNC Symbol 1156 23.5 4.4 1 73.6 (M:73.6) 2 6.8 3.25 930 1.38 1
203 true ENSGALP00000018740 complement component 3 - CGNC Symbol 8744 150.9 8.2 2 521.5 (M:521.5) 10 8.7 8.24 145 0.68! 1
204 true ENSGALP00000039538 complement component 4 binding protein alpha chain - CGNC Symbol 51108 79.4 6.2 1 65.0 (M:65.0) 1 1.8 0.67 990
205 true ENSGALP00000002377 complement component 5 - CGNC Symbol 1085 188.1 6.4 1 100.3 (M:100.3) 2 1.5 7.93 798 0.92! 1
206 true ENSGALP00000042661 complement factor D (adipsin) - CGNC Symbol 65437 29 7.6 1 55.7 (M:55.7) 2 11.7 6.11 1020
207 true ENSGALP00000003823 complement factor H-related 2 - CGNC Symbol 53547 147.8 6.8 1 166.5 (M:166.5) 5 5.2 5.55 553 0.49 1
208 true ENSGALP00000007709 COP9 signalosome subunit 3 - CGNC Symbol 3588 47.9 6.3 1 65.2 (M:65.2) 1 2.8 20.04 986
209 true ENSGALP00000041959 COP9 signalosome subunit 8 - CGNC Symbol 52112 25.6 6.8 2 105.3 (M:105.3) 3 16.1 3.7 764 1.15! 1
210 true ENSGALP00000002482 copine I - CGNC Symbol 50925 59.7 5.5 5 163.7 (M:163.7) 5 6.2 13.09 562 0.46 3 95.25
211 true ENSGALP00000005013 core-binding factor beta subunit - CGNC Symbol 2299 14.8 5.3 1 158.3 (M:158.3) 3 18.1 13.38 585 0.9 2 53.7
212 true ENSGALP00000038753 coronin 7 - CGNC Symbol 50317 100 5.5 1 217.4 (M:217.4) 7 8.1 8 428 1.01 4 108
213 true ENSGALP00000007822 coronin actin binding protein 1C - CGNC Symbol 50369 53.2 6.2 2 485.6 (M:485.6) 12 17.3 8.86 160 0.32! 4 56.92
214 true ENSGALP00000012463 cortactin - CGNC Symbol 5818 63.2 5.3 1 53.2 (M:53.2) 1 2.1 14.28 1038
215 true ENSGALP00000018742 creatine kinase brain - CGNC Symbol 49719 40.2 5.9 1 85.4 (M:85.4) 1 5.3 3.14 874 1.42 1
216 true ENSGALP00000018510 crystallin zeta (quinone reductase) - CGNC Symbol 8638 35.3 7.7 1 101.9 (M:101.9) 2 6.6 4.86 787 4.63 1
217 true ENSGALP00000007487 CSE1 chromosome segregation 1-like (yeast) - CGNC Symbol 3489 110.4 5.4 1 525.5 (M:525.5) 10 7.7 8.58 141 1.17! 5 53.46
218 true ENSGALP00000010844 CUGBP Elav-like family member 2 - CGNC Symbol 49047 51.9 8.7 2 85.1 (M:85.1) 2 6 3.3 875 0.8 2 55.3
219 true ENSGALP00000016080 cullin-associated and neddylation-dissociated 1 - CGNC Symbol 7517 133.5 5.5 1 230.2 (M:230.2) 6 3.9 10.04 407 1.91! 2 95.67
220 true ENSGALP00000018144 cyclin K - CGNC Symbol 8459 65.5 8.6 1 33.8 (M:33.8) 1 2.9 10.51 1108
221 true ENSGALP00000004867 cyclin-dependent kinase 1 - CGNC Symbol 2236 34.7 7.7 2 88.5 (M:88.5) 2 9.9 7.7 857 1.33 1
222 true ENSGALP00000018469 cystathionine gamma-lyase - CGNC Symbol 8612 43.9 6.9 1 280.2 (M:280.2) 4 11.3 6.72 333 18.51! 1
223 true ENSGALP00000000423 cysteine and glycine-rich protein 1 - CGNC Symbol 188 20.4 8.9 1 78.3 (M:78.3) 2 17.2 6.86 906
224 true ENSGALP00000041804 cysteine and histidine-rich domain-containing protein 1 - Refseq NP_001026003 37.3 6.9 1 72.1 (M:72.1) 1 5.1 3.88 939
225 true ENSGALP00000004366 Cysteine-rich protein 1 - CGNC Symbol 52178 8.6 9.1 1 132.1 (M:132.1) 3 45.5 5.4 671 0.47! 1
226 true ENSGALP00000017049 cytidine/uridine monophosphate kinase 1 - CGNC Symbol 7971 22.2 6.8 2 190.9 (M:190.9) 4 10.7 5.66 477 1.05 2 8.48
227 true ENSGALP00000022250 cytochrome b5 type A (microsomal) - CGNC Symbol 10264 15.5 5 1 492.4 (M:492.4) 6 37.7 3.83 158 3.9 3 15.55
228 true ENSGALP00000034615 Cytochrome c oxidase subunit 2 - UP P18944 25.6 4.6 1 301.4 (M:301.4) 5 13.2 6.73 303 1.33 2 9.83
229 true ENSGALP00000030189 cytochrome c oxidase subunit 6C - CGNC Symbol 13868 8.8 10.1 1 107.7 (M:107.7) 4 39 10.21 753 1.35! 2 15.1
230 true ENSGALP00000043129 cytochrome c oxidase subunit 7C - HGNC:2292 7.2 11 1 78.8 (M:78.8) 2 14.3 6.56 903 2.14 1
231 true ENSGALP00000009217 cytochrome c oxidase subunit IV isoform 1 - CGNC Symbol 4285 19.6 8.9 1 170.8 (M:170.8) 4 17 10.61 540 3.12! 1



232 true ENSGALP00000011647 cytochrome c oxidase subunit VIa polypeptide 1 - CGNC Symbol 50396 11.8 9.4 1 157.5 (M:157.5) 3 28.7 16.13 589 0.75 1
233 true ENSGALP00000017934 cytochrome c somatic - CGNC Symbol 8375 11.7 9.5 1 124.1 (M:124.1) 3 17.1 7.11 701 1.13 2 18.03
234 true ENSGALP00000014191 cytochrome P450 family 20 subfamily A member 1 - CGNC Symbol 6626 52.4 6.5 1 92.5 (M:92.5) 2 6.3 22 838 0.94 1
235 true ENSGALP00000003187 cytochrome p450 oxidoreductase - CGNC Symbol 1457 76.9 5.4 1 311.3 (M:311.3) 5 6.8 7.39 292 2.22 3 26.26
236 true ENSGALP00000001808 cytokine induced apoptosis inhibitor 1 - CGNC Symbol 812 32.9 5.2 1 75.4 (M:75.4) 2 8.1 10.85 919 1.44 1
237 true ENSGALP00000006043 cytoplasmic FMR1 interacting protein 2 - CGNC Symbol 2795 145.6 6.6 2 190.3 (M:190.3) 4 3.9 15.11 480 0.57! 3 39.04
238 true ENSGALP00000020634 cytoskeleton-associated protein 4 - HGNC:16991 56.8 5 1 158.9 (M:158.9) 3 7 10.11 582 5.30! 1
239 true ENSGALP00000024479 DAZ associated protein 1 - CGNC Symbol 11311 43.6 8.9 1 195.1 (M:195.1) 3 7.1 10.07 465 1.24 2 11.64
240 true ENSGALP00000026509 DEAD (Asp-Glu-Ala-Asp) box helicase 1 - CGNC Symbol 12324 81.8 6.9 1 259.1 (M:259.1) 7 11.6 6.15 367 0.76 5 12.41
241 true ENSGALP00000019975 DEAD (Asp-Glu-Ala-Asp) box helicase 17 - CGNC Symbol 9302 75.1 9 1 945.9 (M:945.9) 18 21.7 7.21 61 0.83! 10 38.05
242 true ENSGALP00000005576 DEAD (Asp-Glu-Ala-Asp) box helicase 5 - CGNC Symbol 49411 66.7 8.9 1 840.3 (M:840.3) 17 20.2 8.33 68 1.12! 8 27.58
243 true ENSGALP00000026123 DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 X-linked - CGNC Symbol 50794 72.6 6.7 1 551.6 (M:551.6) 11 10.8 8.54 133 0.82 5 45.96
244 true ENSGALP00000023214 DEAH (Asp-Glu-Ala-His) box helicase 15 - CGNC Symbol 10712 87.6 7 1 654.5 (M:654.5) 14 13.3 8.94 101 1.04! 8 78
245 true ENSGALP00000023548 death associated protein 3 - CGNC Symbol 13985 45.5 8.7 1 87.1 (M:87.1) 3 8.3 16.28 864 2.04! 1
246 true ENSGALP00000018373 decorin - CGNC Symbol 8567 39.6 8.6 1 65.0 (M:65.0) 1 4.8 13.27 989
247 true ENSGALP00000009669 dedicator of cytokinesis 11 - CGNC Symbol 51664 232.7 7.8 1 119.8 (M:119.8) 1 0.5 24.23 711
248 true ENSGALP00000000261 defender against cell death 1 - CGNC Symbol 111 12.9 8.7 1 73.2 (M:73.2) 2 9.8 4.97 933 4.37 1
249 true ENSGALP00000019423 dehydrogenase/reductase (SDR family) member 7 - CGNC Symbol 9039 37.7 9.2 1 233.4 (M:233.4) 7 15.5 8.55 401 1.67! 2 100.56
250 true ENSGALP00000020666 DEK proto-oncogene - CGNC Symbol 9623 42.1 8.6 1 245.9 (M:245.9) 5 8.9 9.68 383 0.45 3 3.6
251 true ENSGALP00000012521 deleted in primary ciliary dyskinesia homolog (mouse) - CGNC Symbol 52065 23.4 9.1 1 79.2 (M:79.2) 2 4.4 12.84 899 1.28 2 94.93
252 true ENSGALP00000033977 density-regulated protein - CGNC Symbol 2776 22.4 5 1 82.9 (M:82.9) 1 9 10.09 887
253 true ENSGALP00000007930 deoxyuridine triphosphatase - CGNC Symbol 3681 17.8 5.9 1 156.5 (M:156.5) 4 13.3 6.16 594 2.04 2 29.55
254 true ENSGALP00000018424 desmin - CGNC Symbol 49543 48.8 5.3 1 542.6 (M:542.6) 12 26.5 11.05 136 1.70! 1
255 true ENSGALP00000014097 destrin (actin depolymerizing factor) - CGNC Symbol 6580 18.4 8.2 1 900.3 (M:900.3) 17 54.3 6.38 64 0.83 9 88.78
256 true ENSGALP00000004941 diacylglycerol kinase epsilon - CGNC Symbol 2268 64.1 6.3 1 34.7 (M:34.7) 1 1.6 9.94 1103 1.03 1
257 true ENSGALP00000012869 dihydrolipoamide dehydrogenase - CGNC Symbol 5998 53.9 8.2 1 143.5 (M:143.5) 3 4.1 7.4 640 2.14! 2 6.85
258 true ENSGALP00000012815 dihydrolipoamide S-acetyltransferase - CGNC Symbol 5977 66.5 8 1 307.3 (M:307.3) 6 10.8 12.22 296 2.03! 2 15.81
259 true ENSGALP00000030864 dihydropyrimidinase-like 2 - CGNC Symbol 129 73.4 6 2 427.8 (M:427.8) 6 11.7 6.52 191 0.93! 3 36.95
260 true ENSGALP00000007139 dimethylglycine dehydrogenase - CGNC Symbol 3314 96.4 7.3 1 132.9 (M:132.9) 1 2.1 5.74 667
261 true ENSGALP00000001565 discs large (Drosophila) homolog-associated protein 4 - CGNC Symbol 708 107.7 6.6 1 111.5 (M:111.5) 2 2 15.56 733 0.84! 1
262 true ENSGALP00000032645 DNA nucleotidylexotransferase - CGNC Symbol 5270 58.3 8.3 1 107.7 (M:107.7) 1 3 11.65 751
263 true ENSGALP00000028982 DNA-damage inducible 1 homolog 2 (S. cerevisiae) - CGNC Symbol 52491 50.3 4.9 1 51.6 (M:51.6) 1 4.9 11.09 1046 0.51 1
264 true ENSGALP00000036774 DnaJ (Hsp40) homolog subfamily A member 1 - CGNC Symbol 53066 44.7 6.9 1 130.9 (M:130.9) 2 4 5.94 677 1.92 1
265 true ENSGALP00000005132 DnaJ (Hsp40) homolog subfamily A member 4 - CGNC Symbol 2362 48 6.8 1 227.6 (M:227.6) 5 7.9 14.62 410 0.94! 4 32.38
266 true ENSGALP00000027249 DnaJ heat shock protein family (Hsp40) member C3 - CGNC Symbol 12678 57.4 5.7 1 113.8 (M:113.8) 2 6.3 11.42 728 0.82! 1
267 true ENSGALP00000001145 DnaJ heat shock protein family (Hsp40) member C8 - CGNC Symbol 507 29.8 9.2 1 72.7 (M:72.7) 1 6.7 1.9 936 0.35! 1
268 true ENSGALP00000004248 DnaJ heat shock protein family (Hsp40) member C9 - CGNC Symbol 1946 29.8 6 1 69.0 (M:69.0) 2 6.5 12.8 963 0.75 1
269 true ENSGALP00000042157 docking protein 2 56kDa - CGNC Symbol 65680 50.7 5.6 1 117.0 (M:117.0) 3 6.7 10.03 715 1.08 2 47.11

270 true ENSGALP00000038313
dolichyl-diphosphooligosaccharide--protein glycosyltransferase non-catalytic subunit - CGNC Symbol 
7657 48.7 5.4 1 468.1 (M:468.1) 8 11.6 8.62 174 4.06 4 19.65

271 true ENSGALP00000001483
dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit STT3A-like - CGNC Symbol 
65836 80.5 8.1 1 188.3 (M:188.3) 5 5.4 5.98 486 1.40! 2 132.36

272 true ENSGALP00000027997 dolichyl-phosphate mannosyltransferase polypeptide 1 catalytic subunit - CGNC Symbol 13045 27.2 9.4 1 101.5 (M:101.5) 2 2.9 4.08 791 1.11! 1
273 true ENSGALP00000017805 double PHD fingers 2 - HGNC:9964 31.5 8.6 1 37.8 (M:37.8) 1 5.5 5.94 1088
274 true ENSGALP00000035143 drebrin like - CGNC Symbol 15268 45.4 5.2 1 217.1 (M:217.1) 4 12.2 10.64 429 0.84 3 19.38
275 true ENSGALP00000006832 dynein axonemal heavy chain 1 - CGNC Symbol 50123 479.7 5.3 1 263.5 (M:263.5) 1 0.3 20.52 360
276 true ENSGALP00000036720 dynein cytoplasmic 1 heavy chain 1 - CGNC Symbol 8611 525.5 6.1 1 778.9 (M:778.9) 22 5 14.66 80 2.07! 8 37.46
277 true ENSGALP00000015531 dynein cytoplasmic 1 intermediate chain 2 - CGNC Symbol 7269 68.1 5.1 1 37.4 (M:37.4) 1 1 9.35 1091
278 true ENSGALP00000018705 dynein cytoplasmic 1 light intermediate chain 1 - CGNC Symbol 8732 55.9 5.8 1 53.4 (M:53.4) 1 2.3 17.24 1035
279 true ENSGALP00000008405 dynein cytoplasmic 1 light intermediate chain 2 - CGNC Symbol 50079 50.5 5.8 1 50.3 (M:50.3) 1 3.9 18.41 1052
280 true ENSGALP00000011574 dynein light chain 1 cytoplasmic - CGNC Symbol 53172 11.2 7.1 3 66.4 (M:66.4) 1 11.2 2.17 977 1.27! 1
281 true ENSGALP00000033741 EF-hand domain family member D1 - CGNC Symbol 52247 26.9 5.1 1 147.5 (M:147.5) 3 8 4.06 625 0.81! 1
282 true ENSGALP00000014768 EH-domain containing 3 - CGNC Symbol 51465 60.9 6.1 1 246.1 (M:246.1) 5 6.5 7.8 382 1.30! 3 40.92
283 true ENSGALP00000001027 ELAV like RNA binding protein 1 - CGNC Symbol 49416 36.1 9.1 2 243.4 (M:243.4) 7 24.2 7.45 387 0.61 5 25.58
284 true ENSGALP00000004621 electron-transfer-flavoprotein alpha polypeptide - CGNC Symbol 2114 36.6 8.7 1 32.7 (M:32.7) 1 2.9 11.04 1115
285 true ENSGALP00000037877 elongation factor like GTPase 1 - CGNC Symbol 49990 80.7 5.6 1 65.9 (M:65.9) 2 4.3 8.38 982 1.59! 1
286 true ENSGALP00000001456 elongation factor Tu GTP binding domain containing 2 - CGNC Symbol 656 109.4 4.9 1 404.3 (M:404.3) 10 9.9 9.08 208 1.26! 6 59.65
287 true ENSGALP00000018258 Enah/Vasp-like - CGNC Symbol 8513 44.7 9.1 1 152.5 (M:152.5) 4 11.7 13.48 609 0.64! 2 234.03
288 true ENSGALP00000042036 endonuclease G-like - CGNC Symbol 63533 33.3 9.4 2 90.4 (M:90.4) 2 4.3 6.29 849 1.7 1
289 true ENSGALP00000038209 endoplasmic reticulum protein 29 - CGNC Symbol 50366 29.1 8.2 1 288.0 (M:288.0) 5 18 10.36 320 1.82 4 172.2
290 true ENSGALP00000021892 endoplasmic reticulum protein 44 - CGNC Symbol 10115 46.9 5.2 1 234.8 (M:234.8) 6 10.6 8.12 398 2.81! 2 9.25
291 true ENSGALP00000004508 endoplasmic reticulum-golgi intermediate compartment 1 - CGNC Symbol 2067 32.5 6.2 1 94.1 (M:94.1) 2 4.8 8.87 826 1.35 1
292 true ENSGALP00000014641 endothelial differentiation related factor 1 - CGNC Symbol 6846 16.4 9.9 1 188.2 (M:188.2) 2 10.1 5.03 487 0.97 1
293 true ENSGALP00000028016 enhancer of rudimentary homolog (Drosophila) - CGNC Symbol 13056 12.3 5.6 1 218.2 (M:218.2) 4 21.2 11.91 425 0.72 3 12.94
294 true ENSGALP00000003737 enolase 1 (alpha) - CGNC Symbol 49607 47.3 6.4 2 1570.5 (M:1570.5) 27 45.4 9.29 18 1.30! 14 41.97
295 true ENSGALP00000040189 enoyl CoA hydratase short chain 1 mitochondrial - CGNC Symbol 56301 31.6 9 1 313.8 (M:313.8) 3 10.6 12.05 287 2.98 1
296 true ENSGALP00000012529 enoyl-CoA delta isomerase 1 - CGNC Symbol 50312 32.9 9.1 1 267.9 (M:267.9) 4 11.6 10.32 354 6.48! 1
297 true ENSGALP00000016743 epoxide hydrolase 1-like - CGNC Symbol 51488 55.6 9 1 143.6 (M:143.6) 5 8.2 16.76 638 1.12! 1
298 true ENSGALP00000029700 ES1 protein homolog mitochondrial - Refseq NP_001025969 28.2 8.6 1 103.6 (M:103.6) 2 8.2 4.95 779 0.88 1
299 true ENSGALP00000027399 esterase D - CGNC Symbol 12753 36.9 7.7 1 110.7 (M:110.7) 3 5.8 8.27 734 3.69! 1
300 true ENSGALP00000025606 eukaryotic translation elongation factor 1 alpha 1 - CGNC Symbol 48980 50.1 9.1 1 1337.2 (M:1337.2) 19 28.4 6.25 29 2.32! 11 49.36
301 true ENSGALP00000009371 eukaryotic translation elongation factor 1 alpha 2 - CGNC Symbol 50948 50.5 9.1 1 567.9 (M:567.9) 10 13.8 7.29 128 2.98! 6 48.66

302 true ENSGALP00000025937
eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) - CGNC 
Symbol 12059 76.1 4.9 1 67.2 (M:67.2) 2 5.2 6.17 973

303 true ENSGALP00000002828 eukaryotic translation elongation factor 2 - CGNC Symbol 1287 95.2 6.4 2 1671.5 (M:1671.5) 37 31.6 9.11 10 1.71! 18 46.59
304 true ENSGALP00000019452 eukaryotic translation initiation factor 1B - CGNC Symbol 9051 12.8 6.8 2 88.1 (M:88.1) 2 35.4 9.31 859 0.73 2 36.04
305 true ENSGALP00000015560 eukaryotic translation initiation factor 2 subunit alpha - CGNC Symbol 7281 36.2 5.1 1 195.0 (M:195.0) 7 18.7 11.31 466 1.95! 3 46.36
306 true ENSGALP00000003175 eukaryotic translation initiation factor 2 subunit beta - CGNC Symbol 49248 37.9 5.9 1 151.4 (M:151.4) 3 11.9 5.56 611
307 true ENSGALP00000016918 eukaryotic translation initiation factor 2A - CGNC Symbol 7921 62.7 9 1 131.9 (M:131.9) 4 6.2 11.42 673 0.69! 2 566.76
308 true ENSGALP00000016737 eukaryotic translation initiation factor 2B subunit beta - CGNC Symbol 7837 39 5.9 1 32.4 (M:32.4) 1 4 20.39 1116
309 true ENSGALP00000015176 eukaryotic translation initiation factor 3 subunit A - CGNC Symbol 7090 163.2 6.7 1 471.5 (M:471.5) 14 8.6 10.18 172 2.17! 7 180.36
310 true ENSGALP00000006778 eukaryotic translation initiation factor 3 subunit B - CGNC Symbol 55528 85.6 5 1 423.0 (M:423.0) 10 10.5 10.61 193 2.17! 5 79.58
311 true ENSGALP00000020439 eukaryotic translation initiation factor 3 subunit D - CGNC Symbol 56714 34.7 9.5 1 103.3 (M:103.3) 2 11.5 12.62 780 0.7 1
312 true ENSGALP00000025883 eukaryotic translation initiation factor 3 subunit E - CGNC Symbol 12026 52.1 5.7 1 108.4 (M:108.4) 2 2.7 8.36 745 1.37 1
313 true ENSGALP00000008530 eukaryotic translation initiation factor 3 subunit F - CGNC Symbol 3965 35.2 5.3 1 218.2 (M:218.2) 5 13 13.01 426 1.51! 3 30.5
314 true ENSGALP00000005271 eukaryotic translation initiation factor 3 subunit I - CGNC Symbol 2428 36.5 5.4 1 89.9 (M:89.9) 2 8.6 8.29 853 0.84 2 90.58
315 true ENSGALP00000020064 eukaryotic translation initiation factor 3 subunit L - CGNC Symbol 9341 66.6 5.9 1 252.3 (M:252.3) 7 13.1 8.32 375 1.54 5 44.22
316 true ENSGALP00000019755 eukaryotic translation initiation factor 3 subunit M - CGNC Symbol 9182 42.6 5.3 1 145.9 (M:145.9) 1 4.8 0.31 630
317 true ENSGALP00000013862 eukaryotic translation initiation factor 4 gamma 1 - CGNC Symbol 6463 178.9 5.4 1 321.1 (M:321.1) 7 4.2 6.19 280 1.93 3 127.25
318 true ENSGALP00000014119 eukaryotic translation initiation factor 4A2 - CGNC Symbol 49225 43.5 5.3 2 887.3 (M:887.3) 17 33.2 6.77 66 1.27 10 84.49
319 true ENSGALP00000038179 eukaryotic translation initiation factor 4A3 - CGNC Symbol 6471 46.8 6.3 1 381.0 (M:381.0) 11 19.2 6.9 228 0.82 8 15.42
320 true ENSGALP00000001997 eukaryotic translation initiation factor 4H - CGNC Symbol 897 16.2 5.5 1 101.0 (M:101.0) 3 15.1 15.95 792 1.55 1
321 true ENSGALP00000038570 eukaryotic translation initiation factor 5A2 - CGNC Symbol 49863 16.7 5.4 1 420.8 (M:420.8) 4 35.9 13.33 194 1.27! 1
322 true ENSGALP00000027015 eukaryotic translation initiation factor 5B - CGNC Symbol 12572 136.4 5.4 1 98.3 (M:98.3) 3 2.8 5.16 810 1.67 2 8.43
323 true ENSGALP00000002796 eukaryotic translation initiation factor 6 - CGNC Symbol 1275 26.5 4.6 1 131.4 (M:131.4) 2 17.6 8.37 676
324 true ENSGALP00000003538 eukaryotic translation termination factor 1 - CGNC Symbol 1614 49 5.5 1 138.0 (M:138.0) 3 5.5 9.24 651 2.77 1
325 true ENSGALP00000037232 EWS RNA binding protein 1 - CGNC Symbol 50409 71.7 9.3 1 123.2 (M:123.2) 2 3.1 3.64 703 0.22 1
326 true ENSGALP00000006970 exportin 1 - CGNC Symbol 3224 122.8 5.7 1 284.4 (M:284.4) 5 4.7 13.14 328 0.63 4 48.08
327 true ENSGALP00000016816 exportin 5 - CGNC Symbol 7870 137.6 5.6 1 173.2 (M:173.2) 3 2.2 18.55 532 0.66! 1
328 true ENSGALP00000039691 extracellular fatty acid-binding protein precursor - Refseq NP_990753 20.2 5.6 1 182.2 (M:182.2) 4 20.2 11.34 506 0.37! 1
329 true ENSGALP00000002014 F-box and WD repeat domain containing 10 - CGNC Symbol 50485 96 9.5 1 50.4 (M:50.4) 2 2.8 9.52 1051
330 true ENSGALP00000009656 family with sequence similarity 103 member A1 - CGNC Symbol 49987 14.1 9.4 2 41.6 (M:41.6) 1 16.4 0.24 1077 0.07 1
331 true ENSGALP00000008299 family with sequence similarity 120A - CGNC Symbol 3854 122.5 9 1 180.4 (M:180.4) 3 2.7 10.19 512 1.84 1
332 true ENSGALP00000026511 family with sequence similarity 49 member A - CGNC Symbol 12326 37.3 5.7 1 64.7 (M:64.7) 2 8.4 20.16 991
333 true ENSGALP00000030147 family with sequence similarity 49 member B - CGNC Symbol 12196 36.8 6 1 298.3 (M:298.3) 8 24.4 13.76 305 0.45! 2 52.66
334 true ENSGALP00000014509 far upstream element (FUSE) binding protein 1 - CGNC Symbol 6789 55.2 7.7 1 406.4 (M:406.4) 12 20.8 8.41 204 0.56 8 60.72
335 true ENSGALP00000012326 Fas associated via death domain - CGNC Symbol 51906 22.9 6 1 110.4 (M:110.4) 3 10.2 17.04 737 0.85! 2 7.08
336 true ENSGALP00000025639 fatty acid binding protein 1 - CGNC Symbol 11895 14.2 7.7 1 570.7 (M:570.7) 9 48.8 5.58 125 3.23! 2 68.97
337 true ENSGALP00000025375 fatty acid binding protein 5 (psoriasis-associated) - CGNC Symbol 51203 15.1 5.6 1 75.0 (M:75.0) 2 12.7 5.7 925
338 true ENSGALP00000023941 fatty acid binding protein 7 brain - CGNC Symbol 49717 14.9 5.6 1 43.4 (M:43.4) 1 9.8 6.97 1075
339 true ENSGALP00000038124 fatty acid synthase - CGNC Symbol 1983 274.6 5.9 2 762.1 (M:762.1) 18 7.9 6.03 84 2.93! 5 67.29

340 true ENSGALP00000040815
FERM RhoGEF (ARHGEF) and pleckstrin domain protein 1 (chondrocyte-derived) - CGNC Symbol 
12671 119.5 8.3 2 129.7 (M:129.7) 3 3 17.73 684 0.69! 1

341 true ENSGALP00000011673 ferritin heavy polypeptide 1 - CGNC Symbol 49581 21.1 5.8 1 91.3 (M:91.3) 4 20 13.14 844 1.04! 1
342 true ENSGALP00000007941 fibrillin 1 - CGNC Symbol 48993 301.1 4.7 1 66.4 (M:66.4) 2 1 14.74 978
343 true ENSGALP00000015061 fibrinogen alpha chain - CGNC Symbol 49746 82.3 5.7 1 815.9 (M:815.9) 12 19.8 7.33 72 0.56! 1
344 true ENSGALP00000015057 fibrinogen beta chain - CGNC Symbol 7036 54.5 6.8 2 789.4 (M:789.4) 11 25.7 4.05 75 3.76! 2 85.34
345 true ENSGALP00000015063 fibrinogen gamma chain - CGNC Symbol 7041 49.9 5.5 1 692.0 (M:692.0) 11 32.2 6.63 93 2.38! 1
346 true ENSGALP00000005653 fibronectin 1 - CGNC Symbol 2613 259 5.8 2 612.5 (M:612.5) 10 5.7 6.52 114



347 true ENSGALP00000035478 filamin B beta - CGNC Symbol 49141 277 5.6 1 1407.7 (M:1407.7) 29 10.5 7.5 25 2.29! 10 42.9
348 true ENSGALP00000023115 FK506 binding protein 4 59kDa - CGNC Symbol 10671 50.4 5.5 1 369.6 (M:369.6) 10 26 7.76 241 1.33! 2 14.56
349 true ENSGALP00000005245 flavin-containing monooxygenase 3 - CGNC Symbol 49237 60.4 8.3 1 49.2 (M:49.2) 1 1.9 9.62 1055
350 true ENSGALP00000009880 formimidoyltransferase cyclodeaminase - CGNC Symbol 4601 59.1 5.9 1 147.7 (M:147.7) 4 8.7 14.93 622
351 true ENSGALP00000006494 formin binding protein 1 - CGNC Symbol 2999 71.3 5.5 1 104.5 (M:104.5) 2 3.4 6.11 772 1.12 2 38.81
352 true ENSGALP00000023488 formin binding protein 4 - CGNC Symbol 10828 110.2 4.9 1 33.8 (M:33.8) 1 1.2 7.28 1109
353 true ENSGALP00000014935 fragile X mental retardation 1 - CGNC Symbol 51729 70 8.9 1 168.3 (M:168.3) 3 4.4 3.49 546 2.04 1
354 true ENSGALP00000014383 fragile X mental retardation autosomal homolog 1 - CGNC Symbol 52301 70.9 5.7 1 174.1 (M:174.1) 2 3 12.74 530 2.29 1
355 true ENSGALP00000020563 fructose-1 6-bisphosphatase 1 - CGNC Symbol 9572 44.6 8.7 1 598.8 (M:598.8) 10 27.5 7.26 120
356 true ENSGALP00000022328 fucosidase alpha-L- 2 plasma - CGNC Symbol 10313 53.7 6.3 1 31.6 (M:31.6) 1 2.5 17.26 1118
357 true ENSGALP00000021472 fumarate hydratase - CGNC Symbol 9939 54.3 9.2 1 386.3 (M:386.3) 5 10.3 11.17 222 3.02 3 72.31
358 true ENSGALP00000033650 FYN binding protein - CGNC Symbol 2773 92 7.2 2 273.5 (M:273.5) 7 11.1 5.34 346 0.45! 3 32.51
359 true ENSGALP00000008267 G protein-coupled receptor kinase interactor 2 - CGNC Symbol 3839 84.5 6.5 1 93.2 (M:93.2) 4 3.6 13.73 833 0.74 2 52.88
360 true ENSGALP00000040337 G1 to S phase transition 1 - CGNC Symbol 54531 67.6 5.1 1 130.5 (M:130.5) 4 4.7 15.23 679 3.64! 2 69.99
361 true ENSGALP00000025373 GA binding protein transcription factor alpha subunit - CGNC Symbol 11756 51.4 5 1 33.6 (M:33.6) 1 3.7 14.23 1110
362 true ENSGALP00000022402 galactose mutarotase (aldose 1-epimerase) - CGNC Symbol 10350 38 6.4 1 40.0 (M:40.0) 1 5.2 0.35 1079
363 true ENSGALP00000022400 Gallus gallus ABRA C-terminal like (ABRACL) mRNA. - RefSeq mRNA NM_001302176 9 5.6 1 120.6 (M:120.6) 2 16 14.65 707 0.78 1
364 true ENSGALP00000042680 Gallus gallus actin cytoplasmic 2-like (LOC776816) mRNA. - RefSeq mRNA NM_001308613 41.8 5.3 2 3218.2 (M:3218.2) 45 57.9 8.64 2 1.49! 21 37.61

365 true ENSGALP00000019979
Gallus gallus alcohol dehydrogenase 1C (class I) gamma polypeptide (ADH1C) mRNA. - RefSeq mRNA 
NM_001305183 41.1 8.8 1 284.8 (M:284.8) 5 19.3 8.15 326 2.28! 1

366 true ENSGALP00000035339
Gallus gallus ATP synthase H+ transporting mitochondrial F1 complex beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA NM_001031391 52.9 5.1 1 2327.4 (M:2327.4) 32 44.8 8.88 5 1.67! 15 67.73

367 true ENSGALP00000002625
Gallus gallus ATPase H+ transporting lysosomal 56/58kDa V1 subunit B2 (ATP6V1B2) mRNA. - RefSeq 
mRNA NM_001293241 55.8 5.5 1 266.1 (M:266.1) 6 7.7 5.29 357 4.41 3 19.01

368 true ENSGALP00000020185
Gallus gallus chromosome 5 open reading frame human C14orf166 (C5H14ORF166) mRNA. - RefSeq 
mRNA NM_205369 27.4 5.8 1 132.1 (M:132.1) 3 9.6 8.86 670 0.88! 1

369 true ENSGALP00000022816 Gallus gallus cytochrome b5 reductase 3 (CYB5R3) mRNA. - RefSeq mRNA NM_001291805 34.1 8.7 1 153.6 (M:153.6) 2 4.3 6.22 600 1.06 1

370 true ENSGALP00000039796
Gallus gallus DEAD (Asp-Glu-Ala-Asp) box helicase 6 (DDX6) transcript variant 1 mRNA. - RefSeq 
mRNA NM_001282047 54.4 8.9 1 227.4 (M:227.4) 6 9.9 5.33 411 0.99! 3 34.95

371 true ENSGALP00000019758
Gallus gallus diazepam binding inhibitor (GABA receptor modulator acyl-CoA binding protein) (DBI) 
mRNA. - RefSeq mRNA NM_204576 9.6 7.9 1 84.8 (M:84.8) 2 20.9 6.83 878 1.32 1

372 true ENSGALP00000042627 Gallus gallus granulysin (GNLY) mRNA. - RefSeq mRNA NM_001044680 15.2 5.9 1 233.2 (M:233.2) 4 34.3 13.43 402 0.78! 3 28.09

373 true ENSGALP00000040653 Gallus gallus H2A histone family member J (H2AFJ) mRNA. - RefSeq mRNA NM_001030753 13.9 10.9 1 541.5 (M:541.5) 7 32.6 4.69 137 0.18! 4 162.9
374 true ENSGALP00000038904 Gallus gallus hemoglobin alpha 1 (HBAA) mRNA. - RefSeq mRNA NM_001004376 15.4 8.5 1 1151.2 (M:1151.2) 17 65.5 5.65 41 0.27! 11 169.08

375 true ENSGALP00000041526
Gallus gallus histone cluster 1 H4-VI germinal H4 (similar to human histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq mRNA NM_001037845 11.4 11.4 1 1154.1 (M:1154.1) 21 59.2 5.71 40 0.26! 14 123.76

376 true ENSGALP00000009505
Gallus gallus immunoglobulin lambda-like polypeptide 1 (IGLL1) mRNA. - RefSeq mRNA 
NM_001278545 24.3 6.3 1 101.7 (M:101.7) 1 8.7 1.36 789

377 true ENSGALP00000010214
Gallus gallus macrophage migration inhibitory factor (glycosylation-inhibiting factor) (MIF) mRNA. - 
RefSeq mRNA NM_001305091 12.5 6.9 1 301.4 (M:301.4) 3 21.7 11.1 304 0.93! 1

378 true ENSGALP00000017367
Gallus gallus mago-nashi homolog 2 (MAGOH2) transcript variant 1 mRNA. - RefSeq mRNA 
NM_001308098 17.1 6 1 77.1 (M:77.1) 3 16.4 7.14 908 1.22 1

379 true ENSGALP00000004225
Gallus gallus NME/NM23 nucleoside diphosphate kinase 4 (NME4) mRNA. - RefSeq mRNA 
NM_001282217 21.4 9.6 1 92.1 (M:92.1) 2 14.4 2.61 839

380 true ENSGALP00000027121 Gallus gallus PCI domain containing 2 (PCID2) mRNA. - RefSeq mRNA NM_001006266 53.5 8.7 1 67.5 (M:67.5) 2 3.2 8.76 970 0.83! 1

381 true ENSGALP00000000468
Gallus gallus proteasome (prosome macropain) 26S subunit ATPase 5 (PSMC5) mRNA. - RefSeq 
mRNA NM_001292069 46.2 7.1 1 190.0 (M:190.0) 6 16.5 9.19 482 1.37! 3 66.25

382 true ENSGALP00000012883 Gallus gallus recombination activating gene 2 (RAG2) mRNA. - RefSeq mRNA NM_001305057 59.1 5.6 1 80.8 (M:80.8) 2 4 6.4 895 0.86! 2 236.19
383 true ENSGALP00000025165 Gallus gallus ribosomal protein L7 (RPL7) mRNA. - RefSeq mRNA NM_001006345 28.7 10.8 1 562.6 (M:562.6) 12 22.9 12.03 130 2.08! 6 46.52
384 true ENSGALP00000022626 Gallus gallus ribosomal protein S12 (RPS12) mRNA. - RefSeq mRNA NM_001277911 14.5 6.8 1 347.0 (M:347.0) 6 38.6 9.36 259 2.36! 2 11.16

385 true ENSGALP00000022671 Gallus gallus S100 calcium binding protein A9 (S100A9) mRNA. - RefSeq mRNA NM_001305151 14.1 6.4 1 105.6 (M:105.6) 2 19.3 4.8 762 2.22! 1

386 true ENSGALP00000005535
Gallus gallus serine peptidase inhibitor Kazal type 7 (putative) (SPINK7) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308494 44.3 5.6 1 428.2 (M:428.2) 6 22.2 10.83 190

387 true ENSGALP00000000726
Gallus gallus SH3 domain binding glutamate-rich protein like 3 (SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 10.5 5.1 1 214.4 (M:214.4) 4 29 7.13 433 0.25! 2 4.55

388 true ENSGALP00000031725
Gallus gallus SH3 domain binding glutamic acid-rich protein like (SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 12.9 4.8 1 52.2 (M:52.2) 2 10.5 12.32 1043 0.53 1

389 true ENSGALP00000004369
Gallus gallus small nuclear ribonucleoprotein polypeptide C (SNRPC) mRNA. - RefSeq mRNA 
NM_001293166 17.4 9.7 1 53.3 (M:53.3) 1 11.3 0.66 1037 0.85 1

390 true ENSGALP00000039728
Gallus gallus small nuclear ribonucleoprotein polypeptide G (SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 8.5 9 1 186.0 (M:186.0) 4 28.9 18.03 496 1.06! 2 19.07

391 true ENSGALP00000041224
Gallus gallus translocase of inner mitochondrial membrane 13 homolog (yeast) (TIMM13) mRNA. - 
RefSeq mRNA NM_001302195 11 8.4 1 143.9 (M:143.9) 2 14.9 12.06 637 1.49 1

392 true ENSGALP00000022629 Gallus gallus vanin 1 (VNN1) mRNA. - RefSeq mRNA NM_001039288 55.4 6.1 2 106.3 (M:106.3) 3 5.6 16.47 760
393 true ENSGALP00000010490 gamma-glutamyltransferase 5 - CGNC Symbol 4901 61.7 8.8 1 60.5 (M:60.5) 1 4 4.97 1006
394 true ENSGALP00000021944 gasdermin A - CGNC Symbol 52687 50.1 5.4 1 53.4 (M:53.4) 2 6.2 14.77 1036
395 true ENSGALP00000013267 GDP dissociation inhibitor 2 - CGNC Symbol 49512 50.7 5.3 1 802.4 (M:802.4) 16 31 5.38 74 0.87! 8 48.36
396 true ENSGALP00000002197 gelsolin - CGNC Symbol 49472 85.8 6 1 89.1 (M:89.1) 2 4.1 17.07 854
397 true ENSGALP00000004093 geranylgeranyl diphosphate synthase 1 - HGNC:4249 34.3 5.6 1 45.5 (M:45.5) 1 4.7 20.94 1068
398 true ENSGALP00000024956 glucan (1 4-alpha-) branching enzyme 1 - CGNC Symbol 11562 75.7 6 1 144.0 (M:144.0) 4 7.2 9.98 636
399 true ENSGALP00000016008 glucosamine (N-acetyl)-6-sulfatase - CGNC Symbol 7488 60.6 7.2 1 100.2 (M:100.2) 3 4.6 6.86 800 2.69 2 32.7
400 true ENSGALP00000007934 glucose-6-phosphate isomerase - CGNC Symbol 3683 62.1 7.8 1 471.1 (M:471.1) 8 9.2 11.64 173 2.17! 4 63.69
401 true ENSGALP00000003139 glutamate dehydrogenase 1 - CGNC Symbol 52002 47.6 8.3 1 1076.5 (M:1076.5) 16 25.1 7.93 47 5.32! 7 125.54
402 true ENSGALP00000005819 glutamate-ammonia ligase - CGNC Symbol 2689 46.5 7.6 1 93.9 (M:93.9) 2 6.1 10.86 828
403 true ENSGALP00000026270 glutamate-cysteine ligase catalytic subunit - CGNC Symbol 12202 66.8 5.5 1 140.1 (M:140.1) 3 5.5 16.73 647 2.15! 1
404 true ENSGALP00000003646 glutamic-oxaloacetic transaminase 2 - CGNC Symbol 1656 47.3 9.4 1 886.8 (M:886.8) 17 26.7 7.81 67 2.97! 8 57.66
405 true ENSGALP00000011071 glutaminyl-tRNA synthetase - CGNC Symbol 5185 86.9 6.5 1 164.5 (M:164.5) 4 6.4 10.72 559 2.15 1
406 true ENSGALP00000015623 glutamyl-prolyl-tRNA synthetase - CGNC Symbol 7307 179.8 7.9 2 431.2 (M:431.2) 15 8.7 12.13 189 1.11! 6 110.37
407 true ENSGALP00000017016 glutaredoxin 3 - CGNC Symbol 7961 37.3 5.5 1 137.1 (M:137.1) 3 6.2 15.5 654 0.41 2 17.69
408 true ENSGALP00000041423 glutathione peroxidase 1 - CGNC Symbol 65881 17.9 6.4 1 352.5 (M:352.5) 6 28.6 7.2 254 1.78 3 7.52
409 true ENSGALP00000007185 glutathione peroxidase 3 - CGNC Symbol 53151 24.6 8.7 1 48.0 (M:48.0) 1 5.4 3.68 1062
410 true ENSGALP00000042929 glutathione reductase - HGNC:4623 45.2 6.4 1 52.8 (M:52.8) 1 4.1 6.45 1041
411 true ENSGALP00000026286 glutathione S-transferase alpha 3 - CGNC Symbol 49941 25.3 8.9 2 278.9 (M:278.9) 6 15.4 6.05 334 2.98! 3 101.41
412 true ENSGALP00000013682 glutathione S-transferase omega 1 - CGNC Symbol 52072 27.2 7 1 65.1 (M:65.1) 2 14.6 5.63 988 1.11 2 29.99
413 true ENSGALP00000008341 glutathione S-transferase theta 1-like - CGNC Symbol 55583 29.9 8.6 1 203.7 (M:203.7) 4 11.5 7.91 452 0.33 3 33.91
414 true ENSGALP00000016967 glutathione S-transferase zeta 1 - CGNC Symbol 7940 25 9 1 60.6 (M:60.6) 2 16 1.72 1005
415 true ENSGALP00000026283 glutathione transferase - CGNC Symbol 49780 26.3 9.1 1 275.6 (M:275.6) 5 20.5 12.76 341 0.97! 2 15.68
416 true ENSGALP00000023278 glyceraldehyde-3-phosphate dehydrogenase - CGNC Symbol 49077 34.9 8.5 1 1142.9 (M:1142.9) 17 34.8 7.57 42 1.17! 11 67.27
417 true ENSGALP00000018695 glycerol-3-phosphate dehydrogenase 1-like - CGNC Symbol 8724 38.6 6.6 1 178.3 (M:178.3) 3 6.5 1.86 516 0.14! 1
418 true ENSGALP00000019678 glycerol-3-phosphate dehydrogenase 1-like 2 - CGNC Symbol 13104 38.4 6.3 1 162.1 (M:162.1) 3 8.9 14.31 567 0.86! 1
419 true ENSGALP00000013950 glycine N-methyltransferase - CGNC Symbol 6507 23.7 6.8 1 69.4 (M:69.4) 2 12.4 13.74 958
420 true ENSGALP00000017513 glycine receptor alpha 3 - CGNC Symbol 8197 48.9 8.7 1 90.1 (M:90.1) 2 1.9 14.01 852
421 true ENSGALP00000009121 glycyl-tRNA synthetase - CGNC Symbol 4244 77.5 6.1 1 399.4 (M:399.4) 7 9.5 8.88 213 0.88! 2 126.36
422 true ENSGALP00000016450 glyoxalase I - CGNC Symbol 7697 21.1 6.1 1 84.5 (M:84.5) 3 14.1 4.52 879 1.16! 1
423 true ENSGALP00000023990 golgi-associated PDZ and coiled-coil motif containing - CGNC Symbol 11060 43 5.7 1 73.1 (M:73.1) 2 4.9 21.61 934 3.21 1
424 true ENSGALP00000002244 GRB10 interacting GYF protein 2 - CGNC Symbol 1024 147 5.6 1 104.3 (M:104.3) 2 1.6 6.06 775 1.16 1
425 true ENSGALP00000019667 GRB2-related adaptor protein 2 - CGNC Symbol 9140 37.7 6.7 1 107.0 (M:107.0) 4 16.4 8.43 756 0.63! 3 77.81
426 true ENSGALP00000018939 group-specific component (vitamin D binding protein) - CGNC Symbol 8824 53.7 6.5 1 203.4 (M:203.4) 4 14 11.94 453
427 true ENSGALP00000025020 GrpE like 1 mitochondrial - CGNC Symbol 51840 24.8 7 1 35.9 (M:35.9) 1 7.7 23.62 1096
428 true ENSGALP00000006604 GTPase activating protein (SH3 domain) binding protein 1 - CGNC Symbol 50211 52.4 5.1 2 748.4 (M:748.4) 11 21.8 5.97 86 2.26! 5 48.41
429 true ENSGALP00000038576 GTPase IMAP family member 7-like - CGNC Symbol 53739 25.3 7.8 2 267.7 (M:267.7) 6 26.4 8.8 355 0.56! 4 39.4
430 true ENSGALP00000016711 guanine monophosphate synthase - CGNC Symbol 7825 83.5 7.6 1 236.8 (M:236.8) 3 4.3 5.57 394 1.09! 1
431 true ENSGALP00000041749 guanine nucleotide binding protein (G protein) alpha 13 - CGNC Symbol 3014 43.7 7.6 1 156.7 (M:156.7) 6 13.8 11.8 593 0.76 3 20.61

432 true ENSGALP00000013640
guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 1 - CGNC Symbol 
49774 40.4 5.7 1 388.4 (M:388.4) 7 13 10.38 220 1.42 3 24.03

433 true ENSGALP00000007379
guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 2 - CGNC Symbol 
49773 39 5.5 5 664.2 (M:664.2) 9 18.5 9.74 98 1.47 4 21.64

434 true ENSGALP00000014596 guanine nucleotide binding protein (G protein) beta polypeptide 4 - CGNC Symbol 6824 37.5 5.8 1 96.2 (M:96.2) 3 5.9 15.63 815 1.37 1
435 true ENSGALP00000042788 guanine nucleotide binding protein (G protein) gamma 7 - CGNC Symbol 64142 7.6 8.7 1 49.2 (M:49.2) 2 20.6 3.87 1054 0.62 1
436 true ENSGALP00000042552 guanylate binding protein - CGNC Symbol 49284 65.6 5.6 1 94.7 (M:94.7) 2 4.5 16.54 822
437 true ENSGALP00000020094 H1 histone family member 0 - CGNC Symbol 9356 20.7 12.2 1 44.5 (M:44.5) 1 7.4 2.66 1071 0.71 1
438 true ENSGALP00000042357 H2A histone family member X - HGNC:4739 15 10.9 1 375.4 (M:375.4) 5 32.2 4.43 235 0.33! 4 225.8
439 true ENSGALP00000010266 H2A histone family member Y - CGNC Symbol 4787 39.6 9.8 2 107.0 (M:107.0) 2 8.3 6.02 757 1.88! 1
440 true ENSGALP00000028277 H2A histone family member Z - CGNC Symbol 52762 13.6 10.6 2 254.0 (M:254.0) 4 20.3 8.54 373 0.48! 2 67.23
441 true ENSGALP00000003584 H3 histone family 3B - CGNC Symbol 49711 15.3 11.3 2 472.0 (M:472.0) 12 28.7 9.27 170 0.29! 6 118.31
442 true ENSGALP00000023911 HD domain containing 2 - CGNC Symbol 11010 22.8 5.6 1 64.3 (M:64.3) 2 14.6 9.53 994 0.47! 1
443 true ENSGALP00000000337 HEAT repeat containing 1 - CGNC Symbol 52557 252.9 6.5 1 192.8 (M:192.8) 4 1.3 3.74 471 0.69! 2 194.01



444 true ENSGALP00000027534 heat shock 105kDa/110kDa protein 1 - CGNC Symbol 12826 111.2 5.8 1 316.6 (M:316.6) 7 8.3 7.57 284 2.67! 2 25.65
445 true ENSGALP00000014746 heat shock 10kDa protein 1 - CGNC Symbol 49569 12.1 8.6 2 452.0 (M:452.0) 9 49.5 3.92 182 1.17! 4 45.19
446 true ENSGALP00000019120 heat shock 70kDa protein 2 - CGNC Symbol 51984 69.9 5.7 1 2066.1 (M:2066.1) 30 33.3 5.79 7 1.66! 13 53.5
447 true ENSGALP00000011770 heat shock 70kDa protein 4 - CGNC Symbol 5498 100.6 5.5 1 711.5 (M:711.5) 15 14.7 9.28 90 1.51! 6 41.16
448 true ENSGALP00000016536 heat shock 70kDa protein 4-like - CGNC Symbol 51755 94.7 5.4 1 1259.3 (M:1259.3) 23 23.5 11.51 34 2.70! 10 74.54
449 true ENSGALP00000001474 heat shock 70kDa protein 5 (glucose-regulated protein 78kDa) - CGNC Symbol 667 72 5.1 1 1839.1 (M:1839.1) 28 31.3 7.88 9 3.23! 11 123.81
450 true ENSGALP00000010510 heat shock 70kDa protein 8 - CGNC Symbol 49511 70.8 5.4 1 3701.8 (M:3701.8) 45 47.4 5.44 1 1.52! 22 73.11
451 true ENSGALP00000018498 heat shock protein 90kDa alpha (cytosolic) class A member 1 - CGNC Symbol 51974 83.2 5.1 1 1642.2 (M:1642.2) 30 23.1 11.78 12 2.05! 15 83.17
452 true ENSGALP00000016523 heat shock protein 90kDa alpha (cytosolic) class B member 1 - CGNC Symbol 49691 83.4 5 1 907.0 (M:907.0) 19 15.6 11.64 63 1.65! 11 95.18
453 true ENSGALP00000020744 heat shock protein 90kDa beta (Grp94) member 1 - CGNC Symbol 49067 91.5 4.8 1 980.3 (M:980.3) 21 19.1 8.03 58 4.70! 10 104.92
454 true ENSGALP00000003717 heat shock protein family A (Hsp70) member 9 - CGNC Symbol 1687 73.1 6.1 1 765.2 (M:765.2) 14 19.4 6.94 82 1.54! 7 56.39
455 true ENSGALP00000013122 heat shock protein family D (Hsp60) member 1 - CGNC Symbol 6130 60.9 5.7 1 1058.3 (M:1058.3) 10 19.5 4.64 48 2.14! 6 78.38
456 true ENSGALP00000016051 helicase (DNA) B - CGNC Symbol 7509 117.7 6.3 1 86.3 (M:86.3) 3 3.2 13.72 867 1.09 1
457 true ENSGALP00000008735 helicase lymphoid-specific - CGNC Symbol 4060 94.7 8.3 1 101.9 (M:101.9) 3 3.4 11.86 788 2.05 1
458 true ENSGALP00000012919 hematological and neurological expressed 1 - CGNC Symbol 6027 16.1 4.8 1 202.6 (M:202.6) 3 24.4 11.88 457 0.24 2 149.81
459 true ENSGALP00000015886 hematopoietic cell-specific Lyn substrate 1 - CGNC Symbol 7430 57.2 4.7 1 134.9 (M:134.9) 3 4.9 4.5 663 1.07 2 28.19
460 true ENSGALP00000036970 heme oxygenase 1 - CGNC Symbol 49737 33.5 8.4 1 87.2 (M:87.2) 2 9.5 6.48 862
461 true ENSGALP00000027974 hemoglobin gamma A - CGNC Symbol 50915 16.6 8.8 1 376.7 (M:376.7) 7 27.9 13.02 233 0.22! 3 102.95
462 true ENSGALP00000035593 Hemoglobin subunit beta - UP P02112 16.5 8.8 3 1139.2 (M:1139.2) 16 66 8.28 43 0.28! 8 101.78
463 true ENSGALP00000035386 hemopexin - CGNC Symbol 15517 45.4 5.1 1 701.7 (M:701.7) 12 34.8 7.19 91
464 true ENSGALP00000035370 hepatoma-derived growth factor - CGNC Symbol 58434 26.2 5.1 1 449.2 (M:449.2) 8 22.4 6.61 183 1.00! 5 52.82
465 true ENSGALP00000016363 heterochromatin protein 1 binding protein 3 - CGNC Symbol 7661 61.8 9.4 1 340.5 (M:340.5) 7 14.1 4.02 267 0.41! 4 103.64
466 true ENSGALP00000023188 heterogeneous nuclear ribonucleoprotein A/B - CGNC Symbol 49727 24.6 9.7 1 159.8 (M:159.8) 4 13.7 16.59 577 1.65! 3 140.6
467 true ENSGALP00000009933 heterogeneous nuclear ribonucleoprotein A0 - CGNC Symbol 4621 33 9.6 1 54.8 (M:54.8) 1 4.6 0.46 1025
468 true ENSGALP00000037924 heterogeneous nuclear ribonucleoprotein A1 - CGNC Symbol 7027 40.8 9.3 1 1290.8 (M:1290.8) 17 26.8 5.78 31 0.71 8 55.74
469 true ENSGALP00000017954 heterogeneous nuclear ribonucleoprotein A2/B1 - CGNC Symbol 51306 37 8.7 1 1621.2 (M:1621.2) 19 39.8 8.58 14 0.56! 9 49.41
470 true ENSGALP00000037222 heterogeneous nuclear ribonucleoprotein D-like - CGNC Symbol 51783 33.4 6.9 1 169.9 (M:169.9) 4 10.3 3.81 543 0.90! 3 23.2
471 true ENSGALP00000039530 heterogeneous nuclear ribonucleoprotein H1 (H) - CGNC Symbol 49193 56.5 5.5 1 1014.7 (M:1014.7) 15 21 8.99 51 0.94! 6 53.69
472 true ENSGALP00000006284 heterogeneous nuclear ribonucleoprotein H3 (2H9) - CGNC Symbol 52025 36.6 6.6 1 1081.9 (M:1081.9) 18 47.7 8.81 46 0.98! 9 44.37
473 true ENSGALP00000023165 heterogeneous nuclear ribonucleoprotein K - CGNC Symbol 9556 47.3 5.6 2 1333.2 (M:1333.2) 26 43.9 9.5 30 0.78! 13 30
474 true ENSGALP00000000509 heterogeneous nuclear ribonucleoprotein M - CGNC Symbol 51167 76 8.9 1 912.4 (M:912.4) 20 24 8.3 62 0.53! 11 21.88
475 true ENSGALP00000025476 heterogeneous nuclear ribonucleoprotein R - CGNC Symbol 51033 73 9 2 475.1 (M:475.1) 13 10.6 8.56 167 0.52! 8 56.98

476 true ENSGALP00000017341 heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) - CGNC Symbol 8107 74.9 9.4 1 712.9 (M:712.9) 14 15.4 10.32 89 0.74 8 49.8
477 true ENSGALP00000024040 hexosaminidase B (beta polypeptide) - CGNC Symbol 11085 63.4 6 1 72.5 (M:72.5) 2 3 17.89 938 0.82 1
478 true ENSGALP00000003917 hexose-6-phosphate dehydrogenase (glucose 1-dehydrogenase) - CGNC Symbol 1785 89.5 6.6 1 99.0 (M:99.0) 2 3.9 8.24 806
479 true ENSGALP00000009341 high density lipoprotein binding protein - CGNC Symbol 4348 141.5 6.4 1 342.7 (M:342.7) 8 8 7.56 264
480 true ENSGALP00000027541 high mobility group box 1 - CGNC Symbol 49444 24.9 5.6 1 289.8 (M:289.8) 6 20 12.36 315 0.29! 4 25.2
481 true ENSGALP00000017462 high mobility group box 2 - CGNC Symbol 8169 23.8 8.5 1 499.1 (M:499.1) 8 22.2 12.89 155 0.31! 4 441.37
482 true ENSGALP00000014070 histidine-rich glycoprotein - CGNC Symbol 56138 44.3 6.5 1 158.4 (M:158.4) 3 11.8 3.11 583 1.94! 1
483 true ENSGALP00000001150 histidyl-tRNA synthetase - CGNC Symbol 50172 56.6 5.8 2 103.8 (M:103.8) 3 3.8 10.42 778 1.70! 1
484 true ENSGALP00000023099 histocompatibility (minor) HA-1 - CGNC Symbol 51181 103.3 8.2 1 166.4 (M:166.4) 5 5.2 7.93 554 1.62! 3 7.99

485 true ENSGALP00000037266 histone cluster 1 H1.11L (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53220 22.5 11 2 511.0 (M:511.0) 7 22.7 5.49 151 0.11! 4 34.87

486 true ENSGALP00000019205 histone cluster 1 H1.11R (similar to human histone cluster 1 class H1 genes) - CGNC Symbol 53222 21.8 11 1 364.7 (M:364.7) 6 21.9 3.32 246 0.21! 4 186.44
487 true ENSGALP00000024133 histone deacetylase 2 - CGNC Symbol 11140 55.3 5.6 2 245.2 (M:245.2) 8 11.9 2.99 385 0.69! 5 23.92
488 true ENSGALP00000021743 histone H2B - CGNC Symbol 52653 13.5 10 1 286.0 (M:286.0) 6 21.3 9.67 323
489 true ENSGALP00000021742 Histone H2B 1/2/3/4/6 - UP P0C1H3 13.9 10.3 3 1057.6 (M:1057.6) 16 38.9 11.13 49 0.19! 7 137.03
490 true ENSGALP00000014480 Hsap of 16: GIMAP1-GIMAP5 readthrough - HGNC:51257 33.1 8.2 1 120.2 (M:120.2) 3 11.3 13.25 710 1.26! 1
491 true ENSGALP00000041289 Hsap of 1: actin related protein 2/3 complex subunit 2 - HGNC:705 21 8.7 2 177.3 (M:177.3) 3 11.1 6.33 519 0.56 2 0.49
492 true ENSGALP00000000485 Hsap of 1: AT-rich interaction domain 1A - HGNC:11110 204.6 6.7 1 103.1 (M:103.1) 4 2.7 16.42 781 1.56! 1
493 true ENSGALP00000041510 Hsap of 1: calreticulin - HGNC:1455 21.6 4.6 1 195.3 (M:195.3) 3 24.5 12.12 464 0.16! 2 755.36
494 true ENSGALP00000041109 Hsap of 1: capping actin protein gelsolin like - HGNC:1474 72.4 8.3 1 125.8 (M:125.8) 3 4.3 5.65 698 1.34 1
495 true ENSGALP00000041574 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 25.9 7 1 190.2 (M:190.2) 4 9.6 6.61 481 1.2 2 108.74
496 true ENSGALP00000041873 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 16.2 6.4 1 144.9 (M:144.9) 3 14.6 8.65 635 1.36 2 25.97
497 true ENSGALP00000040011 Hsap of 1: DEAD-box helicase 21 - HGNC:2744 54.1 9.1 1 350.2 (M:350.2) 7 11.1 6.85 257 0.92 3 135.4
498 true ENSGALP00000043386 Hsap of 1: dynamin 2 - HGNC:2974 64.8 9.3 1 248.2 (M:248.2) 6 7.2 7.08 379 1.36! 4 24.54
499 true ENSGALP00000039954 Hsap of 1: formin like 1 - HGNC:1212 52.9 6.9 1 71.7 (M:71.7) 2 4.5 0.58 943 0.67 2 64.04
500 true ENSGALP00000040966 Hsap of 1: hydroxysteroid 17-beta dehydrogenase 10 - HGNC:4800 13.2 6.7 1 94.3 (M:94.3) 3 19 7.2 824 1.51 1
501 true ENSGALP00000041633 Hsap of 1: ilvB (bacterial acetolactate synthase)-like - HGNC:6041 25 9.9 1 38.1 (M:38.1) 1 4.3 13.34 1087
502 true ENSGALP00000043134 Hsap of 1: integrator complex subunit 3 - HGNC:26153 64.1 7.2 1 60.0 (M:60.0) 2 3.5 3.66 1008 0.88 1
503 true ENSGALP00000042855 Hsap of 1: ribosomal protein L10 like - HGNC:17976 12.1 9.6 1 132.4 (M:132.4) 5 39 8.72 669 1.18 2 82.48
504 true ENSGALP00000042059 Hsap of 1: RNA binding motif protein 39 - HGNC:15923 34.1 5.9 2 148.0 (M:148.0) 4 12.6 9.43 620 0.58! 1
505 true ENSGALP00000014870 Hsap of 1: scavenger receptor cysteine rich family member with 5 domains - HGNC:26641 48.7 5.1 1 75.7 (M:75.7) 2 6.5 5.19 917
506 true ENSGALP00000014800 Hsap of 1: scavenger receptor cysteine rich family member with 5 domains - HGNC:26641 229 5 1 53.8 (M:53.8) 2 1.1 16.11 1031 3.38 1
507 true ENSGALP00000042479 Hsap of 1: stress induced phosphoprotein 1 - HGNC:11387 34.1 5.5 1 348.2 (M:348.2) 7 13.9 10.69 258 2.64! 3 19.06
508 true ENSGALP00000042837 Hsap of 4: heterogeneous nuclear ribonucleoprotein A1-like 2 - HGNC:27067 25.5 9.1 1 597.3 (M:597.3) 11 31.6 9.96 121 0.88 7 25.78
509 true ENSGALP00000041533 Hsap of 4: heterogeneous nuclear ribonucleoprotein L - HGNC:5045 23 7.6 1 143.5 (M:143.5) 4 13.7 10.15 639 0.74! 2 57.65
510 true ENSGALP00000013273 Hsap of 4: methylthioadenosine phosphorylase - HGNC:7413 30.8 6.1 1 272.2 (M:272.2) 5 22.1 10.65 349 0.62! 3 16.09
511 true ENSGALP00000023926 Hsap of 4: myosin light chain 12B - HGNC:29827 19.9 4.6 3 223.3 (M:223.3) 6 18 4.74 417 1.48 3 5.62
512 true ENSGALP00000000669 Hsap of 4: nascent polypeptide-associated complex alpha subunit - HGNC:7629 21.4 9.2 1 115.4 (M:115.4) 2 13.5 8.44 720 0.66 1
513 true ENSGALP00000021708 Hsap of 4: poly(rC) binding protein 2 - HGNC:8648 47.5 8 3 576.1 (M:576.1) 9 16.9 12.13 124 0.85! 4 40.14

514 true ENSGALP00000011990
Hsap of 4: proteoglycan 2 bone marrow (natural killer cell activator eosinophil granule major basic 
protein) - HGNC:9362 17.3 9.7 1 64.6 (M:64.6) 1 10.5 5.79 993 0.65 1

515 true ENSGALP00000000293 Hsap of 4: signal recognition particle 19kDa - HGNC:11300 16.3 9.9 1 54.9 (M:54.9) 2 13.7 12.79 1024
516 true ENSGALP00000008152 Hsap of 4: SMG8 nonsense mediated mRNA decay factor - HGNC:25551 103.8 7.7 1 56.5 (M:56.5) 1 1.1 2.06 1018
517 true ENSGALP00000037564 Hsap of 4: solute carrier family 25 member 10 - HGNC:10980 43.2 9.4 1 101.6 (M:101.6) 3 5.1 7.39 790 0.86 1
518 true ENSGALP00000002154 Hsap of 4: ubiquitin conjugating enzyme E2 L5 pseudogene - HGNC:13477 17.2 6.9 1 164.3 (M:164.3) 3 25 4.59 560 0.65 3 67.3
519 true ENSGALP00000029322 Hsap of 9: RBM14-RBM4 readthrough - HGNC:38840 27.6 6.1 1 544.7 (M:544.7) 10 31.7 10.62 135 0.86! 5 36.96
520 true ENSGALP00000007927 Hsap of 9: ribosomal protein L36a - HGNC:10359 13.2 10.8 1 105.0 (M:105.0) 3 14.9 10.22 767 1.21 2 14.68
521 true ENSGALP00000041195 Hsap of 9: toll like receptor adaptor molecule 2 - HGNC:21354 25 5.5 1 92.5 (M:92.5) 2 9.5 14.57 837
522 true ENSGALP00000025929 hydroxyacyl-CoA dehydrogenase - CGNC Symbol 12053 34.4 8.7 1 116.1 (M:116.1) 2 2.9 2.06 718 2.87 1

523 true ENSGALP00000026633
hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional 
protein) alpha subunit - CGNC Symbol 12383 85.7 9.3 1 611.9 (M:611.9) 13 15.6 7.6 115 1.40! 5 79.91

524 true ENSGALP00000026663
hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional 
protein) beta subunit - CGNC Symbol 12399 50.8 9.4 1 211.9 (M:211.9) 4 8 10.93 437 1.47! 3 132.04

525 true ENSGALP00000017865 hydroxysteroid (17-beta) dehydrogenase 11 - CGNC Symbol 51780 32.6 8.5 1 186.3 (M:186.3) 4 15.4 10.57 492
526 true ENSGALP00000039757 hypoxia up-regulated 1 - CGNC Symbol 53307 108.3 5.1 1 357.4 (M:357.4) 8 10.2 7.6 252 4.31! 1
527 true ENSGALP00000027238 importin 5 - CGNC Symbol 50851 125.1 4.9 1 237.9 (M:237.9) 4 4.5 8.27 393 0.56! 1
528 true ENSGALP00000025404 inner membrane mitochondrial protein - CGNC Symbol 11773 79.2 5.7 1 305.8 (M:305.8) 4 4.6 5.22 298 1.26! 2 0.31
529 true ENSGALP00000040662 inositol monophosphatase 1 - HGNC:6050 36.7 6.6 1 214.2 (M:214.2) 4 13.5 4.86 434 0.96! 3 658.07
530 true ENSGALP00000022589 insulin-like growth factor 2 mRNA binding protein 2 - CGNC Symbol 52270 58.8 8.6 3 167.4 (M:167.4) 5 10 3.56 550 2.06 4 238.31

531 true ENSGALP00000011559
integrin beta 1 (fibronectin receptor beta polypeptide antigen CD29 includes MDF2 MSK12) - CGNC 
Symbol 49025 88.6 5.1 1 240.8 (M:240.8) 6 6.1 8.43 391 1.50! 1

532 true ENSGALP00000012130 integrin beta 2 (complement component 3 receptor 3 and 4 subunit) - CGNC Symbol 49690 85.4 5.5 1 65.2 (M:65.2) 3 3.5 13.06 987 4.06! 1
533 true ENSGALP00000027964 integrin-linked kinase - CGNC Symbol 13025 45.7 9.2 1 92.7 (M:92.7) 2 7.5 16.54 835 1.63 1
534 true ENSGALP00000011044 inter-alpha-trypsin inhibitor heavy chain 2 - CGNC Symbol 5157 112.6 6.6 1 127.2 (M:127.2) 2 2.5 12.42 692 0.95! 1
535 true ENSGALP00000002604 inter-alpha-trypsin inhibitor heavy chain 3 - CGNC Symbol 50111 100.5 5.8 1 176.4 (M:176.4) 5 8.5 8.64 524
536 true ENSGALP00000005345 interferon gamma-inducible protein 30 - CGNC Symbol 2468 27.8 5.6 1 231.6 (M:231.6) 3 12.1 9.73 405 1.73 2 7.23
537 true ENSGALP00000010303 interleukin 16 - CGNC Symbol 4808 157.8 8.2 1 186.1 (M:186.1) 4 4 13.24 495 0.31! 2 75.78
538 true ENSGALP00000018849 interleukin enhancer binding factor 2 - CGNC Symbol 8794 42.9 5.3 1 58.7 (M:58.7) 2 2.8 11.2 1009 0.41 1
539 true ENSGALP00000013987 IQ motif containing GTPase activating protein 1 - CGNC Symbol 6526 159.5 5.9 1 332.7 (M:332.7) 9 8.4 10.56 269 0.81! 5 48.31
540 true ENSGALP00000024116 IQ motif containing GTPase activating protein 2 - CGNC Symbol 11128 181 6 1 281.2 (M:281.2) 7 6 5.61 332 0.70! 2 28.17
541 true ENSGALP00000026444 isoamyl acetate-hydrolyzing esterase 1 homolog - CGNC Symbol 12296 27.6 5.7 1 186.2 (M:186.2) 3 9.6 11.46 494 1.37 1
542 true ENSGALP00000014317 isocitrate dehydrogenase 1 (NADP+) soluble - CGNC Symbol 6693 46.9 8.3 1 215.9 (M:215.9) 5 8.1 10.21 431 0.75 2 26.16
543 true ENSGALP00000035366 isocitrate dehydrogenase 2 (NADP+) mitochondrial - CGNC Symbol 54127 50.4 9 1 361.2 (M:361.2) 9 11.7 11.38 248 0.78! 5 50.14
544 true ENSGALP00000015565 isoleucyl-tRNA synthetase 2 mitochondrial - CGNC Symbol 7282 111.9 6.4 1 58.6 (M:58.6) 2 3.4 8.77 1010
545 true ENSGALP00000000615 karyopherin subunit beta 1 - HGNC:6400 83.9 4.6 1 340.5 (M:340.5) 7 9.7 5.17 266 1.11! 2 19.21
546 true ENSGALP00000016632 keratin 8 - HGNC:6446 42.1 5 1 168.2 (M:168.2) 5 14.1 9.86 547 0.54! 1
547 true P13645 Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6 58.8 5.1 16 563.8 (M:563.8) 9 11.5 2.26 129 2.7 4 8.05
548 true P35527 Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3 62 5.1 2 384.9 (M:384.9) 7 12.7 4.92 225 1.35! 4 52.77
549 true P04264 Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 66 8.2 2 788.5 (M:788.5) 12 18.6 5.61 76 2.27! 5 44.86
550 true P35908 Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens GN=KRT2 PE=1 SV=2 65.4 8.1 1 274.1 (M:274.1) 6 10.6 5.45 343 0.54 2 285.68
551 true ENSGALP00000038761 KIAA1328 - CGNC Symbol 52923 60.8 9 1 73.6 (M:73.6) 1 2.4 20.85 931
552 true ENSGALP00000004048 kinectin 1 - CGNC Symbol 9206 156.2 5.7 1 170.4 (M:170.4) 3 2 11.18 541 1.73 2 21.59
553 true ENSGALP00000011666 kinesin family member 5B - CGNC Symbol 5451 110.1 6.1 2 91.8 (M:91.8) 2 1.1 1.37 842 1.84 1
554 true ENSGALP00000014109 kininogen 1 - CGNC Symbol 6589 65.2 6 1 53.1 (M:53.1) 2 3.4 16.3 1040
555 true ENSGALP00000004515 KRAB-A domain-containing protein 2 - CGNC Symbol 49788 17.2 10.6 1 288.4 (M:288.4) 7 24.8 15.08 318 1.38! 3 18.15



556 true ENSGALP00000016606 KRR1 small subunit (SSU) processome component homolog (yeast) - CGNC Symbol 7781 43.1 9.9 1 90.5 (M:90.5) 3 9.8 12.35 848 0.68 1
557 true ENSGALP00000041110 lactamase beta like 1 - HGNC:35445 56.6 6.8 1 161.4 (M:161.4) 4 4.4 15.7 571 8.36! 2 84.58
558 true ENSGALP00000038626 lactate dehydrogenase A - CGNC Symbol 49707 36.5 7.8 1 133.3 (M:133.3) 3 9.3 16.69 666 1.05! 1
559 true ENSGALP00000021618 lactate dehydrogenase B - CGNC Symbol 10005 36.3 7.1 1 615.0 (M:615.0) 12 15.6 8.88 111 2.90! 5 10.94
560 true ENSGALP00000015128 lamin B receptor - CGNC Symbol 49736 73.3 9.2 1 220.7 (M:220.7) 5 9.1 7.96 422 0.44! 3 57.38
561 true ENSGALP00000000639 lamin B2 - CGNC Symbol 49708 67.9 5.2 1 679.7 (M:679.7) 15 21.5 6.82 97 0.47! 8 98
562 true ENSGALP00000016671 latent transforming growth factor beta binding protein 2 - CGNC Symbol 53503 181.2 5.1 1 51.8 (M:51.8) 1 0.5 3.97 1045
563 true ENSGALP00000000634 LCK proto-oncogene Src family tyrosine kinase - HGNC:6524 58.2 5.1 1 80.3 (M:80.3) 2 5.3 5.06 897 0.24! 1
564 true ENSGALP00000040865 LDL receptor related protein 1 - HGNC:6692 347 5 1 76.8 (M:76.8) 1 0.5 2.46 909
565 true ENSGALP00000025125 LDL receptor related protein associated protein 1 - CGNC Symbol 11638 40.8 7.9 1 109.8 (M:109.8) 2 8.6 13.37 741 19.14! 1
566 true ENSGALP00000020275 lectin galactoside-binding soluble 1 - CGNC Symbol 49833 15.1 6.6 1 190.4 (M:190.4) 2 8.9 2.79 479 0.83 1
567 true ENSGALP00000005081 lectin galactoside-binding soluble 2 - CGNC Symbol 2336 14.8 6.6 1 95.0 (M:95.0) 3 17.8 1.92 821 2.83 1
568 true ENSGALP00000038925 lectin mannose binding 1 - CGNC Symbol 2024 56.5 5.6 1 394.0 (M:394.0) 4 10.3 9.17 217 1.91 2 128.29
569 true ENSGALP00000017556 legumain - CGNC Symbol 8216 49.2 5.9 1 168.0 (M:168.0) 4 11.8 13.56 548 4.92! 1
570 true ENSGALP00000007707 leucine proline-enriched proteoglycan (leprecan) 1 - CGNC Symbol 3587 81.6 5.4 1 62.3 (M:62.3) 1 2.2 8.62 1000
571 true ENSGALP00000016182 leucine rich pentatricopeptide repeat containing - CGNC Symbol 7574 155.5 6.6 1 322.2 (M:322.2) 6 4.6 18.72 279 1.65! 1
572 true ENSGALP00000001446 leucine rich repeat containing 47 - CGNC Symbol 649 61.6 8.6 1 90.5 (M:90.5) 2 3.5 17.38 847 0.68 1
573 true ENSGALP00000010210 leukocyte cell derived chemotaxin 2 - CGNC Symbol 4754 35.2 9.1 1 981.2 (M:981.2) 15 45 8.76 57 3.36! 7 431.86
574 true ENSGALP00000033366 leukocyte ribonuclease A-2 - CGNC Symbol 52020 15.9 10 1 204.3 (M:204.3) 3 18.7 10.1 451 10.58 1
575 true ENSGALP00000018616 leukotriene A4 hydrolase - CGNC Symbol 8686 69.3 6.5 1 235.4 (M:235.4) 6 8.3 3.59 396 0.58! 3 56.03
576 true ENSGALP00000009556 leukotriene C4 synthase-like - CGNC Symbol 14502 16.4 9.2 1 56.7 (M:56.7) 1 11 9.74 1017
577 true ENSGALP00000032039 leupaxin - CGNC Symbol 14208 35.9 6.3 1 74.8 (M:74.8) 2 5.2 7.77 926 0.61 1
578 true ENSGALP00000002513 LIM and SH3 protein 1 - CGNC Symbol 1150 27.2 6.4 1 186.4 (M:186.4) 6 15.7 8.86 490 1.08 4 40.94
579 true ENSGALP00000017782 lin-7 homolog A (C. elegans) - CGNC Symbol 8314 24.1 9.1 1 43.6 (M:43.6) 1 5.1 4.64 1073
580 true ENSGALP00000039613 lipase maturation factor 2 - Refseq NP_001026743 68.8 9.7 1 186.3 (M:186.3) 3 6.4 5.84 491 3.51! 1
581 true ENSGALP00000006574 liver basic fatty acid binding protein - CGNC Symbol 49276 14.2 8.5 1 175.2 (M:175.2) 3 30.2 6.03 528 2.12! 1
582 true ENSGALP00000019318 LUC7-like 2 (S. cerevisiae) - CGNC Symbol 8987 47.2 10.1 1 129.7 (M:129.7) 2 6 6.47 683 0.16! 1
583 true ENSGALP00000018165 lymphocyte antigen 75 - CGNC Symbol 8470 199.5 6.4 1 131.6 (M:131.6) 2 1.2 9.09 674 0.68! 1
584 true ENSGALP00000027391 lymphocyte cytosolic protein 1 (L-plastin) - CGNC Symbol 12749 69.7 5.2 2 1202.8 (M:1202.8) 22 28.7 6.95 36 2.20! 9 131.85

585 true ENSGALP00000003296
lymphocyte cytosolic protein 2 (SH2 domain containing leukocyte protein of 76kDa) - CGNC Symbol 
1506 59.5 5.9 1 107.7 (M:107.7) 4 10.6 11.15 750 1.37! 1

586 true ENSGALP00000010618 lymphocyte-specific protein 1 - CGNC Symbol 4964 41.6 4.7 2 240.3 (M:240.3) 5 11.5 9.32 392 0.9 3 35.53
587 true ENSGALP00000017123 lymphoid enhancer binding factor 1 - CGNC Symbol 7997 40.8 6.7 5 311.2 (M:311.2) 3 12.7 15.54 293 0.14! 2 592.66
588 true ENSGALP00000001231 lysine demethylase 1A - CGNC Symbol 547 86.5 5.9 1 135.2 (M:135.2) 3 6 10.96 659 0.44! 2 50.78
589 true ENSGALP00000006365 lysophospholipase II - CGNC Symbol 2940 25.1 7.1 1 56.0 (M:56.0) 1 3.4 24.08 1019
590 true ENSGALP00000001332 lysyl-tRNA synthetase - CGNC Symbol 602 67.8 5.8 1 652.7 (M:652.7) 17 22.7 10.51 102 1.23! 10 19.61
591 true ENSGALP00000000316 major vault protein - CGNC Symbol 136 93.7 5.3 1 382.7 (M:382.7) 9 10 9.12 227 0.74 5 108.28
592 true ENSGALP00000014374 malate dehydrogenase 1 - CGNC Symbol 6725 36.5 6.9 1 394.1 (M:394.1) 8 17.4 6.89 215 1.51! 3 39.22
593 true ENSGALP00000003012 malate dehydrogenase 2 - CGNC Symbol 1378 35.6 8.8 1 993.6 (M:993.6) 14 40.1 8.95 54 0.94! 8 118.76
594 true ENSGALP00000011488 malectin - CGNC Symbol 5363 31.1 5.7 1 60.8 (M:60.8) 2 8.5 11.74 1004 1.01 1
595 true ENSGALP00000025506 malic enzyme 1 NADP(+)-dependent cytosolic - CGNC Symbol 49075 72.1 8.3 1 75.2 (M:75.2) 1 2.2 20.78 921 1.51 1
596 true ENSGALP00000023013 mannose-6-phosphate receptor cation dependent - CGNC Symbol 49623 32.3 5.2 1 68.7 (M:68.7) 2 4.8 16.35 964 1.1 1
597 true ENSGALP00000039948 MARCKS-like 1 - CGNC Symbol 14646 21.2 4.7 1 100.3 (M:100.3) 2 20.7 6.4 799
598 true ENSGALP00000043196 marker of proliferation Ki-67 - CGNC Symbol 16321 270.7 9.5 1 278.5 (M:278.5) 5 2.9 10.53 337 0.92! 3 11.68
599 true ENSGALP00000003898 matrin 3 - CGNC Symbol 1772 100.7 5.8 1 752.8 (M:752.8) 14 16.2 9.59 85 0.65! 8 14.71
600 true ENSGALP00000042113 Metallothionein - UP P68497 6.5 8.4 1 184.8 (M:184.8) 1 33.3 13.72 500
601 true ENSGALP00000023519 metallothionein 3 - CGNC Symbol 56142 6.3 8.5 1 172.3 (M:172.3) 1 33.3 6.45 535
602 true ENSGALP00000004425 metastasis associated 1 - CGNC Symbol 53548 81.3 9.3 2 157.1 (M:157.1) 3 3.5 2.91 592 0.74! 2 52.2
603 true ENSGALP00000003899 methionine adenosyltransferase I alpha - CGNC Symbol 1773 43.7 6.3 1 223.1 (M:223.1) 4 12.4 13.43 419 5.26 1

604 true ENSGALP00000019224
methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1 methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate synthetase - CGNC Symbol 8944 100.2 8.7 1 277.8 (M:277.8) 4 4 11.16 338 6.45 1

605 true ENSGALP00000020258 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like - CGNC Symbol 9427 100.9 8.3 1 171.5 (M:171.5) 4 2.7 15.59 539 1.9 2 41.06
606 true ENSGALP00000021353 microsomal glutathione S-transferase 1 - CGNC Symbol 9903 17.3 9.7 1 68.5 (M:68.5) 2 15.5 8.07 966 0.65 1
607 true ENSGALP00000036834 microsomal triglyceride transfer protein - CGNC Symbol 9320 99.9 8.5 1 322.8 (M:322.8) 6 9.3 7.14 278 0.95! 2 0.65
608 true ENSGALP00000010754 microtubule-associated protein RP/EB family member 1 - CGNC Symbol 50961 29.1 5 1 210.4 (M:210.4) 5 18.6 4.04 439 1.02 3 14.18
609 true ENSGALP00000000885 microtubule-associated protein tau - CGNC Symbol 389 36.3 9.7 1 76.4 (M:76.4) 1 4.3 13.33 914
610 true ENSGALP00000009709 minichromosome maintenance complex component 2 - CGNC Symbol 4524 100.2 5.2 1 496.6 (M:496.6) 12 14 8.84 156 0.50! 8 84.72
611 true ENSGALP00000026858 minichromosome maintenance complex component 3 - CGNC Symbol 12496 91.3 5.5 2 320.6 (M:320.6) 8 8.3 8.04 282 0.59! 3 26.15
612 true ENSGALP00000021034 minichromosome maintenance complex component 4 - CGNC Symbol 9780 96.8 7 1 371.4 (M:371.4) 7 7.5 5.52 240 0.41 4 54.99
613 true ENSGALP00000020463 minichromosome maintenance complex component 5 - CGNC Symbol 9524 82.4 8.6 1 394.1 (M:394.1) 10 10.9 5.93 216 0.60! 4 11.89
614 true ENSGALP00000032274 minichromosome maintenance complex component 6 - CGNC Symbol 9378 93.2 5.3 2 535.9 (M:535.9) 10 10.2 10.15 138 0.54! 5 22.44
615 true ENSGALP00000015369 mitochondrial amidoxime reducing component 2 - CGNC Symbol 53405 38.7 9.2 1 203.2 (M:203.2) 4 5.2 10.51 454 9.50! 2 13.31
616 true ENSGALP00000008279 mitochondrial carrier 2 - CGNC Symbol 3845 33.1 9.4 1 154.6 (M:154.6) 4 13 14.52 599 6.74! 1
617 true ENSGALP00000027063 mitochondrial ribosomal protein S9 - CGNC Symbol 12597 42.9 9.5 1 71.1 (M:71.1) 1 2.7 13.55 947 0.45 1
618 true ENSGALP00000002278 mitogen-activated protein kinase 1 - CGNC Symbol 48975 37.3 6.7 1 202.9 (M:202.9) 4 11.9 11.89 456 1.71 2 42.23
619 true ENSGALP00000001201 mitogen-activated protein kinase 14 - CGNC Symbol 13975 41.7 5.3 1 159.6 (M:159.6) 4 9.1 16.89 578 1.14! 2 8.03
620 true ENSGALP00000015741 mitotic checkpoint protein BUB3 - Refseq NP_001006506 44 7.8 1 113.3 (M:113.3) 2 7.9 7.14 730 0.8 1
621 true ENSGALP00000007490 moesin - HGNC:7373 68.5 6 3 683.3 (M:683.3) 16 16.8 9.19 96 1.15! 7 42.96
622 true ENSGALP00000002366 Mov10 Moloney leukemia virus 10 homolog (mouse) - CGNC Symbol 51112 109.2 9 1 99.6 (M:99.6) 2 1.6 19.18 804 1.21 1
623 true ENSGALP00000008910 musashi RNA-binding protein 1 - CGNC Symbol 5460 41.8 9.4 2 100.7 (M:100.7) 2 3.1 4.86 795 0.77 1
624 true ENSGALP00000014557 mutS homolog 2 - CGNC Symbol 6808 95.2 5.5 1 56.7 (M:56.7) 1 1.2 11.27 1016 0.52! 1
625 true ENSGALP00000001480 myeloperoxidase - CGNC Symbol 50519 82.6 9.4 1 93.0 (M:93.0) 2 2.7 17.98 834 1.07! 1
626 true ENSGALP00000020445 myosin heavy chain 9 non-muscle - CGNC Symbol 49820 226.5 5.5 3 2858.2 (M:2858.2) 52 20.1 8.13 4 1.36! 22 29.06
627 true ENSGALP00000009037 myosin IG - CGNC Symbol 51252 115 9 1 55.4 (M:55.4) 2 3.3 9.23 1022
628 true ENSGALP00000018192 myosin-X-like - CGNC Symbol 53541 229.7 6.1 1 76.7 (M:76.7) 1 0.4 0.5 911 3.92 1
629 true ENSGALP00000042167 myotrophin - Refseq NP_990217 16.1 5.1 1 145.2 (M:145.2) 2 11.5 6.14 633 1.62 1
630 true ENSGALP00000016147 MYST histone acetyltransferase 2 - CGNC Symbol 52487 70.5 9 1 66.0 (M:66.0) 2 3.4 7.99 981 0.53! 2 80.18
631 true ENSGALP00000027349 N(alpha)-acetyltransferase 16 NatA auxiliary subunit - CGNC Symbol 12725 101.2 8.2 2 188.8 (M:188.8) 6 4.6 13.53 485 0.72! 4 85.86
632 true ENSGALP00000005620 NAD kinase 2 mitochondrial - CGNC Symbol 2596 50.2 8.9 1 72.5 (M:72.5) 1 6.1 9.43 937
633 true ENSGALP00000037960 NAD(P)H dehydrogenase - Refseq NP_001264548 30.3 8.8 1 93.7 (M:93.7) 3 15.3 8.11 830
634 true ENSGALP00000034612 NADH-ubiquinone oxidoreductase chain 1 - UP P18936 36.1 6.7 1 66.1 (M:66.1) 1 5.9 13.61 980
635 true ENSGALP00000003157 NADH:ubiquinone oxidoreductase subunit B6 - CGNC Symbol 1444 14.9 9.7 1 36.0 (M:36.0) 1 13.3 0.86 1095 1.09 1
636 true ENSGALP00000005729 NADH:ubiquinone oxidoreductase subunit S5 - CGNC Symbol 2647 12.6 8.4 1 146.4 (M:146.4) 2 17 19.2 627 1.78 1
637 true ENSGALP00000021519 NADH:ubiquinone oxidoreductase subunit S6 - CGNC Symbol 9959 14 9.2 1 157.2 (M:157.2) 3 19.5 18.78 591 0.98 1
638 true ENSGALP00000012888 nebulette - CGNC Symbol 49189 105.8 8.7 1 160.3 (M:160.3) 4 4.8 12.68 575 2.54! 2 89.08
639 true ENSGALP00000006464 neuropilin (NRP) and tolloid (TLL)-like 2 - CGNC Symbol 2988 59.7 6.1 1 28.6 (M:28.6) 1 3.4 4.26 1120
640 true ENSGALP00000005033 NHP2 ribonucleoprotein - CGNC Symbol 17192 16.6 8.2 1 104.4 (M:104.4) 2 10.8 21.6 773 0.88 1
641 true ENSGALP00000020214 nidogen 2 (osteonidogen) - CGNC Symbol 9414 130.9 5.4 1 64.7 (M:64.7) 2 2.2 7.21 992 2.52 1
642 true ENSGALP00000001685 NIMA-related kinase 6 - CGNC Symbol 759 36.3 7.2 1 165.7 (M:165.7) 3 10.2 17.79 557 2.92! 1
643 true ENSGALP00000034078 NME/NM23 nucleoside diphosphate kinase 2 - CGNC Symbol 49549 17.3 7.7 3 807.2 (M:807.2) 16 51.6 9.42 73 2.34! 9 32.82
644 true ENSGALP00000015665 no description available 32.6 5.7 3 569.9 (M:569.9) 13 40.5 12 126 0.17! 6 75.01
645 true ENSGALP00000042371 no description available 14.1 11.3 1 390.6 (M:390.6) 5 35.4 4.24 219 0.22! 3 210.53
646 true ENSGALP00000012641 no description available 359.3 5.3 1 302.3 (M:302.3) 3 0.8 12.81 302 0.55! 2 164.04
647 true ENSGALP00000001062 no description available 27.4 8.2 3 284.1 (M:284.1) 3 12.4 12.76 330 2.03! 1
648 true ENSGALP00000034956 no description available 21.4 10.2 3 278.8 (M:278.8) 5 13.6 9.66 335 2.02! 1
649 true ENSGALP00000042834 no description available 35.8 6.6 5 263.8 (M:263.8) 6 15.2 9.04 359 3.05 3 123.95
650 true ENSGALP00000040638 no description available 164.1 6.1 1 223.3 (M:223.3) 8 5.8 9.49 418 0.96! 3 28.5
651 true ENSGALP00000040418 no description available 26 6 1 152.6 (M:152.6) 4 9.4 15.46 608 1.17 2 1.7
652 true ENSGALP00000037905 no description available 64.7 6.6 1 104.8 (M:104.8) 2 5.9 7.27 769
653 true ENSGALP00000030678 no description available 68.2 6.5 1 94.0 (M:94.0) 3 3.4 13.84 827 0.69! 1
654 true ENSGALP00000041551 no description available 29.9 5.2 1 46.1 (M:46.1) 1 10 1.6 1067
655 true ENSGALP00000040773 no description available 22.3 4.6 1 37.4 (M:37.4) 1 9.9 7.32 1092 0.66 1
656 true ENSGALP00000008824 non-POU domain containing octamer-binding - CGNC Symbol 4102 54 8.9 1 833.7 (M:833.7) 19 35.3 7.94 69 0.63! 11 59.33
657 true ENSGALP00000023274 non-SMC condensin I complex subunit D2 - CGNC Symbol 50724 157.6 5.5 1 118.1 (M:118.1) 2 2.3 6.52 712 0.35! 1
658 true ENSGALP00000023257 non-SMC condensin I complex subunit G - CGNC Symbol 10729 117.3 5.4 1 124.7 (M:124.7) 2 2.4 15.83 700 0.6 2 88.69
659 true ENSGALP00000007280 NPL4 homolog ubiquitin recognition factor - CGNC Symbol 3388 68.4 5.9 1 126.5 (M:126.5) 4 4.1 15.84 694 0.86 1
660 true ENSGALP00000038618 NSFL1 (p97) cofactor (p47) - CGNC Symbol 50955 36.2 5.2 2 316.4 (M:316.4) 6 18.8 9.09 285 1.08 3 9.82
661 true ENSGALP00000016660 nuclear autoantigenic sperm protein (histone-binding) - CGNC Symbol 7802 80.2 4.4 1 265.4 (M:265.4) 4 7.3 13.41 358 0.58 3 45.92
662 true ENSGALP00000001002 nuclear casein kinase and cyclin-dependent kinase substrate 1 - CGNC Symbol 448 32 5.1 1 48.3 (M:48.3) 1 6.6 12.94 1060
663 true ENSGALP00000011330 nuclear receptor coactivator 5 - CGNC Symbol 5288 81.5 9.6 1 57.1 (M:57.1) 1 1.8 5.77 1014 0.9 1
664 true ENSGALP00000038782 nucleobindin 2 - CGNC Symbol 51883 53.8 5 1 266.4 (M:266.4) 5 8.8 5.84 356 3.22 2 9.46
665 true ENSGALP00000019016 nucleolar protein interacting with the FHA domain of MKI67 - CGNC Symbol 8852 31.4 10.3 1 163.8 (M:163.8) 2 6.5 2.24 561 1.87 1
666 true ENSGALP00000012472 nucleolin - CGNC Symbol 5823 75.4 4.9 2 1354.4 (M:1354.4) 25 21.7 9.13 28 1.23! 14 25.65
667 true ENSGALP00000003431 nucleophosmin (nucleolar phosphoprotein B23 numatrin) - CGNC Symbol 49698 30.3 4.7 1 345.3 (M:345.3) 6 18.9 9.73 262 1.66! 2 18.99
668 true ENSGALP00000005832 nucleoporin 155kDa - CGNC Symbol 2697 154.7 5.8 1 87.0 (M:87.0) 2 1.1 9.75 865 1.08 1
669 true ENSGALP00000019040 nucleoporin 205kDa - CGNC Symbol 8864 228.2 5.7 1 153.6 (M:153.6) 4 1.9 8.51 601 0.86! 3 93.65
670 true ENSGALP00000008128 nucleoporin 210kDa - CGNC Symbol 3777 195.4 6.1 1 271.4 (M:271.4) 8 4.7 6.11 350 0.67! 4 37.66
671 true ENSGALP00000027595 nucleoporin 58kDa - CGNC Symbol 12853 60.5 9.4 1 83.7 (M:83.7) 3 4.2 3.59 884 0.65 1



672 true ENSGALP00000016623 nucleosome assembly protein 1-like 1 - CGNC Symbol 50609 45.3 4.3 1 272.9 (M:272.9) 6 10.2 3.75 348 1.16 3 93.81
673 true ENSGALP00000010387 nucleosome assembly protein 1-like 4 - CGNC Symbol 51885 42.9 4.5 1 311.0 (M:311.0) 7 14.4 8.6 294 0.92! 3 64.55
674 true ENSGALP00000011700 nucleotide binding protein 1 - CGNC Symbol 5471 34.5 5.2 1 51.0 (M:51.0) 1 6.8 6.96 1050
675 true ENSGALP00000001315 nudC nuclear distribution protein - CGNC Symbol 591 39.2 5.3 1 142.9 (M:142.9) 2 4.4 8.11 642 2.37 1

676 true ENSGALP00000041772 nudix (nucleoside diphosphate linked moiety X)-type motif 16-like 1 - CGNC Symbol 20168 33.8 5.7 1 629.0 (M:629.0) 10 28.4 6.49 105 0.74! 6 38.73
677 true ENSGALP00000008699 O-linked N-acetylglucosamine (GlcNAc) transferase - CGNC Symbol 4043 18.5 5.6 1 39.4 (M:39.4) 1 7.2 1.67 1083 0.96 1
678 true ENSGALP00000015171 Obg-like ATPase 1 - CGNC Symbol 7087 44.8 8.1 1 68.4 (M:68.4) 2 5.8 12.18 968
679 true ENSGALP00000037866 ornithine aminotransferase - CGNC Symbol 52788 48.3 7.1 1 107.8 (M:107.8) 2 7.1 12.8 749
680 true ENSGALP00000008163 orosomucoid 1 (ovoglycoprotein) - CGNC Symbol 49217 22.3 5.1 1 193.0 (M:193.0) 4 18.7 10.25 470 1.02! 1
681 true ENSGALP00000041974 OTU deubiquitinase ubiquitin aldehyde binding 1 - CGNC Symbol 58812 38.5 5.8 1 290.3 (M:290.3) 7 14.6 3.77 314 0.9 4 57.52
682 true ENSGALP00000028857 oxoglutarate (alpha-ketoglutarate) dehydrogenase (lipoamide) - CGNC Symbol 52787 115.1 6.6 1 176.4 (M:176.4) 4 3.3 8.58 525 1.86! 1
683 true ENSGALP00000019672 oxysterol binding protein-like 11 - CGNC Symbol 9142 78.7 6.2 2 102.2 (M:102.2) 2 1.4 17.83 786 0.45 2 0.2
684 true ENSGALP00000010358 p21 protein (Cdc42/Rac)-activated kinase 2 - CGNC Symbol 4842 57.5 5.6 2 193.9 (M:193.9) 5 8.4 9.8 468 0.38! 3 66.5
685 true ENSGALP00000042900 PAF1 homolog Paf1/RNA polymerase II complex component - CGNC Symbol 64966 58.9 4.7 1 114.3 (M:114.3) 3 4.6 11.33 726 7.41! 1
686 true ENSGALP00000006259 palmitoyl-protein thioesterase 1 - CGNC Symbol 2887 33.8 7.1 1 85.7 (M:85.7) 1 5.3 7.33 871 3.27 1
687 true ENSGALP00000015753 paraoxonase 2 - CGNC Symbol 49501 39.3 5.2 1 69.1 (M:69.1) 2 5.9 17.16 959 1.24 1
688 true ENSGALP00000035658 paraspeckle component 1 - CGNC Symbol 50884 58.4 6.3 1 286.6 (M:286.6) 9 12.6 4.98 322 0.66! 5 33.21
689 true ENSGALP00000041756 Parkinsonism associated deglycase - HGNC:16369 19.9 6.3 1 137.6 (M:137.6) 4 22.2 9.81 652 0.96 3 29.99
690 true ENSGALP00000007472 PDGFA associated protein 1 - CGNC Symbol 3481 20.6 7.8 1 37.5 (M:37.5) 1 10 0.97 1090
691 true ENSGALP00000023059 PDS5 regulator of cohesion maintenance homolog A (S. cerevisiae) - CGNC Symbol 10643 150 8 1 161.4 (M:161.4) 4 2.7 11.74 570 1.84! 3 11.11
692 true ENSGALP00000027519 PDS5 regulator of cohesion maintenance homolog B (S. cerevisiae) - CGNC Symbol 12819 164.6 8.5 1 126.3 (M:126.3) 3 2.1 8.46 696 0.48! 3 56.4
693 true ENSGALP00000008695 PDZ and LIM domain 1 - CGNC Symbol 4041 35.6 6.8 1 159.2 (M:159.2) 5 15.3 16.46 581 1.15 2 4.71
694 true ENSGALP00000012678 PDZ domain containing ring finger 3 - CGNC Symbol 5913 119.3 5.8 1 75.7 (M:75.7) 3 2.4 8 918 0.28! 1
695 true ENSGALP00000007493 pentatricopeptide repeat domain 1 - CGNC Symbol 3492 83.8 8.6 1 184.0 (M:184.0) 3 2.7 12.3 501 1.71! 1
696 true ENSGALP00000007819 peptidase D - CGNC Symbol 3636 55.3 6.2 1 85.0 (M:85.0) 2 5 10.47 877
697 true ENSGALP00000041690 peptidyl-prolyl cis-trans isomerase A - Refseq NP_001159798 15.9 9 1 1122.0 (M:1122.0) 20 56.5 10.56 44 0.76! 9 99.54
698 true ENSGALP00000003455 peptidylprolyl isomerase B (cyclophilin B) - CGNC Symbol 1580 16.2 9.2 1 424.9 (M:424.9) 8 33.3 7.61 192 2.39! 2 177.39
699 true ENSGALP00000015366 peptidylprolyl isomerase D - CGNC Symbol 7186 40.5 6 1 115.4 (M:115.4) 3 6.5 5.16 721 1.66 1
700 true ENSGALP00000007666 peptidylprolyl isomerase F - CGNC Symbol 52036 21.7 9.2 1 190.8 (M:190.8) 5 27.5 10.7 478 2.00! 1
701 true ENSGALP00000013375 peptidylprolyl isomerase like 3 - CGNC Symbol 6234 18 6.3 1 71.0 (M:71.0) 2 6.8 22.63 948 1.05 1
702 true ENSGALP00000027488 periostin osteoblast specific factor - CGNC Symbol 12805 94.1 8.3 2 362.2 (M:362.2) 8 14.3 6.39 247
703 true ENSGALP00000016629 peroxiredoxin 1 - CGNC Symbol 7794 22.3 8.2 1 715.6 (M:715.6) 12 43.7 10.73 88 0.88! 5 30.15
704 true ENSGALP00000015246 peroxiredoxin 3 - CGNC Symbol 7123 28 8.8 1 285.3 (M:285.3) 6 18.7 10.66 325 1.21 4 50.15
705 true ENSGALP00000026337 peroxiredoxin 4 - CGNC Symbol 12239 32.1 8.6 1 311.5 (M:311.5) 6 20.8 4.35 291 11.64! 1
706 true ENSGALP00000004817 peroxiredoxin 6 - CGNC Symbol 2214 25.1 6 1 288.0 (M:288.0) 8 28.1 10.82 319 1.69 3 61.29
707 true ENSGALP00000004467 peroxisomal biogenesis factor 14 - HGNC:8856 41.6 4.9 1 27.8 (M:27.8) 1 2.4 9.62 1121 0.63 1
708 true ENSGALP00000012605 pescadillo ribosomal biogenesis factor 1 - CGNC Symbol 5881 65 6.3 1 115.1 (M:115.1) 3 3.2 6.37 722 1.56 1
709 true ENSGALP00000011961 phosphatidylethanolamine binding protein 1 - CGNC Symbol 5589 20.9 7 1 229.4 (M:229.4) 6 30.5 4.24 408 0.47! 3 80.16
710 true ENSGALP00000042061 phosphatidylinositol-5-phosphate 4-kinase type II alpha - CGNC Symbol 5959 38.4 5.8 3 275.5 (M:275.5) 6 15.9 9.94 342 0.73! 3 29.9
711 true ENSGALP00000015626 phosphoenolpyruvate carboxykinase 2 (mitochondrial) - CGNC Symbol 49813 28.3 9.2 1 369.2 (M:369.2) 7 28.1 10.4 242 48.79! 1
712 true ENSGALP00000040387 phosphofructokinase liver - CGNC Symbol 55585 84 7.2 1 128.5 (M:128.5) 4 9.1 11.39 688
713 true ENSGALP00000011232 phosphofructokinase platelet - CGNC Symbol 53359 61.2 6.3 1 1007.6 (M:1007.6) 13 20.9 6.15 53 6.02! 3 50.68
714 true ENSGALP00000017926 phosphoglucomutase 1 - CGNC Symbol 8372 66.4 9 1 273.1 (M:273.1) 5 11.1 12.59 347 3.25! 1
715 true ENSGALP00000000666 phosphoglucomutase 2 - CGNC Symbol 52790 67.9 6.9 1 309.0 (M:309.0) 8 10.8 12.3 295 1.72! 4 65.1
716 true ENSGALP00000004417 phosphogluconate dehydrogenase - CGNC Symbol 2017 53.3 6.5 1 204.8 (M:204.8) 6 12.4 6.07 449 0.88! 2 85.85
717 true ENSGALP00000004720 phosphoglycerate dehydrogenase - CGNC Symbol 2161 54.9 8.4 1 385.9 (M:385.9) 7 24.6 10.69 224 2.52! 2 65.51
718 true ENSGALP00000012878 phosphoglycerate kinase 1 - CGNC Symbol 49503 44.6 8.3 1 1365.5 (M:1365.5) 22 37.6 7.83 27 2.48! 10 64.69
719 true ENSGALP00000038677 phosphoglycerate mutase 1 (brain) - CGNC Symbol 53524 23.7 7.1 1 614.1 (M:614.1) 13 45.7 7.53 113 1.14! 6 60.49
720 true ENSGALP00000033594 phosphohistidine phosphatase 1 - CGNC Symbol 14487 13.9 5.7 1 73.7 (M:73.7) 1 15.1 9.33 929
721 true ENSGALP00000002744 phospholipase A2 activating protein - CGNC Symbol 1252 87.2 5.9 1 75.2 (M:75.2) 1 2.9 5.05 920 0.55 1
722 true ENSGALP00000005944 phospholipase C gamma 1 - CGNC Symbol 50935 146.9 5.7 1 145.1 (M:145.1) 4 2.8 13.85 634 0.66 2 77.44
723 true ENSGALP00000007780 phosphopantothenoylcysteine synthetase - CGNC Symbol 66161 35.2 6.6 1 196.5 (M:196.5) 6 19.1 6.49 461 1.92 2 40.68
724 true ENSGALP00000007837 phosphoribosyl pyrophosphate synthetase 1 - CGNC Symbol 51649 35.4 6.4 2 157.5 (M:157.5) 4 12.2 4.8 588 2.57 3 42.49
725 true ENSGALP00000008105 phosphoribosyl pyrophosphate synthetase-associated protein 2 - CGNC Symbol 50275 40.7 6.7 1 145.8 (M:145.8) 4 11.1 6.28 631 1.05! 1

726 true ENSGALP00000022269
phosphoribosylaminoimidazole carboxylase phosphoribosylaminoimidazolesuccinocarboxamide 
synthase - CGNC Symbol 10274 48.1 8.5 1 519.6 (M:519.6) 8 15.4 5.48 146 1.67! 4 125.04

727 true ENSGALP00000035973
phosphoribosylglycinamide formyltransferase phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole synthetase - CGNC Symbol 49260 106.5 7.5 1 371.7 (M:371.7) 7 10.9 8.4 239 0.54! 2 167.77

728 true ENSGALP00000020169 phosphorylase glycogen liver - CGNC Symbol 49139 87.4 5.6 1 465.1 (M:465.1) 12 15.1 11.15 176 2.57! 2 22.59
729 true ENSGALP00000003767 phosphoserine phosphatase - CGNC Symbol 50540 25.1 6 1 106.5 (M:106.5) 2 12.8 6.58 759
730 true ENSGALP00000023443 phytanoyl-CoA 2-hydroxylase - CGNC Symbol 10813 39.1 6.8 1 33.5 (M:33.5) 1 5.4 4.72 1112
731 true ENSGALP00000014828 PIT54 protein precursor - Refseq NP_997063 54.8 4.6 1 207.8 (M:207.8) 2 5.9 7.21 443
732 true ENSGALP00000006763 plakophilin 3 - CGNC Symbol 3132 90.1 9.5 1 81.5 (M:81.5) 1 0.9 18.12 891
733 true ENSGALP00000009526 plastin 3 - CGNC Symbol 4430 70.8 5.5 1 352.4 (M:352.4) 6 6.5 12.9 255 1.47! 2 3.14
734 true ENSGALP00000009354 platelet activating factor acetylhydrolase 1b regulatory subunit 1 - CGNC Symbol 4356 46.6 7 1 284.3 (M:284.3) 5 10.7 16.33 329 1.46! 2 5.73
735 true ENSGALP00000014229 pleckstrin - CGNC Symbol 6647 40.3 8.7 1 76.8 (M:76.8) 1 4 6.33 910
736 true ENSGALP00000015051 pleiotropic regulator 1 - CGNC Symbol 7032 57.1 9 1 168.7 (M:168.7) 2 3.5 5.5 545 1.60! 1
737 true ENSGALP00000015000 poly (ADP-ribose) polymerase 1 - CGNC Symbol 7010 103.7 8.8 2 484.8 (M:484.8) 11 12 9.13 162 1.12! 4 32.62
738 true ENSGALP00000023288 poly(A) binding protein cytoplasmic 1 - CGNC Symbol 54111 63.7 9.6 1 471.9 (M:471.9) 11 15.2 12.77 171 1.17! 6 79.55
739 true ENSGALP00000006555 poly(A) binding protein cytoplasmic 1-like - CGNC Symbol 3026 70.1 9.5 1 226.0 (M:226.0) 5 6.7 14.04 413 1.04 4 71.43
740 true ENSGALP00000006018 poly(A) binding protein cytoplasmic 4 (inducible form) - CGNC Symbol 2781 70.1 9.6 1 304.1 (M:304.1) 9 10.9 12.79 301 1.00! 5 73.77
741 true ENSGALP00000036764 poly(A) polymerase alpha - CGNC Symbol 8431 82.8 6.8 1 50.0 (M:50.0) 2 3.8 4.92 1053 0.81! 1
742 true ENSGALP00000035738 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 38.9 8.5 2 145.3 (M:145.3) 3 12 7.7 632 0.64 2 9.86
743 true ENSGALP00000023027 polyhomeotic homolog 1 (Drosophila) - CGNC Symbol 50717 104.6 9.3 1 51.4 (M:51.4) 1 1.4 17.11 1047 1.19 1
744 true ENSGALP00000042897 polymerase (DNA) delta 2 accessory subunit - CGNC Symbol 63741 47.4 5 1 82.2 (M:82.2) 2 5.8 17.73 888 0.88 1
745 true ENSGALP00000037170 polymerase (RNA) II (DNA directed) polypeptide B 140kDa - CGNC Symbol 8655 133.7 6.5 1 61.8 (M:61.8) 1 0.9 3.05 1001 0.12 1
746 true ENSGALP00000003035 polypyrimidine tract binding protein 1 - CGNC Symbol 1388 60 9.3 1 661.0 (M:661.0) 12 24.3 7.78 99 0.63! 5 22.15
747 true ENSGALP00000039818 pre-mRNA processing factor 3 - CGNC Symbol 52857 77.3 9.5 1 143.4 (M:143.4) 4 4.7 8.76 641 0.56 1
748 true ENSGALP00000003060 pre-mRNA processing factor 38B - CGNC Symbol 1397 64.9 10.6 1 102.2 (M:102.2) 3 5.3 9.52 785 0.49 2 36.12
749 true ENSGALP00000004641 pre-mRNA processing factor 8 - CGNC Symbol 2126 273.5 8.9 1 516.4 (M:516.4) 16 6.6 10.11 148 0.81! 10 45.22
750 true ENSGALP00000022525 pre-mRNA-processing factor 19 - Refseq NP_001034420 40.5 6.3 1 276.7 (M:276.7) 3 8 10.06 339 0.87! 1
751 true ENSGALP00000038260 progesterone receptor membrane component 1 - CGNC Symbol 14133 21.3 4.7 1 61.2 (M:61.2) 1 7.3 3.37 1003
752 true ENSGALP00000016583 progesterone receptor membrane component 2 - CGNC Symbol 7765 21.6 5.2 1 106.7 (M:106.7) 3 11.3 5.98 758 0.73 2 43.5
753 true ENSGALP00000001750 prohibitin - CGNC Symbol 51144 29.9 5.6 2 313.4 (M:313.4) 8 14 12.97 288 2.15 4 30.87
754 true ENSGALP00000023446 prohibitin 2 - CGNC Symbol 10814 30.6 9.8 1 505.5 (M:505.5) 7 24.2 5.18 154 1.2 5 36.77
755 true ENSGALP00000000224 proliferating cell nuclear antigen - CGNC Symbol 92 28.9 4.6 1 318.9 (M:318.9) 10 18.3 6.38 283 0.80! 7 41.09
756 true ENSGALP00000009605 proliferation-associated 2G4 38kDa - CGNC Symbol 4474 38.1 8.1 1 245.0 (M:245.0) 6 12.4 15.64 386 1.00! 3 31.65
757 true ENSGALP00000005607 proline and arginine rich end leucine rich repeat protein - HGNC:9357 42.9 9.1 1 155.1 (M:155.1) 3 9.6 14.92 598 1.22 1
758 true ENSGALP00000011689 prolyl 4-hydroxylase beta polypeptide - CGNC Symbol 5464 55.8 4.8 1 483.7 (M:483.7) 9 15.4 9.89 163 4.15! 4 144.45
759 true ENSGALP00000024803 prolyl endopeptidase - CGNC Symbol 11476 80.8 5.7 1 376.4 (M:376.4) 5 6.8 10.71 234 1.35! 2 10.62
760 true ENSGALP00000007593 prosaposin - CGNC Symbol 49395 57.5 5.1 1 112.5 (M:112.5) 4 8.5 11.78 731 0.94! 1
761 true ENSGALP00000025278 prostaglandin reductase 1 - CGNC Symbol 11711 35.9 8.8 1 167.7 (M:167.7) 3 8.8 11.58 549 0.27 2 501.16
762 true ENSGALP00000017347 proteasome 26S subunit ATPase 1 - CGNC Symbol 8111 47.5 5.8 1 180.3 (M:180.3) 6 13.5 6.62 513 2.03 2 45.84
763 true ENSGALP00000013388 proteasome 26S subunit ATPase 2 - CGNC Symbol 6240 48.6 5.7 1 289.1 (M:289.1) 7 15.9 12.9 317 1.21 4 29.3
764 true ENSGALP00000037708 proteasome 26S subunit ATPase 3 - CGNC Symbol 6143 47.2 5.1 1 177.7 (M:177.7) 5 10 13.85 518 1.16 2 7.59
765 true ENSGALP00000036405 proteasome 26S subunit ATPase 6 - CGNC Symbol 9424 44.1 6.7 2 341.5 (M:341.5) 5 11.1 9.93 265 1.29! 2 5.24
766 true ENSGALP00000039931 proteasome 26S subunit non-ATPase 11 - CGNC Symbol 17043 47.9 6 1 135.7 (M:135.7) 3 4.7 6.42 656 0.77! 1
767 true ENSGALP00000039552 proteasome 26S subunit non-ATPase 13 - CGNC Symbol 51869 42.7 5.4 1 95.1 (M:95.1) 3 5.9 1.56 820 1.53 1
768 true ENSGALP00000010153 proteasome 26S subunit non-ATPase 2 - CGNC Symbol 4727 100 5.1 2 241.8 (M:241.8) 6 4.7 6.01 389 0.88 3 55.63
769 true ENSGALP00000029109 proteasome 26S subunit non-ATPase 3 - CGNC Symbol 15224 53.2 9.1 1 129.0 (M:129.0) 4 5.2 11.1 686 0.95 2 48.71
770 true ENSGALP00000002497 proteasome 26S subunit non-ATPase 5 - CGNC Symbol 1140 55.7 5.2 1 295.9 (M:295.9) 5 10.5 7 308 2.14 1
771 true ENSGALP00000038984 proteasome activator subunit 3 - CGNC Symbol 51153 29.5 5.9 1 93.8 (M:93.8) 3 7.1 3.28 829 1.82 2 11.86
772 true ENSGALP00000000338 proteasome inhibitor subunit 1 - CGNC Symbol 152 29.1 5.2 1 204.8 (M:204.8) 6 22.5 8.12 448 0.88 3 36.05
773 true ENSGALP00000019629 proteasome subunit alpha 3 - CGNC Symbol 9125 28.5 4.9 1 305.3 (M:305.3) 6 22.7 4.3 299 2.51! 3 170.99
774 true ENSGALP00000016334 proteasome subunit alpha 6 - CGNC Symbol 7649 27.7 6.1 1 186.2 (M:186.2) 4 13.7 4.63 493 1.27! 1
775 true ENSGALP00000009681 Proteasome subunit alpha type - UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 4513 29.3 6.1 1 183.5 (M:183.5) 5 13 13.4 502 0.64 2 27
776 true ENSGALP00000000088 proteasome subunit alpha type-5 - Refseq NP_001026578 25.3 4.8 1 294.1 (M:294.1) 5 20.7 17.61 310 1.57! 2 4.43
777 true ENSGALP00000018195 proteasome subunit beta 1 - CGNC Symbol 8487 26 6.4 1 325.1 (M:325.1) 4 14.3 7.76 275 1.35! 2 11.92
778 true ENSGALP00000042988 proteasome subunit beta 2 - HGNC:9539 22.7 6.1 1 217.8 (M:217.8) 5 16.4 11.24 427 1.25 3 12.22
779 true ENSGALP00000002420 proteasome subunit beta 3 - CGNC Symbol 1108 23.1 5.3 1 37.1 (M:37.1) 1 6.8 4.49 1094
780 true ENSGALP00000013574 protein disulfide isomerase family A member 3 - CGNC Symbol 6325 56.1 5.8 1 1502.2 (M:1502.2) 25 34.7 6.45 21 3.72! 12 38.73
781 true ENSGALP00000020268 protein disulfide isomerase family A member 4 - CGNC Symbol 9429 71 5 1 694.1 (M:694.1) 14 16.1 9.05 92 1.09! 6 539.48
782 true ENSGALP00000019087 protein disulfide isomerase family A member 5 - CGNC Symbol 8884 61.1 8.4 1 175.9 (M:175.9) 5 8.1 8.98 526 3.88! 2 105.29
783 true ENSGALP00000026487 protein disulfide isomerase family A member 6 - CGNC Symbol 12314 48.8 5 1 590.8 (M:590.8) 11 21 7.48 123 8.54! 3 24.73
784 true ENSGALP00000006278 protein kinase C alpha - CGNC Symbol 50506 76.8 6.4 1 120.7 (M:120.7) 1 2.5 7.87 705
785 true ENSGALP00000041979 protein kinase cAMP-dependent catalytic beta - CGNC Symbol 66476 39.1 8.7 1 176.9 (M:176.9) 4 5.7 7.84 522 0.91 2 6.06
786 true ENSGALP00000033915 protein kinase cAMP-dependent regulatory type I alpha - CGNC Symbol 3113 43.3 5.3 2 95.6 (M:95.6) 2 3.1 11.47 816 0.92 1
787 true ENSGALP00000011344 protein kinase cAMP-dependent regulatory type II alpha - CGNC Symbol 64276 45.5 4.8 2 65.8 (M:65.8) 1 3.8 5.11 983 2.16! 1
788 true ENSGALP00000039734 Protein LOC105369241 - UniProtKB/TrEMBL A0A0B4J2C8 - CGNC Symbol 51059 104.6 9.4 2 177.2 (M:177.2) 3 2.8 5.53 520 1.89! 1



789 true ENSGALP00000031272 protein phosphatase 1 catalytic subunit beta isozyme - CGNC Symbol 49609 37.2 5.8 1 485.2 (M:485.2) 9 23.5 7.85 161 0.84 5 68.98
790 true ENSGALP00000007265 protein phosphatase 1 catalytic subunit gamma isozyme - CGNC Symbol 50363 37 6.1 1 481.2 (M:481.2) 8 24.1 8.28 165 0.88 5 77.59
791 true ENSGALP00000016789 protein phosphatase 1 regulatory subunit 12A - CGNC Symbol 49610 120.9 5.5 1 83.3 (M:83.3) 1 1.5 4.65 885
792 true ENSGALP00000010423 protein phosphatase 2 catalytic subunit alpha isozyme - CGNC Symbol 4870 35.5 5.3 2 246.3 (M:246.3) 5 16.2 11.9 381 1.17 3 22.84
793 true ENSGALP00000021949 protein phosphatase 6 regulatory subunit 2 - CGNC Symbol 10141 107.2 4.5 1 135.0 (M:135.0) 2 1.9 11.48 661 0.32 1
794 true ENSGALP00000002238 protein PML-like - CGNC Symbol 65465 86.3 5.4 1 90.3 (M:90.3) 2 1.4 10.58 850 1.04 1
795 true ENSGALP00000023439 protein tyrosine phosphatase non-receptor type 6 - CGNC Symbol 10812 68.3 7.9 1 162.3 (M:162.3) 4 8.8 6.6 566 0.72 4 41.09
796 true ENSGALP00000003423 protein tyrosine phosphatase receptor type C - CGNC Symbol 1563 139.3 5.5 1 373.7 (M:373.7) 5 2.7 13.37 236 0.45! 3 28.02
797 true ENSGALP00000042475 purine-rich element binding protein A - CGNC Symbol 15180 27.7 9.1 1 294.7 (M:294.7) 2 9.3 6.37 309 1.77! 1

798 true ENSGALP00000026307
Putative eukaryotic translation initiation factor 2 subunit 3-like protein - UP Q2VIR3 - CGNC Symbol 
50802 51.1 8.5 1 254.9 (M:254.9) 7 15.5 5.14 369 1.06! 3 45.34

799 true ENSGALP00000026076 pyridoxal (pyridoxine vitamin B6) kinase - CGNC Symbol 12115 35.6 6.1 1 75.2 (M:75.2) 2 10.6 7.58 922
800 true ENSGALP00000007055 pyrophosphatase (inorganic) 1 - CGNC Symbol 3275 34 5.7 1 436.0 (M:436.0) 8 21.6 4.84 187 1.85! 2 12.49
801 true ENSGALP00000026457 pyruvate dehydrogenase (lipoamide) alpha 1 - CGNC Symbol 50805 44.4 8.2 1 206.6 (M:206.6) 5 10.8 11.71 446 4.04! 2 21.11
802 true ENSGALP00000011491 pyruvate dehydrogenase (lipoamide) beta - CGNC Symbol 5364 39 6.1 1 195.8 (M:195.8) 5 11.9 6.73 463 1.66 1
803 true ENSGALP00000034108 pyruvate kinase muscle - CGNC Symbol 1412 57.8 8 2 822.7 (M:822.7) 16 24.2 6.02 70 3.21! 9 54.67
804 true ENSGALP00000036002 RAB10 member RAS oncogene family - CGNC Symbol 12382 18.7 8.4 1 83.2 (M:83.2) 2 14 3.73 886 0.88 2 44.48
805 true ENSGALP00000000864 RAB11B member RAS oncogene family - CGNC Symbol 51171 24.5 5.6 1 84.0 (M:84.0) 3 7.3 15.36 882 0.39 1
806 true ENSGALP00000002234 RAB14 member RAS oncogene family - CGNC Symbol 1018 23.9 5.9 1 147.6 (M:147.6) 3 19.5 1.85 624 1.72! 2 20.1
807 true ENSGALP00000024868 RAB2A member RAS oncogene family - CGNC Symbol 49674 23.5 6 1 158.4 (M:158.4) 3 9.4 18.74 584 2.04 2 11.78
808 true ENSGALP00000020074 RAB32 member RAS oncogene family - CGNC Symbol 9345 25 7.1 1 46.2 (M:46.2) 1 5.8 4.82 1066
809 true ENSGALP00000009481 RAB7A member RAS oncogene family - CGNC Symbol 4408 23.5 6.4 1 156.0 (M:156.0) 4 11.6 12.84 595 1.38 2 7.95
810 true ENSGALP00000005505 RAB8B member RAS oncogene family - CGNC Symbol 2544 23.6 9.1 1 123.8 (M:123.8) 3 12.6 7.04 702 1.45 2 45.42
811 true ENSGALP00000025921 RAD21 cohesin complex component - CGNC Symbol 12049 72 4.6 1 99.0 (M:99.0) 3 3.6 11.6 807 0.38! 1
812 true ENSGALP00000043242 RAD23 homolog A (S. cerevisiae) - CGNC Symbol 63890 24 4.2 1 87.6 (M:87.6) 3 24.8 3.4 860 1.58 2 5.59
813 true ENSGALP00000018309 raftlin lipid raft linker 1 - CGNC Symbol 8540 65.6 5.3 1 152.1 (M:152.1) 4 4.2 7.44 610 1.39! 2 15.51
814 true ENSGALP00000035780 RAN binding protein 2 - CGNC Symbol 50838 334.3 5.7 1 148.6 (M:148.6) 3 0.8 9.91 618 0.95! 1
815 true ENSGALP00000000805 RAN binding protein 3 - CGNC Symbol 357 59.6 4.7 1 90.6 (M:90.6) 2 2.2 6.52 846 0.3 1
816 true ENSGALP00000004046 RAN member RAS oncogene family - CGNC Symbol 1850 24.4 7.7 1 332.2 (M:332.2) 6 19.9 7.56 270 0.79! 3 26.07
817 true ENSGALP00000019931 RAP1 GTP-GDP dissociation stimulator 1 - CGNC Symbol 9282 66.1 5.2 1 80.6 (M:80.6) 2 4.6 13.18 896 0.86 1
818 true ENSGALP00000042497 RAR-related orphan receptor C - CGNC Symbol 58847 55.6 9.7 1 85.8 (M:85.8) 3 8.8 2.04 870
819 true ENSGALP00000001221 Ras association domain family member 5 - CGNC Symbol 541 28.9 8.3 1 110.6 (M:110.6) 2 4.3 3.71 735 0.51 1
820 true ENSGALP00000033584 ras homolog family member A - CGNC Symbol 49322 21.8 5.8 2 193.4 (M:193.4) 4 17.1 9.83 469 1.4 3 26.03
821 true ENSGALP00000043362 ras homolog family member G - HGNC:672 22.1 8.4 1 270.4 (M:270.4) 5 23.6 12.25 351 0.97 3 15.29

822 true ENSGALP00000037001
ras-related C3 botulinum toxin substrate 2 (rho family small GTP binding protein Rac2) - CGNC 
Symbol 9462 21.4 8.1 6 508.1 (M:508.1) 11 34.4 11.75 153 0.44! 7 58.46

823 true ENSGALP00000030639 Ras-related protein Rab-6A - UP Q1KME6 23.5 5.4 1 78.3 (M:78.3) 1 5.3 13.8 905
824 true ENSGALP00000016120 Ras-related protein Rap-1b-like protein - CGNC Symbol 50604 20.8 5.6 2 207.1 (M:207.1) 4 12 12.32 444 0.53 2 71.8
825 true ENSGALP00000028747 reactive intermediate imine deaminase A homolog - CGNC Symbol 13608 14.8 8.6 1 185.7 (M:185.7) 2 11.5 3.94 498 8 1
826 true ENSGALP00000000170 receptor for activated C kinase 1 - CGNC Symbol 61 35.1 7.6 1 454.7 (M:454.7) 7 24 6.62 181 1.76! 3 48.64
827 true ENSGALP00000026937 regucalcin - CGNC Symbol 49339 33.2 5.8 1 55.0 (M:55.0) 1 5.7 14.8 1023
828 true ENSGALP00000042317 regulator of chromosome condensation 1 - HGNC:1913 44.5 6.8 1 121.5 (M:121.5) 4 6 10.3 704 0.78 2 17.51
829 true ENSGALP00000039872 regulator of chromosome condensation 2 - CGNC Symbol 287 49.3 8.7 1 291.4 (M:291.4) 6 11.5 7.51 312 0.31! 3 21.83
830 true ENSGALP00000023075 replication factor C subunit 1 - CGNC Symbol 51823 128.4 9.4 1 98.3 (M:98.3) 3 2.8 6.43 809 0.96! 2 10.31
831 true ENSGALP00000027512 replication factor C subunit 3 - CGNC Symbol 12816 40.4 8.4 1 175.7 (M:175.7) 4 12.9 17.18 527 0.70! 2 48.12
832 true ENSGALP00000004840 replication protein A1 - CGNC Symbol 2225 68 8.1 1 135.6 (M:135.6) 4 8.6 10.56 657 0.75! 2 8.8
833 true ENSGALP00000017383 replication protein A3 - CGNC Symbol 8130 13.5 5 1 47.5 (M:47.5) 1 12.4 3.83 1064 0.56 1
834 true ENSGALP00000004476 reticulocalbin 2 - CGNC Symbol 2050 35.7 4.4 1 152.6 (M:152.6) 2 5 6.38 607 1.63 1
835 true ENSGALP00000013180 reticulon 4 - CGNC Symbol 6163 22.3 9.2 2 117.4 (M:117.4) 2 7 20.95 714 1.29 1
836 true ENSGALP00000005565 retinoblastoma binding protein 4 - CGNC Symbol 2572 47.6 4.7 2 605.6 (M:605.6) 12 17.6 11.49 117 0.71! 6 20.04
837 true ENSGALP00000013738 Rho GDP dissociation inhibitor (GDI) alpha - CGNC Symbol 55089 23.2 5 1 410.0 (M:410.0) 9 25.5 6.01 199 0.90! 5 29.36
838 true ENSGALP00000029993 Rho GDP dissociation inhibitor (GDI) beta - CGNC Symbol 8920 23.2 5.1 1 333.5 (M:333.5) 4 21.2 15.15 268 0.41! 1
839 true ENSGALP00000036056 Rho-associated coiled-coil containing protein kinase 1 - CGNC Symbol 11078 158.6 5.7 2 180.1 (M:180.1) 5 2.5 9.14 514 0.93! 2 43.17
840 true ENSGALP00000027981 ribonucleotide reductase catalytic subunit M1 - CGNC Symbol 13036 90 6.8 1 248.4 (M:248.4) 7 6.3 10.76 378 0.57 5 26.94
841 true ENSGALP00000009487 ribophorin I - CGNC Symbol 4413 60.6 6.4 1 372.1 (M:372.1) 7 12.6 9.89 238 1.42 3 84.21
842 true ENSGALP00000006038 ribophorin II - CGNC Symbol 2792 68.8 5.9 1 391.6 (M:391.6) 6 9.5 4.22 218 3.45! 2 15.58
843 true ENSGALP00000004521 ribosomal L1 domain containing 1 - CGNC Symbol 2075 49.6 9.9 1 105.1 (M:105.1) 3 4.7 14.2 765 1.42! 2 17.7
844 true ENSGALP00000004159 ribosomal protein L10a - CGNC Symbol 51119 24.7 9.9 1 189.9 (M:189.9) 4 17.5 4.79 483 2.67! 2 26.75
845 true ENSGALP00000014298 ribosomal protein L12 - CGNC Symbol 50469 17.7 9.5 1 517.0 (M:517.0) 7 43.6 13.02 147 1.50! 3 18.43
846 true ENSGALP00000009960 ribosomal protein L13 - CGNC Symbol 49509 24.4 11.7 1 180.8 (M:180.8) 6 14.2 6.07 510 1.94 3 12.91
847 true ENSGALP00000018765 ribosomal protein L14 - CGNC Symbol 49056 17.3 10.6 1 387.2 (M:387.2) 9 28.1 15.24 221 1.17 5 60.01
848 true ENSGALP00000015964 ribosomal protein L18a - CGNC Symbol 50601 21.2 10.8 1 223.0 (M:223.0) 5 20.7 8.13 420 1.74! 2 31.87
849 true ENSGALP00000001013 ribosomal protein L22 - CGNC Symbol 48966 14.6 9.2 1 113.5 (M:113.5) 3 18.9 15.69 729 1.58 2 60.03
850 true ENSGALP00000002493 ribosomal protein L23 - CGNC Symbol 1138 14.9 10.5 1 273.9 (M:273.9) 3 25 9.37 345 1.60! 1
851 true ENSGALP00000024710 ribosomal protein L24 - CGNC Symbol 50756 17.8 11.4 1 241.3 (M:241.3) 4 19.1 10.82 390 1.22! 2 48.86
852 true ENSGALP00000038957 ribosomal protein L27 - CGNC Symbol 49733 15.8 10.6 1 247.5 (M:247.5) 4 23.5 5.49 380 2.25 2 6.78
853 true ENSGALP00000009552 ribosomal protein L27a - CGNC Symbol 55716 16.8 10.9 1 260.5 (M:260.5) 4 14.2 6.36 364 1.49 2 10.55
854 true ENSGALP00000029968 ribosomal protein L3 - CGNC Symbol 50654 46.1 10.2 1 155.6 (M:155.6) 4 9.4 11.38 596 1.57! 2 49.63
855 true ENSGALP00000013355 ribosomal protein L30 - CGNC Symbol 6224 13.6 9.5 1 104.6 (M:104.6) 2 9.8 2.43 770 1.91 1
856 true ENSGALP00000027030 ribosomal protein L31 - CGNC Symbol 50833 14.7 10.5 1 261.3 (M:261.3) 5 24.2 8.54 363 1.36 3 41.33
857 true ENSGALP00000013710 ribosomal protein L32 - CGNC Symbol 50169 15.9 11.4 1 97.1 (M:97.1) 2 16.3 7.3 813 0.81! 1
858 true ENSGALP00000037906 ribosomal protein L35 - CGNC Symbol 49055 12.9 11 1 109.8 (M:109.8) 2 15.6 6.82 742 0.88! 1
859 true ENSGALP00000012293 ribosomal protein L35a - CGNC Symbol 5744 15.7 11.6 1 39.1 (M:39.1) 1 6.3 10.48 1084 0.85 1
860 true ENSGALP00000000643 ribosomal protein L36 - CGNC Symbol 48965 8.7 11.1 1 128.0 (M:128.0) 3 21.6 14.14 690 1.98! 1
861 true ENSGALP00000018679 ribosomal protein L37a - CGNC Symbol 55686 10.1 10.4 1 53.4 (M:53.4) 2 8.8 2.53 1033 2.84 1
862 true ENSGALP00000002218 ribosomal protein L38 - CGNC Symbol 1012 8.3 10.1 1 70.0 (M:70.0) 2 16.7 13.22 956 1.43 2 42.96
863 true ENSGALP00000012481 ribosomal protein L4 - CGNC Symbol 5828 46.7 11.1 1 416.6 (M:416.6) 9 17.1 8.07 196 1.44! 4 69.01
864 true ENSGALP00000009511 ribosomal protein L5 - CGNC Symbol 4424 33.9 9.7 1 418.3 (M:418.3) 8 20.6 10.69 195 1.09! 5 79.48
865 true ENSGALP00000007680 ribosomal protein L6 - CGNC Symbol 48978 33.9 10.7 1 522.5 (M:522.5) 12 26.2 4.47 144 1.04! 7 91.79
866 true ENSGALP00000038463 ribosomal protein L7a - CGNC Symbol 50454 29.8 10.5 1 357.5 (M:357.5) 4 12.5 7.92 251 1.39! 2 15.76
867 true ENSGALP00000026126 ribosomal protein L8 - CGNC Symbol 12137 28 11 1 113.9 (M:113.9) 5 25.3 9.11 727 0.95! 3 46.19
868 true ENSGALP00000011717 ribosomal protein large P0 - CGNC Symbol 49505 34.6 6.5 1 473.7 (M:473.7) 10 16.4 8.03 168 1.56! 6 48.31
869 true ENSGALP00000026015 ribosomal protein large P1 - CGNC Symbol 49724 11.5 4.1 1 132.6 (M:132.6) 2 14 10.7 668 0.22 1
870 true ENSGALP00000023089 ribosomal protein large P2 - CGNC Symbol 10655 14.2 4.7 1 69.1 (M:69.1) 1 9.7 1.18 961 1.67 1
871 true ENSGALP00000004437 ribosomal protein S10 - CGNC Symbol 51122 18.9 10.2 1 402.1 (M:402.1) 6 23 2.59 210 0.9 3 89.85
872 true ENSGALP00000009821 ribosomal protein S13 - CGNC Symbol 49921 17.2 10.5 1 286.8 (M:286.8) 5 24.5 7.58 321 2.33 3 46.67
873 true ENSGALP00000007287 ribosomal protein S14 - CGNC Symbol 3393 16.3 10.1 1 403.5 (M:403.5) 6 29.1 9.26 209 2.28! 2 11.58
874 true ENSGALP00000024468 ribosomal protein S15 - CGNC Symbol 11306 16.9 10.4 1 95.4 (M:95.4) 2 8.3 0.72 818 2.16 1
875 true ENSGALP00000010942 ribosomal protein S15a - CGNC Symbol 5109 17.3 9.8 1 166.7 (M:166.7) 4 19.1 13.03 552 1.22! 2 2.27
876 true ENSGALP00000041159 ribosomal protein S16 - HGNC:10396 16.4 10.2 1 636.2 (M:636.2) 14 46.6 8.04 104 1.34! 8 60.4
877 true ENSGALP00000008802 ribosomal protein S2 - CGNC Symbol 50281 30.7 10.3 1 206.8 (M:206.8) 5 19.2 11.52 445 1.96! 3 25.28
878 true ENSGALP00000023266 ribosomal protein S20 - HGNC:10405 13.6 9.9 1 45.5 (M:45.5) 1 5.8 8.59 1069
879 true ENSGALP00000033411 ribosomal protein S21 - HGNC:10409 9.1 8.7 1 203.2 (M:203.2) 4 41 11.47 455
880 true ENSGALP00000025130 ribosomal protein S23 - HGNC:10410 15.8 10.5 1 404.8 (M:404.8) 7 39.9 8.15 206 2.05! 4 139.55
881 true ENSGALP00000007763 ribosomal protein S24 - CGNC Symbol 3616 15.6 10.8 1 34.5 (M:34.5) 1 8.1 2.51 1105
882 true ENSGALP00000012462 ribosomal protein S25 - HGNC:10413 13.7 10.1 1 34.7 (M:34.7) 1 8 10.7 1104
883 true ENSGALP00000013174 ribosomal protein S27a - CGNC Symbol 49483 18 9.7 2 1089.7 (M:1089.7) 18 62.2 7.14 45 1.01! 9 96.64
884 true ENSGALP00000040484 ribosomal protein S28 - CGNC Symbol 54861 7.8 10.7 1 86.7 (M:86.7) 2 17.4 8.02 866 1.82 1
885 true ENSGALP00000027953 ribosomal protein S3 - CGNC Symbol 13020 26.7 9.7 1 643.5 (M:643.5) 14 44 9.21 103 1.59! 6 58.94
886 true ENSGALP00000016361 ribosomal protein S3A - CGNC Symbol 51748 29.8 9.7 1 611.8 (M:611.8) 11 29.2 7.43 116 1.26! 6 46.95
887 true ENSGALP00000007705 ribosomal protein S4 X-linked - CGNC Symbol 49597 29.4 10.2 1 625.7 (M:625.7) 12 30.5 12.61 107 1.15! 4 72.69
888 true ENSGALP00000024283 ribosomal protein S6 - CGNC Symbol 49670 33.9 11.1 1 191.5 (M:191.5) 4 10.7 9.53 476 1.86 1
889 true ENSGALP00000016447 ribosomal protein S8 - CGNC Symbol 52222 24.2 10.3 1 456.0 (M:456.0) 9 27.9 3.97 179 1.56! 4 8.13
890 true ENSGALP00000019469 ribosomal protein SA - CGNC Symbol 49202 33 4.8 1 776.3 (M:776.3) 11 31.4 4.26 81 1.44! 7 58.16
891 true ENSGALP00000012282 ribosomal RNA processing 12 homolog - CGNC Symbol 5736 143.6 8.5 1 72.0 (M:72.0) 1 1.7 0.96 940

892 true ENSGALP00000002168
ribosomal RNA processing 9 small subunit (SSU) processome component homolog (yeast) - CGNC 
Symbol 978 52.5 8.6 1 68.1 (M:68.1) 3 8.5 12.96 969

893 true ENSGALP00000015257 ribosome binding protein 1 - CGNC Symbol 6587 111.9 5.3 1 172.6 (M:172.6) 6 9 11.73 533 1.09! 1
894 true ENSGALP00000020561 RNA 2' 3'-cyclic phosphate and 5'-OH ligase - CGNC Symbol 9570 55.2 6.8 1 86.0 (M:86.0) 3 5 6.63 869 1.7 2 33.97
895 true ENSGALP00000025629 RNA binding motif protein 12B - CGNC Symbol 51213 78.8 9.1 1 114.3 (M:114.3) 3 3.7 11.59 725 0.58! 1
896 true ENSGALP00000021838 RNA binding motif protein 14 - HGNC:14219 58.4 9.6 1 183.4 (M:183.4) 5 14.1 10.81 504 0.61! 3 89.04
897 true ENSGALP00000007237 RNA binding motif protein 22 - CGNC Symbol 3366 46.7 8.8 1 85.7 (M:85.7) 3 6.7 16.77 872 1.62 2 71.69
898 true ENSGALP00000007358 RNA binding motif protein 5 - CGNC Symbol 3423 92.3 5.8 1 88.8 (M:88.8) 1 1.8 9.58 855 1.15! 1
899 true ENSGALP00000010414 RNA binding motif protein X-linked - CGNC Symbol 51674 41.5 10.1 1 328.0 (M:328.0) 7 11.2 9.46 274 0.34! 3 19.43
900 true ENSGALP00000015093 RNA binding protein S1 serine-rich domain - CGNC Symbol 7058 31.7 11.9 1 137.1 (M:137.1) 3 9.5 13.97 653 1.42 2 17.62
901 true ENSGALP00000025762 runt-related transcription factor 1 - CGNC Symbol 49673 51.1 9.3 1 114.6 (M:114.6) 2 7.6 15.64 724
902 true ENSGALP00000040890 Sad1 and UNC84 domain containing 2 - CGNC Symbol 50656 77.4 6.5 1 148.1 (M:148.1) 5 5.2 14.66 619 1.03 3 120.72
903 true ENSGALP00000039758 SAM and SH3 domain containing 3 - CGNC Symbol 2900 41.6 5.1 1 87.3 (M:87.3) 2 8.1 8.46 861 0.4 2 35.79
904 true ENSGALP00000022917 SAMM50 sorting and assembly machinery component - CGNC Symbol 10580 52.2 6 1 69.0 (M:69.0) 2 4.7 15.82 962 2.12 1
905 true ENSGALP00000004490 sarcosine dehydrogenase - CGNC Symbol 2060 101 6.4 1 105.5 (M:105.5) 2 4.3 15.31 763



906 true ENSGALP00000018340 SATB homeobox 1 - CGNC Symbol 8550 84.9 6.1 2 245.5 (M:245.5) 4 7.7 11.08 384
907 true ENSGALP00000003011 scaffold attachment factor B2 - CGNC Symbol 52976 105.6 5.5 1 70.4 (M:70.4) 1 3 3.67 955
908 true ENSGALP00000018715 scavenger receptor class B member 2 - CGNC Symbol 8738 53.9 5.4 1 54.2 (M:54.2) 1 3.7 9.94 1029
909 true ENSGALP00000017495 scinderin - CGNC Symbol 8188 80.5 5.5 1 488.8 (M:488.8) 7 10.9 10.54 159 0.69! 4 40.07
910 true ENSGALP00000013700 SEC13 homolog nuclear pore and COPII coat complex component - CGNC Symbol 6381 35.2 5.1 1 153.4 (M:153.4) 3 11.6 1.21 602 1.5 1
911 true ENSGALP00000041744 SEC22 homolog B vesicle trafficking protein - CGNC Symbol 52179 24.7 8.9 1 112.1 (M:112.1) 4 19.1 6.03 732 0.90! 2 1
912 true ENSGALP00000016481 Sec23 homolog A (S. cerevisiae) - CGNC Symbol 7715 86.1 6.5 1 147.6 (M:147.6) 4 6.8 12.28 623 1.06! 3 78.26
913 true ENSGALP00000008311 SEC24 family member C - CGNC Symbol 3857 121.6 6.4 1 171.8 (M:171.8) 4 2.8 11.42 536 1.43 2 5.94
914 true ENSGALP00000018179 SEC31 homolog A (S. cerevisiae) - CGNC Symbol 8479 133.2 5.9 2 209.4 (M:209.4) 4 2.3 13.63 441 2.39 2 13.69
915 true ENSGALP00000021367 Sec61 translocon gamma subunit - CGNC Symbol 9909 7.7 10 1 91.8 (M:91.8) 1 17.6 12.72 841
916 true ENSGALP00000018689 septin 11 - CGNC Symbol 8720 50.6 6.4 1 103.0 (M:103.0) 3 7 8.57 784 0.67 1
917 true ENSGALP00000009314 septin 2 - CGNC Symbol 4335 41.6 5.9 2 377.2 (M:377.2) 8 22.1 8.57 232 0.65! 4 12.96
918 true ENSGALP00000029589 septin 6 - CGNC Symbol 51720 48.6 6.5 1 436.9 (M:436.9) 6 12.4 7.84 186 0.54 3 20.29
919 true ENSGALP00000019801 septin 7 - CGNC Symbol 51333 48.4 8.8 1 384.9 (M:384.9) 7 12.8 7.89 226 0.96! 2 3.94
920 true ENSGALP00000002525 septin 9 - CGNC Symbol 50494 65.5 8.4 1 252.7 (M:252.7) 6 6.7 8.8 374 0.38 4 21.45
921 true ENSGALP00000009486 sequestosome 1 - CGNC Symbol 4412 49.7 4.8 1 66.3 (M:66.3) 1 4.4 15.15 979
922 true ENSGALP00000001957 serine and arginine repetitive matrix 1 - CGNC Symbol 876 100.8 11.8 1 39.9 (M:39.9) 1 1.5 15.83 1081 0.17 1
923 true ENSGALP00000008079 serine hydroxymethyltransferase 1 (soluble) - CGNC Symbol 3751 58.2 8.8 1 235.3 (M:235.3) 2 5.8 7.34 397
924 true ENSGALP00000038262 serine/arginine-rich splicing factor 1 - Refseq NP_001107213 20.7 11 2 276.3 (M:276.3) 6 16.3 10.43 340 0.94! 3 5.72
925 true ENSGALP00000027988 Serine/arginine-rich splicing factor 2 - UP P30352 25.5 11.9 1 162.3 (M:162.3) 5 13.6 12.7 565 0.56 3 29.54
926 true ENSGALP00000000734 serine/arginine-rich splicing factor 3 - CGNC Symbol 329 19.3 11.6 2 180.6 (M:180.6) 5 21.3 11.4 511 0.65! 2 27.8
927 true ENSGALP00000001460 serine/arginine-rich splicing factor 6 - CGNC Symbol 657 40.4 11.6 1 150.6 (M:150.6) 6 9.5 2.82 615 0.61 4 50.33
928 true ENSGALP00000022386 serine/arginine-rich splicing factor 7 - CGNC Symbol 52729 26 11.8 3 206.3 (M:206.3) 5 14.3 5.07 447 0.89 3 38.49
929 true ENSGALP00000021343 serine/threonine kinase receptor associated protein - CGNC Symbol 9899 38.1 5 1 251.1 (M:251.1) 4 14.3 4.79 376 2.02! 1
930 true ENSGALP00000020954 serpin peptidase inhibitor clade B (ovalbumin) member 1 - CGNC Symbol 13903 43.1 5.4 1 76.3 (M:76.3) 3 5 7.25 915 1.47 1
931 true ENSGALP00000020960 serpin peptidase inhibitor clade B (ovalbumin) member 10 - CGNC Symbol 49439 47.4 9.4 1 181.9 (M:181.9) 2 7.6 3.86 507 0.16 1
932 true ENSGALP00000020953 serpin peptidase inhibitor clade B (ovalbumin) member 6 - CGNC Symbol 51364 43.1 5.2 1 110.6 (M:110.6) 3 4.7 10.71 736 0.91 2 2.3

933 true ENSGALP00000018265
serpin peptidase inhibitor clade H (heat shock protein 47) member 1 (collagen binding protein 1) - 
CGNC Symbol 8518 45.7 8.7 1 199.9 (M:199.9) 4 12.3 10.41 459 2.87! 1

934 true ENSGALP00000018295 SERPINE1 mRNA binding protein 1 - CGNC Symbol 8530 33 7.3 1 234.0 (M:234.0) 5 7.4 14.89 400 1.13 2 15.74
935 true ENSGALP00000042163 seryl-tRNA synthetase - CGNC Symbol 332 53.1 6 1 345.2 (M:345.2) 8 9.8 3.95 263 2.43 4 8.16
936 true ENSGALP00000020310 SET binding factor 1 - CGNC Symbol 9447 200.1 7 1 98.0 (M:98.0) 3 2.6 17.44 811 1.12! 1
937 true ENSGALP00000007476 SET nuclear oncogene - CGNC Symbol 3483 32.1 4.1 1 378.0 (M:378.0) 6 15.2 10.59 231 0.94 3 37.29
938 true ENSGALP00000035717 SGT1 homolog MIS12 kinetochore complex assembly cochaperone - CGNC Symbol 12721 37.2 5.5 2 350.3 (M:350.3) 8 20.5 7.9 256 0.83 3 15.86
939 true ENSGALP00000013748 SH2 domain containing 1A - CGNC Symbol 65191 13.9 9.4 1 114.7 (M:114.7) 3 10.2 8.28 723
940 true ENSGALP00000011095 SHC (Src homology 2 domain containing) transforming protein 1 - CGNC Symbol 5182 65.4 6.4 2 160.8 (M:160.8) 3 5.8 17.73 573 0.52 2 12.21
941 true ENSGALP00000042647 short chain dehydrogenase/reductase family 9C member 7 - HGNC:29958 34.8 9.1 1 39.9 (M:39.9) 1 3.2 2.85 1080 1.66 1
942 true ENSGALP00000016308 signal recognition particle 54kDa - CGNC Symbol 16066 56.2 8.7 1 103.1 (M:103.1) 2 5.5 16.76 783
943 true ENSGALP00000012376 signal transducer and activator of transcription 1 91kDa - CGNC Symbol 52118 86.4 7.8 1 159.4 (M:159.4) 5 4.1 8.1 579 1.16! 2 8.17
944 true ENSGALP00000005182 signal transducer and activator of transcription 5B - CGNC Symbol 49373 90 5.9 1 158.2 (M:158.2) 5 4.7 15.14 586 0.63 3 23.24
945 true ENSGALP00000042430 signal transducer and activator of transcription 6 - CGNC Symbol 63933 26.9 7.8 1 38.2 (M:38.2) 1 6.4 2.44 1085
946 true ENSGALP00000015735 Sjogren syndrome antigen B - CGNC Symbol 7359 46.3 8.3 1 225.2 (M:225.2) 6 12.1 8.02 414 1.38! 4 49.26
947 true ENSGALP00000012367 SLC9A3 regulator 1 - CGNC Symbol 51624 35.9 5.8 1 259.2 (M:259.2) 6 19.2 9.82 366 0.73! 2 3.2
948 true ENSGALP00000012765 SMAD family member 3 - CGNC Symbol 5954 48.2 6.7 3 54.2 (M:54.2) 1 2.8 5.13 1028 1.3 1

949 true ENSGALP00000022734 small glutamine-rich tetratricopeptide repeat-containing protein alpha - Refseq NP_001026550 33.7 4.7 1 233.0 (M:233.0) 4 10.5 4.33 403 0.77 2 46.45
950 true ENSGALP00000010633 small nuclear ribonucleoprotein D3 polypeptide - CGNC Symbol 4974 13.9 10.3 1 615.4 (M:615.4) 9 47.6 9.31 110 0.69 5 34.94
951 true ENSGALP00000011598 small nuclear ribonucleoprotein polypeptide A' - CGNC Symbol 50006 28.4 8.8 1 187.9 (M:187.9) 5 23.9 11.43 488 1.11! 3 45.32
952 true ENSGALP00000000189 small nuclear ribonucleoprotein polypeptide E - CGNC Symbol 49689 10.8 9.5 1 86.1 (M:86.1) 2 12 8.99 868 0.28 1
953 true ENSGALP00000011718 small nuclear ribonucleoprotein polypeptides B and B1 - CGNC Symbol 49251 47.3 11.7 1 168.8 (M:168.8) 5 6.3 16.51 544 0.61 4 50.8
954 true ENSGALP00000040424 small nuclear ribonucleoprotein U5 subunit 40 - CGNC Symbol 381 41.3 8.3 1 88.6 (M:88.6) 3 17.1 13.18 856 0.98! 1
955 true ENSGALP00000013729 small ubiquitin-like modifier 1 - CGNC Symbol 48961 11.5 5.3 1 48.4 (M:48.4) 1 11.9 13.53 1059 1.96 1
956 true ENSGALP00000012928 SMT3 suppressor of mif two 3 homolog 2 (S. cerevisiae) - CGNC Symbol 55792 10.9 5.3 2 117.8 (M:117.8) 3 20 13.28 713 0.62 1
957 true ENSGALP00000019435 SNU13 homolog small nuclear ribonucleoprotein (U4/U6.U5) - CGNC Symbol 9043 14.1 8.4 1 379.2 (M:379.2) 5 30.5 10.95 230 0.62! 3 62.35
958 true ENSGALP00000017080 SNW domain containing 1 - CGNC Symbol 7983 61.8 9.5 1 78.9 (M:78.9) 1 4.1 6.78 901
959 true ENSGALP00000030644 sodium channel voltage-gated type V alpha subunit - CGNC Symbol 49568 216.9 5.5 6 185.6 (M:185.6) 5 1.3 16.27 499 0.61! 1
960 true ENSGALP00000015817 solute carrier family 25 (aspartate/glutamate carrier) member 13 - CGNC Symbol 7395 70.4 8.8 3 282.1 (M:282.1) 9 12.9 11.35 331 0.70! 3 97

961 true ENSGALP00000017250
solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 4 - CGNC 
Symbol 51774 32.9 9.7 1 525.0 (M:525.0) 8 18.1 13.74 142 0.97 5 52.48

962 true ENSGALP00000035815
solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 6 - CGNC 
Symbol 49032 29.1 9.7 2 496.5 (M:496.5) 8 19.8 9.68 157 1.4 7 100.95

963 true ENSGALP00000002996 solute carrier family 25 (mitochondrial carrier phosphate carrier) member 24 - CGNC Symbol 1369 51.9 8.7 1 110.0 (M:110.0) 2 6.4 17.23 740 0.94 1
964 true ENSGALP00000018750 solute carrier family 25 member 3 - CGNC Symbol 8748 40 9.4 1 524.1 (M:524.1) 13 20.9 5.27 143 1.26! 6 54.56
965 true ENSGALP00000003637 sorbitol dehydrogenase - CGNC Symbol 1653 38.1 7.1 1 71.0 (M:71.0) 1 4.8 0.98 950
966 true ENSGALP00000014599 sorcin - CGNC Symbol 51278 21.8 5.4 1 151.1 (M:151.1) 4 20.7 15.85 614 0.77! 2 132.55
967 true ENSGALP00000038979 spectrin alpha non-erythrocytic 1 - CGNC Symbol 3498 285.2 5.2 2 1014.1 (M:1014.1) 22 8 8.62 52 0.96! 11 19.61
968 true ENSGALP00000013240 spectrin beta non-erythrocytic 1 - CGNC Symbol 6184 272.2 5.4 2 455.7 (M:455.7) 11 5 7.89 180 1.41! 6 21.81
969 true ENSGALP00000010409 sphingomyelin phosphodiesterase 4 - CGNC Symbol 4864 96.2 7.7 1 107.1 (M:107.1) 2 1.8 16.26 755 0.92 1
970 true ENSGALP00000012879 splicing factor 3a subunit 1 - CGNC Symbol 6003 88.4 5 1 200.2 (M:200.2) 5 7.6 11.08 458 0.77! 1
971 true ENSGALP00000013029 splicing factor 3b subunit 1 - CGNC Symbol 6082 145.6 6.6 1 297.1 (M:297.1) 7 5.8 9 306 0.69! 4 110.38
972 true ENSGALP00000039265 splicing factor 3b subunit 3 - CGNC Symbol 1817 122.7 5.2 2 320.8 (M:320.8) 9 8.2 9.13 281 1.26! 3 37.49
973 true ENSGALP00000003954 splicing factor proline/glutamine-rich - CGNC Symbol 49487 69.5 9.5 1 965.3 (M:965.3) 20 24.6 9.51 60 0.50! 10 46.38
974 true ENSGALP00000023793 splicing regulatory glutamic acid/lysine-rich protein 1 - CGNC Symbol 10959 77.1 9.9 1 130.4 (M:130.4) 3 3.9 9.95 680 1.06 2 42.12
975 true ENSGALP00000025508 SR-related CTD-associated factor 4 - CGNC Symbol 11826 120.8 9.6 1 91.2 (M:91.2) 2 1.5 7.27 845 0.35 1
976 true ENSGALP00000002235 stathmin 1 - CGNC Symbol 49630 17.1 6.2 2 259.3 (M:259.3) 5 35.1 12.65 365
977 true ENSGALP00000006680 sterol O-acyltransferase 1 - CGNC Symbol 3090 64 9 1 56.8 (M:56.8) 1 3.1 6.73 1015
978 true ENSGALP00000017198 striatin calmodulin binding protein - CGNC Symbol 8034 87.9 5 1 93.5 (M:93.5) 1 2.1 4.93 831 0.78 1
979 true ENSGALP00000027982 stromal interaction molecule 1 - CGNC Symbol 13037 73 7.2 1 132.0 (M:132.0) 3 4.6 8.25 672 2.34 2 24.29
980 true ENSGALP00000013963 structural maintenance of chromosomes 3 - CGNC Symbol 6512 141.5 6.7 1 329.5 (M:329.5) 9 7.6 4.71 273 0.54! 6 27.43
981 true ENSGALP00000024348 structural maintenance of chromosomes protein 5 - Refseq NP_001034424 115.6 7.7 1 162.0 (M:162.0) 3 2.3 14.98 568 0.86! 2 6.03
982 true ENSGALP00000012145 structure specific recognition protein 1 - CGNC Symbol 49844 80 6.4 1 108.2 (M:108.2) 2 3.8 4.89 746 0.7 2 1.38
983 true ENSGALP00000021475 succinate dehydrogenase complex flavoprotein subunit A - CGNC Symbol 49461 72.9 6.8 1 159.3 (M:159.3) 6 13.8 5.65 580 2.24 2 21.14
984 true ENSGALP00000000693 succinate dehydrogenase complex subunit B iron sulfur (Ip) - CGNC Symbol 63429 32.6 9.1 2 191.7 (M:191.7) 3 7.9 7.91 474 2.31 2 26.63
985 true ENSGALP00000027401 succinate-CoA ligase ADP-forming beta subunit - CGNC Symbol 12755 50 6.9 1 76.6 (M:76.6) 2 5 18.32 913 0.62! 1
986 true ENSGALP00000012380 succinate-CoA ligase GDP-forming beta subunit - CGNC Symbol 5776 46.7 6.5 1 104.6 (M:104.6) 4 9.3 10.06 771
987 true ENSGALP00000018372 sulfotransferase family cytosolic 6B member 1-like - CGNC Symbol 51503 36.2 5.9 1 57.2 (M:57.2) 2 5.8 14.95 1013
988 true ENSGALP00000035996 superoxide dismutase 1 soluble - CGNC Symbol 11821 15.7 6.1 1 473.2 (M:473.2) 5 35.1 7.15 169 1.53 3 22.65
989 true ENSGALP00000019039 superoxide dismutase 2 mitochondrial - CGNC Symbol 8863 24.8 8.6 1 249.1 (M:249.1) 4 10.7 11.39 377 2.40! 2 10.22
990 true ENSGALP00000023211 superoxide dismutase 3 extracellular - HGNC:11181 27.3 8.6 1 78.5 (M:78.5) 2 10.6 12.91 904

991 true ENSGALP00000019569
suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein) - CGNC Symbol 
50650 40.2 5.1 1 178.2 (M:178.2) 3 10.5 17.37 517 0.72 1

992 true ENSGALP00000016509
SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 2 - 
CGNC Symbol 7728 176.7 8.2 1 261.9 (M:261.9) 6 4.3 7.27 361 0.44! 3 21.71

993 true ENSGALP00000008082
SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily c member 1 - 
CGNC Symbol 3752 110.5 5.3 1 103.1 (M:103.1) 3 2 11.33 782 0.36 2 28.46

994 true ENSGALP00000025475 synaptotagmin binding cytoplasmic RNA interacting protein - CGNC Symbol 51548 49.7 6.7 1 400.4 (M:400.4) 11 15 9.42 211 0.81! 6 76.08
995 true ENSGALP00000024853 syndecan binding protein (syntenin) - CGNC Symbol 51422 32 7 1 170.1 (M:170.1) 2 3.7 13.77 542 1.81! 1
996 true ENSGALP00000018987 t-complex 1 - CGNC Symbol 8842 60.4 5.6 1 556.0 (M:556.0) 14 16.3 11 131 1.64 7 55.42

997 true ENSGALP00000003199
TAF15 RNA polymerase II TATA box binding protein (TBP)-associated factor 68kDa - CGNC Symbol 
50532 47.8 8.7 2 37.2 (M:37.2) 1 2.7 16.46 1093

998 true ENSGALP00000004013 talin 1 - CGNC Symbol 1830 271.7 5.9 2 1400.6 (M:1400.6) 28 10 10.07 26 0.78! 16 77.37
999 true ENSGALP00000040903 tapasin isoform 2 precursor - Refseq NP_001193540 33.3 8.8 2 139.7 (M:139.7) 2 4.1 1.36 648 1.02 1

1000 true ENSGALP00000004576 TAR DNA binding protein - CGNC Symbol 2099 44.5 6 1 180.0 (M:180.0) 2 4.3 3.81 515 0.41 1
1001 true ENSGALP00000026303 TatD DNase domain containing 1 - CGNC Symbol 12222 33.7 6.1 1 32.7 (M:32.7) 1 7.4 2.96 1114
1002 true ENSGALP00000023427 tetratricopeptide repeat domain 38 - CGNC Symbol 52707 37.7 5.8 1 96.5 (M:96.5) 3 8.4 6.65 814 1.60! 1
1003 true ENSGALP00000019817 TGF-beta activated kinase 1/MAP3K7 binding protein 1 - CGNC Symbol 50652 47.6 6 1 28.7 (M:28.7) 1 2.7 4.69 1119 0.75 1
1004 true ENSGALP00000042374 thimet oligopeptidase 1 - CGNC Symbol 52774 78.3 5.8 1 224.9 (M:224.9) 7 9.2 7.75 415 0.68! 4 16.65
1005 true ENSGALP00000025280 thioredoxin - CGNC Symbol 49804 11.7 5.1 1 209.7 (M:209.7) 5 21 4.18 440 1.41! 3 39.64
1006 true ENSGALP00000043400 thioredoxin domain containing 17 - HGNC:28218 14.2 5.4 1 35.4 (M:35.4) 1 9 9.38 1099
1007 true ENSGALP00000020830 thioredoxin domain containing 5 (endoplasmic reticulum) - CGNC Symbol 51359 46.4 5.7 1 261.4 (M:261.4) 5 9.9 6.3 362 2.02 2 24.04
1008 true ENSGALP00000004651 thioredoxin like 1 - CGNC Symbol 2131 32.3 4.9 1 220.8 (M:220.8) 6 22.8 13.16 421 1.06! 2 7.63
1009 true ENSGALP00000013659 THUMP domain containing 3 - CGNC Symbol 6359 54 6.6 1 90.2 (M:90.2) 3 6.9 11.66 851
1010 true ENSGALP00000002322 thymocyte nuclear protein 1 - CGNC Symbol 1055 28 8.3 1 268.7 (M:268.7) 6 25.2 13.22 352 0.58 5 93.96
1011 true ENSGALP00000037462 thymopoietin - CGNC Symbol 50621 50.1 8.8 1 621.3 (M:621.3) 13 28.5 5 108 0.84 9 84.59
1012 true ENSGALP00000040654 thymosin beta 4 Y-linked - HGNC:11882 5 5 1 358.1 (M:358.1) 8 34.1 14.12 250 1.88 4 43.18
1013 true ENSGALP00000024331 tight junction protein 2 - CGNC Symbol 49456 130.6 6.2 1 67.3 (M:67.3) 1 1 10.6 972
1014 true ENSGALP00000005822 topoisomerase (DNA) I - CGNC Symbol 2691 88.6 9.4 3 345.6 (M:345.6) 9 8.8 9.63 261 1.06 5 54.34
1015 true ENSGALP00000018410 topoisomerase (DNA) II beta 180kDa - CGNC Symbol 8591 183.2 8.5 1 366.7 (M:366.7) 9 5.4 8.23 244 0.75! 6 84.69
1016 true ENSGALP00000012474 trafficking protein particle complex 4 - CGNC Symbol 5825 24.2 6.2 1 58.2 (M:58.2) 2 11.4 1.69 1011 0.59 1



1017 true ENSGALP00000032101 transaldolase - Refseq NP_001026348 37.6 7.1 1 135.3 (M:135.3) 2 7.7 6.03 658 2.14! 1
1018 true ENSGALP00000024609 transcription elongation factor A (SII) 1 - CGNC Symbol 51413 32.4 8.8 1 100.3 (M:100.3) 2 4.5 3.35 797 0.75 1
1019 true ENSGALP00000012163 transcription elongation regulator 1 - CGNC Symbol 5680 109.9 8.6 1 110.3 (M:110.3) 3 3.2 14.06 738
1020 true ENSGALP00000022412 transducin (beta)-like 1 X-linked receptor 1 - CGNC Symbol 52737 51.5 5.2 2 93.4 (M:93.4) 2 3.2 15.13 832 0.87 1
1021 true ENSGALP00000010405 transferrin (ovotransferrin) - CGNC Symbol 49715 77.8 6.8 1 1603.5 (M:1603.5) 19 31.8 6.45 15 1.58! 3 28.01
1022 true ENSGALP00000017856 transformer 2 alpha homolog (Drosophila) - CGNC Symbol 51305 32.4 11.2 1 171.6 (M:171.6) 4 11.6 6.9 538 0.81 2 13.89
1023 true ENSGALP00000042171 transgelin 2 - CGNC Symbol 65718 29 9.6 1 323.2 (M:323.2) 6 12.9 4.1 277 1.15 3 48.24

1024 true ENSGALP00000038435
transglutaminase 2 (C polypeptide protein-glutamine-gamma-glutamyltransferase) - CGNC Symbol 
49801 77.7 4.9 1 780.8 (M:780.8) 11 26.6 5.76 79

1025 true ENSGALP00000008498 transketolase - CGNC Symbol 3953 68.4 7.3 1 1201.0 (M:1201.0) 16 23.6 7.75 38 0.91! 8 19.9
1026 true ENSGALP00000019018 translin - CGNC Symbol 8854 26 6.2 1 166.3 (M:166.3) 4 14.4 13.23 556 0.2 2 15.27
1027 true ENSGALP00000017951 translin-associated factor X - CGNC Symbol 8383 19 7 1 129.4 (M:129.4) 3 16.7 19.32 685 0.44 2 23.44
1028 true ENSGALP00000007945 translocase of inner mitochondrial membrane 8 homolog A (yeast) - CGNC Symbol 3689 12.2 7.9 1 107.6 (M:107.6) 2 10 5.62 754 1.33 1
1029 true ENSGALP00000024624 translocase of outer mitochondrial membrane 70 - CGNC Symbol 11379 72.5 8 1 100.0 (M:100.0) 2 1.7 18.98 801 1.17 1
1030 true ENSGALP00000008171 translocated promoter region nuclear basket protein - CGNC Symbol 3800 243.4 5.2 1 163.1 (M:163.1) 3 1.3 17.95 564 3.86 2 501.59
1031 true ENSGALP00000042322 translocon-associated protein subunit gamma - Refseq NP_001264404 21.2 9.6 1 75.0 (M:75.0) 2 7.5 13.49 924 1.13 1
1032 true ENSGALP00000008863 transmembrane 9 superfamily member 3 - CGNC Symbol 4123 68.2 6.8 1 116.6 (M:116.6) 3 3.6 10.4 716 2.8 1
1033 true ENSGALP00000016780 transmembrane p24 trafficking protein 10 - CGNC Symbol 7851 24.8 7.6 1 34.7 (M:34.7) 1 4.1 13.29 1102
1034 true ENSGALP00000015071 transmembrane protein 63A - CGNC Symbol 7047 91.7 8.2 1 51.0 (M:51.0) 1 1.2 22 1049 1.07! 1
1035 true ENSGALP00000041758 transporter 1 ATP-binding cassette sub-family B (MDR/TAP) - CGNC Symbol 53176 62.8 7.7 1 161.6 (M:161.6) 2 2.4 1.75 569 2.22! 1
1036 true ENSGALP00000024167 transportin 1 - CGNC Symbol 11160 88.5 4.9 1 191.8 (M:191.8) 5 4.2 12.2 473 0.47! 2 140.58
1037 true ENSGALP00000022392 transportin 3 - CGNC Symbol 10345 96.2 5.4 1 81.2 (M:81.2) 1 1.6 14.3 893 1.46 1
1038 true ENSGALP00000023396 triosephosphate isomerase 1 - CGNC Symbol 49803 26.6 6.7 1 1598.6 (M:1598.6) 20 69 12.38 16 1.10! 12 66.8
1039 true ENSGALP00000004962 tripartite motif containing 25 - CGNC Symbol 2279 75.4 8 1 33.6 (M:33.6) 1 1.2 4.04 1111 2.16 1
1040 true ENSGALP00000027194 tripeptidyl peptidase II - CGNC Symbol 12657 144.1 6.1 1 196.2 (M:196.2) 6 2.2 6.08 462 0.90! 2 8.85
1041 true ENSGALP00000022004 tropomyosin 3 - HGNC:12012 35.3 4.9 8 482.1 (M:482.1) 9 14 11.4 164 1.16! 4 42.56
1042 true P00761 Trypsin OS=Sus scrofa PE=1 SV=1 24.4 7 1 116.1 (M:116.1) 2 12.1 2.64 717 0.93! 1
1043 true ENSGALP00000010070 tryptophan hydroxylase 1 - CGNC Symbol 49485 51.1 6.3 2 71.9 (M:71.9) 1 2 0.94 942
1044 true ENSGALP00000037524 tubulin alpha 4a - CGNC Symbol 65758 51 4.9 4 1487.0 (M:1487.0) 24 44.3 6.82 22 0.80! 10 32.09
1045 true ENSGALP00000018454 tubulin alpha 4b - CGNC Symbol 65790 52.2 5.1 1 1283.1 (M:1283.1) 22 41.8 8.81 32 0.90! 11 116.31
1046 true ENSGALP00000036688 tubulin alpha 8a - CGNC Symbol 262 50.1 5 1 687.3 (M:687.3) 11 19.2 9.23 94 0.85! 7 26.2
1047 true ENSGALP00000016978 tubulin alpha-3 chain-like - CGNC Symbol 52325 50 4.9 1 1458.1 (M:1458.1) 20 36 6.77 23 0.88! 9 32.1
1048 true ENSGALP00000012034 tubulin beta 1 class VI - CGNC Symbol 49797 50.1 5 1 601.0 (M:601.0) 14 17.5 8.06 118 1.10! 7 49.3
1049 true ENSGALP00000020884 tubulin beta 2B class IIb - CGNC Symbol 51362 49.9 4.8 2 1627.5 (M:1627.5) 29 44.7 10.2 13 0.97! 14 44.67
1050 true ENSGALP00000013964 tubulin beta 4B class IVb - CGNC Symbol 50466 49.8 4.8 3 1591.9 (M:1591.9) 31 49.4 7.86 17 1.03! 16 44.73
1051 true ENSGALP00000022436 tubulin beta class I - HGNC:20778 43.5 4.8 1 1529.4 (M:1529.4) 30 49.1 9.38 20 0.94! 15 43.79
1052 true ENSGALP00000006933 tubulin folding cofactor A - CGNC Symbol 3204 12.7 5.4 1 92.5 (M:92.5) 2 7.4 3.59 836 0.23! 1
1053 true ENSGALP00000004979 tubulin gamma 1 - CGNC Symbol 51156 48.3 5.6 1 48.6 (M:48.6) 1 3.5 4.55 1058 0.6 1
1054 true ENSGALP00000028353 tubulointerstitial nephritis antigen-like 1 - CGNC Symbol 13133 51.6 6.3 1 37.7 (M:37.7) 1 4.1 9.37 1089
1055 true ENSGALP00000006326 twinfilin actin-binding protein homolog 2 (Drosophila) - CGNC Symbol 50121 39.1 6.1 1 71.0 (M:71.0) 2 6.4 15.21 949 0.51 1

1056 true ENSGALP00000006578
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein beta - CGNC Symbol 
50939 27.9 4.8 1 616.0 (M:616.0) 14 29.9 8.34 109 1.67! 8 88.37

1057 true ENSGALP00000039133
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon - CGNC Symbol 
50550 26.6 4.7 1 593.7 (M:593.7) 11 24.8 7.35 122 1.24! 4 46.23

1058 true ENSGALP00000036122
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein theta - CGNC Symbol 
12303 27.8 4.7 4 892.5 (M:892.5) 17 30.2 8.07 65 1.83! 8 85.33

1059 true ENSGALP00000028746
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein zeta - CGNC Symbol 
52516 27.8 4.7 1 816.0 (M:816.0) 19 42 8.01 71 1.62! 9 81.27

1060 true ENSGALP00000005633 tyrosyl-tRNA synthetase - CGNC Symbol 2601 59.3 6.2 1 185.8 (M:185.8) 7 12.1 9.34 497 1.07! 3 78.38
1061 true ENSGALP00000004104 U2 snRNP-associated SURP domain containing - CGNC Symbol 52256 109.6 8.4 1 128.3 (M:128.3) 3 3.3 16.08 689 0.59 2 48.86
1062 true ENSGALP00000020520 ubiquilin 1 - CGNC Symbol 9551 62.8 5.1 1 395.3 (M:395.3) 6 10.4 7.58 214 1.21 4 30.24
1063 true ENSGALP00000022674 ubiquilin 4 - CGNC Symbol 52757 59.5 5.1 1 131.5 (M:131.5) 3 4.5 8.65 675 1.62 2 12.36
1064 true ENSGALP00000009286 ubiquinol-cytochrome c reductase core protein I - CGNC Symbol 4319 52.7 6.6 1 408.7 (M:408.7) 8 15.5 9.79 201 1.23! 3 12.74
1065 true ENSGALP00000003914 ubiquinol-cytochrome c reductase core protein II - CGNC Symbol 1783 48.5 9 1 293.1 (M:293.1) 6 10.7 4.44 311 1.29 3 63.76
1066 true ENSGALP00000041886 ubiquinol-cytochrome c reductase Rieske iron-sulfur polypeptide 1 - CGNC Symbol 3283 29.4 8.7 1 53.2 (M:53.2) 1 5.5 14.18 1039
1067 true ENSGALP00000039878 ubiquitin associated protein 2-like - CGNC Symbol 17025 116.3 6.6 1 130.0 (M:130.0) 5 6.1 6.88 681 0.8 3 32.16
1068 true ENSGALP00000027305 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) - CGNC Symbol 12703 26.3 4.9 1 158.2 (M:158.2) 5 18.3 3.3 587 0.83 2 66.03
1069 true ENSGALP00000039649 ubiquitin conjugating enzyme E2 G1 - CGNC Symbol 56402 17.8 5 1 61.3 (M:61.3) 2 12.3 8.14 1002 1.29 2 66.24
1070 true ENSGALP00000003058 ubiquitin conjugating enzyme E2 O - CGNC Symbol 1396 140.8 5.1 1 108.0 (M:108.0) 3 2.5 6.1 748 0.83 2 24.43
1071 true ENSGALP00000009085 ubiquitin specific peptidase 10 - CGNC Symbol 4228 85.7 5 1 227.8 (M:227.8) 3 3.1 4.91 409 1.23! 1
1072 true ENSGALP00000023395 ubiquitin specific peptidase 5 (isopeptidase T) - CGNC Symbol 10793 95.7 5 1 373.1 (M:373.1) 7 8.3 10.91 237 0.64! 4 32.9
1073 true ENSGALP00000030005 ubiquitin-conjugating enzyme E2N - CGNC Symbol 50617 16 5.2 1 92.0 (M:92.0) 3 12.7 7.38 840 1.02! 1
1074 true ENSGALP00000003964 ubiquitin-like modifier activating enzyme 7 - CGNC Symbol 1807 108.7 5.4 1 76.6 (M:76.6) 1 1.5 6.34 912 0.64 1
1075 true ENSGALP00000012712 Uncharacterized protein - CGNC Symbol 50405 35.5 8.4 1 42.2 (M:42.2) 1 4.8 20.55 1076
1076 true ENSGALP00000007511 Uncharacterized protein - UniProtKB/TrEMBL F8VP50 - CGNC Symbol 3502 57.3 8.2 1 446.4 (M:446.4) 8 20.2 6.78 185 3.00! 1
1077 true ENSGALP00000030471 Uncharacterized protein - UniProtKB/TrEMBL H3BT36 - CGNC Symbol 13915 25.9 7 1 379.8 (M:379.8) 8 22.6 11.93 229 0.98 4 43.1
1078 true ENSGALP00000025745 Uncharacterized protein - UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 11954 24.5 9.8 1 189.8 (M:189.8) 4 13.8 15.18 484 0.35! 1
1079 true ENSGALP00000010662 Uncharacterized protein - UniProtKB/TrEMBL H7C469 - CGNC Symbol 4989 43.3 5.9 1 306.7 (M:306.7) 7 10.6 9.18 297 1.06! 3 90.92
1080 true ENSGALP00000037994 Uncharacterized protein - UniProtKB/TrEMBL I3L4J1 - CGNC Symbol 66170 49.2 8.4 2 65.4 (M:65.4) 1 2.7 12.12 985 0.99 1
1081 true ENSGALP00000010241 Uncharacterized protein - UniProtKB/TrEMBL V9GY05 - CGNC Symbol 4773 44.8 6.9 1 127.5 (M:127.5) 4 7 3.55 691 1.19 2 3.32
1082 true ENSGALP00000042403 uncharacterized protein LOC424740 - Refseq NP_001026471 33.6 8.4 1 64.0 (M:64.0) 1 4.2 8.44 997 0.52 1
1083 true ENSGALP00000042201 up-regulated during skeletal muscle growth 5 homolog (mouse) - CGNC Symbol 52069 6.7 10.1 1 71.7 (M:71.7) 2 27.1 1.96 944 1.89 1
1084 true ENSGALP00000005090 UPF1 RNA helicase and ATPase - CGNC Symbol 2340 123.1 6.9 1 409.3 (M:409.3) 10 10.4 8.38 200 1.35! 5 36.72
1085 true ENSGALP00000042074 upstream binding transcription factor RNA polymerase I - CGNC Symbol 63361 26.9 9.1 1 35.8 (M:35.8) 1 3.1 5.41 1097 0.33 1
1086 true ENSGALP00000010689 ureidopropionase beta - CGNC Symbol 4998 42.7 5.7 1 63.8 (M:63.8) 2 8.4 6.25 998
1087 true ENSGALP00000019192 uridine monophosphate synthetase - CGNC Symbol 8931 51.9 6.1 1 304.3 (M:304.3) 6 11.7 7.57 300 1.19! 3 24.27
1088 true ENSGALP00000010182 urocanate hydratase 1 - CGNC Symbol 4738 66.4 6 1 95.5 (M:95.5) 2 2.7 2.08 817
1089 true ENSGALP00000017661 USO1 vesicle transport factor - CGNC Symbol 8265 106.1 4.9 1 212.5 (M:212.5) 4 4.6 12.46 436 2.80! 2 3.63
1090 true ENSGALP00000010305 v-crk avian sarcoma virus CT10 oncogene homolog-like - CGNC Symbol 4810 33.7 6.2 1 82.1 (M:82.1) 2 5 10.43 889 0.59 1
1091 true ENSGALP00000018087 vaccinia related kinase 1 - CGNC Symbol 8440 47 9.5 1 220.6 (M:220.6) 4 8 11.09 423 0.37 2 44.56
1092 true ENSGALP00000014939 vaccinia related kinase 3 - CGNC Symbol 14296 50.1 9 1 99.9 (M:99.9) 2 2 8.57 802 0.34 1
1093 true ENSGALP00000003089 valosin containing protein - CGNC Symbol 53073 89.3 5.1 2 788.1 (M:788.1) 21 26.1 9.94 77 1.07! 12 60.3

1094 true ENSGALP00000028374 VAMP (vesicle-associated membrane protein)-associated protein A 33kDa - CGNC Symbol 54859 16.9 9.2 1 73.9 (M:73.9) 2 7.9 7.34 927 0.73 1
1095 true ENSGALP00000004444 vesicle amine transport 1 - CGNC Symbol 2031 41.7 6.2 1 49.0 (M:49.0) 2 6.3 15.59 1056 1.6 1
1096 true ENSGALP00000014107 vimentin - CGNC Symbol 51275 53.2 5.1 5 1251.7 (M:1251.7) 25 41.7 8.11 35 2.61! 10 122.07
1097 true ENSGALP00000008131 vinculin - CGNC Symbol 3778 114.3 5.4 1 192.8 (M:192.8) 6 8.5 7.76 472 0.83! 1
1098 true ENSGALP00000005668 vitronectin - CGNC Symbol 2621 51.6 5.2 1 211.8 (M:211.8) 4 7.9 5.86 438
1099 true ENSGALP00000014737 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) - CGNC Symbol 51726 11.5 6.6 1 75.1 (M:75.1) 2 11.8 14.02 923 0.19 1
1100 true ENSGALP00000007997 voltage-dependent anion channel 2 - CGNC Symbol 49348 30.2 8.6 1 289.1 (M:289.1) 5 19.4 10.91 316 4.39! 4 170.02
1101 true ENSGALP00000009555 VPS29 retromer complex component-like - CGNC Symbol 50383 20.2 6.3 2 64.2 (M:64.2) 2 5 6.05 995 2.51 1
1102 true ENSGALP00000037871 WAS/WASL interacting protein family member 1 - CGNC Symbol 7084 49.9 11.5 1 128.8 (M:128.8) 4 18.2 5.5 687
1103 true ENSGALP00000024078 WD repeat domain 1 - CGNC Symbol 11108 66.5 6.2 1 407.1 (M:407.1) 7 13.3 7.45 202 1.63 3 14.32
1104 true ENSGALP00000013788 WD repeat domain 12 - CGNC Symbol 6423 47.3 5.4 1 43.7 (M:43.7) 1 3.5 4.14 1072
1105 true ENSGALP00000034433 WD repeat domain 18 - CGNC Symbol 14659 47.4 5.6 1 68.6 (M:68.6) 2 1.9 9.09 965 0.42 1
1106 true ENSGALP00000003172 WD repeat domain 33 - CGNC Symbol 1450 136.3 9.3 1 99.4 (M:99.4) 5 3.5 13.41 805 0.53! 2 42.83
1107 true ENSGALP00000004180 WD repeat domain 5 - CGNC Symbol 50449 36.6 8.5 1 140.7 (M:140.7) 2 4.8 5.28 644 0.65! 1
1108 true ENSGALP00000002186 WD repeat domain 77 - CGNC Symbol 991 30.8 5 1 99.8 (M:99.8) 2 4.6 16 803 1.35 1
1109 true ENSGALP00000018083 WD repeat domain 78 - CGNC Symbol 8439 86.5 5.7 1 66.7 (M:66.7) 1 1.3 18.33 976
1110 true ENSGALP00000019161 WW domain binding protein 11 - CGNC Symbol 53212 66.4 5.4 1 100.7 (M:100.7) 2 1.5 5.2 794 0.55 1
1111 true ENSGALP00000019563 X-prolyl aminopeptidase (aminopeptidase P) 3 putative - CGNC Symbol 9095 56.6 7.4 1 34.5 (M:34.5) 1 1.4 21.46 1106
1112 true ENSGALP00000014144 xanthine dehydrogenase - CGNC Symbol 49613 149.4 6.8 1 85.1 (M:85.1) 1 1.1 8.57 876 1.82! 1
1113 true ENSGALP00000038408 Y box binding protein 1 - CGNC Symbol 3598 31.5 10 2 551.0 (M:551.0) 8 31.9 5.11 134 2.02! 2 10.85
1114 true ENSGALP00000028616 Y box binding protein 3 - CGNC Symbol 49776 39.6 9.7 1 135.8 (M:135.8) 2 8.1 16.69 655
1115 true ENSGALP00000024954 YTH domain family protein 3 - Refseq NP_001006391 63.3 9 1 84.2 (M:84.2) 1 2.4 7.94 880 1.69 1
1116 true ENSGALP00000028022 YY1 transcription factor - CGNC Symbol 51971 21.3 9.1 1 88.3 (M:88.3) 2 10.6 10.87 858 0.38 1
1117 true ENSGALP00000002252 zeta-chain (TCR) associated protein kinase 70kDa - CGNC Symbol 1027 69.5 7.2 1 152.8 (M:152.8) 5 10.4 14.92 605
1118 true ENSGALP00000036151 zinc binding alcohol dehydrogenase domain containing 2 - HGNC:28697 33.7 8.5 1 39.5 (M:39.5) 1 2.9 14.57 1082 0.6 1
1119 true ENSGALP00000009853 zinc finger protein 326 - CGNC Symbol 4587 63.5 5.5 1 365.9 (M:365.9) 8 13.4 7.55 245 0.67 4 18.97
1120 true ENSGALP00000026579 zinc finger protein 512 - CGNC Symbol 12362 64.6 10 1 182.5 (M:182.5) 4 11.2 11.35 505 0.39! 2 15.53
1121 true ENSGALP00000004487 zinc finger protein 532 - CGNC Symbol 65658 141.7 8.9 1 69.7 (M:69.7) 1 0.8 3.87 957
1122 true ENSGALP00000002348 zinc finger ZZ-type and EF-hand domain containing 1 - CGNC Symbol 1069 330 5.7 1 160.8 (M:160.8) 2 0.5 9.5 572 0.91! 1



Supptbl40_ProteinTable_DiMinv_WTvsTcells
Row User Flag OK Accession Protein MW [kDa] pI #Alt. Proteins Scores #Peptides SC [%] RMS90 [ppm] Rank Median(SoK) #(SoK) CV [%](SoK)

1 true ENSGALP00000041067 16 kDa beta-galactoside-binding lectin - UP P23668 14.9 4.9 1 53.9 (M:53.9) 1 8.2 3.56 932
2 true ENSGALP00000025600 2 4-dienoyl CoA reductase 1 mitochondrial - CGNC Symbol 11873 35.7 9.5 1 148.3 (M:148.3) 3 6.2 6.22 549 1.15! 1
3 true ENSGALP00000005468 2' 3'-cyclic nucleotide 3' phosphodiesterase - CGNC Symbol 49552 47.2 9.2 1 116.5 (M:116.5) 2 3.3 3.19 654 0.74! 1
4 true ENSGALP00000022266 2'-5'-oligoadenylate synthetase-like - CGNC Symbol 49545 58.4 7.9 2 106.2 (M:106.2) 2 5.6 12.51 696
5 true ENSGALP00000042089 26S proteasome non-ATPase regulatory subunit 4-like - CGNC Symbol 65452 40.5 4.7 2 206.0 (M:206.0) 3 6.1 4.85 397 0.71 2 16.29
6 true ENSGALP00000037772 3'(2') 5'-bisphosphate nucleotidase 1 - CGNC Symbol 7291 32.9 5.6 1 188.7 (M:188.7) 3 11.7 5.05 431 1.38! 1
7 true ENSGALP00000017139 3'-phosphoadenosine 5'-phosphosulfate synthase 1 - CGNC Symbol 8007 70.8 6.3 1 78.7 (M:78.7) 2 1.3 15.01 810 0.97 1
8 true ENSGALP00000023936 3-hydroxy-3-methylglutaryl-CoA synthase 1 (soluble) - CGNC Symbol 49779 57.6 5.5 1 116.6 (M:116.6) 2 4.2 4.11 652
9 true ENSGALP00000004672 3-hydroxy-3-methylglutaryl-CoA synthase 2 (mitochondrial) - CGNC Symbol 2139 55.1 8.5 1 187.1 (M:187.1) 2 3.8 5.31 439

10 true ENSGALP00000023917 3-oxoacid CoA transferase 1 - CGNC Symbol 53012 56.1 8 1 577.9 (M:577.9) 11 19 3.94 116 1.12! 3 20.98
11 true ENSGALP00000035595 40S ribosomal protein S11 - Refseq NP_001026004 18.2 10.4 1 459.8 (M:459.8) 7 36.3 6.34 164 0.83! 3 21.02

12 true ENSGALP00000005643
5-aminoimidazole-4-carboxamide ribonucleotide formyltransferase/IMP cyclohydrolase - CGNC 
Symbol 2606 64.4 8.4 1 468.4 (M:468.4) 10 11.6 6.21 156 0.76! 3 94.55

13 true ENSGALP00000042882 6-phosphofructokinase muscle type - Refseq NP_989554 85.1 8.4 1 106.3 (M:106.3) 3 4 5.68 694 0.47! 1
14 true ENSGALP00000042140 6-phosphogluconolactonase - CGNC Symbol 10027 13.7 6.1 1 205.6 (M:205.6) 4 32.3 3.12 398 0.99! 2 2.57
15 true ENSGALP00000036963 60S ribosomal protein L15 - Refseq NP_001292094 24.1 11.6 1 187.3 (M:187.3) 4 11.3 8.88 438 0.56 2 57.67
16 true ENSGALP00000014761 aarF domain containing kinase 3 - CGNC Symbol 6913 72.4 6.4 1 66.2 (M:66.2) 1 2.2 11.85 875
17 true ENSGALP00000027665 acetyl-CoA acetyltransferase 1 - CGNC Symbol 12890 44.1 9.1 1 426.6 (M:426.6) 6 15.7 3.85 184 1.22! 2 29.22
18 true ENSGALP00000019037 acetyl-CoA acetyltransferase 2 - CGNC Symbol 8861 40.9 7.6 1 133.2 (M:133.2) 2 6.3 8.65 593 0.97 1
19 true ENSGALP00000009408 acetyl-CoA acyltransferase 1 - CGNC Symbol 4375 44.6 9.3 1 125.7 (M:125.7) 2 3.5 3.4 617 0.67 1
20 true ENSGALP00000004375 acetyl-CoA acyltransferase 2 - CGNC Symbol 2003 41.6 8 1 249.6 (M:249.6) 4 8.3 6.87 330 0.99! 2 94.68
21 true ENSGALP00000026345 acid phosphatase 1 soluble - CGNC Symbol 12245 18.2 6.8 1 262.2 (M:262.2) 5 21.5 3.47 311 0.86 2 29.05
22 true ENSGALP00000013053 acidic (leucine-rich) nuclear phosphoprotein 32 family member A - CGNC Symbol 50017 32.2 3.9 1 351.4 (M:351.4) 7 22.1 5.46 230 1.30! 3 42.12
23 true ENSGALP00000002398 acidic (leucine-rich) nuclear phosphoprotein 32 family member B - CGNC Symbol 51177 29.9 3.8 1 211.4 (M:211.4) 4 11.5 9.2 390 0.77! 2 89.05
24 true ENSGALP00000021907 acidic (leucine-rich) nuclear phosphoprotein 32 family member E - CGNC Symbol 52680 28.9 3.7 1 120.2 (M:120.2) 2 7.4 3 634
25 true ENSGALP00000003381 aconitase 1 soluble - CGNC Symbol 48955 98 7 1 173.2 (M:173.2) 3 5.6 4.64 474
26 true ENSGALP00000019468 aconitase 2 - CGNC Symbol 9059 85.6 8 1 809.7 (M:809.7) 15 16.2 4.57 72 0.61! 8 52.27
27 true ENSGALP00000015988 actin alpha cardiac muscle 1 - CGNC Symbol 51944 42 5.2 3 2030.8 (M:2030.8) 33 33.4 4.52 8 0.84! 17 71.7
28 true ENSGALP00000015657 actin beta - CGNC Symbol 49855 41.7 5.3 4 3936.9 (M:3936.9) 51 51.5 4.04 2 1.03! 28 107
29 true ENSGALP00000023523 actin beta-like 2 - CGNC Symbol 52851 42 5.2 1 1826.2 (M:1826.2) 31 31.3 4.23 10 0.86! 17 71.72
30 true ENSGALP00000007466 actin related protein 2/3 complex subunit 1B 41kDa - CGNC Symbol 15421 41 8.6 1 237.2 (M:237.2) 5 16.3 6.06 347 0.85! 2 70.59
31 true ENSGALP00000018652 actin related protein 2/3 complex subunit 2 34kDa - CGNC Symbol 8704 42.5 9.1 2 149.6 (M:149.6) 4 10.5 14.16 542 1.60! 1
32 true ENSGALP00000006046 actin related protein 2/3 complex subunit 3 - CGNC Symbol 2797 21.3 8.8 1 108.9 (M:108.9) 3 9.7 7.41 686 5.35 1
33 true ENSGALP00000010800 actin related protein 2/3 complex subunit 4 20kDa - CGNC Symbol 50145 19.7 8.6 1 411.1 (M:411.1) 8 24.4 6.41 193 1.32! 3 15.56
34 true ENSGALP00000038587 actin related protein 2/3 complex subunit 5 16kDa - CGNC Symbol 14362 11.1 9.6 1 52.1 (M:52.1) 1 11.7 13.29 940
35 true ENSGALP00000038778 actin-like 6A - CGNC Symbol 6893 47.5 5.5 1 301.6 (M:301.6) 7 16.6 4.9 275 2.52! 2 97.77
36 true ENSGALP00000015409 actinin alpha 1 - CGNC Symbol 48956 101.8 5.2 3 674.6 (M:674.6) 16 13 3.92 90 0.85! 7 72.97
37 true ENSGALP00000023085 actinin alpha 4 - CGNC Symbol 49612 71.6 5.7 1 331.6 (M:331.6) 6 6.8 5.9 243 0.54! 2 77.49
38 true ENSGALP00000008056 acyl-CoA dehydrogenase family member 9 - CGNC Symbol 3741 67.8 7.2 1 250.6 (M:250.6) 7 13.6 5.78 328 0.57! 3 69.02
39 true ENSGALP00000004548 acyl-CoA dehydrogenase long chain - CGNC Symbol 2086 47.8 8.3 1 264.7 (M:264.7) 4 9.7 5.29 305 0.29! 3 57.04
40 true ENSGALP00000017274 acyl-CoA synthetase long-chain family member 1 - CGNC Symbol 8071 78.5 8.3 1 166.4 (M:166.4) 3 3.9 1.86 495
41 true ENSGALP00000000924 acyl-CoA thioesterase 7 - CGNC Symbol 50978 43.7 9.1 1 71.6 (M:71.6) 2 7.1 2.73 840 1.40! 1
42 true ENSGALP00000013724 adaptor related protein complex 2 mu 1 subunit - CGNC Symbol 6392 49.4 9.6 1 155.7 (M:155.7) 4 8.5 2.97 520 0.48 1
43 true ENSGALP00000010984 adaptor-related protein complex 2 alpha 2 subunit - CGNC Symbol 51890 108.9 6.1 1 157.0 (M:157.0) 3 3.2 2.63 518 0.77! 2 17.09
44 true ENSGALP00000041532 adenine phosphoribosyltransferase - CGNC Symbol 65844 23.5 9 1 122.4 (M:122.4) 4 17.6 3.94 627 1.41 3 10.26
45 true ENSGALP00000008095 adenosine kinase - CGNC Symbol 3760 38.1 5.8 1 47.5 (M:47.5) 1 4.1 11.57 959
46 true ENSGALP00000003152 adenosylhomocysteinase - CGNC Symbol 1443 74.4 9.4 1 152.9 (M:152.9) 4 5.1 10.18 526 1.16! 2 3.56
47 true ENSGALP00000018050 adenylate kinase 7 - CGNC Symbol 8424 82.7 5 1 51.3 (M:51.3) 1 1.4 16.34 944
48 true ENSGALP00000008336 adhesion regulating molecule 1 - CGNC Symbol 3870 42.2 5 1 126.5 (M:126.5) 3 4.9 2 613 0.56 1
49 true ENSGALP00000038376 ADP ribosylation factor 1 - CGNC Symbol 51247 20.7 6.3 1 159.9 (M:159.9) 3 9.4 2.89 507 1.29! 1
50 true ENSGALP00000028073 ADP ribosylation factor like GTPase 6 interacting protein 5 - CGNC Symbol 13078 21.6 9.5 1 52.5 (M:52.5) 1 4.8 1.06 938
51 true ENSGALP00000003043 alanyl-tRNA synthetase - CGNC Symbol 50043 101.3 5.6 1 135.3 (M:135.3) 3 2.7 10.04 589 0.47 2 17.86
52 true ENSGALP00000019031 albumin - CGNC Symbol 14106 64 5.3 1 1240.7 (M:1240.7) 18 35.9 5.28 39 0.64! 5 244.85
53 true ENSGALP00000031485 alcohol dehydrogenase 6 (class V) - CGNC Symbol 49588 39.2 8.1 2 57.3 (M:57.3) 1 2.4 6.29 907 0.98 1
54 true ENSGALP00000024396 aldehyde dehydrogenase 1 family member A1 - CGNC Symbol 49236 55.8 7.5 1 70.4 (M:70.4) 2 5.1 6.59 854
55 true ENSGALP00000007586 aldehyde dehydrogenase 3 family member A2 - CGNC Symbol 50558 54.1 8.2 1 133.6 (M:133.6) 3 8.6 2.76 592 0.98! 1
56 true ENSGALP00000006026 aldehyde dehydrogenase 4 family member A1 - CGNC Symbol 2784 60.6 8.2 1 117.5 (M:117.5) 2 2.7 7.7 648 0.58! 1
57 true ENSGALP00000016585 aldehyde dehydrogenase 6 family member A1 - CGNC Symbol 7766 58.3 8.5 1 55.4 (M:55.4) 1 3.2 9.33 921 0.85 1
58 true ENSGALP00000013377 aldehyde dehydrogenase 7 family member A1 - CGNC Symbol 6235 58 7 1 203.9 (M:203.9) 3 4.9 11.78 401 1.85 2 210.36
59 true ENSGALP00000005520 aldehyde dehydrogenase 9 family member A1 - CGNC Symbol 2550 57.1 9.3 1 316.7 (M:316.7) 5 12.2 3.79 263
60 true ENSGALP00000016630 aldo-keto reductase family 1 member A1 (aldehyde reductase) - CGNC Symbol 7795 37.1 7.7 1 261.8 (M:261.8) 6 16.5 6.53 313 0.92! 2 22.2
61 true ENSGALP00000040985 aldo-keto reductase family 1 member B1-like (aldose reductase) - CGNC Symbol 50692 35.8 7.1 5 119.8 (M:119.8) 2 7.9 8.6 635 0.99! 1
62 true ENSGALP00000021301 aldo-keto reductase family 1 member B10 (aldose reductase) - CGNC Symbol 50690 36.4 6.7 1 129.4 (M:129.4) 2 4.3 3.79 603 4.01 1

63 true ENSGALP00000006372 aldo-keto reductase family 7 member A2 (aflatoxin aldehyde reductase) - CGNC Symbol 51005 40.9 8.7 1 236.0 (M:236.0) 5 12.5 4.19 351 0.21! 3 55.59
64 true ENSGALP00000025010 aldolase B fructose-bisphosphate - CGNC Symbol 53044 39.3 8.8 1 262.2 (M:262.2) 6 23.6 3.53 310
65 true ENSGALP00000043256 aldolase C fructose-bisphosphate - CGNC Symbol 49343 39.3 6.2 1 1501.8 (M:1501.8) 19 34.6 4.78 20 0.46! 9 107.06
66 true ENSGALP00000000383 alpha-2-macroglobulin-like 4 - CGNC Symbol 65057 163.2 6 1 1555.3 (M:1555.3) 24 16.9 6.65 17 0.85! 6 273.62
67 true ENSGALP00000038912 alpha-D-globin - CGNC Symbol 50309 15.7 7 1 432.9 (M:432.9) 5 34 6.52 181 0.04! 1
68 true ENSGALP00000011696 Aly/REF export factor - CGNC Symbol 5467 27.9 11.4 1 408.7 (M:408.7) 4 10.9 3.29 194 1.77 2 43.67

69 true ENSGALP00000017152 aminoacyl tRNA synthetase complex-interacting multifunctional protein 1 - CGNC Symbol 8013 35.9 8.9 1 211.5 (M:211.5) 3 9.4 0.84 389 1.80! 1
70 true ENSGALP00000042870 aminoacylase 1 - CGNC Symbol 64270 45.9 6 1 118.2 (M:118.2) 3 6.5 7.27 646 0.97! 1
71 true ENSGALP00000022243 aminopeptidase puromycin sensitive - CGNC Symbol 10259 97.2 5.3 1 137.4 (M:137.4) 4 3.1 6.56 582
72 true ENSGALP00000012170 aminopeptidase-like 1 - CGNC Symbol 5683 56.1 6.4 1 248.4 (M:248.4) 9 14.3 5.28 333 0.36! 4 78.66

73 true ENSGALP00000012240
amyloid beta (A4) precursor protein-binding family B member 1 interacting protein - CGNC Symbol 
5719 72.8 5.7 1 168.2 (M:168.2) 4 8.5 9.55 490

74 true ENSGALP00000004186 annexin A11 - CGNC Symbol 52013 52.7 8.6 1 132.5 (M:132.5) 3 3.7 13.48 595 1.98! 2 172.06
75 true ENSGALP00000005971 annexin A2 - CGNC Symbol 49740 38.6 6.9 1 247.6 (M:247.6) 6 20.9 5.44 334 1.39! 2 11.66
76 true ENSGALP00000013359 annexin A4 - CGNC Symbol 57513 36 5.2 1 187.0 (M:187.0) 5 11.6 5.22 440 0.82! 3 72.58
77 true ENSGALP00000019365 annexin A5 - CGNC Symbol 9009 36.2 5.6 1 565.0 (M:565.0) 11 29.6 7.09 122 0.66! 3 33.08
78 true ENSGALP00000006938 annexin A6 - CGNC Symbol 49340 75.2 5.7 2 1208.7 (M:1208.7) 21 21.6 5.17 40 0.93! 9 52.84
79 true ENSGALP00000000236 antigen peptide transporter 2 - Refseq NP_001092827 75.9 6.9 1 142.1 (M:142.1) 2 2.4 3.64 563 0.78 1
80 true ENSGALP00000006298 apolipoprotein H (beta-2-glycoprotein I) - CGNC Symbol 2904 41.1 8.6 1 170.4 (M:170.4) 3 11 8.46 483
81 true ENSGALP00000026316 apolipoprotein O - CGNC Symbol 12230 24.1 9 1 119.6 (M:119.6) 3 15.1 2.25 637 0.83! 1
82 true ENSGALP00000012938 apoptosis inhibitor 5 - CGNC Symbol 16313 57.2 7.7 1 90.8 (M:90.8) 2 3.7 6.42 763 1.17 1
83 true ENSGALP00000041581 arachidonate 5-lipoxygenase-activating protein - Refseq NP_001265073 17.9 8.7 1 55.9 (M:55.9) 1 6.8 4.85 920
84 true ENSGALP00000012007 archain 1 - CGNC Symbol 5606 57 5.8 1 152.7 (M:152.7) 4 8.1 7.32 527 0.30! 2 2.85
85 true ENSGALP00000038774 argininosuccinate synthase 1 - CGNC Symbol 50457 46.9 6.1 1 187.0 (M:187.0) 4 10.1 6.42 441 0.68! 1
86 true ENSGALP00000002862 arginyl-tRNA synthetase - CGNC Symbol 1305 75.4 6.5 1 149.3 (M:149.3) 3 4.2 9.42 544 0.86! 1
87 true ENSGALP00000001786 armadillo repeat containing 8 - CGNC Symbol 52245 75.3 6.2 1 29.8 (M:29.8) 1 1.6 8.46 1011
88 true ENSGALP00000014260 ARP2 actin-related protein 2 homolog (yeast) - CGNC Symbol 49669 43 6.3 1 323.6 (M:323.6) 7 17.5 6.08 255 1.98! 2 80.19
89 true ENSGALP00000019832 ARP3 actin-related protein 3 homolog (yeast) - CGNC Symbol 49080 47.4 5.6 1 426.2 (M:426.2) 10 25.1 4.23 185 0.92! 4 50.62
90 true ENSGALP00000043018 arsA arsenite transporter ATP-binding homolog 1 (bacterial) - CGNC Symbol 63380 26.1 4.6 1 33.3 (M:33.3) 1 3.8 6.23 1004
91 true ENSGALP00000005109 ash2 (absent small or homeotic)-like (Drosophila) - CGNC Symbol 2347 67.1 5.5 1 71.6 (M:71.6) 1 1.8 2.79 841
92 true ENSGALP00000015846 asparagine synthetase (glutamine-hydrolyzing) - CGNC Symbol 7411 64 6.3 1 139.1 (M:139.1) 5 9.3 15.21 575 2.07! 1
93 true ENSGALP00000004871 asparaginyl-tRNA synthetase - CGNC Symbol 2238 64.1 5.7 1 202.7 (M:202.7) 4 5.9 8.16 405 1.18! 1
94 true ENSGALP00000018441 aspartyl aminopeptidase - CGNC Symbol 8600 51.9 6.4 1 81.2 (M:81.2) 3 4.7 9.23 794 0.76! 1
95 true ENSGALP00000020154 aspartyl-tRNA synthetase - CGNC Symbol 9384 57.2 6.1 1 618.2 (M:618.2) 14 21.5 4.79 103 1.42 7 113.14
96 true ENSGALP00000016175 ATP binding cassette subfamily E member 1 - CGNC Symbol 7569 67.3 8.6 1 92.2 (M:92.2) 3 5.3 8.09 759 1.21! 2 65.11
97 true ENSGALP00000039157 ATP citrate lyase - CGNC Symbol 2533 120.1 7.5 1 315.9 (M:315.9) 6 6 3.32 264 0.24! 3 47.99

98 true ENSGALP00000042610 ATP synthase H+ transporting mitochondrial F1 complex delta subunit - CGNC Symbol 56808 7.1 4.1 1 126.5 (M:126.5) 3 42 3.68 612 1.81! 1

99 true ENSGALP00000010899 ATP synthase H+ transporting mitochondrial F1 complex gamma polypeptide 1 - CGNC Symbol 5096 32.7 9.4 1 64.2 (M:64.2) 1 4.1 5.75 884
100 true ENSGALP00000024757 ATP synthase H+ transporting mitochondrial Fo complex subunit E - CGNC Symbol 11448 8.3 7.9 1 89.1 (M:89.1) 2 16.9 5.21 769 1.78 1
101 true ENSGALP00000025356 ATP synthase H+ transporting mitochondrial Fo complex subunit F6 - CGNC Symbol 11749 12.5 9.4 1 176.4 (M:176.4) 3 20.2 7.87 466 0.66! 1
102 true ENSGALP00000038523 ATPase Ca++ transporting cardiac muscle slow twitch 2 - CGNC Symbol 49809 114.7 5.2 1 212.5 (M:212.5) 4 3.1 8.16 387 1.01! 2 19.97
103 true ENSGALP00000002373 ATPase Ca++ transporting ubiquitous - CGNC Symbol 1084 115.3 5.7 1 204.8 (M:204.8) 5 5.2 7.72 400 2.44 1
104 true ENSGALP00000023850 ATPase H+ transporting lysosomal 70kDa V1 subunit A - CGNC Symbol 10976 68.3 5.6 2 78.8 (M:78.8) 2 3.4 12.79 809 1.58! 1
105 true ENSGALP00000024150 ATPase Na+/K+ transporting alpha 1 polypeptide - CGNC Symbol 49857 112 5.4 2 441.9 (M:441.9) 9 9 5.95 170 0.58! 4 95.26
106 true ENSGALP00000024537 ATPase Na+/K+ transporting subunit beta 1 - CGNC Symbol 11333 28.5 5.6 2 46.5 (M:46.5) 1 3.2 0.2 963
107 true ENSGALP00000017873 autophagy related 4C cysteine peptidase - CGNC Symbol 8348 52.5 5.7 1 29.4 (M:29.4) 1 2.4 7.79 1013
108 true ENSGALP00000035925 avian beta-defensin 1 - CGNC Symbol 49508 7.2 9.8 1 30.4 (M:30.4) 1 9.2 5.43 1010
109 true ENSGALP00000030904 avian beta-defensin 2 - CGNC Symbol 49507 7.1 9.4 1 149.1 (M:149.1) 2 35.9 7.51 546
110 true ENSGALP00000003846 avidin - CGNC Symbol 49723 16.8 9.7 1 36.2 (M:36.2) 1 5.3 10.98 991
111 true ENSGALP00000012985 B-cell receptor-associated protein 29 - CGNC Symbol 6061 27.7 9.2 1 171.5 (M:171.5) 4 14 8.9 480
112 true ENSGALP00000039454 beta-2-microglobulin - CGNC Symbol 1542 13 5.8 1 343.2 (M:343.2) 4 26.1 4.39 238 0.89! 2 41.04



113 true ENSGALP00000025948 beta-site APP-cleaving enzyme 2 - CGNC Symbol 12064 51.7 4.8 1 42.0 (M:42.0) 1 2.3 9.34 975
114 true ENSGALP00000007182 betaine--homocysteine S-methyltransferase - CGNC Symbol 50233 45 7.6 1 323.3 (M:323.3) 6 16.8 2.74 256 8.84! 1
115 true ENSGALP00000021253 BH3 interacting domain death agonist - CGNC Symbol 9863 21.7 4.9 1 186.5 (M:186.5) 4 16.6 3.09 443 0.62 2 23.15
116 true ENSGALP00000017672 BMP2 inducible kinase - CGNC Symbol 8272 117 5.6 1 46.4 (M:46.4) 1 1 2.33 964
117 true ENSGALP00000007481 BUD31 homolog - CGNC Symbol 3487 17 9.1 1 48.2 (M:48.2) 2 7.6 3.51 957 1.76 1
118 true ENSGALP00000025299 C-terminal binding protein 1 - CGNC Symbol 11723 46.8 6.2 2 320.3 (M:320.3) 5 11.4 10.27 259 0.73! 1
119 true ENSGALP00000012349 C-terminal binding protein-like - CGNC Symbol 50231 48 6.3 1 184.5 (M:184.5) 5 9.1 11.42 450 3.07! 2 62.24
120 true ENSGALP00000007236 calcyclin binding protein - CGNC Symbol 3365 25.6 8.6 1 134.4 (M:134.4) 4 12.7 9.73 591 3.95! 1
121 true ENSGALP00000016260 calmodulin 2 (phosphorylase kinase delta) - CGNC Symbol 49513 16.7 4.1 2 356.3 (M:356.3) 6 39.9 3.03 223 3.55 3 125.2
122 true ENSGALP00000000860 calmodulin binding transcription activator 1 - CGNC Symbol 378 173.8 7 1 99.0 (M:99.0) 2 1.1 9.47 724 0.27! 2 91.53
123 true ENSGALP00000009549 calnexin - CGNC Symbol 4443 68.3 4.4 1 41.8 (M:41.8) 1 2.7 3.32 976
124 true ENSGALP00000016538 calpain 11 - CGNC Symbol 54348 80.3 4.9 1 192.8 (M:192.8) 5 7 5.98 422 0.57! 2 51.12
125 true ENSGALP00000006222 calreticulin 3 - CGNC Symbol 2868 48 5.2 1 74.8 (M:74.8) 1 3.1 17.46 829
126 true ENSGALP00000006218 CAP adenylate cyclase-associated protein 1 (yeast) - CGNC Symbol 2866 57.6 8.2 1 840.6 (M:840.6) 14 18.4 7.43 68 1.51! 8 77.89
127 true ENSGALP00000006414 capping actin protein of muscle Z-line beta subunit - CGNC Symbol 2959 30.6 5.7 2 488.5 (M:488.5) 11 27.9 3.94 147 2.11! 2 18.17
128 true ENSGALP00000002349 capping protein (actin filament) muscle Z-line alpha 1 - CGNC Symbol 1070 32.9 5.4 1 439.2 (M:439.2) 7 23.8 5.86 173 1.74! 3 60.09
129 true ENSGALP00000015277 capping protein (actin filament) muscle Z-line alpha 2 - CGNC Symbol 7136 32.8 5.5 1 255.6 (M:255.6) 5 17.1 7.64 324 1.89! 3 46.19
130 true ENSGALP00000025525 carbonic anhydrase II - CGNC Symbol 11834 29 6.6 1 62.5 (M:62.5) 1 5 3.39 889
131 true ENSGALP00000009985 casein kinase 2 alpha 1 polypeptide - CGNC Symbol 54315 45.2 7.3 1 52.7 (M:52.7) 1 2.8 4.64 936
132 true ENSGALP00000017288 caspase 3 apoptosis-related cysteine peptidase - CGNC Symbol 8080 31.7 6.5 1 129.8 (M:129.8) 3 6.4 11.67 600 0.99! 1
133 true ENSGALP00000023319 catalase - CGNC Symbol 51998 55.4 7.3 1 54.0 (M:54.0) 1 3.7 1.51 931
134 true ENSGALP00000011843 catenin (cadherin-associated protein) delta 1 - CGNC Symbol 53492 66.6 6.3 1 62.6 (M:62.6) 1 1.8 3.08 888
135 true ENSGALP00000042184 cathelicidin-1 - CGNC Symbol 49912 16.1 8.2 2 100.6 (M:100.6) 2 18.9 3.01 716 1.04! 1
136 true ENSGALP00000030658 cathelicidin-2 - CGNC Symbol 51250 17 8.3 1 114.8 (M:114.8) 2 20.1 3.18 662 0.43! 1
137 true ENSGALP00000035933 cathepsin B - CGNC Symbol 12486 37.6 5.5 1 468.1 (M:468.1) 7 17.6 2.87 157 0.96! 3 238.81
138 true ENSGALP00000027816 cathepsin C - CGNC Symbol 12954 52 7.9 1 233.3 (M:233.3) 5 15.1 5.65 356 1.27! 2 2.95
139 true ENSGALP00000012053 cathepsin Z - CGNC Symbol 5626 33.8 7.5 1 62.8 (M:62.8) 2 7.2 5.55 886 1.23! 1
140 true ENSGALP00000002808 CCCTC-binding factor (zinc finger protein) - CGNC Symbol 49729 84 6.3 1 48.8 (M:48.8) 1 1.6 0.78 954
141 true ENSGALP00000035496 CCHC-type zinc finger nucleic acid binding protein - CGNC Symbol 3717 19 7.8 1 180.2 (M:180.2) 3 16.3 12.15 459 1.02! 1
142 true ENSGALP00000035888 CD2-associated protein - CGNC Symbol 12535 67.7 5.8 3 105.5 (M:105.5) 1 1.5 0.62 700
143 true ENSGALP00000011984 CD3d molecule delta (CD3-TCR complex) - CGNC Symbol 49849 19.5 8.2 1 65.0 (M:65.0) 2 15.9 2.66 881
144 true ENSGALP00000012731 CD44 molecule (Indian blood group) - CGNC Symbol 5938 43.2 5.5 1 156.1 (M:156.1) 5 6.8 7.65 519 1.35 2 86.83
145 true ENSGALP00000024734 CD47 molecule - CGNC Symbol 11437 33.2 8.6 3 116.5 (M:116.5) 2 4.7 4.15 653 0.66 1
146 true ENSGALP00000032097 CD5 molecule - CGNC Symbol 3864 51 8.8 1 151.0 (M:151.0) 4 6.3 11.26 535 1.2 2 23.03
147 true ENSGALP00000034254 cell division cycle 42 - CGNC Symbol 3561 21.3 6.2 1 343.1 (M:343.1) 6 17.3 7.45 239 0.77! 3 80.13
148 true ENSGALP00000035905 cell division cycle 5 like - CGNC Symbol 12520 92.3 7.6 1 97.5 (M:97.5) 2 3.1 12.22 729
149 true ENSGALP00000016196 chaperonin containing TCP1 subunit 2 (beta) - CGNC Symbol 7582 57.4 5.9 1 444.6 (M:444.6) 8 13.5 5.71 169 1.08! 4 9.52
150 true ENSGALP00000014308 chaperonin containing TCP1 subunit 4 - CGNC Symbol 6688 57.7 7.9 1 460.8 (M:460.8) 10 16.2 3.95 162 0.48! 3 18.13
151 true ENSGALP00000021255 chaperonin containing TCP1 subunit 5 - CGNC Symbol 9864 59.7 5.5 1 625.5 (M:625.5) 12 16.5 2.41 101 0.83! 5 157.83
152 true ENSGALP00000003850 chaperonin containing TCP1 subunit 6A (zeta 1) - CGNC Symbol 50541 57.7 6.4 1 466.9 (M:466.9) 10 12.6 8.51 158 0.93! 4 79.31
153 true ENSGALP00000036304 chaperonin containing TCP1 subunit 7 - CGNC Symbol 12022 60 5.8 1 793.2 (M:793.2) 17 24.5 5.81 74 0.96! 8 112.57
154 true ENSGALP00000025461 chaperonin containing TCP1 subunit 8 - CGNC Symbol 11805 59.5 5.4 1 915.5 (M:915.5) 18 26.4 5.14 62 0.81! 6 98.58
155 true ENSGALP00000007523 chloride intracellular channel 2 - CGNC Symbol 51647 28.1 5.4 1 471.9 (M:471.9) 6 33.2 3.03 153 1.14! 2 111.37
156 true ENSGALP00000042967 chondroitin sulfate synthase 1 - HGNC:17198 75.8 8.9 1 56.3 (M:56.3) 2 1.2 20.33 913 0.32 1
157 true ENSGALP00000042891 chromatin target of PRMT1 - HGNC:24511 26.3 12.2 1 151.4 (M:151.4) 2 5.2 2.82 532 1.81! 1
158 true ENSGALP00000029248 chromobox homolog 1 - CGNC Symbol 49096 21.5 4.9 1 226.5 (M:226.5) 3 15.1 5.29 368 0.7 2 92.88
159 true ENSGALP00000017958 chromobox homolog 3 - CGNC Symbol 8386 19.8 5 2 221.6 (M:221.6) 4 20.7 5.03 376 1.13 3 131.13
160 true ENSGALP00000023294 chromodomain helicase DNA binding protein 4 - CGNC Symbol 10176 219 5.6 2 244.9 (M:244.9) 7 3.6 5.47 340 0.80! 1
161 true ENSGALP00000027779 chromosome 1 open reading frame human C11orf54 - Refseq NP_001264206 34.7 6.2 1 202.7 (M:202.7) 5 14.6 13.84 406 0.26! 1
162 true ENSGALP00000019731 chromosome 14 open reading frame 105 - HGNC:20189 34.9 10.2 1 43.0 (M:43.0) 1 2.5 22.88 973 1.82 1
163 true ENSGALP00000002442 chromosome 17 open reading frame 62 - HGNC:28672 21.2 4.8 1 54.0 (M:54.0) 1 7.4 3.8 930
164 true ENSGALP00000042414 chromosome 19 open reading frame 25 - CGNC Symbol 64247 12.6 5.6 1 28.2 (M:28.2) 1 14.2 1.16 1016
165 true ENSGALP00000043136 citrate synthase - CGNC Symbol 64209 42.5 6.5 1 61.0 (M:61.0) 2 5.2 11.53 897
166 true ENSGALP00000008236 clathrin heavy chain (Hc) - CGNC Symbol 49238 189.9 5.5 2 989.1 (M:989.1) 19 9.2 4.54 54 0.57! 9 55.39
167 true ENSGALP00000016173 cleavage and polyadenylation specific factor 6 - CGNC Symbol 13843 59.1 6.9 1 81.5 (M:81.5) 2 5.5 4.51 793 1.98 1
168 true ENSGALP00000022235 CNDP dipeptidase 2 (metallopeptidase M20 family) - CGNC Symbol 13892 53 5.7 1 157.3 (M:157.3) 4 7.4 4.56 516 1.2 2 1.05
169 true ENSGALP00000028283 coactosin-like F-actin binding protein 1 - CGNC Symbol 54450 16.1 5.3 1 188.1 (M:188.1) 6 35.9 4.27 436 0.83! 1
170 true ENSGALP00000020857 coagulation factor XIII A1 polypeptide - CGNC Symbol 49310 83.7 6.2 1 164.3 (M:164.3) 5 6.2 16.43 499 1.38! 1
171 true ENSGALP00000039965 coatomer protein complex subunit alpha - CGNC Symbol 6964 138.4 7.5 1 572.6 (M:572.6) 11 8.7 9.63 119 0.79! 4 26.71
172 true ENSGALP00000009665 coatomer protein complex subunit beta 1 - CGNC Symbol 4506 107.1 5.7 1 344.3 (M:344.3) 7 8.4 9.5 236 0.45! 2 41.64
173 true ENSGALP00000008578 coatomer protein complex subunit beta 2 (beta prime) - CGNC Symbol 3988 103.1 5.1 1 433.5 (M:433.5) 11 9 4.18 180 0.62 7 66.01
174 true ENSGALP00000009420 coatomer protein complex subunit gamma 1 - CGNC Symbol 4382 97.5 5.3 1 185.5 (M:185.5) 4 2.6 8.04 446 0.45! 2 1.71
175 true ENSGALP00000043118 coiled-coil domain containing 124 - HGNC:25171 25.9 9.4 1 92.4 (M:92.4) 2 5.9 3.73 758 0.93 1
176 true ENSGALP00000039235 cold shock domain containing E1 - CGNC Symbol 51115 88.6 5.9 1 330.3 (M:330.3) 7 9.2 5.41 245 0.52! 4 23.93
177 true ENSGALP00000015687 collagen type I alpha 2 - CGNC Symbol 49716 128.8 9.2 1 117.3 (M:117.3) 5 4.5 10.55 649 2.63! 1
178 true ENSGALP00000027157 collagen type IV alpha 2 - CGNC Symbol 12638 168.8 8.5 1 111.6 (M:111.6) 3 3.2 6.82 679
179 true ENSGALP00000042596 collagen type VI alpha 2 - CGNC Symbol 4597 102.4 5.3 2 131.4 (M:131.4) 2 2.8 8.69 598 1.54! 1
180 true ENSGALP00000006240 collagen type VI alpha 3 - CGNC Symbol 2875 339.4 6.3 1 458.9 (M:458.9) 9 3.9 4.94 166 2.21! 2 136.3
181 true ENSGALP00000025593 collagen type XII alpha 1 - CGNC Symbol 49526 339.6 5.3 1 333.1 (M:333.1) 9 4.2 7.22 242 0.65! 3 661.64
182 true ENSGALP00000027479 complement C4-like - CGNC Symbol 50875 189.9 7.1 1 268.0 (M:268.0) 6 3.9 5.04 302 0.70! 3 13.38
183 true ENSGALP00000002522 complement component 1 q subcomponent binding protein - CGNC Symbol 1156 23.5 4.4 1 207.2 (M:207.2) 2 7.2 2.06 394 0.47! 1
184 true ENSGALP00000018740 complement component 3 - CGNC Symbol 8744 150.9 8.2 2 574.2 (M:574.2) 14 9.9 4.25 117 0.68! 4 22.3
185 true ENSGALP00000002377 complement component 5 - CGNC Symbol 1085 188.1 6.4 1 69.8 (M:69.8) 1 0.7 9.29 857
186 true ENSGALP00000003823 complement factor H-related 2 - CGNC Symbol 53547 147.8 6.8 1 265.2 (M:265.2) 7 6 6.53 304 0.94! 2 7.52
187 true ENSGALP00000023379 COP9 signalosome subunit 5 - CGNC Symbol 10786 37.8 6.1 1 44.6 (M:44.6) 1 5.6 3.95 968
188 true ENSGALP00000006264 COP9 signalosome subunit 8 - CGNC Symbol 52112 23 5.3 2 104.8 (M:104.8) 2 10.1 1.86 705 0.79 1
189 true ENSGALP00000005013 core-binding factor beta subunit - CGNC Symbol 2299 14.8 5.3 1 53.4 (M:53.4) 1 5.5 9.24 933
190 true ENSGALP00000038753 coronin 7 - CGNC Symbol 50317 100 5.5 1 168.7 (M:168.7) 4 5.1 3.6 488 2.05 2 55.48
191 true ENSGALP00000007822 coronin actin binding protein 1C - CGNC Symbol 50369 53.2 6.2 3 682.3 (M:682.3) 13 17.7 5.31 89 1.49! 5 58.48
192 true ENSGALP00000018510 crystallin zeta (quinone reductase) - CGNC Symbol 8638 35.3 7.7 1 67.9 (M:67.9) 1 3.3 5.41 866 0.86 1
193 true ENSGALP00000007487 CSE1 chromosome segregation 1-like (yeast) - CGNC Symbol 3489 110.4 5.4 1 269.6 (M:269.6) 6 5 7.27 299 0.73! 2 17.91
194 true ENSGALP00000010844 CUGBP Elav-like family member 2 - CGNC Symbol 49047 51.9 8.7 3 298.1 (M:298.1) 5 9 4.06 277 0.89! 1
195 true ENSGALP00000016080 cullin-associated and neddylation-dissociated 1 - CGNC Symbol 7517 133.5 5.5 1 246.5 (M:246.5) 6 6.3 3.45 335 10.48! 2 255.78
196 true ENSGALP00000042598 cyclin-dependent kinase 1 - CGNC Symbol 2236 34.6 8.8 2 125.7 (M:125.7) 2 8.9 13.91 616 2.54 1
197 true ENSGALP00000018469 cystathionine gamma-lyase - CGNC Symbol 8612 43.9 6.9 1 96.8 (M:96.8) 2 6.3 0.72 735
198 true ENSGALP00000004366 Cysteine-rich protein 1 - CGNC Symbol 52178 8.6 9.1 1 112.0 (M:112.0) 2 9.1 0.78 677 4.43 1
199 true ENSGALP00000017049 cytidine/uridine monophosphate kinase 1 - CGNC Symbol 7971 22.2 6.8 2 143.3 (M:143.3) 3 10.7 2.47 560 0.79 1
200 true ENSGALP00000022250 cytochrome b5 type A (microsomal) - CGNC Symbol 10264 15.5 5 1 245.5 (M:245.5) 4 22.5 7.11 338 0.44 2 32.07
201 true ENSGALP00000034615 Cytochrome c oxidase subunit 2 - UP P18944 25.6 4.6 1 184.9 (M:184.9) 4 4.4 4.69 448 3.13 2 8.79
202 true ENSGALP00000034618 Cytochrome c oxidase subunit 3 - UP P18945 29.6 6.6 1 57.8 (M:57.8) 1 5.4 1.93 906
203 true ENSGALP00000030189 cytochrome c oxidase subunit 6C - CGNC Symbol 13868 8.8 10.1 1 210.4 (M:210.4) 6 48.1 4.25 391 0.74 3 26.49
204 true ENSGALP00000009217 cytochrome c oxidase subunit IV isoform 1 - CGNC Symbol 4285 19.6 8.9 1 253.5 (M:253.5) 5 14 3.24 325 0.51! 2 19.39
205 true ENSGALP00000031018 cytochrome c oxidase subunit VIIa polypeptide 2 (liver) - CGNC Symbol 11867 9.6 10.2 1 60.3 (M:60.3) 1 15.7 10.13 899 0.13 1
206 true ENSGALP00000014191 cytochrome P450 family 20 subfamily A member 1 - CGNC Symbol 6626 52.4 6.5 1 119.3 (M:119.3) 2 3 0.97 641 0.57 1
207 true ENSGALP00000003187 cytochrome p450 oxidoreductase - CGNC Symbol 1457 76.9 5.4 1 196.1 (M:196.1) 3 5 13.9 419 0.89! 1
208 true ENSGALP00000001808 cytokine induced apoptosis inhibitor 1 - CGNC Symbol 812 32.9 5.2 1 116.3 (M:116.3) 3 8.1 13.07 655 1.93 1
209 true ENSGALP00000005184 cytokine receptor-like factor 3 - CGNC Symbol 2384 44.6 4.9 1 34.8 (M:34.8) 1 2.8 11.33 997
210 true ENSGALP00000006043 cytoplasmic FMR1 interacting protein 2 - CGNC Symbol 2795 145.6 6.6 2 105.0 (M:105.0) 3 2 4.6 704 0.98 1
211 true ENSGALP00000020634 cytoskeleton-associated protein 4 - HGNC:16991 56.8 5 1 176.7 (M:176.7) 2 5.4 0.88 465
212 true ENSGALP00000008338 damage-specific DNA binding protein 1 127kDa - CGNC Symbol 3871 127 5.1 1 199.0 (M:199.0) 5 4.6 4.08 412 0.89! 1
213 true ENSGALP00000024479 DAZ associated protein 1 - CGNC Symbol 11311 43.6 8.9 1 159.9 (M:159.9) 3 6.4 14.31 508 0.74! 2 15.72
214 true ENSGALP00000026509 DEAD (Asp-Glu-Ala-Asp) box helicase 1 - CGNC Symbol 12324 81.8 6.9 1 232.4 (M:232.4) 5 6.5 3.56 359 0.81! 3 24.38
215 true ENSGALP00000019975 DEAD (Asp-Glu-Ala-Asp) box helicase 17 - CGNC Symbol 9302 75.1 9 1 1413.5 (M:1413.5) 29 26.8 5.79 26 1.28! 12 41.54
216 true ENSGALP00000000810 DEAD (Asp-Glu-Ala-Asp) box helicase 42 - CGNC Symbol 360 103 6.3 1 105.2 (M:105.2) 2 1.4 17.14 702 1.98 1
217 true ENSGALP00000005576 DEAD (Asp-Glu-Ala-Asp) box helicase 5 - CGNC Symbol 49411 66.7 8.9 1 1104.1 (M:1104.1) 25 24.2 6.24 49 1.34! 11 89.97
218 true ENSGALP00000026123 DEAD (Asp-Glu-Ala-Asp) box polypeptide 3 X-linked - CGNC Symbol 50794 72.6 6.7 3 519.2 (M:519.2) 14 11.3 9.03 136 1.13! 5 133.56
219 true ENSGALP00000010325 DEAD (Asp-Glu-Ala-Asp) box polypeptide 46 - CGNC Symbol 4822 119.1 9.3 1 143.1 (M:143.1) 4 3.3 7.98 561 1.08! 1
220 true ENSGALP00000023214 DEAH (Asp-Glu-Ala-His) box helicase 15 - CGNC Symbol 10712 87.6 7 1 324.3 (M:324.3) 7 7.2 7.73 253 1.33! 2 79.5
221 true ENSGALP00000018373 decorin - CGNC Symbol 8567 39.6 8.6 1 93.6 (M:93.6) 2 5.3 7.18 753 1.93! 1
222 true ENSGALP00000000261 defender against cell death 1 - CGNC Symbol 111 12.9 8.7 1 70.3 (M:70.3) 2 8.1 8.92 855 0.38 1
223 true ENSGALP00000019423 dehydrogenase/reductase (SDR family) member 7 - CGNC Symbol 9039 37.7 9.2 1 188.6 (M:188.6) 4 12.5 8.25 432 0.58! 1
224 true ENSGALP00000020666 DEK proto-oncogene - CGNC Symbol 9623 42.1 8.6 1 209.8 (M:209.8) 4 9.5 10.79 392 5.18! 1
225 true ENSGALP00000007930 deoxyuridine triphosphatase - CGNC Symbol 3681 17.8 5.9 1 169.3 (M:169.3) 3 13.3 13.06 486 0.52! 2 16.58
226 true ENSGALP00000018424 desmin - CGNC Symbol 49543 48.8 5.3 1 694.9 (M:694.9) 12 29.1 5.38 87 0.59! 3 36.22
227 true ENSGALP00000014097 destrin (actin depolymerizing factor) - CGNC Symbol 6580 18.4 8.2 1 834.2 (M:834.2) 15 37.8 8.5 70 1.92! 8 69.49
228 true ENSGALP00000027326 diaphanous-related formin 3 - CGNC Symbol 12715 124.7 7.7 1 78.6 (M:78.6) 2 2.9 15.14 813
229 true ENSGALP00000004108 differentially expressed in FDCP 6 homolog (mouse) - CGNC Symbol 1882 73.2 5.7 1 113.8 (M:113.8) 3 3.5 3.43 667 1.78 1
230 true ENSGALP00000012815 dihydrolipoamide S-acetyltransferase - CGNC Symbol 5977 66.5 8 1 190.6 (M:190.6) 2 6.5 5.65 428 0.69! 1

231 true ENSGALP00000036948
dihydrolipoamide S-succinyltransferase (E2 component of 2-oxo-glutarate complex) - CGNC Symbol 
51956 49.5 9.2 1 86.0 (M:86.0) 2 4.3 2.5 777



232 true ENSGALP00000000304 dihydropyrimidinase-like 2 - CGNC Symbol 129 62.3 6 2 172.1 (M:172.1) 4 8.9 8.44 477
233 true ENSGALP00000005132 DnaJ (Hsp40) homolog subfamily A member 4 - CGNC Symbol 2362 48 6.8 1 184.2 (M:184.2) 3 6.3 11.05 452 0.27! 1
234 true ENSGALP00000012682 DnaJ heat shock protein family (Hsp40) member A3 - CGNC Symbol 5915 48.5 9.5 1 45.8 (M:45.8) 1 3.8 1.26 965
235 true ENSGALP00000027249 DnaJ heat shock protein family (Hsp40) member C3 - CGNC Symbol 12678 57.4 5.7 1 54.9 (M:54.9) 2 3.8 14.85 923 0.72! 1
236 true ENSGALP00000005453 DnaJ heat shock protein family (Hsp40) member C7 - CGNC Symbol 2515 55.4 6.6 1 126.4 (M:126.4) 3 4.9 7.66 614 0.37! 1

237 true ENSGALP00000038313
dolichyl-diphosphooligosaccharide--protein glycosyltransferase non-catalytic subunit - CGNC Symbol 
7657 48.7 5.4 1 372.7 (M:372.7) 7 11.6 9.42 209 0.57! 2 66.64

238 true ENSGALP00000017260 dpy-30 histone methyltransferase complex regulatory subunit - CGNC Symbol 8065 11.3 4.9 1 29.6 (M:29.6) 1 11.1 9.69 1012
239 true ENSGALP00000035143 drebrin like - CGNC Symbol 15268 45.4 5.2 1 35.8 (M:35.8) 1 4 2.44 995
240 true ENSGALP00000021055 dynamin 1-like - CGNC Symbol 9791 77.6 6.2 1 143.0 (M:143.0) 3 5.3 6.72 562 0.52! 1
241 true ENSGALP00000042244 dynein axonemal heavy chain 10 - CGNC Symbol 50349 371.1 5.4 1 248.7 (M:248.7) 5 1.5 14.64 332 1.66! 2 77.35
242 true ENSGALP00000036720 dynein cytoplasmic 1 heavy chain 1 - CGNC Symbol 8611 525.5 6.1 1 465.4 (M:465.4) 12 2.5 5.44 159 0.95! 4 51.91
243 true ENSGALP00000011574 dynein light chain 1 cytoplasmic - CGNC Symbol 53172 11.2 7.1 3 70.6 (M:70.6) 1 11.2 7.53 852 0.45! 1
244 true ENSGALP00000002960 dynein light chain roadblock-type 1 - CGNC Symbol 1352 10.9 6.6 2 114.9 (M:114.9) 2 21.9 3.55 661
245 true ENSGALP00000008091 dyskerin pseudouridine synthase 1 - CGNC Symbol 3757 58.1 9.3 1 120.9 (M:120.9) 2 2.7 2.71 631
246 true ENSGALP00000026214 dystonin - CGNC Symbol 12181 846.2 5 1 435.1 (M:435.1) 8 1.2 11.4 177 2.46! 4 116.7
247 true ENSGALP00000014708 EBNA1 binding protein 2 - CGNC Symbol 6879 34.9 10.1 1 75.4 (M:75.4) 2 6.2 14.58 826 0.97! 1
248 true ENSGALP00000033741 EF-hand domain family member D1 - CGNC Symbol 52247 26.9 5.1 1 140.8 (M:140.8) 2 8 6.05 567 0.36! 1
249 true ENSGALP00000014768 EH-domain containing 3 - CGNC Symbol 51465 60.9 6.1 1 184.8 (M:184.8) 4 6.7 11.18 449 0.66! 1
250 true ENSGALP00000001027 ELAV like RNA binding protein 1 - CGNC Symbol 49416 36.1 9.1 2 168.1 (M:168.1) 5 16.6 2.71 491 1.04 1
251 true ENSGALP00000015356 electron transfer flavoprotein dehydrogenase - CGNC Symbol 7179 53.1 9 1 82.3 (M:82.3) 1 3.6 3.3 791
252 true ENSGALP00000001456 elongation factor Tu GTP binding domain containing 2 - CGNC Symbol 656 109.4 4.9 1 286.9 (M:286.9) 6 6.8 7.37 283 0.85! 1
253 true ENSGALP00000018258 Enah/Vasp-like - CGNC Symbol 8513 44.7 9.1 1 246.2 (M:246.2) 6 17.2 5.45 336 0.49! 1
254 true ENSGALP00000042036 endonuclease G-like - CGNC Symbol 63533 33.3 9.4 2 91.7 (M:91.7) 3 7.6 4.09 761 0.65 1
255 true ENSGALP00000023617 endoplasmic reticulum aminopeptidase 1 - CGNC Symbol 52992 102.4 5.8 1 202.0 (M:202.0) 6 3.9 5.02 407 1.07 3 28.51
256 true ENSGALP00000038209 endoplasmic reticulum protein 29 - CGNC Symbol 50366 29.1 8.2 1 287.1 (M:287.1) 5 15.3 7.7 282 0.28! 2 29.06
257 true ENSGALP00000021892 endoplasmic reticulum protein 44 - CGNC Symbol 10115 46.9 5.2 1 154.8 (M:154.8) 3 9.6 4.95 523 0.56! 1
258 true ENSGALP00000004508 endoplasmic reticulum-golgi intermediate compartment 1 - CGNC Symbol 2067 32.5 6.2 1 138.3 (M:138.3) 4 11.4 5.74 578 1.67! 2 12.93
259 true ENSGALP00000014641 endothelial differentiation related factor 1 - CGNC Symbol 6846 16.4 9.9 1 145.7 (M:145.7) 3 18.2 1.72 557 0.87 1
260 true ENSGALP00000019726 engulfment and cell motility 1 - CGNC Symbol 51330 83.7 5.9 2 72.7 (M:72.7) 2 2.6 15.99 836
261 true ENSGALP00000002495 enhancer of mRNA decapping 4 - CGNC Symbol 1139 171.5 6.3 1 52.0 (M:52.0) 2 1.9 13.55 941
262 true ENSGALP00000028016 enhancer of rudimentary homolog (Drosophila) - CGNC Symbol 13056 12.3 5.6 1 150.9 (M:150.9) 3 18.3 7.11 536 10.83! 1
263 true ENSGALP00000003737 enolase 1 (alpha) - CGNC Symbol 49607 47.3 6.4 2 1507.3 (M:1507.3) 27 37.1 4.59 19 0.98! 12 54.08
264 true ENSGALP00000040189 enoyl CoA hydratase short chain 1 mitochondrial - CGNC Symbol 56301 31.6 9 1 186.7 (M:186.7) 2 7 0.59 442 0.83 1
265 true ENSGALP00000010786 enoyl-CoA hydratase/3-hydroxyacyl CoA dehydrogenase - CGNC Symbol 5045 79.6 9.2 1 147.7 (M:147.7) 4 6.7 5.28 551 0.88! 2 28.62
266 true ENSGALP00000004879 ER lipid raft associated 2 - CGNC Symbol 2240 38.2 5.5 2 65.2 (M:65.2) 1 3.5 6.04 880
267 true ENSGALP00000027399 esterase D - CGNC Symbol 12753 36.9 7.7 1 263.4 (M:263.4) 5 12.5 3.97 307 1.32 2 82.35
268 true ENSGALP00000025606 eukaryotic translation elongation factor 1 alpha 1 - CGNC Symbol 48980 50.1 9.1 2 906.9 (M:906.9) 14 22.1 8.16 63 1.16! 5 193.15
269 true ENSGALP00000013968 eukaryotic translation elongation factor 1 beta 2 - CGNC Symbol 49443 24.7 4.6 1 39.1 (M:39.1) 1 4 3.36 982

270 true ENSGALP00000025937
eukaryotic translation elongation factor 1 delta (guanine nucleotide exchange protein) - CGNC 
Symbol 12059 76.1 4.9 1 140.1 (M:140.1) 3 6.1 3.98 570 0.63! 2 27.62

271 true ENSGALP00000002828 eukaryotic translation elongation factor 2 - CGNC Symbol 1287 95.2 6.4 2 1418.6 (M:1418.6) 31 21.7 6.5 25 0.95! 14 106.94
272 true ENSGALP00000026418 eukaryotic translation initiation factor 1A Y-linked - CGNC Symbol 50803 15.8 4.9 1 92.4 (M:92.4) 2 14.4 7.21 757 0.38! 1
273 true ENSGALP00000015560 eukaryotic translation initiation factor 2 subunit alpha - CGNC Symbol 7281 36.2 5.1 1 115.6 (M:115.6) 3 9.5 11.96 658 0.64! 1
274 true ENSGALP00000016918 eukaryotic translation initiation factor 2A - CGNC Symbol 7921 62.7 9 1 85.1 (M:85.1) 2 4.4 11.45 778
275 true ENSGALP00000015176 eukaryotic translation initiation factor 3 subunit A - CGNC Symbol 7090 163.2 6.7 1 337.9 (M:337.9) 7 4.3 2.68 240 1.38! 2 14.18
276 true ENSGALP00000006778 eukaryotic translation initiation factor 3 subunit B - CGNC Symbol 55528 85.6 5 1 264.1 (M:264.1) 7 7.8 4.38 306 1.05! 3 22.82
277 true ENSGALP00000020439 eukaryotic translation initiation factor 3 subunit D - CGNC Symbol 56714 34.7 9.5 1 118.7 (M:118.7) 2 4.7 1.81 644 2.18 1
278 true ENSGALP00000025883 eukaryotic translation initiation factor 3 subunit E - CGNC Symbol 12026 52.1 5.7 1 94.8 (M:94.8) 3 6.7 8.51 746 1.5 1
279 true ENSGALP00000008530 eukaryotic translation initiation factor 3 subunit F - CGNC Symbol 3965 35.2 5.3 1 88.0 (M:88.0) 2 5.4 1.82 773 0.9 1
280 true ENSGALP00000005271 eukaryotic translation initiation factor 3 subunit I - CGNC Symbol 2428 36.5 5.4 1 181.1 (M:181.1) 4 12.6 6.04 457 0.35! 1
281 true ENSGALP00000020064 eukaryotic translation initiation factor 3 subunit L - CGNC Symbol 9341 66.6 5.9 1 117.0 (M:117.0) 3 7.6 5.11 650
282 true ENSGALP00000008953 eukaryotic translation initiation factor 4 gamma 2 - CGNC Symbol 4160 97.5 6.6 2 110.4 (M:110.4) 3 3.4 3.05 683 3.14! 1
283 true ENSGALP00000014119 eukaryotic translation initiation factor 4A2 - CGNC Symbol 49225 43.5 5.3 2 666.0 (M:666.0) 10 24.2 4.96 94 2.85! 3 159.3
284 true ENSGALP00000038179 eukaryotic translation initiation factor 4A3 - CGNC Symbol 6471 46.8 6.3 1 394.1 (M:394.1) 8 15.5 8.64 201 3.76! 1
285 true ENSGALP00000041184 eukaryotic translation initiation factor 4E - HGNC:3287 25.6 6.1 1 93.6 (M:93.6) 1 6.3 0.18 754
286 true ENSGALP00000001997 eukaryotic translation initiation factor 4H - CGNC Symbol 897 16.2 5.5 1 95.8 (M:95.8) 3 21.2 6.8 740
287 true ENSGALP00000038570 eukaryotic translation initiation factor 5A2 - CGNC Symbol 49863 16.7 5.4 1 232.7 (M:232.7) 2 20.9 8.73 358
288 true ENSGALP00000037232 EWS RNA binding protein 1 - CGNC Symbol 50409 71.7 9.3 1 199.4 (M:199.4) 2 3.1 6.13 411 7.31 1
289 true ENSGALP00000006970 exportin 1 - CGNC Symbol 3224 122.8 5.7 1 176.2 (M:176.2) 2 3 4.57 467
290 true ENSGALP00000022293 ezrin - CGNC Symbol 10288 69.3 5.9 1 616.9 (M:616.9) 13 11.5 6.36 104 1.13! 7 103.7
291 true ENSGALP00000008299 family with sequence similarity 120A - CGNC Symbol 3854 122.5 9 1 353.5 (M:353.5) 6 5.2 6.24 226 0.86 3 72.76
292 true ENSGALP00000026830 family with sequence similarity 167 member A - HGNC:15549 24.1 6.1 1 60.0 (M:60.0) 1 3.3 5.05 900
293 true ENSGALP00000013500 family with sequence similarity 185 member A - CGNC Symbol 50577 36.5 9.1 1 97.2 (M:97.2) 3 10.1 12.82 731
294 true ENSGALP00000013269 family with sequence similarity 208 member B - CGNC Symbol 50324 252.9 6.1 1 54.2 (M:54.2) 0 0 10.45 929
295 true ENSGALP00000030147 family with sequence similarity 49 member B - CGNC Symbol 12196 36.8 6 1 278.7 (M:278.7) 5 13 5.31 291 0.66! 2 1.17
296 true ENSGALP00000014509 far upstream element (FUSE) binding protein 1 - CGNC Symbol 6789 55.2 7.7 1 417.1 (M:417.1) 10 13.5 5.61 189 2.26 5 94.48
297 true ENSGALP00000033359 fascin actin-bundling protein 1 - CGNC Symbol 14444 54.1 6.8 1 221.1 (M:221.1) 4 5.9 15.21 377 0.36! 2 11.53
298 true ENSGALP00000025639 fatty acid binding protein 1 - CGNC Symbol 11895 14.2 7.7 1 701.5 (M:701.5) 9 54.3 6.58 84 0.81! 1
299 true ENSGALP00000023941 fatty acid binding protein 7 brain - CGNC Symbol 49717 14.9 5.6 1 50.9 (M:50.9) 1 12.1 4.68 947
300 true ENSGALP00000038124 fatty acid synthase - CGNC Symbol 1983 274.6 5.9 2 398.5 (M:398.5) 8 4.4 5.45 199 0.38! 1
301 true ENSGALP00000008191 fatty acyl-CoA hydrolase precursor medium chain-like - CGNC Symbol 55177 61.9 5.4 1 98.9 (M:98.9) 1 2.3 3.07 725
302 true ENSGALP00000011673 ferritin heavy polypeptide 1 - CGNC Symbol 49581 21.1 5.8 1 237.2 (M:237.2) 4 16.1 10.68 348 1.23! 2 22.3
303 true ENSGALP00000015061 fibrinogen alpha chain - CGNC Symbol 49746 82.3 5.7 1 1280.1 (M:1280.1) 15 28.1 5.75 35
304 true ENSGALP00000038105 fibrinogen beta chain - CGNC Symbol 7036 54.5 7.8 2 448.5 (M:448.5) 9 20.6 8.69 167
305 true ENSGALP00000015063 fibrinogen gamma chain - CGNC Symbol 7041 49.9 5.5 1 580.9 (M:580.9) 9 21.5 5 114 0.37! 3 174.58
306 true ENSGALP00000001710 fibroblast growth factor receptor 3 - CGNC Symbol 49846 91.4 5.9 15 136.8 (M:136.8) 3 4.6 10.64 584
307 true ENSGALP00000005653 fibronectin 1 - CGNC Symbol 2613 259 5.8 1 604.6 (M:604.6) 13 8 4.9 106 1.91! 3 67.9
308 true ENSGALP00000005654 fibronectin 1 - CGNC Symbol 2613 273.1 5.4 1 585.5 (M:585.5) 13 7.5 4.69 113 1.43! 2 61.14
309 true ENSGALP00000022972 fibulin 1 - CGNC Symbol 10607 78.1 4.9 1 90.4 (M:90.4) 2 3.7 10.98 764
310 true ENSGALP00000035478 filamin B beta - CGNC Symbol 49141 277 5.6 1 1799.8 (M:1799.8) 33 13.2 6.17 11 0.57! 13 78.59
311 true ENSGALP00000042635 FK506 binding protein 1A 12kDa - CGNC Symbol 20061 8.9 6.8 1 93.7 (M:93.7) 2 17.5 2.17 752 1.76 1
312 true ENSGALP00000020346 FK506 binding protein 3 - CGNC Symbol 9468 25 9.2 1 149.0 (M:149.0) 2 13.2 3.12 547
313 true ENSGALP00000023115 FK506 binding protein 4 59kDa - CGNC Symbol 10671 50.4 5.5 1 148.7 (M:148.7) 4 4.1 9.21 548 0.78 2 30.31
314 true ENSGALP00000005245 flavin-containing monooxygenase 3 - CGNC Symbol 49237 60.4 8.3 1 34.0 (M:34.0) 1 2.8 0.13 1002
315 true ENSGALP00000039865 flightless I actin binding protein - CGNC Symbol 3713 144.8 5.6 1 82.9 (M:82.9) 1 0.8 1.09 787
316 true ENSGALP00000020563 fructose-1 6-bisphosphatase 1 - CGNC Symbol 9572 44.6 8.7 1 313.6 (M:313.6) 6 9.8 4.65 268 0.17! 1
317 true ENSGALP00000021472 fumarate hydratase - CGNC Symbol 9939 54.3 9.2 1 80.7 (M:80.7) 1 2.2 4.62 799 1.33! 1
318 true ENSGALP00000010465 fumarylacetoacetate hydrolase (fumarylacetoacetase) - CGNC Symbol 4886 46.5 7.3 1 78.6 (M:78.6) 2 4.3 5.71 812 0.94! 1
319 true ENSGALP00000033650 FYN binding protein - CGNC Symbol 2773 92 7.2 2 174.0 (M:174.0) 5 7.5 5.27 471
320 true ENSGALP00000040337 G1 to S phase transition 1 - CGNC Symbol 54531 67.6 5.1 1 41.5 (M:41.5) 1 1.6 1.34 978 0.54 1
321 true ENSGALP00000022400 Gallus gallus ABRA C-terminal like (ABRACL) mRNA. - RefSeq mRNA NM_001302176 9 5.6 1 49.4 (M:49.4) 1 11.1 18.02 952

322 true ENSGALP00000019979
Gallus gallus alcohol dehydrogenase 1C (class I) gamma polypeptide (ADH1C) mRNA. - RefSeq mRNA 
NM_001305183 41.1 8.8 1 172.9 (M:172.9) 4 10.1 4.98 476 1.03! 2 10.89

323 true ENSGALP00000035339
Gallus gallus ATP synthase H+ transporting mitochondrial F1 complex beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA NM_001031391 52.9 5.1 1 2147.4 (M:2147.4) 32 36.7 3.78 7 0.99! 14 145.7

324 true ENSGALP00000002625
Gallus gallus ATPase H+ transporting lysosomal 56/58kDa V1 subunit B2 (ATP6V1B2) mRNA. - RefSeq 
mRNA NM_001293241 55.8 5.5 1 113.3 (M:113.3) 4 5.9 1.57 671 0.34 3 81.96

325 true ENSGALP00000020185
Gallus gallus chromosome 5 open reading frame human C14orf166 (C5H14ORF166) mRNA. - RefSeq 
mRNA NM_205369 27.4 5.8 1 66.3 (M:66.3) 1 6.3 0.11 874

326 true ENSGALP00000022816 Gallus gallus cytochrome b5 reductase 3 (CYB5R3) mRNA. - RefSeq mRNA NM_001291805 34.1 8.7 1 147.3 (M:147.3) 3 7.3 5.09 553 0.91! 1

327 true ENSGALP00000039796
Gallus gallus DEAD (Asp-Glu-Ala-Asp) box helicase 6 (DDX6) transcript variant 1 mRNA. - RefSeq 
mRNA NM_001282047 54.4 8.9 1 111.2 (M:111.2) 2 2.1 4.02 680 0.46 1

328 true ENSGALP00000019758
Gallus gallus diazepam binding inhibitor (GABA receptor modulator acyl-CoA binding protein) (DBI) 
mRNA. - RefSeq mRNA NM_204576 9.6 7.9 1 315.4 (M:315.4) 5 39.5 10.21 265 0.57 2 18.7

329 true ENSGALP00000042627 Gallus gallus granulysin (GNLY) mRNA. - RefSeq mRNA NM_001044680 15.2 5.9 1 113.5 (M:113.5) 3 22.1 2.57 668 0.74! 1

330 true ENSGALP00000040653 Gallus gallus H2A histone family member J (H2AFJ) mRNA. - RefSeq mRNA NM_001030753 13.9 10.9 3 489.4 (M:489.4) 7 35.7 6.56 146 4.31! 1
331 true ENSGALP00000038904 Gallus gallus hemoglobin alpha 1 (HBAA) mRNA. - RefSeq mRNA NM_001004376 15.4 8.5 1 485.6 (M:485.6) 7 31 2.52 148 0.20! 2 437.18

332 true ENSGALP00000041526
Gallus gallus histone cluster 1 H4-VI germinal H4 (similar to human histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq mRNA NM_001037845 11.4 11.4 1 1517.0 (M:1517.0) 24 59.2 6.09 18 7.18! 5 441.14

333 true ENSGALP00000012772 Gallus gallus interleukin 18 (IL18) mRNA. - RefSeq mRNA NM_204608 22.7 5.3 1 32.9 (M:32.9) 1 5.6 12.84 1006

334 true ENSGALP00000000815 Gallus gallus myosin light chain 4 alkali atrial embryonic (MYL4) mRNA. - RefSeq mRNA NM_205479 20.6 5 1 116.2 (M:116.2) 1 4.9 16.84 656

335 true ENSGALP00000001233
Gallus gallus NADH dehydrogenase (ubiquinone) 1 alpha subcomplex 2 8kDa (NDUFA2) mRNA. - 
RefSeq mRNA NM_001302137 11.2 9.9 1 71.2 (M:71.2) 2 10.9 14.96 845 2.59 1

336 true ENSGALP00000004225
Gallus gallus NME/NM23 nucleoside diphosphate kinase 4 (NME4) mRNA. - RefSeq mRNA 
NM_001282217 21.4 9.6 1 206.7 (M:206.7) 2 16 6.81 395

337 true ENSGALP00000016133 Gallus gallus nucleoporin 107kDa (NUP107) mRNA. - RefSeq mRNA NM_001282159 105.5 5.1 1 80.6 (M:80.6) 2 2.9 10.4 800



338 true ENSGALP00000009057
Gallus gallus phosphatidylinositol transfer protein beta (PITPNB) mRNA. - RefSeq mRNA 
NM_001039266 30.8 5.7 1 61.0 (M:61.0) 1 4.9 9.06 898 0.88 1

339 true ENSGALP00000000468
Gallus gallus proteasome (prosome macropain) 26S subunit ATPase 5 (PSMC5) mRNA. - RefSeq 
mRNA NM_001292069 46.2 7.1 1 149.1 (M:149.1) 2 5.8 1.3 545 0.97! 1

340 true ENSGALP00000004243 Gallus gallus ribosomal protein L17 (RPL17) mRNA. - RefSeq mRNA NM_001282277 21.5 10.2 3 143.3 (M:143.3) 5 16.8 4.55 559 4.60! 1
341 true ENSGALP00000025165 Gallus gallus ribosomal protein L7 (RPL7) mRNA. - RefSeq mRNA NM_001006345 28.7 10.8 1 551.1 (M:551.1) 11 22.4 6.24 126 0.92! 5 31.93
342 true ENSGALP00000022626 Gallus gallus ribosomal protein S12 (RPS12) mRNA. - RefSeq mRNA NM_001277911 14.5 6.8 1 439.5 (M:439.5) 7 42.4 7.98 172 0.57! 2 94.93

343 true ENSGALP00000022671 Gallus gallus S100 calcium binding protein A9 (S100A9) mRNA. - RefSeq mRNA NM_001305151 14.1 6.4 2 88.1 (M:88.1) 2 8.4 0.53 772 0.84 1

344 true ENSGALP00000005535
Gallus gallus serine peptidase inhibitor Kazal type 7 (putative) (SPINK7) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308494 44.3 5.6 1 558.9 (M:558.9) 8 18.5 7.08 123 0.19! 1

345 true ENSGALP00000000726
Gallus gallus SH3 domain binding glutamate-rich protein like 3 (SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 10.5 5.1 1 106.1 (M:106.1) 2 24.7 4.57 697

346 true ENSGALP00000039728
Gallus gallus small nuclear ribonucleoprotein polypeptide G (SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 8.5 9 1 217.2 (M:217.2) 5 17.1 3.93 381 1.12 3 116.28

347 true ENSGALP00000021405 Gallus gallus YKT6 v-SNARE homolog (S. cerevisiae) (YKT6) mRNA. - RefSeq mRNA NM_001113744 22.4 5.5 1 44.0 (M:44.0) 1 8.6 7.6 969 2.77 1
348 true ENSGALP00000035750 gamma-glutamylamine cyclotransferase - HGNC:25100 18.8 7.1 1 36.0 (M:36.0) 1 8.4 3 993
349 true ENSGALP00000034419 GATA zinc finger domain containing 2A - CGNC Symbol 2116 61.8 9.8 2 141.6 (M:141.6) 4 6.9 4.11 564 1.41 1
350 true ENSGALP00000013267 GDP dissociation inhibitor 2 - CGNC Symbol 49512 50.7 5.3 1 1146.5 (M:1146.5) 16 27.9 4.54 46 1.09! 7 160.05
351 true ENSGALP00000002197 gelsolin - CGNC Symbol 49472 85.8 6 1 96.9 (M:96.9) 3 3.1 5.82 734 0.84 3 57.31
352 true ENSGALP00000019907 glia maturation factor beta - CGNC Symbol 51994 16.7 5.2 1 41.6 (M:41.6) 1 4.9 0.15 977 0.48 1
353 true ENSGALP00000007934 glucose-6-phosphate isomerase - CGNC Symbol 3683 62.1 7.8 1 243.6 (M:243.6) 4 7.4 5.03 342 0.70! 1
354 true ENSGALP00000004002 glucuronidase beta - CGNC Symbol 53202 74.5 6.5 1 68.8 (M:68.8) 2 4.3 11.04 861 0.77 1
355 true ENSGALP00000003139 glutamate dehydrogenase 1 - CGNC Symbol 52002 47.6 8.3 1 538.9 (M:538.9) 6 17.5 6.45 129 0.06! 3 5.01
356 true ENSGALP00000005819 glutamate-ammonia ligase - CGNC Symbol 2689 46.5 7.6 2 59.6 (M:59.6) 2 3.9 5.29 901
357 true ENSGALP00000012086 glutamic-oxaloacetic transaminase 1 soluble - CGNC Symbol 5645 45.9 8.2 1 158.7 (M:158.7) 4 6.1 7.97 510 0.68! 1
358 true ENSGALP00000003646 glutamic-oxaloacetic transaminase 2 - CGNC Symbol 1656 47.3 9.4 1 528.5 (M:528.5) 12 20.3 5.46 133 1.02! 5 187.61
359 true ENSGALP00000041331 glutamyl-prolyl-tRNA synthetase - CGNC Symbol 7307 175.3 8 2 229.7 (M:229.7) 6 3.6 3.14 364 0.85! 3 65.93
360 true ENSGALP00000017016 glutaredoxin 3 - CGNC Symbol 7961 37.3 5.5 1 62.6 (M:62.6) 1 3.3 1.9 887
361 true ENSGALP00000041423 glutathione peroxidase 1 - CGNC Symbol 65881 17.9 6.4 1 137.8 (M:137.8) 4 20.1 12.12 580 0.49! 1
362 true ENSGALP00000007185 glutathione peroxidase 3 - CGNC Symbol 53151 24.6 8.7 1 36.0 (M:36.0) 1 6.3 4.79 994
363 true ENSGALP00000042929 glutathione reductase - HGNC:4623 45.2 6.4 1 35.0 (M:35.0) 1 2.9 4.17 996
364 true ENSGALP00000026289 glutathione S-transferase class-alpha - CGNC Symbol 49940 25.4 8.8 1 152.1 (M:152.1) 4 15.3 12.5 529 0.50! 1
365 true ENSGALP00000013682 glutathione S-transferase omega 1 - CGNC Symbol 52072 27.2 7 1 129.6 (M:129.6) 2 9.6 8.27 601 0.43! 2 34.29
366 true ENSGALP00000008341 glutathione S-transferase theta 1-like - CGNC Symbol 55583 29.9 8.6 1 181.2 (M:181.2) 6 19.6 8.57 456 5.13! 2 84.72
367 true ENSGALP00000023278 glyceraldehyde-3-phosphate dehydrogenase - CGNC Symbol 49077 34.9 8.5 1 1398.5 (M:1398.5) 21 36 8.38 27 2.91! 7 160.67
368 true ENSGALP00000018695 glycerol-3-phosphate dehydrogenase 1-like - CGNC Symbol 8724 38.6 6.6 1 201.6 (M:201.6) 5 10.5 11.27 409 0.98 2 8.88
369 true ENSGALP00000019678 glycerol-3-phosphate dehydrogenase 1-like 2 - CGNC Symbol 13104 38.4 6.3 1 56.3 (M:56.3) 2 6.3 2.04 912
370 true ENSGALP00000009121 glycyl-tRNA synthetase - CGNC Symbol 4244 77.5 6.1 1 446.6 (M:446.6) 8 10.4 4 168 0.84! 4 77.7
371 true ENSGALP00000007667 glyoxalase domain containing 4 - HGNC:14111 51.2 9.1 1 189.4 (M:189.4) 4 5 1.57 430 0.88 2 10.88
372 true ENSGALP00000016450 glyoxalase I - CGNC Symbol 7697 21.1 6.1 1 49.2 (M:49.2) 1 7.6 2.85 953 0.45 1
373 true ENSGALP00000002822 glyoxylate reductase 1 homolog - CGNC Symbol 52955 60.4 9.3 1 52.8 (M:52.8) 2 2.7 5.63 934
374 true ENSGALP00000019667 GRB2-related adaptor protein 2 - CGNC Symbol 9140 37.7 6.7 1 188.6 (M:188.6) 4 11.2 7.36 433 5.48 1
375 true ENSGALP00000018939 group-specific component (vitamin D binding protein) - CGNC Symbol 8824 53.7 6.5 1 228.8 (M:228.8) 5 16.1 7.21 366
376 true ENSGALP00000012993 growth factor receptor bound protein 2 - CGNC Symbol 6067 25.2 5.8 1 150.0 (M:150.0) 5 16.6 7.37 540 1.04 3 42.89
377 true ENSGALP00000040832 GTP-binding protein SAR1b - Refseq NP_001025792 22.4 5.7 2 103.3 (M:103.3) 2 9.6 11.41 709 0.49! 2 3.2
378 true ENSGALP00000006604 GTPase activating protein (SH3 domain) binding protein 1 - CGNC Symbol 50211 52.4 5.1 2 146.9 (M:146.9) 3 9.1 5.51 555
379 true ENSGALP00000038576 GTPase IMAP family member 7-like - CGNC Symbol 53739 25.3 7.8 1 100.4 (M:100.4) 2 10.6 6.09 717 0.87 1
380 true ENSGALP00000016711 guanine monophosphate synthase - CGNC Symbol 7825 83.5 7.6 1 71.5 (M:71.5) 2 4 5.9 842
381 true ENSGALP00000041749 guanine nucleotide binding protein (G protein) alpha 13 - CGNC Symbol 3014 43.7 7.6 1 61.0 (M:61.0) 2 4.8 2.1 896

382 true ENSGALP00000013640
guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 1 - CGNC Symbol 
49774 40.4 5.7 1 286.4 (M:286.4) 7 16.7 6.05 284 1.66! 2 75.6

383 true ENSGALP00000007379
guanine nucleotide binding protein (G protein) alpha inhibiting activity polypeptide 2 - CGNC Symbol 
49773 39 5.5 6 692.8 (M:692.8) 10 20.3 4.28 88 1.26! 4 69.34

384 true ENSGALP00000002038 guanine nucleotide binding protein (G protein) beta polypeptide 1 - CGNC Symbol 50984 44.5 7.5 2 187.5 (M:187.5) 4 7.9 3.47 437 2.66! 1
385 true ENSGALP00000014596 guanine nucleotide binding protein (G protein) beta polypeptide 4 - CGNC Symbol 6824 37.5 5.8 1 124.2 (M:124.2) 3 5.9 10.61 622 1.57 1
386 true ENSGALP00000042552 guanylate binding protein - CGNC Symbol 49284 65.6 5.6 1 43.2 (M:43.2) 1 2.3 0.42 970 0.43 1
387 true ENSGALP00000022676 H2A histone family member V - HGNC:20664 12 10.6 2 224.9 (M:224.9) 5 23 7.47 370 4.31! 1
388 true ENSGALP00000010267 H2A histone family member Y - CGNC Symbol 4787 39.2 9.8 4 51.2 (M:51.2) 1 2.4 14.83 946
389 true ENSGALP00000003584 H3 histone family 3B - CGNC Symbol 49711 15.3 11.3 2 514.3 (M:514.3) 11 22.1 11.19 138 2.16! 6 307.78
390 true ENSGALP00000027534 heat shock 105kDa/110kDa protein 1 - CGNC Symbol 12826 111.2 5.8 1 460.9 (M:460.9) 10 8.2 6.69 161 0.78! 4 61.49
391 true ENSGALP00000014746 heat shock 10kDa protein 1 - CGNC Symbol 49569 12.1 8.6 2 586.7 (M:586.7) 11 56.8 4.44 112 0.59! 8 64.54
392 true ENSGALP00000019120 heat shock 70kDa protein 2 - CGNC Symbol 51984 69.9 5.7 1 2357.4 (M:2357.4) 29 28.2 5.37 5 0.68! 10 65.74
393 true ENSGALP00000011770 heat shock 70kDa protein 4 - CGNC Symbol 5498 100.6 5.5 1 707.1 (M:707.1) 14 13.8 5.65 82 0.93! 6 38.91
394 true ENSGALP00000016536 heat shock 70kDa protein 4-like - CGNC Symbol 51755 94.7 5.4 1 850.9 (M:850.9) 16 17.1 6.26 67 0.63! 6 72.93
395 true ENSGALP00000001474 heat shock 70kDa protein 5 (glucose-regulated protein 78kDa) - CGNC Symbol 667 72 5.1 1 2449.6 (M:2449.6) 31 31.6 5.24 4 0.29! 12 124.22
396 true ENSGALP00000010510 heat shock 70kDa protein 8 - CGNC Symbol 49511 70.8 5.4 1 4039.9 (M:4039.9) 45 43.7 6.87 1 0.93! 17 154
397 true ENSGALP00000018498 heat shock protein 90kDa alpha (cytosolic) class A member 1 - CGNC Symbol 51974 83.2 5.1 1 2218.3 (M:2218.3) 37 26.6 5.43 6 1.01! 19 152.94
398 true ENSGALP00000016523 heat shock protein 90kDa alpha (cytosolic) class B member 1 - CGNC Symbol 49691 83.4 5 1 925.0 (M:925.0) 19 17.7 6.75 60 1.37! 9 141.59
399 true ENSGALP00000020744 heat shock protein 90kDa beta (Grp94) member 1 - CGNC Symbol 49067 91.5 4.8 1 1073.3 (M:1073.3) 24 18.1 6.67 51 1.02! 11 232.38
400 true ENSGALP00000003717 heat shock protein family A (Hsp70) member 9 - CGNC Symbol 1687 73.1 6.1 1 977.9 (M:977.9) 16 20.6 5.99 55 0.54! 5 58.08
401 true ENSGALP00000039447 heat shock protein family B (small) member 1 - CGNC Symbol 1361 21.8 6.2 1 99.3 (M:99.3) 1 8.2 0.6 722
402 true ENSGALP00000013122 heat shock protein family D (Hsp60) member 1 - CGNC Symbol 6130 60.9 5.7 1 1384.8 (M:1384.8) 19 27.2 5.93 28 0.73! 9 109.52
403 true ENSGALP00000012919 hematological and neurological expressed 1 - CGNC Symbol 6027 16.1 4.8 1 205.3 (M:205.3) 2 12.2 1.87 399 1.53 1
404 true ENSGALP00000015886 hematopoietic cell-specific Lyn substrate 1 - CGNC Symbol 7430 57.2 4.7 1 358.6 (M:358.6) 9 17.5 5.13 218 2.06! 5 125.35
405 true ENSGALP00000016919 hematopoietic prostaglandin D synthase - CGNC Symbol 49518 22.6 6.7 1 64.7 (M:64.7) 1 4.5 0.19 882
406 true ENSGALP00000035593 Hemoglobin subunit beta - UP P02112 16.5 8.8 4 282.4 (M:282.4) 5 28.6 10.31 287 1.29! 3 79.57
407 true ENSGALP00000035386 hemopexin - CGNC Symbol 15517 45.4 5.1 1 417.6 (M:417.6) 7 15.2 6.38 188 0.94! 1
408 true ENSGALP00000035370 hepatoma-derived growth factor - CGNC Symbol 58434 26.2 5.1 2 275.2 (M:275.2) 7 19.8 5.59 295 0.75! 2 33.7
409 true ENSGALP00000016363 heterochromatin protein 1 binding protein 3 - CGNC Symbol 7661 61.8 9.4 1 469.0 (M:469.0) 9 15.4 4.79 155 1.91! 2 236.12
410 true ENSGALP00000023188 heterogeneous nuclear ribonucleoprotein A/B - CGNC Symbol 49727 24.6 9.7 1 406.0 (M:406.0) 6 18.3 5.2 196 1.05! 2 47.32
411 true ENSGALP00000009933 heterogeneous nuclear ribonucleoprotein A0 - CGNC Symbol 4621 33 9.6 1 79.0 (M:79.0) 3 14.9 4.56 808
412 true ENSGALP00000037924 heterogeneous nuclear ribonucleoprotein A1 - CGNC Symbol 7027 40.8 9.3 1 1100.7 (M:1100.7) 15 26.3 6.2 50 2.43! 7 74.26
413 true ENSGALP00000017954 heterogeneous nuclear ribonucleoprotein A2/B1 - CGNC Symbol 51306 37 8.7 1 1350.8 (M:1350.8) 18 36.4 5.49 30 3.05! 7 73.44

414 true ENSGALP00000018212
heterogeneous nuclear ribonucleoprotein D (AU-rich element RNA binding protein 1 37kDa) - CGNC 
Symbol 51784 29.3 9.3 1 56.1 (M:56.1) 1 6.2 20.37 914 0.33 1

415 true ENSGALP00000037222 heterogeneous nuclear ribonucleoprotein D-like - CGNC Symbol 51783 33.4 6.9 1 97.6 (M:97.6) 2 7.6 4.46 728
416 true ENSGALP00000039530 heterogeneous nuclear ribonucleoprotein H1 (H) - CGNC Symbol 49193 56.5 5.5 1 1182.6 (M:1182.6) 16 23.9 4.71 44 1.33! 6 69.6
417 true ENSGALP00000006284 heterogeneous nuclear ribonucleoprotein H3 (2H9) - CGNC Symbol 52025 36.6 6.6 1 1149.9 (M:1149.9) 18 30.4 8.45 45 1.23! 8 81.5
418 true ENSGALP00000023165 heterogeneous nuclear ribonucleoprotein K - CGNC Symbol 9556 47.3 5.6 2 1115.6 (M:1115.6) 19 32.9 7.3 48 2.53! 8 89.95
419 true ENSGALP00000041221 heterogeneous nuclear ribonucleoprotein L-like - CGNC Symbol 68848 20.7 6.7 1 65.7 (M:65.7) 1 9 5.08 877
420 true ENSGALP00000000509 heterogeneous nuclear ribonucleoprotein M - CGNC Symbol 51167 76 8.9 1 1292.6 (M:1292.6) 27 25.1 5.99 33 1.69! 10 63.04
421 true ENSGALP00000001183 heterogeneous nuclear ribonucleoprotein R - CGNC Symbol 51033 71 8.4 2 512.8 (M:512.8) 9 10.6 3.69 139 1.37! 3 6.02

422 true ENSGALP00000017341 heterogeneous nuclear ribonucleoprotein U (scaffold attachment factor A) - CGNC Symbol 8107 74.9 9.4 1 661.8 (M:661.8) 9 8.8 3.8 96 1.50! 4 57.92
423 true ENSGALP00000006708 hexokinase 1 - CGNC Symbol 3101 102.7 6.3 1 140.2 (M:140.2) 5 2.7 6.95 569 1.29 2 3.18
424 true ENSGALP00000009341 high density lipoprotein binding protein - CGNC Symbol 4348 141.5 6.4 1 177.3 (M:177.3) 3 3.1 12.94 464
425 true ENSGALP00000027541 high mobility group box 1 - CGNC Symbol 49444 24.9 5.6 1 703.3 (M:703.3) 13 29.3 7.91 83 2.21! 8 121.65
426 true ENSGALP00000017462 high mobility group box 2 - CGNC Symbol 8169 23.8 8.5 1 501.7 (M:501.7) 10 28 5.58 143 3.93! 4 91.43
427 true ENSGALP00000014747 high mobility group box 3 - CGNC Symbol 6903 24.8 8.6 1 114.3 (M:114.3) 3 15.7 5.59 664
428 true ENSGALP00000014070 histidine-rich glycoprotein - CGNC Symbol 56138 44.3 6.5 1 79.3 (M:79.3) 2 7.5 5.38 807 0.44! 1
429 true ENSGALP00000023099 histocompatibility (minor) HA-1 - CGNC Symbol 51181 103.3 8.2 1 277.8 (M:277.8) 6 5.6 1.78 293 4.56! 2 108.61
430 true ENSGALP00000005212 histone deacetylase 1 - CGNC Symbol 2394 54.9 5.3 2 196.6 (M:196.6) 4 5.6 1.07 417 1.80! 1
431 true ENSGALP00000019163 histone H1 - CGNC Symbol 53214 24.8 11.1 3 533.0 (M:533.0) 7 20.6 4.46 132 10.95! 2 114.26
432 true ENSGALP00000010113 Hsap of 16: SAA2-SAA4 readthrough - HGNC:39550 14.2 9.7 1 123.1 (M:123.1) 2 23.6 3.29 626
433 true ENSGALP00000000485 Hsap of 1: AT-rich interaction domain 1A - HGNC:11110 204.6 6.7 1 178.0 (M:178.0) 2 2 15.87 462

434 true ENSGALP00000038795
Hsap of 1: ATP synthase H+ transporting mitochondrial F1 complex alpha subunit 1 cardiac muscle - 
HGNC:823 60 9 2 1343.6 (M:1343.6) 21 29.1 6.91 32 0.58! 10 35.01

435 true ENSGALP00000042254 Hsap of 1: bridging integrator 2 - HGNC:1053 28.4 4.3 1 99.4 (M:99.4) 2 13.3 7.24 721
436 true ENSGALP00000041510 Hsap of 1: calreticulin - HGNC:1455 21.6 4.6 1 54.6 (M:54.6) 1 5.3 9.86 927
437 true ENSGALP00000041109 Hsap of 1: capping actin protein gelsolin like - HGNC:1474 72.4 8.3 1 303.1 (M:303.1) 6 10 6.85 274 0.54! 4 37.9
438 true ENSGALP00000041873 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 16.2 6.4 1 270.5 (M:270.5) 6 39.1 4.78 298 1.55! 2 14.52
439 true ENSGALP00000041574 Hsap of 1: chaperonin containing TCP1 subunit 3 - HGNC:1616 25.9 7 1 186.1 (M:186.1) 5 14.5 7.4 444 0.55! 1
440 true ENSGALP00000029144 Hsap of 1: ETHE1 persulfide dioxygenase - HGNC:23287 11.7 7 1 256.7 (M:256.7) 6 39.3 1.98 322 1.24 3 21.7
441 true ENSGALP00000039954 Hsap of 1: formin like 1 - HGNC:1212 52.9 6.9 1 64.0 (M:64.0) 2 1.7 2.38 885 0.57 1
442 true ENSGALP00000035557 Hsap of 1: histidine triad nucleotide binding protein 1 - HGNC:4912 9.8 10.2 2 105.1 (M:105.1) 2 13.3 1.26 703 3.74 1
443 true ENSGALP00000028958 Hsap of 1: hydroxysteroid 17-beta dehydrogenase 10 - HGNC:4800 24.3 9.5 2 324.0 (M:324.0) 5 22.9 8.43 254 0.59! 3 55.65
444 true ENSGALP00000041491 Hsap of 1: scavenger receptor cysteine rich family member with 5 domains - HGNC:26641 48.7 4.8 2 147.1 (M:147.1) 2 7.3 6.89 554
445 true ENSGALP00000014870 Hsap of 1: scavenger receptor cysteine rich family member with 5 domains - HGNC:26641 48.7 5.1 1 129.6 (M:129.6) 2 6.5 7.02 602



446 true ENSGALP00000014800 Hsap of 1: scavenger receptor cysteine rich family member with 5 domains - HGNC:26641 229 5 1 119.0 (M:119.0) 2 1.3 5.5 642
447 true ENSGALP00000022457 Hsap of 1: SEH1 like nucleoporin - HGNC:30379 25.6 8.9 1 81.2 (M:81.2) 2 14 7.29 795 0.74! 1
448 true ENSGALP00000042479 Hsap of 1: stress induced phosphoprotein 1 - HGNC:11387 34.1 5.5 1 317.2 (M:317.2) 6 19.2 3.34 261 0.45! 3 46.45
449 true ENSGALP00000001489 Hsap of 256: protocadherin beta 2 - HGNC:8687 85.7 5.3 1 82.6 (M:82.6) 1 1.2 11.72 789
450 true ENSGALP00000037324 Hsap of 289: histone cluster 1 H2bd - HGNC:4747 15.9 10.2 4 918.7 (M:918.7) 17 30.3 6.38 61 7.60! 7 153.82
451 true ENSGALP00000042837 Hsap of 4: heterogeneous nuclear ribonucleoprotein A1-like 2 - HGNC:27067 25.5 9.1 1 406.4 (M:406.4) 6 18.4 4.27 195 1.57 3 61.46
452 true ENSGALP00000041533 Hsap of 4: heterogeneous nuclear ribonucleoprotein L - HGNC:5045 23 7.6 1 72.7 (M:72.7) 2 4.4 5.64 835 1.1 1
453 true ENSGALP00000013273 Hsap of 4: methylthioadenosine phosphorylase - HGNC:7413 30.8 6.1 1 140.1 (M:140.1) 4 9.3 1.99 571 0.82 2 25.15
454 true ENSGALP00000023926 Hsap of 4: myosin light chain 12B - HGNC:29827 19.9 4.6 3 287.6 (M:287.6) 7 24.4 10.11 281 1.14 3 106.4
455 true ENSGALP00000000669 Hsap of 4: nascent polypeptide-associated complex alpha subunit - HGNC:7629 21.4 9.2 1 193.0 (M:193.0) 2 7.3 1.8 421 0.71 1
456 true ENSGALP00000042329 Hsap of 4: nipsnap homolog 3A - HGNC:23619 28.1 9.5 1 54.7 (M:54.7) 2 10 7.41 925 3.45 1
457 true ENSGALP00000021708 Hsap of 4: poly(rC) binding protein 2 - HGNC:8648 47.5 8 3 807.3 (M:807.3) 10 18.9 3.27 73 0.79! 4 62.66
458 true ENSGALP00000000293 Hsap of 4: signal recognition particle 19kDa - HGNC:11300 16.3 9.9 1 51.8 (M:51.8) 1 9.6 7.17 943
459 true ENSGALP00000037564 Hsap of 4: solute carrier family 25 member 10 - HGNC:10980 43.2 9.4 1 95.2 (M:95.2) 1 3 1.97 744
460 true ENSGALP00000029322 Hsap of 9: RBM14-RBM4 readthrough - HGNC:38840 27.6 6.1 1 202.9 (M:202.9) 3 11.1 5.34 404 0.33 2 891.68
461 true ENSGALP00000007927 Hsap of 9: ribosomal protein L36a - HGNC:10359 13.2 10.8 1 147.9 (M:147.9) 2 7.9 1.24 550 0.59! 1

462 true ENSGALP00000041511 HSPA (heat shock 70kDa) binding protein cytoplasmic cochaperone 1 - CGNC Symbol 64131 26 5.6 1 101.2 (M:101.2) 3 13.8 5.47 714 0.91 2 12.38
463 true ENSGALP00000025929 hydroxyacyl-CoA dehydrogenase - CGNC Symbol 12053 34.4 8.7 1 110.6 (M:110.6) 2 7.3 3.4 682

464 true ENSGALP00000026633
hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional 
protein) alpha subunit - CGNC Symbol 12383 85.7 9.3 1 305.8 (M:305.8) 6 8.2 5.85 271 0.87! 2 7.21

465 true ENSGALP00000026663
hydroxyacyl-CoA dehydrogenase/3-ketoacyl-CoA thiolase/enoyl-CoA hydratase (trifunctional 
protein) beta subunit - CGNC Symbol 12399 50.8 9.4 1 75.8 (M:75.8) 3 3.8 9.5 825 0.53 2 0.45

466 true ENSGALP00000025208 hydroxysteroid dehydrogenase like 2 - HGNC:18572 44.2 8.5 1 234.1 (M:234.1) 3 6.5 8.67 355 0.67! 1
467 true ENSGALP00000039757 hypoxia up-regulated 1 - CGNC Symbol 53307 108.3 5.1 1 353.3 (M:353.3) 5 6.6 6.03 227 0.49! 2 15.09
468 true ENSGALP00000021333 IKAROS family zinc finger 1 (Ikaros) - CGNC Symbol 49585 57.6 6.1 1 67.1 (M:67.1) 1 1.7 9.14 871
469 true ENSGALP00000021927 IKAROS family zinc finger 3 (Aiolos) - CGNC Symbol 49403 55.5 6.2 1 77.3 (M:77.3) 1 3 4.83 820
470 true ENSGALP00000025404 inner membrane mitochondrial protein - CGNC Symbol 11773 79.2 5.7 1 128.8 (M:128.8) 3 4.4 14.24 605 0.41 1
471 true ENSGALP00000040662 inositol monophosphatase 1 - HGNC:6050 36.7 6.6 1 235.8 (M:235.8) 5 17.1 11.85 352 0.85! 1
472 true ENSGALP00000002409 inositol polyphosphate-5-phosphatase 145kDa - CGNC Symbol 52250 137 7.6 1 158.2 (M:158.2) 4 4.4 5.99 511
473 true ENSGALP00000017819 insulin-like growth factor 2 mRNA binding protein 3 - CGNC Symbol 51304 64.3 9 3 411.3 (M:411.3) 6 9.6 3.46 192 0.94! 2 21.02
474 true ENSGALP00000014591 integrin alpha 4 (antigen CD49D alpha 4 subunit of VLA-4 receptor) - CGNC Symbol 6820 114.3 6.2 1 31.7 (M:31.7) 1 1.3 3.62 1007

475 true ENSGALP00000011559
integrin beta 1 (fibronectin receptor beta polypeptide antigen CD29 includes MDF2 MSK12) - CGNC 
Symbol 49025 88.6 5.1 1 314.2 (M:314.2) 5 6.4 4.66 267 0.51! 1

476 true ENSGALP00000012130 integrin beta 2 (complement component 3 receptor 3 and 4 subunit) - CGNC Symbol 49690 85.4 5.5 1 100.3 (M:100.3) 4 4.8 11.07 718 1.28! 1
477 true ENSGALP00000002604 inter-alpha-trypsin inhibitor heavy chain 3 - CGNC Symbol 50111 100.5 5.8 1 78.2 (M:78.2) 2 2.1 17.34 816
478 true ENSGALP00000005345 interferon gamma-inducible protein 30 - CGNC Symbol 2468 27.8 5.6 1 190.8 (M:190.8) 3 5.9 4.91 427 0.25 1
479 true ENSGALP00000004461 interferon induced protein 35 - HGNC:5399 33 5.5 1 61.3 (M:61.3) 2 7.7 14.66 895 0.53 2 0.91
480 true ENSGALP00000036413 interferon regulatory factor 4 - CGNC Symbol 9722 47.5 6.4 2 128.8 (M:128.8) 3 12.2 2.45 606
481 true ENSGALP00000001014 interferon-induced guanylate-binding protein 1-like - CGNC Symbol 51030 79.3 5.7 1 168.4 (M:168.4) 4 5.2 13.51 489 0.64! 1
482 true ENSGALP00000042451 interferon-induced transmembrane protein 1-like - CGNC Symbol 56156 15.3 7.3 1 71.4 (M:71.4) 2 10.6 7.15 843 2.65 1
483 true ENSGALP00000010303 interleukin 16 - CGNC Symbol 4808 157.8 8.2 1 81.6 (M:81.6) 2 1.4 16.11 792
484 true ENSGALP00000000108 interleukin 4 induced 1 - CGNC Symbol 50416 59.5 7.4 1 42.3 (M:42.3) 1 2.7 2.62 974
485 true ENSGALP00000018849 interleukin enhancer binding factor 2 - CGNC Symbol 8794 42.9 5.3 1 97.9 (M:97.9) 2 7.9 7.47 726
486 true ENSGALP00000013987 IQ motif containing GTPase activating protein 1 - CGNC Symbol 6526 159.5 5.9 1 461.4 (M:461.4) 9 5.4 3.8 160 1.28! 3 31.41
487 true ENSGALP00000024116 IQ motif containing GTPase activating protein 2 - CGNC Symbol 11128 181 6 1 181.5 (M:181.5) 4 2.2 4.44 454 1.05! 1
488 true ENSGALP00000026444 isoamyl acetate-hydrolyzing esterase 1 homolog - CGNC Symbol 12296 27.6 5.7 1 95.5 (M:95.5) 3 9.6 8.69 742 0.7 1
489 true ENSGALP00000035366 isocitrate dehydrogenase 2 (NADP+) mitochondrial - CGNC Symbol 54127 50.4 9 1 638.0 (M:638.0) 17 22.3 4.88 100 1.50! 6 63.37
490 true ENSGALP00000007672 isoleucyl-tRNA synthetase - CGNC Symbol 3573 129.9 6.3 1 119.3 (M:119.3) 2 2.1 3.91 640
491 true ENSGALP00000000615 karyopherin subunit beta 1 - HGNC:6400 83.9 4.6 1 66.2 (M:66.2) 2 3.3 7.66 876
492 true ENSGALP00000016632 keratin 8 - HGNC:6446 42.1 5 1 169.8 (M:169.8) 4 10.6 7.28 484 0.26! 3 106.17
493 true P13645 Keratin, type I cytoskeletal 10 OS=Homo sapiens GN=KRT10 PE=1 SV=6 58.8 5.1 27 778.2 (M:778.2) 17 20.2 3.67 77 1.15! 6 58.65
494 true K7EPJ9 Keratin, type I cytoskeletal 17 (Fragment) OS=Homo sapiens GN=KRT17 PE=1 SV=1 24.9 4.8 15 165.5 (M:165.5) 6 23.4 9.29 496 0.98! 4 78.46
495 true P35527 Keratin, type I cytoskeletal 9 OS=Homo sapiens GN=KRT9 PE=1 SV=3 62 5.1 2 782.1 (M:782.1) 15 15.2 9.38 76 1.47! 6 54.04
496 true P04264 Keratin, type II cytoskeletal 1 OS=Homo sapiens GN=KRT1 PE=1 SV=6 66 8.2 2 1487.1 (M:1487.1) 16 22.5 8.97 23 1.37! 6 95.55
497 true P35908 Keratin, type II cytoskeletal 2 epidermal OS=Homo sapiens GN=KRT2 PE=1 SV=2 65.4 8.1 15 479.6 (M:479.6) 11 15.2 5.86 149 1.04! 5 34.89
498 true ENSGALP00000004048 kinectin 1 - CGNC Symbol 9206 156.2 5.7 1 278.6 (M:278.6) 3 2 14.65 292 0.68! 2 57.74
499 true ENSGALP00000026812 kinesin family member 13B - CGNC Symbol 12468 216.2 5.6 1 113.4 (M:113.4) 2 1.2 12.88 670
500 true ENSGALP00000004515 KRAB-A domain-containing protein 2 - CGNC Symbol 49788 17.2 10.6 1 360.0 (M:360.0) 10 28.3 5.2 215 1.07! 5 81.07
501 true ENSGALP00000038626 lactate dehydrogenase A - CGNC Symbol 49707 36.5 7.8 1 177.9 (M:177.9) 4 11.1 10.19 463 0.34! 2 26.32
502 true ENSGALP00000021618 lactate dehydrogenase B - CGNC Symbol 10005 36.3 7.1 1 654.9 (M:654.9) 11 22.8 6.57 97 1.26! 4 201.89
503 true ENSGALP00000015128 lamin B receptor - CGNC Symbol 49736 73.3 9.2 1 469.2 (M:469.2) 12 13.2 6.02 154 1.56! 5 149.73
504 true ENSGALP00000023635 lamin B1 - CGNC Symbol 10893 73.6 5.5 1 364.7 (M:364.7) 9 12.9 4.1 213 1.13! 3 56.53
505 true ENSGALP00000000639 lamin B2 - CGNC Symbol 49708 67.9 5.2 1 1201.6 (M:1201.6) 26 31.2 7.3 42 1.12! 13 102.53
506 true ENSGALP00000008521 laminin alpha 5 - CGNC Symbol 3962 379.6 6.3 1 51.2 (M:51.2) 1 0.4 0.74 945
507 true ENSGALP00000020275 lectin galactoside-binding soluble 1 - CGNC Symbol 49833 15.1 6.6 1 139.8 (M:139.8) 3 22.2 8.06 572
508 true ENSGALP00000005081 lectin galactoside-binding soluble 2 - CGNC Symbol 2336 14.8 6.6 1 67.3 (M:67.3) 2 14.7 6.37 869 1.12 2 33.55
509 true ENSGALP00000041057 lectin mannose binding 2 - CGNC Symbol 63471 38.3 6.4 1 111.0 (M:111.0) 3 6.1 3.71 681 0.45! 1
510 true ENSGALP00000017556 legumain - CGNC Symbol 8216 49.2 5.9 1 101.8 (M:101.8) 2 4.2 4.82 711
511 true ENSGALP00000012100 leucyl-tRNA synthetase - CGNC Symbol 5654 134.2 6.5 1 149.6 (M:149.6) 3 1.5 4.23 541 0.68! 1
512 true ENSGALP00000024648 leucyl/cystinyl aminopeptidase - CGNC Symbol 11391 116.9 5.3 1 73.4 (M:73.4) 1 1.3 6.38 832
513 true ENSGALP00000010210 leukocyte cell derived chemotaxin 2 - CGNC Symbol 4754 35.2 9.1 1 389.9 (M:389.9) 7 16.8 4.49 202 0.29! 3 127.74
514 true ENSGALP00000033366 leukocyte ribonuclease A-2 - CGNC Symbol 52020 15.9 10 1 229.2 (M:229.2) 4 33.1 10.63 365
515 true ENSGALP00000018616 leukotriene A4 hydrolase - CGNC Symbol 8686 69.3 6.5 1 231.9 (M:231.9) 7 7.4 4 361 5.63 3 76.51
516 true ENSGALP00000032039 leupaxin - CGNC Symbol 14208 35.9 6.3 1 96.7 (M:96.7) 4 11 7.69 737 1.06 2 1.13
517 true ENSGALP00000002513 LIM and SH3 protein 1 - CGNC Symbol 1150 27.2 6.4 1 359.2 (M:359.2) 10 21.6 6.41 217 1.02! 4 22.62
518 true ENSGALP00000039613 lipase maturation factor 2 - Refseq NP_001026743 68.8 9.7 1 175.2 (M:175.2) 4 7 9.67 469 0.74! 1
519 true ENSGALP00000006574 liver basic fatty acid binding protein - CGNC Symbol 49276 14.2 8.5 1 288.3 (M:288.3) 4 32.5 7.36 280 1.11! 2 68.79
520 true ENSGALP00000031013 LMBR1 domain containing 1 - CGNC Symbol 12092 61.7 6.6 1 69.3 (M:69.3) 2 1.3 18.98 858 1.08 1
521 true ENSGALP00000016337 LPS-responsive vesicle trafficking beach and anchor containing - CGNC Symbol 7650 316.5 5.5 1 126.2 (M:126.2) 4 1.8 12.42 615 2.72! 1
522 true ENSGALP00000019318 LUC7-like 2 (S. cerevisiae) - CGNC Symbol 8987 47.2 10.1 1 71.2 (M:71.2) 2 5.8 4.52 848
523 true ENSGALP00000037522 LUC7-like 3 pre-mRNA splicing factor - CGNC Symbol 53432 51.4 9.8 1 132.6 (M:132.6) 2 4.6 6.17 594
524 true ENSGALP00000018370 lumican - CGNC Symbol 50614 38.6 6.1 1 50.2 (M:50.2) 2 6.1 0.69 950
525 true ENSGALP00000027391 lymphocyte cytosolic protein 1 (L-plastin) - CGNC Symbol 12749 69.7 5.2 3 1716.2 (M:1716.2) 29 27.1 4.09 14 1.29! 13 142.71

526 true ENSGALP00000003296
lymphocyte cytosolic protein 2 (SH2 domain containing leukocyte protein of 76kDa) - CGNC Symbol 
1506 59.5 5.9 1 160.2 (M:160.2) 3 7.2 8.52 506

527 true ENSGALP00000010618 lymphocyte-specific protein 1 - CGNC Symbol 4964 41.6 4.7 2 274.0 (M:274.0) 4 13.7 11.8 297 0.61! 1
528 true ENSGALP00000017123 lymphoid enhancer binding factor 1 - CGNC Symbol 7997 40.8 6.7 5 279.2 (M:279.2) 4 14.4 5.98 289
529 true ENSGALP00000001231 lysine demethylase 1A - CGNC Symbol 547 86.5 5.9 1 68.3 (M:68.3) 1 1.8 8.62 863
530 true ENSGALP00000001332 lysyl-tRNA synthetase - CGNC Symbol 602 67.8 5.8 1 537.4 (M:537.4) 12 13.9 3.01 131 0.70! 4 18.38
531 true ENSGALP00000037101 macrophage receptor with collagenous structure - CGNC Symbol 9191 50 9.2 1 71.1 (M:71.1) 1 3.6 6.28 849
532 true ENSGALP00000008911 Major histocompatibility complex class II beta chain BLB1 - CGNC Symbol 54366 25.3 5.8 1 140.3 (M:140.3) 3 13.4 7.35 568 1.35! 1
533 true ENSGALP00000000316 major vault protein - CGNC Symbol 136 93.7 5.3 1 567.7 (M:567.7) 14 17.6 6.52 121 1.02! 7 20.95
534 true ENSGALP00000014374 malate dehydrogenase 1 - CGNC Symbol 6725 36.5 6.9 1 346.3 (M:346.3) 6 15 8.69 233 1.22! 3 87.36
535 true ENSGALP00000003012 malate dehydrogenase 2 - CGNC Symbol 1378 35.6 8.8 1 1279.0 (M:1279.0) 20 45.1 4.81 36 1.12! 10 52.02
536 true ENSGALP00000002609 mannose phosphate isomerase - CGNC Symbol 55513 45.9 5.9 1 69.2 (M:69.2) 2 3.1 2.48 859 0.4 1
537 true ENSGALP00000023013 mannose-6-phosphate receptor cation dependent - CGNC Symbol 49623 32.3 5.2 1 62.2 (M:62.2) 2 4.8 7.35 891 0.85 1
538 true ENSGALP00000031047 mannosidase endo-alpha - CGNC Symbol 11620 46.3 8.5 1 31.2 (M:31.2) 1 2 1.37 1008 0.4 1
539 true ENSGALP00000039948 MARCKS-like 1 - CGNC Symbol 14646 21.2 4.7 1 89.5 (M:89.5) 1 7 0.48 767 0.34 1
540 true ENSGALP00000003898 matrin 3 - CGNC Symbol 1772 100.7 5.8 1 537.5 (M:537.5) 11 10.4 8.15 130 1.40! 4 52.13
541 true ENSGALP00000027710 matrix metallopeptidase 13 (collagenase 3) - CGNC Symbol 49430 54.4 5.5 1 34.3 (M:34.3) 1 3 19.72 1000
542 true ENSGALP00000025327 MDN1 midasin homolog (yeast) - CGNC Symbol 11734 632.3 5.4 1 162.9 (M:162.9) 2 0.5 11.6 500
543 true ENSGALP00000040025 melanoma cell adhesion molecule - CGNC Symbol 54317 64.2 7.8 2 28.8 (M:28.8) 1 1.9 7.05 1014
544 true ENSGALP00000015343 melanoma inhibitory activity family member 3 - CGNC Symbol 51470 224.1 4.7 1 68.3 (M:68.3) 3 1.6 13.38 864 0.39! 1
545 true ENSGALP00000042113 Metallothionein - UP P68497 6.5 8.4 1 100.0 (M:100.0) 1 23.8 9.91 719
546 true ENSGALP00000004425 metastasis associated 1 - CGNC Symbol 53548 81.3 9.3 2 196.2 (M:196.2) 2 1.4 1.29 418 1.04! 1
547 true ENSGALP00000003899 methionine adenosyltransferase I alpha - CGNC Symbol 1773 43.7 6.3 1 173.0 (M:173.0) 3 10.1 13.3 475 1.84! 1
548 true ENSGALP00000018537 methionyl aminopeptidase 2 - CGNC Symbol 8650 53.1 5.6 1 112.9 (M:112.9) 3 4 14.26 674 1.08 1

549 true ENSGALP00000019224
methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1 methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate synthetase - CGNC Symbol 8944 100.2 8.7 1 670.7 (M:670.7) 12 11.2 3.36 92 0.67! 5 62.44

550 true ENSGALP00000020258 methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1-like - CGNC Symbol 9427 100.9 8.3 1 257.2 (M:257.2) 5 5.2 6.87 320 0.63 4 51.44
551 true ENSGALP00000041134 microfibrillar associated protein 1 - CGNC Symbol 6322 51.9 4.9 1 120.4 (M:120.4) 2 3.2 11.84 632 3.54 1
552 true ENSGALP00000021353 microsomal glutathione S-transferase 1 - CGNC Symbol 9903 17.3 9.7 1 56.0 (M:56.0) 1 9 11.45 916
553 true ENSGALP00000010754 microtubule-associated protein RP/EB family member 1 - CGNC Symbol 50961 29.1 5 1 116.6 (M:116.6) 1 7.4 3.98 651
554 true ENSGALP00000000885 microtubule-associated protein tau - CGNC Symbol 389 36.3 9.7 1 100.7 (M:100.7) 1 4.3 1.36 715
555 true ENSGALP00000009709 minichromosome maintenance complex component 2 - CGNC Symbol 4524 100.2 5.2 1 356.4 (M:356.4) 9 7.1 4.93 221 1.65! 3 17.24
556 true ENSGALP00000026858 minichromosome maintenance complex component 3 - CGNC Symbol 12496 91.3 5.5 2 195.5 (M:195.5) 4 5.2 7.56 420



557 true ENSGALP00000021034 minichromosome maintenance complex component 4 - CGNC Symbol 9780 96.8 7 1 547.7 (M:547.7) 10 11.3 4.89 127 1.17! 3 42.98
558 true ENSGALP00000020463 minichromosome maintenance complex component 5 - CGNC Symbol 9524 82.4 8.6 1 499.1 (M:499.1) 7 7.1 3.93 144 1.46! 4 471.9
559 true ENSGALP00000032274 minichromosome maintenance complex component 6 - CGNC Symbol 9378 93.2 5.3 2 383.4 (M:383.4) 10 11.6 6.32 205 1.03 5 20.55
560 true ENSGALP00000008279 mitochondrial carrier 2 - CGNC Symbol 3845 33.1 9.4 1 147.5 (M:147.5) 2 5.4 1.68 552 0.83 1
561 true ENSGALP00000002172 mitochondrial trans-2-enoyl-CoA reductase - CGNC Symbol 981 39 8.9 1 39.6 (M:39.6) 1 3.6 7.18 981
562 true ENSGALP00000012231 MMS19 homolog cytosolic iron-sulfur assembly component - CGNC Symbol 5715 111.8 5.6 1 46.6 (M:46.6) 1 1.3 9.34 962
563 true ENSGALP00000007490 moesin - HGNC:7373 68.5 6 2 1492.6 (M:1492.6) 33 32.1 8.16 21 0.89! 13 89.58
564 true ENSGALP00000007833 myelin expression factor 2 - CGNC Symbol 49981 65.7 9.1 2 167.4 (M:167.4) 4 5.5 10.51 494 0.86! 1
565 true ENSGALP00000023352 myosin heavy chain 10 non-muscle - CGNC Symbol 49817 228.9 5.4 1 835.8 (M:835.8) 18 6.2 4.56 69 1.76! 9 60.07
566 true ENSGALP00000020445 myosin heavy chain 9 non-muscle - CGNC Symbol 49820 226.5 5.5 13 3601.5 (M:3601.5) 69 24.7 5.28 3 1.12! 33 69.43
567 true ENSGALP00000008730 myosin light chain 3 alkali ventricular skeletal slow - CGNC Symbol 49636 21.9 5.1 3 258.1 (M:258.1) 5 14.9 3.72 319 0.51! 2 37.65
568 true ENSGALP00000042167 myotrophin - Refseq NP_990217 16.1 5.1 1 76.8 (M:76.8) 1 11.5 0.25 821
569 true ENSGALP00000024681 N-acetylneuraminate synthase - CGNC Symbol 11406 40.1 7.1 1 80.3 (M:80.3) 1 3.9 8.86 803
570 true ENSGALP00000023454 N-acetyltransferase 10 - CGNC Symbol 10818 115.3 8.6 1 117.8 (M:117.8) 2 0.9 10.06 647 1.10! 1
571 true ENSGALP00000013999 NADH:ubiquinone oxidoreductase core subunit S1 - CGNC Symbol 6532 79.5 6.5 1 189.8 (M:189.8) 5 7.6 11.95 429 0.66! 2 23.96
572 true ENSGALP00000013106 NADH:ubiquinone oxidoreductase core subunit S3 - CGNC Symbol 6122 29.2 6 1 150.6 (M:150.6) 3 7.8 7.19 539 0.41! 1
573 true ENSGALP00000008764 NADH:ubiquinone oxidoreductase subunit B10 - CGNC Symbol 4071 20.5 6 1 131.6 (M:131.6) 3 18.9 10.19 596 0.89! 1
574 true ENSGALP00000026301 NADH:ubiquinone oxidoreductase subunit B9 - CGNC Symbol 12221 21.9 8.9 1 45.2 (M:45.2) 1 6.7 4.36 966
575 true ENSGALP00000005729 NADH:ubiquinone oxidoreductase subunit S5 - CGNC Symbol 2647 12.6 8.4 1 167.6 (M:167.6) 2 17 7.78 492 1.08 1
576 true ENSGALP00000012072 negative elongation factor complex member C/D - CGNC Symbol 5638 65.6 5 1 37.7 (M:37.7) 1 3.3 3.59 988
577 true ENSGALP00000023944 nicotinamide nucleotide transhydrogenase - CGNC Symbol 11035 113.7 7 1 222.3 (M:222.3) 4 2.7 8.85 375 0.99! 2 1.74
578 true ENSGALP00000017869 nidogen 1 - CGNC Symbol 8345 136.5 5.1 1 74.5 (M:74.5) 2 2.4 3.59 830
579 true ENSGALP00000037901 NIMA related kinase 1 - CGNC Symbol 7364 132.2 5.7 1 129.2 (M:129.2) 3 1.8 9.09 604 0.49! 1
580 true ENSGALP00000020163 ninein - CGNC Symbol 9389 238.9 5.1 1 150.6 (M:150.6) 0 0 4.93 538
581 true ENSGALP00000034078 NME/NM23 nucleoside diphosphate kinase 2 - CGNC Symbol 49549 17.3 7.7 3 646.5 (M:646.5) 12 37.9 6.91 99 1.33! 7 158.24
582 true ENSGALP00000012689 NmrA-like family domain containing 1 - CGNC Symbol 5919 32.7 7.8 1 123.2 (M:123.2) 4 9.1 12.68 625 1.50! 1
583 true ENSGALP00000015665 no description available 32.6 5.7 3 373.9 (M:373.9) 7 25.2 3.14 207
584 true ENSGALP00000040418 no description available 26 6 1 180.6 (M:180.6) 4 9.4 8.78 458 0.42! 1
585 true ENSGALP00000040638 no description available 164.1 6.1 1 138.8 (M:138.8) 4 3.1 4.98 576 1.12! 1
586 true ENSGALP00000033554 no description available 38.2 9.1 1 116.0 (M:116.0) 2 6.8 17.02 657
587 true ENSGALP00000042925 no description available 30.3 6 1 115.3 (M:115.3) 2 5.9 1.89 659 0.57 1
588 true ENSGALP00000042590 no description available 19 4.8 1 89.3 (M:89.3) 2 14.3 5.27 768 0.99! 1
589 true ENSGALP00000011825 no description available 21.8 10.1 1 83.2 (M:83.2) 3 16.7 14 786
590 true ENSGALP00000030678 no description available 68.2 6.5 1 71.3 (M:71.3) 2 3.1 5.36 844
591 true ENSGALP00000040802 no description available 18.2 10.3 2 69.9 (M:69.9) 2 13.4 13.27 856
592 true ENSGALP00000008824 non-POU domain containing octamer-binding - CGNC Symbol 4102 54 8.9 1 666.0 (M:666.0) 17 24.1 6.76 95 2.95! 7 84.57
593 true ENSGALP00000023274 non-SMC condensin I complex subunit D2 - CGNC Symbol 50724 157.6 5.5 1 56.1 (M:56.1) 1 0.7 15.04 915
594 true ENSGALP00000023257 non-SMC condensin I complex subunit G - CGNC Symbol 10729 117.3 5.4 1 48.6 (M:48.6) 1 1.7 10.92 956
595 true ENSGALP00000013761 NOP58 ribonucleoprotein - CGNC Symbol 52126 61.6 8.8 1 47.8 (M:47.8) 1 3.1 6.89 958
596 true ENSGALP00000009964 NSFL1 (p97) cofactor (p47) - CGNC Symbol 50955 40.6 5 2 162.2 (M:162.2) 6 15.2 3.58 503 0.94! 2 14.59
597 true ENSGALP00000016660 nuclear autoantigenic sperm protein (histone-binding) - CGNC Symbol 7802 80.2 4.4 1 308.6 (M:308.6) 4 3.9 3.42 269 2.87! 2 10.1
598 true ENSGALP00000038782 nucleobindin 2 - CGNC Symbol 51883 53.8 5 1 138.7 (M:138.7) 3 5.5 4.57 577 0.25! 1
599 true ENSGALP00000019016 nucleolar protein interacting with the FHA domain of MKI67 - CGNC Symbol 8852 31.4 10.3 1 158.7 (M:158.7) 3 9.4 0.81 509 0.53! 1
600 true ENSGALP00000012472 nucleolin - CGNC Symbol 5823 75.4 4.9 2 1344.4 (M:1344.4) 25 24.5 4.53 31 1.29! 13 80.25
601 true ENSGALP00000003431 nucleophosmin (nucleolar phosphoprotein B23 numatrin) - CGNC Symbol 49698 30.3 4.7 1 884.3 (M:884.3) 9 21.5 10.06 64 1.11! 3 21.72
602 true ENSGALP00000012471 nucleophosmin/nucleoplasmin 3 - CGNC Symbol 5822 16.4 4.5 1 279.2 (M:279.2) 3 30.4 4.82 290 1.06! 1
603 true ENSGALP00000020737 nucleoporin 153kDa - CGNC Symbol 9650 146.7 8.6 1 105.2 (M:105.2) 1 1 6.6 701
604 true ENSGALP00000008128 nucleoporin 210kDa - CGNC Symbol 3777 195.4 6.1 1 352.7 (M:352.7) 8 4.2 7.14 228 1.67! 1
605 true ENSGALP00000006060 nucleoporin 214kDa - CGNC Symbol 53184 211.4 7.3 1 101.6 (M:101.6) 3 1.9 7.67 712
606 true ENSGALP00000020792 nucleoporin 37kDa - CGNC Symbol 9674 36.9 5.9 1 137.3 (M:137.3) 2 4.6 4 583 0.65 1
607 true ENSGALP00000004745 nucleoporin 93kDa - CGNC Symbol 2176 93.5 5.9 1 217.3 (M:217.3) 8 7.1 6.72 380 0.64! 3 36.54
608 true ENSGALP00000022023 nucleoporin 98kDa - CGNC Symbol 10169 195.3 5.7 1 167.4 (M:167.4) 5 2.7 8.97 493 0.59! 1
609 true ENSGALP00000016623 nucleosome assembly protein 1-like 1 - CGNC Symbol 50609 45.3 4.3 2 243.7 (M:243.7) 4 8.7 9.6 341 0.92! 3 47.98
610 true ENSGALP00000001315 nudC nuclear distribution protein - CGNC Symbol 591 39.2 5.3 1 101.2 (M:101.2) 2 8.8 6.57 713

611 true ENSGALP00000041772 nudix (nucleoside diphosphate linked moiety X)-type motif 16-like 1 - CGNC Symbol 20168 33.8 5.7 1 226.2 (M:226.2) 6 14.7 9.92 369 3.35! 2 20.58
612 true ENSGALP00000004866 nudix hydrolase 21 - CGNC Symbol 66135 26.4 8.9 1 153.9 (M:153.9) 4 20.1 5.86 524 0.72! 1
613 true ENSGALP00000022598 nudix hydrolase 5 - CGNC Symbol 52764 19.9 5.2 1 36.1 (M:36.1) 1 6.6 6.19 992
614 true ENSGALP00000028424 O-6-methylguanine-DNA methyltransferase - HGNC:7059 28.1 9.4 1 34.7 (M:34.7) 1 4.7 11.99 998
615 true ENSGALP00000015171 Obg-like ATPase 1 - CGNC Symbol 7087 44.8 8.1 1 94.5 (M:94.5) 2 4.8 5.22 747 1.76! 1
616 true ENSGALP00000017119 oligosaccharyltransferase complex subunit (non-catalytic) - CGNC Symbol 51766 16.7 9.5 1 54.6 (M:54.6) 1 8.1 6.02 926
617 true ENSGALP00000008163 orosomucoid 1 (ovoglycoprotein) - CGNC Symbol 49217 22.3 5.1 1 217.0 (M:217.0) 3 13.3 11.87 382 3.48! 2 184.86
618 true ENSGALP00000000933 outer mitochondrial membrane cytochrome b5 - CGNC Symbol 50102 16.2 5 1 150.9 (M:150.9) 4 29.2 8.07 537 0.40! 1
619 true ENSGALP00000010358 p21 protein (Cdc42/Rac)-activated kinase 2 - CGNC Symbol 4842 57.5 5.6 2 118.5 (M:118.5) 2 5.2 5.24 645 2.77! 1
620 true ENSGALP00000015753 paraoxonase 2 - CGNC Symbol 49501 39.3 5.2 1 188.3 (M:188.3) 3 12.1 4.55 435 0.92! 1
621 true ENSGALP00000035658 paraspeckle component 1 - CGNC Symbol 50884 58.4 6.3 1 317.1 (M:317.1) 9 16.6 9.37 262 1.01! 3 36.38
622 true ENSGALP00000041756 Parkinsonism associated deglycase - HGNC:16369 19.9 6.3 1 324.9 (M:324.9) 7 26.5 2.9 251 0.73 5 53.85
623 true ENSGALP00000037515 PC4 and SFRS1 interacting protein 1 - CGNC Symbol 54295 64.8 9.2 2 96.8 (M:96.8) 2 3.3 10.65 736
624 true ENSGALP00000007472 PDGFA associated protein 1 - CGNC Symbol 3481 20.6 7.8 1 113.8 (M:113.8) 3 7.8 2.59 665 1.17! 1
625 true ENSGALP00000027519 PDS5 regulator of cohesion maintenance homolog B (S. cerevisiae) - CGNC Symbol 12819 164.6 8.5 1 119.4 (M:119.4) 3 2.6 4.41 638 1.58 1
626 true ENSGALP00000008695 PDZ and LIM domain 1 - CGNC Symbol 4041 35.6 6.8 1 113.4 (M:113.4) 3 11.6 6.47 669
627 true ENSGALP00000000387 pecanex homolog (Drosophila) - CGNC Symbol 52719 248.9 6.6 1 97.7 (M:97.7) 2 1.4 3.68 727
628 true ENSGALP00000007819 peptidase D - CGNC Symbol 3636 55.3 6.2 1 213.1 (M:213.1) 5 8.2 7.67 386 0.74! 3 120.43
629 true ENSGALP00000041690 peptidyl-prolyl cis-trans isomerase A - Refseq NP_001159798 15.9 9 1 1419.8 (M:1419.8) 22 60.5 5.27 24 0.99! 10 29.13
630 true ENSGALP00000003455 peptidylprolyl isomerase B (cyclophilin B) - CGNC Symbol 1580 16.2 9.2 1 283.5 (M:283.5) 7 33.3 5.66 286 1.02! 3 23.05
631 true ENSGALP00000015366 peptidylprolyl isomerase D - CGNC Symbol 7186 40.5 6 1 130.5 (M:130.5) 3 5.7 2.67 599 2.34 1
632 true ENSGALP00000007666 peptidylprolyl isomerase F - CGNC Symbol 52036 21.7 9.2 1 38.5 (M:38.5) 1 4.4 0.56 983 2.17 1
633 true ENSGALP00000034742 perilipin-5 - CGNC Symbol 24415 45.2 6.3 1 71.2 (M:71.2) 1 3.5 2.54 847
634 true ENSGALP00000035686 periostin osteoblast specific factor - CGNC Symbol 12805 96 8.3 2 162.8 (M:162.8) 3 4.4 8.09 502 1.74! 1
635 true ENSGALP00000016629 peroxiredoxin 1 - CGNC Symbol 7794 22.3 8.2 1 976.6 (M:976.6) 13 40.7 4.98 56 1.69! 5 108.4
636 true ENSGALP00000015246 peroxiredoxin 3 - CGNC Symbol 7123 28 8.8 1 384.5 (M:384.5) 7 25.3 6.43 203 0.70! 3 68.93
637 true ENSGALP00000026337 peroxiredoxin 4 - CGNC Symbol 12239 32.1 8.6 1 399.5 (M:399.5) 6 21.9 10.38 198 1.62! 2 30.26
638 true ENSGALP00000004817 peroxiredoxin 6 - CGNC Symbol 2214 25.1 6 1 353.5 (M:353.5) 6 18.3 5.24 225 0.87 3 155.7
639 true ENSGALP00000008273 PHD finger protein 2 - CGNC Symbol 3843 118.3 9.3 1 88.2 (M:88.2) 2 2.5 11.71 771
640 true ENSGALP00000019471 PHD finger protein 5A - CGNC Symbol 9062 13.1 8.4 1 139.4 (M:139.4) 3 29.9 5.48 573 1.09! 2 10.25
641 true ENSGALP00000009819 PHD finger protein 6 - CGNC Symbol 4572 41 8.9 1 45.0 (M:45.0) 2 6.3 11.06 967
642 true ENSGALP00000011961 phosphatidylethanolamine binding protein 1 - CGNC Symbol 5589 20.9 7 1 420.5 (M:420.5) 9 41.7 4.69 187 1.58! 3 65.54
643 true ENSGALP00000012779 phosphatidylinositol-5-phosphate 4-kinase type II alpha - CGNC Symbol 5959 41 5.8 2 239.4 (M:239.4) 4 7.5 15.24 344 0.52! 2 52.03
644 true ENSGALP00000015626 phosphoenolpyruvate carboxykinase 2 (mitochondrial) - CGNC Symbol 49813 28.3 9.2 1 373.7 (M:373.7) 7 29.2 4.2 208 1.43! 3 1272.35
645 true ENSGALP00000011232 phosphofructokinase platelet - CGNC Symbol 53359 61.2 6.3 1 437.4 (M:437.4) 6 12.9 3.21 176 0.47! 3 102.49
646 true ENSGALP00000017926 phosphoglucomutase 1 - CGNC Symbol 8372 66.4 9 1 102.4 (M:102.4) 2 4.8 5.89 710 0.19! 1
647 true ENSGALP00000004417 phosphogluconate dehydrogenase - CGNC Symbol 2017 53.3 6.5 1 292.1 (M:292.1) 5 11.4 4.86 278 0.97! 1
648 true ENSGALP00000004720 phosphoglycerate dehydrogenase - CGNC Symbol 2161 54.9 8.4 1 260.2 (M:260.2) 7 17.7 6.24 318 0.31! 1
649 true ENSGALP00000012878 phosphoglycerate kinase 1 - CGNC Symbol 49503 44.6 8.3 1 1142.1 (M:1142.1) 16 31.2 5.85 47 0.68! 8 55.87
650 true ENSGALP00000038677 phosphoglycerate mutase 1 (brain) - CGNC Symbol 53524 23.7 7.1 1 356.7 (M:356.7) 6 37 6.74 220 1.42! 1
651 true ENSGALP00000002744 phospholipase A2 activating protein - CGNC Symbol 1252 87.2 5.9 1 83.3 (M:83.3) 1 1.4 1.89 784
652 true ENSGALP00000007780 phosphopantothenoylcysteine synthetase - CGNC Symbol 66161 35.2 6.6 1 412.1 (M:412.1) 6 19.7 3.04 190 2.82! 3 174.69
653 true ENSGALP00000022273 phosphoribosyl pyrophosphate amidotransferase - CGNC Symbol 10276 56.2 6.2 1 113.8 (M:113.8) 2 2.7 4.39 666 0.26 1
654 true ENSGALP00000007837 phosphoribosyl pyrophosphate synthetase 1 - CGNC Symbol 51649 35.4 6.4 2 112.6 (M:112.6) 2 3.7 12.93 676 4.66 1
655 true ENSGALP00000008105 phosphoribosyl pyrophosphate synthetase-associated protein 2 - CGNC Symbol 50275 40.7 6.7 2 171.5 (M:171.5) 4 10.8 4.98 479 7.14! 1

656 true ENSGALP00000022269
phosphoribosylaminoimidazole carboxylase phosphoribosylaminoimidazolesuccinocarboxamide 
synthase - CGNC Symbol 10274 48.1 8.5 1 591.2 (M:591.2) 10 17.3 4.94 111 0.48! 4 149.37

657 true ENSGALP00000035973
phosphoribosylglycinamide formyltransferase phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole synthetase - CGNC Symbol 49260 106.5 7.5 1 171.3 (M:171.3) 3 2.3 3.75 481 0.46! 1

658 true ENSGALP00000020169 phosphorylase glycogen liver - CGNC Symbol 49139 87.4 5.6 2 78.0 (M:78.0) 2 2.6 8.34 818 0.87 2 42.06
659 true ENSGALP00000003767 phosphoserine phosphatase - CGNC Symbol 50540 25.1 6 1 52.6 (M:52.6) 1 5.8 3.97 937
660 true ENSGALP00000014828 PIT54 protein precursor - Refseq NP_997063 54.8 4.6 1 440.6 (M:440.6) 6 15 4.97 171 0.50! 3 57.23
661 true ENSGALP00000009087 pituitary tumor-transforming 1 interacting protein - HGNC:13524 27.8 9.3 1 56.9 (M:56.9) 1 4.4 2.81 908
662 true ENSGALP00000009354 platelet activating factor acetylhydrolase 1b regulatory subunit 1 - CGNC Symbol 4356 46.6 7 1 95.3 (M:95.3) 2 8 2.04 743
663 true ENSGALP00000015051 pleiotropic regulator 1 - CGNC Symbol 7032 57.1 9 1 66.7 (M:66.7) 1 3.5 9.05 872
664 true ENSGALP00000021425 plexin B2 - CGNC Symbol 52617 183.5 5.7 1 76.0 (M:76.0) 2 1.4 10.89 823
665 true ENSGALP00000010874 pM5 protein - CGNC Symbol 50291 133.4 5.4 1 71.2 (M:71.2) 2 2.6 9.21 846 1.22! 1
666 true ENSGALP00000015000 poly (ADP-ribose) polymerase 1 - CGNC Symbol 7010 103.7 8.8 2 516.2 (M:516.2) 10 8.6 4.86 137 1.04! 3 29.24
667 true ENSGALP00000023288 poly(A) binding protein cytoplasmic 1 - CGNC Symbol 54111 63.7 9.6 1 567.8 (M:567.8) 13 11.3 7.3 120 0.64! 5 36.39
668 true ENSGALP00000006555 poly(A) binding protein cytoplasmic 1-like - CGNC Symbol 3026 70.1 9.5 1 328.8 (M:328.8) 5 4.4 6.06 247 0.66! 2 13.79
669 true ENSGALP00000006018 poly(A) binding protein cytoplasmic 4 (inducible form) - CGNC Symbol 2781 70.1 9.6 1 238.8 (M:238.8) 7 9.6 12.39 345 0.86! 2 24.85
670 true ENSGALP00000036764 poly(A) polymerase alpha - CGNC Symbol 8431 82.8 6.8 2 72.3 (M:72.3) 1 1.6 7.41 837 0.95! 1
671 true ENSGALP00000022772 poly(U) binding splicing factor 60KDa - CGNC Symbol 52777 50.3 5.2 2 127.3 (M:127.3) 3 4.5 4.53 608 7.29! 1
672 true ENSGALP00000039553 polymerase (DNA directed) epsilon 3 accessory subunit - CGNC Symbol 6738 16.3 4.6 1 38.1 (M:38.1) 1 11.2 2 984
673 true ENSGALP00000042897 polymerase (DNA) delta 2 accessory subunit - CGNC Symbol 63741 47.4 5 1 38.0 (M:38.0) 1 2.5 1.64 985



674 true ENSGALP00000019330 polymerase (DNA) delta interacting protein 3 - CGNC Symbol 8993 45.9 9.9 1 77.3 (M:77.3) 2 4.5 15.19 819 0.85! 1
675 true ENSGALP00000022433 polymerase (RNA) II subunit I - HGNC:9196 14.4 5 1 65.6 (M:65.6) 2 20.8 4.6 878
676 true ENSGALP00000003035 polypyrimidine tract binding protein 1 - CGNC Symbol 1388 60 9.3 1 201.9 (M:201.9) 5 8.1 7 408 1.10! 1
677 true ENSGALP00000014372 pre-mRNA processing factor 4 - CGNC Symbol 6724 59.9 8.3 1 56.4 (M:56.4) 1 3 2.09 911
678 true ENSGALP00000004641 pre-mRNA processing factor 8 - CGNC Symbol 2126 273.5 8.9 1 304.6 (M:304.6) 7 2.4 5.39 272 1.12! 3 40.39
679 true ENSGALP00000022525 pre-mRNA-processing factor 19 - Refseq NP_001034420 40.5 6.3 1 238.7 (M:238.7) 4 12.2 5.97 346 2.43 2 0.86
680 true ENSGALP00000038130 profilin-2 - Refseq NP_001073228 10.3 9 1 212.4 (M:212.4) 3 16.7 3.74 388 0.25! 1
681 true ENSGALP00000016583 progesterone receptor membrane component 2 - CGNC Symbol 7765 21.6 5.2 1 157.1 (M:157.1) 2 8.7 0.52 517 1.45 1
682 true ENSGALP00000014143 programmed cell death 4 (neoplastic transformation inhibitor) - CGNC Symbol 6604 51.7 5.3 1 65.5 (M:65.5) 1 2.4 0.82 879
683 true ENSGALP00000007391 programmed cell death 5 - CGNC Symbol 3442 14.2 5.5 1 175.8 (M:175.8) 4 27 4.55 468 0.32! 1
684 true ENSGALP00000019634 programmed cell death 6 interacting protein - CGNC Symbol 9128 97.3 6 1 127.6 (M:127.6) 2 2.8 9.65 607 0.98! 2 22.5
685 true ENSGALP00000001750 prohibitin - CGNC Symbol 51144 29.9 5.6 2 329.8 (M:329.8) 7 21.3 2.9 246 0.64 5 120.94
686 true ENSGALP00000000224 proliferating cell nuclear antigen - CGNC Symbol 92 28.9 4.6 1 862.6 (M:862.6) 20 34 6.85 66 1.36! 11 29.95
687 true ENSGALP00000009605 proliferation-associated 2G4 38kDa - CGNC Symbol 4474 38.1 8.1 1 214.8 (M:214.8) 5 12.1 2.53 383 0.68! 3 59.91
688 true ENSGALP00000005607 proline and arginine rich end leucine rich repeat protein - HGNC:9357 42.9 9.1 1 55.9 (M:55.9) 1 3.7 1.95 918
689 true ENSGALP00000011689 prolyl 4-hydroxylase beta polypeptide - CGNC Symbol 5464 55.8 4.8 1 377.7 (M:377.7) 9 14.4 8.21 206 0.76! 3 455.29
690 true ENSGALP00000024803 prolyl endopeptidase - CGNC Symbol 11476 80.8 5.7 1 135.4 (M:135.4) 2 1.8 15.38 588 0.95! 1
691 true ENSGALP00000007593 prosaposin - CGNC Symbol 49395 57.5 5.1 1 97.0 (M:97.0) 3 6.4 7.67 732
692 true ENSGALP00000025278 prostaglandin reductase 1 - CGNC Symbol 11711 35.9 8.8 1 71.8 (M:71.8) 1 4.3 13.74 838
693 true ENSGALP00000005854 proteasome (prosome macropain) 26S subunit non-ATPase 12 - CGNC Symbol 2706 53 6.3 1 113.0 (M:113.0) 1 2.9 5.66 673
694 true ENSGALP00000013388 proteasome 26S subunit ATPase 2 - CGNC Symbol 6240 48.6 5.7 1 174.4 (M:174.4) 5 9.9 7.32 470 1.16! 3 54.22
695 true ENSGALP00000039931 proteasome 26S subunit non-ATPase 11 - CGNC Symbol 17043 47.9 6 1 119.3 (M:119.3) 2 5.8 4.94 639
696 true ENSGALP00000039552 proteasome 26S subunit non-ATPase 13 - CGNC Symbol 51869 42.7 5.4 1 84.3 (M:84.3) 3 4.8 8.39 782 0.66! 1
697 true ENSGALP00000011822 proteasome 26S subunit non-ATPase 6 - CGNC Symbol 5531 45.5 5.9 1 89.9 (M:89.9) 1 4.1 5.48 766
698 true ENSGALP00000038984 proteasome activator subunit 3 - CGNC Symbol 51153 29.5 5.9 1 69.1 (M:69.1) 1 3.9 7.1 860 2.60! 1
699 true ENSGALP00000000338 proteasome inhibitor subunit 1 - CGNC Symbol 152 29.1 5.2 1 75.8 (M:75.8) 2 8.1 9.19 824 1.01 1
700 true ENSGALP00000019629 proteasome subunit alpha 3 - CGNC Symbol 9125 28.5 4.9 1 276.7 (M:276.7) 5 19.2 5.39 294 0.85 3 33.2
701 true ENSGALP00000004807 proteasome subunit alpha 4 - CGNC Symbol 2207 29.5 6.9 1 70.7 (M:70.7) 1 3.4 11.76 851 0.98! 1
702 true ENSGALP00000016334 proteasome subunit alpha 6 - CGNC Symbol 7649 27.7 6.1 1 226.9 (M:226.9) 4 9.6 6.4 367 0.78! 2 30.66
703 true ENSGALP00000009681 Proteasome subunit alpha type - UniProtKB/TrEMBL B4DEV8 - CGNC Symbol 4513 29.3 6.1 1 111.7 (M:111.7) 3 11.5 6.58 678 0.57! 1
704 true ENSGALP00000000088 proteasome subunit alpha type-5 - Refseq NP_001026578 25.3 4.8 1 125.7 (M:125.7) 3 12.5 1.56 618 0.94! 1
705 true ENSGALP00000042455 proteasome subunit alpha type-7 - Refseq NP_989944 24.5 8.8 1 91.6 (M:91.6) 2 11.5 2.42 762
706 true ENSGALP00000018195 proteasome subunit beta 1 - CGNC Symbol 8487 26 6.4 1 192.5 (M:192.5) 4 19 7.75 423 8.38! 1
707 true ENSGALP00000002420 proteasome subunit beta 3 - CGNC Symbol 1108 23.1 5.3 1 107.8 (M:107.8) 1 6.8 0.56 688
708 true ENSGALP00000028488 proteasome subunit beta 4 - CGNC Symbol 600 28.1 5.7 1 68.5 (M:68.5) 1 5.8 10.16 862
709 true ENSGALP00000013574 protein disulfide isomerase family A member 3 - CGNC Symbol 6325 56.1 5.8 1 1696.7 (M:1696.7) 28 39.6 5.29 15 0.54! 13 77.86
710 true ENSGALP00000020268 protein disulfide isomerase family A member 4 - CGNC Symbol 9429 71 5 1 774.9 (M:774.9) 17 23.9 3.05 78 0.48! 8 104.32
711 true ENSGALP00000026487 protein disulfide isomerase family A member 6 - CGNC Symbol 12314 48.8 5 1 695.9 (M:695.9) 11 18.1 3.46 86 0.47! 4 52.93
712 true ENSGALP00000009662 protein kinase C beta - CGNC Symbol 50286 73.6 6.5 3 94.3 (M:94.3) 3 3.9 4.95 748 1.22! 1
713 true ENSGALP00000035514 protein kinase C delta - CGNC Symbol 50113 78.4 8.4 2 88.5 (M:88.5) 2 1.2 1.38 770 1.12 1
714 true ENSGALP00000041979 protein kinase cAMP-dependent catalytic beta - CGNC Symbol 66476 39.1 8.7 1 58.0 (M:58.0) 1 2.7 9.57 905
715 true ENSGALP00000033915 protein kinase cAMP-dependent regulatory type I alpha - CGNC Symbol 3113 43.3 5.3 1 112.7 (M:112.7) 3 4.2 6 675 1.11 1
716 true ENSGALP00000017248 protein kinase D3 - CGNC Symbol 8057 100.3 6.3 2 103.6 (M:103.6) 2 3.3 3.98 708
717 true ENSGALP00000010073 protein kinase N2 - HGNC:9406 107.7 6.3 1 82.4 (M:82.4) 2 2.5 16.81 790 0.52 2 111.94
718 true ENSGALP00000039734 Protein LOC105369241 - UniProtKB/TrEMBL A0A0B4J2C8 - CGNC Symbol 51059 104.6 9.4 2 439.0 (M:439.0) 10 6.2 5.59 174 0.59! 5 137.18
719 true ENSGALP00000031272 protein phosphatase 1 catalytic subunit beta isozyme - CGNC Symbol 49609 37.2 5.8 1 237.1 (M:237.1) 6 21.1 5.03 349 2.17! 2 303.84
720 true ENSGALP00000007265 protein phosphatase 1 catalytic subunit gamma isozyme - CGNC Symbol 50363 37 6.1 1 197.2 (M:197.2) 5 13 7.67 416 0.67! 2 35.61
721 true ENSGALP00000016689 protein phosphatase 2 catalytic subunit beta isozyme - CGNC Symbol 7816 35.5 5.2 2 178.7 (M:178.7) 3 8.1 7.42 460 2.59 1
722 true ENSGALP00000017444 protein phosphatase 4 regulatory subunit 3A - CGNC Symbol 8158 93.9 4.8 1 47.1 (M:47.1) 1 1.1 0.74 960
723 true ENSGALP00000021949 protein phosphatase 6 regulatory subunit 2 - CGNC Symbol 10141 107.2 4.5 1 182.0 (M:182.0) 4 5 6.12 453 1.99 1
724 true ENSGALP00000003092 protein prune homolog - CGNC Symbol 65719 45.8 5.1 1 83.3 (M:83.3) 2 2.6 1.66 785 1.01 1
725 true ENSGALP00000023439 protein tyrosine phosphatase non-receptor type 6 - CGNC Symbol 10812 68.3 7.9 1 326.5 (M:326.5) 8 10.8 4.28 249 1.55! 4 71.17
726 true ENSGALP00000003423 protein tyrosine phosphatase receptor type C - CGNC Symbol 1563 139.3 5.5 1 479.0 (M:479.0) 9 4.7 7.01 150 1.62! 3 93.42

727 true ENSGALP00000026307
Putative eukaryotic translation initiation factor 2 subunit 3-like protein - UP Q2VIR3 - CGNC Symbol 
50802 51.1 8.5 1 507.1 (M:507.1) 12 20.8 3.78 141 0.91! 4 39.58

728 true ENSGALP00000026076 pyridoxal (pyridoxine vitamin B6) kinase - CGNC Symbol 12115 35.6 6.1 1 173.5 (M:173.5) 2 11.8 3.33 473
729 true ENSGALP00000007055 pyrophosphatase (inorganic) 1 - CGNC Symbol 3275 34 5.7 1 234.2 (M:234.2) 6 11.8 4.59 354 1.52! 2 47.61
730 true ENSGALP00000017202 pyrophosphatase (inorganic) 2 - CGNC Symbol 8036 34.5 5.5 1 113.2 (M:113.2) 2 6.2 6.27 672 0.56 1
731 true ENSGALP00000026457 pyruvate dehydrogenase (lipoamide) alpha 1 - CGNC Symbol 50805 44.4 8.2 1 125.2 (M:125.2) 5 9.3 2.57 619 0.44 2 18.35
732 true ENSGALP00000011491 pyruvate dehydrogenase (lipoamide) beta - CGNC Symbol 5364 39 6.1 1 192.5 (M:192.5) 3 4.4 8.58 424 0.53! 2 56.63
733 true ENSGALP00000037829 pyruvate dehydrogenase complex component X - CGNC Symbol 51908 53.2 6.1 1 61.4 (M:61.4) 1 3.8 3.37 894
734 true ENSGALP00000034108 pyruvate kinase muscle - CGNC Symbol 1412 57.8 8 2 1632.7 (M:1632.7) 27 37.2 4.44 16 0.53! 9 63.61
735 true ENSGALP00000036002 RAB10 member RAS oncogene family - CGNC Symbol 12382 18.7 8.4 1 109.6 (M:109.6) 3 18.9 5.11 684 2.24 2 64.49
736 true ENSGALP00000000864 RAB11B member RAS oncogene family - CGNC Symbol 51171 24.5 5.6 4 192.0 (M:192.0) 5 18.8 9.74 426 1.68! 4 149.45
737 true ENSGALP00000002234 RAB14 member RAS oncogene family - CGNC Symbol 1018 23.9 5.9 1 105.8 (M:105.8) 2 10.7 2.05 699 1.24! 1
738 true ENSGALP00000014265 RAB1A member RAS oncogene family - CGNC Symbol 6666 22.7 5.9 1 262.2 (M:262.2) 5 26.3 5.47 312 0.66! 4 50.41
739 true ENSGALP00000024868 RAB2A member RAS oncogene family - CGNC Symbol 49674 23.5 6 1 126.6 (M:126.6) 2 9.4 11.32 611
740 true ENSGALP00000009481 RAB7A member RAS oncogene family - CGNC Symbol 4408 23.5 6.4 1 224.5 (M:224.5) 4 16.4 4.25 371 0.57! 1
741 true ENSGALP00000005505 RAB8B member RAS oncogene family - CGNC Symbol 2544 23.6 9.1 12 351.0 (M:351.0) 10 34.8 10.35 232 1.11! 5 61.29
742 true ENSGALP00000025921 RAD21 cohesin complex component - CGNC Symbol 12049 72 4.6 1 203.9 (M:203.9) 5 7.3 11.19 402 2.78! 2 70.48
743 true ENSGALP00000043242 RAD23 homolog A (S. cerevisiae) - CGNC Symbol 63890 24 4.2 1 95.8 (M:95.8) 2 15.4 5.43 741
744 true ENSGALP00000018309 raftlin lipid raft linker 1 - CGNC Symbol 8540 65.6 5.3 1 235.1 (M:235.1) 4 6.6 9.69 353 0.42! 2 17.9
745 true ENSGALP00000003284 RAN binding protein 1 - CGNC Symbol 50345 24.2 5.2 1 43.1 (M:43.1) 1 4.3 8.79 971
746 true ENSGALP00000035780 RAN binding protein 2 - CGNC Symbol 50838 334.3 5.7 1 198.0 (M:198.0) 4 1.5 5.81 414
747 true ENSGALP00000019492 Ran GTPase activating protein 1 - CGNC Symbol 9072 62.9 4.7 1 121.3 (M:121.3) 4 6 10.31 629 3.27! 1
748 true ENSGALP00000004046 RAN member RAS oncogene family - CGNC Symbol 1850 24.4 7.7 1 551.5 (M:551.5) 12 39.4 6.41 125 0.98! 5 159.18
749 true ENSGALP00000042497 RAR-related orphan receptor C - CGNC Symbol 58847 55.6 9.7 1 109.2 (M:109.2) 2 5.8 14.02 685
750 true ENSGALP00000002383 ras homolog family member C - CGNC Symbol 49521 22 6.2 2 261.3 (M:261.3) 6 16.1 4.93 316 1.18 4 58.63

751 true ENSGALP00000037001
ras-related C3 botulinum toxin substrate 2 (rho family small GTP binding protein Rac2) - CGNC 
Symbol 9462 21.4 8.1 6 460.7 (M:460.7) 8 32.3 2.51 163 2.24! 4 218.45

752 true ENSGALP00000016120 Ras-related protein Rap-1b-like protein - CGNC Symbol 50604 20.8 5.6 2 170.9 (M:170.9) 4 6 3.72 482 1.57 2 43.33
753 true ENSGALP00000028747 reactive intermediate imine deaminase A homolog - CGNC Symbol 13608 14.8 8.6 1 118.9 (M:118.9) 1 11.5 0.87 643
754 true ENSGALP00000000170 receptor for activated C kinase 1 - CGNC Symbol 61 35.1 7.6 1 525.9 (M:525.9) 10 20.2 9.67 134 0.65! 2 40.5
755 true ENSGALP00000010965 regulation of nuclear pre-mRNA domain containing 1B - CGNC Symbol 50965 44.2 9.3 1 61.6 (M:61.6) 1 3 8.76 892
756 true ENSGALP00000042317 regulator of chromosome condensation 1 - HGNC:1913 44.5 6.8 1 249.7 (M:249.7) 4 9.6 4.53 329 0.92! 2 60.28
757 true ENSGALP00000039872 regulator of chromosome condensation 2 - CGNC Symbol 287 49.3 8.7 1 422.0 (M:422.0) 9 17.2 5.08 186 3.79! 1
758 true ENSGALP00000017383 replication protein A3 - CGNC Symbol 8130 13.5 5 1 33.9 (M:33.9) 1 13.2 14.76 1003
759 true ENSGALP00000039623 retention in endoplasmic reticulum sorting receptor 1 - CGNC Symbol 14680 23 9.5 1 70.5 (M:70.5) 1 9.7 12.73 853
760 true ENSGALP00000005565 retinoblastoma binding protein 4 - CGNC Symbol 2572 47.6 4.7 2 599.6 (M:599.6) 11 17.2 8.24 107 2.53! 3 80.21
761 true ENSGALP00000023586 retinol binding protein 5 cellular - CGNC Symbol 10868 15.9 5.5 1 39.6 (M:39.6) 1 8.9 2.15 980
762 true ENSGALP00000013738 Rho GDP dissociation inhibitor (GDI) alpha - CGNC Symbol 55089 23.2 5 1 365.4 (M:365.4) 8 21.1 7.86 212 1.30! 4 25.95
763 true ENSGALP00000029993 Rho GDP dissociation inhibitor (GDI) beta - CGNC Symbol 8920 23.2 5.1 1 324.9 (M:324.9) 3 13.8 2.76 250 2.56 1
764 true ENSGALP00000011167 ribonuclease/angiogenin inhibitor 1 - CGNC Symbol 5211 49.8 4.9 1 104.8 (M:104.8) 2 5.9 3.23 706
765 true ENSGALP00000027981 ribonucleotide reductase catalytic subunit M1 - CGNC Symbol 13036 90 6.8 1 217.5 (M:217.5) 4 6.6 5.11 379
766 true ENSGALP00000009487 ribophorin I - CGNC Symbol 4413 60.6 6.4 1 207.7 (M:207.7) 2 2.3 1.5 393 0.27 1
767 true ENSGALP00000006038 ribophorin II - CGNC Symbol 2792 68.8 5.9 1 139.1 (M:139.1) 3 2.9 2.77 574 1.09! 2 10.98
768 true ENSGALP00000004159 ribosomal protein L10a - CGNC Symbol 51119 24.7 9.9 1 256.0 (M:256.0) 4 19.4 2.82 323 0.74! 2 14.32
769 true ENSGALP00000014298 ribosomal protein L12 - CGNC Symbol 50469 17.7 9.5 1 502.8 (M:502.8) 8 51.5 6.36 142 0.85! 3 65.06
770 true ENSGALP00000009960 ribosomal protein L13 - CGNC Symbol 49509 24.4 11.7 1 282.1 (M:282.1) 6 24.2 5.27 288 0.44 5 276.73
771 true ENSGALP00000018765 ribosomal protein L14 - CGNC Symbol 49056 17.3 10.6 1 509.5 (M:509.5) 10 32.2 4.24 140 4.10! 4 202.21
772 true ENSGALP00000015964 ribosomal protein L18a - CGNC Symbol 50601 21.2 10.8 1 438.5 (M:438.5) 8 27.4 4.64 175 0.96! 4 76.9
773 true ENSGALP00000039326 ribosomal protein L19 - CGNC Symbol 1159 23.2 11.4 1 197.8 (M:197.8) 5 9.3 5.58 415 0.74! 1
774 true ENSGALP00000041993 ribosomal protein L21 - HGNC:10313 18.6 10.5 1 161.8 (M:161.8) 2 7.5 2.87 504 0.61 1
775 true ENSGALP00000001013 ribosomal protein L22 - CGNC Symbol 48966 14.6 9.2 1 266.4 (M:266.4) 4 19.7 8.28 303 1.63! 2 98.6
776 true ENSGALP00000002493 ribosomal protein L23 - CGNC Symbol 1138 14.9 10.5 1 404.2 (M:404.2) 6 43.6 8.72 197 1.81! 1
777 true ENSGALP00000006308 ribosomal protein L23a - CGNC Symbol 2910 17.6 10.4 1 115.0 (M:115.0) 2 7.7 10.3 660 2.32! 1
778 true ENSGALP00000024710 ribosomal protein L24 - CGNC Symbol 50756 17.8 11.4 1 178.3 (M:178.3) 3 13.4 6.62 461 0.66 1
779 true ENSGALP00000009552 ribosomal protein L27a - CGNC Symbol 55716 16.8 10.9 1 198.2 (M:198.2) 3 15.5 6.31 413 5 1
780 true ENSGALP00000029968 ribosomal protein L3 - CGNC Symbol 50654 46.1 10.2 1 222.7 (M:222.7) 6 11.9 5.13 373 0.64! 3 30.09
781 true ENSGALP00000013355 ribosomal protein L30 - CGNC Symbol 6224 13.6 9.5 1 81.0 (M:81.0) 3 14.8 13.42 796 2.53! 1
782 true ENSGALP00000027030 ribosomal protein L31 - CGNC Symbol 50833 14.7 10.5 1 146.5 (M:146.5) 4 13.3 4.82 556 1.61 2 270.36
783 true ENSGALP00000013710 ribosomal protein L32 - CGNC Symbol 50169 15.9 11.4 1 141.3 (M:141.3) 2 9.6 0.94 565 0.56 1
784 true ENSGALP00000041962 ribosomal protein L34 - CGNC Symbol 51767 13.4 11.5 1 80.8 (M:80.8) 2 6.8 3.68 798 0.75 1
785 true ENSGALP00000037906 ribosomal protein L35 - CGNC Symbol 49055 12.9 11 1 50.1 (M:50.1) 1 9.2 9.16 951
786 true ENSGALP00000012293 ribosomal protein L35a - CGNC Symbol 5744 15.7 11.6 1 291.2 (M:291.2) 8 21.8 6 279 0.62! 6 83.99
787 true ENSGALP00000000643 ribosomal protein L36 - CGNC Symbol 48965 8.7 11.1 1 154.9 (M:154.9) 3 28.4 4.6 522 1.1 1
788 true ENSGALP00000018679 ribosomal protein L37a - CGNC Symbol 55686 10.1 10.4 1 87.5 (M:87.5) 3 18.7 4.33 775 1.23 2 61.28
789 true ENSGALP00000012481 ribosomal protein L4 - CGNC Symbol 5828 46.7 11.1 1 459.7 (M:459.7) 12 14.7 7.57 165 0.81! 7 78.15
790 true ENSGALP00000009511 ribosomal protein L5 - CGNC Symbol 4424 33.9 9.7 1 475.2 (M:475.2) 10 23.6 2.62 152 1.13! 4 83.25
791 true ENSGALP00000007680 ribosomal protein L6 - CGNC Symbol 48978 33.9 10.7 1 231.3 (M:231.3) 7 11.4 2.32 362 0.56! 3 81.5



792 true ENSGALP00000038463 ribosomal protein L7a - CGNC Symbol 50454 29.8 10.5 1 478.1 (M:478.1) 7 15.8 5.07 151 1.32! 5 57.3
793 true ENSGALP00000026126 ribosomal protein L8 - CGNC Symbol 12137 28 11 1 383.4 (M:383.4) 8 18.3 5.31 204 1.37! 2 50.55
794 true ENSGALP00000000205 ribosomal protein L9 - CGNC Symbol 52467 21.8 10.1 1 203.3 (M:203.3) 4 18.2 8.01 403 0.70! 1
795 true ENSGALP00000011717 ribosomal protein large P0 - CGNC Symbol 49505 34.6 6.5 1 724.8 (M:724.8) 12 33.1 4.72 81 1.17! 4 28.27
796 true ENSGALP00000023089 ribosomal protein large P2 - CGNC Symbol 10655 14.2 4.7 1 320.2 (M:320.2) 6 20.9 7.19 260 1.20! 3 118.42
797 true ENSGALP00000004437 ribosomal protein S10 - CGNC Symbol 51122 18.9 10.2 1 346.1 (M:346.1) 7 14.5 8.92 234 1.06! 3 46.71
798 true ENSGALP00000009821 ribosomal protein S13 - CGNC Symbol 49921 17.2 10.5 1 236.6 (M:236.6) 4 29.1 12.04 350
799 true ENSGALP00000007287 ribosomal protein S14 - CGNC Symbol 3393 16.3 10.1 1 397.4 (M:397.4) 6 23.2 6.67 200 0.82! 3 45.54
800 true ENSGALP00000024468 ribosomal protein S15 - CGNC Symbol 11306 16.9 10.4 1 158.1 (M:158.1) 2 8.3 4.87 512 1.22 1
801 true ENSGALP00000041159 ribosomal protein S16 - HGNC:10396 16.4 10.2 1 521.9 (M:521.9) 12 32.9 6.89 135 0.90! 6 105.32
802 true ENSGALP00000008802 ribosomal protein S2 - CGNC Symbol 50281 30.7 10.3 1 433.6 (M:433.6) 8 27.6 8.21 178 0.80! 3 76.58
803 true ENSGALP00000023266 ribosomal protein S20 - HGNC:10405 13.6 9.9 1 345.2 (M:345.2) 7 28.1 3.66 235 0.38 3 45.13
804 true ENSGALP00000033411 ribosomal protein S21 - HGNC:10409 9.1 8.7 1 322.6 (M:322.6) 7 42.2 7.73 258 0.50! 2 4.57
805 true ENSGALP00000025130 ribosomal protein S23 - HGNC:10410 15.8 10.5 1 256.9 (M:256.9) 5 23.8 3.88 321 1.37! 2 13.83
806 true ENSGALP00000007763 ribosomal protein S24 - CGNC Symbol 3616 15.6 10.8 1 75.4 (M:75.4) 2 11.1 3.16 827 0.56 1
807 true ENSGALP00000012462 ribosomal protein S25 - HGNC:10413 13.7 10.1 1 173.9 (M:173.9) 3 16.8 2.27 472 0.78 2 13.87
808 true ENSGALP00000013174 ribosomal protein S27a - CGNC Symbol 49483 18 9.7 2 1357.5 (M:1357.5) 18 58.3 3.06 29 1.66! 11 122.22
809 true ENSGALP00000040484 ribosomal protein S28 - CGNC Symbol 54861 7.8 10.7 1 249.1 (M:249.1) 5 30.4 7.93 331 0.48 3 22.72
810 true ENSGALP00000019945 ribosomal protein S29 - CGNC Symbol 9289 7 10.2 1 87.6 (M:87.6) 3 25 10.91 774 1.10! 1
811 true ENSGALP00000027953 ribosomal protein S3 - CGNC Symbol 13020 26.7 9.7 1 863.0 (M:863.0) 15 43.2 5.76 65 1.59! 6 58.63
812 true ENSGALP00000016361 ribosomal protein S3A - CGNC Symbol 51748 29.8 9.7 1 671.8 (M:671.8) 11 36 7.64 91 0.57! 3 53.11
813 true ENSGALP00000007705 ribosomal protein S4 X-linked - CGNC Symbol 49597 29.4 10.2 1 620.0 (M:620.0) 14 29.8 6.02 102 1.18! 6 139.18
814 true ENSGALP00000024283 ribosomal protein S6 - CGNC Symbol 49670 33.9 11.1 1 370.9 (M:370.9) 5 17.3 13.16 211 1.02! 3 149.9
815 true ENSGALP00000026392 ribosomal protein S7 - CGNC Symbol 51562 22.3 10.1 1 67.3 (M:67.3) 2 8.7 4.42 870 1.86! 1
816 true ENSGALP00000016447 ribosomal protein S8 - CGNC Symbol 52222 24.2 10.3 1 579.9 (M:579.9) 9 33.2 7.35 115 2.53! 3 171.52
817 true ENSGALP00000019469 ribosomal protein SA - CGNC Symbol 49202 33 4.8 1 942.6 (M:942.6) 11 29.1 5.06 58 0.92! 4 84.43
818 true ENSGALP00000015257 ribosome binding protein 1 - CGNC Symbol 6587 111.9 5.3 1 262.8 (M:262.8) 6 7.3 8.39 308 1.42! 2 176.41
819 true ENSGALP00000022479 RNA (guanine-7-) methyltransferase - CGNC Symbol 10392 47.5 5.5 1 169.2 (M:169.2) 3 8.2 4.48 487 1.60! 1
820 true ENSGALP00000020561 RNA 2' 3'-cyclic phosphate and 5'-OH ligase - CGNC Symbol 9570 55.2 6.8 1 91.7 (M:91.7) 2 3.8 11.98 760 0.67! 1
821 true ENSGALP00000021838 RNA binding motif protein 14 - HGNC:14219 58.4 9.6 1 371.1 (M:371.1) 6 12 6.12 210 3.23 2 14.73
822 true ENSGALP00000015182 RNA binding motif protein 25 - CGNC Symbol 7094 96.8 5.8 1 134.8 (M:134.8) 2 1.8 11.3 590 1.03! 1
823 true ENSGALP00000002352 RNA binding motif protein 39 - CGNC Symbol 1071 58.5 10.2 2 240.6 (M:240.6) 5 7.7 11.52 343 1.12! 2 69.04
824 true ENSGALP00000007358 RNA binding motif protein 5 - CGNC Symbol 3423 92.3 5.8 1 82.8 (M:82.8) 3 2.8 4.73 788 0.9 1
825 true ENSGALP00000010414 RNA binding motif protein X-linked - CGNC Symbol 51674 41.5 10.1 1 268.9 (M:268.9) 6 16.9 6.14 300 1.25! 3 40.79
826 true ENSGALP00000025762 runt-related transcription factor 1 - CGNC Symbol 49673 51.1 9.3 1 83.8 (M:83.8) 1 4.4 5.44 783
827 true ENSGALP00000009528 RuvB like AAA ATPase 1 - CGNC Symbol 4431 50.1 6 1 261.5 (M:261.5) 4 14.7 3.55 315
828 true ENSGALP00000039758 SAM and SH3 domain containing 3 - CGNC Symbol 2900 41.6 5.1 1 149.4 (M:149.4) 3 12.3 8.84 543
829 true ENSGALP00000023543 SAP domain-containing ribonucleoprotein - Refseq NP_001026495 23.4 6.8 1 107.5 (M:107.5) 3 15.7 10.74 690
830 true ENSGALP00000041108 SATB homeobox 1 - CGNC Symbol 8550 88.1 6.2 4 343.4 (M:343.4) 9 12 5.47 237 2.16! 2 116.19
831 true ENSGALP00000021769 scaffold attachment factor B - CGNC Symbol 52657 103.7 5.5 2 84.7 (M:84.7) 3 2.3 11.4 781 1.10! 1
832 true ENSGALP00000017495 scinderin - CGNC Symbol 8188 80.5 5.5 1 107.4 (M:107.4) 4 4 4.5 692 0.87! 1
833 true ENSGALP00000003877 SEC11 homolog A (S. cerevisiae) - CGNC Symbol 1762 20.6 9.5 1 93.3 (M:93.3) 3 8.4 2.59 755 1.64 1
834 true ENSGALP00000041744 SEC22 homolog B vesicle trafficking protein - CGNC Symbol 52179 24.7 8.9 1 78.5 (M:78.5) 2 12.1 1.24 815 0.57 1
835 true ENSGALP00000016935 SEC24 family member B - CGNC Symbol 51764 124.3 6.3 2 55.9 (M:55.9) 1 1.8 5.9 919
836 true ENSGALP00000008311 SEC24 family member C - CGNC Symbol 3857 121.6 6.4 1 121.1 (M:121.1) 1 1.3 1.41 630
837 true ENSGALP00000041556 SEC31 homolog A (S. cerevisiae) - CGNC Symbol 8479 115.9 5.9 2 107.6 (M:107.6) 3 4.3 2.21 689
838 true ENSGALP00000021367 Sec61 translocon gamma subunit - CGNC Symbol 9909 7.7 10 1 71.0 (M:71.0) 1 17.6 3.81 850
839 true ENSGALP00000014058 secreted frizzled-related protein 2-like - CGNC Symbol 50585 32.9 7.2 1 34.4 (M:34.4) 0 0 1.14 999
840 true ENSGALP00000018689 septin 11 - CGNC Symbol 8720 50.6 6.4 1 96.6 (M:96.6) 2 5.7 5.2 738
841 true ENSGALP00000009314 septin 2 - CGNC Symbol 4335 41.6 5.9 1 497.7 (M:497.7) 6 22.7 7.45 145 2.12! 2 25.62
842 true ENSGALP00000029589 septin 6 - CGNC Symbol 51720 48.6 6.5 1 322.6 (M:322.6) 4 11 2.32 257 2.12! 1
843 true ENSGALP00000019801 septin 7 - CGNC Symbol 51333 48.4 8.8 1 361.7 (M:361.7) 8 21 4.72 214 0.39! 2 182.03
844 true ENSGALP00000002525 septin 9 - CGNC Symbol 50494 65.5 8.4 1 188.3 (M:188.3) 6 11 6.03 434 0.87! 1
845 true ENSGALP00000001957 serine and arginine repetitive matrix 1 - CGNC Symbol 876 100.8 11.8 1 97.0 (M:97.0) 1 0.8 3.68 733
846 true ENSGALP00000008079 serine hydroxymethyltransferase 1 (soluble) - CGNC Symbol 3751 58.2 8.8 1 137.7 (M:137.7) 3 6.6 5.22 581
847 true ENSGALP00000038262 serine/arginine-rich splicing factor 1 - Refseq NP_001107213 20.7 11 2 427.2 (M:427.2) 8 22.3 8.35 183 1.35! 4 42.25
848 true ENSGALP00000006566 serine/arginine-rich splicing factor 10 - CGNC Symbol 51061 31.3 11.3 1 67.8 (M:67.8) 2 4.2 1.83 867 0.87 1
849 true ENSGALP00000027988 Serine/arginine-rich splicing factor 2 - UP P30352 25.5 11.9 1 337.7 (M:337.7) 8 13.6 10.14 241 2.15! 3 36.77
850 true ENSGALP00000043403 serine/arginine-rich splicing factor 3 - CGNC Symbol 329 20.9 11.5 2 222.6 (M:222.6) 6 22.6 4.35 374 4.07! 2 38.34
851 true ENSGALP00000001460 serine/arginine-rich splicing factor 6 - CGNC Symbol 657 40.4 11.6 3 594.0 (M:594.0) 12 15.2 7.59 109 0.92! 7 85.55
852 true ENSGALP00000022386 serine/arginine-rich splicing factor 7 - CGNC Symbol 52729 26 11.8 3 214.4 (M:214.4) 7 26 3.67 384 3.20! 2 13.19
853 true ENSGALP00000021343 serine/threonine kinase receptor associated protein - CGNC Symbol 9899 38.1 5 1 64.4 (M:64.4) 1 4 10.07 883
854 true ENSGALP00000007292 serpin family C member 1 - HGNC:775 51.7 5.8 1 106.0 (M:106.0) 2 4.9 3.63 698
855 true ENSGALP00000011922 serpin family G member 1 - HGNC:1228 51.5 5.3 1 58.0 (M:58.0) 1 2.3 21.67 904 1.01 1
856 true ENSGALP00000018295 SERPINE1 mRNA binding protein 1 - CGNC Symbol 8530 33 7.3 1 126.6 (M:126.6) 2 5.4 8.28 610 1.5 1
857 true ENSGALP00000042163 seryl-tRNA synthetase - CGNC Symbol 332 53.1 6 1 54.2 (M:54.2) 1 3.2 6.12 928
858 true ENSGALP00000007476 SET nuclear oncogene - CGNC Symbol 3483 32.1 4.1 1 304.1 (M:304.1) 6 11.9 5.41 273 1.11! 2 6.78
859 true ENSGALP00000035717 SGT1 homolog MIS12 kinetochore complex assembly cochaperone - CGNC Symbol 12721 37.2 5.5 1 93.7 (M:93.7) 2 7.6 5.13 751 0.7 1
860 true ENSGALP00000013748 SH2 domain containing 1A - CGNC Symbol 65191 13.9 9.4 1 126.9 (M:126.9) 2 10.2 12.13 609
861 true ENSGALP00000001688 SH3-domain GRB2-like 1 - CGNC Symbol 49210 41.7 5.3 1 33.3 (M:33.3) 1 4.6 5.57 1005 1.28 1
862 true ENSGALP00000005157 sideroflexin 1 - CGNC Symbol 2371 36 9.3 1 56.5 (M:56.5) 1 3.7 6.45 909
863 true ENSGALP00000017599 signal peptidase complex subunit 3 - CGNC Symbol 8235 15.5 5.8 1 61.5 (M:61.5) 2 6.6 7.57 893 0.92 1
864 true ENSGALP00000012376 signal transducer and activator of transcription 1 91kDa - CGNC Symbol 52118 86.4 7.8 1 122.0 (M:122.0) 4 4.5 15.36 628 1.47! 1
865 true ENSGALP00000015735 Sjogren syndrome antigen B - CGNC Symbol 7359 46.3 8.3 1 206.1 (M:206.1) 4 11.4 5.86 396
866 true ENSGALP00000012367 SLC9A3 regulator 1 - CGNC Symbol 51624 35.9 5.8 1 351.8 (M:351.8) 7 19.8 7.21 229 0.96! 2 2.36
867 true ENSGALP00000027495 SMAD family member 9 - CGNC Symbol 12809 53.4 8.4 4 164.8 (M:164.8) 3 4.4 3.7 498 1.10! 1
868 true ENSGALP00000025669 small ArfGAP 1 - HGNC:19651 48.1 8.7 1 52.8 (M:52.8) 1 2.7 12.33 935
869 true ENSGALP00000010633 small nuclear ribonucleoprotein D3 polypeptide - CGNC Symbol 4974 13.9 10.3 1 358.2 (M:358.2) 5 37.3 3.59 219 1.94! 1
870 true ENSGALP00000041366 small nuclear ribonucleoprotein polypeptide B2 - HGNC:11155 25.6 9.7 1 37.8 (M:37.8) 1 3.1 10.86 986
871 true ENSGALP00000000189 small nuclear ribonucleoprotein polypeptide E - CGNC Symbol 49689 10.8 9.5 1 40.9 (M:40.9) 1 12 6.16 979
872 true ENSGALP00000018594 small nuclear ribonucleoprotein polypeptide F - CGNC Symbol 8670 12.4 6.6 1 68.3 (M:68.3) 2 7.1 1.19 865 1.04 1
873 true ENSGALP00000011718 small nuclear ribonucleoprotein polypeptides B and B1 - CGNC Symbol 49251 47.3 11.7 1 192.1 (M:192.1) 5 3.2 10.53 425 0.98 3 11.11
874 true ENSGALP00000040424 small nuclear ribonucleoprotein U5 subunit 40 - CGNC Symbol 381 41.3 8.3 1 84.8 (M:84.8) 2 6.2 8.41 780
875 true ENSGALP00000013729 small ubiquitin-like modifier 1 - CGNC Symbol 48961 11.5 5.3 1 184.3 (M:184.3) 7 43.6 8.61 451 1.42! 3 65.84
876 true ENSGALP00000012928 SMT3 suppressor of mif two 3 homolog 2 (S. cerevisiae) - CGNC Symbol 55792 10.9 5.3 2 157.7 (M:157.7) 3 23.2 14.79 515 1.25! 1
877 true ENSGALP00000003130 smu-1 suppressor of mec-8 and unc-52 homolog (C. elegans) - CGNC Symbol 1430 57.5 6.7 1 28.6 (M:28.6) 1 2.5 2.79 1015 0.28 1
878 true ENSGALP00000019435 SNU13 homolog small nuclear ribonucleoprotein (U4/U6.U5) - CGNC Symbol 9043 14.1 8.4 1 232.9 (M:232.9) 4 20.3 5.82 357 11.22 2 82.45
879 true ENSGALP00000017080 SNW domain containing 1 - CGNC Symbol 7983 61.8 9.5 1 151.3 (M:151.3) 2 5.2 8.18 533
880 true ENSGALP00000012547 solute carrier family 16 member 2 (thyroid hormone transporter) - CGNC Symbol 5859 55.1 8.7 1 114.6 (M:114.6) 3 5.1 9.93 663
881 true ENSGALP00000015817 solute carrier family 25 (aspartate/glutamate carrier) member 13 - CGNC Symbol 7395 70.4 8.8 3 141.2 (M:141.2) 4 8.3 10.16 566

882 true ENSGALP00000017250
solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 4 - CGNC 
Symbol 51774 32.9 9.7 1 274.8 (M:274.8) 6 16.8 8.55 296

883 true ENSGALP00000014105
solute carrier family 25 (mitochondrial carrier adenine nucleotide translocator) member 5 - CGNC 
Symbol 6586 35 10 2 592.7 (M:592.7) 12 28.8 7.24 110 1.21! 3 33.51

884 true ENSGALP00000018750 solute carrier family 25 member 3 - CGNC Symbol 8748 40 9.4 1 330.4 (M:330.4) 9 15.6 5.08 244 1.14! 3 60.63
885 true ENSGALP00000025846 solute carrier family 25 member 32 - CGNC Symbol 12008 35.6 9.7 1 50.6 (M:50.6) 1 6.5 3.66 949
886 true ENSGALP00000010157 SON DNA binding protein - CGNC Symbol 4729 48.2 9.6 1 107.4 (M:107.4) 3 4.2 3.44 691 1.27! 1
887 true ENSGALP00000013240 spectrin beta non-erythrocytic 1 - CGNC Symbol 6184 272.2 5.4 2 262.4 (M:262.4) 5 2.5 12.22 309 1.03! 2 19.93
888 true ENSGALP00000012879 splicing factor 3a subunit 1 - CGNC Symbol 6003 88.4 5 1 151.9 (M:151.9) 4 3.3 4.56 531 1.03! 1
889 true ENSGALP00000001205 splicing factor 3a subunit 2 - CGNC Symbol 14678 35.1 9.7 1 59.3 (M:59.3) 2 8.9 9.83 902 2.27! 1
890 true ENSGALP00000002338 splicing factor 3a subunit 3 - CGNC Symbol 1064 58.9 5.3 1 48.6 (M:48.6) 1 1.8 4.66 955
891 true ENSGALP00000013029 splicing factor 3b subunit 1 - CGNC Symbol 6082 145.6 6.6 1 213.1 (M:213.1) 6 4.9 3.64 385 1.31! 4 116.23
892 true ENSGALP00000039265 splicing factor 3b subunit 3 - CGNC Symbol 1817 122.7 5.2 1 354.9 (M:354.9) 7 4.2 6.75 224 1.48! 3 38.18
893 true ENSGALP00000003978 splicing factor 3b subunit 3 - CGNC Symbol 1817 56.4 5.4 1 185.1 (M:185.1) 4 4.6 5.19 447 2.43 2 0.28
894 true ENSGALP00000003954 splicing factor proline/glutamine-rich - CGNC Symbol 49487 69.5 9.5 1 1184.6 (M:1184.6) 21 25.5 7.52 43 2.16! 9 72.68
895 true ENSGALP00000023793 splicing regulatory glutamic acid/lysine-rich protein 1 - CGNC Symbol 10959 77.1 9.9 1 74.2 (M:74.2) 2 4.2 5.31 831
896 true ENSGALP00000000199 SPT6 homolog histone chaperone - CGNC Symbol 75 199.4 4.8 1 151.2 (M:151.2) 4 1.9 13.32 534 1.08! 3 46.02
897 true ENSGALP00000002235 stathmin 1 - CGNC Symbol 49630 17.1 6.2 1 324.4 (M:324.4) 4 29.7 9.3 252 1.42! 1
898 true ENSGALP00000013524 STE20-like kinase - CGNC Symbol 6304 143.9 5 1 135.8 (M:135.8) 3 2.3 7.54 587
899 true ENSGALP00000034251 stomatin - CGNC Symbol 987 31.4 9 1 72.9 (M:72.9) 2 9.2 0.46 834 1.15 2 13.93
900 true ENSGALP00000017198 striatin calmodulin binding protein - CGNC Symbol 8034 87.9 5 2 152.0 (M:152.0) 2 1.6 12.52 530 0.32! 1
901 true ENSGALP00000036816 structural maintenance of chromosomes 2 - CGNC Symbol 11704 134.8 8.7 1 135.9 (M:135.9) 2 1.3 21.04 586
902 true ENSGALP00000013963 structural maintenance of chromosomes 3 - CGNC Symbol 6512 141.5 6.7 1 429.5 (M:429.5) 13 10.2 6.52 182 1.61! 4 33.26
903 true ENSGALP00000032358 structural maintenance of chromosomes 4 - CGNC Symbol 7271 145.6 6 1 103.7 (M:103.7) 3 2.9 15.54 707 14.77! 1
904 true ENSGALP00000021475 succinate dehydrogenase complex flavoprotein subunit A - CGNC Symbol 49461 72.9 6.8 1 359.7 (M:359.7) 6 9 4.47 216 0.7 3 30.41
905 true ENSGALP00000000693 succinate dehydrogenase complex subunit B iron sulfur (Ip) - CGNC Symbol 63429 32.6 9.1 2 181.4 (M:181.4) 4 11.7 3.37 455 0.7 3 20.73
906 true ENSGALP00000041656 succinate dehydrogenase complex subunit C - CGNC Symbol 63505 11.9 10 1 93.2 (M:93.2) 1 12.1 8.31 756
907 true ENSGALP00000027401 succinate-CoA ligase ADP-forming beta subunit - CGNC Symbol 12755 50 6.9 1 86.9 (M:86.9) 2 5.2 9.25 776 0.92! 1
908 true ENSGALP00000018372 sulfotransferase family cytosolic 6B member 1-like - CGNC Symbol 51503 36.2 5.9 1 66.4 (M:66.4) 1 3.5 1.58 873
909 true ENSGALP00000035996 superoxide dismutase 1 soluble - CGNC Symbol 11821 15.7 6.1 1 545.9 (M:545.9) 8 51.3 5.51 128 1.17! 4 48.65



910 true ENSGALP00000041673 Surfeit locus protein 4 - UP Q800K9 30.6 7.6 1 79.4 (M:79.4) 3 6.7 14.6 806 0.74 2 47.86

911 true ENSGALP00000016509
SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily a member 2 - 
CGNC Symbol 7728 176.7 8.2 1 155.5 (M:155.5) 2 1.7 14.25 521

912 true ENSGALP00000009608
SWI/SNF related matrix associated actin dependent regulator of chromatin subfamily b member 1 - 
CGNC Symbol 4462 44.5 5.8 1 80.6 (M:80.6) 2 4.4 1.93 801 1.02 1

913 true ENSGALP00000025475 synaptotagmin binding cytoplasmic RNA interacting protein - CGNC Symbol 51548 49.7 6.7 1 306.4 (M:306.4) 6 11.4 5.24 270 1.34! 1
914 true ENSGALP00000024853 syndecan binding protein (syntenin) - CGNC Symbol 51422 32 7 1 80.8 (M:80.8) 1 3.7 3.76 797
915 true ENSGALP00000018987 t-complex 1 - CGNC Symbol 8842 60.4 5.6 1 1035.5 (M:1035.5) 18 27.8 6.74 52 0.80! 9 70.99
916 true ENSGALP00000004013 talin 1 - CGNC Symbol 1830 271.7 5.9 2 558.3 (M:558.3) 16 5.6 6.82 124 0.63! 6 47.49
917 true ENSGALP00000000202 tapasin isoform 2 precursor - Refseq NP_001193540 45.5 9 2 223.8 (M:223.8) 5 10.5 8.74 372 0.34! 3 51.42
918 true ENSGALP00000042272 TAR DNA binding protein - CGNC Symbol 2099 42.2 5.8 2 43.0 (M:43.0) 1 3.1 2.46 972
919 true ENSGALP00000025280 thioredoxin - CGNC Symbol 49804 11.7 5.1 1 616.0 (M:616.0) 10 40 4.9 105 0.95! 5 34.29
920 true ENSGALP00000043400 thioredoxin domain containing 17 - HGNC:28218 14.2 5.4 1 97.2 (M:97.2) 3 27 6.88 730 0.34! 1
921 true ENSGALP00000020830 thioredoxin domain containing 5 (endoplasmic reticulum) - CGNC Symbol 51359 46.4 5.7 1 268.5 (M:268.5) 6 14.5 8.09 301 0.30! 2 54.21
922 true ENSGALP00000004651 thioredoxin like 1 - CGNC Symbol 2131 32.3 4.9 1 46.8 (M:46.8) 1 6.2 4.16 961
923 true ENSGALP00000009979 thioredoxin reductase 3 - CGNC Symbol 4647 66.4 5.9 1 152.7 (M:152.7) 3 5.6 8.41 528 0.56! 1
924 true ENSGALP00000022309 thioredoxin related transmembrane protein 3 - CGNC Symbol 10300 51.7 4.9 1 78.7 (M:78.7) 2 3.5 11.84 811 2.19! 1
925 true ENSGALP00000006337 threonyl-tRNA synthetase-like 2 - CGNC Symbol 2925 90.2 6.6 2 131.6 (M:131.6) 3 2.6 9.73 597 0.94! 1
926 true ENSGALP00000013659 THUMP domain containing 3 - CGNC Symbol 6359 54 6.6 1 162.9 (M:162.9) 4 6.7 9.77 501 0.52! 2 1.78
927 true ENSGALP00000002322 thymocyte nuclear protein 1 - CGNC Symbol 1055 28 8.3 1 356.4 (M:356.4) 7 16.9 3.27 222 1.41! 3 89.3
928 true ENSGALP00000037462 thymopoietin - CGNC Symbol 50621 50.1 8.8 1 756.1 (M:756.1) 12 23.5 4.17 79 1.83! 4 35.69
929 true ENSGALP00000028782 thymosin beta 10 - CGNC Symbol 13616 5.2 5 1 56.5 (M:56.5) 1 28.9 6.75 910
930 true ENSGALP00000040654 thymosin beta 4 Y-linked - HGNC:11882 5 5 1 725.1 (M:725.1) 13 75 7 80 1.15! 6 30
931 true ENSGALP00000015333 TIA1 cytotoxic granule-associated RNA binding protein - CGNC Symbol 56693 42.9 8.1 2 124.9 (M:124.9) 3 5.4 4.17 620 1.33! 1
932 true ENSGALP00000005822 topoisomerase (DNA) I - CGNC Symbol 2691 88.6 9.4 2 245.9 (M:245.9) 5 7.8 6.99 337
933 true ENSGALP00000039270 topoisomerase (DNA) II alpha 170kDa - CGNC Symbol 49380 167.9 8.9 1 229.7 (M:229.7) 6 3.4 7.37 363 1.10! 4 62.7
934 true ENSGALP00000018410 topoisomerase (DNA) II beta 180kDa - CGNC Symbol 8591 183.2 8.5 1 232.4 (M:232.4) 6 3 7.27 360 1.09! 2 122.99
935 true ENSGALP00000032101 transaldolase - Refseq NP_001026348 37.6 7.1 1 260.8 (M:260.8) 6 13.1 4.31 317 1.14! 2 93.64
936 true ENSGALP00000024609 transcription elongation factor A (SII) 1 - CGNC Symbol 51413 32.4 8.8 1 55.3 (M:55.3) 2 9.3 12.59 922
937 true ENSGALP00000010797 transcriptional adaptor 3 - CGNC Symbol 5049 48.6 6 1 30.6 (M:30.6) 1 3 13.22 1009
938 true ENSGALP00000010405 transferrin (ovotransferrin) - CGNC Symbol 49715 77.8 6.8 1 1491.1 (M:1491.1) 18 29.5 4.76 22 1.38! 5 80.75
939 true ENSGALP00000017856 transformer 2 alpha homolog (Drosophila) - CGNC Symbol 51305 32.4 11.2 1 169.5 (M:169.5) 3 12.6 2.67 485 2.82 1
940 true ENSGALP00000010541 transformer 2 beta homolog (Drosophila) - CGNC Symbol 49299 33.8 11.2 1 96.3 (M:96.3) 4 14.2 6.44 739 0.61 2 33.17
941 true ENSGALP00000042171 transgelin 2 - CGNC Symbol 65718 29 9.6 1 351.2 (M:351.2) 9 29.2 8.04 231 0.82! 5 40.57

942 true ENSGALP00000038435
transglutaminase 2 (C polypeptide protein-glutamine-gamma-glutamyltransferase) - CGNC Symbol 
49801 77.7 4.9 1 411.6 (M:411.6) 9 15.1 5.49 191 0.62! 3 28.99

943 true ENSGALP00000008498 transketolase - CGNC Symbol 3953 68.4 7.3 1 1247.2 (M:1247.2) 19 28.2 5.53 38 1.51! 5 61.43
944 true ENSGALP00000019018 translin - CGNC Symbol 8854 26 6.2 1 185.7 (M:185.7) 3 10 6.17 445 6.81! 1
945 true ENSGALP00000007945 translocase of inner mitochondrial membrane 8 homolog A (yeast) - CGNC Symbol 3689 12.2 7.9 1 107.2 (M:107.2) 2 10 6.92 693 0.45 1
946 true ENSGALP00000024624 translocase of outer mitochondrial membrane 70 - CGNC Symbol 11379 72.5 8 1 99.5 (M:99.5) 2 1.7 1.14 720 1.04 1
947 true ENSGALP00000008171 translocated promoter region nuclear basket protein - CGNC Symbol 3800 243.4 5.2 1 315.0 (M:315.0) 10 3.2 6.62 266 1.62 5 34.31
948 true ENSGALP00000042322 translocon-associated protein subunit gamma - Refseq NP_001264404 21.2 9.6 1 51.9 (M:51.9) 1 7.5 3.07 942
949 true ENSGALP00000008863 transmembrane 9 superfamily member 3 - CGNC Symbol 4123 68.2 6.8 1 54.9 (M:54.9) 2 3.6 5.6 924 0.54 1
950 true ENSGALP00000009483 transmembrane emp24 protein transport domain containing 5 - CGNC Symbol 4410 25.7 4.6 1 62.2 (M:62.2) 2 4 8.53 890 0.5 1
951 true ENSGALP00000016780 transmembrane p24 trafficking protein 10 - CGNC Symbol 7851 24.8 7.6 1 157.9 (M:157.9) 4 14.2 6.01 513 0.42 3 60.05
952 true ENSGALP00000005743 transmembrane protein 258 - CGNC Symbol 2651 9.1 5.6 1 27.1 (M:27.1) 1 10.1 8.72 1017
953 true ENSGALP00000041758 transporter 1 ATP-binding cassette sub-family B (MDR/TAP) - CGNC Symbol 53176 62.8 7.7 1 245.4 (M:245.4) 5 6.3 5.68 339 1.29 2 125.22
954 true ENSGALP00000023396 triosephosphate isomerase 1 - CGNC Symbol 49803 26.6 6.7 1 1284.2 (M:1284.2) 14 56.9 7.4 34 3.67! 5 101.73
955 true ENSGALP00000024646 TRK-fused gene - CGNC Symbol 11390 42.6 5 1 71.6 (M:71.6) 2 3.5 11.01 839 0.37 2 20.71
956 true ENSGALP00000038799 tropomyosin 1 (alpha) - CGNC Symbol 49772 32.9 4.7 6 596.3 (M:596.3) 13 22.2 3.34 108 0.90! 6 319.51
957 true ENSGALP00000022004 tropomyosin 3 - HGNC:12012 35.3 4.9 2 573.1 (M:573.1) 13 25.1 4.74 118 1.36! 5 369.51
958 true P00761 Trypsin OS=Sus scrofa PE=1 SV=1 24.4 7 1 669.5 (M:669.5) 8 25.1 5.1 93 4.63! 1
959 true ENSGALP00000018294 tryptophanyl-tRNA synthetase - CGNC Symbol 8529 53.7 6.8 1 37.0 (M:37.0) 1 2.1 3.25 989
960 true ENSGALP00000037524 tubulin alpha 4a - CGNC Symbol 65758 51 4.9 4 991.9 (M:991.9) 17 26 4.14 53 1.96! 5 129.56
961 true ENSGALP00000016978 tubulin alpha-3 chain-like - CGNC Symbol 52325 50 4.9 3 1273.5 (M:1273.5) 18 27.8 7.55 37 1.42! 5 99.44
962 true ENSGALP00000012034 tubulin beta 1 class VI - CGNC Symbol 49797 50.1 5 1 700.6 (M:700.6) 14 14.3 9.03 85 2.25! 5 413.33
963 true ENSGALP00000013964 tubulin beta 4B class IVb - CGNC Symbol 50466 49.8 4.8 2 1929.9 (M:1929.9) 34 38.7 5.39 9 1.67! 14 190.57
964 true ENSGALP00000022436 tubulin beta class I - HGNC:20778 43.5 4.8 4 1717.3 (M:1717.3) 29 36.2 5.47 13 1.66! 12 187.09
965 true ENSGALP00000006933 tubulin folding cofactor A - CGNC Symbol 3204 12.7 5.4 1 124.3 (M:124.3) 4 15.7 4.17 621 1.9 2 41.35

966 true ENSGALP00000006578
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein beta - CGNC Symbol 
50939 27.9 4.8 1 649.9 (M:649.9) 16 32.4 6.15 98 2.59! 5 102.37

967 true ENSGALP00000039133
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein epsilon - CGNC Symbol 
50550 26.6 4.7 1 789.4 (M:789.4) 13 30.3 7.01 75 1.57! 5 105.75

968 true ENSGALP00000010888
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein eta - CGNC Symbol 
50393 28.3 4.8 1 433.5 (M:433.5) 11 32.8 7.9 179 2.74! 2 87.4

969 true ENSGALP00000036122
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein theta - CGNC Symbol 
12303 27.8 4.7 1 961.9 (M:961.9) 22 42.9 6.42 57 2.05! 8 82.8

970 true ENSGALP00000028746
tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein zeta - CGNC Symbol 
52516 27.8 4.7 3 1203.8 (M:1203.8) 26 57.6 7.14 41 1.77! 8 101.25

971 true ENSGALP00000005633 tyrosyl-tRNA synthetase - CGNC Symbol 2601 59.3 6.2 1 106.3 (M:106.3) 4 6.6 7.08 695 0.39! 2 25.92
972 true ENSGALP00000009286 ubiquinol-cytochrome c reductase core protein I - CGNC Symbol 4319 52.7 6.6 1 67.5 (M:67.5) 2 3.6 12.01 868
973 true ENSGALP00000003914 ubiquinol-cytochrome c reductase core protein II - CGNC Symbol 1783 48.5 9 1 285.1 (M:285.1) 5 8.5 2.51 285 1.26! 2 13.17
974 true ENSGALP00000027305 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) - CGNC Symbol 12703 26.3 4.9 1 165.4 (M:165.4) 4 13.9 4.63 497 0.61! 3 16.93
975 true ENSGALP00000010363 ubiquitin conjugating enzyme E2 I - CGNC Symbol 4844 18 8.9 1 161.6 (M:161.6) 3 15.8 6.51 505 1.23 2 8.6
976 true ENSGALP00000017547 ubiquitin specific peptidase 24 - CGNC Symbol 8213 258.7 6.1 1 120.4 (M:120.4) 1 0.8 10.11 633
977 true ENSGALP00000023395 ubiquitin specific peptidase 5 (isopeptidase T) - CGNC Symbol 10793 95.7 5 1 299.6 (M:299.6) 4 4.2 4.96 276 1.18! 1
978 true ENSGALP00000012992 ubiquitin-conjugating enzyme E2 variant 1 - CGNC Symbol 62089 16.3 7.7 1 93.9 (M:93.9) 3 13.1 8.32 750 1.4 1
979 true ENSGALP00000030005 ubiquitin-conjugating enzyme E2N - CGNC Symbol 50617 16 5.2 1 253.0 (M:253.0) 5 37.3 3.49 326 0.62! 2 38.47
980 true ENSGALP00000014370 UDP-glucose pyrophosphorylase 2 - CGNC Symbol 6722 56.8 8.4 1 123.3 (M:123.3) 3 7.5 3.11 624 1.01! 1

981 true ENSGALP00000018070
UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 2 (GalNAc-T2) - 
CGNC Symbol 8433 60.7 6.9 1 79.4 (M:79.4) 2 1.9 6.01 805 0.43 1

982 true ENSGALP00000001059 uncharacterized oxidoreductase-like - CGNC Symbol 50039 27.9 8.8 2 80.4 (M:80.4) 1 3.5 9.61 802
983 true ENSGALP00000012712 Uncharacterized protein - CGNC Symbol 50405 35.5 8.4 1 80.1 (M:80.1) 1 4.8 0.35 804
984 true ENSGALP00000007511 Uncharacterized protein - UniProtKB/TrEMBL F8VP50 - CGNC Symbol 3502 57.3 8.2 1 153.4 (M:153.4) 3 7.2 6.64 525 0.55! 2 48.4
985 true ENSGALP00000030471 Uncharacterized protein - UniProtKB/TrEMBL H3BT36 - CGNC Symbol 13915 25.9 7 1 124.0 (M:124.0) 3 7.7 5.61 623 0.68 2 2.96
986 true ENSGALP00000025745 Uncharacterized protein - UniProtKB/TrEMBL H7C0C1 - CGNC Symbol 11954 24.5 9.8 1 78.5 (M:78.5) 1 4.9 11.41 814 0.56 1
987 true ENSGALP00000010662 Uncharacterized protein - UniProtKB/TrEMBL H7C469 - CGNC Symbol 4989 43.3 5.9 1 108.3 (M:108.3) 3 7.8 3.8 687
988 true ENSGALP00000042201 up-regulated during skeletal muscle growth 5 homolog (mouse) - CGNC Symbol 52069 6.7 10.1 1 137.8 (M:137.8) 1 27.1 1.12 579
989 true ENSGALP00000005090 UPF1 RNA helicase and ATPase - CGNC Symbol 2340 123.1 6.9 1 261.6 (M:261.6) 6 6.7 6.34 314 0.89! 2 19.97
990 true ENSGALP00000019192 uridine monophosphate synthetase - CGNC Symbol 8931 51.9 6.1 1 157.8 (M:157.8) 5 7.9 8.29 514 1.50! 2 92.32
991 true ENSGALP00000010305 v-crk avian sarcoma virus CT10 oncogene homolog-like - CGNC Symbol 4810 33.7 6.2 1 119.6 (M:119.6) 3 16.8 2.99 636
992 true ENSGALP00000013480 V-set and immunoglobulin domain containing 1 - CGNC Symbol 6282 36.5 5.3 1 59.2 (M:59.2) 1 3.3 10.94 903
993 true ENSGALP00000018087 vaccinia related kinase 1 - CGNC Symbol 8440 47 9.5 1 94.8 (M:94.8) 2 6.3 11.64 745
994 true ENSGALP00000006624 vacuolar protein sorting 26 homolog A (S. pombe) - CGNC Symbol 3064 38 6.1 1 37.7 (M:37.7) 1 3.7 4.29 987 0.93 1
995 true ENSGALP00000020977 vacuolar protein sorting 4 homolog B (S. cerevisiae) - CGNC Symbol 51369 48.7 6.7 2 78.0 (M:78.0) 3 5.3 3.38 817 0.68! 1
996 true ENSGALP00000003089 valosin containing protein - CGNC Symbol 53073 89.3 5.1 2 932.5 (M:932.5) 19 18.1 7.48 59 1.30! 8 84.98

997 true ENSGALP00000028374 VAMP (vesicle-associated membrane protein)-associated protein A 33kDa - CGNC Symbol 54859 16.9 9.2 1 85.0 (M:85.0) 1 9.3 1.34 779
998 true ENSGALP00000004444 vesicle amine transport 1 - CGNC Symbol 2031 41.7 6.2 1 76.4 (M:76.4) 1 3.1 22.64 822
999 true ENSGALP00000014107 vimentin - CGNC Symbol 51275 53.2 5.1 1 1722.9 (M:1722.9) 30 43 5.28 12 0.45! 14 153.89

1000 true ENSGALP00000008131 vinculin - CGNC Symbol 3778 114.3 5.4 1 252.2 (M:252.2) 4 5.1 6.62 327
1001 true ENSGALP00000005668 vitronectin - CGNC Symbol 2621 51.6 5.2 1 199.7 (M:199.7) 3 5.5 11.41 410 0.24! 1
1002 true ENSGALP00000014737 VMA21 vacuolar H+-ATPase homolog (S. cerevisiae) - CGNC Symbol 51726 11.5 6.6 1 52.4 (M:52.4) 1 11.8 1.21 939
1003 true ENSGALP00000007997 voltage-dependent anion channel 2 - CGNC Symbol 49348 30.2 8.6 1 833.1 (M:833.1) 13 44.2 6.26 71 0.33! 6 57.75
1004 true ENSGALP00000028961 voltage-dependent anion channel 3 - CGNC Symbol 2745 30.5 8.9 1 50.7 (M:50.7) 1 4.6 6.18 948
1005 true ENSGALP00000041217 von Willebrand factor A domain containing 5B2 - CGNC Symbol 52298 134 6.3 1 36.6 (M:36.6) 1 0.9 11.36 990
1006 true ENSGALP00000006965 VPS35 retromer complex component - CGNC Symbol 3222 91.7 5.4 1 99.1 (M:99.1) 4 5 14.08 723
1007 true ENSGALP00000037871 WAS/WASL interacting protein family member 1 - CGNC Symbol 7084 49.9 11.5 1 90.2 (M:90.2) 1 3.2 1.09 765
1008 true ENSGALP00000024078 WD repeat domain 1 - CGNC Symbol 11108 66.5 6.2 1 219.7 (M:219.7) 7 9.7 5.06 378 2.09! 3 101.64
1009 true ENSGALP00000004180 WD repeat domain 5 - CGNC Symbol 50449 36.6 8.5 1 144.6 (M:144.6) 2 4.8 7.92 558 1.83 1
1010 true ENSGALP00000033991 WD repeat domain 61 - CGNC Symbol 2341 33.3 5.2 1 73.3 (M:73.3) 1 3 4.6 833 0.29! 1
1011 true ENSGALP00000013870 X-prolyl aminopeptidase (aminopeptidase P) 1 soluble - CGNC Symbol 6466 70 5.8 1 55.9 (M:55.9) 2 3.2 3.66 917
1012 true ENSGALP00000019563 X-prolyl aminopeptidase (aminopeptidase P) 3 putative - CGNC Symbol 9095 56.6 7.4 1 34.2 (M:34.2) 1 1.4 12.65 1001 1.65! 1
1013 true ENSGALP00000007728 Y box binding protein 1 - CGNC Symbol 3598 31.1 10 3 326.8 (M:326.8) 7 20.8 8.05 248 1.08! 3 43.01
1014 true ENSGALP00000016696 YLP motif containing 1 - CGNC Symbol 7819 190.4 6.6 1 94.0 (M:94.0) 2 0.8 1.81 749 5.71 1
1015 true ENSGALP00000002252 zeta-chain (TCR) associated protein kinase 70kDa - CGNC Symbol 1027 69.5 7.2 1 75.0 (M:75.0) 2 3.7 8.32 828
1016 true ENSGALP00000009853 zinc finger protein 326 - CGNC Symbol 4587 63.5 5.5 1 171.7 (M:171.7) 5 5.7 12.57 478 0.68 2 45.24
1017 true ENSGALP00000023626 zyxin - CGNC Symbol 10889 58.5 6.8 1 136.7 (M:136.7) 3 9 8.31 585
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Row
User 
Flag OK Cmpd. m/z meas. Mr calc. z

? m/z 
[ppm]

RMS90 
[ppm]

Rt 
[min] Scores #Cmpds. Site [%] Rank P Sequence Modifications

1 true 1 731.4016 730.3974 1 -4.13 121.04 18.67
29.5 
(M:29.5) 1 1 0 R.IAGEASR.L Dimethyl: 1

2 true 2 884.4898 883.4763 1 7.04 967.87 16.67
36.9 
(M:36.9) 1 1 0 K.HAVSEGTK.A Dimethyl: 1, 8

3 true 2 884.4898 883.4763 1 7.04 967.87 16.67
36.9 
(M:36.9) 1 1 0 K.HAVSEGTK.A Dimethyl: 1, 8

4 true 4 1981.8682 1980.8443 1 8.39 119.54 19.33
43.5 
(M:43.5) 1 1 0 K.ADCSQESTQSSASQNTPR.S Carbamidomethyl: 3; Dimethyl: 1

5 true 5 1144.6917 1143.6852 1 -0.64 474.98 20.5
26.2 
(M:26.2) 1 1 0 K.EGQKPAPPTR.L Dimethyl:2H(4): 1, 4

6 true 5 1358.6941 1357.6851 1 1.26 333.82 21
16.9 
(M:16.9) 1 1 0 R.LVDPQHGHGSQR.D Dimethyl: 1

7 true 6 1362.7159 1361.7102 1 -1.13 465.24 21
22.7 
(M:22.7) 1 1 0 R.LVDPQHGHGSQR.D Dimethyl:2H(4): 1



8 true 6 1391.7205 1390.7066 1 4.79 311.88 21.33
44.6 
(M:44.6) 1 1 1 R.RHDINEGAAQPR.R Dimethyl: 1

9 true 6 1934.9814 1933.9718 1 1.19 175.77 20.33
17.8 
(M:17.8) 1 1 0 R.LQQQQGQPPSQQQQQR.T Dimethyl: 1

10 true 7 1395.7479 1394.7317 1 6.42 388.81 21.33
48.4 
(M:48.4) 1 1 1 R.RHDINEGAAQPR.R Dimethyl:2H(4): 1

11 true 7 1484.7155 1483.7056 1 1.77 174.12 21
30.7 
(M:30.7) 1 1 1 K.YHPDKNPSEGER.F Dimethyl: 1, 5

12 true 7 1939.0032 1937.9969 1 -0.54 252.52 20.33
45.5 
(M:45.5) 2 1 0 R.LQQQQGQPPSQQQQQR.T Dimethyl:2H(4): 1

13 true 8 1492.7666 1491.7558 1 2.41 236.87 21
40.0 
(M:40.0) 1 1 1 K.YHPDKNPSEGER.F Dimethyl:2H(4): 1, 5

14 false 9 1182.6057 1181.6078 1 -7.87 196.96 22.17
16.4 
(M:16.4) 1 2 1 K.DNSGEKTDTK.G Dimethyl:2H(4): 6; Dimethyl: 1, 10



15 true 9 1182.6057 1181.5942 1 3.63 143.31 22.17
51.1 
(M:51.1) 1 1 0 R.VLHNYHDTR.I Dimethyl: 1

16 true 9 2192.1172 2191.1094 1 0.24 208.06 21.17
70.1 
(M:70.1) 1 1 0 R.RPDQQQQQQQGEGKPIDR.R Dimethyl: 1, 14

17 true 10 1481.8368 1480.8249 1 3.08 380.71 20.17
19.7 
(M:19.7) 1 1 1 R.IEGDPQGVQQAKK.E Dimethyl: 1, 12, 13

18 true 10 2200.1671 2199.1596 1 0.11 184.07 21.17
72.9 
(M:72.9) 1 1 0 R.RPDQQQQQQQGEGKPIDR.R Dimethyl:2H(4): 1, 14

19 true 11 1552.8453 1551.8369 1 0.75 954 20.67
23.4 
(M:23.4) 1 1 1 R.NEDVRSLPAGGGKPK.I Dimethyl: 1

20 false 11 1552.8453 1551.8004 1 24.27 2068.86 20.67
16.3 
(M:16.3) 1 5 0 K.TLNDELEIIEGMK.F Dimethyl:2H(4): 13; Oxidation: 12

21 true 12 1707.8737 1706.8448 1 12.64 258.65 20.83
40.9 
(M:40.9) 2 1 0 R.NTSHGTVQGQAQGPAAR.V Dimethyl: 1



22 true 13 1012.5659 1011.5461 1 12.32 243.28 22.33
29.9 
(M:29.9) 1 1 0 K.GLEGERPAR.L Dimethyl: 1

23 true 13 1985.8634 1984.8694 1 -6.68 121.6 19.5
27.6 
(M:27.6) 1 1 0 K.ADCSQESTQSSASQNTPR.S

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

24 false 13 2155.088 2154.0932 1 -5.81 421.03 20
15.0 
(M:15.0) 1 3 0

K.QFGAVFQLDDGMLAFARPK.
H Oxidation: 12; Dimethyl: 19

25 true 14 1016.5902 1015.5712 1 11.47 213.63 22.33
32.2 
(M:32.2) 1 1 0 K.GLEGERPAR.L Dimethyl:2H(4): 1

26 false 14 1016.5902 1015.5662 1 16.42 196.85 22.33
16.4 
(M:16.4) 1 4 0 K.TGIANTLGNK.G Dimethyl: 10

27 false 14 1116.6558 1115.6601 1 -10.35 344.92 21
20.8 
(M:20.8) 1 2 1 K.AQGPKGGGSAVK.V Dimethyl:2H(4): 5; Dimethyl: 12

28 true 14 2035.9721 2034.962 1 1.38 245.52 21.5
65.3 
(M:65.3) 1 1 0 R.GTTEAPQYHQHQAQQQR.M Dimethyl: 1



29 true 15 1432.7939 1431.7922 1 -3.88 92.01 21.5
19.2 
(M:19.2) 2 1 0 K.AVAKPGDPDSQQR.L Dimethyl:2H(4): 1, 4

30 false 17 1306.7268 1305.7405 1 -16.07 235.45 21.67
15.5 
(M:15.5) 2 4 0 R.VLSGTIHAGQPVK.V

31 true 17 1424.7431 1423.7419 1 -4.28 194.48 21.5
19.2 
(M:19.2) 1 1 0 K.AVAKPGDPDSQQR.L Dimethyl: 1, 4

32 true 18 1249.6194 1248.6033 1 7.02 195.93 21.67
35.9 
(M:35.9) 1 1 0 R.QAAECHPPVGR.G Carbamidomethyl: 5; Dimethyl: 1

33 true 19 1238.6663 1237.6527 1 5.11 234.94 22.83
23.4 
(M:23.4) 1 1 1 R.ALDDDRPPRR.A Dimethyl: 1

34 true 19 1253.6415 1252.6284 1 4.63 217.32 21.67
25.7 
(M:25.7) 1 1 0 R.QAAECHPPVGR.G

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

35 true 20 1512.8161 1511.8056 1 2.1 293.1 21.5
26.4 
(M:26.4) 1 1 1 K.QKVPSRPASEDSR.N Dimethyl: 1, 2



36 true 21 1046.5598 1045.559 1 -6.22 150.13 21.67
17.0 
(M:17.0) 1 1 1 K.MVPTSDKGR.F Dimethyl: 1, 7

37 true 21 1545.7632 1544.7406 1 9.94 287.14 21.83
38.9 
(M:38.9) 1 1 0 R.VHSGEKPYQCER.C Carbamidomethyl: 10; Dimethyl: 1, 6

38 true 22 1553.8168 1552.7908 1 12.05 247.02 21.83
18.2 
(M:18.2) 1 1 0 R.VHSGEKPYQCER.C

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 6

39 true 22 2039.997 2038.9871 1 1.28 334.98 21.5
32.8 
(M:32.8) 1 1 0 R.GTTEAPQYHQHQAQQQR.M Dimethyl:2H(4): 1

40 true 23 1242.6947 1241.6778 1 7.68 246.16 22.83
32.2 
(M:32.2) 1 1 1 R.ALDDDRPPRR.A Dimethyl:2H(4): 1

41 false 24 1434.7085 1433.6708 1 21.18 270.92 21.5
20.8 
(M:20.8) 1 5 0 R.AADSICDGDLVDK.Q Carbamidomethyl: 6; Dimethyl: 1, 13

42 true 24 1434.7085 1433.6998 1 0.97 382.48 21.5
33.6 
(M:33.6) 2 1 1 -.REDSLSGDASELK.M Dimethyl: 13



43 true 26 1320.751 1319.731 1 9.65 354 21.83
24.0 
(M:24.0) 1 1 1 K.ARLEEHKPER.V Dimethyl: 1, 7

44 true 26 1408.7853 1407.7722 1 4.16 369.42 22
15.6 
(M:15.6) 1 1 0 R.EDSVKPGAHLTVK.K Dimethyl: 1

45 true 27 1328.7936 1327.7812 1 3.85 288.76 21.83
22.6 
(M:22.6) 1 1 1 K.ARLEEHKPER.V Dimethyl:2H(4): 1, 7

46 true 27 1530.8411 1529.8289 1 3.17 128.94 22.17
80.5 
(M:80.5) 2 1 0 K.TATPQQAQEVHEK.L Dimethyl:2H(4): 1, 13

47 true 27 1635.7391 1634.7141 1 10.87 244.63 21.83
19.6 
(M:19.6) 1 1 0 R.QSSEMHSCTANTVR.E Carbamidomethyl: 8; Dimethyl: 1

48 true 28 1639.7653 1638.7392 1 11.47 230.47 21.83
18.0 
(M:18.0) 1 1 0 R.QSSEMHSCTANTVR.E

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

49 true 28 1874.9302 1873.9068 1 8.62 327.69 21.33
65.8 
(M:65.8) 2 1 0 K.TGGTSESSQPQPPGTGAQR.A Dimethyl:2H(4): 1



50 false 29 905.4541 904.4437 1 3.55 162.18 22.5
17.4 
(M:17.4) 1 5 1 -.MARNAEK.A Acetyl: 1; Oxidation: 1; Dimethyl: 7

51 false 29 905.4541 904.4502 1 -3.66 70.37 22.5
16.4 
(M:16.4) 1 7 1 K.TEDGKVEK.H

52 false 29 905.4541 904.4437 1 3.55 112.32 22.5
15.9 
(M:15.9) 1 8 0 R.ICTQAER.Q Carbamidomethyl: 2; Dimethyl: 1

53 true 29 1101.7043 1100.6794 1 16.01 337.62 22.83
35.6 
(M:35.6) 1 1 0 K.HIVENAVQK.E Dimethyl:2H(4): 1, 9

54 true 30 1420.7571 1419.747 1 2 326.66 20.83
18.4 
(M:18.4) 2 1 1 R.LWDLTTGTTTRR.F

55 false 32 1196.6255 1195.6197 1 -1.19 132.25 22
18.6 
(M:18.6) 1 21.63 2 0 K.QVHPDTGISSK.A Dimethyl: 1

56 false 32 1196.6255 1195.6197 1 -1.19 132.25 22
18.6 
(M:18.6) 1 21.63 2 0 K.QVHPDTGISSK.A Dimethyl: 1



57 true 33 1550.8137 1549.7899 1 10.65 241.64 22.83
45.1 
(M:45.1) 1 1 0 R.TEVDHVVGHQGQGR.A Dimethyl:2H(4): 1

58 true 35 1601.8045 1600.7743 1 14.29 262.37 21.67
65.2 
(M:65.2) 2 1 0 K.DGSGQHVDVSPTSQR.L Dimethyl:2H(4): 1

59 true 35 1786.8929 1785.8857 1 -0.06 136.99 22.17
45.6 
(M:45.6) 2 1 0 R.VQRPEDGSGGSSPSGVSK.S Dimethyl: 1, 18

60 true 36 1129.6346 1128.6139 1 11.91 626.78 21.5
15.5 
(M:15.5) 1 50 1 0 K.LASNSKPAEGK.N Dimethyl: 6

61 true 36 1186.6356 1185.6193 1 7.63 155.69 22.17
24.2 
(M:24.2) 1 1 0 R.VLHNYHDTR.I Dimethyl:2H(4): 1

62 true 36 1639.7333 1638.7023 1 14.51 272.6 21.67
87.0 
(M:87.0) 1 1 1 R.DRDYSDHPSGGSYR.D Dimethyl: 1

63 true 36 1947.9387 1946.9294 1 1.05 71.22 20.33
30.4 
(M:30.4) 1 1 1 K.NKEINSDQATQGNSTER.G Dimethyl: 1, 2



64 true 37 906.4356 905.4211 1 7.91 163.76 22.83
21.9 
(M:21.9) 2 1 0 K.NMACVQR.T Carbamidomethyl: 4; Dimethyl: 1

65 true 37 1224.6658 1223.651 1 6.18 176.47 22.33
96.3 
(M:96.3) 7 1 0 K.QVHPDTGISSK.A Dimethyl: 1, 11

66 true 37 1224.6658 1223.651 1 6.18 176.47 22.33
96.3 
(M:96.3) 7 1 0 K.QVHPDTGISSK.A Dimethyl: 1, 11

67 false 37 1224.6658 1223.6522 1 5.2 199.1 22.33
18.1 
(M:18.1) 1 5 1 R.TQMPDPKTFK.Q Dimethyl:2H(4): 1

68 true 37 1409.7502 1408.7423 1 0.43 233.19 22.5
30.1 
(M:30.1) 2 1 0 K.VTGQPTHSGLQTR.K Dimethyl: 1

69 true 39 1302.6728 1301.6364 1 22.37 237.99 21.83
18.6 
(M:18.6) 1 1 0 R.YSHVQEVQER.L Dimethyl: 1

70 true 39 1391.6729 1390.6875 1 -15.72 208.25 21.67
23.0 
(M:23.0) 1 50 1 1 R.KNQGNSDICSLK.N Carbamidomethyl: 9; Dimethyl: 1



71 true 40 897.4807 896.4716 1 2.02 521.42 23.33
39.2 
(M:39.2) 7 1 0 M.ATPPSQVR.Q Acetyl: 1

72 true 40 1410.6945 1409.68 1 5.12 350.63 22.17
46.6 
(M:46.6) 1 1 0 R.GYEGGAEGHRPPR.V Dimethyl: 1

73 false 40 1438.738 1437.7501 1 -13.45 426.64 21.5
16.3 
(M:16.3) 1 9 1 K.LTVSDGESGEEKK.G Dimethyl:2H(4): 13; Dimethyl: 12

74 true 40 1438.738 1437.7249 1 4.03 515.79 21.5
24.8 
(M:24.8) 1 1 1 -.REDSLSGDASELK.M Dimethyl:2H(4): 13

75 true 41 1369.7314 1368.6997 1 17.81 222.59 21.67
30.0 
(M:30.0) 1 1 0 K.TVEAEAAHGTVTR.H Dimethyl: 1

76 true 41 1414.7193 1413.7051 1 4.88 406.61 22.17
17.2 
(M:17.2) 1 1 0 R.GYEGGAEGHRPPR.V Dimethyl:2H(4): 1

77 true 41 2266.991 2265.9833 1 0.18 200.6 20
96.1 
(M:96.1) 1 1 1

K.KGDVEGSQSQDEGEGSTESER
.G Dimethyl: 1, 1



78 true 42 1373.7579 1372.7248 1 18.74 273.09 21.67
26.5 
(M:26.5) 1 1 0 K.TVEAEAAHGTVTR.H Dimethyl:2H(4): 1

79 true 42 1438.7438 1437.7501 1 -9.43 353.69 21.5
27.9 
(M:27.9) 1 50 1 1 -.KEDSLSGDASELK.M Dimethyl:2H(4): 1; Dimethyl: 13

80 true 42 1522.7891 1521.7787 1 2.03 128.52 22.17
89.1 
(M:89.1) 2 1 0 K.TATPQQAQEVHEK.L Dimethyl: 1, 13

81 true 42 2275.0408 2274.0335 1 0.02 175.64 20
80.2 
(M:80.2) 1 1 1

K.KGDVEGSQSQDEGEGSTESER
.G Dimethyl:2H(4): 1, 1

82 true 43 870.5239 869.5021 1 16.65 497.72 22.33
18.1 
(M:18.1) 1 1 0 K.AADVHAVR.K Dimethyl:2H(4): 1

83 true 43 1422.7978 1421.7878 1 1.9 353.67 22
87.7 
(M:87.7) 1 1 0 R.EESGKPGAHVTVK.K Dimethyl: 1, 5, 13

84 true 44 1087.6169 1086.6073 1 2.13 316.98 22.83
26.1 
(M:26.1) 2 50.52 1 1 K.NYVPPKGEK.K Dimethyl: 1, 6



85 true 44 1434.8792 1433.8631 1 6.11 379.09 22
55.7 
(M:55.7) 2 1 0 R.EESGKPGAHVTVK.K Dimethyl:2H(4): 1, 5, 13

86 false 45 1101.6352 1100.6077 1 18.29 278.94 23
17.5 
(M:17.5) 1 6 0 R.ITIGQSPTEK.G Dimethyl: 10

87 true 45 1409.7433 1408.7071 1 20.56 351.33 20.67
21.0 
(M:21.0) 1 1 0 R.QDSPGPGCLPPPR.C

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

88 true 45 2684.1732 2683.1594 1 2.46 165.2 20.33
82.1 
(M:82.1) 1 1 1

R.EDGNEEDKENQGDETQGQQ
PPQR.R Dimethyl: 1, 8

89 true 46 951.5544 950.5487 1 -1.7 206.13 23.33
28.4 
(M:28.4) 1 1 0 K.IPPPNEPR.E Dimethyl:2H(4): 1

90 true 46 1513.7063 1512.6892 1 6.52 245.98 22
78.5 
(M:78.5) 2 1 0 K.YHTVNGHNCEVR.K Carbamidomethyl: 9; Dimethyl: 1

91 true 46 1667.9108 1666.9167 1 -7.9 198.19 20.5
36.7 
(M:36.7) 1 1 0 K.SKPQEAEQETPAEK.K Dimethyl:2H(4): 1, 2, 14



92 true 46 2692.2084 2691.2096 1 -3.14 243.91 20.17
108.7 
(M:108.7) 1 1 1

R.EDGNEEDKENQGDETQGQQ
PPQR.R Dimethyl:2H(4): 1, 8

93 true 47 1049.5472 1048.5302 1 9.3 184.36 23.33
26.4 
(M:26.4) 4 1 0 M.SSAPPGPAAPR.L Acetyl: 1

94 true 47 1173.5785 1172.5574 1 11.76 128.01 22.5
23.2 
(M:23.2) 1 1 0 K.GHSPTEAAYGR.D Dimethyl: 1

95 true 47 1517.7291 1516.7143 1 4.97 250.33 22
49.2 
(M:49.2) 1 1 0 K.YHTVNGHNCEVR.K

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

96 true 48 1333.5999 1332.5737 1 14.22 238.79 22.33
19.7 
(M:19.7) 1 1 0 R.IIECTHCGCR.G Carbamidomethyl: 4, 7, 9; Dimethyl: 1

97 true 48 1870.8884 1869.8817 1 -0.32 168.23 22.5
134.6 
(M:134.6) 2 1 0 K.TGGTSESSQPQPPGTGAQR.A Dimethyl: 1

98 true 50 1218.6279 1217.6125 1 6.72 94.27 23.17
69.0 
(M:69.0) 1 1 0 R.LVDGPNQCAGR.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1



99 true 50 1232.7172 1231.7012 1 7.03 222.04 22.33
69.5 
(M:69.5) 1 1 0 K.QVHPDTGISSK.A Dimethyl:2H(4): 1, 11

100 true 50 1232.7172 1231.7012 1 7.03 222.04 22.33
69.5 
(M:69.5) 1 1 0 K.QVHPDTGISSK.A Dimethyl:2H(4): 1, 11

101 true 50 1337.6207 1336.5988 1 10.91 259.27 22.33
30.6 
(M:30.6) 1 1 0 R.IIECTHCGCR.G

Carbamidomethyl: 4, 7, 9; 
Dimethyl:2H(4): 1

102 true 51 919.4672 918.4771 1 -18.65 274.29 22.33
20.4 
(M:20.4) 1 57.48 1 1 R.GRTDSVEK.S Dimethyl: 8

103 false 51 1015.5922 1014.6073 1 -22.04 190.79 21.83
15.3 
(M:15.3) 1 6 1 R.KSAPSTGGVK.K Dimethyl: 1, 1, 10

104 true 51 1015.5922 1014.5784 1 6.51 283.78 21.83
18.4 
(M:18.4) 1 1 0 R.AMAVLEPLK.V Oxidation: 2; Dimethyl: 9

105 true 51 1123.6624 1122.6298 1 22.55 257.86 22
18.3 
(M:18.3) 1 1 0 R.VISGHLGWVR.C



106 false 51 1123.6624 1122.6761 1 -18.64 342.93 22
16.5 
(M:16.5) 1 3 0 R.VGQVLELPLR.I

107 true 52 1139.6024 1138.5805 1 12.83 406.61 22.67
15.1 
(M:15.1) 1 1 1 K.LKESYCQR.Q Carbamidomethyl: 6; Dimethyl: 1, 2

108 true 53 1185.6348 1184.6302 1 -2.22 161.08 23.83
33.5 
(M:33.5) 2 1 1 K.EFNAEVHRK.H Dimethyl: 1, 9

109 true 53 1643.7612 1642.7274 1 16.15 217.82 21.67
65.2 
(M:65.2) 1 1 1 R.DRDYSDHPSGGSYR.D Dimethyl:2H(4): 1

110 false 54 1245.6416 1244.6262 1 6.52 206.77 21.83
16.4 
(M:16.4) 1 2 0 K.TSYAQHQQVR.Q Dimethyl: 1

111 true 54 1499.7018 1498.6987 1 -2.81 164.55 22.33
16.8 
(M:16.8) 1 1 0 K.YHTINGHNCEVK.K Carbamidomethyl: 9; Dimethyl: 12

112 true 55 830.4966 829.4909 1 -1.95 406.85 22.5
32.7 
(M:32.7) 1 1 0 R.NTTIPTK.K Dimethyl: 1, 7



113 true 55 830.4966 829.4909 1 -1.95 406.85 22.5
32.7 
(M:32.7) 1 1 0 R.NTTIPTK.Q Dimethyl: 1, 7

114 false 55 830.4966 829.5062 1 -20.32 312.55 22.5
17.9 
(M:17.9) 1 9 0 K.SVWIGIK.K Dimethyl: 7

115 true 55 830.4966 829.4909 1 -1.95 406.85 22.5
32.7 
(M:32.7) 1 1 0 R.NTTIPTK.Q Dimethyl: 1, 7

116 true 55 1115.6501 1114.6386 1 3.77 258.71 23.17
51.4 
(M:51.4) 3 1 1 K.NYVPPKGEK.K Dimethyl: 1, 6, 9

117 false 55 1115.6501 1114.6532 1 -9.32 219.41 23.17
20.9 
(M:20.9) 2 3 1 K.AKNLIDVMR.K Dimethyl: 1, 2

118 false 55 1115.6501 1114.6281 1 13.22 277.71 23.17
20.9 
(M:20.9) 2 3 1 K.NNLRNAVMK.L Dimethyl: 1, 9

119 true 55 1249.6647 1248.6513 1 4.9 196.17 21.83
28.8 
(M:28.8) 1 1 0 K.TSYAQHQQVR.Q Dimethyl:2H(4): 1



120 true 56 1127.7279 1126.714 1 5.89 272.32 23.17
36.2 
(M:36.2) 2 1 1 K.NYVPPKGEK.K Dimethyl:2H(4): 1, 6, 9

121 true 57 994.5091 993.5032 1 -1.36 147.46 22.5
15.5 
(M:15.5) 1 1 0 K.YVQHTYR.T Dimethyl: 1

122 true 57 1177.6058 1176.5825 1 13.54 142.72 22.5
29.2 
(M:29.2) 1 1 0 K.GHSPTEAAYGR.D Dimethyl:2H(4): 1

123 true 57 1335.7194 1334.7132 1 -0.82 262.7 23.5
27.8 
(M:27.8) 1 1 0 R.GPPPPPTASEPTR.R Dimethyl:2H(4): 1

124 true 58 1615.7721 1614.7536 1 6.97 142.1 20.67
31.5 
(M:31.5) 1 1 0 R.ISQQEAENEHNER.L Dimethyl:2H(4): 1

125 true 59 1446.7038 1445.6899 1 4.55 334.05 23.67
65.0 
(M:65.0) 1 1 0 K.HSSQTDAAQGFGGK.Y Dimethyl: 1, 14

126 true 59 1970.9115 1969.9341 1 -15.17 81.09 20.5
54.2 
(M:54.2) 1 1 1 K.EGNNPAENGDAKTDQAQK.A Dimethyl: 1, 12, 18



127 false 60 1188.6693 1187.655 1 5.87 139.25 23
21.2 
(M:21.2) 1 11.91 2 1 K.NYVPPKGETK.K Dimethyl: 1, 6

128 true 60 1454.7514 1453.7401 1 2.75 434.02 23.67
35.1 
(M:35.1) 1 1 0 K.HSSQTDAAQGFGGK.Y Dimethyl:2H(4): 1, 14

129 false 61 1055.5664 1054.5342 1 23.57 198.14 21.83
16.2 
(M:16.2) 1 4 1 K.DKANMQHR.Y Dimethyl: 1, 2

130 true 61 1137.6689 1136.6805 1 -16.58 205.02 22
35.3 
(M:35.3) 2 74.73 1 0 K.AIALKPEDPK.S Dimethyl: 1, 5

131 true 61 1488.6968 1487.6861 1 2.31 236.29 23.5
72.0 
(M:72.0) 1 1 0 R.CGETGHVAINCSK.T

Carbamidomethyl: 1, 11; Dimethyl: 1, 
13

132 false 62 919.4658 918.4593 1 -0.81 150.22 22.67
15.8 
(M:15.8) 1 7 0 R.IGATNMER.M Dimethyl: 1

133 true 62 919.4658 918.4593 1 -0.81 202.97 22.67
22.3 
(M:22.3) 2 73.14 1 1 R.MKEQAER.E Dimethyl: 2



134 false 62 919.4658 918.4593 1 -0.81 217.78 22.67
21.3 
(M:21.3) 1 2 0 -.MAAALSAER.L

135 true 62 1285.6519 1284.6422 1 1.84 237.86 23.17
91.3 
(M:91.3) 2 1 0 K.SHVSDAVAQSTR.I Dimethyl: 1

136 true 62 1496.7531 1495.7363 1 6.36 204.74 23.5
54.8 
(M:54.8) 1 1 0 R.CGETGHVAINCSK.T

Carbamidomethyl: 1, 11; 
Dimethyl:2H(4): 1, 13

137 true 63 1265.6267 1264.5954 1 18.96 220.67 21.83
39.1 
(M:39.1) 1 1 1 K.CCQLPEDRR.M

Carbamidomethyl: 1, 2; 
Dimethyl:2H(4): 1

138 true 63 1289.6779 1288.6673 1 2.55 277.53 23.17
89.2 
(M:89.2) 1 1 0 K.SHVSDAVAQSTR.I Dimethyl:2H(4): 1

139 false 64 919.469 918.4593 1 2.67 165.16 22.67
19.1 
(M:19.1) 3 60.22 5 1 R.MKEQAER.E Dimethyl: 1

140 true 64 919.469 918.4845 1 -24.68 153.21 22.67
31.6 
(M:31.6) 2 1 0 K.SGMLQAEK.K Dimethyl: 1, 8



141 true 64 1037.5536 1036.5414 1 4.8 110.67 22.67
19.0 
(M:19.0) 1 1 0 R.AGVLAGHDNR.V Dimethyl: 1

142 true 64 1037.5536 1036.5414 1 4.8 110.67 22.67
19.0 
(M:19.0) 1 1 0 R.AGVLAGHDNR.V Dimethyl: 1

143 true 64 1039.604 1038.5983 1 -1.56 124.43 23.83
28.6 
(M:28.6) 1 1 0 K.AMEAVAAQGK.V Dimethyl:2H(4): 1, 10

144 true 65 1027.5824 1026.557 1 17.56 263.46 22.83
36.7 
(M:36.7) 1 1 0 R.QRPDLGSAR.K Dimethyl: 1

145 true 65 1039.5919 1038.5822 1 2.33 168.56 22.67
15.8 
(M:15.8) 1 1 0 K.LIATTAHER.M Dimethyl: 1

146 true 65 1055.6026 1054.5932 1 1.96 263.58 23.83
21.2 
(M:21.2) 1 1 0 K.AMEAVAAQGK.V Dimethyl:2H(4): 1, 10; Oxidation: 2

147 true 65 1471.7505 1470.7328 1 7.1 378.05 22.67
35.1 
(M:35.1) 3 1 0 M.SHPSPVERPGNPR.N Acetyl: 1



148 true 65 1497.8261 1496.8021 1 11.17 213.69 23.33
15.9 
(M:15.9) 1 1 1 R.IVEQDTMPPKGVR.H Dimethyl: 1

149 true 66 1346.7139 1345.7024 1 3.15 246.3 23
29.6 
(M:29.6) 1 1 1 R.CAIKVEQSAER.C Carbamidomethyl: 1; Dimethyl: 1, 4

150 true 67 1677.7762 1676.7602 1 5.2 115.45 20.83
87.4 
(M:87.4) 1 1 0 K.EINSDQATQGNSTER.G Dimethyl: 1

151 true 68 906.4371 905.4277 1 2.36 112.77 22.83
23.4 
(M:23.4) 1 1 0 -.MADEAAVR.Q Oxidation: 1; Dimethyl: 1

152 true 68 964.5201 963.5059 1 7.15 127.02 23.33
23.0 
(M:23.0) 1 1 0 K.CAATALSSK.L Carbamidomethyl: 1; Dimethyl: 1, 9

153 true 68 1401.6885 1400.6644 1 11.97 327.55 21.83
40.1 
(M:40.1) 1 1 0 R.NPQNSSQSADGLR.C Dimethyl: 1

154 true 68 1523.9121 1522.8931 1 7.7 118.51 22.67
37.0 
(M:37.0) 1 1 1 K.MKQEPVKPEEGR.D Dimethyl:2H(4): 1, 2, 7



155 true 68 1681.7994 1680.7853 1 4.08 222.13 20.83
71.5 
(M:71.5) 1 1 0 K.EINSDQATQGNSTER.G Dimethyl:2H(4): 1

156 true 69 910.4568 909.4462 1 3.57 103.25 22.83
27.3 
(M:27.3) 2 1 0 K.NMACVQR.T

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

157 true 69 1368.6042 1367.5742 1 16.61 294.15 21.83
20.0 
(M:20.0) 1 1 0 R.DYSDHPSGGSYR.D Dimethyl: 1

158 true 69 1466.7989 1465.7889 1 1.89 365.39 23.33
56.2 
(M:56.2) 1 1 1 R.VTSAHKGPDETLR.I Dimethyl: 1, 6

159 true 70 1147.5541 1146.5458 1 0.9 405.44 23
64.9 
(M:64.9) 1 1 0 K.YDSTHGHFK.G Dimethyl: 1, 9

160 true 70 1855.8387 1854.8232 1 4.44 190.69 20.83
48.3 
(M:48.3) 1 1 1 R.YNGEPDSTERNDTSSK.L Dimethyl: 1, 16

161 true 71 1155.6035 1154.596 1 0.22 405.53 23
37.0 
(M:37.0) 2 1 0 K.YDSTHGHFK.G Dimethyl:2H(4): 1, 9



162 true 71 1423.8106 1422.7918 1 8.1 319.85 21.83
55.5 
(M:55.5) 1 1 1 K.KAQQELEEQTR.R Dimethyl:2H(4): 1, 1

163 true 71 1578.913 1577.9141 1 -5.28 220.54 22
25.0 
(M:25.0) 1 1 1 R.EESGKPGAHVTVKK.L Dimethyl: 1, 5, 13, 14

164 true 72 1323.7455 1322.7306 1 5.69 225.2 23.33
32.8 
(M:32.8) 1 1 1 K.QIEHTLNEKR.I Dimethyl: 1, 9

165 true 72 1457.7088 1456.6695 1 21.97 298.03 21.83
34.3 
(M:34.3) 1 1 0 R.SVYDDQPNAHQR.F Dimethyl: 1

166 false 73 928.5641 927.5753 1 -19.88 142.67 23
24.1 
(M:24.1) 1 3 1 R.EANKLAAK.R Dimethyl: 1, 4, 8

167 true 73 928.5641 927.5753 1 -19.88 159.87 23
24.5 
(M:24.5) 1 50 1 1 K.KALEAAVAK.A Dimethyl: 1

168 true 73 1346.7117 1345.699 1 4 324.79 23.67
70.9 
(M:70.9) 1 1 1 R.DAVTYTEHAKR.K Dimethyl: 1, 10



169 true 74 1527.7459 1526.73 1 5.63 199.82 23.33
66.2 
(M:66.2) 1 1 0 K.YHTINGHNCEVK.K Carbamidomethyl: 9; Dimethyl: 1, 12

170 true 74 1541.755 1540.7118 1 23.32 209.19 21.83
26.4 
(M:26.4) 1 1 0 R.ESNLSNSQSTYQR.R Dimethyl: 1

171 true 75 898.4772 897.4491 1 23.22 415.37 22.83
27.2 
(M:27.2) 1 1 0 K.AICDHVR.D Carbamidomethyl: 3; Dimethyl: 1

172 true 75 1535.7952 1534.7802 1 5.03 271.68 23.33
68.0 
(M:68.0) 1 1 0 K.YHTINGHNCEVK.K

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 12

173 true 75 1819.752 1818.7517 1 -3.85 228.55 22
98.5 
(M:98.5) 2 1 0

R.GGSGGSYGGGGSGGGYGGG
SGSR.G Dimethyl: 1

174 false 76 972.5508 971.544 1 -0.54 167.77 25.33
16.1 
(M:16.1) 1 7 1 R.SKTVYYR.V Dimethyl: 1, 2

175 true 76 972.5508 971.5328 1 11.01 216.55 25.33
54.4 
(M:54.4) 1 1 1 K.SKEYFSK.Q Dimethyl: 1, 2, 7



176 true 76 2228.0138 2227.0002 1 2.8 173.21 20.83
78.7 
(M:78.7) 1 1 0 K.GEQQQQQQQQQQEEHYR.I Dimethyl: 1

177 true 77 2232.0457 2231.0253 1 5.88 345.89 20.83
74.9 
(M:74.9) 1 1 0 K.GEQQQQQQQQQQEEHYR.I Dimethyl:2H(4): 1

178 true 78 1000.5897 999.5753 1 7.12 168.59 23
52.8 
(M:52.8) 2 1 1 K.FKDPNAPK.R Dimethyl: 1, 2, 8

179 true 78 1093.5097 1092.5121 1 -8.9 214.83 21
19.0 
(M:19.0) 1 1 0 K.SAEGCVEASK.A Carbamidomethyl: 5; Dimethyl: 1, 10

180 true 78 1629.7538 1628.7828 1 -22.28 182.73 20.83
29.8 
(M:29.8) 1 1 1 M.NQDMDIGVASREPK.K Acetyl: 1; Dimethyl: 14

181 true 78 1630.8384 1629.8111 1 12.27 196.94 22
72.7 
(M:72.7) 2 1 1 R.QAGEVTYADAHKER.T Dimethyl: 1, 12

182 true 79 1101.5577 1100.5623 1 -10.79 245.24 21
25.1 
(M:25.1) 1 1 0 K.SAEGCVEASK.A

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 10



183 false 79 1253.6438 1252.6635 1 -21.52 92.18 22.67
17.2 
(M:17.2) 1 2 1 R.EMLDKGSELR.I

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 5

184 true 79 1823.7717 1822.7768 1 -6.81 285.73 22
105.4 
(M:105.4) 2 1 0

R.GGSGGSYGGGGSGGGYGGG
SGSR.G Dimethyl:2H(4): 1

185 true 80 914.5344 913.5457 1 -20.39 -1 22.33
21.9 
(M:21.9) 1 1 1 K.TRLQVAAR.A

186 true 80 914.5344 913.5457 1 -20.39 -1 22.33
21.9 
(M:21.9) 1 1 1 K.TRLQVAAR.A

187 true 80 1689.8646 1688.8469 1 6.18 150.15 20.83
53.5 
(M:53.5) 1 1 0 K.TDATQKPESGTVEDK.A Dimethyl: 1, 6, 15

188 true 80 1724.8029 1723.7556 1 23.23 165.55 21.83
57.4 
(M:57.4) 1 1 0 K.MVSSDGSDCSHLQGGR.E

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

189 true 81 1051.5366 1050.5359 1 -6.23 245.68 23
15.2 
(M:15.2) 1 1 0 R.IHQGEHFR.E Dimethyl: 1



190 true 81 1087.6272 1086.6073 1 11.54 315.21 22.83
27.2 
(M:27.2) 2 91.43 1 1 K.NYVPPKGEK.K Dimethyl: 1, 9

191 true 81 1259.6925 1258.6881 1 -2.27 165.5 23.83
30.2 
(M:30.2) 1 1 1 K.LAGESESNLRK.A Dimethyl: 1, 11

192 true 81 1701.931 1700.9222 1 0.89 96.59 20.83
25.3 
(M:25.3) 1 1 0 K.TDATQKPESGTVEDK.A Dimethyl:2H(4): 1, 6, 15

193 true 82 1055.5545 1054.561 1 -13.08 322.2 23
23.0 
(M:23.0) 1 1 0 R.IHQGEHFR.E Dimethyl:2H(4): 1

194 false 82 1162.658 1161.6506 1 0.09 453.72 22.17
16.5 
(M:16.5) 1 2 0 R.DKPPPVPSNR.Q Dimethyl: 1, 2

195 true 83 1298.6253 1297.6085 1 7.31 280.56 23.5
94.5 
(M:94.5) 2 1 0 K.NCTYTQVQTR.S Carbamidomethyl: 2; Dimethyl: 1

196 true 83 1392.7082 1391.6906 1 7.43 315 22.33
48.1 
(M:48.1) 2 1 0 R.SVQAGNPGGPGGPGGR.G Dimethyl: 1



197 true 83 1567.6958 1566.6845 1 2.58 153.04 21.67
79.5 
(M:79.5) 1 1 0 K.HECQANGPEDLNR.A Carbamidomethyl: 3; Dimethyl: 1

198 true 84 1302.65 1301.6336 1 7.03 222.03 23.5
66.6 
(M:66.6) 2 1 0 K.NCTYTQVQTR.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

199 true 84 1438.7223 1437.7113 1 2.58 351.86 23.83
64.6 
(M:64.6) 2 1 0 K.YHTINGHNAEVR.K Dimethyl: 1

200 true 84 2016.9032 2015.892 1 1.98 85.96 20.83
30.5 
(M:30.5) 1 1 1 K.AREEEEQEEGEGATGDPK.K Dimethyl: 1, 18

201 true 85 1188.6681 1187.655 1 4.87 165.85 23
31.3 
(M:31.3) 2 1 1 K.NYVPPKGETK.K Dimethyl: 1, 10

202 true 85 1442.7447 1441.7364 1 0.72 416.79 23.83
60.9 
(M:60.9) 2 1 0 K.YHTINGHNAEVR.K Dimethyl:2H(4): 1

203 true 85 2024.9599 2023.9422 1 5.15 75.06 20.83
38.1 
(M:38.1) 1 1 1 K.AREEEEQEEGEGATGDPK.K Dimethyl:2H(4): 1, 18



204 false 86 897.4828 896.4967 1 -23.58 243.25 22
17.4 
(M:17.4) 1 3 0 R.SAVPPGADK.K Dimethyl: 1, 9

205 true 86 1334.6313 1333.6197 1 3.23 270.8 22.33
71.7 
(M:71.7) 2 1 0 R.YHSQGSAAAMQR.R Dimethyl: 1

206 true 86 1479.9265 1478.921 1 -1.22 305.39 23.83
19.1 
(M:19.1) 1 1 1 K.IERDEIAGQKPK.N Dimethyl:2H(4): 1, 10, 12

207 true 86 1650.7608 1649.7515 1 1.24 249.94 22.17
34.6 
(M:34.6) 2 1 0 R.QGSVCHGCGHPITGR.C Carbamidomethyl: 5, 8; Dimethyl: 1

208 true 86 2012.9715 2011.9315 1 16.28 84.12 21.33
17.7 
(M:17.7) 1 50 1 1 K.GDPTGQDMLEMLACDRK.S

Carbamidomethyl: 14; Dimethyl:2H(4): 
1; Oxidation: 8; Dimethyl: 17

209 true 87 833.4603 832.4477 1 6.47 199.32 24
23.1 
(M:23.1) 1 1 0 R.AIADMLR.A Oxidation: 5; Dimethyl: 1

210 false 87 891.5152 890.5082 1 -0.25 673.7 22.5
16.6 
(M:16.6) 1 34.39 2 1 -.MCGVIKK.K Carbamidomethyl: 2; Dimethyl: 1, 7



211 true 87 891.5152 890.5086 1 -0.78 621.78 22.5
29.7 
(M:29.7) 1 1 0 R.LAPGGHVGR.F Dimethyl: 1

212 true 87 1338.674 1337.6448 1 16.33 343.29 22.33
36.3 
(M:36.3) 1 1 0 R.YHSQGSAAAMQR.R Dimethyl:2H(4): 1

213 true 87 1405.7098 1404.6895 1 9.27 339 21.83
29.8 
(M:29.8) 1 1 0 R.NPQNSSQSADGLR.C Dimethyl:2H(4): 1

214 false 87 1405.7098 1404.7308 1 -20.09 175.83 21.83
18.1 
(M:18.1) 1 2 1 K.LQHWMEAMRK.D

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 10

215 true 87 2092.9836 2091.9909 1 -6.96 180.82 21
85.3 
(M:85.3) 1 1 0 K.STGQNLEEDQGQSHNEQK.A Dimethyl:2H(4): 1, 18

216 true 87 2688.1957 2687.1845 1 1.46 139.69 20.83
112.0 
(M:112.0) 1 99.99 1 1

R.EDGNEEDKENQGDETQGQQ
PPQR.R Dimethyl:2H(4): 8; Dimethyl: 1

217 true 88 785.4714 784.4807 1 -21.15 440.17 23.67
25.7 
(M:25.7) 2 1 0 K.NAGAVIGK.G Dimethyl: 1, 8



218 true 88 895.537 894.5337 1 -4.46 262.38 22.5
53.8 
(M:53.8) 1 1 0 R.LAPGGHVGR.F Dimethyl:2H(4): 1

219 true 88 1238.6589 1237.6527 1 -0.93 110.65 23.17
21.9 
(M:21.9) 1 1 1 R.RALDDDRPPR.R Dimethyl: 1

220 true 88 1419.7459 1418.7667 1 -19.76 272.71 21.83
30.9 
(M:30.9) 1 52.59 1 1 K.KAQQELEEQTR.R Dimethyl:2H(4): 1; Dimethyl: 1

221 true 89 951.5365 950.5073 1 23.08 174.92 24.17
41.2 
(M:41.2) 1 1 0 R.YSQADALK.Y Dimethyl: 1, 8

222 true 89 1189.6197 1188.6033 1 7.67 152.78 23.5
16.4 
(M:16.4) 1 1 1 K.NCVAIASDRR.F Carbamidomethyl: 2; Dimethyl: 1

223 true 89 1273.6489 1272.6397 1 1.5 230.75 23.17
44.1 
(M:44.1) 1 1 0 K.EHMQPTHPIR.L Dimethyl: 1

224 true 89 1396.7285 1395.7157 1 3.96 380 22.33
69.6 
(M:69.6) 2 1 0 R.SVQAGNPGGPGGPGGR.G Dimethyl:2H(4): 1



225 false 90 955.5621 954.5386 1 16.94 -1 24.17
15.8 
(M:15.8) 1 41.79 3 0 K.LSSAPPDLK.E Dimethyl: 1

226 false 90 1171.6907 1170.6543 1 24.86 172.16 24
16.4 
(M:16.4) 1 2 0 R.IMVAKPNNLR.E Oxidation: 2

227 false 90 1190.6095 1189.5761 1 21.95 98.47 22.17
17.4 
(M:17.4) 3 3 1 R.SGKGGPELMDR.G Oxidation: 9; Dimethyl: 1

228 true 90 1343.718 1342.6953 1 11.48 101.39 23
23.7 
(M:23.7) 1 1 1 K.LSQEINRNEGR.I Dimethyl: 1

229 true 90 1583.7546 1582.7336 1 8.67 147.58 21.83
31.3 
(M:31.3) 1 1 0 K.HNGPTDTTNDGTVVR.L

230 true 91 1198.6643 1197.6481 1 7.4 118.28 22.17
63.7 
(M:63.7) 2 1 0 R.DAVTYTEHAK.R Dimethyl:2H(4): 1, 10

231 false 91 1277.6743 1276.6457 1 16.66 207.45 23.17
16.2 
(M:16.2) 1 2 0 K.EHMVNMESLK.D Dimethyl:2H(4): 1; Dimethyl: 10



232 true 91 1277.6743 1276.6648 1 1.72 222.39 23.17
62.1 
(M:62.1) 1 1 0 K.EHMQPTHPIR.L Dimethyl:2H(4): 1

233 true 91 1597.7612 1596.7492 1 2.96 190.78 21.83
66.3 
(M:66.3) 2 1 0 K.DGSGQHVDVSPTSQR.L Dimethyl: 1

234 true 91 1730.8136 1729.837 1 -17.71 109.33 21
101.6 
(M:101.6) 1 1 1 K.TNEAPAAEASDDKEAK.S Dimethyl: 1, 13, 16

235 false 92 956.5359 955.5491 1 -21.46 224.61 23.5
16.1 
(M:16.1) 1 3 1 K.RYYSALK.T Dimethyl: 1, 7

236 true 92 1289.6448 1288.6346 1 2.27 224.03 23.17
17.9 
(M:17.9) 1 1 0 K.EHMQPTHPIR.L Oxidation: 3; Dimethyl: 1

237 true 92 1315.6605 1314.6779 1 -18.8 143.16 21.33
25.7 
(M:25.7) 1 1 1 R.SAPDRQEEISK.L Dimethyl: 1, 11

238 true 92 1742.8977 1741.9123 1 -12.57 93.69 21
68.3 
(M:68.3) 1 1 1 K.TNEAPAAEASDDKEAK.S Dimethyl:2H(4): 1, 13, 16



239 false 93 1494.7326 1493.7184 1 4.62 349.11 24.17
15.1 
(M:15.1) 1 3 0 K.QPTSEANSAAMFGK.L Dimethyl: 1, 14

240 true 93 1546.7303 1545.7172 1 3.8 189.34 22.17
17.9 
(M:17.9) 1 1 1 R.FEPPQSDSDGQRR.S Dimethyl: 1

241 true 93 1611.7751 1610.7649 1 1.81 215.8 21.83
77.4 
(M:77.4) 2 1 0 K.HNGPTDTTNDGTVVR.L Dimethyl: 1

242 true 94 1615.8023 1614.79 1 3.12 236.61 21.83
111.1 
(M:111.1) 1 1 0 K.HNGPTDTTNDGTVVR.L Dimethyl:2H(4): 1

243 true 95 1581.8164 1580.8059 1 2.02 274.96 24.17
71.4 
(M:71.4) 1 1 1 R.AFHNEAQVNPDRK.N Dimethyl: 1, 13

244 false 96 998.5797 997.5556 1 16.76 313.75 23.67
17.0 
(M:17.0) 1 4 0 R.QSPNANLVK.T Dimethyl: 9

245 true 96 1579.8441 1578.8366 1 0.13 171.94 22
75.2 
(M:75.2) 3 1 1 K.IQDKEGIPPDQQR.L Dimethyl: 1, 4



246 true 97 1375.7452 1374.7256 1 8.96 206.95 22.17
15.2 
(M:15.2) 1 1 1 K.GHEPKEPEQLR.K Dimethyl: 1, 5

247 false 98 1166.6365 1165.6202 1 7.69 594.35 22.33
16.1 
(M:16.1) 1 2 0 R.MEAGLEELVK.Q Dimethyl:2H(4): 10; Oxidation: 1

248 true 98 1166.6365 1165.6568 1 -23.61 449.23 22.33
20.9 
(M:20.9) 1 1 1 R.SGQQIVGPPRK.K

249 true 98 1382.6795 1381.666 1 4.51 136.66 23.17
15.1 
(M:15.1) 1 1 1 K.MASEAQNKYER.E Dimethyl: 1, 8

250 false 99 844.4908 843.4637 1 23.53 505.39 22.17
15.3 
(M:15.3) 1 8 1 R.GRMEPVK.W Dimethyl: 7

251 true 99 1067.5444 1066.5407 1 -3.39 179.41 21.33
46.5 
(M:46.5) 2 1 0 K.EGIPPDQQR.L Dimethyl: 1

252 true 99 1173.7401 1172.7281 1 4 125.86 22.33
25.1 
(M:25.1) 1 1 1 K.IIQEPPHKK.G Dimethyl: 1, 8, 9



253 true 99 1263.5624 1262.5527 1 1.9 98.65 23.17
17.2 
(M:17.2) 2 1 0 R.FSSSSGYGGGSSR.V Dimethyl: 1

254 true 100 1071.5709 1070.5658 1 -2.07 181.51 21.33
50.9 
(M:50.9) 1 1 0 K.EGIPPDQQR.L Dimethyl:2H(4): 1

255 true 100 1123.6026 1122.5934 1 1.71 377.59 24.17
35.5 
(M:35.5) 1 1 0 R.HILYHEQR.L Dimethyl: 1

256 true 100 1165.634 1164.6139 1 10.99 410.86 24.33
25.7 
(M:25.7) 1 1 1 R.GELSEQYKR.N Dimethyl: 1, 8

257 true 100 1325.7347 1324.7211 1 4.72 210.99 23.17
39.1 
(M:39.1) 2 1 0 K.QRPQATAEQIR.L Dimethyl: 1

258 true 101 884.5233 883.5178 1 -1.93 472.75 23.5
28.8 
(M:28.8) 1 1 0 R.GLAGPQGPR.G Dimethyl:2H(4): 1

259 false 101 901.5142 900.5292 1 -24.7 -1 23.5
18.7 
(M:18.7) 1 3 1 K.YMEKVK.Q

Dimethyl:2H(4): 6; Oxidation: 2; 
Dimethyl: 1, 4



260 false 101 901.5142 900.5069 1 0.07 442.78 23.5
15.8 
(M:15.8) 1 8 0 K.QWIAEAK.H Dimethyl: 1, 7

261 false 101 901.5142 900.5029 1 4.53 465.47 23.5
18.3 
(M:18.3) 1 4 0 K.VAVSAAAER.V Dimethyl: 1

262 false 101 1136.5994 1135.5721 1 17.66 473.02 24
19.6 
(M:19.6) 1 61.42 3 0 R.SSVSSGTNEIK.R Dimethyl: 11

263 true 101 1136.5994 1135.5808 1 9.98 451.52 24
55.7 
(M:55.7) 2 1 0 K.EMQPTHPIR.L Dimethyl: 1

264 true 101 1136.5994 1135.5808 1 9.98 451.52 24
55.7 
(M:55.7) 2 1 0 K.EMQPTHPIR.L Dimethyl: 1

265 true 101 1136.5994 1135.5808 1 9.98 451.52 24
55.7 
(M:55.7) 2 1 0 K.EMQPTHPIR.L Dimethyl: 1

266 true 101 1318.6202 1317.6161 1 -2.42 171.39 21.17
30.1 
(M:30.1) 1 1 0 R.LEGGSGGDSEVQR.T Dimethyl: 1



267 false 102 1140.6198 1139.5972 1 13.43 533.06 24
20.4 
(M:20.4) 1 2 0 R.SSVSSGTNEIK.R Dimethyl:2H(4): 11

268 true 102 1267.6826 1266.6664 1 7.02 223.52 23.67
27.2 
(M:27.2) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5, 8

269 true 102 1267.6826 1266.6664 1 7.02 223.52 23.67
27.2 
(M:27.2) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5, 8

270 true 102 1267.6826 1266.6664 1 7.02 223.52 23.67
27.2 
(M:27.2) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5, 8

271 true 102 1267.6826 1266.6664 1 7.02 223.52 23.67
27.2 
(M:27.2) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5, 8

272 true 102 1267.6826 1266.6664 1 7.02 223.52 23.67
27.2 
(M:27.2) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5, 8

273 true 103 746.3974 745.3871 1 4 219.59 23.33
15.8 
(M:15.8) 1 1 0 R.QGFPNR.I Dimethyl: 1



274 true 103 746.3974 745.3871 1 4 219.59 23.33
15.8 
(M:15.8) 1 1 0 R.QGFPNR.V Dimethyl: 1

275 true 103 1152.5817 1151.5757 1 -1.13 395.52 24
21.8 
(M:21.8) 1 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

276 true 103 1152.5817 1151.5757 1 -1.13 395.52 24
21.8 
(M:21.8) 1 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

277 true 103 1152.5817 1151.5757 1 -1.13 395.52 24
21.8 
(M:21.8) 1 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

278 true 103 1379.6424 1378.6266 1 6.18 345.41 24.17
17.5 
(M:17.5) 1 1 0 R.HTPYGNQTDYR.I Dimethyl: 1

279 true 104 1156.6083 1155.6008 1 0.18 433.32 23.83
25.8 
(M:25.8) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 2

280 true 104 1156.6083 1155.6008 1 0.18 433.32 23.83
25.8 
(M:25.8) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 2



281 true 104 1156.6083 1155.6008 1 0.18 433.32 23.83
25.8 
(M:25.8) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 2

282 true 104 1196.6769 1195.6611 1 7.08 117.65 23.33
28.9 
(M:28.9) 1 1 0 R.ILGGSEAQPHR.R Dimethyl:2H(4): 1

283 true 104 1261.6598 1260.6476 1 3.89 278.77 22.5
35.5 
(M:35.5) 2 1 0 R.FGGPVHHQAQR.F Dimethyl: 1

284 true 104 1383.6719 1382.6517 1 9.37 366.92 24.17
41.3 
(M:41.3) 1 1 0 R.HTPYGNQTDYR.I Dimethyl:2H(4): 1

285 true 105 1471.6517 1470.6521 1 -5.25 230.32 21.17
66.4 
(M:66.4) 1 1 0 R.VDCDQHSDIAQR.Y Carbamidomethyl: 3; Dimethyl: 1

286 true 106 804.4854 803.4803 1 -2.73 369.05 24
30.8 
(M:30.8) 1 1 0 K.NSPLVSR.L Dimethyl:2H(4): 1

287 true 106 1135.6104 1134.6033 1 -0.18 261.97 23.83
21.6 
(M:21.6) 1 1 0 K.NSAQGNVYVK.C Dimethyl: 1, 10



288 false 106 1228.7313 1227.7088 1 12.39 157.45 22.67
16.7 
(M:16.7) 1 4 1 R.RWLTELGAVR.S Dimethyl: 1

289 true 106 1475.6696 1474.6772 1 -10.09 270 21.17
77.9 
(M:77.9) 1 1 0 R.VDCDQHSDIAQR.Y

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

290 true 107 1325.7331 1324.7252 1 0.5 299.12 23.17
21.7 
(M:21.7) 1 1 0 K.IPVHPNDHVNK.S Dimethyl: 1, 11

291 true 108 871.4983 870.4923 1 -1.54 517.42 23
28.5 
(M:28.5) 1 1 0 K.TQIPTQR.Y Dimethyl: 1

292 false 108 871.4983 870.4923 1 -1.54 415.09 23
15.5 
(M:15.5) 1 3 0 K.QIENVLR.R

293 false 108 932.5831 931.5753 1 0.57 154.77 23.17
16.8 
(M:16.8) 1 7 1 K.RQEQIAK.R Dimethyl:2H(4): 1; Dimethyl: 7

294 true 108 932.5831 931.5753 1 0.57 133.31 23.17
23.9 
(M:23.9) 2 76.56 1 1 K.AKGEQIAR.E Dimethyl:2H(4): 2; Dimethyl: 1



295 false 108 1067.5477 1066.5407 1 -0.33 437.55 21.33
21.6 
(M:21.6) 1 2 1 K.QYSTEKQR.S Dimethyl: 1

296 true 108 1153.5197 1152.5121 1 0.3 448.41 22.33
15.1 
(M:15.1) 1 1 0 K.MLDHEYTTK.E Oxidation: 1

297 true 108 1325.7801 1324.7602 1 9.49 150.22 23.5
47.1 
(M:47.1) 1 1 0 K.QKPITPETAEK.L Dimethyl: 1, 2, 11

298 false 108 1333.788 1332.7754 1 3.97 280.24 23.17
18.5 
(M:18.5) 1 2 0 K.IPVHPNDHVNK.S Dimethyl:2H(4): 1, 11

299 true 108 1581.7205 1580.7332 1 -12.59 213.61 22.17
92.2 
(M:92.2) 1 1 0 R.HHYEQQQEDLAR.N Dimethyl: 1

300 true 109 875.5228 874.5174 1 -2.12 614.98 23
27.3 
(M:27.3) 2 1 0 K.TQIPTQR.Y Dimethyl:2H(4): 1

301 true 109 1346.6958 1345.6677 1 15.5 225.05 23.17
24.3 
(M:24.3) 1 1 0 R.EANHNVSAPYGR.I Dimethyl:2H(4): 1



302 false 110 816.4289 815.4324 1 -13.11 409.04 24.33
16.0 
(M:16.0) 1 2 0 R.CLGVPSR.V Carbamidomethyl: 1; Dimethyl: 1

303 false 110 886.5147 885.492 1 17.42 213.08 23
15.0 
(M:15.0) 1 4 0 R.ANQEVAVK.I Dimethyl: 8

304 false 110 961.5524 960.5314 1 14.25 164 23.33
16.3 
(M:16.3) 1 52.01 3 1 K.MTGKLDPK.V Oxidation: 1; Dimethyl: 1, 8

305 false 110 961.5524 960.5314 1 14.25 260.4 23.33
20.1 
(M:20.1) 1 2 1 K.ALSKDMPK.V Oxidation: 6; Dimethyl: 4, 8

306 true 110 961.5524 960.5393 1 6.07 170.2 23.33
22.0 
(M:22.0) 1 1 1 R.YKVQDPR.N Dimethyl: 1, 2

307 true 110 1337.8539 1336.8355 1 8.26 87.89 23.33
31.1 
(M:31.1) 1 1 0 K.QKPITPETAEK.L Dimethyl:2H(4): 1, 2, 11

308 true 110 1546.8246 1545.8151 1 1.45 248.76 22.33
26.1 
(M:26.1) 1 1 0 K.STSHQPSPVPPTQK.V Dimethyl: 1, 14



309 true 111 1554.875 1553.8653 1 1.53 262.77 22.33
59.5 
(M:59.5) 1 1 0 K.STSHQPSPVPPTQK.V Dimethyl:2H(4): 1, 14

310 false 112 939.5043 938.5157 1 -19.86 153.81 25.17
16.1 
(M:16.1) 1 3 1 R.GIMSEARK.V Dimethyl:2H(4): 1; Oxidation: 3

311 true 112 939.5043 938.5073 1 -10.91 214.85 25.17
24.5 
(M:24.5) 1 1 1 K.ESKEPPPK.Q Dimethyl: 8

312 false 112 1319.6866 1318.6769 1 1.87 187.24 21.33
15.3 
(M:15.3) 1 5 0 K.EQADFAVEALAK.A Dimethyl: 1

313 true 112 1319.6866 1318.6803 1 -0.69 119.67 21.33
21.5 
(M:21.5) 1 1 0 K.CLQTAEELSLK.S Carbamidomethyl: 1; Dimethyl: 11

314 true 112 1655.825 1654.825 1 -4.38 324.65 22.33
20.0 
(M:20.0) 1 53.91 1 1 K.YHTINGHNCEVKK.A Carbamidomethyl: 9; Dimethyl: 1, 13

315 true 114 830.4581 829.4446 1 7.43 304.26 22.67
32.8 
(M:32.8) 1 1 0 K.YAPPAAGR.Y Dimethyl: 1



316 false 114 1377.7 1376.7221 1 -21.37 283.73 22
17.4 
(M:17.4) 1 5 0 R.AMVLSLEESLNK.E Oxidation: 2; Dimethyl: 12

317 false 114 1377.7 1376.6606 1 23.3 225.91 22
16.9 
(M:16.9) 1 6 0 R.TNACAVEENVSK.H Carbamidomethyl: 4; Dimethyl: 1, 12

318 true 114 1377.7 1376.6936 1 -0.67 246.36 22
55.6 
(M:55.6) 1 1 1 R.NAEQFKDQADK.A Dimethyl: 1, 6, 11

319 true 115 834.483 833.4697 1 7.16 553.46 22.67
24.0 
(M:24.0) 1 1 0 K.YAPPAAGR.Y Dimethyl:2H(4): 1

320 true 115 1216.6988 1215.6863 1 4.27 128.16 23.33
72.5 
(M:72.5) 3 1 1 K.NYVPPKGETK.K Dimethyl: 1, 6, 10

321 true 116 958.5661 957.5607 1 -1.95 99.94 23
27.0 
(M:27.0) 1 73 1 1 K.LASAERVGK.L Dimethyl: 1

322 false 116 1111.6287 1110.6146 1 6.17 236.38 23.5
16.8 
(M:16.8) 1 2 0 K.IVDQIRPDR.Q



323 false 116 1111.6287 1110.6146 1 6.17 236.38 23.5
16.8 
(M:16.8) 1 2 0 K.IVDQIRPDR.Q

324 true 116 1197.5273 1196.5067 1 11.14 103.78 24.33
18.2 
(M:18.2) 1 1 0 K.AQAECFCQR.L Carbamidomethyl: 5, 7; Dimethyl: 1

325 true 116 1228.7744 1227.7616 1 4.44 151.19 23.33
62.9 
(M:62.9) 2 1 1 K.NYVPPKGETK.K Dimethyl:2H(4): 1, 6, 10

326 true 117 1176.7202 1175.7015 1 9.75 136.4 23.33
47.3 
(M:47.3) 1 1 0 K.DHLIHNVHK.E Dimethyl:2H(4): 1, 9

327 true 117 1199.6622 1198.667 1 -10.05 79.4 23.83
20.4 
(M:20.4) 1 1 1 R.LAADVGKAGADR.E Dimethyl: 1, 7

328 true 117 1199.6622 1198.667 1 -10.05 79.4 23.83
20.4 
(M:20.4) 1 1 1 R.LAADVGKAGADR.E Dimethyl: 1, 7

329 false 118 1345.6934 1344.6708 1 11.4 242.81 22.17
19.5 
(M:19.5) 1 3 1 K.QNKNSEVMDPK.C Dimethyl: 1, 11



330 true 118 1345.6934 1344.6674 1 13.9 241.26 22.17
58.6 
(M:58.6) 1 1 0 R.QAGEVTYADAHK.E Dimethyl: 1, 12

331 true 118 1442.8545 1441.8417 1 3.83 220.87 21.33
21.6 
(M:21.6) 1 1 1 K.VAETANEEEVKK.M Dimethyl:2H(4): 1, 11, 12

332 true 119 1232.6611 1231.6521 1 1.4 102.24 23.5
34.2 
(M:34.2) 1 1 1 K.ITDRTESLNR.S Dimethyl: 1

333 true 119 1353.7328 1352.7176 1 5.88 234.5 22.17
70.9 
(M:70.9) 1 1 0 R.QAGEVTYADAHK.E Dimethyl:2H(4): 1, 12

334 true 120 1019.554 1018.5461 1 0.67 310.96 23.33
44.5 
(M:44.5) 2 1 0 K.FHPIQGHR.V Dimethyl: 1

335 true 121 1396.7414 1395.7219 1 8.8 335.77 24.33
39.1 
(M:39.1) 1 1 0 K.NNRPSEGPLQTR.L Dimethyl: 1

336 true 122 1403.7076 1402.6891 1 7.98 304.05 24.17
35.5 
(M:35.5) 1 1 0 K.GTVSFHTQSDHR.F Dimethyl:2H(4): 1



337 true 122 1429.7157 1428.7048 1 2.52 359.5 23
55.0 
(M:55.0) 1 1 0 R.AFHNEAQVNPDR.K Dimethyl:2H(4): 1

338 true 123 1276.6133 1275.6109 1 -3.83 238.19 24.17
68.2 
(M:68.2) 1 1 0 R.IQNWHEEHR.G Dimethyl: 1

339 false 124 1059.5987 1058.5972 1 -5.39 250.43 23.83
17.1 
(M:17.1) 1 50 2 1 K.KSEALEQAK.Q Dimethyl: 1, 9

340 true 124 1293.6738 1292.6787 1 -9.39 306.18 24.17
37.6 
(M:37.6) 1 1 0 R.HYLGHTDCVK.C

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 10

341 false 125 1076.6323 1075.6251 1 -0.01 338.03 23
17.5 
(M:17.5) 1 5 1 R.QHRELIPR.S Dimethyl: 1

342 true 125 1276.5903 1275.5877 1 -3.67 96.71 21.33
25.6 
(M:25.6) 2 1 0 R.QEMQEVQNSR.S Dimethyl: 1

343 true 125 1539.68 1538.6532 1 12.69 140.85 21.67
52.3 
(M:52.3) 1 1 0 K.HECQANGPEDLNR.A Carbamidomethyl: 3



344 true 125 1683.8669 1682.8563 1 2.01 260.37 22.5
76.2 
(M:76.2) 1 1 1 K.YHTINGHNCEVKK.A

Carbamidomethyl: 9; Dimethyl: 1, 12, 
13

345 false 126 976.5867 975.5787 1 0.76 212.81 23.33
23.2 
(M:23.2) 1 81.29 2 1 -.MAVQISKK.R Oxidation: 1; Dimethyl: 7, 8

346 true 126 976.5867 975.5753 1 4.21 146.08 23.33
35.5 
(M:35.5) 1 1 1 R.FQNLDKK.A Dimethyl: 1, 6, 7

347 true 126 1280.6196 1279.6129 1 -0.43 105.72 21.33
21.3 
(M:21.3) 1 1 0 R.QEMQEVQNSR.S Dimethyl:2H(4): 1

348 false 126 1441.7931 1440.7725 1 9.2 276.67 23.67
15.1 
(M:15.1) 1 2 1 R.LTDNPEGKWLGR.I Dimethyl: 1, 8

349 true 127 1511.7659 1510.7528 1 3.8 236.56 25.17
89.9 
(M:89.9) 1 1 0 K.NTHAATHNAYDLK.V Dimethyl: 1, 13

350 true 127 1585.7484 1584.7583 1 -10.81 242.49 22.17
91.8 
(M:91.8) 1 1 0 R.HHYEQQQEDLAR.N Dimethyl:2H(4): 1



351 true 128 921.4847 920.4716 1 6.36 78.86 24.5
22.9 
(M:22.9) 1 1 0 R.AYAEGINR.V Dimethyl: 1

352 false 128 957.5688 956.5403 1 22.15 281.17 24.17
15.4 
(M:15.4) 1 2 0 K.AGAGGSVGLIR.L

353 true 128 1467.8791 1466.8734 1 -1.03 247.34 23.83
72.5 
(M:72.5) 1 1 1 K.TETQEKNPLPSK.E Dimethyl:2H(4): 1, 6, 12

354 true 128 1566.7797 1565.7736 1 -0.75 151.83 21.5
34.3 
(M:34.3) 1 1 0 K.GAQQPAAPSEPPDGGR.N Dimethyl:2H(4): 1

355 true 129 925.511 924.4967 1 7.63 68.65 24.5
20.3 
(M:20.3) 1 1 0 R.AYAEGINR.V Dimethyl:2H(4): 1

356 true 129 1631.8236 1630.8414 1 -15.38 218.2 22.17
64.0 
(M:64.0) 1 1 1 R.NQMAEKEEYEHK.Q Dimethyl:2H(4): 1, 6, 12

357 false 130 990.6108 989.6171 1 -13.75 192.34 24.17
15.3 
(M:15.3) 1 28.9 6 1 K.NVSVKDIR.R Dimethyl:2H(4): 5; Dimethyl: 1



358 true 130 1641.713 1640.6708 1 21.25 105.21 21.83
22.0 
(M:22.0) 1 1 0 K.CDPVDQCQDSETR.T

Carbamidomethyl: 1, 7; 
Dimethyl:2H(4): 1

359 true 131 1764.8769 1763.8789 1 -5.3 116.54 21.5
95.7 
(M:95.7) 1 1 1 R.EYEPNGASQEECKK.E

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 13, 14

360 false 132 1199.7629 1198.7348 1 17.4 101.11 22.67
15.6 
(M:15.6) 1 2 1 R.ELCAVKFLR.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 6

361 true 132 1199.7629 1198.7497 1 4.96 98.7 22.67
42.5 
(M:42.5) 1 1 1 R.KAMEAVAAQGK.V Dimethyl:2H(4): 1, 1, 11

362 true 132 1657.7885 1656.7538 1 16.52 295.67 21.33
19.0 
(M:19.0) 1 60.71 1 1 R.MNESKAWEVDTCR.G

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

363 false 133 1004.5567 1003.5712 1 -21.75 250.04 24.83
18.0 
(M:18.0) 1 3 1 K.AARLEAEGR.G Dimethyl:2H(4): 1

364 true 133 1252.68 1251.6459 1 21.37 277.72 23
17.5 
(M:17.5) 2 1 0 R.ISEQTYQLSR.W Dimethyl: 1



365 true 134 842.4434 841.4334 1 3.2 498.52 23.5
18.0 
(M:18.0) 1 1 0 K.FSNQYK.A Dimethyl: 1, 6

366 false 134 1056.5299 1055.5182 1 4.18 223.93 24.5
17.5 
(M:17.5) 1 3 0 K.NMAHSIAER.Y Dimethyl: 1

367 false 134 1099.5464 1098.5396 1 -0.48 336.71 23.5
15.3 
(M:15.3) 1 2 0 K.YYNSDIHR.A Dimethyl:2H(4): 1

368 true 134 1827.832 1826.8282 1 -1.92 175.01 21.33
77.4 
(M:77.4) 1 1 0 K.NAHENIDTQDEQETK.S Dimethyl: 1, 15

369 true 135 988.6115 987.5964 1 7.89 223.7 24.33
17.4 
(M:17.4) 1 1 1 K.LSSGDIKIK.K Dimethyl: 9

370 true 135 1835.8817 1834.8785 1 -2.22 190.13 21.33
62.8 
(M:62.8) 1 1 0 K.NAHENIDTQDEQETK.S Dimethyl:2H(4): 1, 15

371 false 136 884.5317 883.5127 1 13.23 474.02 23.67
16.1 
(M:16.1) 1 2 0 K.QPTIQNK.K Dimethyl: 1, 7



372 false 136 884.5317 883.5379 1 -15.2 602.62 23.67
15.9 
(M:15.9) 1 3 0 M.AGLTPIEK.K Dimethyl: 1, 8

373 true 136 884.5317 883.5239 1 0.53 476.55 23.67
32.6 
(M:32.6) 1 1 0 K.QAVLAAQR.R Dimethyl: 1

374 true 136 1149.6529 1148.643 1 2.28 430.28 23.67
33.6 
(M:33.6) 1 1 0 K.LFNDQHPSK.D Dimethyl:2H(4): 1, 9

375 false 136 1228.7359 1227.7187 1 8.1 174.8 22.67
19.3 
(M:19.3) 1 2 1 K.IVTEKSTVPVR.A

376 false 137 844.4856 843.4814 1 -3.63 413.99 23.83
16.6 
(M:16.6) 1 4 1 K.ARLEAEK.L Dimethyl: 1

377 true 137 1829.8755 1828.8955 1 -14.94 252.04 22.33
39.2 
(M:39.2) 1 1 1 K.NQTAEKEEFEHQQK.E Dimethyl: 1, 6, 14

378 true 137 2050.07 2049.063 1 -0.13 116.11 21.33
17.0 
(M:17.0) 1 1 1 K.TPLSSVLSDFDSIQKEQK.D Dimethyl: 18



379 true 138 1110.5974 1109.5829 1 6.49 283.32 24.67
34.2 
(M:34.2) 3 1 0 K.GPSPQEAIQR.L Dimethyl: 1

380 true 138 1242.7495 1241.7343 1 6.32 194.33 22.83
45.1 
(M:45.1) 1 1 1 M.VLSAADKNNVK.G Dimethyl: 1, 7, 11

381 false 138 1242.7495 1241.7456 1 -2.72 251.81 22.83
15.2 
(M:15.2) 1 9 1 K.AVSRGQTAGLVK.A Dimethyl: 1, 12

382 true 138 1389.7575 1388.7463 1 2.86 314.34 23
35.3 
(M:35.3) 1 1 0 R.VYTDVNTHRPR.E Dimethyl:2H(4): 1

383 true 139 1114.6235 1113.608 1 7.36 396.45 24.67
38.0 
(M:38.0) 2 1 0 K.GPSPQEAIQR.L Dimethyl:2H(4): 1

384 true 140 1062.5474 1061.5444 1 -4 150.39 23.67
29.3 
(M:29.3) 1 1 0 R.TVEEPYHR.Y Dimethyl:2H(4): 1

385 true 140 1131.5457 1130.5469 1 -7.43 372.32 24.5
22.4 
(M:22.4) 1 1 0 K.DVFQHSQSR.T Dimethyl: 1



386 true 140 1191.596 1190.5792 1 7.98 119.98 24.5
28.8 
(M:28.8) 1 1 0 R.SHGIDLDHNR.F Dimethyl: 1

387 true 140 1237.6745 1236.6615 1 4.62 224.96 24.33
65.0 
(M:65.0) 1 1 0 R.AHQLVHEGYK.F Dimethyl: 1, 10

388 true 140 1500.8007 1499.813 1 -13.05 306.76 23
15.7 
(M:15.7) 1 1 1 K.GQNLAKITQQMPK.V Oxidation: 11; Dimethyl: 13

389 true 140 1646.7517 1645.7267 1 10.78 213.88 22.33
92.3 
(M:92.3) 1 1 0 R.QNYHQDCEAAINR.Q Carbamidomethyl: 7; Dimethyl: 1

390 true 140 1841.9607 1840.9709 1 -9.45 221.51 22.33
92.1 
(M:92.1) 1 1 1 K.NQTAEKEEFEHQQK.E Dimethyl:2H(4): 1, 6, 14

391 true 141 1167.547 1166.5407 1 -0.83 377.41 24.33
37.3 
(M:37.3) 2 1 0 R.DYGHGGYGGPR.S Dimethyl:2H(4): 1

392 true 141 1254.8241 1253.8097 1 5.73 242.88 22.83
66.0 
(M:66.0) 1 1 1 M.VLSAADKNNVK.G Dimethyl:2H(4): 1, 7, 11



393 true 141 1650.7748 1649.7518 1 9.5 205.77 22.33
89.0 
(M:89.0) 1 1 0 R.QNYHQDCEAAINR.Q

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

394 true 141 2115.1248 2114.1132 1 2.02 148.31 21.33
74.3 
(M:74.3) 1 1 0 K.SEVAPASDSKPSSSEAAPSSK.E Dimethyl:2H(4): 1, 10, 21

395 true 142 1195.6232 1194.6043 1 9.71 134.48 24.5
29.3 
(M:29.3) 1 1 0 R.SHGIDLDHNR.F Dimethyl:2H(4): 1

396 true 143 1272.5997 1271.5796 1 10.09 256.81 24.67
38.9 
(M:38.9) 1 1 1 R.FHDFDHRDR.G Dimethyl: 1

397 true 143 1272.5997 1271.5796 1 10.09 256.81 24.67
38.9 
(M:38.9) 1 1 1 R.FHDFDHRDR.G Dimethyl: 1

398 true 144 1861.8618 1860.8788 1 -13.08 243.55 22.17
74.0 
(M:74.0) 1 1 0 K.HPSKPDPSGECNPDLR.L Carbamidomethyl: 11; Dimethyl: 1, 4

399 true 145 1292.7195 1291.7071 1 3.99 276.75 22.83
55.2 
(M:55.2) 1 1 1 K.KEMQPTHPIR.L Dimethyl: 1, 1



400 true 145 1292.7195 1291.7071 1 3.99 276.75 22.83
55.2 
(M:55.2) 1 1 1 K.KEMQPTHPIR.L Dimethyl: 1, 1

401 true 145 1292.7195 1291.7071 1 3.99 276.75 22.83
55.2 
(M:55.2) 1 1 1 K.KEMQPTHPIR.L Dimethyl: 1, 1

402 true 145 1869.9212 1868.9291 1 -8.11 296.5 22.17
38.2 
(M:38.2) 1 1 0 K.HPSKPDPSGECNPDLR.L

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 4

403 true 146 1300.7728 1299.7573 1 6.33 224.69 22.83
43.1 
(M:43.1) 1 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1

404 true 146 1300.7728 1299.7573 1 6.33 224.69 22.83
43.1 
(M:43.1) 1 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1

405 true 146 1300.7728 1299.7573 1 6.33 224.69 22.83
43.1 
(M:43.1) 1 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1

406 true 146 1469.6253 1468.6154 1 1.84 314.34 24.33
27.8 
(M:27.8) 1 1 0 K.ENFHSCNYSQR.N Carbamidomethyl: 6; Dimethyl: 1



407 true 148 864.4911 863.4964 1 -14.53 435.07 24
20.6 
(M:20.6) 1 1 0 K.STITSLSK.C Dimethyl: 8

408 true 148 1072.523 1071.5098 1 5.52 265.43 23.83
29.1 
(M:29.1) 2 1 0 K.GHPEFSTNR.Q Dimethyl: 1

409 true 148 1151.5649 1150.5619 1 -3.71 229.44 22.5
29.9 
(M:29.9) 1 1 0 R.TAQEVEQYR.S Dimethyl: 1

410 true 148 1261.7255 1260.71 1 6.52 149.59 24.5
33.1 
(M:33.1) 2 1 0 R.NIDPKPCTPR.G

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 5

411 true 148 2114.0474 2113.0652 1 -11.83 221.97 22.33
33.5 
(M:33.5) 1 1 1 R.EHGANVEKEYDGECRPK.H

Carbamidomethyl: 14; Dimethyl:2H(4): 
1, 8, 17

412 true 149 843.4387 842.4287 1 3.27 380.31 22.5
17.2 
(M:17.2) 1 1 0 R.DYAPPPR.D Dimethyl: 1

413 true 149 1076.5396 1075.5349 1 -2.37 329.84 23.83
39.4 
(M:39.4) 1 1 0 K.GHPEFSTNR.Q Dimethyl:2H(4): 1



414 true 150 925.4004 924.3912 1 2.05 212.21 24.67
19.7 
(M:19.7) 1 1 0 R.FCYHDR.L Carbamidomethyl: 2; Dimethyl: 1

415 true 151 952.5175 951.5138 1 -3.78 127.82 22.33
33.9 
(M:33.9) 1 1 0 K.HLAAVEER.K Dimethyl: 1

416 true 151 1141.6098 1140.5928 1 8.53 400.53 23.67
36.9 
(M:36.9) 1 1 0 K.LFNDQHPSK.D Dimethyl: 1, 9

417 true 152 848.5118 847.5065 1 -2.32 407.58 23
33.6 
(M:33.6) 2 1 0 R.EIQTAVR.L Dimethyl:2H(4): 1

418 true 152 918.5127 917.5182 1 -13.9 104.39 25.33
25.8 
(M:25.8) 1 1 0 K.ATVLTTER.K Dimethyl: 1

419 true 152 960.5124 959.4899 1 15.86 126.23 24.5
19.9 
(M:19.9) 1 1 0 R.FLHCAEK.D Carbamidomethyl: 4; Dimethyl: 1, 7

420 true 153 995.5243 994.5055 1 11.52 291.91 24.67
22.3 
(M:22.3) 1 1 0 K.DMNTNNVK.D Dimethyl:2H(4): 1; Dimethyl: 8



421 true 154 1594.8593 1593.8376 1 9.06 279.82 22.67
24.5 
(M:24.5) 1 1 1 K.YHTINGHNAEVRK.A Dimethyl: 1, 13

422 false 156 928.545 927.5502 1 -13.43 224.75 23
18.9 
(M:18.9) 1 4 1 K.RQEQIAK.R Dimethyl: 1, 7

423 false 156 928.545 927.5502 1 -13.43 197.54 23
21.9 
(M:21.9) 1 3 1 K.AKGEQIAR.E Dimethyl: 1, 2

424 true 156 1193.6815 1192.6804 1 -5.17 171.57 23.83
32.9 
(M:32.9) 1 1 1 K.EFNAEVHRK.H Dimethyl:2H(4): 1, 9

425 false 157 960.5687 959.5702 1 -9.13 123.71 23.5
16.1 
(M:16.1) 3 2 0 R.VAAQGDIVR.D Dimethyl:2H(4): 1

426 false 157 1156.6654 1155.6863 1 -24.34 707.52 23.83
19.1 
(M:19.1) 1 3 0 R.AGQEISLAALK.Q Dimethyl: 1, 11

427 true 157 1190.6092 1189.5979 1 3.35 91.11 22.33
81.1 
(M:81.1) 5 1 0 R.DAVTYTEHAK.R Dimethyl: 1, 10



428 true 157 1404.6874 1403.678 1 1.51 250.69 21.67
76.8 
(M:76.8) 1 1 1 K.ETIEQEKQAGES.- Dimethyl: 1, 7

429 true 157 1455.8011 1454.7981 1 -2.91 245.48 23.83
53.6 
(M:53.6) 1 1 1 K.TETQEKNPLPSK.E Dimethyl: 1, 6, 12

430 false 158 1130.6387 1129.6343 1 -2.54 401.7 23.17
19.9 
(M:19.9) 1 66.05 2 0 R.IASLASGLEGGK.T Dimethyl: 12

431 true 158 1130.6387 1129.6455 1 -12.47 385.74 23.17
20.6 
(M:20.6) 1 1 0 K.IASVNSTGLIR.G

432 false 159 972.5812 971.5512 1 23.35 266.84 23.83
19.7 
(M:19.7) 1 5 1 M.SGSLRAALR.L Acetyl: 1

433 false 159 972.5812 971.5764 1 -2.51 218.57 23.83
16.3 
(M:16.3) 1 8 1 K.NLTKEAIR.E Dimethyl: 4

434 true 159 1159.4935 1158.495 1 -7.59 387.13 24.5
25.3 
(M:25.3) 1 1 0 K.WSCPHCEK.E Carbamidomethyl: 3, 6; Dimethyl: 1, 8



435 true 160 1214.6491 1213.6455 1 -3.03 190.6 23.83
54.4 
(M:54.4) 2 1 0 K.LYAVHQEGNK.N Dimethyl: 1, 10

436 true 160 1285.6747 1284.6535 1 10.9 159.63 24.67
22.4 
(M:22.4) 3 1 1 M.AAQGSAGDAALRR.E Acetyl: 1

437 true 161 986.5976 985.592 1 -1.76 197.97 23.83
28.2 
(M:28.2) 5 1 1 K.NVSVKDIR.R Dimethyl: 1, 5

438 true 161 1122.6253 1121.6193 1 -1.14 329.25 23.17
43.3 
(M:43.3) 1 1 0 K.VIHEVVNER.W Dimethyl: 1

439 false 162 1000.5894 999.5648 1 17.37 323.44 23
19.9 
(M:19.9) 2 2 1 M.AARVLMAPR.R Oxidation: 6

440 false 162 1188.6926 1187.6762 1 7.7 300.07 24.83
21.5 
(M:21.5) 1 5 1 K.LTEANTEKVK.L Dimethyl: 1, 10

441 true 162 1188.6926 1187.6948 1 -7.97 110.47 24.83
30.1 
(M:30.1) 1 1 1 K.ILMEVEKVR.A Oxidation: 3; Dimethyl: 1, 7



442 true 162 1222.6982 1221.6957 1 -3.93 221.06 23.83
52.4 
(M:52.4) 1 1 0 K.LYAVHQEGNK.N Dimethyl:2H(4): 1, 10

443 true 163 1222.6462 1221.6438 1 -3.95 184.25 22.67
37.9 
(M:37.9) 1 96.25 1 1 K.LCKHSSTSSR.I

Carbamidomethyl: 2; Dimethyl:2H(4): 
3; Dimethyl: 1

444 true 163 1410.6874 1409.6787 1 1 241.5 21.67
99.8 
(M:99.8) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

445 true 163 1410.6874 1409.6787 1 1 241.5 21.67
99.8 
(M:99.8) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

446 true 163 1410.6874 1409.6787 1 1 241.5 21.67
99.8 
(M:99.8) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

447 true 163 1410.6874 1409.6787 1 1 241.5 21.67
99.8 
(M:99.8) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

448 true 163 1410.6874 1409.6787 1 1 241.5 21.67
99.8 
(M:99.8) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11



449 true 164 1415.72 1414.7165 1 -2.66 195.37 21.5
47.2 
(M:47.2) 2 1 1 K.AQQELEEQTRR.A Dimethyl: 1

450 false 164 1685.9184 1684.9433 1 -19.09 184.15 23.67
15.1 
(M:15.1) 1 7 1 R.SVELNPMQKDLVLK.I Oxidation: 7; Dimethyl: 9, 14

451 true 165 1179.6014 1178.6217 1 -23.32 156.48 23.17
20.6 
(M:20.6) 1 76.31 1 1 R.LIMAESEKSK.K Oxidation: 3; Dimethyl: 10

452 true 165 1299.7075 1298.6943 1 4.61 168.52 24.83
40.9 
(M:40.9) 3 1 0 R.AVTEQVQQAAAR.R Dimethyl: 1

453 true 165 1419.7442 1418.7416 1 -3.29 226.03 21.5
44.7 
(M:44.7) 1 1 1 K.AQQELEEQTRR.A Dimethyl:2H(4): 1

454 false 165 1464.6641 1463.645 1 8.08 263.14 21.67
16.8 
(M:16.8) 1 3 0 K.METETDGQQPEK.V Oxidation: 1; Dimethyl: 1, 12

455 true 165 1464.6641 1463.6715 1 -10.01 245.68 21.67
25.2 
(M:25.2) 1 1 0 R.TPCNAGTFSQPEK.V Carbamidomethyl: 3; Dimethyl: 13



456 true 166 1236.6298 1235.622 1 0.39 187.14 22.5
20.3 
(M:20.3) 1 1 1 R.TQMPDPKTFK.Q Oxidation: 3; Dimethyl: 1

457 true 166 1303.7315 1302.7194 1 3.68 239.59 24.83
38.0 
(M:38.0) 1 1 0 R.AVTEQVQQAAAR.R Dimethyl:2H(4): 1

458 true 166 1539.6484 1538.6279 1 8.57 90.18 21.5
47.2 
(M:47.2) 1 1 0 R.VSCDSEEPGPDCR.F

Carbamidomethyl: 3, 12; 
Dimethyl:2H(4): 1

459 true 167 817.4718 816.4454 1 23.42 278.08 24.83
19.6 
(M:19.6) 2 1 0 R.VGSAAQTR.A Dimethyl: 1

460 false 167 864.5398 863.5313 1 1.46 521.4 23.33
26.2 
(M:26.2) 1 2 1 R.MRVALAR.A Dimethyl:2H(4): 1; Oxidation: 1

461 true 167 864.5398 863.5341 1 -1.81 541.31 23.33
42.0 
(M:42.0) 2 1 0 R.VVAHALAR.K Dimethyl: 1

462 true 167 1101.5927 1100.6077 1 -20.21 442.67 22.83
16.0 
(M:16.0) 1 1 1 K.DDEVAQLKK.S Dimethyl: 8, 9



463 true 167 1889.9035 1888.8812 1 7.96 244.59 23.67
34.1 
(M:34.1) 1 61.53 1 0 K.GVTECYECHPKPTQK.T

Carbamidomethyl: 5, 8; Dimethyl: 1, 
15

464 false 168 912.5237 911.4937 1 24.86 194.13 23.67
15.9 
(M:15.9) 1 3 1 K.QRGPEAVR.A

465 false 168 1196.7026 1195.7176 1 -18.6 144.96 22.83
15.9 
(M:15.9) 1 2 1 K.DEIIKNVPLK.K Dimethyl: 10

466 false 169 880.5289 879.529 1 -8.46 729.33 24.83
21.8 
(M:21.8) 1 5 1 K.HSSPKIR.S Dimethyl: 1, 5

467 false 169 880.5289 879.5178 1 4.3 534.02 24.83
22.5 
(M:22.5) 1 2 0 R.DVVNHLK.G Dimethyl: 1, 7

468 true 169 1200.6381 1199.6448 1 -11.64 108.51 23
18.1 
(M:18.1) 1 1 0 K.QVHPDTGISSK.A Dimethyl:2H(4): 11

469 true 169 1200.6381 1199.6448 1 -11.64 108.51 23
18.1 
(M:18.1) 1 1 0 K.QVHPDTGISSK.A Dimethyl:2H(4): 11



470 true 170 1209.6814 1208.6666 1 6.22 169.64 23
15.3 
(M:15.3) 1 1 0 R.LYPDRPHQK.S Dimethyl: 1, 9

471 true 170 1614.7363 1613.7169 1 7.53 178.59 21.5
87.7 
(M:87.7) 1 1 0 K.AEEDPASGTAPQEER.S Dimethyl: 1

472 false 170 1810.9421 1809.9674 1 -17.99 477.43 24.67
15.9 
(M:15.9) 1 2 1 -.MAEYLASIFGTEKDK.V

Dimethyl:2H(4): 13, 15; Oxidation: 1; 
Dimethyl: 1

473 false 171 855.547 854.5578 1 -21.06 444.74 23.83
16.9 
(M:16.9) 1 2 0 R.AHPNKPK.V Dimethyl:2H(4): 1, 7

474 true 171 855.547 854.5466 1 -7.93 493.73 23.83
19.2 
(M:19.2) 1 1 0 K.AHPPELK.K Dimethyl:2H(4): 1, 7

475 true 171 972.5662 971.5651 1 -6.35 160.13 24.83
20.9 
(M:20.9) 1 1 0 K.AVEIAANTK.G Dimethyl: 1, 9

476 true 171 1243.6769 1242.6608 1 7.06 160.37 23
67.7 
(M:67.7) 1 1 1 R.FHVEEEGKGK.D Dimethyl: 1, 8, 10



477 false 171 1308.7157 1307.702 1 4.9 257.35 22.83
17.6 
(M:17.6) 1 2 1 K.KEMQPTHPIR.L Oxidation: 3; Dimethyl: 1, 1

478 false 171 1308.7157 1307.702 1 4.9 257.35 22.83
17.6 
(M:17.6) 1 2 1 K.KEMQPTHPIR.L Oxidation: 3; Dimethyl: 1, 1

479 false 171 1308.7157 1307.702 1 4.9 257.35 22.83
17.6 
(M:17.6) 1 2 1 K.KEMQPTHPIR.L Oxidation: 3; Dimethyl: 1, 1

480 true 171 1618.7403 1617.742 1 -5.57 167.02 21.5
72.2 
(M:72.2) 1 1 0 K.AEEDPASGTAPQEER.S Dimethyl:2H(4): 1

481 false 172 986.6006 985.592 1 1.3 254.1 24
18.7 
(M:18.7) 1 8 1 R.ILSGGREVK.K Dimethyl: 9

482 false 172 986.6006 985.5808 1 12.69 279.1 24
23.2 
(M:23.2) 1 50 4 1 R.KDVDAAAIK.V Dimethyl: 1, 9

483 true 172 1015.5593 1014.5498 1 2.13 164.72 24.83
37.5 
(M:37.5) 1 1 0 K.IHQETFGK.S Dimethyl: 1, 8



484 true 172 1255.751 1254.7362 1 6.02 190.69 23
58.7 
(M:58.7) 1 1 1 R.FHVEEEGKGK.D Dimethyl:2H(4): 1, 8, 10

485 true 172 1562.7494 1561.7485 1 -4.1 118.63 21.5
33.2 
(M:33.2) 1 1 0 K.GAQQPAAPSEPPDGGR.N Dimethyl: 1

486 false 173 871.5018 870.4923 1 2.58 514.55 23.17
16.0 
(M:16.0) 1 2 0 K.GDIAQIVR.E

487 true 173 1202.7062 1201.6918 1 5.94 124.66 25
51.6 
(M:51.6) 1 1 1 K.GSGTAEVELKK.G Dimethyl: 1, 10, 11

488 true 173 1267.6462 1266.6317 1 5.75 179.41 23
51.5 
(M:51.5) 1 1 0 R.SNEHIQELNR.V Dimethyl: 1

489 true 174 1094.5954 1093.588 1 0.08 255.6 24.83
38.2 
(M:38.2) 1 1 0 K.AHVEISSAPR.D Dimethyl: 1

490 true 174 1214.7829 1213.7671 1 7.02 173.68 25
56.3 
(M:56.3) 1 1 1 K.GSGTAEVELKK.G Dimethyl:2H(4): 1, 10, 11



491 true 174 1271.6725 1270.6568 1 6.67 242.52 23
47.4 
(M:47.4) 1 1 0 R.SNEHIQELNR.V Dimethyl:2H(4): 1

492 true 175 1125.591 1124.5761 1 6.83 189.69 24.83
21.8 
(M:21.8) 1 1 0 K.VHAIQCDVR.D Carbamidomethyl: 6; Dimethyl: 1

493 true 175 1274.6546 1273.6387 1 6.77 195.67 23.83
40.5 
(M:40.5) 1 1 0 K.THEAQIQEMR.Q Dimethyl:2H(4): 1

494 true 175 1667.7627 1666.7621 1 -3.99 179.52 21.5
64.9 
(M:64.9) 1 1 1 K.QEYEEGGKQCVER.K Carbamidomethyl: 10; Dimethyl: 1, 8

495 true 176 1129.6136 1128.6012 1 4.59 392.3 24.83
46.6 
(M:46.6) 1 1 0 K.VHAIQCDVR.D

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

496 true 176 1285.7331 1284.7278 1 -1.55 216.52 24
74.5 
(M:74.5) 1 1 0 R.GHLENNPALEK.L Dimethyl:2H(4): 1, 11

497 true 176 1809.8847 1808.8905 1 -7.22 122.24 21.5
26.3 
(M:26.3) 1 1 1 R.DEPPESTNKVPEQQR.Q Dimethyl: 1, 9



498 false 177 1161.6095 1160.6223 1 -17.28 451.31 24.83
24.9 
(M:24.9) 1 60.71 3 0 R.SSGVLLNNAMK.G Dimethyl: 11

499 true 177 1161.6095 1160.6012 1 0.9 471.72 24.83
38.9 
(M:38.9) 1 1 1 K.MYEEHLKR.M Dimethyl: 1, 7

500 true 177 1292.6729 1291.6633 1 1.78 243.05 23
37.5 
(M:37.5) 1 1 1 K.LRDPQHDLDR.V Dimethyl: 1

501 true 177 2080.0831 2079.0951 1 -9.26 276.88 22.5
16.7 
(M:16.7) 1 1 1 K.VFQHLCDIYASSEKYK.Q

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 14; Dimethyl: 16

502 true 178 1296.6975 1295.6884 1 1.42 254.99 23
33.4 
(M:33.4) 1 1 1 K.LRDPQHDLDR.V Dimethyl:2H(4): 1

503 true 178 1388.6824 1387.6682 1 5 302.24 25
32.5 
(M:32.5) 1 1 0 R.HCEPGYSPSYK.E

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 11

504 true 179 1169.6632 1168.6514 1 3.84 407.08 24.83
33.8 
(M:33.8) 1 1 1 K.MYEEHLKR.M Dimethyl:2H(4): 1, 7



505 true 179 1910.8542 1909.8034 1 22.79 439.42 21.5
18.9 
(M:18.9) 1 1 0 K.DSDAMEAEEKPGSTCVGK.S Carbamidomethyl: 15

506 true 180 1140.6097 1139.6059 1 -3.06 425.02 24
53.5 
(M:53.5) 2 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

507 true 180 1140.6097 1139.6059 1 -3.06 425.02 24
53.5 
(M:53.5) 2 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

508 true 180 1140.6097 1139.6059 1 -3.06 425.02 24
53.5 
(M:53.5) 2 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

509 true 180 1306.7391 1305.7293 1 1.99 152.07 22.67
28.1 
(M:28.1) 1 1 0 R.VIEEGPEPKPR.L Dimethyl: 1, 9

510 true 181 816.4409 815.4324 1 1.56 476.41 24.33
31.3 
(M:31.3) 2 1 0 K.CGVISPR.F Carbamidomethyl: 1; Dimethyl: 1

511 true 181 1132.4842 1131.4767 1 0.14 446 23.17
45.1 
(M:45.1) 3 1 0 R.YGCGNYGASR.Q Carbamidomethyl: 3; Dimethyl: 1



512 true 181 1194.6209 1193.623 1 -7.83 75.83 24
54.0 
(M:54.0) 1 1 0 R.DAVTYTEHAK.R Dimethyl:2H(4): 1; Dimethyl: 10

513 false 181 1202.6728 1201.6918 1 -21.88 158.08 24.67
16.1 
(M:16.1) 1 2 0 K.LSSSPSAVGTLK.R Dimethyl: 1, 12

514 true 182 820.4643 819.4575 1 -0.56 479.35 24.33
32.4 
(M:32.4) 2 1 0 K.CGVISPR.F

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

515 true 182 1136.5107 1135.5018 1 1.43 409.29 23.17
60.8 
(M:60.8) 3 1 0 R.YGCGNYGASR.Q

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

516 false 183 1087.5795 1086.5782 1 -5.48 155.45 23.5
17.8 
(M:17.8) 1 3 1 K.NVSRGEELR.D Dimethyl: 1

517 true 183 1792.9037 1791.8891 1 4.08 221.88 22.67
78.3 
(M:78.3) 1 1 1 R.HCEPGYSPSYKEDK.H

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 11, 14

518 true 184 1387.7131 1386.7004 1 3.9 400.44 24.83
38.2 
(M:38.2) 1 1 1 R.YLHDESGLNRR.H Dimethyl: 1



519 true 184 1387.7131 1386.7004 1 3.9 400.44 24.83
38.2 
(M:38.2) 1 1 1 R.YLHDESGLNRR.H Dimethyl: 1

520 true 185 1391.7394 1390.7255 1 4.78 324.1 24.83
27.7 
(M:27.7) 1 1 1 R.YLHDESGLNRR.H Dimethyl:2H(4): 1

521 true 185 1391.7394 1390.7255 1 4.78 324.1 24.83
27.7 
(M:27.7) 1 1 1 R.YLHDESGLNRR.H Dimethyl:2H(4): 1

522 false 186 833.4631 832.4666 1 -13.01 358.94 22.67
18.0 
(M:18.0) 1 2 0 K.GMLPDPK.N

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 7

523 true 186 833.4631 832.4415 1 17.16 401.49 22.67
19.4 
(M:19.4) 1 1 0 K.GMLPDPR.N Dimethyl:2H(4): 1; Oxidation: 2

524 false 186 833.4631 832.4515 1 5.13 198.55 22.67
15.1 
(M:15.1) 1 7 1 R.RSVNSSR.E Dimethyl: 1

525 true 186 1384.7017 1383.6842 1 7.43 247.96 23.33
21.6 
(M:21.6) 1 1 0 R.ATSSSSSSSTSLVR.S Dimethyl: 1



526 true 186 1395.6213 1394.6071 1 4.93 223.9 23
26.7 
(M:26.7) 1 1 0 K.GEPPNSDMHPMR.V Dimethyl: 1

527 false 188 1247.6853 1246.7071 1 -23.3 99.74 21.83
15.1 
(M:15.1) 1 3 0 K.IVQAEGEATAAK.M Dimethyl:2H(4): 1; Dimethyl: 12

528 false 188 1247.6853 1246.6656 1 9.9 108.05 21.83
25.0 
(M:25.0) 1 2 1 K.ETVKEEELSK.S Dimethyl: 1, 4

529 true 188 1247.6853 1246.6769 1 0.9 100.27 21.83
38.7 
(M:38.7) 1 1 1 K.ISEKEEVTTR.E Dimethyl: 1, 4

530 true 188 1425.6947 1424.6797 1 5.44 298.46 23
40.0 
(M:40.0) 1 1 0 R.AFHNEAQVNPDR.K Dimethyl: 1

531 true 188 1493.8138 1492.7998 1 4.48 219.09 24.83
74.9 
(M:74.9) 2 1 0 R.EDSQRPGAHLTVK.K Dimethyl: 1, 13

532 true 189 1263.644 1262.6405 1 -2.93 64.32 21.67
17.8 
(M:17.8) 1 1 0 K.AQQELEEQTR.R Dimethyl:2H(4): 1



533 true 189 1329.7611 1328.7463 1 5.71 211.99 23.17
38.5 
(M:38.5) 1 1 0 K.QRPQATAEQIR.L Dimethyl:2H(4): 1

534 true 189 1501.8645 1500.85 1 4.79 269.98 24.83
53.1 
(M:53.1) 2 1 0 R.EDSQRPGAHLTVK.K Dimethyl:2H(4): 1, 13

535 true 190 1038.5367 1037.5254 1 3.9 202.96 22.83
24.1 
(M:24.1) 1 1 0 K.NQNDPLPGR.I Dimethyl: 1

536 false 190 1132.6739 1131.6434 1 20.48 345.69 24.17
16.1 
(M:16.1) 1 5 1 R.VLLMRSELR.S Oxidation: 4

537 false 190 1132.6739 1131.6499 1 14.72 380.53 24.17
17.0 
(M:17.0) 1 3 1 K.SKIGSTENLK.H Dimethyl: 2, 10

538 true 190 1589.8689 1588.8562 1 3.44 279.19 24.17
58.0 
(M:58.0) 1 1 1 R.AFHNEAQVNPDRK.N Dimethyl:2H(4): 1, 13

539 true 191 1042.5628 1041.5505 1 4.81 171.36 22.83
34.6 
(M:34.6) 1 1 0 K.NQNDPLPGR.I Dimethyl:2H(4): 1



540 true 191 1089.5926 1088.5648 1 18.77 305.02 25.17
20.3 
(M:20.3) 1 1 1 K.GKEELGNMR.Q Dimethyl: 1, 2

541 true 192 909.4177 908.4141 1 -4 98.61 24.83
34.4 
(M:34.4) 1 1 0 R.YHSDFGR.Q Dimethyl: 1

542 true 192 1220.5404 1219.526 1 5.84 185.16 24.17
19.6 
(M:19.6) 1 1 0 R.CHTIMNCTR.T Carbamidomethyl: 1, 7; Dimethyl: 1

543 true 192 1913.9009 1912.8946 1 -0.49 360.47 23.33
43.9 
(M:43.9) 2 1 0 R.EQCCYNCGKPGHLAR.D

Carbamidomethyl: 3, 4, 7; 
Dimethyl:2H(4): 1, 9

544 true 193 818.4575 817.448 1 2.69 407.56 26.17
34.8 
(M:34.8) 3 1 0 R.CGSVLVR.L Carbamidomethyl: 1; Dimethyl: 1

545 false 193 1100.6363 1099.6237 1 4.85 261.16 22.67
20.2 
(M:20.2) 2 6 1 K.LQQAKDEIK.E Dimethyl: 9

546 false 193 1100.6363 1099.606 1 20.98 246.48 22.67
24.7 
(M:24.7) 1 3 1 -.MRELEPGLK.M Dimethyl: 9



547 false 193 1100.6363 1099.6237 1 4.85 276.04 22.67
28.9 
(M:28.9) 1 2 1 R.LQEKEELR.Q Dimethyl: 1, 4

548 true 193 1832.9001 1831.8887 1 2.26 282.92 23.33
83.2 
(M:83.2) 1 1 0 R.IHEGCEEPATHNALAK.I Carbamidomethyl: 5; Dimethyl: 1, 16

549 true 193 1917.9153 1916.9125 1 -2.3 278.49 23.83
42.6 
(M:42.6) 1 1 0 K.GVTECYECHPKPTQK.T

Carbamidomethyl: 5, 8; Dimethyl: 1, 
11, 15

550 true 194 995.5586 994.5498 1 1.52 143.68 25.17
46.3 
(M:46.3) 1 1 0 K.QDHPTLPR.A Dimethyl:2H(4): 1

551 true 194 1840.9494 1839.9389 1 1.74 310.08 23.17
45.6 
(M:45.6) 1 1 0 R.IHEGCEEPATHNALAK.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 16

552 true 194 1929.9921 1928.9878 1 -1.52 160.02 23.83
43.3 
(M:43.3) 1 1 0 K.GVTECYECHPKPTQK.T

Carbamidomethyl: 5, 8; 
Dimethyl:2H(4): 1, 11, 15

553 true 196 1099.5996 1098.572 1 18.49 334.46 25
18.2 
(M:18.2) 1 1 0 K.AQQNNVEHK.V Dimethyl:2H(4): 1



554 false 197 1109.5725 1108.5491 1 14.48 375.83 23.17
18.5 
(M:18.5) 1 2 0 R.TGYFYDVGR.L Dimethyl:2H(4): 1

555 true 197 1109.5725 1108.5665 1 -1.22 405.93 23.17
42.8 
(M:42.8) 1 1 1 R.FHTSYDKR.Y Dimethyl: 1, 7

556 true 197 1179.6172 1178.6156 1 -4.84 113.26 25.17
54.1 
(M:54.1) 1 1 0 K.EAHNGNLQLR.N Dimethyl: 1

557 true 198 781.5042 780.4985 1 -2.09 367.27 24.33
27.0 
(M:27.0) 2 1 0 K.NYVPPK.G Dimethyl:2H(4): 1, 6

558 true 198 781.5042 780.4985 1 -2.09 367.27 24.33
27.0 
(M:27.0) 2 1 0 K.NYVPPK.G Dimethyl:2H(4): 1, 6

559 true 198 950.4468 949.4406 1 -1.1 236.81 24.17
46.3 
(M:46.3) 1 1 0 K.YDNFAHR.T Dimethyl: 1

560 true 198 1013.595 1012.5917 1 -3.95 208.36 23.33
45.1 
(M:45.1) 1 1 0 R.ELAQQIQK.V Dimethyl: 1, 8



561 true 198 1417.6252 1416.6126 1 3.79 250.79 25
47.2 
(M:47.2) 2 1 0 K.CASQSGMTAYGTR.R Carbamidomethyl: 1; Dimethyl: 1

562 true 199 954.4736 953.4657 1 0.68 206.88 24.17
27.6 
(M:27.6) 1 1 0 K.YDNFAHR.T Dimethyl:2H(4): 1

563 true 199 1359.764 1358.7546 1 1.54 258.47 25
42.6 
(M:42.6) 1 1 0 K.NVHLQQEHYK.K Dimethyl:2H(4): 1, 10

564 true 199 1418.7271 1417.7289 1 -6.39 258.01 21.67
65.3 
(M:65.3) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11

565 true 199 1418.7271 1417.7289 1 -6.39 258.01 21.67
65.3 
(M:65.3) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11

566 true 199 1418.7271 1417.7289 1 -6.39 258.01 21.67
65.3 
(M:65.3) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11

567 true 199 1418.7271 1417.7289 1 -6.39 258.01 21.67
65.3 
(M:65.3) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11



568 true 199 1418.7271 1417.7289 1 -6.39 258.01 21.67
65.3 
(M:65.3) 2 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11

569 true 200 863.4183 862.4153 1 -5.03 385.42 24.17
26.3 
(M:26.3) 2 1 0 K.CCLVQR.I Carbamidomethyl: 1, 2; Dimethyl: 1

570 true 200 1267.5794 1266.5779 1 -4.49 243.9 23.17
31.1 
(M:31.1) 2 1 0 R.FSSSSGYGGGSSR.V Dimethyl:2H(4): 1

571 true 200 1433.6188 1432.6075 1 2.77 284.18 25.17
18.9 
(M:18.9) 1 1 0 K.CASQSGMTAYGTR.R

Carbamidomethyl: 1; Oxidation: 7; 
Dimethyl: 1

572 true 201 1088.5863 1087.5811 1 -1.91 405.61 23.67
52.6 
(M:52.6) 2 1 0 K.VYSTSVTGSR.E Dimethyl:2H(4): 1

573 true 201 1126.647 1125.6444 1 -4.15 376.47 23.17
46.7 
(M:46.7) 1 1 0 K.VIHEVVNER.W Dimethyl:2H(4): 1

574 true 201 1535.8527 1534.8377 1 5.04 180.33 25
72.7 
(M:72.7) 1 1 0 K.NPAAQQQLVQSCK.V

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 13



575 true 202 1101.5694 1100.5462 1 14.44 600.72 24.5
18.8 
(M:18.8) 1 1 0 K.ELAGGGGGGENK.V Dimethyl: 1, 12

576 true 202 1460.6805 1459.699 1 -17.64 432.54 22.33
15.2 
(M:15.2) 1 1 1 R.AGYSQRGAPMGPPR.G Oxidation: 10

577 true 202 1602.9304 1601.9191 1 2.49 237.6 25.17
16.0 
(M:16.0) 1 1 1 K.VAQHYQDTLLRAK.R Dimethyl:2H(4): 1; Dimethyl: 13

578 false 203 990.6177 989.6059 1 4.58 244.54 24.17
15.1 
(M:15.1) 1 7 1 K.KIDLAAEAK.S Dimethyl:2H(4): 1

579 false 203 990.6177 989.6171 1 -6.76 260.35 24.17
20.2 
(M:20.2) 4 3 1 K.NVSVKDIR.R Dimethyl:2H(4): 1; Dimethyl: 5

580 true 203 1183.649 1182.6407 1 0.86 103.3 25.17
47.8 
(M:47.8) 1 1 0 K.EAHNGNLQLR.N Dimethyl:2H(4): 1

581 true 203 1350.6672 1349.651 1 6.58 305.62 25.17
47.3 
(M:47.3) 1 1 0 K.MTNHDVEHAIR.K Dimethyl: 1



582 true 204 1354.6907 1353.6761 1 5.38 364.12 25.17
53.0 
(M:53.0) 1 1 0 K.MTNHDVEHAIR.K Dimethyl:2H(4): 1

583 true 204 1385.7255 1384.7211 1 -2.1 260.93 23.17
42.6 
(M:42.6) 2 1 0 R.VYTDVNTHRPR.E Dimethyl: 1

584 true 205 1214.6087 1213.6029 1 -1.21 190.29 25.17
40.6 
(M:40.6) 1 1 0 K.EYVAYSHTGR.I Dimethyl:2H(4): 1

585 true 205 1551.7935 1550.8053 1 -12.25 123.26 21.83
22.5 
(M:22.5) 2 58.38 1 1 K.IQDKEGIPPDQQR.L Dimethyl: 1

586 true 206 1319.6692 1318.6558 1 4.66 312.31 23.33
21.0 
(M:21.0) 1 1 0 R.QDDFFILHEK.D Dimethyl: 10

587 false 206 1400.7537 1399.768 1 -15.38 290.8 24.17
15.7 
(M:15.7) 1 2 1 K.CPLMVKVLDAVR.G Carbamidomethyl: 1

588 true 206 1564.7471 1563.7678 1 -17.92 131.98 24.5
116.9 
(M:116.9) 2 1 0 K.AVTEQGAELSNEER.N Dimethyl:2H(4): 1



589 false 206 1564.7471 1563.745 1 -3.35 149.18 24.5
16.5 
(M:16.5) 1 5 1 -.MATEEKKPDAESTK.T

590 false 206 1564.7471 1563.7563 1 -10.53 203.52 24.5
18.6 
(M:18.6) 2 3 0 R.VLSGCEVTISNETR.E Carbamidomethyl: 5

591 true 207 1829.8864 1828.8704 1 4.77 169.28 24
35.8 
(M:35.8) 1 1 0 R.GSWEQTQTQSQTQHK.Q Dimethyl: 1, 15

592 false 208 1565.8282 1564.8402 1 -12.29 163.17 22
15.1 
(M:15.1) 1 2 1 R.LWGDIYFNPKTR.K Dimethyl: 1, 10

593 true 209 773.447 772.4483 1 -11.12 430.73 24.5
33.0 
(M:33.0) 1 1 0 K.NYVPPK.G Dimethyl: 1, 6

594 true 209 773.447 772.4483 1 -11.12 430.73 24.5
33.0 
(M:33.0) 1 1 0 K.NYVPPK.G Dimethyl: 1, 6

595 false 209 783.4657 782.4588 1 -0.53 398.47 23.5
21.2 
(M:21.2) 1 4 0 K.VQVYSR.F Dimethyl:2H(4): 1



596 false 209 783.4657 782.4473 1 14.24 52.94 23.5
17.5 
(M:17.5) 1 8 0 K.MALHGVK.L Dimethyl: 7

597 true 209 1033.511 1032.5088 1 -4.86 254.55 23
26.7 
(M:26.7) 1 1 1 K.SDENDAVKK.G Dimethyl: 9

598 false 209 1033.511 1032.5022 1 1.45 201.13 23
24.8 
(M:24.8) 1 3 0 K.NCVAIASDR.R Carbamidomethyl: 2; Dimethyl: 1

599 true 209 1571.7173 1570.7096 1 0.26 182.46 21.67
96.8 
(M:96.8) 1 1 0 K.HECQANGPEDLNR.A

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

600 false 209 1857.9361 1856.9305 1 -0.93 434.14 23.5
16.5 
(M:16.5) 1 2 1 K.TELEKDIISDTSGDFR.K Dimethyl:2H(4): 5

601 true 209 1857.9361 1856.9101 1 10.08 290.58 23.5
106.8 
(M:106.8) 1 1 0 K.AIQEVHNSVAQEGQCR.V

Carbamidomethyl: 15; Dimethyl:2H(4): 
1

602 false 210 779.497 778.4925 1 -3.54 296.86 25.5
15.9 
(M:15.9) 1 8 0 K.ICVVTK.D

Carbamidomethyl: 2; Dimethyl:2H(4): 
1; Dimethyl: 6



603 true 210 1037.5329 1036.5273 1 -1.61 152.6 23
27.3 
(M:27.3) 1 1 0 K.NCVAIASDR.R

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

604 true 211 822.4825 821.4731 1 2.6 445.44 26.17
18.7 
(M:18.7) 2 1 0 R.CGSVLVR.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

605 true 211 841.5125 840.5181 1 -15.3 522.37 25.5
34.8 
(M:34.8) 2 1 0 R.VGQAVALR.A Dimethyl: 1

606 false 211 841.5125 840.5181 1 -15.3 502.4 25.5
18.2 
(M:18.2) 1 6 0 R.LLNAAAIR.G

607 true 211 841.5125 840.5181 1 -15.3 522.37 25.5
34.8 
(M:34.8) 2 1 0 R.VGQAVALR.A Dimethyl: 1

608 false 211 898.5414 897.5144 1 21.9 700.97 24.33
20.2 
(M:20.2) 1 2 1 R.QSRLNPR.N Dimethyl: 1

609 false 211 986.4587 985.4505 1 0.94 155.79 23.33
15.8 
(M:15.8) 1 2 0 R.YSSAYDPR.Y Dimethyl: 1



610 true 211 986.4587 985.4465 1 5.01 329.13 23.33
21.9 
(M:21.9) 1 1 0 K.NEQDAEPR.H Dimethyl: 1

611 true 212 855.4618 854.4572 1 -3.05 465.05 24.5
17.2 
(M:17.2) 1 1 0 K.MIYASSK.D Dimethyl: 1, 7

612 true 212 1647.7547 1646.757 1 -5.82 116.41 21.67
46.4 
(M:46.4) 1 1 0 R.NTDQASMPDNTAAQK.V Dimethyl: 1, 15

613 true 213 1086.5691 1085.5645 1 -2.46 412.58 24.33
24.5 
(M:24.5) 1 1 0 R.LYIDSYEK.D Dimethyl: 1, 8

614 true 213 1086.5927 1085.5767 1 7.97 235.85 22
39.6 
(M:39.6) 1 1 0 R.ALDDDRPPR.R Dimethyl:2H(4): 1

615 true 213 1519.8092 1518.8031 1 -0.73 209.87 25.17
69.0 
(M:69.0) 1 1 0 K.NTHAATHNAYDLK.V Dimethyl:2H(4): 1, 13

616 true 214 1090.5902 1089.5896 1 -6.14 409.21 24.33
26.5 
(M:26.5) 1 1 0 R.LYIDSYEK.D Dimethyl:2H(4): 1; Dimethyl: 8



617 true 215 1023.5067 1022.4967 1 2.61 223.8 25.33
50.1 
(M:50.1) 2 1 0 R.NMGYVQQR.R Dimethyl: 1

618 true 216 1047.4556 1046.4491 1 -0.78 253.95 23.33
16.8 
(M:16.8) 1 1 0 K.YAYTGECR.S Carbamidomethyl: 7; Dimethyl: 1

619 true 217 1041.5261 1040.5226 1 -3.56 276.77 23.83
50.3 
(M:50.3) 2 1 0 K.YICPHAPR.I Carbamidomethyl: 3; Dimethyl: 1

620 false 218 1022.6296 1021.6284 1 -5.99 180.85 25.17
17.8 
(M:17.8) 1 61.31 4 1 K.KVIDPVAPR.Y Dimethyl: 1

621 true 218 1045.5487 1044.5477 1 -6.01 281.56 23.83
39.3 
(M:39.3) 2 1 0 K.YICPHAPR.I

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

622 true 218 1056.6427 1055.6314 1 3.83 198.39 23.5
22.7 
(M:22.7) 1 1 0 K.LDSTASISAK.V Dimethyl:2H(4): 1, 10

623 true 218 1091.609 1090.6023 1 -0.49 128.67 25.17
18.7 
(M:18.7) 1 57.88 1 1 R.DPSKQYGLK.M Dimethyl: 1, 9



624 false 218 1264.6607 1263.6656 1 -9.56 261.95 24.33
15.8 
(M:15.8) 1 7 1 R.IATDNRGMAQR.I Dimethyl:2H(4): 1

625 true 218 1264.6607 1263.651 1 1.98 277.95 24.33
72.4 
(M:72.4) 1 1 0 K.ITGETSGHFQR.L Dimethyl:2H(4): 1

626 true 219 1086.5388 1085.5254 1 5.61 289.95 25.33
46.2 
(M:46.2) 1 1 0 K.DYGNSPLHR.F Dimethyl: 1

627 true 220 988.5357 987.5284 1 0.06 241.41 25.17
20.8 
(M:20.8) 1 1 1 K.QCKQAAVR.V Carbamidomethyl: 2; Dimethyl: 1

628 true 220 1090.5623 1089.5505 1 4.1 346.18 25.33
30.7 
(M:30.7) 1 1 0 K.DYGNSPLHR.F Dimethyl:2H(4): 1

629 true 220 1098.4664 1097.4625 1 -3.12 285.24 22
28.2 
(M:28.2) 1 1 0 M.ADEEGEGPPR.S Acetyl: 1

630 true 220 1234.6074 1233.594 1 4.96 134.29 23
45.8 
(M:45.8) 1 1 0 K.HEAYAECYK.M

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 9



631 true 221 1253.6696 1252.6598 1 2.06 183.58 24.5
28.8 
(M:28.8) 2 1 0 R.NIDPKPCTPR.G Carbamidomethyl: 7; Dimethyl: 1, 5

632 true 222 1001.4466 1000.4515 1 -12.21 207.06 25.17
36.6 
(M:36.6) 1 1 0 R.FHDFDHR.D Dimethyl: 1

633 true 222 1001.4466 1000.4515 1 -12.21 207.06 25.17
36.6 
(M:36.6) 1 1 0 R.FHDFDHR.D Dimethyl: 1

634 true 222 1112.6111 1111.6237 1 -17.89 311.41 25.17
45.9 
(M:45.9) 1 1 0 R.EHALTSGTIK.A Dimethyl: 1, 10

635 true 223 1005.4737 1004.4766 1 -10.15 234.34 25.17
27.7 
(M:27.7) 1 1 0 R.FHDFDHR.D Dimethyl:2H(4): 1

636 true 223 1005.4737 1004.4766 1 -10.15 234.34 25.17
27.7 
(M:27.7) 1 1 0 R.FHDFDHR.D Dimethyl:2H(4): 1

637 true 223 1120.6731 1119.6739 1 -7.27 295.32 25.17
18.9 
(M:18.9) 1 1 0 R.EHALTSGTIK.A Dimethyl:2H(4): 1, 10



638 true 224 1361.7124 1360.7361 1 -22.77 346.28 24.5
21.3 
(M:21.3) 1 1 1 K.NNHSKSGTSTLR.L Dimethyl:2H(4): 5; Dimethyl: 1

639 true 224 1363.6529 1362.6384 1 5.33 243.92 25.17
50.7 
(M:50.7) 3 1 0 K.CASQVGMTAPGTR.R Carbamidomethyl: 1; Dimethyl: 1

640 true 224 1409.7444 1408.731 1 4.28 245.91 22.83
42.0 
(M:42.0) 1 1 1 R.AIQDDEHELRK.E Dimethyl: 1, 11

641 true 225 1260.6636 1259.647 1 7.44 181.14 23.5
74.3 
(M:74.3) 1 1 0 K.STESLQANVQR.L Dimethyl: 1

642 true 225 1367.6776 1366.6635 1 4.98 304.75 25.17
29.8 
(M:29.8) 1 1 0 K.CASQVGMTAPGTR.R

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

643 true 226 1207.6944 1206.6972 1 -8.35 204.69 25.33
24.1 
(M:24.1) 1 1 1 R.GHLDKLEPSK.I Dimethyl: 1, 5, 10

644 true 226 1264.6855 1263.6721 1 4.87 178.96 23.5
33.8 
(M:33.8) 1 1 0 K.STESLQANVQR.L Dimethyl:2H(4): 1



645 true 226 1379.6471 1378.6333 1 4.69 224.39 25.17
15.3 
(M:15.3) 1 1 0 K.CASQVGMTAPGTR.R

Carbamidomethyl: 1; Oxidation: 7; 
Dimethyl: 1

646 true 226 1561.752 1560.7756 1 -19.72 212.26 21.83
17.1 
(M:17.1) 1 1 0 K.IADPVMEDPSGLNR.S Dimethyl:2H(4): 1; Oxidation: 6

647 true 228 1254.585 1253.5776 1 0.16 98.95 22
117.2 
(M:117.2) 2 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11

648 true 228 1254.585 1253.5776 1 0.16 98.95 22
117.2 
(M:117.2) 2 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11

649 true 228 1254.585 1253.5776 1 0.16 98.95 22
117.2 
(M:117.2) 2 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11

650 true 228 1254.585 1253.5776 1 0.16 98.95 22
117.2 
(M:117.2) 2 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11

651 true 228 1254.585 1253.5776 1 0.16 98.95 22
117.2 
(M:117.2) 2 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11



652 true 228 1270.6276 1269.6136 1 5.34 172.78 23.83
60.3 
(M:60.3) 1 1 0 K.THEAQIQEMR.Q Dimethyl: 1

653 true 228 1346.8221 1345.8082 1 4.92 315.94 23.67
75.9 
(M:75.9) 2 1 0 K.KPAIDHAAVAAAK.Q Dimethyl: 1, 1, 13

654 true 228 1415.7816 1414.7681 1 4.36 302.53 25.17
22.1 
(M:22.1) 1 1 1 R.NSLQPPPPPERR.S Dimethyl: 1

655 true 228 1587.8957 1586.8868 1 1.03 183.1 22
63.2 
(M:63.2) 1 1 1 K.IQDKEGIPPDQQR.L Dimethyl:2H(4): 1, 4

656 true 228 1905.8579 1904.8444 1 3.28 320.65 23.67
63.8 
(M:63.8) 3 1 0 R.EQCCYNCGKPGHLAR.D

Carbamidomethyl: 3, 4, 7; Dimethyl: 1, 
9

657 true 229 1243.7153 1242.7172 1 -7.36 232.27 25.17
42.4 
(M:42.4) 1 1 0 R.HQSPIEINNK.E Dimethyl:2H(4): 1, 10

658 true 229 1262.6347 1261.6278 1 -0.26 120.74 22
110.4 
(M:110.4) 1 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11



659 true 229 1262.6347 1261.6278 1 -0.26 120.74 22
110.4 
(M:110.4) 1 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

660 true 229 1262.6347 1261.6278 1 -0.26 120.74 22
110.4 
(M:110.4) 1 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

661 true 229 1262.6347 1261.6278 1 -0.26 120.74 22
110.4 
(M:110.4) 1 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

662 true 229 1262.6347 1261.6278 1 -0.26 120.74 22
110.4 
(M:110.4) 1 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

663 true 230 1326.6939 1325.684 1 1.92 254.24 25.83
57.3 
(M:57.3) 1 1 1 R.RLPEAHADYAR.Y Dimethyl: 1

664 true 231 950.5051 949.4981 1 -0.29 134.67 24.17
47.5 
(M:47.5) 2 1 0 K.DIIHDPGR.G Dimethyl: 1

665 false 231 950.5051 949.4757 1 23.34 262.42 24.17
17.0 
(M:17.0) 1 2 0 K.DIQDFEK.N Dimethyl: 1, 7



666 true 231 1004.5434 1003.5338 1 2.25 159.26 24.33
22.9 
(M:22.9) 1 1 0 K.LAPNDQYK.F Dimethyl: 1, 8

667 true 231 1626.7656 1625.7645 1 -3.81 212.1 22
69.8 
(M:69.8) 1 1 0 K.AVTEQGHELSNEER.N Dimethyl: 1

668 false 232 999.5867 998.576 1 3.37 175.38 23
16.8 
(M:16.8) 1 2 0 R.LVDQNLNK.L Dimethyl: 1, 8

669 true 232 1012.5901 1011.5841 1 -1.24 124.4 24.33
28.2 
(M:28.2) 1 1 0 K.LAPNDQYK.F Dimethyl:2H(4): 1, 8

670 true 232 1271.6939 1270.6932 1 -5.13 201.78 25.17
45.3 
(M:45.3) 1 1 0 R.QHGGEGSIVVTR.V Dimethyl:2H(4): 1

671 true 233 1400.6429 1399.6303 1 3.82 278.39 23.5
35.4 
(M:35.4) 1 1 0 R.QFGEQHPVCDR.V Carbamidomethyl: 9; Dimethyl: 1

672 false 234 1041.569 1040.5655 1 -3.57 231.02 24.67
16.4 
(M:16.4) 1 2 0 K.IYHPNVDK.L Dimethyl: 1, 8



673 true 234 1404.6787 1403.6554 1 11.4 289.86 23.5
38.3 
(M:38.3) 1 1 0 R.QFGEQHPVCDR.V

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

674 false 235 1418.7371 1417.7465 1 -11.77 331.85 21.83
15.2 
(M:15.2) 1 2 1 K.DVIEEYFKCK.K

Carbamidomethyl: 9; Dimethyl:2H(4): 
1; Dimethyl: 8, 10

675 true 236 1357.6856 1356.6786 1 -0.22 323.3 25.17
24.7 
(M:24.7) 1 1 0 K.NIQNAHQDFSK.M Dimethyl: 1, 11

676 true 237 867.4913 866.4812 1 3.32 441.39 26.33
33.5 
(M:33.5) 1 1 0 R.CAYVYK.A

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 6

677 true 237 1135.5838 1134.572 1 3.98 439.12 24.33
36.0 
(M:36.0) 1 1 0 K.GSFSQADVHR.Q Dimethyl:2H(4): 1

678 true 237 1364.7923 1363.7911 1 -4.46 286.39 25.67
20.1 
(M:20.1) 1 1 1 K.HKSETDTTLIR.G Dimethyl:2H(4): 1, 2

679 true 238 988.49 987.4848 1 -2.05 280.45 24.67
31.4 
(M:31.4) 1 1 1 K.MKGDYYR.Y Dimethyl: 1, 2



680 false 238 988.49 987.5025 1 -20.01 240.45 24.67
16.3 
(M:16.3) 1 4 0 R.TITTAYYR.G

681 true 238 988.49 987.4848 1 -2.05 280.45 24.67
31.4 
(M:31.4) 1 1 1 K.MKGDYYR.Y Dimethyl: 1, 2

682 true 238 988.49 987.4848 1 -2.05 280.45 24.67
31.4 
(M:31.4) 1 1 1 K.MKGDYYR.Y Dimethyl: 1, 2

683 false 238 988.49 987.5025 1 -20.01 240.45 24.67
16.3 
(M:16.3) 1 4 0 R.TITTAYYR.G

684 true 238 1245.7178 1244.7117 1 -0.97 256.8 24.33
31.2 
(M:31.2) 1 1 0 R.AHQLVHEGYK.F Dimethyl:2H(4): 1, 10

685 true 239 1023.5659 1022.5712 1 -12.28 288.51 23.5
42.2 
(M:42.2) 2 1 0 K.FHPIQGHR.V Dimethyl:2H(4): 1

686 true 239 1565.8 1564.8032 1 -6.69 197.28 24.5
74.9 
(M:74.9) 1 1 1 R.LGHAEQKDEMVPR.L Dimethyl: 1, 7



687 false 239 1565.8 1564.8065 1 -8.85 207.27 24.5
16.0 
(M:16.0) 1 3 1 R.ITQMQKISCTGSR.A Carbamidomethyl: 9; Dimethyl: 1, 6

688 true 240 996.5424 995.535 1 0.16 209.39 24.67
31.4 
(M:31.4) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

689 true 240 996.5424 995.535 1 0.16 209.39 24.67
31.4 
(M:31.4) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

690 true 240 996.5424 995.535 1 0.16 209.39 24.67
31.4 
(M:31.4) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

691 true 240 1400.7556 1399.747 1 0.95 304.54 24.33
43.6 
(M:43.6) 3 1 0 K.NNRPSEGPLQTR.L Dimethyl:2H(4): 1

692 true 240 1492.8648 1491.8272 1 20.34 129.91 25.33
16.7 
(M:16.7) 1 1 0 K.IGEEEIQKPEEK.V Dimethyl:2H(4): 1, 8

693 true 241 1004.4886 1003.4797 1 1.64 342.52 24.67
18.6 
(M:18.6) 1 1 1 K.MKGDYYR.Y Oxidation: 1; Dimethyl: 1, 2



694 true 241 1004.4886 1003.4797 1 1.64 342.52 24.67
18.6 
(M:18.6) 1 1 1 K.MKGDYYR.Y Oxidation: 1; Dimethyl: 1, 2

695 true 241 1004.4886 1003.4797 1 1.64 342.52 24.67
18.6 
(M:18.6) 1 1 1 K.MKGDYYR.Y Oxidation: 1; Dimethyl: 1, 2

696 false 242 1113.6395 1112.6594 1 -24.43 338.36 23.67
19.8 
(M:19.8) 1 4 0 K.GWLVDLINK.F Dimethyl: 1, 9

697 false 242 1113.6395 1112.6302 1 1.77 349.96 23.67
24.8 
(M:24.8) 1 2 1 K.GNKQDLINR.L Dimethyl: 1, 3

698 true 242 1564.8111 1563.8005 1 2.11 215.41 24.5
27.3 
(M:27.3) 1 1 1 K.ASSGDKQDHPTLPR.A Dimethyl: 1, 6

699 true 243 1044.5134 1043.5076 1 -1.4 237.15 24.5
17.4 
(M:17.4) 1 1 0 K.SYYYHQK.F Dimethyl: 1, 7

700 true 243 1572.8606 1571.8507 1 1.62 258.04 24.5
47.4 
(M:47.4) 1 1 1 K.ASSGDKQDHPTLPR.A Dimethyl:2H(4): 1, 6



701 true 243 1670.7135 1669.7005 1 3.38 171.57 23
48.1 
(M:48.1) 1 1 0 R.NSGGEAYEEDEEGPR.T Dimethyl:2H(4): 1

702 true 243 1969.9422 1968.9211 1 7.01 79.73 21.83
59.4 
(M:59.4) 1 1 1 R.VEEEEERCQHLQAEK.K Carbamidomethyl: 8; Dimethyl: 1, 15

703 false 244 1017.5307 1016.5073 1 15.82 205.04 23.5
15.3 
(M:15.3) 1 2 0 K.QDQVCIAR.L Carbamidomethyl: 5; Dimethyl: 1

704 true 244 1222.6963 1221.6652 1 19.48 237.97 24.5
37.2 
(M:37.2) 1 1 1 R.CIIPNHEKR.A Carbamidomethyl: 1; Dimethyl: 1, 8

705 true 244 1222.6963 1221.6904 1 -1.09 210.04 24.5
37.2 
(M:37.2) 1 1 1 R.CIIPNHEKK.A Carbamidomethyl: 1; Dimethyl: 1, 8, 9

706 true 244 1518.7116 1517.7297 1 -16.69 173.72 24.33
43.5 
(M:43.5) 1 54.51 1 1 K.HEQKIDCGGGYVK.I Carbamidomethyl: 7; Dimethyl: 13

707 true 245 1128.689 1127.6703 1 10.13 197.14 23.67
16.2 
(M:16.2) 1 1 0 R.LAYVAPTIPR.R Dimethyl: 1



708 true 245 1296.5577 1295.5387 1 9.02 175.39 25.33
30.0 
(M:30.0) 1 1 0 R.SCYDLSCHAR.A Carbamidomethyl: 2, 7; Dimethyl: 1

709 true 245 1882.8829 1881.8817 1 -3.2 144.78 21.83
16.9 
(M:16.9) 1 1 1 R.RAPEENGDAGTEPQEVR.A Dimethyl: 1

710 true 246 1300.5772 1299.5638 1 4.71 245.33 25.33
49.3 
(M:49.3) 1 1 0 R.SCYDLSCHAR.A

Carbamidomethyl: 2, 7; 
Dimethyl:2H(4): 1

711 true 246 1886.8795 1885.9068 1 -18.3 211.83 22
28.4 
(M:28.4) 1 1 1 R.RAPEENGDAGTEPQEVR.A Dimethyl:2H(4): 1

712 false 247 1303.7164 1302.733 1 -18.28 59.78 24.5
15.3 
(M:15.3) 1 2 1 -.MQNVINTVKGK.A Oxidation: 1; Dimethyl: 9, 11

713 true 248 983.547 982.5382 1 1.56 217.35 24
20.2 
(M:20.2) 1 1 0 K.IAVHCTVR.G Carbamidomethyl: 5; Dimethyl: 1

714 false 248 1042.5855 1041.5946 1 -15.72 196.42 23.67
17.6 
(M:17.6) 1 3 0 R.FSTPEQAAK.N Dimethyl:2H(4): 1, 9



715 true 248 1042.5855 1041.5567 1 20.65 195.01 23.67
36.0 
(M:36.0) 1 1 0 K.QANELAAAAR.A Dimethyl: 1

716 true 248 1105.5622 1104.5564 1 -1.3 282.37 22.17
43.0 
(M:43.0) 3 1 1 K.IREEYPDR.I Dimethyl: 1

717 true 248 1105.5622 1104.5564 1 -1.3 282.37 22.17
43.0 
(M:43.0) 3 1 1 K.IREEYPDR.I Dimethyl: 1

718 true 248 1105.5622 1104.5564 1 -1.3 282.37 22.17
43.0 
(M:43.0) 3 1 1 K.IREEYPDR.I Dimethyl: 1

719 true 248 1105.5622 1104.5564 1 -1.3 282.37 22.17
43.0 
(M:43.0) 3 1 1 K.IREEYPDR.I Dimethyl: 1

720 true 248 1343.785 1342.7886 1 -8.09 158.38 24.67
47.3 
(M:47.3) 1 1 0 K.VFDPQSDKPSK.W Dimethyl:2H(4): 1, 8, 11

721 true 248 2032.9431 2031.9345 1 0.64 102.83 22
72.5 
(M:72.5) 1 1 0 R.AEPSESSTVESAQSTPQNR.R Dimethyl: 1



722 true 249 888.4401 887.4535 1 -23.31 698.72 22
22.3 
(M:22.3) 1 1 0 M.LSMAGPVR.R Acetyl: 1; Oxidation: 3

723 true 249 1097.4714 1096.443 1 19.26 291.67 23.5
41.5 
(M:41.5) 1 1 0 R.DFSCPQCR.T Carbamidomethyl: 4, 7; Dimethyl: 1

724 true 249 1109.5883 1108.5815 1 -0.4 277.52 22.17
38.2 
(M:38.2) 2 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

725 true 249 1109.5883 1108.5815 1 -0.4 277.52 22.17
38.2 
(M:38.2) 2 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

726 true 249 1109.5883 1108.5815 1 -0.4 277.52 22.17
38.2 
(M:38.2) 2 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

727 true 249 1109.5883 1108.5815 1 -0.4 277.52 22.17
38.2 
(M:38.2) 2 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

728 true 249 1348.6362 1347.6241 1 3.54 215.5 24.33
19.0 
(M:19.0) 1 1 0 R.EGPNQFQNCAK.E Carbamidomethyl: 9; Dimethyl: 1, 11



729 true 250 1101.4748 1100.4681 1 -0.57 267.68 23.5
41.7 
(M:41.7) 2 1 0 R.DFSCPQCR.T

Carbamidomethyl: 4, 7; 
Dimethyl:2H(4): 1

730 true 250 1124.6689 1123.6689 1 -6.45 264.91 23.33
24.2 
(M:24.2) 1 1 1 R.KLLEGEESR.I Dimethyl:2H(4): 1, 1

731 true 250 1124.6689 1123.6689 1 -6.45 264.91 23.33
24.2 
(M:24.2) 1 1 1 R.KLLEGEESR.L Dimethyl:2H(4): 1, 1

732 true 250 1461.7579 1460.7161 1 23.62 308.35 25.33
53.7 
(M:53.7) 1 1 0 K.THVDDHGHNVFK.E Dimethyl: 1, 12

733 true 251 975.5352 974.5236 1 4.47 250.25 24.67
18.6 
(M:18.6) 1 1 0 K.EIHQFNR.D Dimethyl:2H(4): 1

734 false 251 1073.6297 1072.6128 1 8.95 284.28 23.83
19.1 
(M:19.1) 1 3 1 K.LEISENGKK.N Dimethyl: 8, 9

735 false 251 1073.6297 1072.6063 1 15.03 290.35 23.83
15.9 
(M:15.9) 1 10 1 K.QMLKEGGVR.S Dimethyl: 1, 4



736 true 252 1069.5534 1068.5389 1 6.7 115.86 22.33
18.7 
(M:18.7) 1 1 0 R.YIETDPSGR.D Dimethyl:2H(4): 1

737 true 252 1191.6722 1190.6659 1 -0.81 153 23.5
24.0 
(M:24.0) 1 1 1 K.KVQEFSGANK.E Dimethyl: 1, 1, 10

738 true 252 1469.8014 1468.7663 1 18.95 444.6 25.33
19.2 
(M:19.2) 1 1 0 K.THVDDHGHNVFK.E Dimethyl:2H(4): 1, 12

739 true 252 1642.9478 1641.9336 1 4.26 310.93 25.33
93.3 
(M:93.3) 3 1 1 K.IKDCCEKPIVER.S

Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1, 2, 7

740 true 253 1027.5606 1026.5504 1 2.83 280.67 24.67
17.9 
(M:17.9) 1 1 0 R.AATLMMLGR.F Dimethyl:2H(4): 1; Oxidation: 5, 6

741 false 253 1091.5466 1090.5156 1 21.8 283.34 22.17
18.4 
(M:18.4) 1 2 1 R.EFDGTRNPR.I

742 true 253 1203.7453 1202.7412 1 -2.7 190.12 23.5
63.6 
(M:63.6) 1 1 1 K.KVQEFSGANK.E Dimethyl:2H(4): 1, 1, 10



743 true 253 1222.6227 1221.5862 1 23.87 131.94 24.5
24.2 
(M:24.2) 1 1 1 R.RDHFEEAMR.F Dimethyl:2H(4): 1

744 true 254 1115.5638 1114.5619 1 -4.81 180.21 22.17
20.9 
(M:20.9) 1 1 0 K.VEAAAAAAEER.V Dimethyl: 1

745 true 254 1457.8108 1456.8126 1 -6.2 335.2 23.33
43.2 
(M:43.2) 1 1 0 R.HVEPNNVSIQEK.L Dimethyl:2H(4): 1, 12

746 true 255 1052.5957 1051.5774 1 10.4 286.13 24.67
27.4 
(M:27.4) 1 1 0 R.VGDQVTHIR.I Dimethyl: 1

747 true 256 1243.6384 1242.6213 1 7.92 235.81 23.67
71.2 
(M:71.2) 4 99.99 1 0 R.HQGVMVGMGQK.D Oxidation: 5; Dimethyl: 1, 11

748 true 256 1243.6384 1242.6213 1 7.92 235.81 23.67
71.2 
(M:71.2) 4 99.99 1 0 R.HQGVMVGMGQK.D Oxidation: 5; Dimethyl: 1, 11

749 true 256 1243.6384 1242.6213 1 7.92 235.81 23.67
71.2 
(M:71.2) 4 99.99 1 0 R.HQGVMVGMGQK.D Oxidation: 5; Dimethyl: 1, 11



750 true 256 1243.6384 1242.6213 1 7.92 235.81 23.67
71.2 
(M:71.2) 4 99.99 1 0 R.HQGVMVGMGQK.D Oxidation: 5; Dimethyl: 1, 11

751 true 256 1243.6384 1242.6213 1 7.92 235.81 23.67
71.2 
(M:71.2) 4 99.99 1 0 R.HQGVMVGMGQK.D Oxidation: 5; Dimethyl: 1, 11

752 false 256 1258.6299 1257.599 1 18.82 79.51 23.5
17.4 
(M:17.4) 1 2 0 K.QGPESWLEER.K Dimethyl: 1

753 true 256 1622.8259 1621.81 1 5.33 244.58 25.5
47.1 
(M:47.1) 1 1 1 K.KYFPESHTTEATR.R Dimethyl: 1, 1

754 true 257 1056.6183 1055.6025 1 8.03 309.2 24.67
31.9 
(M:31.9) 1 1 0 R.VGDQVTHIR.I Dimethyl:2H(4): 1

755 true 257 1251.6807 1250.6715 1 1.56 200.47 23.67
55.8 
(M:55.8) 5 99.96 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5

756 true 257 1251.6807 1250.6715 1 1.56 200.47 23.67
55.8 
(M:55.8) 5 99.96 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5



757 true 257 1251.6807 1250.6715 1 1.56 200.47 23.67
55.8 
(M:55.8) 5 99.96 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5

758 true 257 1251.6807 1250.6715 1 1.56 200.47 23.67
55.8 
(M:55.8) 5 99.96 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5

759 true 257 1251.6807 1250.6715 1 1.56 200.47 23.67
55.8 
(M:55.8) 5 99.96 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 5

760 false 257 1251.6807 1250.702 1 -22.78 392.9 23.67
16.7 
(M:16.7) 2 3 1 K.ISEKEEVTTR.E Dimethyl:2H(4): 1; Dimethyl: 4

761 true 257 1389.7675 1388.7689 1 -6.26 238.67 22
38.5 
(M:38.5) 1 1 1 R.NAEQFKDQADK.A Dimethyl:2H(4): 1, 6, 11

762 true 258 1277.6821 1276.6775 1 -2.15 167.56 24
46.5 
(M:46.5) 1 1 0 R.GHLENNPALEK.L Dimethyl: 1, 11

763 true 258 2532.2195 2531.2088 1 1.34 257.8 25.33
68.4 
(M:68.4) 1 1 0

K.QEHPHNDSELMHVKPQHEQ
R.K Dimethyl: 1, 14



764 true 259 742.4571 741.4537 1 -5.34 179.21 26.33
36.9 
(M:36.9) 3 1 0 K.HVVFGK.V Dimethyl: 1, 6

765 true 259 1285.667 1284.6575 1 1.78 278.04 24
82.1 
(M:82.1) 2 1 1 R.GNPGGEFGPNKR.R Dimethyl: 1, 11

766 true 260 836.4135 835.4011 1 6.16 485.09 25.67
33.7 
(M:33.7) 1 1 0 R.CFGPTAR.A Carbamidomethyl: 1; Dimethyl: 1

767 true 260 1139.6495 1138.6459 1 -3.15 246.13 25
32.0 
(M:32.0) 1 1 0 K.IVDQIRPDR.Q Dimethyl: 1

768 true 260 1139.6495 1138.6459 1 -3.15 246.13 25
32.0 
(M:32.0) 1 1 0 K.IVDQIRPDR.Q Dimethyl: 1

769 true 260 1293.7184 1292.7077 1 2.62 242.96 24
32.0 
(M:32.0) 1 1 1 R.GNPGGEFGPNKR.R Dimethyl:2H(4): 1, 11

770 true 261 1153.6603 1152.6503 1 2.38 286.76 24.67
43.9 
(M:43.9) 1 1 0 K.TEAPKPELGR.V Dimethyl: 1, 5



771 true 262 1303.6138 1302.6052 1 1.05 135.55 22
32.4 
(M:32.4) 1 1 0 R.SQLEEEEQQR.L Dimethyl: 1

772 true 262 1397.7434 1396.731 1 3.65 289.81 23.5
21.6 
(M:21.6) 1 1 1 K.SENVAGHGSKEVK.G Dimethyl: 10, 13

773 true 263 1161.6995 1160.7005 1 -7.12 255.55 24.67
30.5 
(M:30.5) 1 1 0 K.TEAPKPELGR.V Dimethyl:2H(4): 1, 5

774 false 263 1307.6336 1306.6187 1 5.83 71.47 22
22.2 
(M:22.2) 1 2 1 -.MSSGLTEEQKR.R Acetyl: 1

775 true 263 1307.6336 1306.6303 1 -3.01 72.96 22
23.0 
(M:23.0) 1 1 0 R.SQLEEEEQQR.L Dimethyl:2H(4): 1

776 true 263 1431.7182 1430.6874 1 16.45 285.25 23.67
63.6 
(M:63.6) 1 1 0 K.QLCDDNGALHTR.R

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

777 true 264 1131.5465 1130.5325 1 5.94 368.16 25.67
32.6 
(M:32.6) 3 1 0 R.CVNCLPGQR.D Carbamidomethyl: 1, 4; Dimethyl: 1



778 true 264 1314.5792 1313.5673 1 3.51 138.87 22.17
56.0 
(M:56.0) 1 1 0 R.DGEESGTYDGPR.T Dimethyl:2H(4): 1

779 false 264 1447.72 1446.7388 1 -18.05 279.32 23.67
19.4 
(M:19.4) 1 2 1 K.AQMVQEDLEKTK.E Dimethyl: 12

780 false 264 1477.6787 1476.6879 1 -11.14 385.54 24
15.1 
(M:15.1) 1 2 1 R.VSRMAAEQPDSDK.- Oxidation: 4; Dimethyl: 1

781 true 265 1066.5755 1065.5641 1 3.85 287.95 25.5
40.7 
(M:40.7) 1 1 0 R.CIIPNHEK.K Carbamidomethyl: 1; Dimethyl: 1, 8

782 true 265 1066.5755 1065.5641 1 3.85 287.95 25.5
40.7 
(M:40.7) 1 1 0 R.CIIPNHEK.R Carbamidomethyl: 1; Dimethyl: 1, 8

783 false 265 1066.5755 1065.5794 1 -10.46 317.32 25.5
22.8 
(M:22.8) 1 2 1 K.CIIYWKR.K Carbamidomethyl: 1; Dimethyl: 1

784 true 265 1135.5744 1134.5576 1 8.37 369.04 25.67
21.5 
(M:21.5) 2 1 0 R.CVNCLPGQR.D

Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1



785 true 265 1231.7602 1230.7536 1 -0.56 187.96 24.83
22.3 
(M:22.3) 1 1 0 R.QKPQSDVPLR.M Dimethyl:2H(4): 1, 2

786 true 266 1074.6232 1073.6143 1 1.53 255.26 25.5
34.7 
(M:34.7) 1 1 0 R.CIIPNHEK.K

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 8

787 true 266 1074.6232 1073.6143 1 1.53 255.26 25.5
34.7 
(M:34.7) 1 1 0 R.CIIPNHEK.R

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 8

788 false 266 1264.7163 1263.7224 1 -10.57 137.42 24.67
15.7 
(M:15.7) 1 3 1 K.AALEKSLEDTK.N Dimethyl:2H(4): 1; Dimethyl: 11

789 true 266 1264.7163 1263.7075 1 1.24 121.86 24.67
48.5 
(M:48.5) 1 1 1 K.VQVEYKGETK.S Dimethyl: 1, 6, 10

790 true 266 1327.7019 1326.683 1 8.79 186.44 25.67
43.6 
(M:43.6) 2 1 0 R.NVNGVNYASTTR.N Dimethyl:2H(4): 1

791 true 267 1276.7952 1275.7828 1 4.05 169.16 24.67
42.0 
(M:42.0) 1 1 1 K.VQVEYKGETK.S Dimethyl:2H(4): 1, 6, 10



792 true 267 1472.6861 1471.6725 1 4.25 329.24 22.33
66.1 
(M:66.1) 1 1 1 M.AQDQGEKENPMR.E Acetyl: 1; Dimethyl: 7

793 false 268 943.5625 942.5611 1 -6.17 144.77 23.67
17.3 
(M:17.3) 1 9 1 R.ITLRAANGK.Y

794 true 268 1144.6437 1143.6288 1 6.61 391.18 25.33
16.1 
(M:16.1) 1 1 1 R.HLTGEFEKK.Y Dimethyl: 1, 9

795 true 268 1301.7727 1300.7591 1 4.89 112.77 24.67
53.2 
(M:53.2) 2 1 0 K.HLIPAANTGESK.V Dimethyl:2H(4): 1, 12

796 true 269 1483.9057 1482.8982 1 0.2 281.81 24.83
61.2 
(M:61.2) 3 1 1 K.RKPQMTEEQIK.T Dimethyl:2H(4): 1, 2, 11

797 true 269 1532.7473 1531.7366 1 2.24 121 22.17
55.0 
(M:55.0) 1 1 1 K.LEEAEKAADESER.G Dimethyl: 1, 6

798 true 269 1532.7473 1531.7366 1 2.24 121 22.17
55.0 
(M:55.0) 1 1 1 K.LEEAEKAADESER.G Dimethyl: 1, 6



799 true 270 1327.8057 1326.797 1 1.07 122.94 24.67
16.5 
(M:16.5) 1 1 0 R.KPQMTEEQIK.T Dimethyl:2H(4): 1, 1, 10

800 false 270 1724.8387 1723.8238 1 4.44 186.18 23.33
18.0 
(M:18.0) 1 3 1 R.SQQRGGAASPYSSASSR.S Dimethyl: 1

801 true 271 859.4956 858.4858 1 2.96 404.31 24
27.1 
(M:27.1) 1 1 1 R.QCLRVR.V Carbamidomethyl: 2; Dimethyl: 1

802 false 271 986.5712 985.5444 1 19.73 167.43 23.67
27.1 
(M:27.1) 1 2 0 K.QQEVIADK.Q Dimethyl: 1, 8

803 true 271 986.5712 985.5556 1 8.35 144.23 23.67
54.2 
(M:54.2) 1 1 0 K.QQEIVVSR.G Dimethyl: 1

804 true 271 1478.8266 1477.8129 1 4.33 430.61 25.67
43.0 
(M:43.0) 1 1 0 K.DVHKPGYLNSER.L Dimethyl:2H(4): 1, 4

805 false 271 1478.8266 1477.8238 1 -3.04 445.85 25.67
16.0 
(M:16.0) 1 3 1 R.GQVVCNVKHLHR.V

Carbamidomethyl: 5; Dimethyl:2H(4): 
8



806 false 271 1478.8266 1477.8439 1 -16.64 263.89 25.67
16.9 
(M:16.9) 1 2 1 R.IAIVNHDKCKPK.K Carbamidomethyl: 9; Dimethyl: 1, 10

807 false 271 1478.8266 1477.8003 1 12.84 353.22 25.67
15.1 
(M:15.1) 1 4 1 K.FPPKDGYIGLCK.A

Carbamidomethyl: 11; Dimethyl: 1, 4, 
12

808 true 271 1630.791 1629.7896 1 -3.61 183.4 22
58.9 
(M:58.9) 1 1 0 K.AVTEQGHELSNEER.N Dimethyl:2H(4): 1

809 true 271 2276.1042 2275.0941 1 1.22 323.49 24.67
73.5 
(M:73.5) 2 1 0

R.QQLAQYQQQQSQASNPGTS
R.T Dimethyl: 1

810 false 272 990.6015 989.6059 1 -11.75 131.74 23.67
16.6 
(M:16.6) 1 10 1 R.KQEIIAEK.E Dimethyl:2H(4): 1

811 false 272 990.6015 989.5808 1 13.64 158.81 23.67
16.8 
(M:16.8) 1 9 1 K.KEQLADAR.R Dimethyl:2H(4): 1; Dimethyl: 1

812 false 272 990.6015 989.6059 1 -11.75 189.16 23.67
17.0 
(M:17.0) 4 50 7 1 K.KLDPSGTLK.T Dimethyl:2H(4): 1



813 true 272 990.6015 989.5808 1 13.64 167.44 23.67
24.7 
(M:24.7) 1 1 0 K.QQEIVVSR.G Dimethyl:2H(4): 1

814 true 272 1084.5644 1083.556 1 0.99 274.76 23.83
43.9 
(M:43.9) 2 1 0 K.VYSTSVTGSR.E Dimethyl: 1

815 true 272 1630.8699 1629.8602 1 1.49 263.31 25.5
42.9 
(M:42.9) 1 1 1 K.KYFPESHTTEATR.R Dimethyl:2H(4): 1, 1

816 true 272 2280.1334 2279.1192 1 3.01 170.72 24.67
41.1 
(M:41.1) 1 1 0

R.QQLAQYQQQQSQASNPGTS
R.T Dimethyl:2H(4): 1

817 false 273 1023.5231 1022.5284 1 -12.32 260.81 23.83
18.1 
(M:18.1) 1 2 1 R.FDDSEVKK.D Dimethyl: 7, 8

818 true 273 1023.5231 1022.5145 1 1.28 250.25 23.83
30.5 
(M:30.5) 1 1 1 K.FDSSLDRR.D Dimethyl: 1

819 true 273 2005.985 2004.9865 1 -4.35 143.07 22.17
48.8 
(M:48.8) 1 1 1 R.VQVVDEEGDQPHQEGKR.L Dimethyl: 1, 16



820 true 274 828.3982 827.3847 1 7.52 309.85 25
15.8 
(M:15.8) 1 1 0 R.MTFTSNK.S

821 true 274 1021.6314 1020.6419 1 -17.37 99.56 23.5
20.9 
(M:20.9) 1 1 0 R.ELAQQIQK.V Dimethyl:2H(4): 1, 8

822 false 274 1137.7098 1136.7281 1 -22.49 408.47 23.67
16.2 
(M:16.2) 1 4 1 R.RDLGILPVVK.Q Dimethyl: 10

823 true 274 1672.8257 1671.8114 1 4.17 105.71 22.17
58.6 
(M:58.6) 1 1 0 K.NEGAENIPEGQAQQR.R Dimethyl:2H(4): 1

824 false 275 1045.5559 1044.5572 1 -8.26 122.7 24.17
15.1 
(M:15.1) 1 5 1 K.RMVMVPPR.H Oxidation: 2, 4; Dimethyl: 1

825 true 275 1045.5559 1044.5352 1 12.78 177.48 24.17
35.0 
(M:35.0) 1 1 0 K.HADPIPDPR.A Dimethyl: 1

826 true 275 1046.6054 1045.5818 1 15.63 212.87 23.67
23.5 
(M:23.5) 1 1 0 K.QANELAAAAR.A Dimethyl:2H(4): 1



827 false 275 1149.6032 1148.5975 1 -1.41 394.45 23.83
17.7 
(M:17.7) 1 5 1 R.DAGDLAKGDQK.G Dimethyl:2H(4): 1

828 true 275 1556.7506 1555.7393 1 2.59 256.79 24.5
54.7 
(M:54.7) 1 1 0 K.EWNHHINGATHGR.R Dimethyl: 1

829 false 277 989.5189 988.5131 1 -1.4 212.04 26
20.9 
(M:20.9) 3 2 0 R.YPNGHFVK.N Dimethyl: 8

830 true 277 1034.5772 1033.5669 1 2.97 141.71 24.33
17.7 
(M:17.7) 1 1 0 R.AAGPPPIGGGGR.Q Dimethyl: 1

831 true 277 1483.7982 1482.7943 1 -2.27 150.6 24.5
27.8 
(M:27.8) 1 1 1 K.HHPEDVEPALRK.T Dimethyl: 1, 12

832 true 277 1680.806 1679.8016 1 -1.69 201.45 24.5
41.6 
(M:41.6) 1 1 0 R.TPHYGSQTPLHDGSR.T Dimethyl: 1

833 true 277 1826.8547 1825.8442 1 1.77 161.1 22.17
20.5 
(M:20.5) 1 1 0 R.EAPDTQNGVAENETPAR.C Dimethyl: 1



834 true 278 1060.5042 1059.4907 1 5.93 211.97 22.17
20.4 
(M:20.4) 1 1 0 M.ELPESQCK.K

Carbamidomethyl: 7; Acetyl: 1; 
Dimethyl: 8

835 true 278 1086.6185 1085.6131 1 -1.73 372.16 24.33
29.3 
(M:29.3) 2 1 0 K.TPGPGAQSALR.A Dimethyl:2H(4): 1

836 true 278 1684.8305 1683.8267 1 -2.04 345.97 24.5
34.7 
(M:34.7) 1 1 0 R.TPHYGSQTPLHDGSR.T Dimethyl:2H(4): 1

837 true 278 1809.9484 1808.9282 1 7.14 288.03 25.5
38.1 
(M:38.1) 1 1 1 K.QLFDRHEGQRPENK.S Dimethyl: 1, 14

838 false 279 1102.6523 1101.6407 1 3.93 309.8 24.83
15.3 
(M:15.3) 1 10 0 K.VALSHHLVAR.V

839 true 279 1392.7183 1391.7173 1 -4.47 297.37 23.83
39.4 
(M:39.4) 3 1 0 R.ADTQTYQPYNK.D Dimethyl:2H(4): 1, 11

840 true 279 1730.8954 1729.886 1 1.26 267.99 24.67
49.5 
(M:49.5) 1 1 0 R.LTTSPAQNAHQLHER.I Dimethyl: 1



841 true 280 987.5838 986.576 1 0.46 196.5 25.67
18.2 
(M:18.2) 1 1 1 K.GIEESLKR.V Dimethyl: 1, 7

842 true 280 1158.6099 1157.6153 1 -10.9 359.35 24
16.8 
(M:16.8) 1 1 1 K.IAEVGAGGNKSR.L

843 true 280 1734.9222 1733.9111 1 2.19 299.28 24.67
52.6 
(M:52.6) 1 1 0 R.LTTSPAQNAHQLHER.I Dimethyl:2H(4): 1

844 false 281 1065.5238 1064.5138 1 2.52 119.03 22.33
16.9 
(M:16.9) 1 3 0 R.YIETDPSGR.D Dimethyl: 1

845 true 281 1065.5238 1064.5284 1 -11.19 127.7 22.33
19.9 
(M:19.9) 1 1 1 K.TNAMSEIKR.V Oxidation: 4

846 false 282 1119.5856 1118.587 1 -7.7 152.08 22.17
30.6 
(M:30.6) 1 2 0 K.VEAAAAAAEER.V Dimethyl:2H(4): 1

847 true 282 1194.6131 1193.5979 1 6.67 125.91 23.83
57.6 
(M:57.6) 1 1 0 R.SHEGETAYIR.V Dimethyl:2H(4): 1



848 true 283 1281.735 1280.7452 1 -13.65 183.6 26.17
29.4 
(M:29.4) 2 1 0 K.NILDNKPAANK.K Dimethyl: 1, 6, 11

849 true 283 1358.8915 1357.8835 1 0.55 313.64 23.83
62.8 
(M:62.8) 2 1 0 K.KPAIDHAAVAAAK.Q Dimethyl:2H(4): 1, 1, 13

850 true 284 1171.6226 1170.5993 1 13.66 118.65 22.33
47.5 
(M:47.5) 1 1 1 K.ATLPDADRER.E Dimethyl: 1

851 false 284 1171.6226 1170.6357 1 -17.39 107.33 22.33
16.1 
(M:16.1) 1 5 1 K.DAVIVEADRR.G Dimethyl: 1

852 true 284 1171.6226 1170.6245 1 -7.8 119.21 22.33
47.5 
(M:47.5) 1 1 1 K.ATLPDADKER.Q Dimethyl: 1, 8

853 true 284 1172.6693 1171.6601 1 1.67 150.43 25.67
77.2 
(M:77.2) 1 1 1 R.HLTGEFEKK.Y Dimethyl: 1, 8, 9

854 true 285 1223.7049 1222.7034 1 -4.7 191.2 24.83
19.6 
(M:19.6) 1 1 0 R.QKPQSDVPLR.M Dimethyl: 1, 2



855 true 285 1323.6758 1322.6579 1 8.06 119.79 25.67
31.4 
(M:31.4) 1 1 0 R.NVNGVNYASTTR.N Dimethyl: 1

856 false 286 1049.6283 1048.6066 1 13.67 290.08 24.67
16.4 
(M:16.4) 1 3 1 K.ALLDNTKDK.N Dimethyl:2H(4): 9

857 true 286 1049.6283 1048.6157 1 5.04 252.3 24.67
22.7 
(M:22.7) 1 1 0 K.IYHPNVDK.L Dimethyl:2H(4): 1, 8

858 true 286 1205.5124 1204.4996 1 4.53 97.99 22.33
46.4 
(M:46.4) 1 1 0 R.DSYESYGNSR.S Dimethyl: 1

859 true 286 1231.5999 1230.5993 1 -5.4 134.19 23.67
24.0 
(M:24.0) 1 1 0 R.YLHDESGLNR.R Dimethyl: 1

860 true 286 1231.5999 1230.5993 1 -5.4 134.19 23.67
24.0 
(M:24.0) 1 1 0 R.YLHDESGLNR.R Dimethyl: 1

861 true 287 1029.5047 1028.5039 1 -6.3 126.08 24.67
22.1 
(M:22.1) 1 1 0 K.EFNAEVHR.K Dimethyl: 1



862 true 287 1097.6381 1096.6291 1 1.61 312.81 24.83
19.7 
(M:19.7) 1 1 0 R.AALQEHIQR.R Dimethyl:2H(4): 1

863 true 287 1184.7493 1183.7354 1 5.6 133.61 25.67
42.0 
(M:42.0) 1 1 1 R.HLTGEFEKK.Y Dimethyl:2H(4): 1, 8, 9

864 true 287 1209.5369 1208.5248 1 4.02 40.39 22.33
59.5 
(M:59.5) 1 1 0 R.DSYESYGNSR.S Dimethyl:2H(4): 1

865 true 287 1235.6474 1234.6244 1 12.74 117.97 23.67
40.0 
(M:40.0) 1 1 0 R.YLHDESGLNR.R Dimethyl:2H(4): 1

866 true 287 1235.6474 1234.6244 1 12.74 117.97 23.67
40.0 
(M:40.0) 1 1 0 R.YLHDESGLNR.R Dimethyl:2H(4): 1

867 true 288 1033.561 1032.529 1 23.91 124.86 24.67
47.2 
(M:47.2) 2 1 0 K.EFNAEVHR.K Dimethyl:2H(4): 1

868 true 288 1100.6783 1099.6664 1 4.21 286.89 24.67
20.3 
(M:20.3) 1 1 0 R.ILMEHIHK.L Dimethyl:2H(4): 1, 8; Oxidation: 3



869 true 288 1278.6083 1277.6034 1 -1.89 117.92 22.17
18.0 
(M:18.0) 1 1 1 R.RMGESDDSILR.L

870 true 288 1279.7354 1278.7283 1 -0.16 179.95 22.17
43.3 
(M:43.3) 1 1 1 K.YIEDKEVCK.S

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 5, 9

871 false 289 1150.659 1149.6506 1 0.94 331.4 25.67
18.4 
(M:18.4) 1 2 0 R.LPETVHTAVR.Y Dimethyl: 1

872 true 289 1361.8478 1360.8355 1 3.68 212.23 23.83
47.0 
(M:47.0) 1 1 0 R.KPALPADEPAEK.A Dimethyl:2H(4): 1, 1, 12

873 true 290 1091.5894 1090.574 1 7.51 5.68 24.67
18.0 
(M:18.0) 1 1 1 -.MAAVAMLGRR.R Oxidation: 6

874 true 290 1290.6565 1289.6398 1 7.35 196.6 24.83
73.4 
(M:73.4) 4 1 0 R.VIGSGCNLDTAR.F Carbamidomethyl: 6; Dimethyl: 1

875 true 290 1310.5679 1309.5422 1 14.04 126.97 22.17
64.5 
(M:64.5) 1 1 0 R.DGEESGTYDGPR.T Dimethyl: 1



876 true 290 1384.6737 1383.667 1 -0.48 208.46 23.83
35.9 
(M:35.9) 4 1 0 R.ADTQTYQPYNK.D Dimethyl: 1, 11

877 true 291 1255.7506 1254.7424 1 0.76 262.52 25.67
71.1 
(M:71.1) 2 1 0 K.VYEGERPLTK.D Dimethyl:2H(4): 1, 10

878 true 291 1364.7464 1363.7285 1 7.73 171.37 23.67
16.5 
(M:16.5) 1 1 0 M.ESFNDASPGKPK.E Dimethyl:2H(4): 10; Dimethyl: 1, 12

879 false 292 1102.5889 1101.574 1 6.91 116.16 24.83
16.9 
(M:16.9) 1 8 0 K.VMGEATPLEK.K Dimethyl: 10

880 true 292 1102.5889 1101.5778 1 3.42 189.13 24.83
67.7 
(M:67.7) 3 1 0 K.ITITNDQNR.L Dimethyl: 1

881 true 292 1305.7309 1304.7201 1 2.72 314.07 25.67
39.5 
(M:39.5) 1 1 0 R.HVVPNEVTVQR.L Dimethyl: 1

882 true 293 715.4387 714.4276 1 5.34 154.45 26
22.2 
(M:22.2) 1 1 0 M.AVQISK.K Acetyl: 1; Dimethyl: 6



883 true 293 1106.6152 1105.6029 1 4.47 223.05 24.83
41.5 
(M:41.5) 3 1 0 K.ITITNDQNR.L Dimethyl:2H(4): 1

884 false 293 1106.6152 1105.6328 1 -22.51 346.71 24.83
15.1 
(M:15.1) 1 5 1 K.IGNCSIVRR.L

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

885 true 293 1190.6216 1189.6142 1 0.08 151.87 26.17
42.9 
(M:42.9) 1 1 0 R.YGDLGVHGNAR.T Dimethyl:2H(4): 1

886 true 293 1303.7029 1302.6833 1 9.44 310.23 24.67
65.3 
(M:65.3) 1 1 0 K.HYQDVLHHAK.T Dimethyl: 1, 10

887 false 293 1303.7029 1302.6853 1 7.88 206.24 24.67
15.0 
(M:15.0) 1 4 1 K.IICQKEEEAK.E Carbamidomethyl: 3; Dimethyl: 1, 10

888 true 293 1309.7585 1308.7452 1 4.62 316.78 25.67
49.6 
(M:49.6) 1 1 0 R.HVVPNEVTVQR.L Dimethyl:2H(4): 1

889 true 293 1499.9001 1498.8931 1 -0.19 220.51 24.83
32.4 
(M:32.4) 1 1 1 K.RKPQMTEEQIK.T Dimethyl:2H(4): 1, 2, 11; Oxidation: 5



890 true 293 2411.9825 2410.9759 1 -0.25 199.82 23.83
167.2 
(M:167.2) 2 1 0

R.GGGGGGYGSGGSSYGSGGGS
YGSGGGGGGGR.G Dimethyl: 1

891 true 294 719.4628 718.4527 1 4 139.6 26
16.0 
(M:16.0) 1 1 0 R.IVQAEK.Q Dimethyl:2H(4): 6

892 false 294 719.4628 718.4527 1 4 133.61 26
15.4 
(M:15.4) 1 3 0 M.AVQISK.K Dimethyl:2H(4): 6; Acetyl: 1

893 true 294 973.5387 972.5215 1 10.14 265.71 24.17
20.8 
(M:20.8) 2 1 0 K.GVAPLWMR.Q Oxidation: 7; Dimethyl: 1

894 true 294 1311.749 1310.7335 1 6.22 286.82 24.67
53.1 
(M:53.1) 1 1 0 K.HYQDVLHHAK.T Dimethyl:2H(4): 1, 10

895 true 294 1468.6684 1467.659 1 1.42 296.58 22.17
22.3 
(M:22.3) 1 1 0 R.NIDEHANEDVER.M Dimethyl: 1

896 true 294 2416.009 2415.001 1 0.31 236.51 23.83
219.2 
(M:219.2) 2 1 0

R.GGGGGGYGSGGSSYGSGGGS
YGSGGGGGGGR.G Dimethyl:2H(4): 1



897 true 295 1039.577 1038.576 1 -5.99 191.23 24.83
16.5 
(M:16.5) 1 1 0 R.IQQNTFTR.W Dimethyl:2H(4): 1

898 true 295 1348.6797 1347.6684 1 3.03 307.57 24.83
29.3 
(M:29.3) 1 1 0 K.EQHTHPAFTPR.T Dimethyl: 1

899 true 295 1369.7064 1368.6981 1 0.74 256.26 22.33
15.7 
(M:15.7) 1 1 0 K.DCCEKPIVER.S

Carbamidomethyl: 2, 3; 
Dimethyl:2H(4): 1, 5

900 true 295 1466.701 1465.6838 1 6.77 309.12 24.5
58.8 
(M:58.8) 1 1 0 K.YFPESHTTEATR.R Dimethyl: 1

901 true 295 1476.7099 1475.6976 1 3.4 313.08 22.33
47.3 
(M:47.3) 1 1 1 M.AQDQGEKENPMR.E Dimethyl:2H(4): 7; Acetyl: 1

902 true 296 1082.5972 1081.588 1 1.74 317.85 24.33
30.6 
(M:30.6) 2 1 0 K.TPGPGAQSALR.A Dimethyl: 1

903 true 297 1106.5881 1105.5781 1 2.46 402.45 25.33
61.5 
(M:61.5) 2 1 0 R.HFNAPSHIR.R Dimethyl: 1



904 true 297 1310.6741 1309.6561 1 8.17 182.04 24.67
17.2 
(M:17.2) 1 1 0 K.HLCQQLQAER.A Carbamidomethyl: 3; Dimethyl: 1

905 true 297 1516.7094 1515.7277 1 -16.88 157.61 23.67
16.8 
(M:16.8) 1 1 1 K.ASHRTDSSASVDQK.Q Dimethyl: 14

906 true 297 1569.9036 1568.8861 1 6.54 325.37 25.67
15.6 
(M:15.6) 1 1 1 K.AWNSVCPLVVRLK.R Carbamidomethyl: 6; Dimethyl: 13

907 true 298 832.3931 831.3909 1 -6.11 352.49 25.83
15.2 
(M:15.2) 1 1 0 R.SDGGMLPR.R

908 true 301 1540.8047 1539.7893 1 5.31 222.07 23.83
84.3 
(M:84.3) 1 1 0 R.NIIHGSDSVESAQK.E Dimethyl: 1, 14

909 true 301 1687.8976 1686.8802 1 6.01 204 25.67
35.0 
(M:35.0) 1 1 0 R.NHTVLQETPQHVTR.F Dimethyl: 1

910 true 301 1995.9762 1994.9599 1 4.54 177.37 25.67
65.5 
(M:65.5) 1 1 1 K.YFLHQSHEEREHAEK.L Dimethyl: 1, 15



911 true 302 1548.8533 1547.8395 1 4.24 185.54 23.83
95.0 
(M:95.0) 1 1 0 R.NIIHGSDSVESAQK.E Dimethyl:2H(4): 1, 14

912 true 302 1687.828 1686.8173 1 2.04 143.56 22.33
38.6 
(M:38.6) 1 1 0 K.LGQQETSENPSSQVR.R Dimethyl: 1

913 true 302 1691.9226 1690.9053 1 5.94 196.82 25.67
28.6 
(M:28.6) 1 1 0 R.NHTVLQETPQHVTR.F Dimethyl:2H(4): 1

914 true 302 2004.0257 2003.0101 1 4.16 184.56 25.67
48.8 
(M:48.8) 1 1 1 K.YFLHQSHEEREHAEK.L Dimethyl:2H(4): 1, 15

915 true 303 1578.6834 1577.6425 1 21.29 217.53 23.67
49.7 
(M:49.7) 1 1 1 R.FKCDQCDYACR.Q

Carbamidomethyl: 3, 6, 10; Dimethyl: 
1, 2

916 true 304 809.4887 808.4807 1 0.96 507.99 25.83
23.2 
(M:23.2) 2 1 0 R.VLEQHK.L Dimethyl: 1, 6

917 true 304 809.4887 808.4807 1 0.96 507.99 25.83
23.2 
(M:23.2) 2 1 0 R.VLEQHK.L Dimethyl: 1, 6



918 false 305 1031.5704 1030.5659 1 -2.62 212.56 22.67
28.3 
(M:28.3) 1 64.43 2 1 K.INGKDSIEK.E Dimethyl: 9

919 true 305 1031.5704 1030.5733 1 -9.79 130.97 22.67
30.4 
(M:30.4) 1 1 0 -.MAGLTPIEK.K Oxidation: 1; Dimethyl: 1, 9

920 false 305 1031.5704 1030.5845 1 -20.68 150.41 22.67
28.3 
(M:28.3) 1 2 1 K.IKLEMLER.E

921 true 305 1589.821 1588.7958 1 11.32 202.67 23.83
85.3 
(M:85.3) 1 1 0 K.ALPQEHAGSPDVQGR.L Dimethyl: 1

922 false 306 902.4809 901.4691 1 4.92 142.97 25.67
15.2 
(M:15.2) 1 2 0 R.IGATPMER.I Dimethyl: 1

923 true 306 1045.588 1044.5815 1 -0.81 143.91 23
45.8 
(M:45.8) 1 1 1 R.LSKEDIER.M Dimethyl: 1, 3

924 true 306 1163.6264 1162.6135 1 4.83 454.85 24
53.2 
(M:53.2) 3 1 0 K.FVATGHGQYK.R Dimethyl: 1, 10



925 true 306 1548.8027 1547.7944 1 0.69 126.05 24.83
79.5 
(M:79.5) 2 1 0 K.VEQATKPSFESGGR.R Dimethyl: 1, 6

926 true 306 1593.8498 1592.8209 1 13.58 246.21 23.83
71.0 
(M:71.0) 1 1 0 K.ALPQEHAGSPDVQGR.L Dimethyl:2H(4): 1

927 true 306 1635.8993 1634.9066 1 -8.9 289.52 24.67
16.0 
(M:16.0) 1 1 1 K.MENLQKLGNYTLK.L Dimethyl: 1, 6, 13

928 true 307 809.4652 808.4555 1 2.99 456.63 26.5
38.7 
(M:38.7) 1 1 0 K.DALHGLR.Y Dimethyl: 1

929 false 307 809.4652 808.4592 1 -1.59 491.21 26.5
18.8 
(M:18.8) 1 4 0 R.GNSSSGIK.L Dimethyl:2H(4): 1; Dimethyl: 8

930 true 307 906.5178 905.5222 1 -12.93 160.44 26.67
36.6 
(M:36.6) 1 1 0 K.VVFEQTK.A Dimethyl: 1, 7

931 true 307 1049.5682 1048.5603 1 0.54 208.45 24.17
18.3 
(M:18.3) 1 1 0 K.HADPIPDPR.A Dimethyl:2H(4): 1



932 true 307 1053.6385 1052.6317 1 -0.49 146.04 23
53.0 
(M:53.0) 2 1 1 R.LSKEDIER.M Dimethyl:2H(4): 1, 3

933 true 307 1087.5719 1086.557 1 6.94 363.12 25.17
23.5 
(M:23.5) 1 1 0 K.NLNHVSYGR.L Dimethyl: 1

934 true 307 1171.6528 1170.6637 1 -15.55 107.96 24
87.9 
(M:87.9) 3 1 0 K.FVATGHGQYK.R Dimethyl:2H(4): 1, 10

935 true 307 1556.8554 1555.8446 1 2.27 107.77 24.83
54.4 
(M:54.4) 2 1 0 K.VEQATKPSFESGGR.R Dimethyl:2H(4): 1, 6

936 true 307 1668.7319 1667.7651 1 -24.22 197.59 24.17
109.0 
(M:109.0) 1 1 0 K.IIHEDGYSEEECK.Q

Carbamidomethyl: 12; Dimethyl:2H(4): 
1; Dimethyl: 13

937 true 307 1668.7319 1667.7399 1 -9.15 213.22 24.17
109.0 
(M:109.0) 1 1 0 K.IIHEDGYSEEECR.Q

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

938 true 308 1091.5943 1090.5821 1 4.44 378.09 25.17
34.1 
(M:34.1) 1 1 0 K.NLNHVSYGR.L Dimethyl:2H(4): 1



939 true 308 1628.8162 1627.781 1 17.1 226.88 23.67
48.3 
(M:48.3) 1 1 1 R.RMEELHNQEMQK.R Dimethyl: 1, 12

940 true 309 900.5243 899.5127 1 4.86 569.3 26
31.1 
(M:31.1) 1 1 0 R.SDGLAHIR.D Dimethyl:2H(4): 1

941 true 309 1626.9173 1625.8876 1 13.75 300.53 24.83
18.6 
(M:18.6) 1 66.97 1 1 K.GAKLTPEEEEILNK.K Dimethyl: 3, 14

942 true 309 1636.8711 1635.8313 1 19.89 239.46 23.67
40.4 
(M:40.4) 1 1 1 R.RMEELHNQEMQK.R Dimethyl:2H(4): 1, 12

943 true 310 922.5491 921.5368 1 5.51 109.84 26
22.4 
(M:22.4) 1 1 1 R.IMLRDAR.Q Dimethyl:2H(4): 1; Oxidation: 2

944 true 310 1032.5384 1031.545 1 -13.46 282.83 25
33.5 
(M:33.5) 1 1 0 R.IGEQNFHR.A Dimethyl:2H(4): 1

945 true 310 1247.6665 1246.6464 1 10.31 205.7 23.83
35.0 
(M:35.0) 1 76.07 1 0 R.HQGVMVGMGQK.D

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 11



946 true 310 1247.6665 1246.6464 1 10.31 205.7 23.83
35.0 
(M:35.0) 1 76.07 1 0 R.HQGVMVGMGQK.D

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 11

947 true 310 1247.6665 1246.6464 1 10.31 205.7 23.83
35.0 
(M:35.0) 1 76.07 1 0 R.HQGVMVGMGQK.D

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 11

948 true 310 1247.6665 1246.6464 1 10.31 205.7 23.83
35.0 
(M:35.0) 1 76.07 1 0 R.HQGVMVGMGQK.D

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 11

949 true 310 1247.6665 1246.6464 1 10.31 205.7 23.83
35.0 
(M:35.0) 1 76.07 1 0 R.HQGVMVGMGQK.D

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 11

950 true 311 837.4248 836.4174 1 0.14 429.45 26
18.3 
(M:18.3) 1 1 1 -.SMTGGGKR.R Oxidation: 2; Dimethyl: 7

951 true 311 1066.6191 1065.6182 1 -6.04 280.35 25
57.4 
(M:57.4) 1 1 0 K.AVVGHDVSVK.V Dimethyl: 1, 10

952 true 311 1652.7757 1651.759 1 5.67 153.53 24.67
26.0 
(M:26.0) 1 1 1 K.GFHYESNNETDKR.E Dimethyl: 1, 12



953 true 311 1830.8755 1829.8693 1 -0.62 174.73 22.17
76.3 
(M:76.3) 1 1 0 R.EAPDTQNGVAENETPAR.C Dimethyl:2H(4): 1

954 true 312 1029.5177 1028.5039 1 6.33 139.98 26
16.3 
(M:16.3) 1 1 0 K.NYDSLPHR.L Dimethyl: 1

955 true 312 1155.5885 1154.587 1 -5 298.43 22.5
50.0 
(M:50.0) 1 1 0 R.TAQEVEQYR.S Dimethyl:2H(4): 1

956 true 312 1164.7139 1163.7026 1 3.42 425.53 25.17
51.9 
(M:51.9) 3 1 1 R.RLPPQQIEK.N Dimethyl: 1, 9

957 true 312 1660.8309 1659.8093 1 8.65 89.44 24.67
15.1 
(M:15.1) 1 1 1 K.GFHYESNNETDKR.E Dimethyl:2H(4): 1, 12

958 true 313 1164.6243 1163.6172 1 -0.15 423.82 25.17
35.0 
(M:35.0) 1 1 0 K.MLHVDPHQR.L Dimethyl:2H(4): 1

959 true 314 1194.6619 1193.6517 1 2.46 92.83 24.83
26.7 
(M:26.7) 1 1 0 K.AVQVHQDTLR.T Dimethyl: 1



960 true 314 2829.2995 2828.33 1 -13.38 100.92 22.33
122.4 
(M:122.4) 1 1 0

R.SGEGQSGAEPEGAAGGPGAE
EEKPPAENR.G Dimethyl:2H(4): 1, 23

961 false 315 887.4957 886.476 1 13.99 302.92 22.33
21.1 
(M:21.1) 1 4 0 K.EVGGDVQK.H Dimethyl: 1, 8

962 false 315 887.4957 886.4872 1 1.33 395.55 22.33
18.0 
(M:18.0) 1 6 1 K.ERGVGELK.I

963 true 315 1038.5732 1037.5869 1 -20.28 528.62 25.83
19.9 
(M:19.9) 1 1 1 K.ALKNHEDK.M Dimethyl: 1, 3, 8

964 true 315 1376.6615 1375.6442 1 7.28 298.46 25
31.2 
(M:31.2) 2 1 0 K.YTQSNSVCYAK.D Carbamidomethyl: 8; Dimethyl: 1, 11

965 true 316 946.4266 945.4226 1 -3.45 115.4 22.33
30.2 
(M:30.2) 1 1 0 K.ELPEDCR.G Carbamidomethyl: 6; Dimethyl: 1

966 false 316 988.5442 987.5172 1 19.98 162.63 23.83
16.4 
(M:16.4) 1 3 1 K.CSSVKHSK.I Carbamidomethyl: 1; Dimethyl: 1, 8



967 true 316 1523.8025 1522.7991 1 -2.56 188.12 23.83
15.7 
(M:15.7) 1 1 1 K.NLEAQHKELEEK.R Dimethyl: 1, 12

968 true 317 961.4336 960.4124 1 14.58 120.79 24
18.6 
(M:18.6) 1 1 0 K.VECWDPR.T Carbamidomethyl: 3

969 true 317 1427.8126 1426.802 1 2.32 366 24.33
20.1 
(M:20.1) 1 1 0 K.AYADQKPGTSGLR.K Dimethyl:2H(4): 1, 6

970 true 317 1691.8566 1690.8424 1 4.09 139.55 22.33
57.0 
(M:57.0) 1 1 0 K.LGQQETSENPSSQVR.R Dimethyl:2H(4): 1

971 true 318 1497.8105 1496.8075 1 -2.85 254.79 25.5
65.5 
(M:65.5) 1 1 0 K.IFSGSSHQDLSQK.I Dimethyl:2H(4): 1, 13

972 true 320 822.4258 821.4218 1 -4.02 600.19 24.17
17.8 
(M:17.8) 1 1 0 R.FVNCVR.F Carbamidomethyl: 4; Dimethyl: 1

973 true 320 1050.5698 1049.5655 1 -2.86 134.23 22.67
61.7 
(M:61.7) 1 1 0 R.AELSESQVR.Q Dimethyl:2H(4): 1



974 true 321 992.5663 991.56 1 -1 69.05 24.83
24.7 
(M:24.7) 1 1 0 R.VTDALNATR.A Dimethyl:2H(4): 1

975 false 321 992.5663 991.5423 1 16.89 84.74 24.83
20.4 
(M:20.4) 1 2 0 -.MAAPLGTGAR.A Dimethyl:2H(4): 1; Oxidation: 1

976 true 321 1164.6298 1163.6237 1 -0.98 478.53 26.5
40.5 
(M:40.5) 2 1 0 R.LSEGYAIHSR.D Dimethyl:2H(4): 1

977 true 321 1939.0165 1938.0258 1 -8.55 126.53 25
27.9 
(M:27.9) 1 1 1 R.DVKPHNVMIDHEHRK.L Dimethyl: 1, 3, 15

978 false 322 1018.5089 1017.4979 1 3.67 99.32 22.33
18.1 
(M:18.1) 1 3 0 R.ITEDVEER.L Dimethyl: 1

979 true 322 1070.5941 1069.588 1 -1.08 199.67 23.83
34.4 
(M:34.4) 1 1 0 R.QAQVAEQLR.E Dimethyl: 1

980 true 322 1140.5933 1139.5683 1 15.5 197.77 22.67
16.8 
(M:16.8) 1 1 0 K.IVASSHENQR.S



981 true 322 1293.8332 1292.8206 1 4.14 206.46 26.17
49.1 
(M:49.1) 2 1 0 K.NILDNKPAANK.K Dimethyl:2H(4): 1, 6, 11

982 true 322 1488.7689 1487.7515 1 6.82 237.62 24.5
74.0 
(M:74.0) 1 1 0 R.ATMQQQQQLASAR.N Dimethyl: 1

983 false 322 1488.7689 1487.7555 1 4.12 438.28 24.5
19.1 
(M:19.1) 1 4 1 K.NMGFDVKQQLHK.I Oxidation: 2; Dimethyl: 12

984 true 322 1951.0993 1950.1011 1 -4.63 113.9 25
22.0 
(M:22.0) 1 1 1 R.DVKPHNVMIDHEHRK.L Dimethyl:2H(4): 1, 3, 15

985 false 323 1074.6177 1073.6015 1 8.23 232.08 23.83
15.4 
(M:15.4) 1 3 1 R.QVCKNTLR.L Carbamidomethyl: 3; Dimethyl: 1, 4

986 true 323 1074.6177 1073.6131 1 -2.53 196.98 23.83
16.7 
(M:16.7) 1 1 0 R.QAQVAEQLR.E Dimethyl:2H(4): 1

987 true 323 1356.759 1355.7409 1 8 242.8 25.67
16.4 
(M:16.4) 1 1 1 K.HKSETDTTLIR.G Dimethyl: 1, 2



988 true 323 1481.8866 1480.8602 1 12.92 315.29 26
22.5 
(M:22.5) 1 1 0 K.ANGTTVHVGIHPSK.V Dimethyl:2H(4): 1, 14

989 false 324 805.3994 804.4051 1 -16.17 425.12 24
15.4 
(M:15.4) 1 6 0 K.EAADMLK.A Dimethyl: 1

990 false 324 805.3994 804.3912 1 1.11 386.79 24
16.5 
(M:16.5) 1 4 0 R.QMAAAGGR.A Oxidation: 2; Dimethyl: 1

991 true 324 881.486 880.4767 1 2.33 489.99 25
18.6 
(M:18.6) 1 1 0 R.LLEVDHR.I

992 false 324 881.486 880.4879 1 -10.42 782.31 25
16.8 
(M:16.8) 1 2 0 R.SVVGNLHR.L

993 true 325 885.5254 884.5382 1 -22.62 489.75 25
33.5 
(M:33.5) 1 1 0 K.VIDTLHR.H Dimethyl:2H(4): 1

994 true 325 1145.5711 1144.5659 1 -1.77 352.7 24
15.7 
(M:15.7) 1 1 0 K.AIQCIDGGQR.F Carbamidomethyl: 4; Dimethyl: 1



995 true 325 1285.5608 1284.547 1 5.11 304.39 25.83
17.9 
(M:17.9) 1 1 1 K.ESETKDDDYR.Q Dimethyl: 1

996 true 326 954.5319 953.5232 1 1.48 143.81 24.17
31.1 
(M:31.1) 2 1 0 K.DIIHDPGR.G Dimethyl:2H(4): 1

997 true 326 1010.5591 1009.5457 1 6.02 195.02 24.5
22.2 
(M:22.2) 1 1 0 R.HPFAQAVGR.N Dimethyl: 1

998 true 327 1014.5712 1013.5709 1 -6.85 269.96 24.5
28.7 
(M:28.7) 1 1 0 R.HPFAQAVGR.N Dimethyl:2H(4): 1

999 true 327 1097.4885 1096.4766 1 4.21 273.05 25.33
49.5 
(M:49.5) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

1000 true 327 1097.4885 1096.4766 1 4.21 273.05 25.33
49.5 
(M:49.5) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

1001 true 327 1097.4885 1096.4766 1 4.21 273.05 25.33
49.5 
(M:49.5) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1



1002 true 327 1097.4885 1096.4766 1 4.21 273.05 25.33
49.5 
(M:49.5) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

1003 true 328 1073.6305 1072.6241 1 -0.76 234.79 24
30.2 
(M:30.2) 2 1 1 K.ITITNDKGR.L Dimethyl: 1, 7

1004 true 328 1073.6305 1072.6241 1 -0.76 234.79 24
30.2 
(M:30.2) 2 1 1 K.ITITNDKGR.L Dimethyl: 1, 7

1005 false 329 1098.6676 1097.6669 1 -5.97 322.38 24.67
17.7 
(M:17.7) 1 2 1 M.AAAVVGVSLRR.G

1006 true 329 1330.7204 1329.7091 1 3.02 281.58 25.83
38.0 
(M:38.0) 1 1 1 R.RLPEAHADYAR.Y Dimethyl:2H(4): 1

1007 true 330 859.4431 858.431 1 5.64 493.7 26.33
29.7 
(M:29.7) 1 1 0 R.CAYVYK.A Carbamidomethyl: 1; Dimethyl: 1, 6

1008 false 330 859.4431 858.4459 1 -11.74 359.63 26.33
20.4 
(M:20.4) 1 3 0 K.QVYMDK.L

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 6



1009 true 331 895.4744 894.4633 1 4.28 562.22 26.33
44.2 
(M:44.2) 1 1 0 R.NCAAYLK.L Carbamidomethyl: 2; Dimethyl: 1, 7

1010 true 331 895.4744 894.4633 1 4.28 562.22 26.33
44.2 
(M:44.2) 1 1 0 R.NCAAYLK.L Carbamidomethyl: 2; Dimethyl: 1, 7

1011 false 331 1294.7023 1293.6751 1 15.37 209.24 24.17
18.2 
(M:18.2) 1 3 0 K.LVNASGGAVYCK.F Carbamidomethyl: 11; Dimethyl: 1, 12

1012 true 331 1434.6787 1433.6693 1 1.48 247.91 23.83
31.6 
(M:31.6) 1 1 0 K.CQPQETCNLPR.L

Carbamidomethyl: 1, 7; 
Dimethyl:2H(4): 1

1013 true 332 1027.5326 1026.5219 1 3.36 260.37 25.33
25.3 
(M:25.3) 2 1 0 R.NMGYVQQR.R Dimethyl:2H(4): 1

1014 true 332 1240.6641 1239.6711 1 -11.48 106.64 22.5
15.9 
(M:15.9) 1 1 0 K.VPEPVDTQTAK.I Dimethyl: 1, 11

1015 true 333 1076.4647 1075.4546 1 2.7 292.77 25.33
30.2 
(M:30.2) 1 1 0 K.CYYYHSR.I Carbamidomethyl: 1; Dimethyl: 1



1016 true 333 1308.7198 1307.7085 1 3.07 191.65 24.17
62.3 
(M:62.3) 1 1 1 K.KSPALEEPPER.K Dimethyl: 1, 1

1017 true 334 1289.6525 1288.6511 1 -4.5 118.3 22.33
32.8 
(M:32.8) 1 1 0 K.VGGTSDVEVNEK.K Dimethyl: 1, 12

1018 false 334 1289.6525 1288.6379 1 5.72 -1 22.33
20.6 
(M:20.6) 1 2 0 K.TTMCVEMLIK.E

Carbamidomethyl: 4; Dimethyl:2H(4): 
10; Oxidation: 3, 7

1019 true 334 1316.7697 1315.7587 1 2.77 229.6 24.17
62.7 
(M:62.7) 1 1 1 K.KSPALEEPPER.K Dimethyl:2H(4): 1, 1

1020 true 334 1492.7947 1491.7766 1 7.24 296.79 24.5
42.2 
(M:42.2) 1 1 0 R.ATMQQQQQLASAR.N Dimethyl:2H(4): 1

1021 true 335 811.5031 810.4963 1 -0.64 421.62 25.83
30.9 
(M:30.9) 2 97.08 1 1 R.VKGAPSPK.V Dimethyl: 2

1022 true 335 1357.746 1356.75 1 -8.35 133.22 23.5
63.5 
(M:63.5) 1 1 1 K.VAEIEQAEKEK.M Dimethyl: 1, 9, 11



1023 true 336 823.5024 822.4963 1 -1.43 444.65 26
43.1 
(M:43.1) 5 1 0 K.IIAPPER.K Dimethyl: 1

1024 true 336 823.5024 822.4963 1 -1.43 444.65 26
43.1 
(M:43.1) 5 1 0 K.IIAPPER.K Dimethyl: 1

1025 true 336 823.5024 822.4963 1 -1.43 444.65 26
43.1 
(M:43.1) 5 1 0 K.IIAPPER.K Dimethyl: 1

1026 true 336 823.5024 822.4963 1 -1.43 444.65 26
43.1 
(M:43.1) 5 1 0 K.IIAPPER.K Dimethyl: 1

1027 true 336 823.504 822.4963 1 0.42 473.89 26.17
16.7 
(M:16.7) 1 1 0 K.DIAAHIK.K Dimethyl: 1, 7

1028 true 336 1183.6328 1182.6273 1 -1.48 179.07 26.33
15.4 
(M:15.4) 1 1 0 K.GHEFYNPQK.K Dimethyl:2H(4): 1, 9

1029 true 336 1461.6086 1460.5847 1 11.38 262.34 24
16.5 
(M:16.5) 1 1 0 R.CQVTYCSAECR.Q

Carbamidomethyl: 1, 6, 10; Dimethyl: 
1



1030 true 336 1577.6842 1576.6762 1 0.46 277.4 24
90.1 
(M:90.1) 3 1 0 K.LFQECCPHSTDR.V Carbamidomethyl: 5, 6; Dimethyl: 1

1031 true 337 1310.8041 1309.7969 1 -0.1 262.95 24.17
50.1 
(M:50.1) 2 1 0 K.LAEAVAATQKPK.K Dimethyl: 1, 10, 12

1032 true 337 1347.6706 1346.6728 1 -7.01 117.59 22.33
65.1 
(M:65.1) 1 1 0 R.QQEAAAAEAEAAR.K Dimethyl:2H(4): 1

1033 true 337 1414.629 1413.6161 1 4.01 242.66 22.83
80.0 
(M:80.0) 1 1 0 R.SGYGYNEPEQSR.F Dimethyl: 1

1034 true 338 1095.5704 1094.572 1 -8.11 272.44 26.33
40.7 
(M:40.7) 1 1 0 K.NTIVTSYNR.N Dimethyl: 1

1035 true 338 1322.8767 1321.8723 1 -2.18 227.47 24.17
44.1 
(M:44.1) 2 1 0 K.LAEAVAATQKPK.K Dimethyl:2H(4): 1, 10, 12

1036 true 338 1465.6282 1464.6098 1 7.62 401.71 24
26.2 
(M:26.2) 1 1 0 R.CQVTYCSAECR.Q

Carbamidomethyl: 1, 6, 10; 
Dimethyl:2H(4): 1



1037 true 338 1581.7118 1580.7014 1 2.01 267.98 24
71.5 
(M:71.5) 2 1 0 K.LFQECCPHSTDR.V

Carbamidomethyl: 5, 6; 
Dimethyl:2H(4): 1

1038 true 338 2242.1279 2241.1138 1 3.02 218.81 24.67
54.6 
(M:54.6) 1 1 1

R.GPTQQQQNSSDSGKKPWER.
S Dimethyl: 1, 14, 15

1039 true 339 1416.7236 1415.7054 1 7.76 242.3 22.67
34.7 
(M:34.7) 1 1 1 K.MKDTDSEEEIR.E Dimethyl:2H(4): 1, 2

1040 true 340 1445.7672 1444.7649 1 -3.46 248.49 23
75.3 
(M:75.3) 1 1 0 K.SEPVPENNDGPVK.V Dimethyl:2H(4): 1, 13

1041 false 341 772.4701 771.4603 1 3.25 373.96 24.67
15.6 
(M:15.6) 1 8 1 K.QVEKIR.L

1042 false 341 772.4701 771.4603 1 3.25 456.03 24.67
22.1 
(M:22.1) 1 2 0 K.LTIQNR.Q Dimethyl: 1

1043 true 341 833.4781 832.4695 1 1.61 244.62 25
19.9 
(M:19.9) 1 1 0 K.LAEPYGK.I Dimethyl: 1, 7



1044 true 341 2053.0439 2051.9881 1 23.66 269.94 23.83
16.4 
(M:16.4) 1 1 1 R.CFVVGADNVGSKQMQQIR.M Carbamidomethyl: 1; Oxidation: 14

1045 false 342 776.4941 775.4854 1 1.84 362.63 24.67
34.5 
(M:34.5) 1 2 0 K.LTIQNR.Q Dimethyl:2H(4): 1

1046 false 342 776.4941 775.4854 1 1.84 530.17 24.67
17.6 
(M:17.6) 1 5 1 K.LQEKAR.K Dimethyl:2H(4): 1

1047 true 342 884.5143 883.5127 1 -6.47 366.9 25.17
35.6 
(M:35.6) 1 1 0 K.TAVAPIER.V Dimethyl: 1

1048 true 342 1488.6777 1487.6675 1 1.97 130.27 22.33
21.9 
(M:21.9) 1 1 1 M.AQDQGEKENPMR.E Acetyl: 1; Oxidation: 11; Dimethyl: 7

1049 true 342 1693.6591 1692.6621 1 -6.06 98.95 22.5
24.2 
(M:24.2) 1 1 0 K.CGFCHAGEEENEAR.G Carbamidomethyl: 1, 4; Dimethyl: 1

1050 false 343 788.4423 787.4374 1 -3.08 357.07 24.83
22.6 
(M:22.6) 1 2 0 K.IAIQCR.S Carbamidomethyl: 5; Dimethyl: 1



1051 true 343 1085.6338 1084.6492 1 -20.89 275 25.83
30.5 
(M:30.5) 1 1 1 R.ALLGEGGKEK.L Dimethyl: 1, 8, 10

1052 false 343 1085.6338 1084.6241 1 2.28 262.12 25.83
18.7 
(M:18.7) 1 9 1 R.IAVVGEGREK.F Dimethyl: 10

1053 true 343 1111.6058 1110.6124 1 -12.47 304.21 26.17
20.0 
(M:20.0) 1 1 0 K.HFHTAPLEK.N Dimethyl:2H(4): 9

1054 true 344 1325.6539 1324.6558 1 -6.86 254.21 25
36.7 
(M:36.7) 1 1 0 K.ALADHSMAQTPR.L Dimethyl: 1

1055 true 344 1522.6853 1521.6729 1 3.36 72.11 22.33
27.4 
(M:27.4) 1 1 0 R.CQGLEASSGETAER.G Carbamidomethyl: 1; Dimethyl: 1

1056 true 344 1522.6853 1521.6729 1 3.36 72.11 22.33
27.4 
(M:27.4) 1 1 0 R.CQGLEASSGETAER.G Carbamidomethyl: 1; Dimethyl: 1

1057 true 344 1741.877 1740.8543 1 8.82 184.78 24
44.4 
(M:44.4) 2 1 0 R.QSTGSAPQGPAYHGVTR.T Dimethyl: 1



1058 true 345 716.4094 715.4017 1 0.65 199.34 24.33
23.6 
(M:23.6) 2 1 0 K.YGPPVR.T Dimethyl: 1

1059 true 345 1186.5994 1185.5891 1 2.54 130.16 26.17
65.3 
(M:65.3) 1 1 0 R.YGDLGVHGNAR.T Dimethyl: 1

1060 true 345 1329.6728 1328.6809 1 -11.55 232.7 25
19.1 
(M:19.1) 1 1 0 K.ALADHSMAQTPR.L Dimethyl:2H(4): 1

1061 true 345 1551.8458 1550.8304 1 5.2 211.56 24.17
54.9 
(M:54.9) 1 1 1 K.NLEAQHKELEEK.R Dimethyl: 1, 7, 12

1062 true 346 720.4335 719.4268 1 -0.83 211.42 24.33
26.4 
(M:26.4) 2 1 0 K.YGPPVR.T Dimethyl:2H(4): 1

1063 true 346 986.5596 985.5556 1 -3.35 115.16 25.17
29.4 
(M:29.4) 1 1 0 R.VQSVEQIR.E Dimethyl: 1

1064 true 348 1408.6967 1407.6816 1 5.53 239.88 26.33
43.9 
(M:43.9) 2 1 0 R.NSMPASSFQQQK.L Dimethyl: 1, 12



1065 true 348 1408.6967 1407.6816 1 5.53 239.88 26.33
43.9 
(M:43.9) 2 1 0 R.NSMPASSFQQQK.L Dimethyl: 1, 12

1066 true 348 1891.9994 1890.9964 1 -2.25 183.75 22.67
75.6 
(M:75.6) 1 1 1 K.GKPDTEVTEDEEYKR.V Dimethyl:2H(4): 1, 2, 14

1067 true 349 1046.547 1045.5404 1 -0.65 167.33 22.67
44.9 
(M:44.9) 1 1 0 R.AELSESQVR.Q Dimethyl: 1

1068 true 349 1243.6577 1242.6518 1 -1.15 241.03 26.17
39.6 
(M:39.6) 1 1 0 K.TDGCHVYLSK.N

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 10

1069 true 349 1253.6611 1252.6524 1 1.15 186.22 26
44.3 
(M:44.3) 1 1 0 K.HAEATLGSGNLR.M Dimethyl: 1

1070 true 349 1500.7087 1499.729 1 -18.35 370.48 25
15.2 
(M:15.2) 1 1 1 R.LAEDDKDGVMAHK.V Oxidation: 10; Dimethyl: 1, 13

1071 false 350 858.498 857.4858 1 5.7 584.04 24.33
17.6 
(M:17.6) 1 2 0 K.ADVLDAVK.A Dimethyl: 8



1072 true 350 858.498 857.4971 1 -7.39 488.26 24.33
19.5 
(M:19.5) 1 1 0 M.ALVETAVR.G

1073 true 350 1103.5679 1102.5619 1 -1.12 244.71 22.83
35.6 
(M:35.6) 1 1 0 K.LAGESESNLR.K Dimethyl: 1

1074 false 350 1511.7883 1510.8144 1 -22.06 208.15 25
15.3 
(M:15.3) 1 3 1 R.IVKSESGYGFNVR.G Dimethyl: 1, 3

1075 true 350 1511.7883 1510.7892 1 -5.42 231.36 25
20.5 
(M:20.5) 1 1 1 K.LFNDQHPSKDVR.K Dimethyl: 1, 9

1076 true 351 866.446 865.448 1 -10.76 563.38 25.17
27.2 
(M:27.2) 2 1 0 K.YCQVIR.V Carbamidomethyl: 2; Dimethyl: 1

1077 true 351 1107.5885 1106.587 1 -5.19 231.49 22.83
31.7 
(M:31.7) 1 1 0 K.LAGESESNLR.K Dimethyl:2H(4): 1

1078 true 351 1129.5602 1128.5564 1 -3.02 390.87 25
17.9 
(M:17.9) 1 1 0 R.GNPGGEFGPNK.R Dimethyl: 1, 11



1079 true 351 1273.6043 1272.6033 1 -4.95 218.88 26
17.6 
(M:17.6) 1 1 0 R.HQQFEQCIR.T Carbamidomethyl: 7; Dimethyl: 1

1080 true 351 1514.7053 1513.7175 1 -12.84 217.53 25.17
17.4 
(M:17.4) 1 1 0 R.VNHEGPWPSHGNR.Q Dimethyl: 1

1081 false 352 1137.6934 1136.6893 1 -2.72 450.94 23.67
22.1 
(M:22.1) 1 2 1 R.LQKELEDAK.A Dimethyl:2H(4): 1, 9

1082 true 352 1137.6934 1136.6893 1 -2.72 302.91 23.67
62.9 
(M:62.9) 1 1 0 R.IQEAGTEVVK.A Dimethyl:2H(4): 1, 10

1083 true 352 1259.678 1258.667 1 2.98 142.29 24.67
38.8 
(M:38.8) 1 1 0 R.NSLQPPPPPER.R Dimethyl: 1

1084 true 353 1149.5995 1148.591 1 1.06 311.4 25
16.2 
(M:16.2) 1 1 0 K.AIQCIDGGQR.F

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

1085 false 353 1161.5479 1160.5673 1 -23.01 315.22 22.83
15.3 
(M:15.3) 1 3 0 R.GNASSSPDSLAK.E Dimethyl: 12



1086 true 353 1161.5479 1160.5496 1 -7.72 286.71 22.83
31.7 
(M:31.7) 1 1 0 K.CATITPDEAR.V Carbamidomethyl: 1; Dimethyl: 1

1087 true 353 1464.8483 1463.8348 1 4.23 358.58 26.17
90.5 
(M:90.5) 2 1 0 R.EDSVKPGAHLTVK.K Dimethyl: 1, 5, 13

1088 false 353 1464.8483 1463.8534 1 -8.49 284.04 26.17
16.8 
(M:16.8) 1 50 3 1 R.KLPHELCALISK.V Carbamidomethyl: 7; Dimethyl: 1, 12

1089 true 353 2072.86 2071.8528 1 -0.06 124.1 22.33
40.8 
(M:40.8) 1 1 0 K.TCPEDAEPEQEPEGDGEK.K Carbamidomethyl: 2; Dimethyl: 1, 18

1090 true 354 1160.6087 1159.5986 1 2.42 303.38 25
29.7 
(M:29.7) 1 1 0 K.VQVYQEPNR.E Dimethyl: 1

1091 true 354 1165.583 1164.5747 1 0.85 341 22.83
30.9 
(M:30.9) 1 1 0 K.CATITPDEAR.V

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

1092 true 355 889.4576 888.4487 1 1.81 419.3 25.17
26.8 
(M:26.8) 1 1 0 R.CILQDGR.V Carbamidomethyl: 1; Dimethyl: 1



1093 false 355 889.4576 888.4665 1 -18.15 443.26 25.17
15.3 
(M:15.3) 1 5 0 R.TISLGAGDR.Q

1094 true 355 1003.5664 1002.5532 1 5.91 261.68 25.33
27.3 
(M:27.3) 1 1 0 R.QQQLTAMK.V Dimethyl: 1, 8

1095 true 355 1164.6267 1163.6237 1 -3.65 318.65 25
29.6 
(M:29.6) 1 1 0 K.VQVYQEPNR.E Dimethyl:2H(4): 1

1096 true 356 849.463 848.4542 1 1.87 376.11 22.5
15.2 
(M:15.2) 1 1 0 R.IDADVER.V Dimethyl:2H(4): 1

1097 true 356 1011.6169 1010.6034 1 6.13 151.69 25.33
19.8 
(M:19.8) 1 1 0 R.QQQLTAMK.V Dimethyl:2H(4): 1, 8

1098 true 356 1190.6067 1189.6241 1 -20.7 63.64 24
24.2 
(M:24.2) 1 1 0 K.IANPVEGSTDR.Q Dimethyl:2H(4): 1

1099 true 356 1227.7699 1226.7587 1 3.19 177.16 24.67
28.7 
(M:28.7) 1 1 0 R.VLIGQGSHPQK.V Dimethyl:2H(4): 1, 11



1100 true 357 960.4736 959.4651 1 1.3 154.4 24.67
20.1 
(M:20.1) 1 1 0 R.NYYTPDR.M Dimethyl:2H(4): 1

1101 true 357 1287.5904 1286.5905 1 -5.71 234.06 24.83
35.9 
(M:35.9) 1 1 0 R.GWGNNYQQHR.Q Dimethyl: 1

1102 false 358 756.468 755.4654 1 -6.2 140.73 28.5
18.9 
(M:18.9) 1 6 0 R.GKPLASR.M Dimethyl: 1

1103 true 358 1017.4996 1016.4977 1 -5.3 291.4 24.17
34.9 
(M:34.9) 2 1 0 R.YSGNQFNR.R Dimethyl:2H(4): 1

1104 true 358 1258.6611 1257.6677 1 -11.02 87.16 22.83
20.3 
(M:20.3) 1 1 1 R.VIEDRDSQLR.S Dimethyl: 1

1105 true 358 1444.7267 1443.7252 1 -4.02 365.74 24
66.4 
(M:66.4) 1 1 1 R.QRVDQDVMAAQR.K Dimethyl: 1

1106 false 359 816.4402 815.4501 1 -21.05 339.08 26.33
19.9 
(M:19.9) 1 4 0 R.QDIISGR.L Dimethyl: 1



1107 true 359 816.4402 815.4389 1 -7.29 370.85 26.33
23.8 
(M:23.8) 1 1 0 R.QDLQEK.T Dimethyl: 1, 6

1108 true 359 879.4864 878.4974 1 -20.79 558.99 25.17
30.0 
(M:30.0) 1 1 0 K.LPEISHR.L Dimethyl: 1

1109 true 359 957.4939 956.4927 1 -6.4 52.71 22.5
21.1 
(M:21.1) 1 1 0 K.VDVGEASPR.T Dimethyl: 1

1110 true 359 1080.4947 1079.4797 1 7.23 273.14 25.33
17.6 
(M:17.6) 1 1 0 K.CYYYHSR.I

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

1111 true 359 1087.5926 1086.6096 1 -22.26 328.61 25.17
15.3 
(M:15.3) 1 1 1 R.KQVDAFCR.Y

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 1

1112 true 359 1313.6505 1312.6412 1 1.58 157.91 22.83
51.6 
(M:51.6) 1 1 1 R.WKEDPSPENR.T Dimethyl: 1, 2

1113 true 359 1483.7421 1482.7551 1 -13.67 392.02 24.17
15.4 
(M:15.4) 1 1 0 R.HQLLGHIDMDTR.E Dimethyl:2H(4): 1; Oxidation: 9



1114 true 360 960.5031 959.4924 1 3.59 107.38 22.5
19.4 
(M:19.4) 1 1 0 K.LLEGEESR.I Dimethyl: 1

1115 true 360 960.5031 959.4924 1 3.59 107.38 22.5
19.4 
(M:19.4) 1 1 0 K.LLEGEESR.L Dimethyl: 1

1116 true 360 1255.6932 1254.706 1 -15.92 74.81 26.5
37.4 
(M:37.4) 1 1 0 K.GIPQASEYQAK.V Dimethyl:2H(4): 1, 11

1117 true 360 1351.7215 1350.718 1 -2.83 365.64 24.83
16.2 
(M:16.2) 1 1 1 K.SDKGTLTSEEPK.V Dimethyl:2H(4): 3; Dimethyl: 12

1118 true 360 1674.8692 1673.8485 1 7.97 256.8 26
84.9 
(M:84.9) 2 1 0 K.QSEGPSGVPAHPLQSR.T Dimethyl: 1

1119 true 361 964.5219 963.5175 1 -3 116.32 22.5
23.8 
(M:23.8) 1 1 0 K.LLEGEESR.I Dimethyl:2H(4): 1

1120 true 361 964.5219 963.5175 1 -3 116.32 22.5
23.8 
(M:23.8) 1 1 0 K.LLEGEESR.L Dimethyl:2H(4): 1



1121 true 361 1520.7209 1519.7202 1 -4.28 167.18 25.17
62.6 
(M:62.6) 1 1 0 K.EHDPVGQMVNNPR.I Dimethyl: 1

1122 true 361 1678.8884 1677.8736 1 4.45 358.69 26
42.6 
(M:42.6) 1 1 0 K.QSEGPSGVPAHPLQSR.T Dimethyl:2H(4): 1

1123 true 362 1010.5532 1009.5429 1 3.01 291.94 26
32.8 
(M:32.8) 1 1 0 K.EMHVGHLR.S Dimethyl:2H(4): 1

1124 true 362 1021.5743 1020.5604 1 6.48 174.34 26.33
29.7 
(M:29.7) 1 80.4 1 1 R.NISFNDKK.F Dimethyl: 1, 8

1125 true 362 1021.5743 1020.5604 1 6.48 174.34 26.33
29.7 
(M:29.7) 1 80.4 1 1 R.NISFNDKK.F Dimethyl: 1, 8

1126 true 362 1021.5743 1020.5604 1 6.48 174.34 26.33
29.7 
(M:29.7) 1 80.4 1 1 R.NISFNDKK.F Dimethyl: 1, 8

1127 true 362 1360.7051 1359.6895 1 6.12 167.71 25.17
21.5 
(M:21.5) 1 1 0 R.VNLAVHEEHER.I Dimethyl: 1



1128 true 362 1524.7575 1523.7453 1 3.23 212.38 25.17
46.2 
(M:46.2) 1 1 0 K.EHDPVGQMVNNPR.I Dimethyl:2H(4): 1

1129 true 363 1364.7231 1363.7146 1 0.91 210.55 25.17
31.5 
(M:31.5) 1 1 0 R.VNLAVHEEHER.I Dimethyl:2H(4): 1

1130 true 364 1016.5347 1015.5389 1 -11.26 220.59 25.17
20.0 
(M:20.0) 1 1 0 R.VDTPHYPR.W Dimethyl:2H(4): 1

1131 true 364 1145.5826 1144.5625 1 11.18 386.12 24.33
19.6 
(M:19.6) 1 1 0 K.NFRPDDPTR.K Dimethyl: 1

1132 true 365 1116.565 1115.5571 1 0.56 229.87 22.5
83.6 
(M:83.6) 1 1 0 R.QDVDNASLAR.L Dimethyl: 1

1133 true 365 1281.5326 1280.5213 1 3.17 246.99 25.33
51.3 
(M:51.3) 2 1 0 K.CHLCNYACR.R Carbamidomethyl: 1, 4, 8; Dimethyl: 1

1134 true 366 883.4991 882.4923 1 -0.51 619.75 26.17
33.5 
(M:33.5) 2 1 0 K.GANPVEIR.R Dimethyl: 1



1135 false 366 1092.5788 1091.5975 1 -23.8 250.01 26.5
16.5 
(M:16.5) 1 3 1 K.NELKIYER.T Dimethyl: 1

1136 true 366 1120.5931 1119.5822 1 3.19 250.66 22.5
62.2 
(M:62.2) 1 1 0 R.QDVDNASLAR.L Dimethyl:2H(4): 1

1137 false 366 1120.5931 1119.5884 1 -2.34 261.97 22.5
20.1 
(M:20.1) 1 2 1 R.TRTSGQLTEK.A

1138 false 366 1127.6111 1126.5982 1 4.98 274.05 23.5
15.5 
(M:15.5) 1 2 0 K.IPSEQEQLR.A Dimethyl: 1

1139 true 366 1196.6287 1195.6197 1 1.46 117.09 24.17
49.2 
(M:49.2) 2 1 0 K.QVHPDTGISSK.A Dimethyl: 11

1140 true 366 1196.6287 1195.6197 1 1.46 117.09 24.17
49.2 
(M:49.2) 2 1 0 K.QVHPDTGISSK.A Dimethyl: 11

1141 true 366 1285.5589 1284.5464 1 4.08 195.37 25.33
31.6 
(M:31.6) 1 1 0 K.CHLCNYACR.R

Carbamidomethyl: 1, 4, 8; 
Dimethyl:2H(4): 1



1142 true 367 887.5241 886.5174 1 -0.65 514.68 26.17
38.7 
(M:38.7) 2 1 0 K.GANPVEIR.R Dimethyl:2H(4): 1

1143 true 367 1099.6008 1098.5971 1 -3.27 300.56 26.33
30.0 
(M:30.0) 2 1 0 K.NTIVTSYNR.N Dimethyl:2H(4): 1

1144 true 367 1154.6456 1153.6278 1 9.16 349.13 25.17
28.8 
(M:28.8) 1 1 1 R.VELMKGEHR.T Dimethyl: 1, 5

1145 true 367 1382.5803 1381.5689 1 2.93 257.01 25.5
42.0 
(M:42.0) 3 1 0 K.CHLCSYACQR.R Carbamidomethyl: 1, 4, 8; Dimethyl: 1

1146 false 368 883.4924 882.4923 1 -8.11 358.27 27
15.2 
(M:15.2) 1 2 0 K.DLVVQGPR.Y

1147 true 368 1160.583 1159.592 1 -14.1 401.81 25.17
21.4 
(M:21.4) 1 1 0 K.MLHVDPHQR.L Dimethyl: 1

1148 true 368 1497.8804 1496.8562 1 11.25 147.05 25.33
29.4 
(M:29.4) 1 1 1 K.TIIQNPTDQQKK.D Dimethyl: 1, 11, 12



1149 false 369 916.5254 915.5262 1 -8.83 233.24 24.83
21.5 
(M:21.5) 1 2 0 K.AGMTHIVR.E Dimethyl:2H(4): 1

1150 true 369 1223.6271 1222.6268 1 -5.65 90.66 22.83
23.1 
(M:23.1) 1 1 1 K.FEKEAAEMGK.G Dimethyl: 1, 3, 10

1151 true 369 1223.6271 1222.6268 1 -5.65 90.66 22.83
23.1 
(M:23.1) 1 1 1 K.FEKEAAEMGK.G Dimethyl: 1, 3, 10

1152 true 371 949.5898 948.5869 1 -4.57 150.13 24.83
17.7 
(M:17.7) 1 1 0 K.LHQVVVAR.Y Dimethyl: 1

1153 true 371 1219.7635 1218.7725 1 -13.39 188.12 25.17
36.3 
(M:36.3) 1 1 1 R.GHLDKLEPSK.I Dimethyl:2H(4): 1, 5, 10

1154 true 371 1430.6644 1429.6442 1 9.03 323.32 24.33
58.6 
(M:58.6) 2 1 0 K.CQPQETCNLPR.L Carbamidomethyl: 1, 7; Dimethyl: 1

1155 true 371 1721.8459 1720.8308 1 4.54 194.44 25.33
61.0 
(M:61.0) 1 1 0 K.SDSGKPYYYNSQTK.E Dimethyl: 1, 5, 14



1156 true 372 958.4994 957.5032 1 -11.53 184.24 24.83
16.5 
(M:16.5) 1 1 0 R.VFNPGGSPR.I Dimethyl: 1

1157 false 372 1009.5338 1008.5314 1 -4.86 385 26.5
17.2 
(M:17.2) 1 4 0 K.LVNDYMAK.K Dimethyl: 1, 8

1158 true 372 1009.5338 1008.5314 1 -4.86 266.04 26.5
38.7 
(M:38.7) 1 1 1 K.GKFEDMAK.A Dimethyl: 1, 2, 8

1159 true 372 1733.9178 1732.9061 1 2.53 219.36 25.33
36.2 
(M:36.2) 1 1 0 K.SDSGKPYYYNSQTK.E Dimethyl:2H(4): 1, 5, 14

1160 true 373 845.486 844.4857 1 -8.28 406.37 24.5
29.2 
(M:29.2) 1 1 0 R.YAHLGPR.R Dimethyl:2H(4): 1

1161 true 374 1125.6052 1124.6012 1 -2.94 407.25 26.33
41.0 
(M:41.0) 1 1 0 R.AHIAQLCEK.A Carbamidomethyl: 7; Dimethyl: 1, 9

1162 true 374 1304.6611 1303.6772 1 -17.92 137.44 24.5
23.6 
(M:23.6) 1 1 1 K.YDPQKEAELR.T Dimethyl: 1, 5



1163 true 375 890.4578 889.4658 1 -17.16 379.22 24.17
23.9 
(M:23.9) 1 1 0 R.FLESNPR.V Dimethyl: 1

1164 true 375 1133.6544 1132.6514 1 -3.77 428.72 26.33
37.8 
(M:37.8) 1 1 0 R.AHIAQLCEK.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 9

1165 true 375 1278.6415 1277.6404 1 -4.84 259.54 25.67
29.0 
(M:29.0) 1 1 1 K.YGDFNKDVHK.S Dimethyl: 1, 10

1166 true 376 894.483 893.4909 1 -16.95 487.64 24.17
17.7 
(M:17.7) 1 1 0 R.FLESNPR.V Dimethyl:2H(4): 1

1167 true 376 1176.6165 1175.6233 1 -12.03 206.55 26.67
45.1 
(M:45.1) 1 1 0 K.HVLNHMIER.R Dimethyl: 1

1168 false 377 1180.6532 1179.6434 1 2.13 233.07 27.17
16.1 
(M:16.1) 1 2 1 K.GKITFCTGIR.V Carbamidomethyl: 6; Dimethyl: 1

1169 true 377 1180.6532 1179.636 1 8.39 192.96 27.17
70.0 
(M:70.0) 1 1 0 K.QLGDHVTNLR.K Dimethyl: 1



1170 true 378 1048.5412 1047.5237 1 9.77 107.02 23
29.7 
(M:29.7) 1 1 0 R.QIDNPDYK.G Dimethyl: 1, 8

1171 true 378 1235.6083 1234.6016 1 -0.48 192.45 26.17
59.6 
(M:59.6) 1 1 0 K.TDGCHVYLSK.N Carbamidomethyl: 4; Dimethyl: 1, 10

1172 true 379 780.45 779.4541 1 -14.66 525.48 25.33
16.9 
(M:16.9) 1 1 0 K.LSPNPPK.L Dimethyl: 7

1173 true 379 1229.6054 1228.5949 1 2.65 243.59 26
44.9 
(M:44.9) 1 1 0 K.NENNSHAFIR.K Dimethyl: 1

1174 false 380 809.4818 808.4555 1 23.41 333.97 25.17
17.5 
(M:17.5) 1 2 0 R.VLADHAR.T Dimethyl: 1

1175 true 380 1257.6818 1256.6775 1 -2.34 215 26
21.2 
(M:21.2) 2 1 0 K.HAEATLGSGNLR.M Dimethyl:2H(4): 1

1176 true 380 1714.9029 1713.8897 1 3.43 144.05 22.83
24.4 
(M:24.4) 1 1 0 K.SIEEQQKPLTDSQR.V Dimethyl: 1, 7



1177 true 381 1287.6453 1286.6408 1 -2.12 207.26 26.5
36.4 
(M:36.4) 1 1 0 K.DGPFKPDHYR.Y Dimethyl: 1, 5

1178 true 381 1724.808 1723.7948 1 3.44 153.05 23.33
79.3 
(M:79.3) 1 1 0 R.CSLQPQQEGPGPEGGR.G Carbamidomethyl: 1; Dimethyl: 1

1179 true 382 1243.736 1242.7095 1 15.52 231.01 24.83
23.7 
(M:23.7) 1 1 1 R.GPGGTRGGLGGGIR.G Dimethyl:2H(4): 1

1180 true 382 1337.5946 1336.587 1 0.21 228.76 26.17
42.7 
(M:42.7) 1 1 0 R.MGSHPYYPDSR.H Dimethyl: 1

1181 true 382 1361.8536 1360.8468 1 -0.34 335.59 25.5
63.4 
(M:63.4) 1 1 1 R.GKDGEIHPVSVK.V Dimethyl:2H(4): 1, 2, 12

1182 true 382 1373.6545 1372.6524 1 -3.74 364.55 26.17
28.4 
(M:28.4) 1 1 0 K.YFLHQSHEER.E Dimethyl: 1

1183 true 382 1563.9002 1562.9057 1 -8.18 217.59 24.17
40.2 
(M:40.2) 1 1 1 K.NLEAQHKELEEK.R Dimethyl:2H(4): 1, 7, 12



1184 true 383 827.523 826.5214 1 -6.88 384.13 25.33
41.5 
(M:41.5) 7 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

1185 true 383 827.523 826.5214 1 -6.88 384.13 25.33
41.5 
(M:41.5) 7 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

1186 true 383 827.523 826.5214 1 -6.88 384.13 25.33
41.5 
(M:41.5) 7 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

1187 true 383 827.523 826.5214 1 -6.88 384.13 25.33
41.5 
(M:41.5) 7 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

1188 false 383 1126.6609 1125.6546 1 -0.9 357.74 24.33
27.2 
(M:27.2) 1 2 0 K.LHSGEKPFK.C Dimethyl: 1, 6, 9

1189 false 383 1126.6609 1125.6546 1 -0.9 357.74 24.33
27.2 
(M:27.2) 1 2 0 K.LHSGEKPFK.C Dimethyl: 1, 6, 9

1190 true 383 1377.6842 1376.6775 1 -0.41 397.52 26.17
50.5 
(M:50.5) 1 1 0 K.YFLHQSHEER.E Dimethyl:2H(4): 1



1191 true 384 1047.6109 1046.6212 1 -16.78 167.42 24.17
24.7 
(M:24.7) 1 1 0 R.IDDIVSGHK.K Dimethyl:2H(4): 1, 9

1192 true 385 888.5397 887.5378 1 -6.05 485.64 25.17
41.5 
(M:41.5) 1 1 0 K.TAVAPIER.V Dimethyl:2H(4): 1

1193 false 385 1076.5746 1075.5456 1 20.12 226.93 24.17
20.8 
(M:20.8) 1 6 0 -.MAAPAMAEPR.S Dimethyl:2H(4): 1

1194 false 385 1076.5746 1075.5761 1 -8.19 240.73 24.17
20.8 
(M:20.8) 1 6 0 K.TSTLAEEVAK.A Dimethyl: 10

1195 true 385 1334.7071 1333.7086 1 -6.6 265.85 24.83
32.4 
(M:32.4) 1 1 0 K.GMGTVQQGMPHK.C Dimethyl:2H(4): 1, 12

1196 true 386 1049.5867 1048.5917 1 -11.73 213.56 26.67
53.6 
(M:53.6) 3 1 1 R.NISFNDKK.F Dimethyl: 1, 7, 8

1197 true 386 1049.5867 1048.5917 1 -11.73 213.56 26.67
53.6 
(M:53.6) 3 1 1 R.NISFNDKK.F Dimethyl: 1, 7, 8



1198 true 386 1049.5867 1048.5917 1 -11.73 213.56 26.67
53.6 
(M:53.6) 3 1 1 R.NISFNDKK.F Dimethyl: 1, 7, 8

1199 true 386 1098.6165 1097.6321 1 -20.78 261.38 24.5
47.8 
(M:47.8) 2 1 0 R.FLNAENAQK.F Dimethyl:2H(4): 1, 9

1200 false 386 1295.7801 1294.7761 1 -2.53 294.07 25.67
15.7 
(M:15.7) 1 2 0 R.AAPFLAQIPVLR.A

1201 true 387 918.4709 917.4706 1 -7.53 316.09 25.17
17.4 
(M:17.4) 1 1 0 M.LEGVSEEK.D Dimethyl: 8

1202 true 387 1106.5822 1105.5801 1 -4.75 260.23 26.67
45.9 
(M:45.9) 1 1 0 R.NGSLICTASK.D Carbamidomethyl: 6; Dimethyl: 1, 10

1203 false 387 1106.5822 1105.5964 1 -19.46 252.97 26.67
20.9 
(M:20.9) 1 2 1 K.RVPQCTTGR.V

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

1204 true 387 1594.8338 1593.8207 1 3.65 236.4 26.67
75.4 
(M:75.4) 1 1 1 K.KTANDMIHAENMR.L Dimethyl:2H(4): 1, 1



1205 false 388 1078.5164 1077.5125 1 -3.13 289.1 23.17
18.3 
(M:18.3) 1 3 0 K.SIDTGMGLER.L

1206 true 388 1114.6332 1113.6304 1 -3.97 316.96 26.67
25.9 
(M:25.9) 1 1 0 R.NGSLICTASK.D

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 10

1207 true 388 1386.5987 1385.5941 1 -1.89 393.67 25.5
23.6 
(M:23.6) 1 1 0 K.CHLCSYACQR.R

Carbamidomethyl: 1, 4, 8; 
Dimethyl:2H(4): 1

1208 true 388 1598.8587 1597.8474 1 2.49 300.97 26.33
30.1 
(M:30.1) 1 1 0 K.SINQQSGAHVELQR.N Dimethyl:2H(4): 1

1209 false 389 990.5753 989.5808 1 -12.88 98.75 25.17
18.6 
(M:18.6) 1 3 0 K.IQTVSSPAR.D Dimethyl:2H(4): 1

1210 true 389 990.5753 989.5808 1 -12.88 98.84 25.17
32.7 
(M:32.7) 1 1 0 R.VQSVEQIR.E Dimethyl:2H(4): 1

1211 false 389 990.5753 989.5808 1 -12.88 87.35 25.17
17.7 
(M:17.7) 1 4 1 K.QKEELQR.Q Dimethyl:2H(4): 1; Dimethyl: 2



1212 false 389 990.5753 989.5766 1 -8.67 124.82 25.17
17.2 
(M:17.2) 1 5 1 R.VCKQMIK.R Carbamidomethyl: 2; Dimethyl: 1, 3, 7

1213 true 389 1125.5844 1124.5764 1 0.67 298.06 23
51.0 
(M:51.0) 2 1 0 R.IADGYEQAAR.I Dimethyl:2H(4): 1

1214 true 389 1437.718 1436.7147 1 -2.76 184.54 23
57.0 
(M:57.0) 1 1 0 K.SEPVPENNDGPVK.V Dimethyl: 1, 13

1215 true 390 1932.863 1931.8472 1 4.41 153.96 24.33
61.9 
(M:61.9) 1 1 0 R.VQEYCDQHHFQEEK.I Carbamidomethyl: 5; Dimethyl: 1, 14

1216 true 391 1500.7446 1499.7328 1 3.01 87.49 22.67
20.9 
(M:20.9) 1 1 0 R.GEQDQLAVQSQNR.T Dimethyl: 1

1217 true 391 1614.7883 1613.7984 1 -10.78 223.94 24.83
77.6 
(M:77.6) 1 1 0

R.GPMGGGPQGPGGPPGGGPK
.S Dimethyl: 1, 19

1218 true 391 1850.815 1849.8132 1 -2.95 303.9 26.17
76.7 
(M:76.7) 2 1 0 R.YFDGSGGNNHAVEHYR.E Dimethyl: 1



1219 true 391 1927.9673 1926.9734 1 -6.92 140.63 26.17
29.1 
(M:29.1) 1 1 0 R.HTNPIVENGQIHPCQK.V Carbamidomethyl: 14; Dimethyl: 1, 16

1220 true 392 1145.6577 1144.6514 1 -0.92 442.69 25.5
29.3 
(M:29.3) 1 1 0 R.GIEPHGNMVK.Q Dimethyl:2H(4): 1, 10

1221 true 392 1504.7692 1503.7579 1 2.67 141.36 22.83
81.2 
(M:81.2) 1 1 0 R.GEQDQLAVQSQNR.T Dimethyl:2H(4): 1

1222 true 392 1622.8308 1621.8486 1 -15.48 241.83 24.83
45.0 
(M:45.0) 1 1 0

R.GPMGGGPQGPGGPPGGGPK
.S Dimethyl:2H(4): 1, 19

1223 true 392 1854.8588 1853.8383 1 7.12 357.46 26
65.4 
(M:65.4) 2 1 0 R.YFDGSGGNNHAVEHYR.E Dimethyl:2H(4): 1

1224 false 392 1940.9119 1939.8974 1 3.68 162.8 24.33
19.1 
(M:19.1) 1 2 0 R.VQEYCDQHHFQEEK.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 14

1225 true 392 1940.9119 1939.8629 1 21.48 372.45 24.33
21.8 
(M:21.8) 1 1 1 R.MALEGMGSGSHQSTYGRR.A Oxidation: 6



1226 true 393 1349.7734 1348.7715 1 -3.94 317.87 25.5
64.6 
(M:64.6) 1 1 1 R.GKDGEIHPVSVK.V Dimethyl: 1, 2, 12

1227 true 393 1689.9149 1688.9372 1 -17.54 240.51 24.83
20.4 
(M:20.4) 1 1 0 R.VEAIPVNRPGQHGQR.L Dimethyl:2H(4): 1

1228 false 394 1088.6269 1087.6288 1 -8.39 225.18 25.33
18.6 
(M:18.6) 1 4 0 K.QAIEGVGNLR.M Dimethyl:2H(4): 1

1229 false 394 1088.6269 1087.6427 1 -21.18 261.15 25.33
20.8 
(M:20.8) 1 2 0 K.LPTAEQELK.E Dimethyl:2H(4): 1; Dimethyl: 9

1230 false 394 1088.6269 1087.6172 1 2.23 219.3 25.33
16.5 
(M:16.5) 1 7 1 -.MAAKTQGGIR.L Dimethyl: 1, 4

1231 false 394 1088.6269 1087.6125 1 6.56 173.96 25.33
20.5 
(M:20.5) 1 3 0 R.LSDLSEQLK.S Dimethyl: 1, 9

1232 true 394 1244.6597 1243.6772 1 -19.9 117 23.17
66.2 
(M:66.2) 1 1 1 K.LKDSEAELQR.R Dimethyl: 1, 2



1233 true 394 1372.7691 1371.7623 1 -0.33 317.96 25.5
77.5 
(M:77.5) 1 1 0 K.EAQLHAAQAHLK.L Dimethyl: 1, 12

1234 true 394 1804.9416 1803.9414 1 -3.9 233.84 24.33
23.9 
(M:23.9) 1 1 1 K.RELHGQNPVVTPCNK.Q Carbamidomethyl: 13; Dimethyl: 1, 15

1235 true 394 1990.9501 1989.9293 1 6.81 161.42 24.33
64.7 
(M:64.7) 1 1 1 R.HQEHKGEIDAHEDSFR.S Dimethyl: 1, 5

1236 false 395 1098.584 1097.5829 1 -5.65 182.67 25.17
20.4 
(M:20.4) 1 2 0 R.LEQNGSPLGR.G Dimethyl: 1

1237 true 395 1252.737 1251.7274 1 1.86 112.35 23.17
45.3 
(M:45.3) 1 1 1 K.LKDSEAELQR.R Dimethyl:2H(4): 1, 2

1238 false 395 1252.737 1251.7461 1 -13.01 169.76 23.17
32.1 
(M:32.1) 1 2 1 R.LGLQQMDKAGK.L Dimethyl:2H(4): 1, 8

1239 true 396 1343.7789 1342.7696 1 1.49 140.87 23.33
38.7 
(M:38.7) 1 1 0 K.QDLPAPEEKPR.I Dimethyl:2H(4): 1, 9



1240 false 396 1839.9779 1838.9718 1 -0.65 150.57 24.33
15.5 
(M:15.5) 1 5 1 K.MKAGQCVIGLQMGTNK.C

Carbamidomethyl: 6; Dimethyl:2H(4): 
2; Oxidation: 1; Dimethyl: 1, 16

1241 true 396 1839.9779 1838.9673 1 1.84 274.52 24.33
57.4 
(M:57.4) 1 1 0 K.VMQQQQTAQQQLPQK.V Dimethyl: 1, 15

1242 true 396 2364.0173 2362.9972 1 5.45 144.39 22.83
77.8 
(M:77.8) 1 1 0 R.LCQEEEHVPEQHEEEEER.V Carbamidomethyl: 2; Dimethyl: 1

1243 true 397 944.5027 943.4876 1 8.27 153.31 26.5
19.6 
(M:19.6) 1 1 0 R.DVYHLNR.H Dimethyl: 1

1244 true 397 2315.1351 2314.1149 1 5.57 145.04 24.33
100.2 
(M:100.2) 1 1 1

R.HASSTSVSAGSNDNAKEDLNV
R.L Dimethyl: 1, 16

1245 true 397 2368.044 2367.0223 1 6.1 166.71 22.83
78.7 
(M:78.7) 1 1 0 R.LCQEEEHVPEQHEEEEER.V

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

1246 false 398 954.5341 953.5182 1 9.03 233.5 27.67
26.8 
(M:26.8) 1 3 0 K.SIDGLHEK.G Dimethyl: 1, 8



1247 true 398 1266.6213 1265.6448 1 -24.29 159.1 24.17
15.3 
(M:15.3) 1 1 1 R.RAMSAETAGAGGR.G Dimethyl:2H(4): 1

1248 true 399 958.5139 957.5032 1 3.59 159.18 26.83
32.4 
(M:32.4) 1 1 0 R.YHIEVNR.V Dimethyl: 1

1249 true 400 712.4089 711.414 1 -17.42 175.99 26.67
17.9 
(M:17.9) 1 1 1 R.QRQPR.E Dimethyl: 1

1250 false 400 822.4552 821.4647 1 -20.44 467.01 24.33
16.1 
(M:16.1) 1 3 1 R.AYAKDVK.F Dimethyl: 7

1251 true 400 863.5068 862.4913 1 9.54 517.05 24.67
20.8 
(M:20.8) 1 1 1 K.AQDFVKK.F Dimethyl: 7

1252 true 400 962.5591 961.5597 1 -8.14 146.03 26.67
20.4 
(M:20.4) 1 1 0 K.GLGFSIVGGK.D Dimethyl: 10

1253 true 400 996.5261 995.5189 1 0.01 230.69 25.67
42.1 
(M:42.1) 1 1 0 K.GIYPHEPR.H Dimethyl: 1



1254 true 400 1247.6934 1246.6921 1 -4.8 132.11 25.17
34.8 
(M:34.8) 2 1 0 K.VYEGERPLTK.D Dimethyl: 1, 10

1255 true 400 1728.8348 1727.8199 1 4.42 206.55 23.33
60.6 
(M:60.6) 1 1 0 R.CSLQPQQEGPGPEGGR.G

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

1256 true 401 1000.5537 999.544 1 2.41 202.58 25.67
45.4 
(M:45.4) 1 1 0 K.GIYPHEPR.H Dimethyl:2H(4): 1

1257 true 401 1056.5698 1055.5739 1 -10.79 127.09 23
23.8 
(M:23.8) 1 1 0 R.QIDNPDYK.G Dimethyl:2H(4): 1, 8

1258 true 401 1869.8908 1868.8799 1 1.94 219.36 23.33
77.2 
(M:77.2) 1 1 1 R.QVQNGPSPDEMEAQRR.Q Dimethyl: 1

1259 false 402 915.4964 914.4934 1 -4.62 154.2 24.5
19.9 
(M:19.9) 1 3 1 K.NEVNGKVR.I

1260 true 402 915.4964 914.4821 1 7.65 138.65 24.5
60.0 
(M:60.0) 1 1 0 R.NSLPDSVR.I Dimethyl: 1



1261 false 402 1014.561 1013.5757 1 -21.67 119.68 23.33
15.3 
(M:15.3) 1 7 1 K.IDGTLKDPK.S Dimethyl: 9

1262 true 402 1014.561 1013.5506 1 3.12 133.48 23.33
45.4 
(M:45.4) 2 1 0 K.LLADQAEAR.R Dimethyl: 1

1263 true 403 919.5206 918.5073 1 6.6 107.46 24.5
37.4 
(M:37.4) 1 1 0 R.NSLPDSVR.I Dimethyl:2H(4): 1

1264 true 403 1018.5851 1017.5757 1 2.11 166.3 23.33
36.9 
(M:36.9) 2 1 0 K.LLADQAEAR.R Dimethyl:2H(4): 1

1265 false 403 1018.5851 1017.5971 1 -18.94 118.22 23.33
15.7 
(M:15.7) 1 10 1 R.KFIEAAQR.Y Dimethyl: 1, 1

1266 true 403 1479.7416 1478.7478 1 -9.06 289.63 24.17
23.0 
(M:23.0) 1 1 0 K.QQALAVSTDPEHR.F Dimethyl: 1

1267 true 404 877.5496 876.5433 1 -1.12 495.15 25.83
21.1 
(M:21.1) 1 1 1 R.KIIYER.A Dimethyl: 1, 1



1268 false 404 1021.6082 1020.6067 1 -5.68 193.14 26.5
17.5 
(M:17.5) 1 2 1 K.GKFEDMAK.A Dimethyl:2H(4): 1, 2, 8

1269 true 404 1096.5806 1095.5722 1 1.05 194.45 23
38.5 
(M:38.5) 1 1 0 K.DCVGPEVEK.A

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 9

1270 true 404 1160.6025 1159.5986 1 -2.91 427.08 26.5
47.3 
(M:47.3) 1 1 0 R.LSEGYAIHSR.D Dimethyl: 1

1271 true 404 1280.7162 1279.7186 1 -7.59 151.45 25.83
86.0 
(M:86.0) 1 1 0 K.APVEQEVAIHR.I Dimethyl:2H(4): 1

1272 true 405 1394.7389 1393.7354 1 -2.68 196.26 25.17
24.4 
(M:24.4) 1 1 0 R.WDPDKPGDKPR.M Dimethyl: 1, 5, 9

1273 false 406 1114.6086 1113.6142 1 -11.54 264.49 23.5
15.6 
(M:15.6) 1 7 1 K.QQKIEQER.K Dimethyl: 1, 3

1274 true 406 1114.6086 1113.603 1 -1.46 252.47 23.5
46.4 
(M:46.4) 1 1 0 K.NVNVVEQEK.I Dimethyl: 1, 9



1275 false 406 1137.6262 1136.6413 1 -19.7 387.12 25.5
17.3 
(M:17.3) 1 8 1 K.EGIKDGATMK.T Dimethyl:2H(4): 4; Dimethyl: 1, 10

1276 true 406 1137.6262 1136.6012 1 15.54 429.91 25.5
41.2 
(M:41.2) 1 1 0 R.GIEPHGNMVK.Q Dimethyl: 1, 10

1277 true 407 989.5121 988.509 1 -4.21 164.27 25.83
41.0 
(M:41.0) 4 1 0 R.NTNPNFVR.C Dimethyl: 1

1278 true 407 989.5121 988.509 1 -4.21 164.27 25.83
41.0 
(M:41.0) 4 1 0 R.NTNPNFVR.C Dimethyl: 1

1279 true 407 1154.5664 1153.5553 1 3.26 210.92 22.83
29.4 
(M:29.4) 1 1 0 K.AYEGSEPDVR.N Dimethyl:2H(4): 1

1280 true 407 1158.6347 1157.6557 1 -24.43 230.89 23.5
20.1 
(M:20.1) 1 1 0 R.GFLIGPSLAQR.L

1281 false 407 1158.6347 1157.6233 1 3.51 192.11 23.5
15.2 
(M:15.2) 1 6 1 K.FGFGFGGTGKK.S Dimethyl: 10, 11



1282 false 407 1158.6347 1157.6478 1 -17.64 299.64 23.5
17.2 
(M:17.2) 1 3 1 K.QLMKTPEQK.L Dimethyl: 1, 9

1283 true 407 1700.8728 1699.8529 1 7.42 170.77 24.5
100.8 
(M:100.8) 3 1 1 K.QEYDESGPSIVHRK.C Dimethyl: 1, 14

1284 true 407 1700.8728 1699.8529 1 7.42 170.77 24.5
100.8 
(M:100.8) 3 1 1 K.QEYDESGPSIVHRK.C Dimethyl: 1, 14

1285 true 408 1061.6561 1060.667 1 -17.1 227.15 26.67
57.9 
(M:57.9) 1 1 1 R.NISFNDKK.F Dimethyl:2H(4): 1, 7, 8

1286 true 408 1061.6561 1060.667 1 -17.1 227.15 26.67
57.9 
(M:57.9) 1 1 1 R.NISFNDKK.F Dimethyl:2H(4): 1, 7, 8

1287 true 408 1061.6561 1060.667 1 -17.1 227.15 26.67
57.9 
(M:57.9) 1 1 1 R.NISFNDKK.F Dimethyl:2H(4): 1, 7, 8

1288 true 408 1126.6228 1125.607 1 7.53 418.79 26.33
64.2 
(M:64.2) 1 1 1 K.AEKEYQFK.V Dimethyl: 1, 3, 8



1289 true 408 1713.8173 1712.8264 1 -9.56 161.22 24.17
34.9 
(M:34.9) 1 1 1 R.QLVHVGRDEETSCR.N Carbamidomethyl: 13; Dimethyl: 1

1290 false 409 987.5492 986.5549 1 -13.2 231.67 24.5
20.8 
(M:20.8) 1 2 1 R.DKYGPPVR.T Dimethyl: 1, 2

1291 true 409 993.5385 992.5341 1 -2.94 243 25.83
41.1 
(M:41.1) 3 1 0 R.NTNPNFVR.C Dimethyl:2H(4): 1

1292 true 409 993.5385 992.5341 1 -2.94 243 25.83
41.1 
(M:41.1) 3 1 0 R.NTNPNFVR.C Dimethyl:2H(4): 1

1293 true 409 1111.5624 1110.5458 1 8.34 302.74 24.5
39.9 
(M:39.9) 1 1 0 K.HPPGDEIYR.K Dimethyl: 1

1294 true 409 1138.6882 1137.6823 1 -1.22 379.4 26.33
38.8 
(M:38.8) 1 1 1 K.AEKEYQFK.V Dimethyl:2H(4): 1, 3, 8

1295 true 409 1191.5943 1190.5945 1 -6.25 161.44 25.5
19.5 
(M:19.5) 1 1 0 K.EHFNVHAGPR.E Dimethyl: 1



1296 true 409 1204.5636 1203.5376 1 15.5 113.86 23.33
53.9 
(M:53.9) 1 1 0 R.LECVEPNCR.S Carbamidomethyl: 3, 8; Dimethyl: 1

1297 true 410 995.6101 994.6051 1 -2.34 125.62 24.5
31.5 
(M:31.5) 1 1 1 R.DKYGPPVR.T Dimethyl:2H(4): 1, 2

1298 false 410 1120.5965 1119.6121 1 -20.41 327.16 26.83
28.1 
(M:28.1) 1 2 0 R.RPTGCTQLR.Q

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

1299 true 410 1120.5965 1119.5958 1 -5.89 294.64 26.83
47.0 
(M:47.0) 1 1 0 K.CTNSTLQIK.G Carbamidomethyl: 1; Dimethyl: 1, 9

1300 true 410 1208.5749 1207.5627 1 4.01 63.17 23.33
55.2 
(M:55.2) 1 1 0 R.LECVEPNCR.S

Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1

1301 true 410 1262.6417 1261.6353 1 -0.7 302.54 25.5
48.0 
(M:48.0) 1 1 0 K.EFPVSSGSQHR.K Dimethyl:2H(4): 1

1302 true 410 1714.907 1713.9202 1 -11.99 225.89 26.33
30.6 
(M:30.6) 1 1 0 K.NEPYKPHPHDLVGK.D Dimethyl: 1, 5, 14



1303 false 410 1714.907 1713.8948 1 2.86 263.59 26.33
16.5 
(M:16.5) 1 3 0 R.TAPLGTGSSEHLQQTR.I Dimethyl:2H(4): 1

1304 true 410 1932.8191 1931.8221 1 -5.28 164.77 24.17
108.2 
(M:108.2) 1 1 0 R.DCHEEVYAGSHQYPGR.G Carbamidomethyl: 2; Dimethyl: 1

1305 true 411 1166.6522 1165.6455 1 -0.47 499.32 26.33
75.5 
(M:75.5) 1 1 0 R.HVGDLGNVTAK.G Dimethyl: 1, 11

1306 true 411 1727.0037 1725.9956 1 0.48 267.66 26.33
31.9 
(M:31.9) 1 1 0 K.NEPYKPHPHDLVGK.D Dimethyl:2H(4): 1, 5, 14

1307 true 411 2099.9402 2098.9702 1 -17.75 141.65 24.17
35.8 
(M:35.8) 1 1 0 R.SIAECPQHNNSVGVDTSTR.Q Carbamidomethyl: 5; Dimethyl: 1

1308 true 412 1174.7035 1173.6957 1 0.4 162.51 26.33
60.4 
(M:60.4) 1 1 0 R.HVGDLGNVTAK.G Dimethyl:2H(4): 1, 11

1309 true 414 1335.729 1334.7194 1 1.76 179.6 23.5
56.7 
(M:56.7) 1 1 0 K.QDLPAPEEKPR.I Dimethyl: 1, 9



1310 true 415 912.5151 911.5014 1 7.05 61.87 24.83
22.7 
(M:22.7) 2 1 0 K.VDNLTYR.T Dimethyl:2H(4): 1

1311 true 415 1380.825 1379.8125 1 3.75 390.78 25.5
36.1 
(M:36.1) 1 1 0 K.EAQLHAAQAHLK.L Dimethyl:2H(4): 1, 12

1312 false 416 928.5552 927.5401 1 8.38 150.06 26.67
17.4 
(M:17.4) 2 4 0 R.QLYMVSK.E Dimethyl:2H(4): 7; Dimethyl: 1

1313 true 416 1355.7257 1354.7279 1 -7 190.5 25.33
19.2 
(M:19.2) 1 1 1 K.IAAEMKAHLEAK.E Oxidation: 5; Dimethyl: 1

1314 false 416 1547.787 1546.8177 1 -24.55 125.47 25.17
16.8 
(M:16.8) 1 3 1 R.MWELSAVAKVELR.G Oxidation: 1

1315 true 417 1287.6745 1286.6718 1 -3.57 181.38 24.33
20.4 
(M:20.4) 1 1 1 R.LGAGEKDAEEIK.I Dimethyl: 12

1316 true 417 1384.6997 1383.6944 1 -1.41 322.93 24.67
42.6 
(M:42.6) 1 1 0 K.YTQSNSVCYAK.D

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 11



1317 true 417 1461.7241 1460.7161 1 0.53 357.88 25.5
38.4 
(M:38.4) 1 1 0 K.QYPDSPHSIPHR.S Dimethyl: 1

1318 true 417 1549.7927 1548.7896 1 -2.71 140.99 25.33
30.6 
(M:30.6) 1 1 1 R.SQYEQLAEQNRK.D Dimethyl: 1, 12

1319 true 418 1007.5429 1006.5245 1 10.99 162.55 24.33
46.7 
(M:46.7) 1 1 0 R.CSYEGLSK.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 8

1320 true 418 1557.8385 1556.8398 1 -5.52 161.27 25.33
88.0 
(M:88.0) 1 1 1 R.SQYEQLAEQNRK.D Dimethyl:2H(4): 1, 12

1321 false 419 1484.7865 1483.7559 1 15.7 249.57 25.83
16.3 
(M:16.3) 1 50 7 1 K.KADQFDFEISTK.R Dimethyl: 1, 12

1322 true 419 1484.7865 1483.7783 1 0.57 243.35 25.83
76.9 
(M:76.9) 1 1 0 K.GAASRPIEHTDFK.M Dimethyl: 1, 13

1323 true 419 1682.7937 1681.7808 1 3.29 190.01 23.33
50.8 
(M:50.8) 1 1 1 R.GIPDRDGQHYPDER.H Dimethyl: 1



1324 true 420 1042.4845 1041.4814 1 -4.05 265.77 26.5
18.3 
(M:18.3) 1 1 0 R.WCNEHLR.C Carbamidomethyl: 2; Dimethyl: 1

1325 true 420 1432.6901 1431.685 1 -1.55 371.98 26.33
19.0 
(M:19.0) 1 1 0 R.APENTMQAMQQK.L Dimethyl: 1, 12

1326 true 420 1489.7675 1488.7573 1 1.99 241.05 25.5
78.9 
(M:78.9) 1 1 0 K.IFSGSSHQDLSQK.I Dimethyl: 1, 13

1327 true 420 1666.6898 1665.6754 1 4.25 159.02 23
89.9 
(M:89.9) 1 1 0 R.NSGGEAYEEDEEGPR.T Dimethyl: 1

1328 true 420 1686.8334 1685.8419 1 -9.36 286.07 25.5
15.6 
(M:15.6) 1 1 1 R.LQYIQRCEEMEK.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1; Dimethyl: 12

1329 true 421 1066.5778 1065.5641 1 6.01 264.05 24.33
18.5 
(M:18.5) 1 1 0 R.MVAPPAEPAR.Q Dimethyl: 1

1330 true 421 1081.5046 1080.4989 1 -1.43 339.57 26.5
17.8 
(M:17.8) 1 1 0 K.YSFQTHDR.L Dimethyl: 1



1331 true 421 1440.7269 1439.7352 1 -10.86 347.62 26.33
16.2 
(M:16.2) 1 1 0 R.APENTMQAMQQK.L Dimethyl:2H(4): 1, 12

1332 true 421 1854.9548 1853.957 1 -5.14 155.35 23.17
41.9 
(M:41.9) 1 1 1 K.SEVNAQNSVAEEETKR.S Dimethyl:2H(4): 1, 15

1333 true 422 772.4801 771.4854 1 -16.39 317.8 26.83
33.5 
(M:33.5) 1 1 0 K.NLGTIAK.S Dimethyl: 1, 7

1334 true 422 1456.7789 1455.7794 1 -5.32 337.58 26.17
39.0 
(M:39.0) 1 1 1 K.ATQVAVGIRDNER.N Dimethyl: 1

1335 true 423 1722.7871 1721.7791 1 0.4 251.96 25.5
31.9 
(M:31.9) 1 1 0 R.ASSVASYGNHVEASCR.W Carbamidomethyl: 15; Dimethyl: 1

1336 true 424 741.455 740.4545 1 -9.13 292.04 24.83
26.2 
(M:26.2) 3 1 0 R.QLPVTR.T Dimethyl: 1

1337 true 424 741.455 740.4545 1 -9.13 292.04 24.83
26.2 
(M:26.2) 3 1 0 R.QLPVTR.T Dimethyl: 1



1338 true 424 1726.8209 1725.8042 1 5.46 336.86 25.5
41.4 
(M:41.4) 1 1 0 R.ASSVASYGNHVEASCR.W

Carbamidomethyl: 15; Dimethyl:2H(4): 
1

1339 true 424 2029.0426 2028.0501 1 -7.25 102.42 25.5
39.9 
(M:39.9) 2 1 1 R.ENVPEDRRPASGNPLPPR.L Dimethyl: 1

1340 true 425 828.3971 827.3926 1 -3.3 537.6 24.67
27.1 
(M:27.1) 1 1 0 R.FGGSYGGR.F Dimethyl: 1

1341 true 425 1002.5156 1001.5029 1 5.41 116.99 24
45.4 
(M:45.4) 1 1 0 K.LLEGEEER.L Dimethyl: 1

1342 true 425 1090.598 1089.5819 1 8.17 288.3 24.33
48.2 
(M:48.2) 1 1 0 R.FLNAENAQK.F Dimethyl: 1, 9

1343 false 425 1090.598 1089.5641 1 24.45 331.43 24.33
26.0 
(M:26.0) 1 3 0 K.VGFALEMAPR.R

1344 false 425 1090.598 1089.5852 1 5.08 366.34 24.33
20.7 
(M:20.7) 1 4 0 K.QESTVMVLR.N Dimethyl: 1



1345 true 425 1329.6369 1328.6296 1 0.05 288.19 26.67
65.7 
(M:65.7) 1 1 0 K.HTNYTMEHIR.V Dimethyl: 1

1346 true 426 832.4228 831.4177 1 -2.66 539.24 24.67
38.2 
(M:38.2) 1 1 0 R.FGGSYGGR.F Dimethyl:2H(4): 1

1347 true 426 1345.6632 1344.6826 1 -19.87 266.75 27.5
19.6 
(M:19.6) 1 1 0 R.SYHEEFRPPK.E Dimethyl: 1, 10

1348 false 427 852.4917 851.4977 1 -15.6 494.09 24.83
16.2 
(M:16.2) 1 2 0 R.QLSALHR.A Dimethyl: 1

1349 true 427 1348.7292 1347.7333 1 -8.39 279.38 26.5
19.5 
(M:19.5) 1 1 1 R.LMHPIEPGDKR.T Dimethyl: 1, 10

1350 true 428 1059.5299 1058.5356 1 -12.26 125.96 24.17
54.5 
(M:54.5) 1 1 0 K.DADLSVAQGR.I Dimethyl: 1

1351 true 428 1094.5067 1093.5049 1 -4.97 251.43 27
31.5 
(M:31.5) 1 1 0 R.NFNQPMCK.A Carbamidomethyl: 7; Dimethyl: 1, 8



1352 true 429 851.5128 850.5025 1 3.56 580.39 25.67
38.1 
(M:38.1) 1 1 0 R.IVDLHAR.V Dimethyl: 1

1353 false 429 1122.6625 1121.6644 1 -8.17 257.68 23.5
19.2 
(M:19.2) 1 4 1 K.QRQIEQEK.L Dimethyl:2H(4): 1, 8

1354 true 429 1122.6625 1121.6532 1 1.84 257.67 23.5
53.5 
(M:53.5) 1 1 0 K.NVNVVEQEK.I Dimethyl:2H(4): 1, 9

1355 true 429 1128.6481 1127.646 1 -4.63 289.24 26.83
35.6 
(M:35.6) 1 1 0 K.CTNSTLQIK.G

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 9

1356 true 430 1999.8702 1998.9058 1 -21.47 252.64 25.83
16.0 
(M:16.0) 1 1 0 K.DEENNPLETEYGLSVYK.D

1357 true 431 900.4965 899.4865 1 2.98 633.91 25.67
38.8 
(M:38.8) 1 1 0 R.LADHFGGK.L Dimethyl: 1, 8

1358 true 431 900.4965 899.4865 1 2.98 633.91 25.67
38.8 
(M:38.8) 1 1 0 R.LADHFGGK.L Dimethyl: 1, 8



1359 false 431 906.5255 905.5273 1 -9.93 177.91 25.5
15.1 
(M:15.1) 1 2 0 K.EAGVFVPR.S Dimethyl:2H(4): 1

1360 true 433 908.5413 907.535 1 -1.16 191.27 25.83
16.8 
(M:16.8) 1 1 0 K.LQAIMEK.G

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 7

1361 true 433 928.5562 927.5517 1 -2.98 189.13 26.5
61.6 
(M:61.6) 3 1 0 K.APFSEVSK.F Dimethyl:2H(4): 1, 8

1362 false 433 928.5562 927.5265 1 24.11 261.53 26.5
20.8 
(M:20.8) 1 3 0 K.ASWTNASK.K Dimethyl:2H(4): 1, 8

1363 true 434 962.5322 961.5283 1 -3.5 214.13 26.83
31.1 
(M:31.1) 2 1 0 R.YHIEVNR.V Dimethyl:2H(4): 1

1364 true 434 1169.5826 1168.6026 1 -23.3 330.43 24.17
19.4 
(M:19.4) 1 1 0 K.YVGESEANIR.K Dimethyl:2H(4): 1

1365 true 435 967.4868 966.5022 1 -23.42 242.68 24.67
21.1 
(M:21.1) 1 1 1 K.YEQESKK.A Dimethyl: 1, 7



1366 true 435 1354.7234 1353.7001 1 11.87 281.23 24.33
43.0 
(M:43.0) 1 1 0 R.ELQNNAASINPR.Q Dimethyl: 1

1367 true 435 1998.8906 1997.8724 1 5.47 139.03 25.67
74.4 
(M:74.4) 1 1 1 R.RPFDPNDRCYECGEK.G

Carbamidomethyl: 9, 12; Dimethyl: 1, 
15

1368 true 436 971.4834 970.4872 1 -11.41 177.48 24.67
16.6 
(M:16.6) 1 1 0 K.VANASYYR.K Dimethyl: 1

1369 true 436 1294.6725 1293.6649 1 0.25 140.23 26.17
88.1 
(M:88.1) 3 1 0 R.VIGSGCNLDTAR.F

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

1370 true 436 1358.7485 1357.7252 1 11.83 299.32 24.33
41.9 
(M:41.9) 1 1 0 R.ELQNNAASINPR.Q Dimethyl:2H(4): 1

1371 true 436 2225.1302 2224.0985 1 10.98 202.46 24.33
26.1 
(M:26.1) 1 1 0

K.QQEELEAEHGPGAPARPPQR.
C Dimethyl: 1

1372 false 437 1023.5518 1022.5308 1 13.4 243.74 26.33
22.4 
(M:22.4) 1 2 1 R.HRAHEDAR.V Dimethyl:2H(4): 1



1373 true 437 1023.5518 1022.5471 1 -2.5 255.65 26.33
29.9 
(M:29.9) 1 1 1 K.GKFEEMAK.G Dimethyl: 1, 2, 8

1374 true 437 1470.7284 1469.7089 1 8.36 359.52 24.5
62.3 
(M:62.3) 1 1 0 K.YFPESHTTEATR.R Dimethyl:2H(4): 1

1375 true 437 1759.8317 1758.8074 1 9.68 226.89 27
77.5 
(M:77.5) 1 99.97 1 0 M.AGHDSGSQHQFTGFQK.Y Dimethyl: 16

1376 true 437 2229.1562 2228.1236 1 11.34 156.23 24.33
34.7 
(M:34.7) 1 1 0

K.QQEELEAEHGPGAPARPPQR.
C Dimethyl:2H(4): 1

1377 true 438 1035.6239 1034.6224 1 -5.57 230.16 26.33
22.9 
(M:22.9) 1 1 1 K.GKFEEMAK.G Dimethyl:2H(4): 1, 2, 8

1378 true 438 1222.619 1221.6074 1 3.57 86.12 23.33
16.0 
(M:16.0) 1 1 1 R.DRELEQGMGR.M Dimethyl:2H(4): 1

1379 true 439 872.451 871.4552 1 -13.18 431.62 24.5
20.0 
(M:20.0) 1 1 0 K.NPSVNWK.H Dimethyl: 7



1380 true 439 1135.6235 1134.6186 1 -2.04 394.76 26.67
46.5 
(M:46.5) 1 1 0 K.HFHTAPLEK.N Dimethyl: 1, 9

1381 true 439 1551.7488 1550.7114 1 19.41 240.96 25.17
81.3 
(M:81.3) 1 1 0 K.DVTNNVHYENYR.S Dimethyl: 1

1382 false 440 944.5474 943.5338 1 6.64 134.74 24.67
15.1 
(M:15.1) 1 5 0 R.TQNVLGEK.G Dimethyl: 1, 8

1383 true 440 1143.6729 1142.6688 1 -2.81 430.36 26.67
62.3 
(M:62.3) 1 1 0 K.HFHTAPLEK.N Dimethyl:2H(4): 1, 9

1384 true 440 1181.5162 1180.5084 1 0.43 197.37 25.67
38.9 
(M:38.9) 1 1 0 R.GYFEQHGCR.F Carbamidomethyl: 8; Dimethyl: 1

1385 true 440 1567.7445 1566.7633 1 -16.65 178.71 24.33
15.4 
(M:15.4) 1 1 1 K.AMKGMGTDEETILK.I Oxidation: 5; Dimethyl: 14

1386 true 441 1068.5995 1067.5948 1 -2.46 292.11 24.67
18.9 
(M:18.9) 1 1 0 R.NSRPTGRPR.R Dimethyl: 1



1387 true 441 1185.5425 1184.5335 1 1.47 160.29 25.67
37.6 
(M:37.6) 1 1 0 R.GYFEQHGCR.F

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

1388 true 441 1598.7682 1597.7485 1 7.8 200.63 24.5
95.1 
(M:95.1) 3 1 0 K.EVYQQQQFSSGGGR.G Dimethyl: 1

1389 true 442 1353.6908 1352.6973 1 -10.21 170.08 23
24.7 
(M:24.7) 1 1 1 K.SSKAEEVSAEEK.S Dimethyl:2H(4): 12; Dimethyl: 1

1390 true 443 1220.6697 1219.6673 1 -3.97 124.46 25.67
37.9 
(M:37.9) 1 1 0 K.GQTHGVIVEPR.G Dimethyl: 1

1391 true 443 1359.6351 1358.6314 1 -2.63 175.27 23.17
99.5 
(M:99.5) 1 1 0 R.QLEEAEEEAQR.A Dimethyl: 1

1392 true 444 1224.7001 1223.6924 1 0.35 142.26 25.67
45.8 
(M:45.8) 1 1 0 K.GQTHGVIVEPR.G Dimethyl:2H(4): 1

1393 true 444 1236.646 1235.655 1 -13.17 139.11 26.67
19.0 
(M:19.0) 1 1 0 R.ELEISIYWR.D Dimethyl: 1



1394 true 445 1102.6783 1101.691 1 -18.1 347.78 24.83
17.4 
(M:17.4) 1 1 1 K.ELFLGALRK.E Dimethyl: 1, 9

1395 true 445 1250.6644 1249.6568 1 0.3 250.13 26.67
45.6 
(M:45.6) 1 1 1 K.EHIKNPDWR.Y Dimethyl: 1, 4

1396 true 445 1295.6901 1294.691 1 -6.33 277.96 26.33
30.0 
(M:30.0) 1 1 0 K.DGPFKPDHYR.Y Dimethyl:2H(4): 1, 5

1397 true 445 1363.6589 1362.6565 1 -3.59 180.56 23.17
82.7 
(M:82.7) 1 1 0 R.QLEEAEEEAQR.A Dimethyl:2H(4): 1

1398 true 446 839.4904 838.4851 1 -2.34 333.93 26
23.8 
(M:23.8) 2 1 0 K.IEGVYAR.Q Dimethyl:2H(4): 1

1399 true 447 1357.639 1356.625 1 4.92 408.87 27.17
16.3 
(M:16.3) 1 1 0 R.ITQQICCCSR.V

Carbamidomethyl: 6, 7, 8; 
Dimethyl:2H(4): 1

1400 true 447 1401.6649 1400.6824 1 -17.66 191.18 23.5
47.3 
(M:47.3) 1 1 1 K.EFNKYDTDGTK.W Dimethyl: 1, 4, 11



1401 true 448 1172.7506 1171.7529 1 -8.12 172.63 24.83
46.0 
(M:46.0) 2 1 1 R.RLPPQQIEK.N Dimethyl:2H(4): 1, 9

1402 true 448 1360.758 1359.7551 1 -3.23 251.47 26
39.2 
(M:39.2) 1 1 1 R.QKYPEHAIYK.V Dimethyl: 1, 2, 10

1403 true 448 1413.7655 1412.7577 1 0.42 219.86 23.33
45.6 
(M:45.6) 1 1 1 K.EFNKYDTDGTK.W Dimethyl:2H(4): 1, 4, 11

1404 true 448 1708.9225 1707.9032 1 7.03 335.27 24.5
23.9 
(M:23.9) 1 1 1 K.QEYDESGPSIVHRK.C Dimethyl:2H(4): 1, 14

1405 true 448 1708.9225 1707.9032 1 7.03 335.27 24.5
23.9 
(M:23.9) 1 1 1 K.QEYDESGPSIVHRK.C Dimethyl:2H(4): 1, 14

1406 true 449 1136.6129 1135.5986 1 6.21 326.06 27.17
53.0 
(M:53.0) 2 1 0 K.NTVIATGGYGR.T Dimethyl: 1

1407 true 450 1140.6388 1139.6237 1 6.9 317.54 27.17
45.0 
(M:45.0) 2 1 0 K.NTVIATGGYGR.T Dimethyl:2H(4): 1



1408 true 450 1647.7849 1646.7748 1 1.75 143.16 23
44.4 
(M:44.4) 1 1 0 K.VDNSSLTGESEPQTR.S Dimethyl: 1

1409 false 451 1156.6629 1155.6652 1 -8.25 261.28 27
18.4 
(M:18.4) 1 2 1 K.WIKDNISPK.L Dimethyl: 1, 9

1410 true 451 1209.6252 1208.6299 1 -9.93 129.57 24.67
17.3 
(M:17.3) 1 1 0 K.QVENSTSGLSR.F Dimethyl:2H(4): 1

1411 true 451 1492.8389 1491.8285 1 2.07 248.36 25.67
31.7 
(M:31.7) 1 1 0 K.GAASRPIEHTDFK.M Dimethyl:2H(4): 1, 13

1412 true 451 1578.8016 1577.7592 1 22.26 196.13 26.67
31.0 
(M:31.0) 1 50 1 1 K.KTANDMIHAENMR.L Dimethyl:2H(4): 1; Oxidation: 6

1413 true 451 1596.7967 1595.7903 1 -0.57 162.52 25.83
42.2 
(M:42.2) 1 1 0 K.QANVQSYGVTSSTAR.R Dimethyl: 1

1414 true 451 1651.8075 1650.7999 1 0.23 145.29 23
39.2 
(M:39.2) 1 1 0 K.VDNSSLTGESEPQTR.S Dimethyl:2H(4): 1



1415 true 452 1528.8081 1527.7893 1 7.53 108.82 23.33
30.2 
(M:30.2) 1 1 1 R.INSLASPDQDREK.I Dimethyl: 1, 13

1416 true 452 1586.7818 1585.7705 1 2.54 239.23 26.67
63.0 
(M:63.0) 1 1 1 K.KTANDMIHAENMR.L Dimethyl: 1, 1

1417 true 452 1933.806 1932.7967 1 1.03 170.29 25.67
36.8 
(M:36.8) 1 1 0 R.VENHYCSQCQFCNR.F

Carbamidomethyl: 6, 9, 12; 
Dimethyl:2H(4): 1

1418 true 453 1238.5639 1237.5622 1 -4.48 153.77 24.5
16.0 
(M:16.0) 1 1 0 K.MSLHGASGGHER.S

1419 false 454 746.381 745.3831 1 -12.6 160.53 23.33
15.7 
(M:15.7) 1 4 1 K.RSPSGSR.T

1420 true 454 1264.6605 1263.6459 1 5.81 198.7 24.67
43.4 
(M:43.4) 1 1 0 R.DLQQYQSQAK.Q Dimethyl: 1, 10

1421 true 454 1320.6902 1319.6834 1 -0.37 278.81 26.5
42.5 
(M:42.5) 1 1 1 R.GLDNTEFQGKR.M Dimethyl: 1, 10



1422 true 455 837.4975 836.4868 1 4.05 528.24 26
43.7 
(M:43.7) 1 1 0 R.LVIGDHR.S Dimethyl: 1

1423 true 455 1266.662 1265.6438 1 8.64 171.84 24.67
37.0 
(M:37.0) 1 1 0 K.HIPANECIEK.V Carbamidomethyl: 7; Dimethyl: 1, 10

1424 true 455 1873.9123 1872.905 1 0 302.19 23.33
99.4 
(M:99.4) 1 1 1 R.QVQNGPSPDEMEAQRR.Q Dimethyl:2H(4): 1

1425 true 456 1274.7131 1273.694 1 9.28 158.51 24.5
28.8 
(M:28.8) 1 1 0 K.HIPANECIEK.V

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 10

1426 true 456 1885.8977 1884.8748 1 8.29 155.86 23.33
68.1 
(M:68.1) 1 1 1 R.QVQNGPSPDEMEAQRR.Q Oxidation: 11; Dimethyl: 1

1427 false 456 1885.8977 1884.9074 1 -8.97 208.84 23.33
17.6 
(M:17.6) 1 2 1 K.VQMKAIDDNQEMPPNK.K Dimethyl: 16

1428 false 457 847.4312 846.4083 1 18.48 -1 23.5
18.8 
(M:18.8) 1 5 0 K.SASSDQPK.S Dimethyl: 8



1429 true 457 847.4312 846.4335 1 -11.2 850.8 23.5
22.6 
(M:22.6) 1 1 0 K.ATVEDEK.L Dimethyl: 1, 7

1430 true 457 993.5875 992.5767 1 3.51 280.64 26
40.6 
(M:40.6) 1 1 0 R.IAQEIHVR.I Dimethyl: 1

1431 false 457 993.5875 992.5906 1 -10.5 324.08 26
22.0 
(M:22.0) 1 83.3 2 1 R.LKEAYSVK.S Dimethyl: 1, 8

1432 true 457 2159.0826 2158.0589 1 7.58 215.42 24.5
72.7 
(M:72.7) 1 1 0

R.MQQSGENVPAPAAQPGPAP
AGR.K Dimethyl: 1

1433 true 458 745.4715 744.4796 1 -20.64 248.16 24.83
25.8 
(M:25.8) 1 1 0 R.QLPVTR.T Dimethyl:2H(4): 1

1434 true 458 745.4715 744.4796 1 -20.64 248.16 24.83
25.8 
(M:25.8) 1 1 0 R.QLPVTR.T Dimethyl:2H(4): 1

1435 false 458 997.6153 996.6157 1 -7.76 235.85 26
28.0 
(M:28.0) 1 61.64 2 1 R.LKEAYSVK.S Dimethyl:2H(4): 1; Dimethyl: 8



1436 true 458 997.6153 996.6018 1 6.19 217.42 26
34.6 
(M:34.6) 1 1 0 R.IAQEIHVR.I Dimethyl:2H(4): 1

1437 true 458 1037.5188 1036.5161 1 -4.41 96.33 23.17
16.9 
(M:16.9) 1 1 0 K.LLEGEECR.M

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

1438 true 458 1037.5188 1036.5161 1 -4.41 96.33 23.17
16.9 
(M:16.9) 1 1 0 K.LLEGEECR.L

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

1439 true 458 1037.5188 1036.5161 1 -4.41 96.33 23.17
16.9 
(M:16.9) 1 1 0 K.LLEGEECR.L

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

1440 true 458 1331.7081 1330.6932 1 5.73 224.98 24.67
59.6 
(M:59.6) 1 1 0 K.HHPEDVEPALR.K Dimethyl:2H(4): 1

1441 true 458 1455.8053 1454.7969 1 0.78 341.46 26.33
22.9 
(M:22.9) 1 1 0 K.THLSLSHDPEQK.G Dimethyl:2H(4): 1, 12

1442 true 459 772.4531 771.4603 1 -18.71 502.21 24.83
19.2 
(M:19.2) 1 1 1 K.QLAEKR.E Dimethyl: 1



1443 true 459 1006.5438 1005.5178 1 18.57 256.12 26
20.9 
(M:20.9) 1 1 0 K.EMHVGHLR.S Dimethyl: 1

1444 true 460 837.4534 836.4392 1 8.22 461.3 24.67
20.3 
(M:20.3) 1 1 0 R.FTGSEIR.A Dimethyl: 1

1445 false 460 837.4534 836.4615 1 -18.44 474.3 24.67
16.0 
(M:16.0) 1 10 0 K.DECILK.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1; Dimethyl: 6

1446 false 460 837.4534 836.45 1 -4.63 438.33 24.67
16.6 
(M:16.6) 1 7 1 K.MKMEVK.H Oxidation: 3; Dimethyl: 1, 6

1447 false 460 990.554 989.5444 1 2.33 64.36 23.67
27.3 
(M:27.3) 1 2 0 R.NEIQAVER.Q Dimethyl:2H(4): 1

1448 true 460 1100.5643 1099.5622 1 -4.71 171.75 23.33
21.0 
(M:21.0) 1 1 0 K.NADVELQQR.A Dimethyl: 1

1449 true 460 1353.7323 1352.721 1 2.99 144.87 24.5
28.3 
(M:28.3) 1 1 0 K.NCTIVSPDAGGAK.R

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 13



1450 true 460 1602.7759 1601.7736 1 -3.12 154.98 25.5
80.0 
(M:80.0) 3 1 0 K.EVYQQQQFSSGGGR.G Dimethyl:2H(4): 1

1451 true 461 910.5098 909.5032 1 -0.74 151.85 27
48.6 
(M:48.6) 1 1 0 R.DALTGHLR.T Dimethyl: 1

1452 true 461 910.5098 909.5032 1 -0.74 151.85 27
48.6 
(M:48.6) 1 1 0 R.DALTGHLR.T Dimethyl: 1

1453 true 461 910.5098 909.5032 1 -0.74 151.85 27
48.6 
(M:48.6) 1 1 0 R.DALTGHLR.T Dimethyl: 1

1454 true 461 933.5005 932.4927 1 0.5 126.99 24.5
18.7 
(M:18.7) 1 1 0 K.SLESINSR.L Dimethyl: 1

1455 true 461 2237.9819 2236.9494 1 11.28 322.94 27
134.9 
(M:134.9) 2 1 0

R.NMGGPYGGGNYGPGGSGGS
GGYGGR.S Dimethyl:2H(4): 1; Oxidation: 2

1456 true 462 914.5341 913.5283 1 -1.6 177.18 27
46.5 
(M:46.5) 1 1 0 R.DALTGHLR.T Dimethyl:2H(4): 1



1457 true 462 914.5341 913.5283 1 -1.6 177.18 27
46.5 
(M:46.5) 1 1 0 R.DALTGHLR.T Dimethyl:2H(4): 1

1458 true 462 914.5341 913.5283 1 -1.6 177.18 27
46.5 
(M:46.5) 1 1 0 R.DALTGHLR.T Dimethyl:2H(4): 1

1459 true 462 1121.5531 1120.5513 1 -4.88 243.99 23.33
43.8 
(M:43.8) 2 1 0 R.IADGYEQAAR.I Dimethyl: 1

1460 true 462 1592.7925 1591.7954 1 -6.44 138.36 26.5
36.6 
(M:36.6) 1 1 1 K.ALAAGGYDVEKNNSR.I Dimethyl: 1

1461 true 462 1592.7925 1591.7954 1 -6.44 138.36 26.5
36.6 
(M:36.6) 1 1 1 K.ALAAGGYDVEKNNSR.I Dimethyl: 1

1462 true 463 745.4031 744.3857 1 13.59 247.78 27.17
29.7 
(M:29.7) 2 1 0 R.NFNYR.R Dimethyl:2H(4): 1

1463 true 463 767.4699 766.4639 1 -1.64 260.08 26
32.0 
(M:32.0) 2 1 0 K.QIYVGR.A Dimethyl:2H(4): 1



1464 true 463 952.4563 951.4484 1 0.68 144.33 24.5
34.2 
(M:34.2) 1 1 0 K.CYVPETR.R Carbamidomethyl: 1; Dimethyl: 1

1465 false 463 977.5445 976.5449 1 -7.88 332.68 25
17.3 
(M:17.3) 1 61.42 3 1 K.KIAPMMAK.T Oxidation: 5, 6; Dimethyl: 1, 8

1466 true 463 977.5445 976.5454 1 -8.36 167.3 25
19.4 
(M:19.4) 1 1 1 K.LRDYQVR.G Dimethyl: 1

1467 true 463 1556.7983 1555.7792 1 7.56 209.45 25
42.3 
(M:42.3) 1 1 0 R.YVLHCQGTEEEK.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 12

1468 false 463 1606.8212 1605.7999 1 8.77 309.21 26.5
19.0 
(M:19.0) 2 2 1 R.AEYGRLGLGEGAEEK.S Dimethyl: 15

1469 true 464 742.4669 741.4687 1 -12.14 194.03 25.83
23.5 
(M:23.5) 1 1 0 K.NNPPLK.S Dimethyl:2H(4): 1; Dimethyl: 6

1470 false 464 742.4669 741.4509 1 11.78 211.06 25.83
15.6 
(M:15.6) 1 8 0 R.MPPPIR.G Dimethyl:2H(4): 1



1471 false 464 742.4669 741.4459 1 18.57 232.19 25.83
17.3 
(M:17.3) 1 3 0 K.MTPPIK.D Dimethyl: 1, 6

1472 true 464 1054.511 1053.4913 1 11.75 247.57 27.83
31.3 
(M:31.3) 2 1 0 K.ENFSCLTR.L Carbamidomethyl: 5; Dimethyl: 1

1473 false 464 1129.6381 1128.639 1 -7.27 286.09 23.67
19.6 
(M:19.6) 1 2 0 R.IQEAGTEVVK.A Dimethyl: 1, 10

1474 true 465 1034.6209 1033.6284 1 -14.31 294.24 25
34.9 
(M:34.9) 2 1 0 K.HQPTAIIAK.T Dimethyl: 1, 9

1475 true 465 1056.5553 1055.5434 1 4.4 217.52 24.67
38.6 
(M:38.6) 2 1 0 K.TAVCDIPPR.G Carbamidomethyl: 4; Dimethyl: 1

1476 true 465 1056.5553 1055.5434 1 4.4 217.52 24.67
38.6 
(M:38.6) 2 1 0 K.TAVCDIPPR.G Carbamidomethyl: 4; Dimethyl: 1

1477 true 465 1056.5553 1055.5434 1 4.4 217.52 24.67
38.6 
(M:38.6) 2 1 0 K.TAVCDIPPR.G Carbamidomethyl: 4; Dimethyl: 1



1478 false 465 1131.6337 1130.6233 1 2.76 307.16 23.5
16.9 
(M:16.9) 1 2 0 K.IPSEQEQLR.A Dimethyl:2H(4): 1

1479 true 465 1199.5712 1198.5587 1 4.32 226.1 26
44.1 
(M:44.1) 1 1 0 R.IPSGMGHGMER.V Dimethyl: 1

1480 true 465 1759.9757 1758.9716 1 -1.8 222.38 26.5
95.0 
(M:95.0) 1 1 0

K.GAEAANVTGPGGVPVQGSK.
Y Dimethyl:2H(4): 1, 19

1481 true 466 1155.5942 1154.5932 1 -5.4 278.9 23.33
32.9 
(M:32.9) 1 1 0 R.AEGAEPAVVER.Y Dimethyl: 1

1482 true 466 1203.6002 1202.5838 1 7.57 208.62 26
33.6 
(M:33.6) 1 1 0 R.IPSGMGHGMER.V Dimethyl:2H(4): 1

1483 true 466 1343.6247 1342.6088 1 6.38 282.16 27
39.0 
(M:39.0) 1 1 0 K.CDQGLPHPTYR.W Carbamidomethyl: 1

1484 true 467 1060.5772 1059.5685 1 1.33 247.02 24.67
29.6 
(M:29.6) 3 1 0 K.TAVCDIPPR.G

Carbamidomethyl: 4; Dimethyl:2H(4): 
1



1485 true 467 1060.5772 1059.5685 1 1.33 247.02 24.67
29.6 
(M:29.6) 3 1 0 K.TAVCDIPPR.G

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

1486 true 467 1060.5772 1059.5685 1 1.33 247.02 24.67
29.6 
(M:29.6) 3 1 0 K.TAVCDIPPR.G

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

1487 true 467 1079.5264 1078.523 1 -3.52 356.12 25
19.9 
(M:19.9) 1 1 0 K.YTQPNICR.N Carbamidomethyl: 7; Dimethyl: 1

1488 true 467 1298.5982 1297.5952 1 -3.29 267.37 25.83
23.8 
(M:23.8) 1 1 0 K.HSFDTFSHHR.S Dimethyl: 1

1489 true 468 786.4755 785.4759 1 -9.82 419.69 25.33
36.2 
(M:36.2) 1 1 0 K.AGIIASAR.A Dimethyl: 1

1490 true 468 1302.6234 1301.6203 1 -3.23 304.81 25.83
39.6 
(M:39.6) 1 1 0 K.HSFDTFSHHR.S Dimethyl:2H(4): 1

1491 true 469 929.546 928.5382 1 0.51 150.98 26
35.0 
(M:35.0) 1 1 0 K.FLQPGSPK.K Dimethyl: 1, 8



1492 true 469 1306.6839 1305.6717 1 3.74 341.9 26
53.4 
(M:53.4) 1 1 1 K.YGDFNKDVHK.S Dimethyl: 1, 6, 10

1493 false 469 1306.6839 1305.6976 1 -16.03 292.05 26
16.3 
(M:16.3) 1 2 0 R.LHVNMGTTLHR.V Dimethyl: 1

1494 true 470 1204.5928 1203.5819 1 3.02 190.28 27.33
35.0 
(M:35.0) 2 1 0 R.NQPQFQQMR.Q Dimethyl: 1

1495 true 470 1318.7576 1317.7471 1 2.51 331.51 26
43.1 
(M:43.1) 1 1 1 K.YGDFNKDVHK.S Dimethyl:2H(4): 1, 6, 10

1496 true 471 795.4987 794.4952 1 -4.84 411.44 25.33
23.2 
(M:23.2) 1 1 0 K.VVQVYR.K Dimethyl:2H(4): 1

1497 true 471 1633.6605 1632.6483 1 2.98 344.22 26.83
58.1 
(M:58.1) 1 1 0 K.MMNGAHYCYSESR.V Carbamidomethyl: 8; Dimethyl: 1

1498 true 472 1637.6848 1636.6734 1 2.51 310.92 26.83
51.9 
(M:51.9) 1 1 0 K.MMNGAHYCYSESR.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1



1499 true 473 1436.7732 1435.7532 1 8.88 321.91 25.83
25.5 
(M:25.5) 1 1 0 R.VGELHGNLSQAQR.L Dimethyl: 1

1500 true 473 2085.9099 2084.901 1 0.74 210.26 26.5
72.0 
(M:72.0) 1 1 1 R.CRDESFYGETSHNYHK.F Carbamidomethyl: 1; Dimethyl: 1, 16

1501 false 474 755.4701 754.4589 1 5.26 232.76 25
18.3 
(M:18.3) 1 6 0 K.TVVSPPK.F Dimethyl: 7

1502 false 474 755.4701 754.4589 1 5.26 200.26 25
21.9 
(M:21.9) 1 3 0 K.SAPSIPK.E Dimethyl: 1, 7

1503 true 474 1369.8311 1368.8254 1 -1.12 134.74 23.5
48.9 
(M:48.9) 1 1 1 K.VAEIEQAEKEK.M Dimethyl:2H(4): 1, 9, 11

1504 true 474 1440.7803 1439.7783 1 -3.66 340.45 25.83
30.8 
(M:30.8) 1 1 0 R.VGELHGNLSQAQR.L Dimethyl:2H(4): 1

1505 true 474 2093.9584 2092.9513 1 -0.06 231.18 26.33
68.1 
(M:68.1) 1 1 1 R.CRDESFYGETSHNYHK.F

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 16



1506 true 475 1168.6067 1167.5958 1 3.11 292.94 26
32.9 
(M:32.9) 1 1 1 R.KEDMTYAVR.K Dimethyl: 1, 1

1507 true 475 1218.5617 1217.5611 1 -5.54 161.5 24.5
16.1 
(M:16.1) 1 1 1 R.RDHFEEAMR.F Dimethyl: 1

1508 true 475 1638.7516 1637.7617 1 -10.64 167.62 24.33
116.9 
(M:116.9) 1 1 0 K.EALNSCNNTEIEGR.A

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

1509 true 476 847.4625 846.4521 1 3.69 565.7 25.33
17.7 
(M:17.7) 1 54.76 1 0 K.LSDMPLK.S Oxidation: 4; Dimethyl: 7

1510 true 476 1176.5995 1175.5935 1 -1.08 121.03 25.83
35.5 
(M:35.5) 2 1 0 R.GTPQQIDYAR.Q Dimethyl: 1

1511 true 476 1244.6639 1243.6521 1 3.69 181.97 24.67
56.3 
(M:56.3) 1 1 0 K.QQSELQSQIR.Y Dimethyl: 1

1512 true 476 1419.6965 1418.6951 1 -4.16 214.18 23.5
16.4 
(M:16.4) 1 1 0 K.EYSQALENCNK.A

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 11



1513 true 476 1642.7542 1641.742 1 2.97 158.59 23.5
62.0 
(M:62.0) 1 1 0 R.SPQQSYEEEDSGVR.E Dimethyl:2H(4): 1

1514 true 476 1904.8127 1903.8015 1 2.04 300.74 26.83
18.5 
(M:18.5) 1 1 1 K.DKMMNGAHYCYSESR.V Carbamidomethyl: 10; Dimethyl: 1, 2

1515 true 476 1999.2309 1998.2205 1 1.59 224.47 26
38.1 
(M:38.1) 1 1 0 K.GLHNSEKPPEPVKPDVK.S Dimethyl:2H(4): 1, 7, 13, 17

1516 false 477 852.3966 851.3695 1 23.3 454.24 26.5
21.4 
(M:21.4) 1 2 0 R.SDGNEMK.I Oxidation: 6; Dimethyl: 1, 7

1517 true 477 852.3966 851.396 1 -7.78 517.62 26.5
45.0 
(M:45.0) 1 1 0 R.AMGGGFER.E Dimethyl: 1

1518 true 477 1180.621 1179.6186 1 -4.1 56.03 25.67
35.2 
(M:35.2) 2 1 0 R.GTPQQIDYAR.Q Dimethyl:2H(4): 1

1519 true 477 1248.6899 1247.6772 1 4.39 200.25 24.67
33.6 
(M:33.6) 1 1 0 K.QQSELQSQIR.Y Dimethyl:2H(4): 1



1520 true 478 870.4714 869.4731 1 -10.34 628.21 25.17
18.8 
(M:18.8) 1 1 0 K.YCQVIR.V

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

1521 true 478 1014.5039 1013.493 1 3.56 232.45 24.83
55.8 
(M:55.8) 1 1 0 K.HVDEFSPR.A Dimethyl: 1

1522 true 478 1223.6974 1222.6962 1 -4.89 175.64 26
47.0 
(M:47.0) 1 1 1 R.YYNKVPVEK.R Dimethyl: 1, 4, 9

1523 true 478 1452.7299 1451.7079 1 10.14 235.11 24.5
30.7 
(M:30.7) 1 1 1 R.YLAEVACGDDRK.Q Carbamidomethyl: 7; Dimethyl: 1, 12

1524 true 478 1696.7812 1695.7749 1 -0.57 142.75 23.17
23.7 
(M:23.7) 1 1 1 R.KSEEMEEESYSER.S Dimethyl:2H(4): 1, 1

1525 true 479 841.5253 840.5119 1 7.27 560.5 26
33.3 
(M:33.3) 1 1 0 R.LVIGDHR.S Dimethyl:2H(4): 1

1526 true 479 1018.5295 1017.5182 1 4 215.19 24.83
43.5 
(M:43.5) 1 1 0 K.HVDEFSPR.A Dimethyl:2H(4): 1



1527 true 479 1233.671 1232.6861 1 -18.11 104.87 26.83
19.5 
(M:19.5) 1 1 1 K.VMQFQGMGKK.A Dimethyl:2H(4): 1, 10; Oxidation: 2

1528 true 479 1598.8004 1597.775 1 11.38 254.07 27.33
51.9 
(M:51.9) 1 1 0 K.APSVAHSPGDHWPGR.E Dimethyl: 1

1529 true 480 787.4325 786.4236 1 2.06 227.7 23.33
20.0 
(M:20.0) 1 1 0 R.VDIAEGR.K Dimethyl: 1

1530 true 480 828.4699 827.4654 1 -3.36 465.95 27.17
20.8 
(M:20.8) 1 1 0 K.VLEHFR.R Dimethyl: 1

1531 true 481 791.4591 790.4487 1 3.96 285.91 23.33
21.0 
(M:21.0) 1 1 0 R.VDIAEGR.K Dimethyl:2H(4): 1

1532 false 481 791.4591 790.4371 1 18.58 327.94 23.33
18.9 
(M:18.9) 1 2 1 -.MAGGKAGK.D Oxidation: 1; Dimethyl: 1, 8

1533 false 481 791.4591 790.4711 1 -24.42 255.57 23.33
16.5 
(M:16.5) 1 3 1 K.ARNGSVR.L Dimethyl:2H(4): 1



1534 false 481 791.4591 790.4673 1 -19.57 621.7 23.33
16.4 
(M:16.4) 1 50 4 0 -.MAANKPK.G Dimethyl:2H(4): 7

1535 true 481 941.5506 940.5494 1 -6.46 204.94 25.17
53.4 
(M:53.4) 2 1 0 R.HVFGQAVK.N Dimethyl: 1, 8

1536 false 481 941.5506 940.5342 1 9.74 337.77 25.17
17.8 
(M:17.8) 1 4 0 R.GSPAANVAVK.V Dimethyl: 10

1537 true 481 1457.7619 1456.7572 1 -1.78 372.19 24.5
18.6 
(M:18.6) 1 1 0 R.TQNDIIHSENVR.Q Dimethyl:2H(4): 1

1538 true 481 1480.7302 1479.7301 1 -4.85 250.25 23.5
20.0 
(M:20.0) 1 1 0 R.MEELHNQEMQK.R Dimethyl:2H(4): 1, 11

1539 true 482 847.4522 846.4447 1 0.33 304.99 23.5
52.2 
(M:52.2) 1 1 0 R.SVDETLR.L Dimethyl: 1

1540 false 482 847.4522 846.4447 1 0.33 281.51 23.5
21.0 
(M:21.0) 1 9 0 K.SEITELR.R



1541 true 482 847.4522 846.4447 1 0.33 304.99 23.5
52.2 
(M:52.2) 1 1 0 R.SVDETLR.L Dimethyl: 1

1542 false 482 867.4902 866.5014 1 -21.3 334.08 27
20.0 
(M:20.0) 1 4 0 R.WHDLLK.L Dimethyl: 1, 6

1543 true 482 1057.549 1056.5352 1 6.15 285.46 24.83
35.1 
(M:35.1) 1 1 0 K.HFEQAIER.V Dimethyl: 1

1544 false 483 851.4753 850.4586 1 11.16 337.24 23.5
15.2 
(M:15.2) 1 7 0 K.SEGEIEK.L Dimethyl:2H(4): 1; Dimethyl: 7

1545 true 483 851.4753 850.4698 1 -2.04 367.28 23.5
37.9 
(M:37.9) 1 1 0 R.SVDETLR.L Dimethyl:2H(4): 1

1546 true 483 851.4753 850.4698 1 -2.04 367.28 23.5
37.9 
(M:37.9) 1 1 0 R.SVDETLR.L Dimethyl:2H(4): 1

1547 true 483 939.46 938.4511 1 1.7 185.18 27.17
20.5 
(M:20.5) 1 1 0 R.FHEHWR.F Dimethyl: 1



1548 true 483 965.544 964.5454 1 -8.98 264.12 27.17
39.6 
(M:39.6) 1 1 0 R.GLVLDHGAR.H Dimethyl: 1

1549 false 483 1061.5699 1060.5513 1 10.67 261.05 24.83
23.8 
(M:23.8) 1 2 0 R.SGVNSELVTR.I

1550 true 483 1061.5699 1060.5603 1 2.13 229.41 24.83
25.4 
(M:25.4) 1 1 0 K.HFEQAIER.V Dimethyl:2H(4): 1

1551 true 483 1372.8352 1371.8304 1 -1.79 276.93 26
35.6 
(M:35.6) 1 1 1 R.QKYPEHAIYK.V Dimethyl:2H(4): 1, 2, 10

1552 false 484 1290.6492 1289.6649 1 -17.81 102.69 26.5
16.8 
(M:16.8) 1 2 0 K.LADMAVALESAR.L Oxidation: 4; Dimethyl: 1

1553 false 485 975.5128 974.5219 1 -16.83 148.99 23.83
17.8 
(M:17.8) 1 10 0 R.DTMLQALR.F Dimethyl: 1

1554 true 485 975.5128 974.5033 1 2.27 122.64 23.83
60.5 
(M:60.5) 1 1 0 K.LSEELSGGR.L Dimethyl: 1



1555 false 485 975.5128 974.5107 1 -5.31 180.54 23.83
24.4 
(M:24.4) 1 5 0 -.MEEAQALK.E Dimethyl: 1, 8

1556 true 485 1150.577 1149.5679 1 1.56 412.43 27.67
56.5 
(M:56.5) 1 1 0 R.LNPHWNGER.I Dimethyl: 1

1557 true 486 979.5367 978.5284 1 1.07 99.5 23.83
42.2 
(M:42.2) 1 1 0 K.LSEELSGGR.L Dimethyl:2H(4): 1

1558 true 486 1910.7873 1909.7827 1 -1.39 226.62 26
93.0 
(M:93.0) 2 1 0

R.SSGSPYGGGYGSGSGSGGYG
GR.R

1559 true 487 946.5134 945.5131 1 -7.42 155.18 23.67
20.4 
(M:20.4) 1 1 0 R.LVEVDTSR.Q Dimethyl: 1

1560 true 487 986.5341 985.5193 1 7.69 91.06 23.67
16.5 
(M:16.5) 1 1 0 R.NEIQAVER.Q Dimethyl: 1

1561 true 487 1140.6659 1139.6703 1 -10.25 412.97 25
27.0 
(M:27.0) 1 1 0 K.LHTGEKPFK.C Dimethyl: 1, 6, 9



1562 true 488 835.465 834.46 1 -2.65 390.51 26
26.5 
(M:26.5) 1 1 0 K.IEGVYAR.Q Dimethyl: 1

1563 true 488 1008.4971 1007.4974 1 -7.51 152.15 24
70.5 
(M:70.5) 2 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

1564 true 488 1008.4971 1007.4974 1 -7.51 152.15 24
70.5 
(M:70.5) 2 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

1565 true 488 1008.4971 1007.4974 1 -7.51 152.15 24
70.5 
(M:70.5) 2 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

1566 true 488 1008.4971 1007.4974 1 -7.51 152.15 24
70.5 
(M:70.5) 2 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

1567 true 488 1008.4971 1007.4974 1 -7.51 152.15 24
70.5 
(M:70.5) 2 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

1568 true 488 1184.6781 1183.6611 1 8.15 174.16 27.17
91.6 
(M:91.6) 1 1 0 K.QLGDHVTNLR.K Dimethyl:2H(4): 1



1569 false 488 1184.6781 1183.6685 1 1.91 188.79 27.17
18.7 
(M:18.7) 1 50 4 1 K.GKITFCTGIR.V

Carbamidomethyl: 6; Dimethyl:2H(4): 
2

1570 true 488 1202.7102 1201.7059 1 -2.45 193.47 26.17
69.5 
(M:69.5) 1 1 0 K.FVHDSIGVHK.E Dimethyl:2H(4): 1, 10

1571 true 488 1938.8075 1937.814 1 -7.1 178.17 26.17
186.6 
(M:186.6) 5 1 0

R.SSGSPYGGGYGSGSGSGGYG
GR.R Dimethyl: 1

1572 true 489 998.5285 997.5193 1 1.99 118.03 23.83
28.1 
(M:28.1) 2 1 0 R.LDNGEPLGR.G Dimethyl: 1

1573 true 489 1023.487 1022.4669 1 12.57 97.09 23.5
15.8 
(M:15.8) 1 1 0 R.DAEDAVYGR.D Dimethyl: 1

1574 false 489 1305.6712 1304.6693 1 -4.15 243.68 27
16.5 
(M:16.5) 1 2 1 K.MMGDLLTNARR.L Dimethyl: 1

1575 true 489 1942.8329 1941.8391 1 -6.94 171.5 26.17
167.3 
(M:167.3) 5 1 0

R.SSGSPYGGGYGSGSGSGGYG
GR.R Dimethyl:2H(4): 1



1576 true 490 1027.4953 1026.492 1 -3.88 108.38 23.5
15.4 
(M:15.4) 1 1 0 R.DAEDAVYGR.D Dimethyl:2H(4): 1

1577 true 490 1037.4712 1036.4614 1 2.44 147.16 23.83
35.2 
(M:35.2) 1 1 0 K.YHEEFER.S Dimethyl: 1

1578 true 490 1195.6053 1194.6033 1 -4.44 122.29 25.17
32.6 
(M:32.6) 1 1 0 K.GKPYDYSGPR.E Dimethyl: 1, 2

1579 true 490 1352.7306 1351.7208 1 1.83 289.96 27
42.0 
(M:42.0) 1 1 0 R.SQLLGSAHEVQR.F Dimethyl: 1

1580 true 490 1906.9796 1905.9657 1 3.46 293.08 24.5
90.4 
(M:90.4) 1 1 0 K.LLETTDRPDGHQNNLR.S Dimethyl: 1

1581 true 491 1203.6509 1202.6535 1 -8.24 231.94 25.17
40.1 
(M:40.1) 1 1 0 K.GKPYDYSGPR.E Dimethyl:2H(4): 1, 2

1582 true 491 1620.8407 1619.8267 1 4.15 277.25 26.67
102.1 
(M:102.1) 4 1 1 K.ALAAGGYDVEKNNSR.I Dimethyl: 1, 11



1583 true 491 1620.8407 1619.8267 1 4.15 277.25 26.67
102.1 
(M:102.1) 4 1 1 K.ALAAGGYDVEKNNSR.I Dimethyl: 1, 11

1584 true 491 1910.9936 1909.9908 1 -2.31 295.6 24.5
70.1 
(M:70.1) 1 1 0 K.LLETTDRPDGHQNNLR.S Dimethyl:2H(4): 1

1585 false 492 941.5463 940.5229 1 17.12 275.13 27.5
18.5 
(M:18.5) 1 5 0 R.AGIPAEEVK.E Dimethyl: 9

1586 false 492 941.5463 940.5593 1 -21.52 206.82 27.5
18.4 
(M:18.4) 1 6 0 K.AVPGDLTLK.G Dimethyl: 9

1587 true 492 1041.4963 1040.4865 1 2.37 185.81 23.83
21.9 
(M:21.9) 1 1 0 K.YHEEFER.S Dimethyl:2H(4): 1

1588 true 492 2021.9281 2020.9061 1 7.26 142.84 24.67
97.0 
(M:97.0) 1 1 0 K.FIQQSYPSGDAQAEHCR.A Carbamidomethyl: 16; Dimethyl: 1

1589 true 493 969.5547 968.5705 1 -23.81 175.95 25.33
39.7 
(M:39.7) 1 1 0 R.VGPIGPAGNR.G Dimethyl:2H(4): 1



1590 true 493 1540.7293 1539.7075 1 9.46 303.85 27.17
67.2 
(M:67.2) 1 1 0 K.FHCPHCDTVIAR.K Carbamidomethyl: 3, 6; Dimethyl: 1

1591 true 493 2025.9515 2024.9312 1 6.4 231.24 24.5
58.5 
(M:58.5) 1 1 0 K.FIQQSYPSGDAQAEHCR.A

Carbamidomethyl: 16; Dimethyl:2H(4): 
1

1592 true 494 761.4325 760.4232 1 2.72 396.64 26.17
16.9 
(M:16.9) 1 1 0 R.FLGSGPR.S Dimethyl: 1

1593 true 494 978.5819 977.5797 1 -5.26 163.15 26
16.2 
(M:16.2) 1 1 1 R.TIEKFEK.E Dimethyl: 1, 4, 7

1594 true 494 978.5819 977.5797 1 -5.26 163.15 26
16.2 
(M:16.2) 1 1 1 R.TIEKFEK.E Dimethyl: 1, 4, 7

1595 false 494 979.5957 978.5936 1 -5.33 241.61 25.83
15.7 
(M:15.7) 1 5 1 K.MIFAGIKK.K Oxidation: 1; Dimethyl: 7, 8

1596 true 494 1281.7511 1280.734 1 7.69 192.97 25.17
18.3 
(M:18.3) 1 1 0 K.SPVPASTAVTAPK.T Dimethyl: 1, 13



1597 true 494 1751.9135 1750.9214 1 -8.66 232.13 26.5
43.5 
(M:43.5) 1 1 0

K.GAEAANVTGPGGVPVQGSK.
Y Dimethyl: 1, 19

1598 false 495 1142.6044 1141.6091 1 -10.54 233 23.67
20.5 
(M:20.5) 1 2 0 K.VINGEGEQIR.A Dimethyl: 1

1599 true 495 1295.7696 1294.7721 1 -7.56 216.15 25.17
25.4 
(M:25.4) 2 1 1 R.KIVDQIRPDR.Q Dimethyl: 1, 1

1600 true 495 1295.7696 1294.7721 1 -7.56 216.15 25.17
25.4 
(M:25.4) 2 1 1 R.KIVDQIRPDR.Q Dimethyl: 1, 1

1601 true 495 1296.699 1295.6834 1 6.47 242.54 24.67
46.6 
(M:46.6) 1 1 0 K.HIAEVSQEVTR.S Dimethyl: 1

1602 true 496 1166.6305 1165.6091 1 12.1 357.04 23.67
39.4 
(M:39.4) 1 1 0 K.HQVVEEEIR.C Dimethyl: 1

1603 false 496 1166.6305 1165.6231 1 0.17 334.59 23.67
21.5 
(M:21.5) 1 5 0 K.ELPPPSEEIK.T Dimethyl: 10



1604 false 496 1166.6305 1165.6467 1 -20.12 346.55 23.67
17.0 
(M:17.0) 1 10 1 K.EVREMWLK.D

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 8

1605 true 496 1211.5541 1210.5404 1 5.26 60.9 24.33
49.4 
(M:49.4) 1 1 0 K.GEDPVDYDGGR.T Dimethyl:2H(4): 1

1606 true 496 1416.754 1415.7572 1 -7.38 332.91 26.17
30.0 
(M:30.0) 1 1 0 R.LNALHPPESHGGR.T Dimethyl:2H(4): 1

1607 false 496 1416.754 1415.7493 1 -1.83 304.46 26.17
15.2 
(M:15.2) 1 2 1 R.NALIHMQEEKR.L Dimethyl:2H(4): 1; Oxidation: 6

1608 false 497 866.4508 865.4368 1 7.79 495.68 24.67
31.9 
(M:31.9) 1 2 0 K.FENLCK.I Carbamidomethyl: 5; Dimethyl: 1, 6

1609 true 497 1327.6853 1326.668 1 7.49 214.03 24.67
47.3 
(M:47.3) 1 1 0 K.HHPEDVEPALR.K Dimethyl: 1

1610 true 499 874.5019 873.487 1 8.76 513.47 24.67
32.3 
(M:32.3) 1 1 0 K.FENLCK.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 6



1611 true 499 880.5382 879.5418 1 -12.36 563.05 26.17
20.5 
(M:20.5) 1 1 0 K.NTLHGFK.K Dimethyl:2H(4): 1, 7

1612 true 499 1095.5033 1094.5001 1 -3.76 318.44 27.33
28.6 
(M:28.6) 1 1 0 R.CAYCAGPIR.E Carbamidomethyl: 1, 4; Dimethyl: 1

1613 true 499 1201.5008 1200.4903 1 2.65 91.16 23.83
15.4 
(M:15.4) 1 1 0 R.QYEMGECTR.G Carbamidomethyl: 7; Dimethyl: 1

1614 true 499 1464.6907 1463.6765 1 4.73 326.22 24.83
38.0 
(M:38.0) 1 1 0 K.HPSAGLEENYCR.N

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

1615 true 499 1476.9285 1475.9101 1 7.56 362.69 26
68.0 
(M:68.0) 2 1 0 R.EDSVKPGAHLTVK.K Dimethyl:2H(4): 1, 5, 13

1616 true 500 976.5816 975.5753 1 -1.04 202.66 26.83
33.2 
(M:33.2) 1 1 1 R.LFVEKER.D Dimethyl: 1, 5

1617 false 500 976.5816 975.5903 1 -16.34 264.7 26.83
22.3 
(M:22.3) 1 3 0 K.AVEIAANTK.G Dimethyl:2H(4): 1; Dimethyl: 9



1618 false 500 976.5816 975.5502 1 24.71 254 26.83
21.6 
(M:21.6) 1 4 1 K.QFRNDLK.H Dimethyl: 1, 7

1619 true 500 1099.5233 1098.5252 1 -8.37 338.16 27.33
19.8 
(M:19.8) 1 1 0 R.CAYCAGPIR.E

Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1

1620 true 500 1221.6169 1220.6037 1 4.8 111.78 24
67.8 
(M:67.8) 1 1 0 K.AIEENNNFSK.M Dimethyl: 1, 10

1621 false 501 998.4707 997.4505 1 12.9 184.08 26.67
18.5 
(M:18.5) 1 2 0 K.EFEEFNR.R Dimethyl: 1

1622 true 501 1231.6261 1230.6204 1 -1.33 68.1 24.67
32.3 
(M:32.3) 1 1 0 K.TNEAQAIETAR.A Dimethyl: 1

1623 true 502 1014.5108 1013.493 1 10.32 202.08 24.83
18.8 
(M:18.8) 1 1 0 K.SVPHEDFR.V Dimethyl: 1

1624 true 502 1041.5656 1040.5767 1 -17.67 249.16 25.5
26.0 
(M:26.0) 1 1 1 R.EPPYRVPR.D Dimethyl: 1



1625 true 502 1525.7939 1524.785 1 1.1 114.6 23.33
40.0 
(M:40.0) 1 1 1 R.FVNDYDKDNDGK.L Dimethyl:2H(4): 1, 7, 12

1626 true 503 1122.5901 1121.5801 1 2.41 336.98 26.83
38.1 
(M:38.1) 1 1 0 K.VTMQNLNDR.L Dimethyl:2H(4): 1

1627 true 503 1151.6258 1150.6135 1 4.41 368.72 27.5
32.7 
(M:32.7) 1 1 0 R.NKPAYFAER.L Dimethyl: 1, 2

1628 false 503 1151.6258 1150.5996 1 16.49 450.95 27.5
18.1 
(M:18.1) 1 2 1 R.NRGPPPSWGR.R Dimethyl: 1

1629 false 503 1151.6258 1150.5904 1 24.48 297.41 27.5
17.3 
(M:17.3) 1 3 1 K.DSEKNMSIK.K Oxidation: 6; Dimethyl: 1, 4, 9

1630 true 504 1048.5505 1047.5349 1 7.98 284.25 26.83
40.7 
(M:40.7) 1 1 0 R.AAPNSLEYR.L Dimethyl: 1

1631 true 504 1159.6746 1158.6637 1 3.08 364.27 27.5
46.5 
(M:46.5) 1 1 0 R.NKPAYFAER.L Dimethyl:2H(4): 1, 2



1632 true 505 1052.5677 1051.56 1 0.38 329.94 26.83
47.7 
(M:47.7) 1 1 0 R.AAPNSLEYR.L Dimethyl:2H(4): 1

1633 false 505 1052.5677 1051.5624 1 -1.86 263.31 26.83
16.6 
(M:16.6) 1 2 0 K.EIMAEIYK.N Dimethyl: 1, 8

1634 false 505 1061.5717 1060.5448 1 18.53 300.1 24.83
15.6 
(M:15.6) 1 4 1 K.RIVNMGNGGK.L Oxidation: 5

1635 true 505 1061.5717 1060.5603 1 3.85 266.84 24.83
41.5 
(M:41.5) 1 1 0 R.VEVFHENR.W Dimethyl:2H(4): 1

1636 true 505 1069.5761 1068.575 1 -5.8 322.99 25.33
35.7 
(M:35.7) 1 1 0 R.AVLCPQPTR.T Carbamidomethyl: 4; Dimethyl: 1

1637 false 505 1069.5761 1068.5928 1 -22.4 218.53 25.33
15.7 
(M:15.7) 1 3 0 K.SSHAQSVGLK.N Dimethyl: 1, 10

1638 true 506 1073.5983 1072.6001 1 -8.44 334.55 25.33
26.4 
(M:26.4) 1 1 0 R.AVLCPQPTR.T

Carbamidomethyl: 4; Dimethyl:2H(4): 
1



1639 true 506 1856.0129 1854.9964 1 4.98 148.04 23.33
79.8 
(M:79.8) 1 1 1 M.SDQEAKPSAEDLGDKK.E Dimethyl:2H(4): 6, 15, 16; Acetyl: 1

1640 true 506 2303.2392 2302.2282 1 1.64 209.15 27
61.8 
(M:61.8) 1 1 0 K.HKPANNQIECHPYLTQEK.L

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 2, 18

1641 true 507 809.4084 808.4051 1 -4.95 333.63 23.67
37.1 
(M:37.1) 1 1 0 K.CDVDIR.K

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

1642 true 507 809.4084 808.4051 1 -4.95 333.63 23.67
37.1 
(M:37.1) 1 1 0 K.CDVDIR.K

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

1643 true 507 1109.5595 1108.5587 1 -5.84 351.32 26.17
34.5 
(M:34.5) 1 1 0 K.STCIYGGAPK.G Carbamidomethyl: 3; Dimethyl: 1, 10

1644 true 507 1109.5595 1108.5587 1 -5.84 351.32 26.17
34.5 
(M:34.5) 1 1 0 K.STCIYGGAPK.G Carbamidomethyl: 3; Dimethyl: 1, 10

1645 true 507 1276.6944 1275.6935 1 -4.98 189.29 26
74.4 
(M:74.4) 1 1 0 K.APVEQEVAIHR.I Dimethyl: 1



1646 false 508 743.4452 742.4225 1 20.77 242.16 27.33
15.3 
(M:15.3) 1 7 0 K.SDQLPK.S Dimethyl: 1, 6

1647 true 508 769.3826 768.3857 1 -13.51 357.84 26.17
24.3 
(M:24.3) 1 1 0 R.DFHYR.S Dimethyl:2H(4): 1

1648 true 508 1316.6305 1315.619 1 3.18 232.5 24.83
46.9 
(M:46.9) 1 1 0 R.INISEGNCPER.I Carbamidomethyl: 8; Dimethyl: 1

1649 true 508 1555.7022 1554.6852 1 6.26 287.13 24.83
33.4 
(M:33.4) 1 1 1 R.HYDQDYYRDPR.E Dimethyl: 1

1650 true 509 1119.5307 1118.5145 1 7.96 304.23 24.67
43.7 
(M:43.7) 1 1 0 R.NPEFYEHR.K Dimethyl: 1

1651 true 509 1320.6547 1319.6442 1 2.44 175.99 24.83
55.5 
(M:55.5) 1 1 0 R.INISEGNCPER.I

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

1652 true 510 1110.6081 1109.6032 1 -2.16 423.52 25.33
40.4 
(M:40.4) 2 1 0 R.HFNAPSHIR.R Dimethyl:2H(4): 1



1653 true 510 1123.5553 1122.5396 1 7.51 280.11 24.67
16.5 
(M:16.5) 1 1 0 R.NPEFYEHR.K Dimethyl:2H(4): 1

1654 true 511 932.4451 931.4433 1 -5.85 116.46 23.5
31.1 
(M:31.1) 1 1 0 K.EMGTPDVR.I Dimethyl: 1

1655 true 511 1058.614 1057.6048 1 1.8 220.33 27.17
25.6 
(M:25.6) 1 1 0 R.YISHAEFK.D Dimethyl:2H(4): 1, 8

1656 true 511 1584.8222 1583.8308 1 -10.02 173.66 27.33
17.8 
(M:17.8) 1 1 1 M.THQYPALTAEQKK.E Acetyl: 1; Dimethyl: 13

1657 true 512 1107.617 1106.5845 1 22.78 346.63 28.17
32.4 
(M:32.4) 1 1 0 K.MLQHIDYR.M Dimethyl:2H(4): 1

1658 true 512 1587.8261 1586.8086 1 6.4 156.15 24.67
30.8 
(M:30.8) 2 1 1 K.ILAENEREVAEMR.N Dimethyl: 1

1659 true 513 936.4685 935.4684 1 -7.65 58.13 23.5
25.0 
(M:25.0) 1 1 0 K.EMGTPDVR.I Dimethyl:2H(4): 1



1660 false 513 1163.6205 1162.6016 1 9.95 326.1 24.67
17.5 
(M:17.5) 1 6 1 R.CLSSLKDER.V Carbamidomethyl: 1; Dimethyl: 1, 6

1661 true 513 1369.7177 1368.6898 1 15 363.59 26.33
118.3 
(M:118.3) 4 1 0 R.FGQGGAGPVGGQGPR.G Dimethyl: 1

1662 true 513 1657.8687 1656.8746 1 -7.97 296.86 27.33
54.6 
(M:54.6) 1 1 0 K.GSGHQEHINIHQLR.E Dimethyl:2H(4): 1

1663 true 514 1167.6065 1166.6044 1 -4.4 358.92 24.83
44.8 
(M:44.8) 1 1 0 K.LGVIEDHSNR.T Dimethyl: 1

1664 true 514 1517.7131 1516.6794 1 17.38 151.91 24.67
25.7 
(M:25.7) 1 1 0 K.DEYEESGPSIVHR.K

1665 true 515 948.441 947.4382 1 -4.75 107.14 23.5
20.2 
(M:20.2) 1 1 0 K.EMGTPDVR.I Oxidation: 2; Dimethyl: 1

1666 true 515 949.5939 948.5997 1 -13.76 223.33 25.17
49.7 
(M:49.7) 1 1 0 R.HVFGQAVK.N Dimethyl:2H(4): 1, 8



1667 true 515 1171.6495 1170.6295 1 10.89 71.64 24.83
62.7 
(M:62.7) 1 1 0 K.LGVIEDHSNR.T Dimethyl:2H(4): 1

1668 true 516 952.4652 951.4633 1 -5.69 132.7 23.5
22.8 
(M:22.8) 1 1 0 K.EMGTPDVR.I Dimethyl:2H(4): 1; Oxidation: 2

1669 true 516 1149.6375 1148.6302 1 0.03 420.71 26.33
37.8 
(M:37.8) 1 1 0 K.ALEHVPNSVR.L Dimethyl: 1

1670 true 516 1548.7714 1547.7593 1 3.12 246.32 26.83
31.6 
(M:31.6) 1 1 0 K.AQHEHERPEFIR.Y

1671 false 517 802.4784 801.4709 1 0.39 500.27 27.67
15.6 
(M:15.6) 1 3 0 K.NLTLASR.A Dimethyl: 1

1672 true 517 968.571 967.5677 1 -4.13 97.08 23.67
24.1 
(M:24.1) 1 1 0 R.IEEELGSK.A Dimethyl:2H(4): 1, 8

1673 false 517 1162.665 1161.6758 1 -15.5 517.35 26.33
15.4 
(M:15.4) 1 5 1 R.QKLIAQDYK.V Dimethyl: 1, 2



1674 false 517 1827.0587 1826.0424 1 4.93 270.91 25
22.3 
(M:22.3) 1 2 1 K.RSALGGAAQQSQAALLPR.M Dimethyl:2H(4): 1

1675 true 518 984.4936 983.4862 1 0.14 99.12 24.5
32.9 
(M:32.9) 1 1 0 K.EDEGIAYR.G Dimethyl:2H(4): 1

1676 true 518 1256.6049 1255.5802 1 13.87 263.17 25.33
73.8 
(M:73.8) 1 1 0 R.SPPPGMGMGQNR.G Dimethyl: 1

1677 true 518 1276.6445 1275.6241 1 10.25 122.28 24.67
34.9 
(M:34.9) 1 1 0 R.VIGSGCNLDSAR.F Carbamidomethyl: 6; Dimethyl: 1

1678 false 518 1893.9433 1892.9451 1 -4.83 279.15 24.83
15.0 
(M:15.0) 1 4 1 R.ELEAQVECLKSDQER.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1; Dimethyl: 10

1679 false 518 1893.9433 1892.9004 1 18.82 378 24.83
17.0 
(M:17.0) 1 2 1 R.EYPSDLNGNEESDKLK.S Dimethyl: 1, 16

1680 true 519 1066.5866 1065.5931 1 -12.92 334.41 25.17
26.3 
(M:26.3) 1 1 0 R.SGQQIVGPPR.K Dimethyl: 1



1681 true 519 1260.6294 1259.6053 1 13.34 274.86 25.33
83.1 
(M:83.1) 1 1 0 R.SPPPGMGMGQNR.G Dimethyl:2H(4): 1

1682 false 519 1260.6294 1259.6411 1 -15.09 201.86 25.33
16.9 
(M:16.9) 1 2 1 K.ERNLDWFPR.M Dimethyl: 1

1683 true 519 1280.6688 1279.6492 1 9.55 150.48 24.67
35.0 
(M:35.0) 1 1 0 R.VIGSGCNLDSAR.F

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

1684 true 520 2121.0641 2120.0498 1 3.33 177.38 23.83
52.9 
(M:52.9) 1 1 1 R.LPPRQPTVASPAESEDENR.Q Dimethyl: 1

1685 false 521 861.4708 860.4603 1 3.66 328.34 23.83
18.9 
(M:18.9) 1 2 0 R.SVEETLR.L Dimethyl: 1

1686 true 521 897.5224 896.512 1 3.45 481.94 27.5
35.3 
(M:35.3) 1 1 0 K.AFLEKPH.- Dimethyl: 1, 5

1687 true 521 1075.4941 1074.492 1 -4.77 180.06 23.67
21.2 
(M:21.2) 1 1 0 R.ENPYYDSR.V Dimethyl:2H(4): 1



1688 true 521 1311.7931 1310.767 1 14.29 216.21 25.5
58.8 
(M:58.8) 2 1 0 R.IIAASSRPIAER.I Dimethyl: 1

1689 true 521 1349.7997 1348.7802 1 9.05 241.92 24.67
64.4 
(M:64.4) 1 1 0 K.TIIQNPTDQQK.K Dimethyl:2H(4): 1, 11

1690 true 521 1412.7226 1411.732 1 -11.85 358.03 26.17
19.0 
(M:19.0) 1 1 0 R.LNALHPPESHGGR.T Dimethyl: 1

1691 false 522 865.4889 864.4855 1 -4.45 326.32 23.83
24.1 
(M:24.1) 1 3 0 R.SVEETLR.L Dimethyl:2H(4): 1

1692 true 522 954.5102 953.512 1 -9.55 119.51 26.17
31.4 
(M:31.4) 2 1 0 K.SDPVVSYR.E Dimethyl:2H(4): 1

1693 true 522 1465.7348 1464.711 1 11.29 295.5 24.67
38.3 
(M:38.3) 1 1 0 K.LPGQDFQHDPQR.H Dimethyl: 1

1694 true 522 1494.7481 1493.766 1 -16.9 231.47 26.17
38.9 
(M:38.9) 1 1 0 R.IISCDGGGGALGHPK.V Carbamidomethyl: 4; Dimethyl: 1, 15



1695 true 523 943.5219 942.5134 1 1.23 100.44 24.67
18.6 
(M:18.6) 1 1 0 R.QLEEQLR.I Dimethyl: 1

1696 true 523 1353.7523 1352.7328 1 9.03 315.15 27.5
44.0 
(M:44.0) 1 1 0 R.SYHEEFRPPK.E Dimethyl:2H(4): 1, 10

1697 true 523 1469.7568 1468.7361 1 9.13 414.15 24.67
25.0 
(M:25.0) 1 1 0 K.LPGQDFQHDPQR.H Dimethyl:2H(4): 1

1698 true 523 1651.8572 1650.845 1 2.98 291.55 26.67
39.0 
(M:39.0) 1 1 0 R.CPAPAPLQHGTIDSR.D

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

1699 true 524 761.4858 760.4745 1 5.35 341.26 25
22.8 
(M:22.8) 1 1 0 K.DLVVQR.L Dimethyl:2H(4): 1

1700 true 524 947.5471 946.5386 1 1.39 78.83 24.67
22.0 
(M:22.0) 1 1 0 R.QLEEQLR.I Dimethyl:2H(4): 1

1701 true 524 2067.0208 2066.0082 1 2.58 200.82 26.67
47.1 
(M:47.1) 1 1 0 K.ELENHHTLEHYHVQPR.S Dimethyl: 1



1702 true 525 1274.6622 1273.6527 1 1.7 188.04 25.17
19.5 
(M:19.5) 1 1 1 R.RGGPNYQEGLR.V Dimethyl: 1

1703 true 525 1623.8608 1622.8376 1 9.81 260.24 24.67
52.2 
(M:52.2) 1 1 1 K.DADRHVGDLGNVTAK.G Dimethyl: 1, 15

1704 true 525 2071.0443 2070.0333 1 1.81 275.87 26.67
83.7 
(M:83.7) 1 1 0 K.ELENHHTLEHYHVQPR.S Dimethyl:2H(4): 1

1705 true 527 761.4832 760.4745 1 1.85 333.56 27
47.3 
(M:47.3) 1 1 0 R.ALEQLR.L Dimethyl:2H(4): 1

1706 false 527 887.4986 886.4872 1 4.67 344.48 25
18.8 
(M:18.8) 1 5 0 K.DLSQQIR.V Dimethyl: 1

1707 true 527 1060.6218 1059.6077 1 6.47 231.83 27.67
25.5 
(M:25.5) 2 1 0 K.NVRPDYLK.A Dimethyl: 1, 8

1708 false 528 791.4345 790.4371 1 -12.51 370.2 26.83
15.8 
(M:15.8) 1 8 0 K.TIQMVR.A Oxidation: 4; Dimethyl: 1



1709 true 528 934.5355 933.5396 1 -12.16 129.42 27.17
23.5 
(M:23.5) 1 1 0 K.VDIAPHVR.D Dimethyl: 1

1710 true 528 1910.0175 1908.9905 1 10.35 195.61 24.67
25.1 
(M:25.1) 1 1 1 R.ETNIESQPIVDTHSKR.T Dimethyl: 1, 15

1711 true 529 1104.6153 1103.6124 1 -3.96 252.43 23.83
41.3 
(M:41.3) 1 1 0 R.LTQEPESIR.K Dimethyl:2H(4): 1

1712 true 529 1350.6715 1349.6725 1 -6.14 119.1 23.5
38.6 
(M:38.6) 1 1 0 K.TIQVDNTDAEGR.L Dimethyl:2H(4): 1

1713 true 530 890.476 889.4658 1 3.29 492.27 27
31.8 
(M:31.8) 1 1 0 R.AYGPGLER.S Dimethyl: 1

1714 true 530 1039.4973 1038.4883 1 1.63 191.59 24.83
23.7 
(M:23.7) 1 1 0 K.EHPDAWTR.V Dimethyl: 1

1715 true 530 1544.752 1543.7326 1 7.85 255.03 27.17
47.4 
(M:47.4) 1 1 0 K.FHCPHCDTVIAR.K

Carbamidomethyl: 3, 6; 
Dimethyl:2H(4): 1



1716 true 531 894.5038 893.4909 1 6.34 477.4 27
34.2 
(M:34.2) 1 1 0 R.AYGPGLER.S Dimethyl:2H(4): 1

1717 true 531 1274.633 1273.6163 1 7.35 209.86 27.67
90.0 
(M:90.0) 4 1 0 K.NQGSWGTGGNIR.T Dimethyl: 1

1718 true 531 1665.7683 1664.7478 1 7.94 205.16 27.33
37.8 
(M:37.8) 1 1 0 R.GQWHTLCDEQAHR.V Carbamidomethyl: 7; Dimethyl: 1

1719 true 532 1056.5599 1055.5512 1 1.36 260.61 26.33
20.7 
(M:20.7) 1 1 0 K.AVVDHFGQR.I Dimethyl: 1

1720 true 532 1184.6322 1183.6237 1 0.97 97.04 26.5
71.3 
(M:71.3) 2 1 1 K.YEKDIAAYR.A Dimethyl: 1, 3

1721 true 532 1184.6322 1183.6237 1 0.97 97.04 26.5
71.3 
(M:71.3) 2 1 1 K.YEKDIAAYR.A Dimethyl: 1, 3

1722 true 533 1060.6086 1059.5763 1 23.53 394.75 26.33
36.5 
(M:36.5) 1 1 0 K.AVVDHFGQR.I Dimethyl:2H(4): 1



1723 true 533 1192.6835 1191.6739 1 1.92 76.21 26.33
16.0 
(M:16.0) 1 1 1 K.YEKDIAAYR.A Dimethyl:2H(4): 1, 3

1724 true 533 1192.6835 1191.6739 1 1.92 76.21 26.33
16.0 
(M:16.0) 1 1 1 K.YEKDIAAYR.A Dimethyl:2H(4): 1, 3

1725 true 533 1750.9445 1749.9196 1 10.06 196.76 27.17
26.1 
(M:26.1) 1 1 1 K.VHAIQCDVRDPASVK.N Carbamidomethyl: 6; Dimethyl: 1, 15

1726 true 533 2623.251 2622.2254 1 6.98 202.97 24.67
85.9 
(M:85.9) 3 1 1

R.KQETTPINDNVSQCCSSSYAN
R.R

Carbamidomethyl: 14, 15; 
Dimethyl:2H(4): 1, 1

1727 true 534 736.3751 735.3803 1 -16.95 368.82 25
22.6 
(M:22.6) 1 1 0 K.DYLAAIA.-

1728 false 534 736.3751 735.3664 1 1.96 341.05 25
20.0 
(M:20.0) 1 2 0 K.QQAAYR.N

1729 true 534 1162.6225 1161.599 1 14.01 367.83 24.83
19.4 
(M:19.4) 1 1 1 M.SSGLTEEQKR.R Dimethyl: 9



1730 true 534 1167.6809 1166.6747 1 -0.88 224.45 23.83
25.9 
(M:25.9) 1 1 1 K.DILKDQESR.K Dimethyl:2H(4): 1, 4

1731 true 534 1758.9935 1757.9698 1 9.31 228.69 27.17
23.8 
(M:23.8) 1 1 1 K.VHAIQCDVRDPASVK.N

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 15

1732 true 537 746.4676 745.4789 1 -24.89 291.04 25.5
32.8 
(M:32.8) 1 1 0 K.HVVFGK.V Dimethyl:2H(4): 1; Dimethyl: 6

1733 true 537 746.4676 745.4537 1 8.81 329.62 25.5
32.8 
(M:32.8) 3 1 0 K.HVVFGR.V Dimethyl:2H(4): 1

1734 true 537 1186.6073 1185.599 1 0.86 94.42 24.17
40.9 
(M:40.9) 1 1 0 K.IANPVEGSTDR.Q Dimethyl: 1

1735 true 537 1915.9931 1914.9672 1 9.69 348.3 27.17
61.7 
(M:61.7) 1 1 0 K.QQIYACQHVPVEQQR.L

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

1736 true 538 759.4597 758.4439 1 11.22 319.35 25.5
25.4 
(M:25.4) 1 1 0 R.FLAQPR.Q Dimethyl: 1



1737 true 538 895.4306 894.4269 1 -4.05 522.44 24.83
23.4 
(M:23.4) 2 1 0 R.DVYMSPR.D Dimethyl: 1

1738 true 539 908.4873 907.4763 1 4.1 100.28 24.83
17.8 
(M:17.8) 1 1 0 K.VDNLTYR.T Dimethyl: 1

1739 false 539 1165.6162 1164.5899 1 16.27 542.35 26.33
20.5 
(M:20.5) 1 2 1 K.MNYSKGYSR.K Dimethyl:2H(4): 5; Dimethyl: 1

1740 true 540 805.3824 804.38 1 -6 385.63 23.67
40.4 
(M:40.4) 1 1 0 K.CDVDIR.K Carbamidomethyl: 1; Dimethyl: 1

1741 true 540 805.3824 804.38 1 -6 385.63 23.67
40.4 
(M:40.4) 1 1 0 K.CDVDIR.K Carbamidomethyl: 1; Dimethyl: 1

1742 true 540 905.5688 904.5622 1 -0.72 154.89 27.67
37.1 
(M:37.1) 1 1 0 K.AFLEKPH.- Dimethyl:2H(4): 1, 5

1743 true 541 791.4669 790.4701 1 -13.31 509.1 25.5
30.7 
(M:30.7) 1 1 0 K.VVQVYR.K Dimethyl: 1



1744 true 541 1265.6657 1264.6346 1 18.76 285.62 26.5
36.6 
(M:36.6) 1 1 0 K.GLQICHPQER.N Carbamidomethyl: 5; Dimethyl: 1

1745 true 541 1578.8687 1577.8665 1 -3.18 117.53 26.17
50.3 
(M:50.3) 1 1 1 K.IVADKDYAVTANSK.I Dimethyl: 1, 5, 14

1746 true 542 959.5841 958.5749 1 1.99 172.38 25.33
40.0 
(M:40.0) 2 1 0 K.VLDSGAPIR.I Dimethyl:2H(4): 1

1747 false 542 1114.6224 1113.6255 1 -9.31 386.06 26.83
17.3 
(M:17.3) 1 5 0 R.LASQASRPTR.S Dimethyl: 1

1748 false 542 1114.6224 1113.6142 1 0.77 563.8 26.83
19.0 
(M:19.0) 2 3 1 K.QRQIEQEK.L Dimethyl: 1, 8

1749 true 542 1114.6224 1113.6182 1 -2.84 409.28 26.83
34.4 
(M:34.4) 1 1 1 K.HFELGGDKK.R Dimethyl: 1, 8, 9

1750 true 542 1269.6658 1268.6597 1 -0.96 272.36 26.5
26.8 
(M:26.8) 1 1 0 K.GLQICHPQER.N

Carbamidomethyl: 5; Dimethyl:2H(4): 
1



1751 true 542 1590.947 1589.9418 1 -1.28 160.77 26
58.5 
(M:58.5) 1 1 1 K.IVADKDYAVTANSK.I Dimethyl:2H(4): 1, 5, 14

1752 false 543 800.505 799.5167 1 -23.77 460.66 25.33
18.3 
(M:18.3) 1 6 1 K.AIAEIKK.M Dimethyl: 7

1753 false 543 800.505 799.5167 1 -23.77 414.36 25.33
22.1 
(M:22.1) 1 3 0 R.LATALQK.L Dimethyl: 1, 7

1754 false 543 800.505 799.5167 1 -23.77 414.36 25.33
22.1 
(M:22.1) 1 3 0 R.LATALQK.L Dimethyl: 1, 7

1755 true 543 806.4667 805.4732 1 -17.08 543.15 25.5
15.8 
(M:15.8) 1 1 1 R.AGKMSLK.G Oxidation: 4; Dimethyl: 3, 7

1756 true 543 962.5474 961.536 1 4.22 108.55 24.83
26.1 
(M:26.1) 1 1 0 R.YFDPATGK.F Dimethyl:2H(4): 1, 8

1757 true 543 1283.65 1282.6418 1 0.72 213.23 26.33
26.5 
(M:26.5) 1 1 0 K.AVATWHANTER.E Dimethyl: 1



1758 false 545 984.5811 983.5814 1 -7.74 104.92 24.83
17.3 
(M:17.3) 1 2 0 R.TNLQHAIR.R Dimethyl:2H(4): 1

1759 true 545 1259.7102 1258.7009 1 1.63 70.72 23.83
19.0 
(M:19.0) 1 1 1 K.EKYEITEQR.K Dimethyl:2H(4): 1, 2

1760 true 546 802.4243 801.4133 1 4.59 422.94 27.5
37.4 
(M:37.4) 2 1 0 K.DFSIHR.L Dimethyl: 1

1761 false 546 870.4793 869.4793 1 -8.33 431.27 26.33
22.2 
(M:22.2) 1 2 0 -.MVAPAALR.V Acetyl: 1

1762 true 546 870.4793 869.4697 1 2.65 514.65 26.33
30.5 
(M:30.5) 1 1 0 K.FFPAGSGR.N Dimethyl:2H(4): 1

1763 true 546 1004.4692 1003.4723 1 -10.35 141.75 24
83.4 
(M:83.4) 4 1 0 K.AGFAGDDAPR.A Dimethyl: 1

1764 true 546 1004.4692 1003.4723 1 -10.35 141.75 24
83.4 
(M:83.4) 4 1 0 K.AGFAGDDAPR.A Dimethyl: 1



1765 true 546 1004.4692 1003.4723 1 -10.35 141.75 24
83.4 
(M:83.4) 4 1 0 K.AGFAGDDAPR.A Dimethyl: 1

1766 true 546 1004.4692 1003.4723 1 -10.35 141.75 24
83.4 
(M:83.4) 4 1 0 K.AGFAGDDAPR.A Dimethyl: 1

1767 true 546 1004.4692 1003.4723 1 -10.35 141.75 24
83.4 
(M:83.4) 4 1 0 K.AGFAGDDAPR.A Dimethyl: 1

1768 true 546 1291.7295 1290.7081 1 10.88 230.68 27
18.4 
(M:18.4) 1 1 1 K.AASQSDKPGDKK.E Dimethyl:2H(4): 7; Dimethyl: 1

1769 false 547 851.5157 850.5025 1 7 621.67 27.5
21.3 
(M:21.3) 1 2 0 K.VHDLALR.A Dimethyl: 1

1770 true 547 1075.5669 1074.5669 1 -6.76 235.14 24.83
30.4 
(M:30.4) 1 1 0 K.ELGSSTNALR.Q Dimethyl: 1

1771 true 548 855.5408 854.5276 1 6.93 594.34 27.5
39.5 
(M:39.5) 2 1 0 K.VHDLALR.A Dimethyl:2H(4): 1



1772 true 548 950.4878 949.4882 1 -8.09 234.07 26.33
42.5 
(M:42.5) 2 1 0 K.NVPNWHR.D Dimethyl: 1

1773 true 548 1079.5813 1078.5743 1 -0.2 178.29 26.67
15.5 
(M:15.5) 1 1 0 R.MLLQNSEGR.C Dimethyl:2H(4): 1

1774 true 548 1337.5936 1336.5684 1 13.38 141.52 24
37.5 
(M:37.5) 2 1 1 R.GYDDRDYYSR.S Dimethyl: 1

1775 false 549 965.4998 964.509 1 -17.09 202.51 27.67
21.8 
(M:21.8) 1 3 1 M.EGREPPPR.G Dimethyl: 1

1776 false 549 965.4998 964.5131 1 -21.26 269.36 27.67
17.4 
(M:17.4) 1 4 1 K.KNFPFER.L Dimethyl: 1

1777 true 549 965.4998 964.4879 1 4.79 205.18 27.67
29.9 
(M:29.9) 1 1 0 R.EHNWVPR.K Dimethyl: 1

1778 false 549 1647.8955 1646.9099 1 -13.2 200.63 26
20.0 
(M:20.0) 1 62.99 2 1 K.SIMELMNVLELRK.Y Oxidation: 6; Dimethyl: 1, 13



1779 true 550 969.5149 968.5018 1 6.02 176.37 27.33
26.5 
(M:26.5) 1 1 0 R.YHSEFVR.Q Dimethyl:2H(4): 1

1780 false 550 969.5149 968.5303 1 -23.4 155.9 27.33
19.7 
(M:19.7) 1 2 0 K.QMEQFVK.K Dimethyl:2H(4): 1; Dimethyl: 7

1781 false 550 1373.7473 1372.754 1 -10.22 476.49 26.33
20.0 
(M:20.0) 2 2 0 R.EIFGLYGQTTGK.G Dimethyl:2H(4): 12; Dimethyl: 1

1782 true 550 1373.7473 1372.715 1 18.22 415.26 26.33
100.1 
(M:100.1) 3 1 0 R.FGQGGAGPVGGQGPR.G Dimethyl:2H(4): 1

1783 false 550 1384.8328 1383.7911 1 24.85 405.65 26.83
17.8 
(M:17.8) 1 8 1 K.ELEEKVVELHK.T Dimethyl:2H(4): 11

1784 true 551 971.477 970.4633 1 6.68 236.49 27.5
48.3 
(M:48.3) 1 1 0 R.FFHSMDR.D Dimethyl:2H(4): 1

1785 true 551 1306.6221 1305.5983 1 12.63 234.31 27.83
19.5 
(M:19.5) 1 1 1 R.RCGNDVDEASK.G Carbamidomethyl: 2; Dimethyl: 1, 11



1786 true 551 1791.8285 1790.8257 1 -2.52 156.54 26
74.2 
(M:74.2) 2 1 0 K.SPAAPGQSPTGSVCYER.N Carbamidomethyl: 14; Dimethyl: 1

1787 true 552 1071.4661 1070.4669 1 -7.53 175.25 23.67
28.9 
(M:28.9) 1 1 0 R.ENPYYDSR.V Dimethyl: 1

1788 true 552 1504.8082 1503.7789 1 14.65 211.34 26.33
68.6 
(M:68.6) 1 1 1 K.MQASVDKGCSLPK.L

Carbamidomethyl: 9; Dimethyl: 1, 7, 
13

1789 true 552 1795.8545 1794.8509 1 -2.04 218.22 26
56.9 
(M:56.9) 2 1 0 K.SPAAPGQSPTGSVCYER.N

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

1790 true 553 1434.6837 1433.6721 1 2.99 311.58 26.83
49.6 
(M:49.6) 1 1 0 K.CVSSSHFQVAER.A Carbamidomethyl: 1; Dimethyl: 1

1791 true 554 1253.5983 1252.587 1 3.19 79.07 24.83
22.6 
(M:22.6) 1 1 0 R.QAATLQDCYR.M Carbamidomethyl: 8; Dimethyl: 1

1792 true 554 1438.7089 1437.6973 1 3.07 464.66 26.83
28.5 
(M:28.5) 1 1 0 K.CVSSSHFQVAER.A

Carbamidomethyl: 1; Dimethyl:2H(4): 
1



1793 true 555 1178.5725 1177.555 1 8.71 155.71 25.67
34.1 
(M:34.1) 1 1 0 R.GMGPGTPTGYGR.G Dimethyl: 1

1794 false 556 1284.6397 1283.6507 1 -14.2 115.66 24.83
17.2 
(M:17.2) 1 3 0 R.DLSSSSTLESAR.A Dimethyl:2H(4): 1

1795 true 556 1576.8129 1575.7906 1 9.53 283.11 27
56.0 
(M:56.0) 1 1 0 K.AQHEHERPEFIR.Y Dimethyl: 1

1796 true 556 2093.9986 2092.9861 1 2.5 261.02 26.33
83.7 
(M:83.7) 1 1 0 R.YAVNTHCHADHVTGSGALR.S Carbamidomethyl: 7; Dimethyl: 1

1797 true 557 746.4559 745.4408 1 10.43 187.37 27.83
15.1 
(M:15.1) 1 1 0 K.ITIMPK.H Oxidation: 4; Dimethyl: 6

1798 true 557 1580.8394 1579.8157 1 10.4 338.74 27
36.6 
(M:36.6) 1 1 0 K.AQHEHERPEFIR.Y Dimethyl:2H(4): 1

1799 true 557 2098.0214 2097.0112 1 1.39 310.92 26.33
74.9 
(M:74.9) 1 1 0 R.YAVNTHCHADHVTGSGALR.S

Carbamidomethyl: 7; Dimethyl:2H(4): 
1



1800 true 558 1162.6183 1161.6142 1 -2.79 524.58 26.5
20.5 
(M:20.5) 1 72.5 1 1 K.REEAIQNFK.A Dimethyl: 9

1801 true 559 2129.0595 2128.047 1 2.45 165.15 23.83
15.1 
(M:15.1) 1 1 1 R.NQEQMKPLEEKQEEER.S Dimethyl: 1, 6, 11

1802 true 560 760.3511 759.3486 1 -6.3 477.56 26.67
26.2 
(M:26.2) 2 1 0 R.NCWPR.V Carbamidomethyl: 2; Dimethyl: 1

1803 false 560 830.4537 829.4446 1 2.18 520.82 26.67
15.4 
(M:15.4) 1 2 0 R.ELYIHR.I

1804 true 560 830.4537 829.4446 1 2.18 481.66 26.67
30.6 
(M:30.6) 1 1 0 K.TFLEHR.A Dimethyl: 1

1805 true 560 1495.7083 1494.6852 1 10.58 189.26 25
58.7 
(M:58.7) 1 1 0 R.DTPGHGSGWAETPR.T Dimethyl: 1

1806 true 560 2141.1206 2140.1224 1 -4.22 163.64 23.83
27.9 
(M:27.9) 1 1 1 R.NQEQMKPLEEKQEEER.S Dimethyl:2H(4): 1, 6, 11



1807 true 561 834.4803 833.4697 1 3.91 489.07 26.67
22.2 
(M:22.2) 1 1 0 K.TFLEHR.A Dimethyl:2H(4): 1

1808 true 561 1184.6057 1183.6026 1 -3.52 180.98 25.33
33.6 
(M:33.6) 1 1 0 K.VYQYQYHK.W Dimethyl: 1, 8

1809 false 562 772.4593 771.4491 1 3.81 227.99 25.17
22.6 
(M:22.6) 1 8 0 K.IQSTPVK.Q

1810 true 562 886.5052 885.492 1 6.73 353.93 24.33
42.6 
(M:42.6) 1 1 0 R.VIENLDR.G Dimethyl: 1

1811 true 562 916.4827 915.4814 1 -6.55 107.65 26.33
38.6 
(M:38.6) 2 1 0 K.LPEYNPR.T Dimethyl: 1

1812 true 563 890.5306 889.5171 1 7 401.73 24
40.7 
(M:40.7) 1 1 0 R.LQELAER.I Dimethyl:2H(4): 1

1813 false 563 890.5306 889.5171 1 7 389.69 24
35.3 
(M:35.3) 1 3 0 R.LQEALER.Q Dimethyl:2H(4): 1



1814 false 563 890.5306 889.5422 1 -21.24 466.8 24
23.6 
(M:23.6) 1 6 0 K.IDLAAEAK.S Dimethyl:2H(4): 1; Dimethyl: 8

1815 true 564 1261.7354 1260.7303 1 -1.71 262.8 26.5
59.0 
(M:59.0) 2 1 1 R.KGHAVGDIPGVR.F Dimethyl: 1, 1

1816 true 564 1329.5084 1328.5157 1 -10.96 190.26 23.67
37.7 
(M:37.7) 1 1 0 R.DSYDSYATHNE.- Dimethyl: 1

1817 true 565 1064.5282 1063.5171 1 3.62 352.48 26.67
35.1 
(M:35.1) 1 1 0 R.GEHGFIGCR.K

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

1818 true 566 893.4836 892.4738 1 2.75 517.86 25.17
26.2 
(M:26.2) 1 1 0 R.CILQDGR.V

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

1819 true 567 747.4102 746.3861 1 22.51 444.42 25.17
19.4 
(M:19.4) 1 1 0 R.DPNQGGK.D Dimethyl:2H(4): 1

1820 true 567 747.4102 746.3861 1 22.51 444.42 25.17
19.4 
(M:19.4) 1 1 0 R.DPNQGGK.D Dimethyl:2H(4): 1



1821 true 567 1017.586 1016.5804 1 -1.64 122.44 24.17
76.6 
(M:76.6) 1 1 0 K.LTPVAEEAR.D Dimethyl:2H(4): 1

1822 true 568 1047.525 1046.5132 1 4.31 189.1 24
21.9 
(M:21.9) 1 1 0 K.AEEVSAEEK.S Dimethyl: 1, 9

1823 true 570 1006.5581 1005.5545 1 -3.67 135.52 26.33
36.9 
(M:36.9) 1 1 0 K.FGQPIQER.Y Dimethyl:2H(4): 1

1824 true 570 1057.6306 1056.6179 1 5.08 117.76 24
23.6 
(M:23.6) 1 1 1 K.LLEEDVKR.W Dimethyl: 1, 7

1825 true 570 1116.6092 1115.6009 1 0.94 327.33 25.83
70.3 
(M:70.3) 1 1 0 K.CVVVGDGAVGK.T Carbamidomethyl: 1; Dimethyl: 1, 11

1826 true 570 1116.6092 1115.6009 1 0.94 327.33 25.83
70.3 
(M:70.3) 1 1 0 K.CVVVGDGAVGK.T Carbamidomethyl: 1; Dimethyl: 1, 11

1827 false 571 971.5597 970.556 1 -3.68 477.05 28
17.3 
(M:17.3) 1 4 0 R.AINTLNGLR.L



1828 false 571 971.5597 970.5308 1 22.2 269.8 28
19.7 
(M:19.7) 1 3 1 K.AQREQAIR.A

1829 true 571 971.5597 970.556 1 -3.68 102.63 28
28.3 
(M:28.3) 1 1 0 R.NAALSAQLR.Q Dimethyl: 1

1830 false 571 1023.5775 1022.5873 1 -16.63 129.29 26.83
19.9 
(M:19.9) 1 2 1 K.IRIEDPPR.R Dimethyl: 1

1831 true 571 1227.6369 1226.6264 1 2.61 192 26.67
80.7 
(M:80.7) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

1832 true 571 1227.6369 1226.6264 1 2.61 192 26.67
80.7 
(M:80.7) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

1833 true 571 1227.6369 1226.6264 1 2.61 192 26.67
80.7 
(M:80.7) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

1834 true 571 1227.6369 1226.6264 1 2.61 192 26.67
80.7 
(M:80.7) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11



1835 true 571 1227.6369 1226.6264 1 2.61 192 26.67
80.7 
(M:80.7) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

1836 true 571 1802.8518 1801.8555 1 -6.07 145.02 23.67
50.8 
(M:50.8) 1 1 1 R.EASLRDEAENTQANAR.E Dimethyl: 1

1837 true 572 1176.5696 1175.5605 1 1.59 135.2 24.17
15.8 
(M:15.8) 1 1 0 K.NLTQEEMQR.M Dimethyl: 1

1838 true 572 1243.6348 1242.6213 1 5.02 246.49 26.67
40.8 
(M:40.8) 4 83.49 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

1839 true 572 1243.6348 1242.6213 1 5.02 246.49 26.67
40.8 
(M:40.8) 4 83.49 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

1840 true 572 1243.6348 1242.6213 1 5.02 246.49 26.67
40.8 
(M:40.8) 4 83.49 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

1841 true 572 1243.6348 1242.6213 1 5.02 246.49 26.67
40.8 
(M:40.8) 4 83.49 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11



1842 true 572 1243.6348 1242.6213 1 5.02 246.49 26.67
40.8 
(M:40.8) 4 83.49 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

1843 true 573 763.4446 762.4388 1 -2.03 411.17 25.5
36.6 
(M:36.6) 2 1 0 K.QIYVGR.A Dimethyl: 1

1844 true 573 1178.6064 1177.6128 1 -11.62 78.72 24.17
22.4 
(M:22.4) 1 1 1 K.EEQGPSKSEK.K Dimethyl:2H(4): 1; Dimethyl: 10

1845 false 573 1251.6809 1250.6715 1 1.67 247.92 26.67
49.4 
(M:49.4) 4 23.48 2 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 8

1846 false 573 1251.6809 1250.6715 1 1.67 247.92 26.67
49.4 
(M:49.4) 4 23.48 2 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 8

1847 false 573 1251.6809 1250.6715 1 1.67 247.92 26.67
49.4 
(M:49.4) 4 23.48 2 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 8

1848 false 573 1251.6809 1250.6715 1 1.67 247.92 26.67
49.4 
(M:49.4) 4 23.48 2 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 8



1849 false 573 1251.6809 1250.6715 1 1.67 247.92 26.67
49.4 
(M:49.4) 4 23.48 2 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11; Oxidation: 8

1850 true 574 728.421 727.4129 1 1.04 263.54 25.67
26.9 
(M:26.9) 2 1 0 R.FHIQR.N Dimethyl: 1

1851 true 574 728.421 727.4051 1 11.83 222.38 25.67
26.9 
(M:26.9) 1 1 0 K.MHLAGK.T Oxidation: 1; Dimethyl: 1, 6

1852 true 574 728.421 727.4129 1 1.04 263.54 25.67
26.9 
(M:26.9) 2 1 0 R.FHIQR.N Dimethyl: 1

1853 true 574 1089.5656 1088.5826 1 -22.3 175.43 26.17
35.2 
(M:35.2) 1 1 0 R.SGVNSELVTR.I Dimethyl: 1

1854 true 576 1739.907 1738.8962 1 2.02 248.08 26.5
96.8 
(M:96.8) 1 1 0 K.GQLASVHSTATNEQLR.K Dimethyl: 1

1855 false 577 929.5137 928.5131 1 -7.13 237.83 25.5
19.4 
(M:19.4) 1 2 0 R.GVLFHSGGK.F Dimethyl: 9



1856 false 577 929.5137 928.509 1 -2.8 210.73 25.5
15.4 
(M:15.4) 1 3 1 -.GVDIQNKR.F

1857 true 577 1133.6044 1132.6038 1 -5.87 277.98 26.17
24.3 
(M:24.3) 1 1 0 K.GQYVISCDK.I

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 9

1858 true 578 1142.6337 1141.6455 1 -16.7 171.57 26.17
26.1 
(M:26.1) 1 1 0 K.VVQALEQTAR.E Dimethyl: 1

1859 false 578 1600.8221 1599.7853 1 18.44 273 25
15.1 
(M:15.1) 1 2 1 K.AESTPEIAEQRGER.D Dimethyl: 1

1860 true 579 1006.5697 1005.572 1 -9.48 192.53 25.67
36.7 
(M:36.7) 2 1 0 K.HQTVQLPR.E Dimethyl: 1

1861 true 579 1006.5697 1005.572 1 -9.48 192.53 25.67
36.7 
(M:36.7) 2 1 0 K.HQTVQLPR.E Dimethyl: 1

1862 true 580 981.5507 980.5403 1 3.2 255.2 26.67
22.8 
(M:22.8) 1 1 0 R.GEHTLQLR.A Dimethyl: 1



1863 true 580 1170.611 1169.5968 1 5.92 397.9 26.33
26.4 
(M:26.4) 1 1 0 K.YEEQLAAYK.A Dimethyl: 1, 9

1864 true 581 985.5782 984.5654 1 5.6 121.65 26.67
18.5 
(M:18.5) 1 1 0 R.GEHTLQLR.A Dimethyl:2H(4): 1

1865 true 581 1288.7156 1287.7085 1 -0.1 119.68 24
16.5 
(M:16.5) 1 1 1 K.LTPVAEEARDR.L Dimethyl:2H(4): 1

1866 true 582 981.5843 980.5767 1 0.29 279.95 25.83
25.4 
(M:25.4) 1 1 0 K.ALGQPIQAR.F Dimethyl: 1

1867 true 582 1060.4888 1059.492 1 -9.91 361.61 26.67
28.4 
(M:28.4) 1 1 0 R.GEHGFIGCR.K Carbamidomethyl: 8; Dimethyl: 1

1868 true 583 985.5993 984.6018 1 -9.99 237.99 25.83
22.6 
(M:22.6) 1 1 0 K.ALGQPIQAR.F Dimethyl:2H(4): 1

1869 true 583 1068.6475 1067.6368 1 3.24 288.9 26.67
25.1 
(M:25.1) 1 1 0 K.IHPPEHFK.K Dimethyl:2H(4): 1, 8



1870 true 584 1001.6009 1000.5967 1 -3.09 203.44 26.5
28.6 
(M:28.6) 1 1 0 R.GGGQIIPTAR.R Dimethyl:2H(4): 1

1871 true 584 1001.6009 1000.5967 1 -3.09 203.44 26.5
28.6 
(M:28.6) 1 1 0 R.GGGQIIPTAR.R Dimethyl:2H(4): 1

1872 true 584 1135.5625 1134.5542 1 0.9 374.81 26.67
22.9 
(M:22.9) 1 1 0 R.LGCFDHAQR.Q

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

1873 true 584 1170.5433 1169.5321 1 3.3 418.98 28.33
41.4 
(M:41.4) 1 1 0 K.CQVCAFTTR.V Carbamidomethyl: 1, 4; Dimethyl: 1

1874 true 585 1018.4764 1017.4615 1 7.51 162.55 24.83
19.0 
(M:19.0) 1 1 0 K.QDDDAEAAK.Q Dimethyl: 1, 9

1875 true 585 1081.5536 1080.5638 1 -16.15 212.1 25.5
19.7 
(M:19.7) 1 1 0 K.LINYCQSK.G Carbamidomethyl: 5; Dimethyl: 1, 8

1876 true 585 1081.5536 1080.5638 1 -16.15 212.1 25.5
19.7 
(M:19.7) 1 1 0 K.LINYCQSK.G Carbamidomethyl: 5; Dimethyl: 1, 8



1877 true 585 1081.5536 1080.5638 1 -16.15 212.1 25.5
19.7 
(M:19.7) 1 1 0 K.LINYCQSK.G Carbamidomethyl: 5; Dimethyl: 1, 8

1878 true 585 1172.6672 1171.6383 1 18.39 125.09 28.17
53.1 
(M:53.1) 1 1 0 K.NICQQVNIK.S Carbamidomethyl: 3; Dimethyl: 1, 9

1879 true 586 1089.6097 1088.614 1 -10.63 324.01 25.5
41.2 
(M:41.2) 1 1 0 K.LINYCQSK.G

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 8

1880 true 586 1089.6097 1088.614 1 -10.63 324.01 25.5
41.2 
(M:41.2) 1 1 0 K.LINYCQSK.G

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 8

1881 true 586 1089.6097 1088.614 1 -10.63 324.01 25.5
41.2 
(M:41.2) 1 1 0 K.LINYCQSK.G

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 8

1882 true 586 1291.7304 1290.7296 1 -5.03 148.72 26.67
15.4 
(M:15.4) 1 1 0 K.LALQTAPEQHK.Q Dimethyl: 1, 11

1883 true 587 1299.6464 1298.6401 1 -0.73 285.82 26.83
33.4 
(M:33.4) 1 1 0 K.GATHNDASVIMR.Q Dimethyl: 1



1884 true 587 1447.7469 1446.7314 1 5.68 222.19 24
30.1 
(M:30.1) 1 50 1 1 K.SIKDTITNQDER.I Dimethyl: 1

1885 true 587 1824.968 1823.949 1 6.43 191.95 27
53.9 
(M:53.9) 1 1 0 K.AQAGEGNKPNSANLELR.M Dimethyl: 1, 8

1886 true 588 1117.597 1116.6089 1 -17.19 387.24 25.5
21.9 
(M:21.9) 1 1 0 K.STCIYGGAPK.G

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 10

1887 true 588 1117.597 1116.6089 1 -17.19 387.24 25.5
21.9 
(M:21.9) 1 1 0 K.STCIYGGAPK.G

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 10

1888 false 588 1461.7571 1460.7763 1 -18.12 177.89 24.17
15.1 
(M:15.1) 1 8 0 K.EVGEAFTILSDPK.K Dimethyl: 1, 13

1889 true 588 1705.9224 1704.9159 1 -0.47 184.96 26.33
100.0 
(M:100.0) 1 1 1 K.DTGKAPVEQEVAIHR.I Dimethyl: 1, 4

1890 true 588 1833.0334 1831.9992 1 14.67 317.44 27
55.9 
(M:55.9) 1 1 0 K.AQAGEGNKPNSANLELR.M Dimethyl:2H(4): 1, 8



1891 true 589 1182.5874 1181.5801 1 0.03 149.22 25.67
24.2 
(M:24.2) 1 1 0 R.GMGPGTPTGYGR.G Dimethyl:2H(4): 1

1892 true 589 1303.6615 1302.6652 1 -8.41 317.69 26.83
17.4 
(M:17.4) 1 1 0 K.GATHNDASVIMR.Q Dimethyl:2H(4): 1

1893 true 589 1713.9714 1712.9661 1 -1.17 160.72 26.33
107.8 
(M:107.8) 1 1 1 K.DTGKAPVEQEVAIHR.I Dimethyl:2H(4): 1, 4

1894 true 589 1988.0085 1986.9833 1 9.02 147.02 25
23.1 
(M:23.1) 1 1 0 R.HAEPPGPERPSESPSVMK.K Dimethyl: 1, 18

1895 true 590 1548.7606 1547.7518 1 1.01 197.9 25
107.2 
(M:107.2) 4 1 0 K.QEYDESGPSIVHR.K Dimethyl:2H(4): 1

1896 true 590 1548.7606 1547.7518 1 1.01 197.9 25
107.2 
(M:107.2) 4 1 0 K.QEYDESGPSIVHR.K Dimethyl:2H(4): 1

1897 true 591 1129.5485 1128.5524 1 -9.89 250.42 24
26.9 
(M:26.9) 1 1 0 M.AAQGSAGDAALR.R Acetyl: 1



1898 true 591 1233.6667 1232.6564 1 2.46 244.3 25.5
32.1 
(M:32.1) 1 1 0 K.HQSLGGQYGVR.G Dimethyl:2H(4): 1

1899 true 591 2103.977 2102.9738 1 -1.96 160.75 26.33
43.3 
(M:43.3) 1 1 0 K.HAAICQGCHNAIDPEVQR.V Carbamidomethyl: 5, 8; Dimethyl: 1

1900 true 592 1203.6294 1202.6202 1 1.64 184.89 25.67
17.5 
(M:17.5) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11

1901 true 592 1203.6294 1202.6202 1 1.64 184.89 25.67
17.5 
(M:17.5) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11

1902 true 592 1203.6294 1202.6202 1 1.64 184.89 25.67
17.5 
(M:17.5) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11

1903 true 592 1203.6294 1202.6202 1 1.64 184.89 25.67
17.5 
(M:17.5) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11

1904 true 592 1203.6294 1202.6202 1 1.64 184.89 25.67
17.5 
(M:17.5) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11



1905 true 592 1381.7229 1380.715 1 0.42 359.73 26.83
60.4 
(M:60.4) 1 1 0 K.LITDSFNHHNK.L Dimethyl: 1, 11

1906 true 592 1436.6481 1435.648 1 -5 331.55 25.33
42.8 
(M:42.8) 1 1 0 R.SFANEDGAAAHYR.Q Dimethyl: 1

1907 false 593 713.3924 712.3801 1 6.98 213.18 27.17
17.1 
(M:17.1) 1 3 0 K.MVMEK.Q

Dimethyl:2H(4): 1; Oxidation: 3; 
Dimethyl: 5

1908 false 593 1389.772 1388.7822 1 -12.54 362.85 26.67
18.7 
(M:18.7) 1 2 0 K.IIAMTCTHAALK.R

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Dimethyl: 12

1909 true 593 1389.772 1388.7652 1 -0.34 380.06 26.67
52.8 
(M:52.8) 1 1 0 K.LITDSFNHHNK.L Dimethyl:2H(4): 1, 11

1910 true 593 1593.772 1592.7471 1 11.08 173.96 24
29.5 
(M:29.5) 1 1 0 K.EYAQDDHIYQQK.I Dimethyl: 1, 12

1911 true 594 1336.7809 1335.7623 1 8.47 279 25.5
35.6 
(M:35.6) 1 1 1 K.QLGDHVTNLRK.M Dimethyl: 1, 11



1912 true 594 1414.7535 1413.7477 1 -1.05 334 26.67
17.4 
(M:17.4) 1 1 0 K.ASGPEAAHLQHLR.Q Dimethyl: 1

1913 true 594 1737.8144 1736.8006 1 3.78 154.99 24
51.9 
(M:51.9) 1 1 1 K.YYLHDDREGEGAEK.W Dimethyl: 1, 14

1914 true 595 1555.768 1554.7365 1 15.55 280.7 25.17
70.9 
(M:70.9) 1 1 0 K.DVTNNVHYENYR.S Dimethyl:2H(4): 1

1915 true 595 1745.8667 1744.8508 1 4.95 128.67 24
27.4 
(M:27.4) 1 1 1 K.YYLHDDREGEGAEK.W Dimethyl:2H(4): 1, 14

1916 true 596 760.4887 759.4905 1 -11.91 266 28.5
39.8 
(M:39.8) 1 1 0 K.NINIVR.K Dimethyl:2H(4): 1

1917 false 596 934.5494 933.5284 1 14.69 102.79 28.17
27.7 
(M:27.7) 1 3 1 K.AKEDFLR.K Dimethyl: 1, 2

1918 true 596 934.5494 933.5535 1 -12.23 136.61 28.17
30.9 
(M:30.9) 1 1 0 K.GSLVDFLK.T Dimethyl: 1, 8



1919 true 596 1453.8752 1452.8664 1 1.01 352.01 25.67
43.1 
(M:43.1) 1 1 1 K.VNTLIRPDGEKK.A Dimethyl: 1, 11, 12

1920 false 597 726.446 725.4436 1 -6.66 111.19 26.5
18.4 
(M:18.4) 1 4 0 K.LLDPIR.E

1921 false 597 726.446 725.4436 1 -6.66 114.31 26.5
22.6 
(M:22.6) 1 2 0 K.IAPELR.E Dimethyl: 1

1922 true 597 759.4687 758.4588 1 3.4 290.12 25.17
22.6 
(M:22.6) 1 1 0 R.DAGLPVR.D Dimethyl:2H(4): 1

1923 false 597 772.4071 771.4028 1 -3.81 349.25 28.33
17.1 
(M:17.1) 1 3 0 K.DGFHIR.V Dimethyl: 1

1924 true 597 1246.6635 1245.6692 1 -10.46 68.74 23.83
25.1 
(M:25.1) 1 1 0 R.YLSEVASGDNK.Q Dimethyl:2H(4): 1, 11

1925 true 597 1465.9496 1464.9417 1 0.42 393.58 25.67
29.7 
(M:29.7) 1 1 1 K.VNTLIRPDGEKK.A Dimethyl:2H(4): 1, 11, 12



1926 true 598 736.3915 735.3915 1 -9.97 126.92 26.33
28.1 
(M:28.1) 2 1 0 K.DIAAYR.A Dimethyl: 1

1927 true 598 736.3915 735.3915 1 -9.97 126.92 26.33
28.1 
(M:28.1) 2 1 0 K.DIAAYR.A Dimethyl: 1

1928 true 600 742.4364 741.4286 1 0.76 354.69 25.67
36.7 
(M:36.7) 3 1 0 K.HVVFGR.V Dimethyl: 1

1929 true 600 1019.5928 1018.5811 1 4.34 191.53 28.33
17.1 
(M:17.1) 1 1 0 K.NNVVINYK.D Dimethyl: 1, 8

1930 true 601 1369.6607 1368.6521 1 0.92 154.71 24
34.3 
(M:34.3) 1 1 0 K.QLEEETPADGPR.T Dimethyl: 1

1931 true 601 1620.9034 1619.8834 1 7.86 363.99 27.67
52.4 
(M:52.4) 1 1 0 K.VFEQQLHPGIHQR.S Dimethyl:2H(4): 1

1932 true 601 1635.9064 1634.892 1 4.38 222.85 27.67
15.4 
(M:15.4) 1 1 1 K.IIYYPPGVKEITDK.I



1933 true 602 1373.6718 1372.6772 1 -9.23 186.22 23.83
29.2 
(M:29.2) 1 1 0 K.QLEEETPADGPR.T Dimethyl:2H(4): 1

1934 true 603 839.4579 838.4297 1 24.9 514.78 24.33
16.3 
(M:16.3) 1 1 0 R.LEAEGHR.I Dimethyl: 1

1935 true 603 920.5043 919.5065 1 -10.37 103.32 26.33
31.5 
(M:31.5) 1 1 0 K.LPEYNPR.T Dimethyl:2H(4): 1

1936 true 603 1904.9461 1903.9323 1 3.44 408.31 26.67
61.0 
(M:61.0) 1 1 0 R.AQAEQQHNPAANPTMIR.A Dimethyl: 1

1937 true 604 1174.5646 1173.5573 1 0.02 98.5 28.33
29.5 
(M:29.5) 1 1 0 K.CQVCAFTTR.V

Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1

1938 true 604 1908.9585 1907.9602 1 -4.7 241.5 27.17
74.2 
(M:74.2) 1 1 0 K.SGVYQHVSGEQVGGHAIR.I Dimethyl: 1

1939 true 605 718.4464 717.4385 1 0.91 231.33 26
20.6 
(M:20.6) 1 1 0 R.ITLTSR.N Dimethyl: 1



1940 true 605 1684.9521 1683.9407 1 2.43 297.62 27.5
68.7 
(M:68.7) 1 1 1 K.MKETAENYLGHPAK.N Dimethyl:2H(4): 1, 2, 14

1941 false 606 765.4514 764.4483 1 -5.44 403.37 25.67
17.7 
(M:17.7) 1 2 0 R.FLGSGPR.S Dimethyl:2H(4): 1

1942 true 606 765.4514 764.4545 1 -13.53 326.17 25.67
23.8 
(M:23.8) 1 1 1 K.SRGYVK.E Dimethyl: 1, 6

1943 true 606 1432.8513 1431.8515 1 -5.23 315.58 27.67
35.6 
(M:35.6) 1 1 1 R.KAGNYYVPAEPK.L Dimethyl:2H(4): 1, 1, 12

1944 false 606 1432.8513 1431.8244 1 13.72 307.17 27.67
34.8 
(M:34.8) 1 2 1 K.CPLMVKVLDAVR.G

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

1945 true 606 2006.921 2005.9143 1 -0.32 274.56 26.67
26.3 
(M:26.3) 1 1 1 R.RYFDGSGGNNHAVEHYR.E Dimethyl: 1

1946 true 607 1093.4635 1092.4515 1 4.4 252.41 25.33
46.9 
(M:46.9) 2 1 0 K.NMMAACDPR.H Carbamidomethyl: 6; Dimethyl: 1



1947 true 607 1093.4635 1092.4515 1 4.4 252.41 25.33
46.9 
(M:46.9) 2 1 0 K.NMMAACDPR.H Carbamidomethyl: 6; Dimethyl: 1

1948 true 607 1093.4635 1092.4515 1 4.4 252.41 25.33
46.9 
(M:46.9) 2 1 0 K.NMMAACDPR.H Carbamidomethyl: 6; Dimethyl: 1

1949 true 607 1093.4635 1092.4515 1 4.4 252.41 25.33
46.9 
(M:46.9) 2 1 0 K.NMMAACDPR.H Carbamidomethyl: 6; Dimethyl: 1

1950 true 608 733.4284 732.4221 1 -1.32 201.79 26.83
16.9 
(M:16.9) 1 1 0 K.FEIHR.C Dimethyl:2H(4): 1

1951 true 608 781.4373 780.4204 1 12.33 509.86 26
25.1 
(M:25.1) 1 77.93 1 0 R.LYAMQK.L Dimethyl: 6

1952 false 608 895.482 894.4935 1 -20.98 751.55 24.17
15.1 
(M:15.1) 1 5 0 R.ISVAWCK.K

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

1953 true 608 1109.4582 1108.4464 1 4.12 258.89 25.33
43.3 
(M:43.3) 1 69.37 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Oxidation: 2; 
Dimethyl: 1



1954 true 608 1109.4582 1108.4464 1 4.12 258.89 25.33
43.3 
(M:43.3) 1 69.37 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Oxidation: 2; 
Dimethyl: 1

1955 true 608 1109.4582 1108.4464 1 4.12 258.89 25.33
43.3 
(M:43.3) 1 69.37 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Oxidation: 2; 
Dimethyl: 1

1956 true 608 1109.4582 1108.4464 1 4.12 258.89 25.33
43.3 
(M:43.3) 1 69.37 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Oxidation: 2; 
Dimethyl: 1

1957 true 608 2041.8439 2040.8508 1 -6.94 130.2 24
112.3 
(M:112.3) 1 1 0 R.DLVHAQEDDDEEEEGQR.F Dimethyl: 1

1958 true 609 797.4399 796.4344 1 -2.22 426.85 26
16.9 
(M:16.9) 1 1 0 R.WHALSR.E Dimethyl: 1

1959 false 609 966.4935 965.5038 1 -18.2 106.27 24.17
16.4 
(M:16.4) 1 2 1 R.KMGITCGK.E

Carbamidomethyl: 6; Oxidation: 2; 
Dimethyl: 1, 1

1960 true 609 966.4935 965.4818 1 4.57 100.51 24.17
22.5 
(M:22.5) 1 1 0 K.YEITEQR.K Dimethyl: 1



1961 true 609 1113.4828 1112.4715 1 3.64 304.38 25.33
32.6 
(M:32.6) 1 71.53 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 3

1962 true 609 1113.4828 1112.4715 1 3.64 304.38 25.33
32.6 
(M:32.6) 1 71.53 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 3

1963 true 609 1113.4828 1112.4715 1 3.64 304.38 25.33
32.6 
(M:32.6) 1 71.53 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 3

1964 true 609 1113.4828 1112.4715 1 3.64 304.38 25.33
32.6 
(M:32.6) 1 71.53 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 3

1965 false 609 2045.8641 2044.883 1 -12.81 108.25 24
15.2 
(M:15.2) 1 3 1 R.FVVGSRDDETDCLGSNMK.M Carbamidomethyl: 12; Oxidation: 17

1966 true 609 2045.8641 2044.8759 1 -9.36 147.97 24
128.9 
(M:128.9) 1 1 0 R.DLVHAQEDDDEEEEGQR.F Dimethyl:2H(4): 1

1967 true 610 871.4975 870.4963 1 -7.06 553.68 26.83
26.0 
(M:26.0) 1 1 0 K.ALEHAFK.L Dimethyl: 1, 7



1968 true 610 970.5183 969.5069 1 4.2 90.01 24.17
42.1 
(M:42.1) 1 1 0 K.YEITEQR.K Dimethyl:2H(4): 1

1969 true 610 1125.4538 1124.4413 1 4.68 274.63 25.33
23.0 
(M:23.0) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Oxidation: 2, 3; 
Dimethyl: 1

1970 true 610 1125.4538 1124.4413 1 4.68 274.63 25.33
23.0 
(M:23.0) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Oxidation: 2, 3; 
Dimethyl: 1

1971 true 610 1125.4538 1124.4413 1 4.68 274.63 25.33
23.0 
(M:23.0) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Oxidation: 2, 3; 
Dimethyl: 1

1972 true 610 1125.4538 1124.4413 1 4.68 274.63 25.33
23.0 
(M:23.0) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Oxidation: 2, 3; 
Dimethyl: 1

1973 true 612 804.4632 803.4592 1 -4.09 416.23 25.83
39.6 
(M:39.6) 1 1 0 R.SYPHLR.R Dimethyl:2H(4): 1

1974 true 612 804.4632 803.4592 1 -4.09 416.23 25.83
39.6 
(M:39.6) 1 1 0 R.SYPHLR.R Dimethyl:2H(4): 1



1975 false 613 700.4522 699.4392 1 8.2 302.62 25.17
15.4 
(M:15.4) 1 8 1 R.QIQRK.A Dimethyl: 5

1976 false 613 700.4522 699.4279 1 24.23 89.32 25.17
19.5 
(M:19.5) 1 2 0 M.AAAGALAK.H Dimethyl: 8

1977 true 613 983.5141 982.5022 1 4.69 125.45 24.33
27.0 
(M:27.0) 1 1 0 R.ANALYEDR.Y Dimethyl:2H(4): 1

1978 true 613 1003.5021 1002.5022 1 -7.31 330.44 27.17
17.7 
(M:17.7) 1 1 0 K.LEYEEHK.K Dimethyl: 1, 7

1979 true 614 729.4191 728.4293 1 -24.03 289.35 25.33
15.7 
(M:15.7) 1 1 1 R.EVRLGR.N

1980 true 614 992.5197 991.5239 1 -11.61 323.38 25.83
38.5 
(M:38.5) 3 1 0 K.YIQHTFR.K Dimethyl: 1

1981 true 614 1103.4984 1102.4944 1 -3.02 419.38 26.83
34.1 
(M:34.1) 1 1 0 R.YNWQGDHR.S Dimethyl: 1



1982 true 614 2128.9937 2127.9635 1 10.76 278.16 27.5
33.3 
(M:33.3) 1 1 0 R.HAFHHYYAHGELPDCSR.W

Carbamidomethyl: 15; Dimethyl:2H(4): 
1

1983 true 615 996.5467 995.5491 1 -9.71 321.28 25.83
42.5 
(M:42.5) 2 1 0 K.YIQHTFR.K Dimethyl:2H(4): 1

1984 true 618 1139.6031 1138.592 1 3.35 299.68 24.33
23.7 
(M:23.7) 1 1 0 K.AQYEEIAQR.S Dimethyl:2H(4): 1

1985 true 618 1139.6031 1138.592 1 3.35 299.68 24.33
23.7 
(M:23.7) 1 1 0 K.AQYEEIAQR.S Dimethyl:2H(4): 1

1986 true 618 1218.627 1217.6199 1 -0.12 188.39 28.67
16.1 
(M:16.1) 1 1 0 R.CLSPTPPGAMR.G

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

1987 true 618 1403.703 1402.6965 1 -0.54 365.04 27.33
46.4 
(M:46.4) 1 1 0 R.GPSPYHVVAECR.S

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

1988 true 619 1005.6051 1004.6131 1 -15.16 160.01 25.83
22.5 
(M:22.5) 1 1 1 R.IKIPDAHR.L Dimethyl: 1, 2



1989 false 620 985.5461 984.5539 1 -15.3 276.3 27
18.1 
(M:18.1) 1 3 1 R.RLGCQPVK.Y Carbamidomethyl: 4; Dimethyl: 8

1990 true 620 1049.5685 1048.5665 1 -5.11 212.1 26
17.3 
(M:17.3) 1 1 0 K.TLQQQTFR.I Dimethyl: 1

1991 true 620 1336.6367 1335.6307 1 -0.9 139.84 24
25.9 
(M:25.9) 1 1 0 R.DFDQNQGETVK.H Dimethyl: 1, 11

1992 true 621 961.4929 960.5001 1 -14.97 77.21 27.67
15.0 
(M:15.0) 1 1 0 K.GLPDMQPR.L Dimethyl:2H(4): 1; Oxidation: 5

1993 false 621 1092.581 1091.571 1 2.47 360.04 25.67
19.9 
(M:19.9) 1 3 0 K.SSTVIETGDK.E Dimethyl: 1, 10

1994 true 621 1092.581 1091.5724 1 1.24 342.63 25.67
23.5 
(M:23.5) 2 1 0 K.QFIAAQGSSR.S Dimethyl: 1

1995 false 622 1026.5379 1025.529 1 1.61 249.74 26.83
15.1 
(M:15.1) 1 3 0 K.MFGMVLEK.I Oxidation: 4; Dimethyl: 1, 8



1996 false 622 1443.6982 1442.7001 1 -6.39 209.24 24
16.1 
(M:16.1) 1 3 1 K.IDDIRRPGESEE.- Dimethyl: 1

1997 true 623 1262.6703 1261.6564 1 5.25 177.69 24.33
39.0 
(M:39.0) 1 1 0 R.TNQELNEINR.V Dimethyl:2H(4): 1

1998 true 623 1549.8401 1548.8273 1 3.51 256.91 26.83
28.4 
(M:28.4) 1 1 0 R.HAAQIDPHVHLQR.A Dimethyl: 1

1999 true 625 1187.6675 1186.662 1 -1.5 141.74 25.83
25.5 
(M:25.5) 2 1 0 K.IGVAAQNCYK.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 10

2000 true 625 1208.4775 1207.4974 1 -22.46 266.26 25.17
23.5 
(M:23.5) 1 1 0 K.DENYMMAMR.Y Dimethyl:2H(4): 1; Oxidation: 8

2001 true 625 1301.7439 1300.7351 1 1.22 115.17 27
28.4 
(M:28.4) 1 1 1 R.TSREEILAQAK.E Dimethyl: 1, 11

2002 true 625 1539.7598 1538.7627 1 -6.62 95.99 24.17
20.2 
(M:20.2) 1 1 0 R.DPNAPPGDAGEQAIR.Q Dimethyl:2H(4): 1



2003 false 626 1100.6415 1099.6539 1 -17.89 378.56 27.83
15.8 
(M:15.8) 1 2 0 R.TADGIVSHLK.K Dimethyl:2H(4): 1; Dimethyl: 10

2004 true 626 1100.6415 1099.6288 1 4.96 339.09 27.83
31.8 
(M:31.8) 1 1 0 R.TTAAHGLELR.V Dimethyl:2H(4): 1

2005 true 626 1305.7526 1304.734 1 8.68 193.31 26.5
99.5 
(M:99.5) 1 1 1 K.KALAAGGYDVEK.N Dimethyl: 1, 1, 12

2006 true 626 1305.7526 1304.734 1 8.68 193.31 26.5
99.5 
(M:99.5) 1 1 1 K.KALAAGGYDVEK.N Dimethyl: 1, 1, 12

2007 true 626 1701.8547 1700.837 1 6.13 139.77 25.17
41.0 
(M:41.0) 1 1 1 K.DEYEESGPSIVHRK.C Dimethyl: 1, 14

2008 true 627 1712.7959 1711.7914 1 -1.61 166.3 25.83
119.4 
(M:119.4) 2 1 0 K.HTGPNSPDTANDGFVR.L Dimethyl: 1

2009 true 628 958.5454 957.5317 1 6.63 155.55 28.67
28.7 
(M:28.7) 1 1 0 K.CNLPLTGK.Q Carbamidomethyl: 1; Dimethyl: 1, 8



2010 true 628 1227.7056 1226.7023 1 -3.28 149.14 27.67
52.2 
(M:52.2) 1 1 0 K.VLVAQHDVYK.G Dimethyl: 1, 10

2011 true 628 1325.6632 1324.6524 1 2.63 196.54 26.5
41.6 
(M:41.6) 2 1 1 R.AVQDRDQFYR.R Dimethyl: 1

2012 true 628 1556.9005 1555.8756 1 11.35 246.46 27
59.4 
(M:59.4) 2 1 1 R.RKPDTIEVQQMK.A Dimethyl: 1, 2, 12

2013 true 628 1556.9005 1555.8756 1 11.35 246.46 27
59.4 
(M:59.4) 2 1 1 R.RKPDTIEVQQMK.A Dimethyl: 1, 2, 12

2014 true 628 1556.9005 1555.8756 1 11.35 246.46 27
59.4 
(M:59.4) 2 1 1 R.RKPDTIEVQQMK.A Dimethyl: 1, 2, 12

2015 true 629 1235.6924 1234.6766 1 6.93 202.97 26
78.8 
(M:78.8) 4 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2016 true 629 1235.6924 1234.6766 1 6.93 202.97 26
78.8 
(M:78.8) 4 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11



2017 false 629 1235.6924 1234.6958 1 -8.64 223.32 26
21.9 
(M:21.9) 3 2 1 K.LKGTEDELDK.Y Dimethyl:2H(4): 10; Dimethyl: 1, 2

2018 true 629 1235.6924 1234.6766 1 6.93 202.97 26
78.8 
(M:78.8) 4 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2019 false 629 1235.6924 1234.6958 1 -8.64 223.32 26
21.9 
(M:21.9) 3 2 1 K.LKGTEDELDK.Y Dimethyl:2H(4): 10; Dimethyl: 1, 2

2020 true 629 1235.6924 1234.6766 1 6.93 202.97 26
78.8 
(M:78.8) 4 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2021 true 629 1235.6924 1234.6766 1 6.93 202.97 26
78.8 
(M:78.8) 4 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2022 true 629 1261.6666 1260.6364 1 18.19 221.51 27.83
65.1 
(M:65.1) 1 1 0 R.IQVWHEEHR.G Dimethyl: 1

2023 true 629 1309.7702 1308.7641 1 -0.96 320.8 26
39.6 
(M:39.6) 3 1 0 K.YELGRPPANTK.I Dimethyl:2H(4): 1, 11



2024 true 629 1329.6901 1328.6775 1 3.98 208.66 26.5
27.9 
(M:27.9) 1 1 1 R.AVQDRDQFYR.R Dimethyl:2H(4): 1

2025 true 630 1406.6822 1405.6739 1 0.72 259.95 27.67
28.9 
(M:28.9) 1 1 1 R.YRDVSPFDHSR.I Dimethyl: 1

2026 true 630 1568.974 1567.9509 1 10.06 305.33 27
64.1 
(M:64.1) 3 1 1 R.RKPDTIEVQQMK.A Dimethyl:2H(4): 1, 2, 12

2027 true 630 1568.974 1567.9509 1 10.06 305.33 27
64.1 
(M:64.1) 3 1 1 R.RKPDTIEVQQMK.A Dimethyl:2H(4): 1, 2, 12

2028 true 630 1568.974 1567.9509 1 10.06 305.33 27
64.1 
(M:64.1) 3 1 1 R.RKPDTIEVQQMK.A Dimethyl:2H(4): 1, 2, 12

2029 false 630 1664.7095 1663.74 1 -22.66 157.87 24.17
72.7 
(M:72.7) 1 2 0 K.IIHEDGYSEEECK.Q Carbamidomethyl: 12; Dimethyl: 1, 13

2030 true 630 1664.7095 1663.7148 1 -7.55 143.8 24.17
73.7 
(M:73.7) 1 1 0 K.IIHEDGYSEEECR.Q Carbamidomethyl: 12; Dimethyl: 1



2031 true 632 1385.6758 1384.6704 1 -1.34 216.58 25.83
24.9 
(M:24.9) 1 1 0 R.LSAHCICQVNR.F Carbamidomethyl: 5, 7; Dimethyl: 1

2032 true 633 774.4274 773.4334 1 -17.04 339.87 27
16.6 
(M:16.6) 1 1 0 R.IENNPR.R Dimethyl:2H(4): 1

2033 false 633 858.4794 857.4759 1 -4.45 429.23 27.17
15.0 
(M:15.0) 1 5 0 R.ELYIHR.I Dimethyl: 1

2034 true 635 867.4716 866.461 1 3.86 428.34 25.33
23.1 
(M:23.1) 1 1 0 R.HADLDIR.L Dimethyl: 1

2035 true 635 1376.7271 1375.7245 1 -3.42 192.46 24.17
29.4 
(M:29.4) 1 1 0 R.VVDLQESSQPSR.S Dimethyl:2H(4): 1

2036 false 635 1376.7271 1375.7307 1 -7.92 222.29 24.17
15.4 
(M:15.4) 1 2 1 R.RDTTLETALNSK.A Dimethyl: 12

2037 true 635 1632.7756 1631.7805 1 -7.44 234.76 27.83
25.4 
(M:25.4) 1 1 1 R.SHDRYEFSSHIAR.G Dimethyl: 1



2038 true 636 850.4966 849.501 1 -13.83 436.41 27
18.6 
(M:18.6) 1 1 1 -.GGKYVPR.A Dimethyl:2H(4): 3; Acetyl: 1

2039 true 636 871.4984 870.4861 1 5.7 445.61 25.33
27.9 
(M:27.9) 1 1 0 R.HADLDIR.L Dimethyl:2H(4): 1

2040 true 636 1649.9189 1648.9148 1 -1.92 278.37 27.67
86.1 
(M:86.1) 1 1 1 K.IKNDHPGLSIGDTAK.K Dimethyl: 1, 2, 15

2041 true 636 2229.1069 2228.0453 1 24.35 230.02 24
15.0 
(M:15.0) 1 50 1 1 R.KTLNAGDVLSAMEEMEFQR.F Oxidation: 12, 15; Dimethyl: 1

2042 true 636 3308.505 3307.449 1 14.73 196.32 27.5
49.5 
(M:49.5) 1 1 0

R.LEHTHCFSQHGEGGHYHTDT
TPDAVQYR.A Carbamidomethyl: 6; Dimethyl: 1

2043 true 637 1661.9947 1660.9901 1 -1.66 270.54 27.67
63.5 
(M:63.5) 1 1 1 K.IKNDHPGLSIGDTAK.K Dimethyl:2H(4): 1, 2, 15

2044 true 637 3312.5296 3311.4741 1 14.55 227.39 27.5
103.8 
(M:103.8) 1 1 0

R.LEHTHCFSQHGEGGHYHTDT
TPDAVQYR.A

Carbamidomethyl: 6; Dimethyl:2H(4): 
1



2045 true 638 820.4644 819.4491 1 9.82 361.25 27.5
15.1 
(M:15.1) 1 1 0 K.SSLPNFK.Q Dimethyl: 7

2046 true 638 1440.671 1439.6731 1 -6.56 331.81 25.17
61.4 
(M:61.4) 1 1 0 R.SFANEDGAAAHYR.Q Dimethyl:2H(4): 1

2047 true 638 1581.7695 1580.7597 1 1.65 266.47 25.83
47.2 
(M:47.2) 1 1 0 R.GQNHNVQGFHPYR.R Dimethyl: 1

2048 true 639 969.5714 968.5705 1 -6.61 223.94 27.17
54.6 
(M:54.6) 1 1 0 R.GLVLDHGAR.H Dimethyl:2H(4): 1

2049 true 639 1585.7943 1584.7848 1 1.41 309.02 25.83
36.2 
(M:36.2) 1 1 0 R.GQNHNVQGFHPYR.R Dimethyl:2H(4): 1

2050 true 639 1925.9807 1924.9432 1 15.69 325.17 28.83
56.5 
(M:56.5) 1 1 0 R.LNFSHGTHEYHEGTIK.N Dimethyl: 1, 16

2051 true 640 1475.7677 1474.7627 1 -1.58 304.34 24.17
62.3 
(M:62.3) 1 1 1 K.SIKDTITNQDER.I Dimethyl: 1, 3



2052 true 640 1930.0416 1929.041 1 -3.46 185.52 27.67
52.1 
(M:52.1) 1 1 0 K.IETSHPPIPPPHPPPER.K Dimethyl:2H(4): 1

2053 true 641 987.5038 986.5033 1 -6.84 104.35 24.33
20.7 
(M:20.7) 1 1 0 K.DDEVQVVR.G Dimethyl: 1

2054 true 641 1483.8212 1482.813 1 0.66 124.32 24.17
44.6 
(M:44.6) 1 1 1 K.SIKDTITNQDER.I Dimethyl:2H(4): 1, 3

2055 true 641 1595.7892 1594.8038 1 -13.71 275.64 25.83
40.2 
(M:40.2) 1 1 0 K.GFSRPDHLSCHVK.H Carbamidomethyl: 10; Dimethyl: 1, 13

2056 false 641 1595.7892 1594.781 1 0.57 280.88 25.83
20.3 
(M:20.3) 1 2 0 K.AEQEVVEGMDISTR.S Dimethyl:2H(4): 1

2057 true 641 1954.9066 1953.9115 1 -6.23 67.58 27.67
20.3 
(M:20.3) 1 1 0 K.MSVSDTQLNYNHHPQR.F Dimethyl: 1

2058 true 641 2383.2195 2382.2074 1 2.03 192.14 28.83
21.4 
(M:21.4) 1 1 1 K.NTNDANSCQIIIPQNQVNRK.S Carbamidomethyl: 8; Dimethyl: 1, 20



2059 false 642 728.4311 727.4163 1 10.27 219.44 26
19.0 
(M:19.0) 1 4 1 -.MHIRK.A Oxidation: 1; Dimethyl: 1

2060 false 642 1048.6279 1047.6111 1 9.15 198.08 27.5
16.2 
(M:16.2) 1 6 1 R.VSIAISRMK.F Oxidation: 8; Dimethyl: 9

2061 true 642 1576.7686 1575.743 1 11.59 251.6 25.33
55.1 
(M:55.1) 1 1 1 K.ADDFSHPAYVDRR.D Dimethyl: 1

2062 true 643 732.4592 731.438 1 18.95 289.83 26
18.1 
(M:18.1) 1 1 0 R.FHIQR.N Dimethyl:2H(4): 1

2063 true 643 732.4592 731.438 1 18.95 289.83 26
18.1 
(M:18.1) 1 1 0 R.FHIQR.N Dimethyl:2H(4): 1

2064 true 643 1580.7926 1579.7681 1 10.86 292.35 25.33
59.7 
(M:59.7) 1 1 1 K.ADDFSHPAYVDRR.D Dimethyl:2H(4): 1

2065 true 643 1687.803 1686.7896 1 3.62 276.12 26
85.5 
(M:85.5) 1 1 0

R.GGPGGPGGPGGPGGPSGPM
GR.M Dimethyl: 1



2066 true 644 1208.6242 1207.607 1 8.25 222.5 27.17
16.6 
(M:16.6) 1 1 0 R.NQPQFQQMR.Q Dimethyl:2H(4): 1

2067 true 644 1208.7235 1207.6875 1 23.81 176.4 27.67
30.1 
(M:30.1) 2 1 0 K.HFVQMLPEK.D Dimethyl:2H(4): 1, 9; Oxidation: 5

2068 true 644 1671.8229 1670.8086 1 4.17 233.96 24.33
68.6 
(M:68.6) 1 1 0 R.EMDHTEPPPAPVPAR.V Dimethyl: 1

2069 true 644 1691.8266 1690.8147 1 2.72 319.3 26
115.1 
(M:115.1) 1 1 0

R.GGPGGPGGPGGPGGPSGPM
GR.M Dimethyl:2H(4): 1

2070 true 644 2070.9935 2069.9953 1 -4.39 259.32 27.67
90.4 
(M:90.4) 1 1 0 K.TGVHHYSGNNIELGTACGK.Y Carbamidomethyl: 17; Dimethyl: 1, 19

2071 true 645 1015.4301 1014.4263 1 -3.39 118.97 26.5
19.5 
(M:19.5) 1 1 0 R.GMDSYCVR.A Carbamidomethyl: 6; Dimethyl: 1

2072 true 645 1095.4689 1094.4703 1 -7.86 276.14 24.33
16.1 
(M:16.1) 1 1 0 R.AGYAGEDCPK.V Carbamidomethyl: 8; Dimethyl: 10



2073 true 645 1342.7115 1341.6789 1 18.84 281.34 27.17
67.7 
(M:67.7) 1 1 0 K.AVGGAVDHGTAFGR.I Dimethyl: 1

2074 true 645 1675.8478 1674.8337 1 4.03 252.81 24.33
55.3 
(M:55.3) 1 1 0 R.EMDHTEPPPAPVPAR.V Dimethyl:2H(4): 1

2075 true 646 1108.555 1107.571 1 -20.95 205.41 24.17
19.2 
(M:19.2) 1 1 0 R.QVSEDLTER.A Dimethyl:2H(4): 1

2076 false 647 794.4813 793.4748 1 -0.96 389.85 26.17
26.4 
(M:26.4) 1 2 0 R.AFQQIR.D Dimethyl:2H(4): 1

2077 false 647 794.4813 793.467 1 8.94 -1 26.17
15.4 
(M:15.4) 1 10 1 K.MDKQLK.S Dimethyl:2H(4): 1

2078 true 648 800.499 799.4916 1 0.15 536.94 26.17
25.4 
(M:25.4) 1 1 0 R.IGVITNR.E Dimethyl: 1

2079 false 648 800.499 799.4804 1 14.18 564.1 26.17
23.4 
(M:23.4) 1 2 0 R.LALLNEK.Q



2080 true 648 1091.5527 1090.5407 1 4.3 206.59 26.67
36.9 
(M:36.9) 1 1 0 R.GVNTFSPEGR.L Dimethyl: 1

2081 true 648 1320.6088 1319.6106 1 -6.88 110.6 24.17
15.2 
(M:15.2) 1 1 0 K.NAPNDASYDAVR.Q Dimethyl: 1

2082 true 648 1817.9439 1816.9308 1 3.23 255.56 25.33
99.8 
(M:99.8) 1 1 1 K.KHEAFESDLAAHQDR.V Dimethyl:2H(4): 1, 1

2083 true 648 1817.9439 1816.9308 1 3.23 255.56 25.33
99.8 
(M:99.8) 1 1 1 R.KHEAFESDLAAHQDR.V Dimethyl:2H(4): 1, 1

2084 true 650 1129.4817 1128.4664 1 7.12 388.48 25.33
18.4 
(M:18.4) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 2, 3

2085 true 650 1129.4817 1128.4664 1 7.12 388.48 25.33
18.4 
(M:18.4) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 2, 3

2086 true 650 1129.4817 1128.4664 1 7.12 388.48 25.33
18.4 
(M:18.4) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 2, 3



2087 true 650 1129.4817 1128.4664 1 7.12 388.48 25.33
18.4 
(M:18.4) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 2, 3

2088 true 650 1166.713 1165.7059 1 -0.15 468.37 26
24.1 
(M:24.1) 1 1 1 R.KFGQPIQER.Y Dimethyl:2H(4): 1, 1

2089 true 650 2466.1861 2465.1944 1 -6.32 409.68 27.67
16.0 
(M:16.0) 1 1 1 R.HKLSHSDEKPFECPICNQR.F

Carbamidomethyl: 13, 16; Dimethyl: 1, 
2, 9

2090 true 651 984.5187 983.5076 1 3.89 192.7 28.83
40.9 
(M:40.9) 2 1 0 R.NNFSVGYK.T Dimethyl: 1, 8

2091 false 651 1141.6081 1140.5822 1 16.32 331.14 26.5
16.3 
(M:16.3) 1 3 1 R.GPGPARGLCTR.S Carbamidomethyl: 9

2092 true 652 715.4178 714.4065 1 5.71 217.1 27.83
22.8 
(M:22.8) 1 1 0 K.DLHFK.M Dimethyl: 1, 5

2093 false 652 747.4665 746.4724 1 -17.63 276.48 25.33
17.1 
(M:17.1) 2 6 1 R.MLIKAK.M Oxidation: 1; Dimethyl: 6



2094 true 652 747.4665 746.4588 1 0.55 334.19 25.33
32.1 
(M:32.1) 7 1 0 K.DIQLAR.R Dimethyl:2H(4): 1

2095 true 652 992.5797 991.5578 1 14.66 187.16 28.83
56.2 
(M:56.2) 1 1 0 R.NNFSVGYK.T Dimethyl:2H(4): 1, 8

2096 true 652 1174.5933 1173.5778 1 6.93 103.91 25.5
43.3 
(M:43.3) 1 1 0 K.HFTEDIQTR.Q Dimethyl: 1

2097 false 652 1378.6699 1377.6962 1 -24.36 180.81 24.33
17.5 
(M:17.5) 1 58.83 2 1 K.MTVKEQQEWK.I Oxidation: 1; Dimethyl: 1, 10

2098 true 652 1761.8597 1760.8529 1 -0.25 301.58 27
70.1 
(M:70.1) 1 1 0 R.HQADVCHAYQIVHR.N Carbamidomethyl: 6; Dimethyl: 1

2099 true 652 2051.9016 2050.8837 1 5.21 129.54 24.33
87.9 
(M:87.9) 1 1 0 K.VDCTQHYEVCSENQVR.G Carbamidomethyl: 3, 10; Dimethyl: 1

2100 false 653 723.4652 722.4567 1 1.75 172.56 27.83
15.0 
(M:15.0) 1 8 0 K.DLHFK.M Dimethyl:2H(4): 1, 5



2101 true 653 723.4652 722.4662 1 -11.47 84.09 27.83
16.4 
(M:16.4) 1 1 1 K.MIKQK.S

Dimethyl:2H(4): 3; Oxidation: 1; 
Dimethyl: 5

2102 true 653 1178.6162 1177.6029 1 5.04 107.63 25.5
30.7 
(M:30.7) 1 1 0 K.HFTEDIQTR.Q Dimethyl:2H(4): 1

2103 true 653 1765.8841 1764.878 1 -0.68 327.2 27
78.8 
(M:78.8) 1 1 0 R.HQADVCHAYQIVHR.N

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

2104 true 653 2055.9246 2054.9088 1 4.15 130.28 24.33
93.7 
(M:93.7) 1 1 0 K.VDCTQHYEVCSENQVR.G

Carbamidomethyl: 3, 10; 
Dimethyl:2H(4): 1

2105 true 654 1199.6097 1198.5951 1 6.09 186.63 25.83
31.9 
(M:31.9) 2 78.83 1 0 R.HQGVMVGMGQK.D Dimethyl: 11

2106 true 654 1199.6097 1198.5951 1 6.09 186.63 25.83
31.9 
(M:31.9) 2 78.83 1 0 R.HQGVMVGMGQK.D Dimethyl: 11

2107 true 654 1199.6097 1198.5951 1 6.09 186.63 25.83
31.9 
(M:31.9) 2 78.83 1 0 R.HQGVMVGMGQK.D Dimethyl: 11



2108 true 654 1199.6097 1198.5951 1 6.09 186.63 25.83
31.9 
(M:31.9) 2 78.83 1 0 R.HQGVMVGMGQK.D Dimethyl: 11

2109 true 654 1199.6097 1198.5951 1 6.09 186.63 25.83
31.9 
(M:31.9) 2 78.83 1 0 R.HQGVMVGMGQK.D Dimethyl: 11

2110 true 654 1428.5945 1427.5971 1 -6.9 206.92 24.17
60.6 
(M:60.6) 1 1 0 R.DSYGAMADCCSK.A

Carbamidomethyl: 9, 10; 
Dimethyl:2H(4): 1, 12

2111 true 654 1787.832 1786.8387 1 -7.82 342.32 27
82.6 
(M:82.6) 1 1 0 M.AGHDSGSQHQFTGFQK.Y Dimethyl: 1, 16

2112 true 655 774.4786 773.4771 1 -7.45 464.94 27.83
18.8 
(M:18.8) 1 1 0 K.IMLPPR.N Dimethyl:2H(4): 1; Oxidation: 2

2113 true 655 1349.6865 1348.6735 1 4.23 188.98 26.67
36.7 
(M:36.7) 2 1 0 K.TFQEAQSQLNR.A Dimethyl: 1

2114 false 655 1349.6865 1348.6959 1 -12.31 180.88 26.67
23.9 
(M:23.9) 2 2 1 K.QNKNSEVMDPK.C Dimethyl:2H(4): 3; Dimethyl: 11



2115 true 655 1433.6666 1432.662 1 -1.84 252.42 24.33
48.8 
(M:48.8) 1 1 0 K.APSPEEAAEESER.L Dimethyl:2H(4): 1

2116 false 655 1612.8673 1611.8398 1 12.51 162.85 27.5
15.6 
(M:15.6) 1 2 1 R.GSIVSKLLASMMCK.A

Carbamidomethyl: 13; Oxidation: 11, 
12; Dimethyl: 6, 14

2117 true 655 1612.8673 1611.8621 1 -1.28 298.06 27.5
93.9 
(M:93.9) 2 1 1 M.THQYPALTAEQKK.E Acetyl: 1; Dimethyl: 12, 13

2118 true 655 1795.8864 1794.8889 1 -5.43 422.73 27
35.0 
(M:35.0) 1 1 0 M.AGHDSGSQHQFTGFQK.Y Dimethyl:2H(4): 1, 16

2119 true 656 990.4477 989.4423 1 -1.9 95.39 24.5
25.1 
(M:25.1) 1 1 1 -.MEREPMR.I Acetyl: 1

2120 true 656 1353.7076 1352.6986 1 1.28 194.63 26.5
45.6 
(M:45.6) 1 1 0 K.TFQEAQSQLNR.A Dimethyl:2H(4): 1

2121 false 657 865.5276 864.5181 1 2.56 509.17 28.83
21.9 
(M:21.9) 2 2 0 K.IHDLALR.A Dimethyl: 1



2122 true 657 887.4258 886.4396 1 -23.73 530.06 25.5
23.6 
(M:23.6) 2 1 0 K.NSGEPEAK.Q Dimethyl: 1, 8

2123 true 657 1328.6023 1327.5901 1 3.75 128.64 25.5
84.5 
(M:84.5) 1 1 0 R.CFVSGACDASAK.L

Carbamidomethyl: 1, 7; Dimethyl: 1, 
12

2124 true 658 906.4705 905.4463 1 18.7 172.19 25.5
35.1 
(M:35.1) 1 1 0 R.MQEMIAR.M Dimethyl: 1

2125 false 658 906.4705 905.4681 1 -5.33 304.59 25.5
18.1 
(M:18.1) 1 5 0 K.MALSPYPK.L

2126 true 658 1336.6553 1335.6403 1 5.8 241.25 25.5
56.5 
(M:56.5) 1 1 0 R.CFVSGACDASAK.L

Carbamidomethyl: 1, 7; 
Dimethyl:2H(4): 1, 12

2127 false 659 783.4388 782.4225 1 11.6 584.21 27.33
18.7 
(M:18.7) 2 50 7 1 K.KFDEGR.N Dimethyl:2H(4): 1

2128 false 659 783.4388 782.451 1 -24.81 617.24 27.33
20.5 
(M:20.5) 1 65.84 3 1 K.KVDMSK.V

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 6



2129 true 659 910.4804 909.4714 1 1.91 107.38 25.5
32.3 
(M:32.3) 1 1 0 R.MQEMIAR.M Dimethyl:2H(4): 1

2130 false 659 922.5538 921.5648 1 -19.71 141.58 27.83
20.8 
(M:20.8) 1 3 0 R.EQLVHIK.E Dimethyl: 1, 7

2131 true 659 922.5538 921.5396 1 7.55 122.43 27.83
26.6 
(M:26.6) 1 1 0 R.QEVHLIR.E Dimethyl: 1

2132 false 659 1050.564 1049.5403 1 15.63 186.48 24.33
15.0 
(M:15.0) 1 50 7 1 K.KQNETENR.K Dimethyl:2H(4): 1

2133 false 659 1050.564 1049.5757 1 -18.03 91.97 24.33
15.9 
(M:15.9) 1 5 0 R.FITNTAAEK.L Dimethyl: 1, 9

2134 false 659 1191.6961 1190.6884 1 0.39 157.92 26
19.4 
(M:19.4) 1 2 1 R.SNLPAKAIGHR.I Dimethyl: 1

2135 true 659 1522.7125 1521.7311 1 -17 94.16 24.17
33.5 
(M:33.5) 1 1 1 K.QFKGDEEEETVR.H Dimethyl: 1, 3



2136 true 659 1912.9846 1911.9853 1 -4.19 414.3 27.17
64.9 
(M:64.9) 1 1 0 K.SGVYQHVSGEQVGGHAIR.I Dimethyl:2H(4): 1

2137 true 660 1585.8158 1584.8042 1 2.69 155.82 26.67
51.2 
(M:51.2) 1 1 0 K.LQMEQQQQLQQR.Q Dimethyl: 1

2138 false 661 941.4487 940.4403 1 1.26 129.61 25.5
35.1 
(M:35.1) 1 2 0 R.QGYGEGFR.W Dimethyl: 1

2139 true 661 1058.6063 1057.6019 1 -2.72 116.42 24.33
19.1 
(M:19.1) 1 1 0 K.LITEDVQGK.N Dimethyl: 1, 9

2140 true 661 1589.8358 1588.8293 1 -0.5 165.02 26.67
41.7 
(M:41.7) 1 1 0 K.LQMEQQQQLQQR.Q Dimethyl:2H(4): 1

2141 true 662 921.5345 920.5229 1 4.73 158.48 27.67
36.0 
(M:36.0) 3 1 0 R.GEGITSGLR.H Dimethyl:2H(4): 1

2142 true 662 944.433 943.4222 1 3.78 137.46 25.33
32.4 
(M:32.4) 1 1 0 K.FAAEYCR.A Carbamidomethyl: 6; Dimethyl: 1



2143 true 662 1346.6329 1345.602 1 17.57 290.33 26.83
39.8 
(M:39.8) 1 1 0 K.GACHGQTGMFPR.N Carbamidomethyl: 3; Dimethyl: 1

2144 false 663 862.5037 861.5123 1 -18.4 457.37 27.17
17.1 
(M:17.1) 1 4 1 K.AGRAYHK.Y Dimethyl:2H(4): 1; Dimethyl: 7

2145 true 663 862.5037 861.501 1 -5.37 591.49 27.17
38.4 
(M:38.4) 1 1 0 R.ELYIHR.I Dimethyl:2H(4): 1

2146 true 663 927.4469 926.461 1 -23.04 227.38 27.17
30.4 
(M:30.4) 1 1 0 K.QTFGYGAR.L Dimethyl: 1

2147 true 663 1373.8422 1372.8414 1 -4.72 258.17 28.83
22.7 
(M:22.7) 3 1 1 R.NMVQTAVVPVKK.K Dimethyl:2H(4): 1; Dimethyl: 12

2148 true 663 1565.6327 1564.6199 1 3.54 124.94 24.33
20.1 
(M:20.1) 1 1 1 R.GVEEEEEDGEMRE.- Dimethyl: 1

2149 true 664 898.5346 897.5334 1 -6.8 568.11 27.33
17.5 
(M:17.5) 1 1 0 R.GGHDVLLR.A Dimethyl:2H(4): 1



2150 true 664 955.5613 954.5498 1 4.35 139.12 25.33
48.7 
(M:48.7) 2 1 0 K.VLDSGAPIR.I Dimethyl: 1

2151 false 664 1381.8201 1380.8341 1 -15.35 391.34 29
18.3 
(M:18.3) 1 6 1 K.DLLKANVEKPVK.M Dimethyl: 1

2152 false 664 1381.8201 1380.8453 1 -23.48 336.77 29
21.6 
(M:21.6) 2 5 1 K.NALTPSSKKPVR.V Dimethyl: 1, 8, 9

2153 false 664 1381.8201 1380.8453 1 -23.48 307.71 29
26.4 
(M:26.4) 2 3 1 K.KGLTPSQIGVILR.D

2154 false 665 976.571 975.5804 1 -16.99 415.99 25.83
22.0 
(M:22.0) 1 4 0 R.LGVNVTWR.A Dimethyl:2H(4): 1

2155 true 665 976.571 975.5651 1 -1.37 173.81 25.83
67.9 
(M:67.9) 2 1 0 K.NLQVSEVR.I Dimethyl:2H(4): 1

2156 true 665 1848.037 1847.0265 1 1.77 304.92 25.83
22.3 
(M:22.3) 1 1 1 K.QPPIQSTAGAVPVRNEK.G Dimethyl: 1, 17



2157 false 666 938.5533 937.5647 1 -19.9 206.8 27.17
17.0 
(M:17.0) 1 2 0 K.VDIAPHVR.D Dimethyl:2H(4): 1

2158 true 666 1170.7727 1169.7595 1 5.01 483.6 27.17
45.4 
(M:45.4) 1 1 1 K.QKVELMQAK.L Dimethyl:2H(4): 1, 2, 9

2159 true 667 814.4432 813.4357 1 0.29 389 26.83
24.8 
(M:24.8) 1 1 0 R.YLMAER.L Dimethyl:2H(4): 1

2160 true 667 940.535 939.5212 1 6.97 230.48 27.33
43.7 
(M:43.7) 1 1 0 K.IADMGHLK.Y Dimethyl: 1, 8

2161 false 667 990.5535 989.5393 1 6.96 187.9 25.67
16.3 
(M:16.3) 1 2 0 R.ENTQTTIK.L Dimethyl: 1, 8

2162 true 667 990.5535 989.5546 1 -8.44 141.32 25.67
45.5 
(M:45.5) 1 1 0 K.EVVQNFAK.E Dimethyl: 1, 8

2163 true 667 1105.6229 1104.604 1 10.54 339.5 27.83
43.9 
(M:43.9) 2 1 0 K.GHAVGDIPGVR.F Dimethyl: 1



2164 true 667 1634.7452 1633.7366 1 0.83 152.73 24.33
98.3 
(M:98.3) 1 1 0 K.EALNSCNNTEIEGR.A Carbamidomethyl: 6; Dimethyl: 1

2165 true 668 948.5672 947.5714 1 -12.07 195.73 27.33
46.9 
(M:46.9) 1 1 0 K.IADMGHLK.Y Dimethyl:2H(4): 1, 8

2166 true 668 999.4929 998.4821 1 3.45 194.87 25.33
46.1 
(M:46.1) 1 1 0 R.YNQYLDR.Q Dimethyl: 1

2167 true 668 1969.0175 1967.9661 1 22.4 144.15 26.33
42.4 
(M:42.4) 1 1 0 K.HLDSSSNERPDISSIQR.R Dimethyl: 1

2168 true 669 956.5526 955.5491 1 -3.92 265.05 27.5
66.6 
(M:66.6) 1 1 0 K.AGEVFIHK.D Dimethyl: 1, 8

2169 true 669 2037.9106 2036.8977 1 2.78 109.2 25.5
52.7 
(M:52.7) 1 1 0 K.HIYNGEVYEDDEHHPR.G Dimethyl: 1

2170 false 670 876.4813 875.4786 1 -5.27 547.46 26.67
15.4 
(M:15.4) 1 2 0 K.ILSACEK.N Carbamidomethyl: 5; Dimethyl: 1, 7



2171 true 670 988.5309 987.5178 1 5.87 256.76 27.83
45.9 
(M:45.9) 1 1 0 K.HFFQPEK.N Dimethyl: 1, 7

2172 true 670 1282.7254 1281.7202 1 -1.64 278.08 27.33
62.6 
(M:62.6) 1 1 0 R.QLGCGTALSSPK.K

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 12

2173 true 670 2041.937 2040.9228 1 3.42 135.35 25.5
89.6 
(M:89.6) 1 1 0 K.HIYNGEVYEDDEHHPR.G Dimethyl:2H(4): 1

2174 false 671 832.5048 831.4888 1 10.45 708.29 26
15.3 
(M:15.3) 1 10 0 K.MVALLNK.T Oxidation: 1; Dimethyl: 7

2175 true 671 996.5788 995.568 1 3.51 193.15 27.83
27.9 
(M:27.9) 1 1 0 K.HFFQPEK.N Dimethyl:2H(4): 1, 7

2176 true 671 1986.8368 1985.8563 1 -13.44 100.14 24.17
34.1 
(M:34.1) 1 1 0

R.GGGGGAGAAGEEEISPEDDQ
R.A Dimethyl: 1

2177 true 672 1045.5472 1044.5498 1 -9.48 223.07 25.5
23.1 
(M:23.1) 1 1 1 K.LCQRAIER.I Carbamidomethyl: 2



2178 false 673 958.5375 957.5317 1 -1.62 248.72 26.67
18.2 
(M:18.2) 1 2 1 K.ACKADIPK.F Carbamidomethyl: 2; Dimethyl: 1, 8

2179 true 673 1244.6907 1243.6611 1 17.89 281.8 27.33
77.1 
(M:77.1) 1 1 0 R.GGHQLVEGYPR.A Dimethyl:2H(4): 1

2180 true 673 2221.964 2220.9545 1 1.03 297.4 29.17
150.2 
(M:150.2) 4 1 0

R.NMGGPYGGGNYGPGGSGGS
GGYGGR.S Dimethyl:2H(4): 1

2181 true 673 2274.005 2272.9979 1 -0.07 165.46 24.33
85.0 
(M:85.0) 1 1 0

M.AEVAEGSRPEDCPGTSSAQA
GR.A Carbamidomethyl: 12; Acetyl: 1

2182 false 674 900.4728 899.4865 1 -23.34 700.86 26
15.5 
(M:15.5) 1 2 0 K.EFGGGHIK.D Dimethyl: 1, 8

2183 true 674 1265.6937 1264.6615 1 19.7 262.71 27.83
34.4 
(M:34.4) 1 1 0 R.IQVWHEEHR.G Dimethyl:2H(4): 1

2184 true 674 1331.707 1330.6895 1 7.74 278.32 28.33
32.8 
(M:32.8) 1 1 0 K.HFHNTLEHLR.L Dimethyl: 1



2185 true 674 1350.7272 1349.7126 1 5.46 341.9 27.33
57.1 
(M:57.1) 1 1 1 K.QRVEICQAYK.S Carbamidomethyl: 6; Dimethyl: 1, 10

2186 true 675 1358.78 1357.7628 1 7.34 310.9 27.33
18.5 
(M:18.5) 1 1 1 K.QRVEICQAYK.S

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 10

2187 true 675 1399.6919 1398.6714 1 9.41 343.6 27.33
43.2 
(M:43.2) 1 1 0 R.GPSPYHVVAECR.S Carbamidomethyl: 11; Dimethyl: 1

2188 true 676 828.4979 827.4905 1 0.11 409.04 29
20.9 
(M:20.9) 1 1 0 R.AFPGPLAK.D Dimethyl: 8

2189 false 676 860.4531 859.4586 1 -14.82 538.03 25.67
18.1 
(M:18.1) 1 4 0 K.DGKPMLR.Q Oxidation: 5; Dimethyl: 3

2190 true 676 860.4531 859.4552 1 -10.9 502.65 25.67
21.6 
(M:21.6) 1 1 0 R.ATVWDLR.K

2191 true 676 1409.7429 1408.7211 1 10.28 334.38 27.33
65.5 
(M:65.5) 1 1 0 R.ITAFHNAHDLSR.W Dimethyl: 1



2192 true 677 1455.7352 1454.7089 1 13.11 365.16 27.17
56.2 
(M:56.2) 1 1 0 R.AVAHHTDCTFIR.V Carbamidomethyl: 8; Dimethyl: 1

2193 true 678 850.5262 849.5185 1 0.53 543.83 26.17
31.3 
(M:31.3) 2 1 0 R.HVQGILR.G Dimethyl: 1

2194 true 678 1102.6164 1101.6092 1 -0.13 215.04 29.17
28.9 
(M:28.9) 1 1 0 R.NSVFQQGMK.N Dimethyl:2H(4): 1, 9

2195 true 678 1459.7616 1458.734 1 13.91 463.14 27.17
42.9 
(M:42.9) 1 1 0 R.AVAHHTDCTFIR.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

2196 true 678 1514.7888 1513.746 1 23.48 211.1 28
56.4 
(M:56.4) 1 1 1 K.RDPHLACVAYER.G Carbamidomethyl: 7; Dimethyl: 1

2197 true 679 1134.5928 1133.5903 1 -4.19 102.69 25.33
18.3 
(M:18.3) 1 1 0 K.VGFALEMAPR.R Oxidation: 7; Dimethyl: 1

2198 true 679 1249.6716 1248.659 1 4.25 151.83 26.83
38.0 
(M:38.0) 1 1 1 K.RFPGYDSESK.E Dimethyl:2H(4): 1, 10



2199 true 679 1518.8027 1517.7711 1 16.02 265.02 28
23.5 
(M:23.5) 1 1 1 K.RDPHLACVAYER.G

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

2200 true 680 956.569 955.5603 1 1.47 207.75 26.33
35.7 
(M:35.7) 2 1 0 R.VVAHLYAR.Q Dimethyl: 1

2201 false 680 959.5018 958.5084 1 -14.44 64.82 24.33
19.5 
(M:19.5) 1 2 0 K.IDDVVNTR.- Dimethyl: 1

2202 true 680 1317.6412 1316.6296 1 3.29 175.43 29.17
23.8 
(M:23.8) 1 1 0 R.NLSGQPNFPCR.V Carbamidomethyl: 10; Dimethyl: 1

2203 true 681 1263.7397 1262.7412 1 -6.96 125.82 26.67
18.0 
(M:18.0) 1 1 1 K.FRDDFDKPK.A Dimethyl:2H(4): 1, 7, 9

2204 true 681 1638.7644 1637.7558 1 0.78 223.25 27.83
18.6 
(M:18.6) 1 1 0 R.YHGHSMSDPGISYR.T Dimethyl:2H(4): 1

2205 true 681 1653.9172 1652.8998 1 6.1 203.38 27.17
65.7 
(M:65.7) 2 1 1 R.KLDYGQHVVAGTPGR.V Dimethyl: 1, 1



2206 true 681 1687.8319 1686.8036 1 12.48 195.74 24.33
41.9 
(M:41.9) 1 1 0 R.EMDHTEPPPAPVPAR.V Oxidation: 2; Dimethyl: 1

2207 true 682 968.59 967.5815 1 1.35 120.72 26.17
16.2 
(M:16.2) 1 1 0 R.VQQLVPTR.D Dimethyl: 1

2208 true 682 980.4653 979.4611 1 -3.1 113.71 24.5
37.6 
(M:37.6) 1 1 0 K.EDEGIAYR.G Dimethyl: 1

2209 false 682 1016.5415 1015.5186 1 15.42 123.28 25.83
15.5 
(M:15.5) 1 6 0 K.LIEVDDER.K Dimethyl: 1

2210 true 682 1016.5415 1015.5338 1 0.41 191.31 25.83
52.7 
(M:52.7) 1 1 0 R.HLTGEFEK.K Dimethyl: 1, 8

2211 true 682 1144.6823 1143.6686 1 5.65 429.99 26.17
16.9 
(M:16.9) 1 1 1 -.MDLRAELLK.S Dimethyl: 1, 9

2212 true 682 1215.6156 1214.6044 1 3.27 163.53 25.33
45.7 
(M:45.7) 1 1 0 R.TFEDVQGHVR.R Dimethyl: 1



2213 true 682 1330.7423 1329.714 1 15.8 249.47 29.5
18.3 
(M:18.3) 1 1 0 R.QLVDTTVELANK.V

2214 true 682 1699.8799 1698.8649 1 4.51 136.69 24.5
50.8 
(M:50.8) 2 1 1 R.LNQIGVENTEENRR.L Dimethyl: 1

2215 true 683 1219.6401 1218.6295 1 2.71 180.87 25.33
29.9 
(M:29.9) 1 1 0 R.TFEDVQGHVR.R Dimethyl:2H(4): 1

2216 true 683 1333.7255 1332.715 1 2.4 216.31 29.17
22.2 
(M:22.2) 1 1 1 R.NANNDRFVLSK.G Dimethyl: 1, 11

2217 true 683 1703.9058 1702.89 1 5.02 144.83 24.33
59.7 
(M:59.7) 2 1 1 R.LNQIGVENTEENRR.L Dimethyl:2H(4): 1

2218 true 684 805.5094 804.4985 1 4.48 467.06 27.5
24.1 
(M:24.1) 2 1 0 K.FANYVK.N Dimethyl:2H(4): 1, 6

2219 true 684 1179.6227 1178.6118 1 3.06 121.37 26.17
78.3 
(M:78.3) 2 1 0 K.IGVAAQNCYK.V Carbamidomethyl: 8; Dimethyl: 1, 10



2220 true 684 1208.6695 1207.6561 1 5.08 173.36 25.5
42.0 
(M:42.0) 1 1 0 K.HEAQLDNVVK.D Dimethyl: 1, 10

2221 true 684 2299.224 2298.203 1 5.95 225.88 27.83
21.9 
(M:21.9) 1 64.11 1 0 K.HKPANNQIECHPYLTQEK.L

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 18; Dimethyl: 2

2222 true 685 1216.7225 1215.7063 1 7.32 113.8 25.5
56.6 
(M:56.6) 1 1 0 K.HEAQLDNVVK.D Dimethyl:2H(4): 1, 10

2223 true 685 2315.2751 2314.2169 1 21.98 190.44 28
114.0 
(M:114.0) 1 1 0 K.YKPANNQVECHPYLTQEK.L

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 2, 18

2224 false 686 777.4415 776.4466 1 -15.93 398.94 27.83
21.8 
(M:21.8) 2 47.38 2 1 R.AMDKLK.D Oxidation: 2; Dimethyl: 1, 4

2225 true 686 1323.7001 1322.6871 1 4.37 183.88 26.83
27.0 
(M:27.0) 1 1 1 R.YYPTEDVPRK.L Dimethyl: 1, 10

2226 true 686 1466.7926 1465.7805 1 3.3 278.92 29.17
23.4 
(M:23.4) 1 1 0 K.NQGYYDYVKPR.L Dimethyl:2H(4): 1, 9



2227 false 687 781.4608 780.4494 1 5.3 357.56 27.83
23.1 
(M:23.1) 1 5 0 R.HIDQLK.E Dimethyl: 6

2228 false 687 781.4608 780.4432 1 13.23 365.77 27.83
27.6 
(M:27.6) 2 3 0 R.AFDQIR.M Dimethyl:2H(4): 1

2229 true 687 781.4608 780.4717 1 -23.27 343.24 27.83
30.3 
(M:30.3) 1 1 1 R.AMDKLK.D

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 6

2230 false 687 806.447 805.4586 1 -23.33 593.47 27.5
17.4 
(M:17.4) 1 4 0 K.FIEELK.L Dimethyl: 6

2231 false 687 806.447 805.4446 1 -6.07 618.19 27.5
17.4 
(M:17.4) 1 4 1 R.FGGKELR.D

2232 true 687 806.447 805.4384 1 1.61 537.3 27.5
32.5 
(M:32.5) 1 1 0 K.DFSIHR.L Dimethyl:2H(4): 1

2233 true 687 1180.6617 1179.655 1 -0.43 175.07 26.17
26.9 
(M:26.9) 1 1 0 R.AVGAGGTYVPTR.L Dimethyl:2H(4): 1



2234 true 688 772.434 771.4351 1 -10.83 569.96 28.17
19.6 
(M:19.6) 1 1 1 R.NDRAIR.V Dimethyl: 1

2235 false 688 772.434 771.4127 1 18.25 592.57 28.17
15.3 
(M:15.3) 1 10 0 K.ASNPDLK.L Dimethyl: 7

2236 true 688 1254.6334 1253.6326 1 -5.13 200.34 25.5
52.0 
(M:52.0) 1 1 0 K.YVECSALTQK.G Carbamidomethyl: 4; Dimethyl: 1, 10

2237 true 688 1482.7269 1481.7184 1 0.82 271.66 26.67
39.9 
(M:39.9) 1 1 0 R.SIRPDNMSEYSK.Q Dimethyl: 1, 12

2238 true 688 1482.7269 1481.7184 1 0.82 271.66 26.67
39.9 
(M:39.9) 1 1 0 R.SIRPDNMSEYSK.Q Dimethyl: 1, 12

2239 true 689 776.4607 775.4602 1 -8.79 431.71 28.17
19.0 
(M:19.0) 1 1 1 R.NDRAIR.V Dimethyl:2H(4): 1

2240 false 689 805.5129 804.4891 1 20.46 282.68 27.83
15.5 
(M:15.5) 1 4 1 R.MSKVLR.S Oxidation: 1; Dimethyl: 1, 3



2241 true 689 1021.4876 1020.4777 1 2.51 307.73 27.5
47.8 
(M:47.8) 1 1 0 R.ASFNHFDR.D Dimethyl: 1

2242 true 690 1025.5148 1024.5028 1 4.59 299.03 27.5
47.2 
(M:47.2) 1 1 0 R.ASFNHFDR.D Dimethyl:2H(4): 1

2243 true 690 1262.6917 1261.6828 1 1.31 214.74 25.5
45.2 
(M:45.2) 2 1 0 K.YVECSALTQK.G

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 10

2244 true 690 1490.7794 1489.7686 1 2.33 102.37 26.67
18.2 
(M:18.2) 1 1 0 R.SIRPDNMSEYSK.Q Dimethyl:2H(4): 1, 12

2245 true 690 1490.7794 1489.7686 1 2.33 102.37 26.67
18.2 
(M:18.2) 1 1 0 R.SIRPDNMSEYSK.Q Dimethyl:2H(4): 1, 12

2246 true 691 888.509 887.4865 1 17.18 550.99 27.83
20.4 
(M:20.4) 1 1 0 K.VFGPGVER.T Dimethyl: 1

2247 false 691 888.509 887.5011 1 0.74 97.31 27.83
16.6 
(M:16.6) 1 8 1 R.MRGAGLGAK.G Dimethyl: 9



2248 true 691 960.4903 959.4651 1 18.74 127.51 24.67
32.5 
(M:32.5) 1 1 0 R.FFGGTEDR.L Dimethyl:2H(4): 1

2249 true 691 1277.6271 1276.6187 1 0.87 100.74 24.33
36.0 
(M:36.0) 1 1 0 K.TYEPSEDPGVK.S Dimethyl: 1, 11

2250 true 692 985.5306 984.524 1 -0.69 59.69 24.5
18.6 
(M:18.6) 1 1 0 K.GAPESVIER.C Dimethyl: 1

2251 true 692 1252.6801 1251.6724 1 0.35 211.4 27.33
31.1 
(M:31.1) 1 1 0 K.YIHSADIIHR.D Dimethyl: 1

2252 true 692 1298.6594 1297.6449 1 5.62 202.31 25.33
53.6 
(M:53.6) 1 1 0 R.TAIHEVMEQGR.V Dimethyl: 1

2253 true 693 1302.6844 1301.67 1 5.46 210.21 25.33
49.7 
(M:49.7) 1 1 0 R.TAIHEVMEQGR.V Dimethyl:2H(4): 1

2254 true 693 1304.5972 1303.6143 1 -18.7 98.36 25
41.3 
(M:41.3) 1 1 0 K.ESDEVNEGELK.E Dimethyl: 1, 11



2255 false 694 1018.5044 1017.5203 1 -22.82 174.25 27.83
18.6 
(M:18.6) 1 3 1 R.LQSDSERR.I Dimethyl: 1

2256 true 694 1018.5044 1017.4727 1 23.93 319.07 27.83
22.8 
(M:22.8) 1 1 1 K.AEKDEENR.R Dimethyl: 3

2257 true 694 1065.6404 1064.6342 1 -1.01 302.73 24.5
15.0 
(M:15.0) 1 1 1 K.GNVHKILEK.C Dimethyl: 9

2258 true 694 2217.9406 2216.9294 1 1.8 222.52 29.17
117.0 
(M:117.0) 7 1 0

R.NMGGPYGGGNYGPGGSGGS
GGYGGR.S Dimethyl: 1

2259 true 695 1358.7804 1357.7805 1 -5.45 335.65 27.33
51.7 
(M:51.7) 1 1 0 R.GGLVHPSLQDSGK.K Dimethyl:2H(4): 1, 13

2260 true 695 2233.9307 2232.9243 1 -0.39 278.67 29.17
148.7 
(M:148.7) 6 1 0

R.NMGGPYGGGNYGPGGSGGS
GGYGGR.S Oxidation: 2; Dimethyl: 1

2261 true 696 1341.6003 1340.5935 1 -0.33 192.69 24.5
38.0 
(M:38.0) 1 1 1 R.GYDDRDYYSR.S Dimethyl:2H(4): 1



2262 true 696 1344.7029 1343.6805 1 11.21 289.45 26
15.1 
(M:15.1) 1 1 0 K.YICTSSAIQNR.F

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

2263 true 696 1413.7561 1412.7463 1 1.84 392.33 27.33
38.8 
(M:38.8) 1 1 0 R.ITAFHNAHDLSR.W Dimethyl:2H(4): 1

2264 false 697 1349.6849 1348.6623 1 11.34 320.12 25.5
16.1 
(M:16.1) 1 6 0 K.SLEDPYSQQVR.L Dimethyl: 1

2265 true 698 843.4678 842.48 1 -23.06 484.79 26.33
16.0 
(M:16.0) 1 1 1 K.TRYDTK.V Dimethyl:2H(4): 1; Dimethyl: 6

2266 true 698 917.5014 916.4978 1 -4.02 84.22 27
41.5 
(M:41.5) 3 1 0 R.GEGITSGLR.H Dimethyl: 1

2267 false 698 1085.6484 1084.647 1 -5.46 289.71 27.83
15.7 
(M:15.7) 1 4 0 K.AFLFDVVSK.I Dimethyl:2H(4): 1; Dimethyl: 9

2268 true 698 1235.6515 1234.6455 1 -1.03 87.51 24.67
34.1 
(M:34.1) 1 1 0 K.TNEAQAIETAR.A Dimethyl:2H(4): 1



2269 true 698 1353.7296 1352.7064 1 11.81 271.43 26.33
71.1 
(M:71.1) 2 1 0 K.DISTNYYASQK.K Dimethyl:2H(4): 1, 11

2270 false 698 1560.7499 1559.7315 1 7.15 150.44 24.5
19.1 
(M:19.1) 1 2 1 K.DALEAEKDDLEER.L Dimethyl: 7

2271 true 698 1560.7499 1559.7427 1 -0.05 145.96 24.5
134.8 
(M:134.8) 1 1 0 K.AVTEQGAELSNEER.N Dimethyl: 1

2272 true 699 1248.7367 1247.7325 1 -2.48 187.12 24.5
21.1 
(M:21.1) 1 1 1 K.APKDEIDAAVR.L Dimethyl:2H(4): 1, 3

2273 true 699 1362.6496 1361.6398 1 1.85 317.41 25.33
35.8 
(M:35.8) 1 1 0 K.YMENHSIEGVR.H Dimethyl: 1

2274 false 700 866.4479 865.4294 1 13.03 477.11 26.33
15.2 
(M:15.2) 1 4 0 K.ENSGYLR.A Dimethyl: 1

2275 true 700 1146.7644 1145.7449 1 10.61 383.09 27.83
21.6 
(M:21.6) 1 1 1 K.IAAYDKLEK.T Dimethyl:2H(4): 1, 6, 9



2276 true 700 1366.6815 1365.6649 1 6.81 238.83 25.33
22.7 
(M:22.7) 1 1 0 K.YMENHSIEGVR.H Dimethyl:2H(4): 1

2277 true 700 1417.7231 1416.6932 1 15.94 387.66 26.17
49.1 
(M:49.1) 3 1 0 R.QAHLTNQYMQR.M Dimethyl: 1

2278 true 700 1417.7231 1416.7296 1 -9.72 354.01 26.17
49.1 
(M:49.1) 3 61.64 1 1 R.KAHLTNQYMQR.I Dimethyl: 1

2279 true 701 1375.8198 1374.8148 1 -1.66 266.06 24.5
54.0 
(M:54.0) 1 1 1 R.YLAEVAAGDDKK.G Dimethyl:2H(4): 1, 11, 12

2280 true 701 1393.7667 1392.7489 1 7.57 291.48 25.33
33.8 
(M:33.8) 1 1 0 K.ETAENYLGHPAK.N Dimethyl:2H(4): 1, 12

2281 true 701 1421.7505 1420.7547 1 -8.07 390.14 26.17
56.7 
(M:56.7) 2 50 1 1 R.KAHLTNQYMQR.I Dimethyl:2H(4): 1

2282 true 701 1421.7505 1420.7183 1 17.53 428.06 26.17
56.7 
(M:56.7) 3 1 0 R.QAHLTNQYMQR.M Dimethyl:2H(4): 1



2283 false 702 883.4917 882.4861 1 -1.97 693.94 29.33
15.7 
(M:15.7) 1 3 1 K.DYGGRQK.L Dimethyl:2H(4): 1; Dimethyl: 7

2284 true 702 1397.6975 1396.6885 1 1.26 230.26 24.67
50.1 
(M:50.1) 1 1 0 R.SQYEQLAEQNR.K Dimethyl:2H(4): 1

2285 true 702 1728.9397 1727.9331 1 -0.4 139.84 24.5
64.7 
(M:64.7) 1 1 1 K.TEDLNDEEKLNNAK.Y Dimethyl:2H(4): 1, 9, 14

2286 true 702 1750.8133 1749.8012 1 2.76 256.56 27.5
38.4 
(M:38.4) 1 1 0 R.YVEFHSQHGHYYR.T Dimethyl: 1

2287 false 703 834.4305 833.4065 1 19.96 564.2 29.17
15.8 
(M:15.8) 1 7 0 K.QENIMR.H Oxidation: 5; Dimethyl: 1

2288 true 703 834.4305 833.4184 1 5.72 536.47 29.17
37.3 
(M:37.3) 1 1 0 R.EHAFFR.R Dimethyl: 1

2289 true 703 1491.6973 1490.7082 1 -12.22 155.48 27.33
16.9 
(M:16.9) 1 1 1 K.CASQVGMTAPGTRR.H Carbamidomethyl: 1



2290 true 703 1754.8217 1753.8263 1 -6.78 296.78 27.83
19.6 
(M:19.6) 1 1 0 R.YVEFHSQHGHYYR.T Dimethyl:2H(4): 1

2291 true 703 1823.9089 1822.8999 1 0.96 193.79 24.5
66.9 
(M:66.9) 1 1 0 K.SPSPAPADPAPAVQEDSR.T Dimethyl:2H(4): 1

2292 true 704 838.463 837.4435 1 14.58 497.01 29.17
40.9 
(M:40.9) 1 1 0 R.EHAFFR.R Dimethyl:2H(4): 1

2293 true 704 997.58 996.5716 1 1.13 300.02 26.5
25.6 
(M:25.6) 1 1 0 R.GGGQIIPTAR.R Dimethyl: 1

2294 true 704 997.58 996.5716 1 1.13 300.02 26.5
25.6 
(M:25.6) 1 1 0 R.GGGQIIPTAR.R Dimethyl: 1

2295 true 704 1647.8545 1646.8417 1 3.37 305.25 27.5
57.0 
(M:57.0) 2 1 0 R.QAVTNPHNTFYATK.R Dimethyl: 1, 14

2296 true 705 1655.9056 1654.8919 1 3.88 311.04 27.5
73.9 
(M:73.9) 2 1 0 R.QAVTNPHNTFYATK.R Dimethyl:2H(4): 1, 14



2297 true 705 1660.8536 1659.8693 1 -13.81 264.04 25.33
16.5 
(M:16.5) 1 1 0 R.DADTGAARPPALPPGAR.S Dimethyl: 1

2298 true 706 2172.0955 2171.0818 1 2.94 198.81 25.5
25.1 
(M:25.1) 1 78.25 1 1 K.SSGTKPGEIREDTELSGPQR.N Dimethyl: 5

2299 true 707 1198.5888 1197.5891 1 -6.3 75.44 26.83
29.4 
(M:29.4) 1 1 1 K.AREDSWGPPR.D Dimethyl: 1

2300 true 707 1770.9096 1769.9458 1 -24.55 247.71 26.67
16.0 
(M:16.0) 1 50 1 1 R.KPDTIEVQQMKAQAR.E Dimethyl: 1

2301 true 707 1770.9096 1769.9458 1 -24.55 247.71 26.67
16.0 
(M:16.0) 1 50 1 1 R.KPDTIEVQQMKAQAR.E Dimethyl: 1

2302 true 707 1770.9096 1769.9458 1 -24.55 247.71 26.67
16.0 
(M:16.0) 1 50 1 1 R.KPDTIEVQQMKAQAR.E Dimethyl: 1

2303 true 708 1008.5656 1007.5338 1 24.35 320.22 28.33
42.1 
(M:42.1) 1 1 0 K.FTLSDHTR.F Dimethyl:2H(4): 1



2304 true 709 754.4252 753.4095 1 11.13 298.81 27.5
15.7 
(M:15.7) 1 1 0 R.MGIYVK.A Oxidation: 1; Dimethyl: 6

2305 true 709 1241.6147 1240.6088 1 -1.1 117.24 26.83
45.3 
(M:45.3) 1 1 1 K.RFPGYDSESK.E Dimethyl: 1, 10

2306 true 709 1253.6843 1252.671 1 4.79 212.29 26.33
38.3 
(M:38.3) 2 1 0 R.QVQSLMVHQR.K Dimethyl: 1

2307 false 709 1330.7284 1329.7075 1 10.27 178.82 27.83
15.9 
(M:15.9) 1 2 1 R.GLDVNKCEIAR.F Carbamidomethyl: 7; Dimethyl: 1, 6

2308 true 709 1330.7284 1329.7075 1 10.27 200.45 27.83
17.1 
(M:17.1) 1 1 1 K.LAELKQECLAR.G Carbamidomethyl: 8

2309 true 709 1809.8954 1808.8806 1 4.15 178.88 25.33
69.2 
(M:69.2) 1 1 1 R.KHEAFESDLAAHQDR.V Dimethyl: 1, 1

2310 true 709 1809.8954 1808.8806 1 4.15 178.88 25.33
69.2 
(M:69.2) 1 1 1 K.KHEAFESDLAAHQDR.V Dimethyl: 1, 1



2311 true 709 2357.1158 2356.1118 1 -1.36 99.83 24.5
47.1 
(M:47.1) 1 1 0

K.SQAEQQSQADEEAENTGIETK
.A Dimethyl:2H(4): 1, 21

2312 true 710 1938.9535 1937.9378 1 4.35 138.33 25.5
61.2 
(M:61.2) 1 1 0 K.ESQRPQAHECLGETLR.V Carbamidomethyl: 10; Dimethyl: 1

2313 false 711 836.4463 835.4399 1 -1.1 580.97 27.67
18.1 
(M:18.1) 1 6 0 M.ASTSTTIR.S

2314 true 711 1103.5927 1102.5593 1 23.67 352.18 28.17
39.4 
(M:39.4) 1 1 0 K.MLQHIDYR.M Dimethyl: 1

2315 true 711 1942.9737 1941.9629 1 1.85 157.1 25.33
18.4 
(M:18.4) 1 1 0 K.ESQRPQAHECLGETLR.V

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

2316 true 711 2390.1706 2389.151 1 5.14 91.28 24.33
46.9 
(M:46.9) 1 1 0

R.TDTEVSAPVPGQQPSSGPPAP
QSR.A

2317 true 712 1030.5763 1029.5607 1 8.02 219.15 27.5
17.4 
(M:17.4) 1 1 0 K.LAETYLHR.I Dimethyl: 1



2318 true 713 1034.608 1033.5858 1 14.37 293.89 27.5
27.2 
(M:27.2) 1 1 0 K.LAETYLHR.I Dimethyl:2H(4): 1

2319 false 714 743.4439 742.445 1 -11.25 251.22 26
25.7 
(M:25.7) 3 4 1 K.QQKIAR.L

2320 false 714 743.4439 742.445 1 -11.25 216.03 26
20.4 
(M:20.4) 2 6 1 R.EARLAR.G Dimethyl: 1

2321 true 714 877.4655 876.4375 1 23.59 668.63 27.67
19.5 
(M:19.5) 1 1 0 R.IESTMPR.V Oxidation: 5; Dimethyl: 1

2322 true 714 1119.5879 1118.5543 1 23.54 280.21 28.33
23.5 
(M:23.5) 1 1 0 K.MLQHIDYR.M Oxidation: 1; Dimethyl: 1

2323 true 715 976.442 975.441 1 -6.39 250.39 24.5
24.7 
(M:24.7) 1 1 0 K.AGFAGDDAPR.A

2324 true 715 976.442 975.441 1 -6.39 250.39 24.5
24.7 
(M:24.7) 1 1 0 K.AGFAGDDAPR.A



2325 true 715 976.442 975.441 1 -6.39 250.39 24.5
24.7 
(M:24.7) 1 1 0 K.AGFAGDDAPR.A

2326 true 715 976.442 975.441 1 -6.39 250.39 24.5
24.7 
(M:24.7) 1 1 0 K.AGFAGDDAPR.A

2327 true 715 976.442 975.441 1 -6.39 250.39 24.5
24.7 
(M:24.7) 1 1 0 K.AGFAGDDAPR.A

2328 true 715 3238.5233 3237.5691 1 -16.39 208.61 25.33
131.2 
(M:131.2) 3 1 0

K.APSTAPTGAAPPPPGPPPPPA
PSHPSSGADDSATR.S Dimethyl: 1

2329 true 716 1108.6609 1107.6528 1 0.71 436.54 27.5
45.9 
(M:45.9) 1 1 0 K.GIHDTFVQK.F Dimethyl:2H(4): 1, 9

2330 true 716 1461.7712 1460.7987 1 -23.82 218.03 27.33
46.5 
(M:46.5) 1 1 1 K.VINKDGEAIGAYR.C Dimethyl: 1, 4

2331 true 716 3242.548 3241.5942 1 -16.49 256.57 25.33
200.1 
(M:200.1) 2 1 0

K.APSTAPTGAAPPPPGPPPPPA
PSHPSSGADDSATR.S Dimethyl:2H(4): 1



2332 true 717 1466.7501 1465.7463 1 -2.38 275.92 27
48.8 
(M:48.8) 2 1 0 K.SQGGEPTYNVAVGR.A Dimethyl:2H(4): 1

2333 true 717 2579.1454 2578.1361 1 0.8 185.23 24.67
90.1 
(M:90.1) 1 1 1

K.EAYPDHTQFDQKDPHYDSSSR
.K Dimethyl: 1, 12

2334 true 718 815.4725 814.4661 1 -1.06 385.53 26
22.9 
(M:22.9) 1 1 1 K.AAEAGLKR.G

2335 false 718 948.5206 947.5296 1 -17.2 186.72 27.67
19.1 
(M:19.1) 3 3 1 -.MPRIMIK.G Oxidation: 1, 5; Dimethyl: 7

2336 true 718 950.4926 949.4869 1 -1.69 93.76 25.67
15.5 
(M:15.5) 1 1 0 K.SDPVVSYR.E Dimethyl: 1

2337 true 718 1091.5177 1090.5295 1 -17.51 251.13 25.67
46.1 
(M:46.1) 1 1 0 R.FESPEVAER.A Dimethyl: 1

2338 true 718 2561.1512 2560.1175 1 10.34 272.5 30.17
86.0 
(M:86.0) 1 1 0

R.GMGGHGYGAGDAGSGFHGG
GHFVHMR.G Dimethyl:2H(4): 1; Oxidation: 2



2339 true 718 2587.1973 2586.1863 1 1.45 206.54 24.67
74.2 
(M:74.2) 1 1 1

K.EAYPDHTQFDQKDPHYDSSSR
.K Dimethyl:2H(4): 1, 12

2340 true 719 902.5213 901.4993 1 16.27 144.63 24.83
17.5 
(M:17.5) 1 1 0 K.IPEMPQR.R Dimethyl:2H(4): 1

2341 true 719 976.5461 975.5324 1 6.53 219.45 27.67
32.5 
(M:32.5) 2 1 1 K.FMREPIR.I Dimethyl: 1

2342 false 720 848.471 847.4586 1 6.12 405.44 29.33
17.5 
(M:17.5) 1 2 0 R.NLMSVTR.I Dimethyl: 1

2343 false 720 892.4874 891.4702 1 11.18 443.77 25.67
17.7 
(M:17.7) 1 5 0 K.IESFGSPK.G Dimethyl: 8

2344 true 720 994.5513 993.5317 1 12.37 268.96 27.5
20.1 
(M:20.1) 1 1 0 K.QIQQYMK.T Dimethyl: 1, 7

2345 false 720 1000.5644 999.5613 1 -4.18 197.14 26.5
16.8 
(M:16.8) 1 4 0 M.AMVSEFLK.Q

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 8



2346 true 720 1272.6269 1271.6115 1 6.43 249.7 27.5
31.1 
(M:31.1) 1 1 0 K.EAQITMMQHR.I Dimethyl: 1

2347 true 720 1301.7353 1300.7139 1 10.79 252.19 26.17
23.6 
(M:23.6) 2 1 0 K.YELGRPPANTK.I Dimethyl: 1, 11

2348 true 720 1487.7628 1486.74 1 10.45 148.19 26.83
19.3 
(M:19.3) 1 1 0 K.SEGVYCCGPAPVK.A

Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1, 13

2349 true 721 852.4915 851.4663 1 21.06 435.59 29.33
17.2 
(M:17.2) 1 1 0 R.NPMSDPK.K Dimethyl:2H(4): 1, 7

2350 true 721 1629.7627 1628.7365 1 11.61 256.46 27.83
51.7 
(M:51.7) 1 1 0 R.EHHFGSSGMTLNER.F Dimethyl: 1

2351 false 722 1060.6327 1059.6223 1 2.96 250.79 27.5
17.9 
(M:17.9) 1 2 1 K.QIRSIIMR.E Oxidation: 7; Dimethyl: 1

2352 true 722 1062.463 1061.46 1 -4.04 127.7 24.67
32.5 
(M:32.5) 1 1 0 R.DHFEEAMR.F Dimethyl: 1



2353 true 722 1486.8147 1485.8225 1 -10.12 221.33 26.33
20.7 
(M:20.7) 1 50 1 1 R.KISLMEGLLADPR.E Oxidation: 5; Dimethyl: 1

2354 true 722 1633.7886 1632.7616 1 12.03 271.24 27.83
69.8 
(M:69.8) 1 1 0 R.EHHFGSSGMTLNER.F Dimethyl:2H(4): 1

2355 true 723 1024.5919 1023.5841 1 0.53 215.34 25.83
50.9 
(M:50.9) 1 1 0 R.HLTGEFEK.K Dimethyl:2H(4): 1, 8

2356 true 723 1066.4874 1065.4851 1 -4.73 244.49 24.67
25.2 
(M:25.2) 1 1 0 R.DHFEEAMR.F Dimethyl:2H(4): 1

2357 true 723 1179.6584 1178.6547 1 -3.05 221.16 27.5
17.9 
(M:17.9) 1 50.98 1 0 K.ILDIVSSYNK.G Dimethyl: 10

2358 true 724 982.5768 981.5909 1 -21.81 182.43 25.5
15.0 
(M:15.0) 1 1 1 R.LNKGHEPK.E Dimethyl:2H(4): 1; Dimethyl: 8

2359 false 724 1073.6241 1072.638 1 -19.68 168.98 24.67
28.6 
(M:28.6) 1 3 1 K.EKLEETIK.S Dimethyl: 1, 2, 8



2360 true 724 1073.6241 1072.6128 1 3.74 187.7 24.67
43.7 
(M:43.7) 1 1 1 R.EKIETELR.D Dimethyl: 1, 2

2361 false 724 1073.6241 1072.6128 1 3.74 72.16 24.67
25.7 
(M:25.7) 1 5 1 K.IAKNLDSEK.E Dimethyl: 1, 9

2362 true 724 1228.609 1227.6095 1 -6.35 89.12 24.5
51.5 
(M:51.5) 1 1 0 K.DLPVSEQQER.A Dimethyl: 1

2363 true 724 1529.814 1528.8082 1 -0.96 258.96 26.33
37.9 
(M:37.9) 1 1 0 R.VVGACAQNLPGAQGR.A

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

2364 false 725 1102.5929 1101.603 1 -15.76 98.95 25.67
15.7 
(M:15.7) 1 5 0 K.TVASLDEALR.K Dimethyl: 1

2365 true 725 1232.6309 1231.6346 1 -8.92 65.85 24.5
20.9 
(M:20.9) 1 1 0 K.DLPVSEQQER.A Dimethyl:2H(4): 1

2366 true 725 1576.8642 1575.8522 1 3.05 140.81 27.5
38.8 
(M:38.8) 1 1 1 R.EVPEYLHHVNKR.L Dimethyl: 1, 11



2367 true 726 1600.718 1599.7035 1 4.53 235.63 27.5
34.0 
(M:34.0) 1 1 0 K.GHQFSCVCLHGDR.K Carbamidomethyl: 6, 8; Dimethyl: 1

2368 true 726 1622.7979 1621.7882 1 1.46 237.29 26.5
40.9 
(M:40.9) 1 1 1 K.GSTINSPCQDFGKR.M Carbamidomethyl: 8; Dimethyl: 1, 13

2369 true 727 1011.595 1010.6124 1 -24.45 168.57 29.33
27.0 
(M:27.0) 1 1 1 R.QKLPDNLK.Q Dimethyl: 1, 8

2370 true 727 1095.6159 1094.6084 1 0.24 291.39 25.5
21.5 
(M:21.5) 2 1 0 R.IAQITGPPDR.C Dimethyl: 1

2371 true 727 1110.6063 1109.6019 1 -2.6 139.8 24.83
19.3 
(M:19.3) 1 1 0 R.LIYEEQQR.Q Dimethyl:2H(4): 1

2372 true 727 1141.6085 1140.6027 1 -1.24 412.91 25.83
55.7 
(M:55.7) 1 1 0 K.SITHEIEEK.G Dimethyl: 1, 9

2373 true 727 1399.7106 1398.7103 1 -5.01 224.85 24.67
60.4 
(M:60.4) 2 1 0 K.ALQQEQEIEQR.L Dimethyl: 1



2374 true 727 1399.7106 1398.7103 1 -5.01 224.85 24.67
60.4 
(M:60.4) 2 1 0 K.ALQQEQEIEQR.I Dimethyl: 1

2375 true 727 1604.746 1603.7286 1 6.33 287 27.5
30.8 
(M:30.8) 1 1 0 K.GHQFSCVCLHGDR.K

Carbamidomethyl: 6, 8; 
Dimethyl:2H(4): 1

2376 true 728 1099.6408 1098.6335 1 -0.02 326.25 25.5
28.1 
(M:28.1) 2 1 0 R.IAQITGPPDR.C Dimethyl:2H(4): 1

2377 true 728 1363.7585 1362.7635 1 -8.98 292.09 27.67
59.0 
(M:59.0) 2 1 0 R.YVSASPGGVYATK.A Dimethyl:2H(4): 1, 13

2378 true 728 1696.005 1694.9996 1 -1.11 137.39 26.83
77.2 
(M:77.2) 1 1 1 K.VEHETLKEPQVYK.W Dimethyl:2H(4): 1, 7, 13

2379 true 729 1141.6255 1140.6139 1 3.77 351.68 24.67
24.6 
(M:24.6) 1 1 0 K.VPQAVSEVER.A Dimethyl: 1

2380 true 729 1536.926 1535.9035 1 9.92 170.91 26.17
19.9 
(M:19.9) 1 1 0 R.VGQAVDVVGQAGKPK.T Dimethyl: 1, 13, 15



2381 true 729 1908.9439 1907.9337 1 1.54 125.69 26.83
26.1 
(M:26.1) 1 1 1 R.FSALQQSTPAESSESRR.V Dimethyl: 1

2382 true 730 1145.6469 1144.639 1 0.53 322.94 24.67
21.6 
(M:21.6) 1 1 0 K.VPQAVSEVER.A Dimethyl:2H(4): 1

2383 true 730 1188.6033 1187.5935 1 2.14 144.42 25.83
56.6 
(M:56.6) 1 1 0 K.HLTYENVER.W Dimethyl: 1

2384 true 730 1272.6257 1271.6146 1 2.98 203.37 25.67
61.5 
(M:61.5) 1 1 1 R.DKDAYSSFGAR.S Dimethyl: 1, 2

2385 true 730 1369.7919 1368.7514 1 24.24 311.59 28.33
24.8 
(M:24.8) 1 1 1 R.QIHKFEELNR.T Dimethyl: 1, 4

2386 true 730 1420.7856 1419.7762 1 1.53 359.53 27.67
56.4 
(M:56.4) 1 1 1 R.KAGNYYVPAEPK.L Dimethyl: 1, 1, 12

2387 true 731 1121.6383 1120.6281 1 2.59 394.65 30.33
55.8 
(M:55.8) 3 1 0 K.NKPAFFADK.L Dimethyl: 1, 2, 9



2388 true 731 1192.6251 1191.6186 1 -0.66 126.84 25.83
54.8 
(M:54.8) 1 1 0 K.HLTYENVER.W Dimethyl:2H(4): 1

2389 true 731 1958.9514 1957.9366 1 3.8 188.76 27.67
28.9 
(M:28.9) 1 1 0 K.MSVSDTQLNYNHHPQR.F Dimethyl:2H(4): 1

2390 true 731 1969.012 1968.0065 1 -0.91 171.67 27
85.5 
(M:85.5) 2 1 1 K.ATYEEGLKHEPGNAQLR.E Dimethyl: 1, 8

2391 true 732 908.4605 907.4586 1 -5.87 278.61 26.67
18.5 
(M:18.5) 1 1 0 R.GMVSAYPR.Q Dimethyl: 1

2392 true 732 1453.821 1452.7776 1 24.89 433.53 28.33
47.8 
(M:47.8) 1 1 0 K.FHSHPQISAEIR.R Dimethyl:2H(4): 1

2393 true 732 1977.0637 1976.0567 1 -0.16 116.65 27
77.9 
(M:77.9) 1 1 1 K.ATYEEGLKHEPGNAQLR.E Dimethyl:2H(4): 1, 8

2394 true 733 1328.6726 1327.6633 1 1.54 257.11 25.5
68.3 
(M:68.3) 1 1 1 R.DREEALHQFR.S Dimethyl: 1



2395 true 733 1713.7807 1712.7788 1 -3.11 101.53 24.5
42.6 
(M:42.6) 1 1 0 R.QVQNGPSPDEMEAQR.R Dimethyl: 1

2396 true 734 1332.6919 1331.6884 1 -2.85 250.58 25.5
41.1 
(M:41.1) 1 1 1 R.DREEALHQFR.S Dimethyl:2H(4): 1

2397 true 734 1393.689 1392.6634 1 13.19 225.02 24.67
28.1 
(M:28.1) 1 1 0 R.SQYEQLAEQNR.K Dimethyl: 1

2398 true 734 1716.8321 1715.8578 1 -19.17 145.4 24.5
36.5 
(M:36.5) 1 1 1 K.TEDLNDEEKLNNAK.Y Dimethyl: 1, 9, 14

2399 true 735 799.495 798.4963 1 -10.72 279.37 28.17
35.3 
(M:35.3) 1 1 0 K.IIDAALR.A Dimethyl: 1

2400 false 735 799.495 798.4712 1 20.74 277.51 28.17
17.2 
(M:17.2) 1 4 0 R.GVGQAAIR.G Dimethyl: 1

2401 true 735 1360.6868 1359.6783 1 0.95 240.48 25.5
43.9 
(M:43.9) 1 1 0 K.QHTFVETESVR.Y Dimethyl: 1



2402 true 735 1631.0131 1629.9956 1 6.28 302.75 26.17
108.2 
(M:108.2) 1 1 0 K.AKPHIQVDVGGGQTK.T Dimethyl:2H(4): 1, 2, 15

2403 true 735 2002.9284 2001.9124 1 4.37 233.81 27.5
59.1 
(M:59.1) 1 1 0 R.HDVMAHVHTFAHCCPK.A

Carbamidomethyl: 13, 14; Dimethyl: 1, 
16

2404 true 736 1042.586 1041.5931 1 -13.77 176.48 26.5
16.7 
(M:16.7) 1 1 0 R.LAALQAANSR.L Dimethyl: 1

2405 true 736 1364.7096 1363.7034 1 -0.75 302.35 25.5
49.9 
(M:49.9) 1 1 0 K.QHTFVETESVR.Y Dimethyl:2H(4): 1

2406 true 736 1391.7511 1390.7456 1 -1.27 265.41 25.83
52.9 
(M:52.9) 1 1 1 R.KVVAEVYDQER.F Dimethyl: 1, 1

2407 true 736 1819.8846 1818.8748 1 1.4 129.84 24.5
36.4 
(M:36.4) 1 1 0 K.SPSPAPADPAPAVQEDSR.T Dimethyl: 1

2408 true 736 2010.9713 2009.9626 1 0.69 177.36 27.5
21.8 
(M:21.8) 1 1 0 R.HDVMAHVHTFAHCCPK.A

Carbamidomethyl: 13, 14; 
Dimethyl:2H(4): 1, 16



2409 true 737 1399.8018 1398.7958 1 -0.96 316.79 25.83
72.3 
(M:72.3) 1 1 1 R.KVVAEVYDQER.F Dimethyl:2H(4): 1, 1

2410 true 737 1696.8034 1695.7933 1 1.61 246.18 26.17
20.8 
(M:20.8) 1 1 0 K.NCNTTHSMALIHNR.S Carbamidomethyl: 2; Dimethyl: 1

2411 true 737 1848.0009 1846.9953 1 -0.91 140.73 24.5
25.7 
(M:25.7) 1 1 0 R.YVEASETVAEEGDKPK.L Dimethyl:2H(4): 1, 14, 16

2412 true 737 2079.0618 2078.0455 1 4.33 277.95 27.5
72.1 
(M:72.1) 2 1 0 K.TGVHHYSGNNIELGTACGK.Y

Carbamidomethyl: 17; Dimethyl:2H(4): 
1, 19

2413 true 739 838.4556 837.4469 1 1.64 421.02 27.83
16.0 
(M:16.0) 1 1 0 K.QCVPFR.R

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

2414 false 739 896.5122 895.5065 1 -1.73 431.77 27.67
19.4 
(M:19.4) 1 4 0 R.EAYNLVR.D Dimethyl:2H(4): 1

2415 false 739 896.5122 895.5065 1 -1.73 498.44 27.67
20.3 
(M:20.3) 2 3 0 K.QDFSLVR.V Dimethyl:2H(4): 1



2416 true 739 1434.6802 1433.6693 1 2.48 305.22 25.67
96.6 
(M:96.6) 1 1 0 K.TANDMIHAENMR.L Dimethyl:2H(4): 1

2417 true 739 2169.9966 2168.9368 1 24.21 225.53 28.17
78.9 
(M:78.9) 2 1 0

R.YGDGTSTFQSTTGHCVHMR.
G Carbamidomethyl: 15; Dimethyl: 1

2418 false 740 768.4875 767.4766 1 4.69 265.95 29.67
17.5 
(M:17.5) 1 2 1 K.RGAIPAR.L Dimethyl: 1

2419 true 741 762.4605 761.4585 1 -6.94 194.75 24.67
17.5 
(M:17.5) 1 1 0 K.LIVDDR.G Dimethyl:2H(4): 1

2420 true 741 966.5232 965.5182 1 -2.33 133.14 27.17
43.9 
(M:43.9) 1 1 0 K.LYSESLAR.Y Dimethyl: 1

2421 true 741 1488.7676 1487.758 1 1.58 144.17 25.5
45.9 
(M:45.9) 2 1 0 K.TQPVEAASSGASSLR.S Dimethyl: 1

2422 true 741 1544.735 1543.7267 1 0.69 160.28 26
106.7 
(M:106.7) 4 1 0 K.QEYDESGPSIVHR.K Dimethyl: 1



2423 true 741 1544.735 1543.7267 1 0.69 160.28 26
106.7 
(M:106.7) 4 1 0 K.QEYDESGPSIVHR.K Dimethyl: 1

2424 true 742 778.4752 777.4687 1 -0.93 431.97 26.33
21.2 
(M:21.2) 1 1 0 R.TPPLYR.M Dimethyl:2H(4): 1

2425 true 742 807.4751 806.465 1 3.51 342.17 29.5
17.9 
(M:17.9) 1 1 0 R.NILYTR.S Dimethyl: 1

2426 true 742 1352.64 1351.632 1 0.59 359.39 26.5
38.7 
(M:38.7) 1 1 0 R.HGGGGGGFGGGGFGSR.S Dimethyl:2H(4): 1

2427 true 742 1492.7824 1491.7831 1 -5.31 172.79 25.67
42.0 
(M:42.0) 2 1 0 K.TQPVEAASSGASSLR.S Dimethyl:2H(4): 1

2428 true 743 809.4326 808.4265 1 -1.47 511.75 26.33
18.9 
(M:18.9) 1 1 0 K.YLQMAR.K Dimethyl: 1

2429 true 743 1036.5623 1035.5461 1 8.58 177.95 27.83
16.6 
(M:16.6) 1 1 1 K.SRDSFLQR.V Dimethyl: 1



2430 true 743 1129.6525 1128.6179 1 24.21 305.4 28.5
25.0 
(M:25.0) 1 1 0 R.AAGVFESAPPK.- Dimethyl: 1, 11

2431 true 743 1148.6486 1147.6132 1 24.51 425 28.5
21.2 
(M:21.2) 1 1 1 K.ILSRGNMSSR.K Dimethyl: 1

2432 true 744 813.458 812.4517 1 -1.1 471.31 26.33
24.8 
(M:24.8) 1 1 0 K.YLQMAR.K Dimethyl:2H(4): 1

2433 false 744 1016.5706 1015.5662 1 -2.88 125.12 27.17
23.7 
(M:23.7) 1 2 0 R.SAINEVVTR.E Dimethyl: 1

2434 true 745 876.5037 875.5014 1 -5.7 393.74 24.67
37.1 
(M:37.1) 1 1 0 R.VDIVENR.F Dimethyl:2H(4): 1

2435 false 745 876.5037 875.4786 1 20.31 428.55 24.67
20.5 
(M:20.5) 1 6 0 K.AMLAAEAK.K Oxidation: 2; Dimethyl: 1, 8

2436 true 745 1020.5949 1019.5913 1 -3.6 124.71 27.17
39.0 
(M:39.0) 2 1 0 R.SAINEVVTR.E Dimethyl:2H(4): 1



2437 true 745 1093.614 1092.623 1 -14.82 316.78 27.67
24.4 
(M:24.4) 1 1 0 K.QVVPVSNYR.N Dimethyl:2H(4): 1

2438 true 745 1137.6953 1136.6681 1 17.5 371.23 28.33
23.6 
(M:23.6) 1 1 0 R.AAGVFESAPPK.- Dimethyl:2H(4): 1, 11

2439 true 745 1684.7696 1683.7601 1 1.33 204.91 25.67
96.7 
(M:96.7) 1 1 0 K.HTGPNSPDTANDGFVR.L

2440 true 746 816.4782 815.4626 1 10.28 476.8 27.67
30.1 
(M:30.1) 1 1 0 R.DILMHR.W Dimethyl:2H(4): 1

2441 true 746 893.5221 892.5102 1 5.14 330.54 29.5
15.6 
(M:15.6) 1 1 1 R.QVMKSPR.Y Dimethyl:2H(4): 4; Oxidation: 3

2442 true 746 1158.5794 1157.5863 1 -12.19 330.47 27.17
62.5 
(M:62.5) 5 1 0 R.ALVDGPCSGVR.R Carbamidomethyl: 7; Dimethyl: 1

2443 false 747 1162.6138 1161.6241 1 -15.14 441.37 27.17
22.9 
(M:22.9) 1 3 1 K.STLEQDASKK.E Dimethyl: 9, 10



2444 false 747 1162.6138 1161.603 1 3.03 450.73 27.17
18.2 
(M:18.2) 1 10 0 K.AQAFEADNLK.G Dimethyl: 1, 10

2445 true 747 1162.6138 1161.6114 1 -4.2 459.9 27.17
73.1 
(M:73.1) 3 1 0 R.ALVDGPCSGVR.R

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

2446 true 747 1621.8255 1620.7856 1 20.14 181.27 24.67
16.2 
(M:16.2) 1 1 0 R.SIEDAVPGHTPNGGSR.H Dimethyl: 1

2447 true 747 1716.8226 1715.8165 1 -0.68 185.96 25.83
110.2 
(M:110.2) 1 1 0 K.HTGPNSPDTANDGFVR.L Dimethyl:2H(4): 1

2448 false 748 868.4717 867.4462 1 20.9 617.91 27.83
15.2 
(M:15.2) 1 2 0 R.ETMFHK.E

Dimethyl:2H(4): 1; Oxidation: 3; 
Dimethyl: 6

2449 true 748 947.5599 946.56 1 -7.8 106.76 29.5
19.6 
(M:19.6) 1 1 1 R.RVAEAFVK.T Dimethyl: 8

2450 true 749 931.4899 930.4712 1 12.31 246.87 27.83
43.1 
(M:43.1) 1 1 0 K.IWYEHR.L Dimethyl: 1



2451 true 749 931.4899 930.4712 1 12.31 246.87 27.83
43.1 
(M:43.1) 1 1 0 K.IWYEHR.L Dimethyl: 1

2452 true 750 1026.4127 1025.4124 1 -6.84 104.67 24.67
33.4 
(M:33.4) 1 1 0 R.DYDDMSPR.R Dimethyl: 1

2453 true 750 1055.5308 1054.5052 1 17.39 321.52 27.17
25.8 
(M:25.8) 1 1 1 K.MREYCLR.L Carbamidomethyl: 5; Dimethyl: 1

2454 true 750 1076.6345 1075.6212 1 5.56 377.03 27.83
48.3 
(M:48.3) 1 1 0 R.ILMEHIHK.L Dimethyl: 1, 8

2455 false 750 1076.6345 1075.6138 1 12.43 545.25 27.83
34.6 
(M:34.6) 1 96.46 4 1 R.SDHLAKHIK.T Dimethyl: 6

2456 true 750 1285.7384 1284.7402 1 -7 128.69 27
28.2 
(M:28.2) 1 1 1 K.KQVEILQESR.M Dimethyl: 1, 1

2457 false 751 1109.6525 1108.6678 1 -20.39 369.58 27.83
15.9 
(M:15.9) 1 7 0 K.ILLCGPVGPK.L Carbamidomethyl: 4; Dimethyl: 1, 10



2458 true 751 1109.6525 1108.6291 1 14.52 444.5 27.83
73.8 
(M:73.8) 1 1 0 K.GHAVGDIPGVR.F Dimethyl:2H(4): 1

2459 false 752 735.3878 734.3864 1 -8.02 295.45 26.67
19.0 
(M:19.0) 1 4 0 K.WFQAR.A Dimethyl: 1

2460 true 752 1335.7404 1334.7446 1 -8.6 112.01 27
26.6 
(M:26.6) 1 1 1 R.LANKFEDSTVK.Y Dimethyl: 1, 4, 11

2461 true 752 1447.8124 1446.7769 1 19.49 364.06 28.33
16.9 
(M:16.9) 1 1 0 R.VLASTHFEPTSAR.M Dimethyl:2H(4): 1

2462 true 752 1863.9339 1862.9123 1 7.72 257.55 24.67
20.1 
(M:20.1) 1 1 1 R.RLDEQESPVYTSQQR.R Dimethyl: 1

2463 true 752 2200.1137 2199.1131 1 -3.07 211.84 25.83
57.3 
(M:57.3) 1 1 1 K.SSGTKPGEIREDTELSGPQR.N Dimethyl: 1, 5

2464 true 753 1129.6237 1128.6114 1 4.45 447.56 26.5
24.1 
(M:24.1) 1 1 0 K.MEIYRPHK.A Dimethyl: 1, 8



2465 true 753 1129.6237 1128.6114 1 4.45 447.56 26.5
24.1 
(M:24.1) 1 1 0 K.MEIYRPHK.A Dimethyl: 1, 8

2466 false 753 1129.6237 1128.5887 1 24.5 416.66 26.5
17.3 
(M:17.3) 1 2 1 K.ELEAQEARR.A Dimethyl: 1

2467 true 753 1153.6196 1152.604 1 7.2 510.1 27.83
28.7 
(M:28.7) 1 1 0 R.EPQLAFHQR.I Dimethyl: 1

2468 true 753 1347.8227 1346.8199 1 -3.3 80.4 27
21.8 
(M:21.8) 1 1 1 R.LANKFEDSTVK.Y Dimethyl:2H(4): 1, 4, 11

2469 true 753 1355.7199 1354.7133 1 -0.46 297.88 27.67
40.1 
(M:40.1) 1 1 0 R.YVSASPGGVYATK.A Dimethyl: 1, 13

2470 false 753 1355.7199 1354.7115 1 0.87 284.58 27.67
16.7 
(M:16.7) 1 3 1 R.GACAGSEDAVKAR.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 11

2471 true 753 2208.1661 2207.1634 1 -2.05 329.07 25.83
38.1 
(M:38.1) 1 1 1 K.SSGTKPGEIREDTELSGPQR.N Dimethyl:2H(4): 1, 5



2472 true 754 1137.6687 1136.6616 1 -0.18 408.37 26.33
39.6 
(M:39.6) 1 1 0 K.MEIYRPHK.A Dimethyl:2H(4): 1, 8

2473 true 754 1137.6687 1136.6616 1 -0.18 408.37 26.33
39.6 
(M:39.6) 1 1 0 K.MEIYRPHK.A Dimethyl:2H(4): 1, 8

2474 true 754 1157.6554 1156.6291 1 16.47 520.54 27.83
37.0 
(M:37.0) 1 1 0 R.EPQLAFHQR.I Dimethyl:2H(4): 1

2475 true 754 1375.7229 1374.7256 1 -7.21 197.06 27
21.5 
(M:21.5) 1 1 1 K.RLAPEYEAAATR.L Dimethyl: 1

2476 true 754 1930.9653 1929.9504 1 3.94 178.7 25.67
118.9 
(M:118.9) 1 1 0 K.QQLNNTEAQLASQSSQR.A Dimethyl: 1

2477 true 755 1216.6892 1215.7088 1 -22.1 218.16 29.67
53.0 
(M:53.0) 1 1 0 R.ITAHLVHELR.R Dimethyl: 1

2478 true 755 1379.7525 1378.7507 1 -3.98 256.49 27
56.2 
(M:56.2) 1 1 1 K.RLAPEYEAAATR.L Dimethyl:2H(4): 1



2479 true 755 1997.9737 1996.9636 1 1.38 152.46 25.5
43.0 
(M:43.0) 2 1 0 K.CQAAEPQVVTGSHDTTIR.L Carbamidomethyl: 1; Dimethyl: 1

2480 false 756 836.4377 835.4374 1 -8.39 616.83 26.67
19.0 
(M:19.0) 3 2 0 R.QMFVQR.V Dimethyl: 1

2481 true 756 1208.5797 1207.5972 1 -20.54 83.02 26.5
46.6 
(M:46.6) 1 1 0 K.YIDEEELNK.T Dimethyl: 1, 9

2482 true 756 1437.7314 1436.726 1 -1.25 230.64 27
30.8 
(M:30.8) 1 1 1 K.VNNFSSDIKDSR.A Dimethyl: 1, 9

2483 true 756 1486.7326 1485.7113 1 9.42 273.28 27.67
65.8 
(M:65.8) 1 1 0 K.LESNSQFGHHFR.I Dimethyl: 1

2484 true 756 2001.9992 2000.9887 1 1.58 156.19 25.5
65.2 
(M:65.2) 1 1 0 K.CQAAEPQVVTGSHDTTIR.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

2485 true 757 1490.7585 1489.7364 1 9.96 249.51 27.67
52.2 
(M:52.2) 1 1 0 K.LESNSQFGHHFR.I Dimethyl:2H(4): 1



2486 true 757 2141.0282 2140.012 1 4.18 210.43 25.5
45.3 
(M:45.3) 1 62.24 1 1 K.FQGIKHECQANGPEDLNR.A Carbamidomethyl: 8; Dimethyl: 5

2487 false 758 736.399 735.3966 1 -6.6 216.81 24.83
16.0 
(M:16.0) 1 2 0 K.GSTFHR.V Dimethyl:2H(4): 1

2488 true 758 736.399 735.3966 1 -6.6 213.69 24.83
26.4 
(M:26.4) 1 1 0 R.GTFSHR.H Dimethyl:2H(4): 1

2489 true 758 1422.756 1421.784 1 -24.79 375.3 26.33
15.3 
(M:15.3) 1 1 1 K.EKLSYDLVPMK.N Oxidation: 10; Dimethyl: 1, 2, 11

2490 true 758 1497.7973 1496.7736 1 10.97 280.09 27.83
68.0 
(M:68.0) 1 1 0 K.LDYGQHVVAGTPGR.V Dimethyl: 1

2491 true 758 1940.0387 1938.9945 1 19.01 201.93 28.33
64.3 
(M:64.3) 1 1 1 R.DVACGANHTLVLDSQKR.V Carbamidomethyl: 4; Dimethyl: 1, 16

2492 true 759 1462.7252 1461.7212 1 -2.21 222.56 27
41.4 
(M:41.4) 2 1 0 K.SQGGEPTYNVAVGR.A Dimethyl: 1



2493 true 759 1501.8209 1500.7987 1 9.95 307.92 27.83
86.3 
(M:86.3) 1 1 0 K.LDYGQHVVAGTPGR.V Dimethyl:2H(4): 1

2494 true 759 1593.6893 1592.6898 1 -4.89 279.38 29.5
31.1 
(M:31.1) 1 1 0 K.NCIQSGPGCAWCK.K

Carbamidomethyl: 2, 9, 12; Dimethyl: 
1, 13

2495 true 759 2169.0563 2168.0433 1 2.67 309.33 25.83
98.2 
(M:98.2) 1 1 1 K.FQGIKHECQANGPEDLNR.A Carbamidomethyl: 8; Dimethyl: 1, 5

2496 false 760 729.4264 728.4181 1 1.39 246.21 26
17.9 
(M:17.9) 1 6 0 K.ELKPSR.N

2497 false 760 729.4264 728.4181 1 1.39 269.65 26
22.8 
(M:22.8) 1 2 0 K.NAGAVIGK.G

2498 true 760 918.5816 917.5811 1 -7.36 193.96 26.67
42.6 
(M:42.6) 2 1 0 K.VHPAVVIR.Q Dimethyl: 1

2499 false 760 918.5816 917.5735 1 0.84 229.73 26.67
15.0 
(M:15.0) 1 3 0 K.AAELDVLK.D Dimethyl:2H(4): 1; Dimethyl: 8



2500 true 760 1516.7533 1515.7293 1 11.07 262.11 27.83
22.4 
(M:22.4) 1 1 0 K.YFCNEHVHLNK.G Carbamidomethyl: 3; Dimethyl: 1, 11

2501 false 761 962.5508 961.5453 1 -1.86 247.92 26.67
17.4 
(M:17.4) 1 21.87 3 1 R.VCKQMIK.R Carbamidomethyl: 2; Dimethyl: 3, 7

2502 false 761 1513.874 1512.8413 1 16.83 228.82 26.5
23.9 
(M:23.9) 1 3 1 K.ALGGWRELQNTIK.T Dimethyl: 13

2503 true 761 1513.874 1512.8624 1 2.88 209.38 26.5
37.3 
(M:37.3) 1 1 1 R.LKQQSELQSQIR.Y Dimethyl: 1, 2

2504 true 762 864.4619 863.4361 1 21.45 694.07 25.67
19.3 
(M:19.3) 1 1 0 R.NPMSDPK.K

Dimethyl:2H(4): 1; Oxidation: 3; 
Dimethyl: 7

2505 true 762 1014.595 1013.5658 1 21.58 236.25 28.5
22.9 
(M:22.9) 1 1 0 R.YADIIVHR.L Dimethyl: 1

2506 true 762 1019.5055 1018.5084 1 -9.92 155.28 24.83
20.3 
(M:20.3) 1 1 0 K.YNIELDPR.F



2507 true 762 1538.7689 1537.746 1 10.19 328.01 27.83
71.8 
(M:71.8) 1 1 0 R.VCHAHPTVSEAFR.E Carbamidomethyl: 2; Dimethyl: 1

2508 true 763 902.4798 901.4691 1 3.75 115.32 25.67
21.3 
(M:21.3) 1 1 0 K.IDPTLCR.A Carbamidomethyl: 6; Dimethyl: 1

2509 true 763 1084.6687 1083.6652 1 -3.46 371.42 26.67
72.7 
(M:72.7) 1 1 1 K.IPLVSDTKR.V Dimethyl: 1, 8

2510 true 763 1132.598 1131.5713 1 17.16 459.6 28.5
19.5 
(M:19.5) 1 1 0 R.YWGSGLHEK.S Dimethyl: 1, 9

2511 true 763 1542.7934 1541.7711 1 9.72 334.18 27.83
78.5 
(M:78.5) 1 1 0 R.VCHAHPTVSEAFR.E

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

2512 true 764 1403.7395 1402.7354 1 -2.29 216.33 24.67
39.9 
(M:39.9) 1 1 0 K.ALQQEQEIEQR.L Dimethyl:2H(4): 1

2513 true 764 1403.7395 1402.7354 1 -2.29 216.33 24.67
39.9 
(M:39.9) 1 1 0 K.ALQQEQEIEQR.I Dimethyl:2H(4): 1



2514 true 765 915.5281 914.5185 1 2.51 136.15 25.83
36.5 
(M:36.5) 1 1 0 R.NVLVESAR.L Dimethyl: 1

2515 true 765 1087.5759 1086.5669 1 1.51 236.46 24.83
17.3 
(M:17.3) 1 1 0 R.GEEILSGAQR.I Dimethyl: 1

2516 true 765 1209.6853 1208.7005 1 -18.56 142.12 27.5
49.2 
(M:49.2) 1 1 0 R.GSTAPVGGGAFPK.I Dimethyl:2H(4): 1, 13

2517 true 765 1616.883 1615.8583 1 10.79 264.38 27.67
56.9 
(M:56.9) 1 1 0 K.VFEQQLHPGIHQR.S Dimethyl: 1

2518 true 766 919.5518 918.5436 1 0.91 124.73 25.83
42.0 
(M:42.0) 1 1 0 R.NVLVESAR.L Dimethyl:2H(4): 1

2519 true 766 1189.6052 1188.571 1 22.65 202.73 28.5
55.7 
(M:55.7) 1 1 0 R.AHALGFETCR.Y Carbamidomethyl: 9; Dimethyl: 1

2520 true 766 1216.6425 1215.636 1 -0.68 201.92 26.67
21.0 
(M:21.0) 1 1 0 K.AQLGLGHSYSR.A Dimethyl: 1



2521 true 766 1431.5773 1430.5772 1 -5.06 217.67 24.83
50.0 
(M:50.0) 1 1 0 K.SPDDAEYYCQR.A Carbamidomethyl: 9; Dimethyl: 1

2522 false 767 961.5537 960.5326 1 14.38 161.43 30.33
21.5 
(M:21.5) 1 2 0 R.SMYLMIK.T

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 7

2523 false 767 961.5537 960.5314 1 15.63 150.53 30.33
15.6 
(M:15.6) 1 10 0 K.NGVDLLMK.Y Oxidation: 7; Dimethyl: 1, 8

2524 false 767 961.5537 960.5249 1 22.41 116.61 30.33
18.0 
(M:18.0) 1 5 1 K.MPNKMIR.K Oxidation: 5; Dimethyl: 1, 4

2525 true 767 1106.5769 1105.5768 1 -6.5 215.62 24.83
38.9 
(M:38.9) 1 1 0 R.LIYEEQQR.Q Dimethyl: 1

2526 true 767 1193.6324 1192.5961 1 24.29 189.01 28.5
35.1 
(M:35.1) 1 1 0 R.AHALGFETCR.Y

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

2527 true 767 1220.6614 1219.6611 1 -5.74 225.49 26.67
28.2 
(M:28.2) 1 1 0 K.AQLGLGHSYSR.A Dimethyl:2H(4): 1



2528 true 767 1435.622 1434.6024 1 8.59 289.55 24.83
42.5 
(M:42.5) 1 1 0 K.SPDDAEYYCQR.A

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

2529 false 768 958.5328 957.543 1 -18.2 217.7 25.83
21.9 
(M:21.9) 1 2 1 K.MPASQIKR.K Dimethyl: 7

2530 true 768 1208.6473 1207.6499 1 -8.21 82.28 24.83
20.8 
(M:20.8) 1 1 1 K.LVEYDPERR.L Dimethyl:2H(4): 1

2531 true 768 1344.7262 1343.6874 1 23.49 325.48 29.83
41.1 
(M:41.1) 1 1 1 K.TKFPADQYYR.F Dimethyl: 1, 2

2532 false 769 972.543 971.5512 1 -15.9 305.81 25.83
23.1 
(M:23.1) 1 4 1 K.LELNSGRR.Y Dimethyl: 1

2533 true 769 1124.6581 1123.6511 1 -0.23 321.62 25.83
70.7 
(M:70.7) 1 1 0 K.CVVVGDGAVGK.T

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 11

2534 true 769 1124.6581 1123.6511 1 -0.23 321.62 25.83
70.7 
(M:70.7) 1 1 0 K.CVVVGDGAVGK.T

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 11



2535 true 769 1506.719 1505.711 1 0.45 135.02 24.83
48.4 
(M:48.4) 1 1 0 K.AAGAEDYAQQEAVR.A Dimethyl: 1

2536 true 770 837.5013 836.5058 1 -14.11 385.78 27.5
30.2 
(M:30.2) 1 1 0 K.FVEVVGR.A Dimethyl:2H(4): 1

2537 true 770 841.4345 840.4102 1 20.28 494.48 28.33
22.9 
(M:22.9) 3 1 0 R.GFSDMPR.R Dimethyl:2H(4): 1

2538 true 770 998.6184 997.6048 1 6.38 228.32 25.67
31.2 
(M:31.2) 2 1 0 K.EVVQNFAK.E Dimethyl:2H(4): 1, 8

2539 true 770 1149.657 1148.6529 1 -2.72 458.73 25.83
27.5 
(M:27.5) 1 1 0 K.SITHEIEEK.G Dimethyl:2H(4): 1, 9

2540 true 771 1350.6559 1349.6271 1 15.96 314.69 26.83
50.0 
(M:50.0) 1 1 0 K.GACHGQTGMFPR.N

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

2541 true 772 807.4656 806.4696 1 -13.96 504.53 27.67
22.8 
(M:22.8) 1 1 0 R.MLPMQK.V Dimethyl:2H(4): 1; Dimethyl: 6



2542 false 772 949.5176 948.4885 1 23.03 63.71 27.33
15.4 
(M:15.4) 1 3 1 K.MPNKMIR.K Oxidation: 1, 5; Dimethyl: 1

2543 true 772 1576.7391 1575.7376 1 -3.7 147.97 24.83
111.8 
(M:111.8) 1 1 0 K.SVTEQGAELSNEER.N Dimethyl: 1

2544 true 773 1580.7667 1579.7628 1 -2.11 174.85 24.83
97.1 
(M:97.1) 1 1 0 K.SVTEQGAELSNEER.N Dimethyl:2H(4): 1

2545 true 773 2013.0801 2012.0439 1 14.33 245.73 27.83
49.7 
(M:49.7) 1 1 1

K.VGAVDADKHQSLGGQYGVR.
G Dimethyl: 1, 8

2546 false 774 1040.6073 1039.5774 1 21.67 108.09 27.33
17.9 
(M:17.9) 1 2 1 R.IRDPNQGGK.D Dimethyl: 1, 9

2547 true 774 1040.6073 1039.6026 1 -2.5 99.4 27.33
40.3 
(M:40.3) 1 1 0 K.VIATGPGLER.G Dimethyl: 1

2548 false 774 1040.6073 1039.5774 1 21.67 108.09 27.33
17.9 
(M:17.9) 1 2 1 R.IRDPNQGGK.D Dimethyl: 1, 9



2549 true 774 1395.7421 1394.7275 1 5.25 363.09 26.67
36.4 
(M:36.4) 1 1 0 K.VAERPQHMLMR.V Dimethyl: 1

2550 true 774 2021.1314 2020.0942 1 14.84 248.73 27.83
103.8 
(M:103.8) 1 1 1

K.VGAVDADKHQSLGGQYGVR.
G Dimethyl:2H(4): 1, 8

2551 false 775 731.4322 730.4337 1 -12.04 655.04 27.83
16.9 
(M:16.9) 1 2 1 K.ALDRTK.R Dimethyl: 6

2552 false 775 866.4497 865.4592 1 -19.37 651.65 26.5
18.4 
(M:18.4) 1 2 1 R.MARGLFR.Y Oxidation: 1

2553 true 775 866.4497 865.4446 1 -2.52 476.46 26.5
37.9 
(M:37.9) 2 1 0 K.FFPAGSGR.N Dimethyl: 1

2554 false 775 1366.7195 1365.733 1 -15.2 213.29 30.67
16.6 
(M:16.6) 1 3 0 K.LDTPDVYNELK.E Dimethyl:2H(4): 1; Dimethyl: 11

2555 true 775 1366.7195 1365.685 1 19.88 304.06 30.67
26.8 
(M:26.8) 1 1 0 K.IVPTVYEDMSGK.Q Dimethyl: 12



2556 true 775 1399.7692 1398.7526 1 6.69 387.76 26.67
32.3 
(M:32.3) 1 1 0 K.VAERPQHMLMR.V Dimethyl:2H(4): 1

2557 true 776 2048.9974 2047.9957 1 -2.71 93.16 29.67
22.8 
(M:22.8) 1 1 0 K.NCLVSSSLTPASNNSVQSR.D Carbamidomethyl: 2; Dimethyl: 1

2558 true 777 1717.8069 1716.8039 1 -2.5 181.96 24.67
41.6 
(M:41.6) 1 1 0 R.QVQNGPSPDEMEAQR.R Dimethyl:2H(4): 1

2559 false 778 1266.6515 1265.6252 1 15.03 169.86 27.17
22.2 
(M:22.2) 1 2 0 R.EPPAAETPAAER.S Dimethyl: 1

2560 true 778 1266.6515 1265.6404 1 2.99 134.76 27.17
32.0 
(M:32.0) 1 1 1 K.EFFNGKEPSR.G Dimethyl: 1, 6

2561 true 778 1427.724 1426.7165 1 0.17 291.17 25
45.7 
(M:45.7) 1 1 0 R.NIEELQQQNQR.L Dimethyl: 1

2562 true 778 1602.8022 1601.8049 1 -6.25 171.66 25.83
52.3 
(M:52.3) 1 1 1 K.ELETENYHDIKR.I Dimethyl: 1, 11



2563 true 779 891.5503 890.5338 1 10.35 406.47 27.83
24.4 
(M:24.4) 1 1 0 R.EIPIVHR.V Dimethyl: 1

2564 true 779 1274.6951 1273.6907 1 -2.21 128.66 27.17
45.4 
(M:45.4) 1 1 1 K.EFFNGKEPSR.G Dimethyl:2H(4): 1, 6

2565 true 779 1686.9561 1685.9101 1 22.97 270.14 28.5
47.0 
(M:47.0) 1 1 1 K.LRAEHEQVLSSYAK.K Dimethyl: 1, 14

2566 false 779 1686.9561 1685.9902 1 -24.55 238.23 28.5
15.7 
(M:15.7) 1 2 1 R.IPKANLLGQLGMGFK.I Oxidation: 12; Dimethyl: 1, 3, 15

2567 true 780 1332.6243 1331.618 1 -0.72 167.71 27.33
38.4 
(M:38.4) 1 1 0 K.IVSENYTYCR.L Carbamidomethyl: 9; Dimethyl: 1

2568 true 780 1957.9531 1956.9501 1 -2.19 77.4 24.67
101.9 
(M:101.9) 1 1 0 K.AVAEGSQQQQAELEASQR.E Dimethyl: 1

2569 true 781 952.5932 951.5753 1 11.13 152.4 27.83
21.2 
(M:21.2) 2 1 0 R.IADLHSIK.L Dimethyl: 1, 8



2570 true 781 1336.649 1335.6431 1 -1.03 225.96 27.33
24.4 
(M:24.4) 2 1 0 K.IVSENYTYCR.L

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

2571 true 781 1430.6548 1429.6442 1 2.28 358.81 25.67
74.8 
(M:74.8) 1 1 0 K.TANDMIHAENMR.L Dimethyl: 1

2572 true 782 960.5907 959.5854 1 -2.08 256.55 26.5
40.2 
(M:40.2) 2 1 0 R.VVAHLYAR.Q Dimethyl:2H(4): 1

2573 true 782 1376.7196 1375.7096 1 1.97 248.27 27.33
59.8 
(M:59.8) 1 1 0 K.LQGPQTSAEVYR.I Dimethyl: 1

2574 true 782 2060.941 2059.9083 1 12.35 99.64 24.67
91.2 
(M:91.2) 1 1 0 R.EYSSELNAPSQESDSHPR.K Dimethyl: 1

2575 true 783 1444.7333 1443.6929 1 22.93 341.95 28.5
51.9 
(M:51.9) 1 1 0 K.CVSSPHFQVAER.A Carbamidomethyl: 1; Dimethyl: 1

2576 true 783 1471.7041 1470.7103 1 -9.14 263.25 25.33
24.9 
(M:24.9) 1 1 0 K.EAAYHPEVSADVR.Q Dimethyl: 1



2577 true 783 2064.9383 2063.9334 1 -1.14 168.03 24.67
95.0 
(M:95.0) 1 1 0 R.EYSSELNAPSQESDSHPR.K Dimethyl:2H(4): 1

2578 false 784 730.4523 729.4273 1 24.32 346.57 27.33
15.3 
(M:15.3) 1 3 0 R.VELLEK.E

2579 true 784 1026.6219 1025.591 1 23.06 260.16 28
23.3 
(M:23.3) 1 1 0 R.IAPELYHK.M Dimethyl: 1, 8

2580 true 785 1050.6256 1049.6109 1 7.05 384.42 27.83
19.9 
(M:19.9) 1 1 0 K.VDNHLFNK.E Dimethyl:2H(4): 1, 8

2581 false 785 1879.0044 1877.9557 1 22.04 407.91 28.67
18.4 
(M:18.4) 1 5 1 R.GDYKDNAMLAQLIQDK.L Dimethyl: 1, 4

2582 true 785 1879.0044 1877.9782 1 10.08 351.77 28.67
74.6 
(M:74.6) 2 1 0 R.EIVHIQAGQCGNQIGAK.F Carbamidomethyl: 10; Dimethyl: 1, 17

2583 true 785 1879.0044 1877.9782 1 10.08 351.77 28.67
74.6 
(M:74.6) 2 1 0 R.EIVHLQAGQCGNQIGAK.F Carbamidomethyl: 10; Dimethyl: 1, 17



2584 true 786 1169.678 1168.6703 1 0.36 396.36 26.83
41.3 
(M:41.3) 2 76 1 1 R.LEEAEKVAPK.K Dimethyl: 6, 10

2585 true 786 1547.755 1546.7323 1 10.01 194.99 29.33
67.0 
(M:67.0) 2 1 0 K.HAEMVHAGFMTER.S Dimethyl:2H(4): 1

2586 true 786 1652.9739 1651.9257 1 24.73 251.07 28.33
44.2 
(M:44.2) 1 1 1 K.AQLTPAQAAALKEER.R Dimethyl: 1, 12

2587 true 786 2468.873 2467.8779 1 -4.91 142.3 24.67
94.1 
(M:94.1) 1 1 0

-
.MDSQDCPCATGGTCTCGDNC
K.C

Carbamidomethyl: 6, 8, 14, 16, 20; 
Dimethyl:2H(4): 21; Acetyl: 1

2588 true 787 1176.6571 1175.655 1 -4.43 165.91 26.67
57.0 
(M:57.0) 1 1 0 K.STTTGHLIYK.C Dimethyl: 1, 10

2589 true 787 1176.6571 1175.655 1 -4.43 165.91 26.67
57.0 
(M:57.0) 1 1 0 K.STTTGHLIYK.C Dimethyl: 1, 10

2590 true 787 1491.7836 1490.7779 1 -1.06 181.86 25.83
46.2 
(M:46.2) 1 1 0 R.GHNPADPPSVIEAR.K Dimethyl:2H(4): 1



2591 true 787 1590.8217 1589.8162 1 -1.08 209.2 27.33
61.4 
(M:61.4) 1 1 1 K.LTRDETNYGIPQR.A Dimethyl: 1

2592 false 788 862.4965 861.4709 1 21.33 -1 28.67
23.8 
(M:23.8) 1 2 0 R.GQQQVFK.G Dimethyl: 1

2593 false 788 862.4965 861.4742 1 17.42 -1 28.67
23.8 
(M:23.8) 1 2 1 K.AVDRVMK.T Oxidation: 6; Dimethyl: 1

2594 true 788 1184.7085 1183.7052 1 -3.41 174.24 26.67
84.0 
(M:84.0) 3 1 0 K.STTTGHLIYK.C Dimethyl:2H(4): 1, 10

2595 true 788 1184.7085 1183.7052 1 -3.41 174.24 26.67
84.0 
(M:84.0) 3 1 0 K.STTTGHLIYK.C Dimethyl:2H(4): 1, 10

2596 true 788 1661.0231 1659.9759 1 24.01 300.42 28.33
20.4 
(M:20.4) 1 1 1 K.AQLTPAQAAALKEER.R Dimethyl:2H(4): 1, 12

2597 true 789 1180.5815 1179.5641 1 8.53 222.89 27.83
23.6 
(M:23.6) 1 1 0 R.HEHQVMLMR.Q



2598 true 789 1269.7659 1268.7805 1 -17.17 203.03 26.5
31.4 
(M:31.4) 2 1 1 R.KGHAVGDIPGVR.F Dimethyl:2H(4): 1, 1

2599 true 790 1141.7636 1140.7532 1 2.73 305.8 30
27.7 
(M:27.7) 1 75.55 1 1 R.ALEKVAPLLR.E Dimethyl:2H(4): 4

2600 true 790 1307.6264 1306.6207 1 -1.22 253.91 26.67
34.3 
(M:34.3) 2 1 0 R.GGYHYYHNLR.T Dimethyl: 1

2601 true 791 1311.6502 1310.6458 1 -2.19 338.62 26.67
20.6 
(M:20.6) 1 1 0 R.GGYHYYHNLR.T Dimethyl:2H(4): 1

2602 true 791 1743.7704 1742.7682 1 -2.94 182.2 27.17
48.0 
(M:48.0) 1 1 0 K.AIDTCPNNASYYGNR.A Carbamidomethyl: 5; Dimethyl: 1

2603 true 791 1809.9357 1808.8846 1 24.25 207.14 28.33
18.3 
(M:18.3) 2 1 0 R.GPPPTDPYGRPPPYDR.G Dimethyl: 1

2604 true 791 1975.9593 1974.9548 1 -1.38 121.89 26
39.5 
(M:39.5) 1 1 1 K.EKEEAHQLHQEAWER.H Dimethyl: 1, 2



2605 true 792 871.4351 870.4385 1 -12.27 649.95 24.83
17.5 
(M:17.5) 1 1 1 R.DYDKDR.G Dimethyl:2H(4): 4; Dimethyl: 1

2606 false 792 1201.6305 1200.6099 1 11.13 191.83 29.17
16.7 
(M:16.7) 1 3 0 R.QEATLVVGGDGR.F

2607 true 792 1201.6305 1200.6251 1 -1.57 175.98 29.17
50.2 
(M:50.2) 1 1 0 K.QTDVGITHFR.S Dimethyl: 1

2608 true 792 1345.7282 1344.715 1 4.43 273.73 30
33.8 
(M:33.8) 2 1 0 R.NVNGVNYVSPVR.N Dimethyl: 1

2609 true 792 1450.7904 1449.7688 1 9.85 456.03 27.83
19.6 
(M:19.6) 1 1 0 R.ASQQEIQHIVNR.H Dimethyl: 1

2610 true 792 1747.8036 1746.7933 1 1.71 276.89 27.17
21.4 
(M:21.4) 1 1 0 K.AIDTCPNNASYYGNR.A

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

2611 false 793 874.423 873.417 1 -1.49 333.79 25
17.2 
(M:17.2) 1 3 0 K.DYPYER.Y Dimethyl:2H(4): 1



2612 true 793 1349.7562 1348.7401 1 6.5 279.31 30
49.6 
(M:49.6) 1 1 0 R.NVNGVNYVSPVR.N Dimethyl:2H(4): 1

2613 true 793 1633.8628 1632.8584 1 -1.77 260.32 25.83
95.5 
(M:95.5) 1 1 0 R.VIPDGGPAAQSPQNVR.R Dimethyl: 1

2614 true 794 1363.7482 1362.7078 1 24.29 250.06 28.67
30.9 
(M:30.9) 1 1 0 R.NMSVIAHVDHGK.S Dimethyl: 1, 12

2615 true 794 1407.7164 1406.6902 1 13.44 297.55 26.5
18.7 
(M:18.7) 1 1 0 R.SFQNAAAGAASSAAR.S Dimethyl: 1

2616 true 794 1637.8905 1636.8835 1 -0.12 273.74 25.83
52.0 
(M:52.0) 2 1 0 R.VIPDGGPAAQSPQNVR.R Dimethyl:2H(4): 1

2617 true 795 1864.8971 1863.8864 1 1.85 287.07 25.83
60.3 
(M:60.3) 1 1 0 R.GEGGATNPHVFPEGSQPR.V Dimethyl: 1

2618 true 796 1744.9012 1743.8792 1 8.44 319.04 27.83
60.5 
(M:60.5) 1 1 0 R.ASGNYATVISHNPETK.K Dimethyl: 1, 16



2619 true 796 1868.919 1867.9115 1 0.14 342.35 25.83
96.6 
(M:96.6) 1 1 0 R.GEGGATNPHVFPEGSQPR.V Dimethyl:2H(4): 1

2620 false 797 756.4904 755.4905 1 -9.77 249.54 28.33
20.8 
(M:20.8) 1 4 0 R.DLLLVR.H Dimethyl: 1

2621 true 797 756.4904 755.4654 1 23.48 313.74 28.33
31.5 
(M:31.5) 3 1 0 K.NINIVR.K Dimethyl: 1

2622 false 797 756.4904 755.5018 1 -24.62 294.82 28.33
18.7 
(M:18.7) 1 5 1 K.KNAIVR.S Dimethyl: 1, 1

2623 true 797 1069.5539 1068.5564 1 -9.15 106.07 25
21.1 
(M:21.1) 1 1 0 R.DVLNEQAPR.A Dimethyl: 1

2624 true 797 1752.9398 1751.9294 1 1.77 211.48 27.83
63.8 
(M:63.8) 1 1 0 R.ASGNYATVISHNPETK.K Dimethyl:2H(4): 1, 16

2625 true 798 834.5008 833.4759 1 21.03 493.64 28.5
26.2 
(M:26.2) 2 1 0 K.YNQLLR.I Dimethyl: 1



2626 true 798 1073.5665 1072.5815 1 -20.76 121.17 24.83
27.2 
(M:27.2) 1 1 0 R.DVLNEQAPR.A Dimethyl:2H(4): 1

2627 true 798 1410.8184 1409.8242 1 -9.25 374.46 28.83
28.9 
(M:28.9) 2 1 1 R.GDIIGVVGNPGKTK.K Dimethyl: 12, 14

2628 true 798 1934.9922 1933.9755 1 4.88 180.15 25.67
87.5 
(M:87.5) 1 1 0 K.QQLNNTEAQLASQSSQR.A Dimethyl:2H(4): 1

2629 true 798 2164.1442 2163.1383 1 -0.67 246 26
90.5 
(M:90.5) 1 1 0

K.LMELHGEGGGAGKPSGDEAG
AK.V Dimethyl:2H(4): 1, 13, 22

2630 false 801 745.4436 744.4494 1 -17.58 275.73 28.5
15.7 
(M:15.7) 1 2 1 K.LVDSRK.D Dimethyl: 6

2631 true 801 745.4436 744.4382 1 -2.51 110.39 28.5
17.6 
(M:17.6) 1 1 0 R.ISAAEAK.A Dimethyl: 1, 7

2632 true 801 748.4294 747.4279 1 -7.72 227.54 27.5
23.1 
(M:23.1) 3 1 0 R.FVEIGR.I Dimethyl: 1



2633 true 801 1381.7232 1380.7071 1 6.34 358.73 26.83
107.0 
(M:107.0) 2 1 0 R.IIYGGSVTGGNCK.E Carbamidomethyl: 12; Dimethyl: 1, 13

2634 true 802 972.5184 971.4899 1 21.83 226.83 28.5
45.5 
(M:45.5) 2 1 1 K.MKGDYFR.Y Dimethyl: 1, 2

2635 true 802 1389.7674 1388.7573 1 2.01 345.37 26.83
64.7 
(M:64.7) 1 1 0 R.IIYGGSVTGGNCK.E

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 13

2636 true 802 1887.0533 1886.0284 1 9.35 358.77 28.67
66.0 
(M:66.0) 2 1 0 R.EIVHLQAGQCGNQIGAK.F

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 17

2637 true 802 1887.0533 1886.0284 1 9.35 358.77 28.67
66.0 
(M:66.0) 2 1 0 R.EIVHIQAGQCGNQIGAK.F

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 17

2638 true 803 935.5768 934.5572 1 13.21 183.58 31
16.9 
(M:16.9) 1 50 1 1 R.KMLQSPR.D

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 1

2639 true 803 1103.6033 1102.5699 1 23.69 355.91 28.33
51.5 
(M:51.5) 1 1 0 K.YVSQYYPK.L Dimethyl: 1, 8



2640 true 803 1934.0111 1932.9934 1 5.38 241.9 28.83
103.6 
(M:103.6) 1 1 0 R.LNFSHGTHEYHEGTIK.N Dimethyl:2H(4): 1, 16

2641 true 804 777.4202 776.4181 1 -6.65 364.82 27.33
37.4 
(M:37.4) 3 1 0 R.AFDQIR.M Dimethyl: 1

2642 false 804 777.4202 776.4215 1 -10.99 398.26 27.33
19.7 
(M:19.7) 1 7 0 K.AMTALAR.F Oxidation: 2; Dimethyl: 1

2643 false 804 803.5163 802.5255 1 -20.42 366.31 26.67
19.4 
(M:19.4) 1 2 0 K.TIVPWK.S Dimethyl:2H(4): 6; Dimethyl: 1

2644 true 804 803.5163 802.5164 1 -9.14 439.59 26.67
28.0 
(M:28.0) 2 1 0 K.TLVSVTK.E Dimethyl: 1, 7

2645 true 804 803.5163 802.5164 1 -9.14 439.59 26.67
28.0 
(M:28.0) 2 1 0 K.TLVSVTK.E Dimethyl: 1, 7

2646 true 804 1111.6541 1110.6201 1 24.06 365.14 28.33
19.3 
(M:19.3) 1 1 0 K.YVSQYYPK.L Dimethyl:2H(4): 1, 8



2647 true 804 1219.5925 1218.5914 1 -5.12 92.74 25
21.8 
(M:21.8) 1 1 0 K.IAEVDCTVER.N Carbamidomethyl: 6; Dimethyl: 1

2648 true 804 2063.9498 2062.9353 1 3.49 237.74 28.83
42.2 
(M:42.2) 1 1 0 R.THSGEKPYECYICHAR.F

Carbamidomethyl: 10, 13; Dimethyl: 1, 
6

2649 true 805 837.456 836.4364 1 14.68 648.57 29
16.3 
(M:16.3) 1 1 0 K.QMLEER.L Dimethyl:2H(4): 1

2650 true 805 933.5327 932.5051 1 21.77 109.54 25
16.6 
(M:16.6) 1 1 0 R.HIESMIR.M Dimethyl:2H(4): 1; Oxidation: 5

2651 false 806 803.435 802.445 1 -21.46 284.17 27.5
18.5 
(M:18.5) 1 4 1 R.RDFLPR.G

2652 false 806 803.435 802.445 1 -21.46 284.17 27.5
18.5 
(M:18.5) 1 4 1 K.RDFLPR.L

2653 true 806 803.435 802.4337 1 -7.48 289.49 27.5
33.1 
(M:33.1) 1 1 0 K.FGVAEPR.K Dimethyl: 1



2654 false 806 869.5504 868.5432 1 -0.12 500.41 28.83
23.8 
(M:23.8) 1 2 0 K.IHDLALR.A Dimethyl:2H(4): 1

2655 false 806 869.5504 868.5545 1 -13.04 516.07 28.83
15.4 
(M:15.4) 1 5 1 R.LGKNHIR.T Dimethyl:2H(4): 1

2656 true 806 972.5686 971.544 1 17.81 213.25 28.67
52.2 
(M:52.2) 1 1 0 K.QHYIDLK.D Dimethyl: 1, 7

2657 true 806 1226.503 1225.5034 1 -6.21 78.9 25
62.2 
(M:62.2) 1 1 0 K.NDQCYDDIR.V Carbamidomethyl: 4; Dimethyl: 1

2658 true 807 807.4597 806.4588 1 -7.98 364.36 27.5
17.5 
(M:17.5) 1 1 0 K.FGVAEPR.K Dimethyl:2H(4): 1

2659 false 807 807.4597 806.4436 1 10.91 1038.13 27.5
16.4 
(M:16.4) 1 2 0 R.EIEQTR.E Dimethyl:2H(4): 1

2660 true 807 1028.5519 1027.56 1 -14.94 135.46 26.33
32.5 
(M:32.5) 2 1 0 K.DIDIHEVR.V Dimethyl:2H(4): 1



2661 false 807 1028.5519 1027.5226 1 21.43 138.43 26.33
29.7 
(M:29.7) 1 2 0 R.QIEYEYK.L Dimethyl: 1, 7

2662 true 807 1059.5995 1058.572 1 19.1 233.63 28.5
30.7 
(M:30.7) 1 76.89 1 1 K.AKQALESER.A Dimethyl: 1

2663 false 807 1059.5995 1058.572 1 19.1 147.86 28.5
27.2 
(M:27.2) 2 2 0 K.ALSSELANAR.D Dimethyl: 1

2664 true 807 1230.5281 1229.5285 1 -6.18 62.46 25
72.5 
(M:72.5) 1 1 0 K.NDQCYDDIR.V

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

2665 true 808 833.472 832.4807 1 -19.14 367.85 27.5
28.3 
(M:28.3) 1 1 0 K.FVEVVGR.A Dimethyl: 1

2666 true 808 846.4963 845.4681 1 24.71 197.99 25.83
17.3 
(M:17.3) 1 1 0 M.SVACVLK.R

Carbamidomethyl: 4; Acetyl: 1; 
Dimethyl: 7

2667 false 808 1063.6245 1062.5971 1 18.89 227.44 28.5
33.8 
(M:33.8) 2 71.9 2 1 K.AKQALESER.A Dimethyl:2H(4): 1



2668 true 808 1063.6245 1062.5971 1 18.89 244.53 28.5
64.2 
(M:64.2) 2 1 0 K.ALSSELANAR.D Dimethyl:2H(4): 1

2669 false 808 1063.6245 1062.6335 1 -15.32 204.8 28.5
15.4 
(M:15.4) 1 5 1 K.ALLKNESTR.N Dimethyl:2H(4): 1

2670 true 809 852.4844 851.4592 1 20.99 568.61 28.33
26.4 
(M:26.4) 1 1 0 R.VFHDFR.N Dimethyl:2H(4): 1

2671 true 809 878.5113 877.4909 1 14.89 458.86 26
18.5 
(M:18.5) 1 1 0 R.SPGFTSVK.T Dimethyl: 1, 8

2672 true 809 913.5401 912.5393 1 -7.09 125.33 26.67
18.7 
(M:18.7) 1 1 0 K.TVGATALPR.L Dimethyl: 1

2673 false 810 995.5944 994.5671 1 20.11 308.08 28.33
16.2 
(M:16.2) 1 3 0 K.AVMETQLK.E

Dimethyl:2H(4): 1; Oxidation: 3; 
Dimethyl: 8

2674 true 810 1269.545 1268.5455 1 -6.15 87.45 25
86.8 
(M:86.8) 1 1 0 R.DGMDQGYGSVGR.M Dimethyl: 1



2675 false 810 1367.8173 1366.782 1 20.49 316.35 28.83
23.4 
(M:23.4) 1 4 1 R.GKDIGKPLETGPK.G Dimethyl: 1

2676 false 811 849.443 848.4174 1 21.47 982.63 27.33
18.2 
(M:18.2) 1 4 1 K.DSAKICR.Q Carbamidomethyl: 6

2677 false 811 849.443 848.4491 1 -15.82 374.61 27.33
16.6 
(M:16.6) 1 6 0 K.TETSVEK.V Dimethyl: 1, 7

2678 false 811 849.443 848.45 1 -16.84 427.41 27.33
16.6 
(M:16.6) 1 7 0 K.IAPMMAK.T Oxidation: 4, 5; Dimethyl: 1, 7

2679 false 811 886.507 885.5171 1 -19.66 560.73 25.83
17.3 
(M:17.3) 1 7 0 K.DQILLEK.E Dimethyl: 1

2680 false 811 886.507 885.4994 1 0.38 546.74 25.83
20.8 
(M:20.8) 1 4 0 R.IMVENPK.Y Dimethyl: 1, 7

2681 true 811 1273.5737 1272.5707 1 -3.3 74.12 24.83
67.7 
(M:67.7) 1 1 0 R.DGMDQGYGSVGR.M Dimethyl:2H(4): 1



2682 true 812 1285.5591 1284.5405 1 8.83 97.99 25
31.3 
(M:31.3) 1 1 0 R.DGMDQGYGSVGR.M Oxidation: 3; Dimethyl: 1

2683 true 812 1351.6918 1350.6779 1 4.83 298.53 26.17
59.8 
(M:59.8) 1 1 0 R.NDGQYSQLATAK.A Dimethyl: 1, 12

2684 true 812 1379.7723 1378.7317 1 24.11 383.63 28.83
22.2 
(M:22.2) 2 1 0 K.EVPAAGQEAARPR.K Dimethyl: 1

2685 true 812 1431.7468 1430.7416 1 -1.44 293.88 25
31.9 
(M:31.9) 1 1 0 R.NIEELQQQNQR.L Dimethyl:2H(4): 1

2686 true 813 917.504 916.4866 1 11.06 224.5 26
19.5 
(M:19.5) 1 1 1 R.NLEKDDK.H Dimethyl: 1, 7

2687 false 813 1087.5988 1086.5974 1 -5.43 275.2 26.67
23.2 
(M:23.2) 1 2 1 K.KIWYEHR.L Dimethyl: 1, 1

2688 true 813 1289.5632 1288.5656 1 -7.49 107.43 25
35.1 
(M:35.1) 1 1 0 R.DGMDQGYGSVGR.M Dimethyl:2H(4): 1; Oxidation: 3



2689 true 813 1880.9513 1879.9611 1 -9.11 -1 26.83
17.4 
(M:17.4) 1 1 1 R.ITQQMLSTDEGPGKSGR.S

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 14

2690 true 814 964.4845 963.4848 1 -7.8 86.05 27.5
20.6 
(M:20.6) 1 1 0 R.VIPEYCR.A Carbamidomethyl: 6; Dimethyl: 1

2691 true 815 1248.6724 1247.6663 1 -0.87 193.33 26.83
24.2 
(M:24.2) 1 1 1 R.FEPYANPAKR.Y Dimethyl: 1, 9

2692 true 815 1640.8121 1639.8017 1 1.91 289.38 29.83
37.0 
(M:37.0) 1 1 0 R.WANYHLENAGCNK.V

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 13

2693 false 816 1298.7002 1297.7254 1 -24.97 396.93 28.5
15.2 
(M:15.2) 1 9 1 K.AEVEKGLAFMK.E

Dimethyl:2H(4): 1; Oxidation: 10; 
Dimethyl: 5

2694 true 816 1733.8414 1732.8297 1 2.55 243.56 28.83
56.6 
(M:56.6) 1 1 0 R.EGSTYHFSGTGDFHK.L Dimethyl:2H(4): 1, 15

2695 true 817 1313.5953 1312.5983 1 -7.79 277.98 26.67
24.3 
(M:24.3) 1 1 0 K.TRPDGNCFYR.A Carbamidomethyl: 7; Dimethyl: 1



2696 true 817 1510.7411 1509.7361 1 -1.51 99.55 24.83
49.3 
(M:49.3) 1 1 0 K.AAGAEDYAQQEAVR.A Dimethyl:2H(4): 1

2697 true 818 1317.6203 1316.6234 1 -7.87 305.26 26.67
15.2 
(M:15.2) 1 1 0 K.TRPDGNCFYR.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

2698 false 819 1025.5054 1024.48 1 17.67 181.05 26
16.3 
(M:16.3) 1 5 0 K.NWMFSNAK.S Dimethyl: 8

2699 true 819 1025.5054 1024.5012 1 -2.94 177.57 26
29.4 
(M:29.4) 1 1 0 K.FIASTGMDR.S Dimethyl: 1

2700 true 819 1542.7568 1541.7602 1 -6.91 170.46 24.83
15.6 
(M:15.6) 1 1 0 K.EAYPDHTQFDQK.D Dimethyl:2H(4): 1, 12

2701 true 819 2329.2378 2328.2326 1 -0.89 403.4 29
34.3 
(M:34.3) 1 1 0 K.YKPANNQIECHPYLTQEK.L

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 2, 18

2702 true 820 1564.7935 1563.7722 1 8.96 201.26 30.17
44.9 
(M:44.9) 1 1 0 R.NDYYVRPQYYK.I Dimethyl: 1, 11



2703 false 821 933.4996 932.4862 1 6.62 346.5 29.67
17.5 
(M:17.5) 1 9 1 R.MIDRNLR.E Oxidation: 1

2704 true 821 933.4996 932.4868 1 5.92 220.83 29.67
47.1 
(M:47.1) 2 1 0 K.FAEHVFR.T Dimethyl: 1

2705 true 821 1194.6183 1193.6114 1 -0.35 78.38 27.33
18.0 
(M:18.0) 1 1 0 K.VFLQCQESK.D Carbamidomethyl: 5; Dimethyl: 1, 9

2706 true 821 1214.6903 1213.6539 1 23.94 255.62 28.33
56.6 
(M:56.6) 1 1 0 K.AAHLCAEAALR.L

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

2707 true 822 771.3636 770.3599 1 -4.67 238.88 25.17
15.2 
(M:15.2) 1 1 0 R.EYFER.L Dimethyl: 1

2708 true 822 1203.6629 1202.6659 1 -8.56 111.3 27.5
15.5 
(M:15.5) 1 1 1 K.YLPENDLKR.L Dimethyl: 1, 8

2709 true 822 1719.7379 1718.7496 1 -11.06 150.74 25.83
95.7 
(M:95.7) 2 1 0 K.STAGDTHLGGEDFDNR.M Dimethyl: 1



2710 true 822 1719.7379 1718.7496 1 -11.06 150.74 25.83
95.7 
(M:95.7) 2 1 0 K.STAGDTHLGGEDFDNR.M Dimethyl: 1

2711 false 823 775.4638 774.4487 1 10.12 329.7 27
17.8 
(M:17.8) 1 51.44 2 0 K.ADTLSLK.E Dimethyl: 7

2712 false 823 775.4638 774.4422 1 18.54 747.18 27
15.2 
(M:15.2) 1 5 0 K.LITNMR.D Dimethyl: 1

2713 false 823 887.5197 886.5124 1 0 367.11 25.33
21.8 
(M:21.8) 1 2 0 K.IVEELTR.I Dimethyl: 1

2714 true 823 1029.5763 1028.5437 1 24.57 314.36 28.5
17.0 
(M:17.0) 1 1 0 R.QGVPMNSLR.F Dimethyl: 1

2715 true 823 1296.6666 1295.6622 1 -2.27 226.42 26
49.4 
(M:49.4) 1 1 0 R.EVQQFHPEVR.N Dimethyl: 1

2716 true 823 1525.7886 1524.7831 1 -1.13 195.72 26.67
35.5 
(M:35.5) 2 1 0 R.VVGACAQNLPGAQGR.A Carbamidomethyl: 5; Dimethyl: 1



2717 true 823 1754.8481 1753.7988 1 23.96 171.93 28.5
81.0 
(M:81.0) 1 1 0 R.HCNSGQGEPCVAALAR.V Carbamidomethyl: 2, 10; Dimethyl: 1

2718 true 823 2541.1549 2540.0975 1 19.74 224.72 30.17
102.2 
(M:102.2) 2 1 0

R.GMGGHGYGAGDAGSGFHGG
GHFVHMR.G Dimethyl: 1

2719 true 824 1758.8723 1757.8239 1 23.38 197.83 28.5
69.6 
(M:69.6) 1 1 0 R.HCNSGQGEPCVAALAR.V

Carbamidomethyl: 2, 10; 
Dimethyl:2H(4): 1

2720 true 824 2545.1791 2544.1226 1 19.34 254.31 30.17
117.2 
(M:117.2) 1 1 0

R.GMGGHGYGAGDAGSGFHGG
GHFVHMR.G Dimethyl:2H(4): 1

2721 false 825 786.4624 785.4508 1 5.51 453.37 27.17
27.2 
(M:27.2) 1 3 1 R.DLVQRR.I

2722 false 825 786.4624 785.4396 1 19.8 455.86 27.17
28.8 
(M:28.8) 2 2 0 K.DIVNGLR.S

2723 true 825 786.4624 785.4548 1 0.4 453.91 27.17
43.9 
(M:43.9) 2 1 0 K.SIVFHR.K Dimethyl: 1



2724 true 826 790.4851 789.4799 1 -2.7 524.18 27
28.4 
(M:28.4) 2 1 0 K.SIVFHR.K Dimethyl:2H(4): 1

2725 false 826 790.4851 789.4759 1 2.38 521.74 27
17.0 
(M:17.0) 1 3 1 K.AEVQRR.Q Dimethyl:2H(4): 1

2726 true 826 1111.5806 1110.5607 1 11.3 171.38 25.5
40.3 
(M:40.3) 1 1 0 R.NVIDYNGER.T Dimethyl:2H(4): 1

2727 true 826 1832.8432 1831.8411 1 -2.79 163.18 25
31.0 
(M:31.0) 1 1 0 K.SEPPAEAEPPAEPCAPR.E Carbamidomethyl: 14; Dimethyl: 1

2728 true 826 2152.0696 2151.063 1 -0.34 146.38 26
39.4 
(M:39.4) 1 1 0

K.LMELHGEGGGAGKPSGDEAG
AK.V Dimethyl: 1, 13, 22

2729 true 827 1115.6241 1114.6284 1 -10.44 149.75 25.17
22.8 
(M:22.8) 1 1 0 K.IQEENVVPR.E Dimethyl:2H(4): 1

2730 true 827 1288.6993 1287.6645 1 21.31 267.51 29
45.7 
(M:45.7) 1 1 0 K.VADMALHYANK.Y Dimethyl: 1, 11



2731 true 827 1480.8219 1479.8173 1 -1.82 380.74 25.83
65.3 
(M:65.3) 1 1 0 R.FAHTSEEQLVQK.Y Dimethyl:2H(4): 1, 12

2732 true 827 1661.9557 1660.9501 1 -0.99 288.59 26.83
69.4 
(M:69.4) 1 1 1 R.KLDYGQHVVAGTPGR.V Dimethyl:2H(4): 1, 1

2733 true 827 1836.8676 1835.8662 1 -3.21 187.73 25
50.8 
(M:50.8) 1 1 0 K.SEPPAEAEPPAEPCAPR.E

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

2734 true 828 891.5098 890.4895 1 14.6 646.86 30.17
21.7 
(M:21.7) 1 1 1 K.QKGMLDK.F Oxidation: 4; Dimethyl: 1, 7

2735 true 828 1185.6684 1184.6641 1 -2.49 74.93 25.5
57.2 
(M:57.2) 1 1 1 R.QLFEADKDR.F Dimethyl:2H(4): 1, 7

2736 false 828 1185.6684 1184.6861 1 -21.04 68.26 25.5
17.5 
(M:17.5) 1 4 1 K.AIDSMKAMVR.S Dimethyl:2H(4): 1, 6

2737 true 828 1487.756 1486.7528 1 -2.76 178.8 25.83
49.8 
(M:49.8) 1 1 0 R.GHNPADPPSVIEAR.K Dimethyl: 1



2738 true 829 1273.6512 1272.6462 1 -1.84 112.42 25.5
35.8 
(M:35.8) 2 1 1 K.LNKDQWEER.I Dimethyl: 1, 3

2739 true 829 1970.869 1969.8654 1 -1.82 99.37 24.83
39.3 
(M:39.3) 1 1 1 K.FQNDRTEDEQFNDEK.T Dimethyl: 1, 15

2740 true 830 1207.6158 1206.608 1 0.41 182.15 27
23.4 
(M:23.4) 1 1 0 K.GHFGPIHCVR.F Carbamidomethyl: 8; Dimethyl: 1

2741 true 830 1275.6686 1274.6466 1 11.49 104.64 25.17
40.7 
(M:40.7) 1 1 0 R.SLETENSALQR.R Dimethyl: 1

2742 true 830 1978.9189 1977.9156 1 -1.98 69.87 24.83
29.1 
(M:29.1) 1 1 1 K.FQNDRTEDEQFNDEK.T Dimethyl:2H(4): 1, 15

2743 false 831 797.4521 796.4483 1 -4.38 428.99 26.83
33.4 
(M:33.4) 2 2 0 K.FANYVK.N Dimethyl: 1, 6

2744 false 831 797.4521 796.4302 1 18.29 556.5 26.83
23.1 
(M:23.1) 1 4 0 K.VAVSDMK.K Dimethyl:2H(4): 1; Oxidation: 6



2745 false 831 797.4521 796.4302 1 18.29 441.49 26.83
20.2 
(M:20.2) 1 6 1 R.MKEEGK.I

Dimethyl:2H(4): 2; Oxidation: 1; 
Dimethyl: 6

2746 true 831 1279.6673 1278.6718 1 -9.16 187.55 25.17
16.8 
(M:16.8) 1 1 0 R.SLETENSALQR.R Dimethyl:2H(4): 1

2747 false 832 785.4813 784.4807 1 -8.54 286.5 27.5
15.0 
(M:15.0) 1 4 0 R.ISLATPR.Q Dimethyl: 1

2748 false 832 815.4754 814.4661 1 2.46 111.56 26.83
16.3 
(M:16.3) 1 2 0 R.VATQVNR.I Dimethyl: 1

2749 true 832 1506.7612 1505.7231 1 20.43 246.4 28.5
63.1 
(M:63.1) 1 1 0 K.SPAHCELMAGHLR.N Carbamidomethyl: 5; Dimethyl: 1

2750 true 833 1444.7722 1443.7632 1 1.23 287.24 25.33
43.8 
(M:43.8) 1 1 1 K.LEAAKEEFCQR.N

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 5

2751 true 833 1577.7193 1576.7126 1 -0.41 270.51 29.17
81.2 
(M:81.2) 1 1 0 R.ELPGHTGYLSCCR.F Carbamidomethyl: 11, 12; Dimethyl: 1



2752 true 833 2748.2289 2747.2634 1 -15.23 158.46 24.83
37.4 
(M:37.4) 1 1 1

R.ASQAAGDNQGDDSKEQPFSG
AAAQDAK.A Dimethyl: 1, 14, 27

2753 true 835 885.5265 884.5382 1 -21.44 532.43 26.83
19.9 
(M:19.9) 1 1 0 R.GPTVPNIR.L Dimethyl:2H(4): 1

2754 true 835 1133.7086 1132.7034 1 -1.84 389.78 30.33
56.0 
(M:56.0) 3 1 0 K.NKPAFFADK.L Dimethyl:2H(4): 1, 2, 9

2755 true 835 1413.7368 1412.7372 1 -5.44 237.9 27
48.4 
(M:48.4) 2 1 0 K.DGQVIGIGAGQQSR.I Dimethyl: 1

2756 true 835 1480.6768 1479.6664 1 2.09 277.11 25.33
32.9 
(M:32.9) 1 1 0 R.YPLNCSDPTTER.W Carbamidomethyl: 5; Dimethyl: 1

2757 true 835 1513.8174 1512.7734 1 24.28 237.89 28.5
23.9 
(M:23.9) 1 1 0 K.TIFAEHISDECK.R

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 12

2758 true 836 842.4317 841.4334 1 -10.66 457.02 27.67
21.1 
(M:21.1) 1 1 0 K.YYELAR.K Dimethyl: 1



2759 true 836 948.5267 947.5189 1 0.54 193.08 27
27.2 
(M:27.2) 1 1 0 K.LGNYAGAVR.D Dimethyl: 1

2760 true 836 1264.6815 1263.6499 1 19.23 163.14 28.67
23.6 
(M:23.6) 1 1 0 K.AGNYYVPAEPK.L Dimethyl: 1, 11

2761 true 836 1490.7345 1489.7099 1 11.59 100.08 25.67
40.4 
(M:40.4) 1 1 1 K.TNYNDRYDEIR.R Dimethyl:2H(4): 1

2762 true 836 1750.8337 1749.8257 1 0.43 223.54 29.17
55.9 
(M:55.9) 1 1 0 K.ELVQQYHQFQCSR.L Carbamidomethyl: 11; Dimethyl: 1

2763 true 837 1018.5143 1017.5131 1 -6 254.8 27
34.2 
(M:34.2) 1 1 0 R.TITSSYYR.G Dimethyl: 1

2764 true 837 1754.8551 1753.8508 1 -1.7 267.96 29.17
38.9 
(M:38.9) 1 1 0 K.ELVQQYHQFQCSR.L

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

2765 false 838 858.5051 857.5045 1 -7.75 350.84 26
16.2 
(M:16.2) 1 4 0 K.CPLTALK.V Carbamidomethyl: 1; Dimethyl: 1, 7



2766 true 838 1568.8565 1567.8457 1 2.23 173.73 26.33
24.6 
(M:24.6) 1 1 1 K.NPLPSKETIEQEK.Q Dimethyl: 1, 13

2767 true 839 862.482 861.4709 1 4.51 459.37 27.83
26.4 
(M:26.4) 1 1 0 K.AGLVEFAR.S

2768 false 839 862.482 861.4709 1 4.51 436.3 27.83
20.8 
(M:20.8) 1 2 0 K.QLAEFAR.M Dimethyl: 1

2769 false 839 870.3876 869.3919 1 -13.32 483.03 25
21.5 
(M:21.5) 1 2 0 K.DYPYER.Y Dimethyl: 1

2770 false 839 912.5428 911.544 1 -9.27 155.18 27.5
19.0 
(M:19.0) 1 2 0 R.LLVVTDPR.A

2771 true 839 912.5428 911.544 1 -9.27 83.5 27.5
25.0 
(M:25.0) 1 1 0 K.ILVPEGTR.D Dimethyl: 1

2772 false 839 1220.7678 1219.7529 1 6.3 98.05 30.33
31.0 
(M:31.0) 2 2 0 K.NVEVPFKPAR.V Dimethyl:2H(4): 1, 7



2773 true 839 1682.8961 1681.8473 1 24.67 354.13 28.67
34.5 
(M:34.5) 1 1 0 K.SSGEIVYCGQVYEK.T

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 14

2774 true 840 916.5605 915.5691 1 -17.34 121.36 27.67
19.0 
(M:19.0) 1 1 0 K.ILVPEGTR.D Dimethyl:2H(4): 1

2775 false 840 1410.8552 1409.8242 1 16.83 364.74 29.67
15.3 
(M:15.3) 1 3 0 K.AAIQAQTAATLPAK.T Dimethyl: 1, 14

2776 false 841 840.3881 839.3748 1 7.15 539.37 28.83
15.0 
(M:15.0) 1 2 0 R.CWQYR.Q Carbamidomethyl: 1; Dimethyl: 1

2777 true 841 1094.6381 1093.6244 1 5.85 331.99 29.5
69.7 
(M:69.7) 1 1 0 K.TALIHDGLAR.G Dimethyl: 1

2778 true 841 1479.7903 1478.7664 1 11.22 350.69 28.83
58.0 
(M:58.0) 1 1 0 R.CLALATHDAPVQR.E Carbamidomethyl: 1; Dimethyl: 1

2779 false 842 895.5156 894.5062 1 2.3 586 26.17
17.7 
(M:17.7) 1 2 0 K.EVSTYIK.K Dimethyl: 1, 7



2780 true 842 1483.8163 1482.7915 1 11.81 232.77 28.83
50.6 
(M:50.6) 1 1 0 R.CLALATHDAPVQR.E

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

2781 true 842 1523.7163 1522.6987 1 6.75 218.26 27
38.0 
(M:38.0) 2 1 0 K.GHTSFVNSCYPAR.R Carbamidomethyl: 9; Dimethyl: 1

2782 true 843 903.5548 902.5564 1 -9.93 117.9 26
20.6 
(M:20.6) 1 1 0 K.EVSTYIK.K Dimethyl:2H(4): 1, 7

2783 true 843 1102.6337 1101.6233 1 2.89 292.24 29.33
24.2 
(M:24.2) 1 1 0 R.FLVVAHGDGR.W Dimethyl:2H(4): 1

2784 true 843 1527.7291 1526.7238 1 -1.27 255.4 27
33.2 
(M:33.2) 1 1 0 K.GHTSFVNSCYPAR.R

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

2785 true 844 848.4568 847.4341 1 18.19 555.79 28.33
44.7 
(M:44.7) 1 1 0 R.VFHDFR.N Dimethyl: 1

2786 true 844 921.5288 920.5415 1 -21.76 201.39 26
20.8 
(M:20.8) 1 1 1 R.QVMKSPR.Y

Dimethyl:2H(4): 1; Oxidation: 3; 
Dimethyl: 4



2787 false 844 921.5288 920.5303 1 -9.57 133.17 26
15.9 
(M:15.9) 1 6 1 K.MAPSVEKK.I Dimethyl:2H(4): 7

2788 false 844 922.5297 921.5072 1 16.47 179.26 28.67
17.7 
(M:17.7) 2 3 0 R.FGRPDFK.D Dimethyl: 1, 7

2789 true 844 1119.5026 1118.4993 1 -3.48 203.13 25
30.3 
(M:30.3) 1 1 0 R.VENSWGEDR.G Dimethyl: 1

2790 true 844 1420.8236 1419.8074 1 6.27 347.51 30.17
32.5 
(M:32.5) 1 1 1 R.GGAQLFKDDLHR.V Dimethyl:2H(4): 1, 7

2791 true 845 1173.5679 1172.5786 1 -15.29 166.43 25
37.9 
(M:37.9) 1 1 0 R.ASEQQLNDIR.R

2792 true 846 942.5428 941.5294 1 6.5 102.97 28.83
19.8 
(M:19.8) 1 1 0 K.AVIDLNNR.W Dimethyl: 1

2793 true 846 1572.8454 1571.8224 1 10.01 163.36 30.17
27.7 
(M:27.7) 1 1 0 R.NDYYVRPQYYK.I Dimethyl:2H(4): 1, 11



2794 true 847 980.6046 979.5942 1 3.18 184.81 28.83
47.4 
(M:47.4) 1 1 0 K.QHYIDLK.D Dimethyl:2H(4): 1, 7

2795 true 847 1043.5962 1042.5895 1 -0.62 356.95 29
36.4 
(M:36.4) 1 1 0 K.LMQLVDHR.G Dimethyl:2H(4): 1

2796 true 848 1205.6585 1204.6502 1 0.85 170.29 29.17
63.0 
(M:63.0) 1 1 0 K.QTDVGITHFR.S Dimethyl:2H(4): 1

2797 true 849 1027.5244 1026.5134 1 3.58 199.93 28.83
29.1 
(M:29.1) 2 1 0 R.AVFSEYQR.M Dimethyl: 1

2798 true 849 1258.6368 1257.6362 1 -5.36 106.92 25
35.7 
(M:35.7) 1 1 0 K.ESDVGACLDTK.E

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 11

2799 true 850 1031.5499 1030.5386 1 3.94 278.81 28.83
30.8 
(M:30.8) 1 1 0 R.AVFSEYQR.M Dimethyl:2H(4): 1

2800 true 850 1330.7262 1329.7041 1 11.15 250.15 29.33
27.6 
(M:27.6) 1 1 0 K.YAVTTGDHGIIR.T Dimethyl: 1



2801 true 851 717.4062 716.3817 1 23.98 395.49 27.17
23.6 
(M:23.6) 1 1 0 R.ADVSGIR.H

2802 true 851 1160.5503 1159.551 1 -6.82 358.01 28.5
66.8 
(M:66.8) 10 1 0 R.GYSFTTTAER.E Dimethyl: 1

2803 true 851 1160.5503 1159.551 1 -6.82 358.01 28.5
66.8 
(M:66.8) 10 1 0 R.GYSFTTTAER.E Dimethyl: 1

2804 false 851 1162.5972 1161.6067 1 -14.39 480.6 26.17
15.6 
(M:15.6) 1 8 0 K.AEDVLEDSPK.R Dimethyl:2H(4): 1; Dimethyl: 10

2805 false 851 1162.5972 1161.6064 1 -14.11 325.85 26.17
15.6 
(M:15.6) 1 9 0 -.MQVSSLNEVK.I Dimethyl: 10

2806 true 851 1375.75 1374.7558 1 -9.5 303.26 29.83
34.1 
(M:34.1) 2 1 0 K.VAQHYQDTLLR.A Dimethyl:2H(4): 1

2807 false 852 845.4784 844.4542 1 20.03 307.01 25.33
16.8 
(M:16.8) 1 4 0 K.IVEEEAK.K Dimethyl: 7



2808 false 852 1171.6357 1170.6245 1 3.41 134.33 27
16.8 
(M:16.8) 1 4 1 K.NDPGNETKLK.L Dimethyl: 1, 10

2809 true 852 1171.6357 1170.6357 1 -6.18 103.02 27
60.2 
(M:60.2) 1 1 0 R.SLNDQAVQIR.V Dimethyl: 1

2810 false 852 1318.6142 1317.5797 1 20.64 211.98 25.33
16.1 
(M:16.1) 1 50 4 1 K.KDQEEDDQQR.L Dimethyl: 1

2811 true 852 1318.6142 1317.6201 1 -10.01 192.03 25.33
60.6 
(M:60.6) 1 1 0 K.ESEAQEWQQK.A Dimethyl: 1, 10

2812 true 852 2557.1371 2556.0924 1 14.63 279.41 30.17
75.1 
(M:75.1) 1 1 0

R.GMGGHGYGAGDAGSGFHGG
GHFVHMR.G Oxidation: 2; Dimethyl: 1

2813 false 853 747.4798 746.484 1 -15.37 257.27 27.17
16.0 
(M:16.0) 1 7 0 K.LELQGK.I Dimethyl:2H(4): 1; Dimethyl: 6

2814 true 853 747.4798 746.4691 1 4.61 265.41 27.17
28.9 
(M:28.9) 1 1 0 R.VFLGAGK.K Dimethyl: 1, 7



2815 false 853 747.4798 746.4588 1 18.27 272.79 27.17
15.9 
(M:15.9) 1 9 0 R.LLEAGGR.V Dimethyl:2H(4): 1

2816 false 853 891.5492 890.5375 1 5.01 441.78 25.33
15.9 
(M:15.9) 1 2 0 K.IVEELTR.I Dimethyl:2H(4): 1

2817 true 853 1175.6717 1174.6608 1 3.11 53.94 27
94.5 
(M:94.5) 3 1 0 R.SLNDQAVQIR.V Dimethyl:2H(4): 1

2818 false 853 1195.608 1194.5815 1 16.02 71.93 28.67
16.8 
(M:16.8) 1 3 1 -.MEGGFRIEGR.S Oxidation: 1; Dimethyl: 1

2819 true 854 975.4915 974.4821 1 2.12 110.55 25.33
32.9 
(M:32.9) 1 1 0 K.VTEQEWR.E Dimethyl: 1

2820 true 854 1197.5813 1196.5608 1 11 95.21 27.5
21.3 
(M:21.3) 1 1 1 R.GGDLMSYDRR.G Dimethyl: 1

2821 false 854 1381.8286 1380.8341 1 -9.19 444.25 28.83
15.3 
(M:15.3) 1 9 0 R.AAEQQILAQLLK.V Dimethyl: 1, 12



2822 false 854 1381.8286 1380.8341 1 -9.19 546.62 28.83
16.5 
(M:16.5) 1 7 0 K.ELQTAIGAKPLIK.G

2823 true 855 1300.6892 1299.6873 1 -4.18 207.48 26
35.9 
(M:35.9) 1 1 0 R.EVQQFHPEVR.N Dimethyl:2H(4): 1

2824 true 856 1163.61 1162.5942 1 7.31 246.31 25.33
26.0 
(M:26.0) 1 1 1 R.LDGSTTAQSRK.K

2825 false 856 1163.61 1162.5982 1 3.86 229.78 25.33
16.5 
(M:16.5) 1 7 1 R.KNVFEEEIR.E

2826 true 856 1199.6951 1198.671 1 14.04 243.15 28.67
75.5 
(M:75.5) 1 1 0 R.IGAEVYHNLK.N Dimethyl: 1, 10

2827 false 856 1199.6951 1198.6856 1 1.87 244.6 28.67
18.4 
(M:18.4) 1 56.52 7 0 R.IMVAKPNNLR.E Oxidation: 2; Dimethyl: 5

2828 false 856 1199.6951 1198.7034 1 -12.93 231.18 28.67
19.3 
(M:19.3) 1 6 1 K.LRETINAINK.K Dimethyl: 10



2829 true 856 1542.9208 1541.9181 1 -2.97 206.19 29.17
61.4 
(M:61.4) 1 1 0 K.KPLPDHVSIVEPK.E Dimethyl: 1, 1, 13

2830 false 857 824.5174 823.499 1 13.49 361.97 27
15.5 
(M:15.5) 1 2 1 K.KMAPPPK.K Dimethyl: 1, 7

2831 true 857 1177.6211 1176.6139 1 -0.08 74.92 25.5
34.1 
(M:34.1) 1 1 1 R.QLFEADKDR.F Dimethyl: 1, 7

2832 true 857 1210.6649 1209.6288 1 23.77 167.33 28.33
34.3 
(M:34.3) 1 1 0 K.AAHLCAEAALR.L Carbamidomethyl: 5; Dimethyl: 1

2833 true 857 1554.9982 1553.9934 1 -1.59 291.27 29.17
45.7 
(M:45.7) 1 1 0 K.KPLPDHVSIVEPK.E Dimethyl:2H(4): 1, 1, 13

2834 true 858 834.4286 833.4218 1 -0.62 536.56 27.17
23.9 
(M:23.9) 2 1 0 K.QCVPFR.R Carbamidomethyl: 2; Dimethyl: 1

2835 false 858 1160.5707 1159.5469 1 14.25 421.77 29
20.7 
(M:20.7) 2 2 1 K.GGDQEGGGKAEK.S Dimethyl: 12



2836 true 858 1212.6601 1211.651 1 1.47 66.54 25.5
57.9 
(M:57.9) 1 1 0 R.IQETQAELPR.G Dimethyl: 1

2837 false 858 1212.6601 1211.6304 1 18.44 217.61 25.5
18.9 
(M:18.9) 1 7 1 K.GLQKMANSCK.Q

Carbamidomethyl: 9; Dimethyl:2H(4): 
1; Oxidation: 5; Dimethyl: 10

2838 true 858 1581.7365 1580.7377 1 -5.38 302.44 29.17
100.4 
(M:100.4) 1 1 0 R.ELPGHTGYLSCCR.F

Carbamidomethyl: 11, 12; 
Dimethyl:2H(4): 1

2839 true 858 1611.7383 1610.7536 1 -14.05 162.36 26.17
100.6 
(M:100.6) 1 1 0 K.VDDEENEHQLSLR.T Dimethyl: 1

2840 true 859 838.5082 837.501 1 -0.19 631.56 27.67
27.8 
(M:27.8) 2 1 0 K.YNQLLR.I Dimethyl:2H(4): 1

2841 true 859 922.5314 921.5185 1 6.13 165.86 27.17
15.8 
(M:15.8) 1 1 0 K.HPQPFLR.T Dimethyl: 1

2842 true 859 1245.6789 1244.6725 1 -0.64 140.43 27.5
26.8 
(M:26.8) 1 1 0 K.AVENSSTAIGIR.C Dimethyl: 1



2843 true 859 1259.6407 1258.6591 1 -20.41 11.66 25.33
17.8 
(M:17.8) 1 1 0 -.MAEAVVELLER.A

2844 true 859 1655.853 1654.8362 1 5.76 309.15 29.33
89.3 
(M:89.3) 1 1 0 -.MHHEELAPLQRPR.Y Acetyl: 1

2845 true 860 864.5419 863.5229 1 13.52 405.74 28.33
17.8 
(M:17.8) 1 1 1 K.EVAKHPK.N Dimethyl: 4, 7

2846 true 860 986.5627 985.5696 1 -14.31 272.2 27.17
28.3 
(M:28.3) 1 1 0 R.EEAVELLK.K Dimethyl: 1, 8

2847 true 860 1232.6832 1231.6673 1 7 174.42 29
18.9 
(M:18.9) 1 1 0 R.ELDLVSHHVR.T Dimethyl: 1

2848 true 860 1301.691 1300.6987 1 -11.52 134.42 26.33
27.3 
(M:27.3) 1 1 1 K.LLESEEERLR.L Dimethyl: 1

2849 false 860 1301.691 1300.6987 1 -11.52 186.29 26.33
20.4 
(M:20.4) 1 2 1 K.GAANAEAGSEKLK.E Dimethyl: 11, 13



2850 true 860 1511.7182 1510.7205 1 -6.34 156.82 27
23.9 
(M:23.9) 1 1 1 R.DYAPPPRDYAYR.D Dimethyl: 1

2851 true 861 1236.7029 1235.6924 1 2.59 211.72 29
32.2 
(M:32.2) 1 1 0 R.ELDLVSHHVR.T Dimethyl:2H(4): 1

2852 true 861 1382.6317 1381.6296 1 -3.74 186.9 25.33
15.3 
(M:15.3) 1 1 0 K.GISQEQMNEFR.A Oxidation: 7; Dimethyl: 1

2853 true 861 1647.8221 1646.8264 1 -7.03 186.03 26
34.5 
(M:34.5) 1 1 1 K.YELISETGGSHDKR.F Dimethyl: 1, 13

2854 false 862 1075.5984 1074.5921 1 -0.87 117.21 27.17
15.0 
(M:15.0) 1 8 0 K.DSQLIVSSAK.A Dimethyl: 10

2855 false 862 1075.5984 1074.579 1 11.27 26.4 27.17
17.3 
(M:17.3) 1 4 1 -.MAAVAMLGRR.R

2856 false 862 1075.5984 1074.5822 1 8.33 231.28 27.17
17.4 
(M:17.4) 1 3 1 R.ISREWTQK.Y Dimethyl: 8



2857 true 862 1655.8673 1654.8766 1 -10.02 209.33 26
24.6 
(M:24.6) 1 1 1 K.YELISETGGSHDKR.F Dimethyl:2H(4): 1, 13

2858 true 863 1101.7359 1100.7293 1 -0.62 338.43 27.17
16.2 
(M:16.2) 1 1 1 R.AAMPLLKAAK.R Dimethyl:2H(4): 7; Dimethyl: 1, 10

2859 true 863 1251.72 1250.6933 1 15.56 189.52 30.33
23.8 
(M:23.8) 1 1 0 K.APTDHCFVLK.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 10

2860 true 863 1359.6422 1358.6367 1 -1.37 234.77 27.5
65.8 
(M:65.8) 1 1 0 R.HLEFSHDQYR.E Dimethyl: 1

2861 true 863 2213.0885 2212.0906 1 -4.26 223.26 26.17
18.1 
(M:18.1) 1 1 1

R.TAGRPGKENINDEPVDMSAR.
R Dimethyl: 1, 7

2862 true 864 1363.6653 1362.6619 1 -2.83 270.34 27.5
39.1 
(M:39.1) 1 1 0 R.HLEFSHDQYR.E Dimethyl:2H(4): 1

2863 true 864 2062.918 2061.9136 1 -1.37 294.37 29.17
15.4 
(M:15.4) 1 1 1 K.KENFGHMPMEDGGGEVEK.F Oxidation: 7; Dimethyl: 1, 18



2864 true 865 1159.7413 1158.7365 1 -2.11 500.14 27.33
45.7 
(M:45.7) 1 1 0 R.IFAPNHVVAK.S Dimethyl:2H(4): 1, 10

2865 false 865 1159.7413 1158.7162 1 15.39 567.97 27.33
17.8 
(M:17.8) 1 2 0 K.LSLTQDPVVK.V Dimethyl:2H(4): 1; Dimethyl: 10

2866 true 865 1327.736 1326.7078 1 15.73 255.69 30.5
59.6 
(M:59.6) 3 1 0 R.CTVIAAANPIGGR.Y Carbamidomethyl: 1; Dimethyl: 1

2867 false 865 2257.2732 2256.2377 1 12.46 232.41 26.33
15.9 
(M:15.9) 1 4 1 -.MSNPFVQIVEPLDAKEPLK.K

Dimethyl:2H(4): 15; Acetyl: 1; 
Dimethyl: 19

2868 true 866 962.5588 961.5597 1 -8.49 250.21 27
38.4 
(M:38.4) 1 1 0 K.IGQGYQIK.D Dimethyl: 1, 8

2869 false 866 962.5588 961.5597 1 -8.49 224.66 27
18.9 
(M:18.9) 1 7 1 R.IDFDRIK.A Dimethyl: 1, 7

2870 false 866 962.5588 961.5453 1 6.45 229.62 27
26.3 
(M:26.3) 2 3 1 R.VCKQMIK.R Carbamidomethyl: 2; Dimethyl: 1, 7



2871 true 866 1331.762 1330.7329 1 16.39 221.84 30.5
37.7 
(M:37.7) 1 1 0 R.CTVIAAANPIGGR.Y

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

2872 true 866 1420.7221 1419.718 1 -2.29 300.44 27.67
54.8 
(M:54.8) 1 1 0 K.LCDNYEIRPGK.H Carbamidomethyl: 2; Dimethyl: 1, 11

2873 true 866 1536.854 1535.8209 1 16.85 222.96 28.5
48.1 
(M:48.1) 1 1 0 K.TVEYLHAQGVVHR.D Dimethyl: 1

2874 true 866 1948.9042 1947.8922 1 2.41 147.16 26.17
75.3 
(M:75.3) 1 1 0 R.QSPFATSSEHSSENGSLR.F Dimethyl: 1

2875 true 866 2238.9848 2237.9893 1 -5.26 185.46 25.17
82.5 
(M:82.5) 1 1 1

R.AGNEKEEGETADTVGCCSLR.
V

Carbamidomethyl: 16, 17; Dimethyl: 1, 
5

2876 true 867 970.6065 969.6099 1 -10.94 187.73 27
26.1 
(M:26.1) 1 1 0 K.IGQGYQIK.D Dimethyl:2H(4): 1, 8

2877 true 867 1344.7614 1343.7533 1 0.62 247.03 30.5
57.9 
(M:57.9) 1 1 0 K.CLATGPGIAPTVR.T

Carbamidomethyl: 1; Dimethyl:2H(4): 
1



2878 true 867 1540.8766 1539.846 1 15.14 285.17 28.5
37.2 
(M:37.2) 1 1 0 K.TVEYLHAQGVVHR.D Dimethyl:2H(4): 1

2879 true 867 2223.1096 2222.112 1 -4.35 297.75 29.33
16.8 
(M:16.8) 1 1 1 K.FGDYNKDVHKPGYLNSER.L Dimethyl: 1, 6, 10

2880 true 867 2247.0336 2246.0395 1 -5.85 282.82 25.17
92.8 
(M:92.8) 1 1 1

R.AGNEKEEGETADTVGCCSLR.
V

Carbamidomethyl: 16, 17; 
Dimethyl:2H(4): 1, 5

2881 true 868 1348.7835 1347.7925 1 -12.05 327.84 27.17
21.9 
(M:21.9) 1 1 0 K.LPANHPLLTGQR.V Dimethyl:2H(4): 1

2882 true 868 2382.1844 2381.1724 1 2.01 236.68 29.33
72.2 
(M:72.2) 1 1 0

R.ASLNHTTAFNPQPQSQIQDTR
.Q Dimethyl: 1

2883 true 869 837.4659 836.4766 1 -21.54 132.94 28.83
20.8 
(M:20.8) 1 1 1 R.RSVNSSR.E Dimethyl:2H(4): 1

2884 true 869 944.4967 943.5087 1 -20.45 84.23 26.33
19.0 
(M:19.0) 1 1 0 R.NLAENISR.V Dimethyl: 1



2885 false 869 1396.8104 1395.7834 1 14.09 348.74 30.67
23.4 
(M:23.4) 5 4 1 K.VGVEAKQPNSAIR.K Dimethyl: 6

2886 true 870 801.503 800.5008 1 -6.31 300.78 26.17
35.1 
(M:35.1) 1 1 0 R.TLAEIAK.A Dimethyl: 1, 7

2887 false 870 801.503 800.5008 1 -6.31 313.33 26.17
22.9 
(M:22.9) 1 2 0 K.ITLEVAK.L Dimethyl: 7

2888 true 870 801.503 800.5008 1 -6.31 300.78 26.17
35.1 
(M:35.1) 1 1 0 R.TLAEIAK.V Dimethyl: 1, 7

2889 true 870 948.5443 947.5415 1 -4.77 92.1 27.17
50.0 
(M:50.0) 1 1 0 K.DSTISSFK.D Dimethyl:2H(4): 1, 8

2890 false 870 1088.6084 1087.5986 1 2.39 407.02 27
16.8 
(M:16.8) 1 9 1 K.ASLLDETRR.K Dimethyl: 1

2891 true 870 1433.8571 1432.8489 1 0.65 359.55 27.33
65.1 
(M:65.1) 1 1 0 R.GAAQNIIPASTGAAK.A Dimethyl:2H(4): 1, 15



2892 true 870 1483.7987 1482.7707 1 13.99 136.34 30.33
36.1 
(M:36.1) 1 1 0 K.GPNGYGFNLHSEK.S Dimethyl:2H(4): 1, 13

2893 true 870 1562.8687 1561.8365 1 15.91 307.46 28.5
67.2 
(M:67.2) 1 1 1 R.ERHPGSFDVVHVK.D Dimethyl: 1, 13

2894 true 870 1584.8272 1583.8168 1 1.97 118.48 27.5
27.9 
(M:27.9) 1 1 0 K.HQALQAEIAGHEPR.I Dimethyl: 1

2895 true 871 864.541 863.5341 1 -0.41 570.39 29
43.5 
(M:43.5) 2 1 0 R.HLQLAVR.N Dimethyl: 1

2896 true 871 1164.6341 1163.6186 1 7.03 329.96 26.33
28.2 
(M:28.2) 1 1 0 K.LHLEPENEK.I Dimethyl: 1, 9

2897 false 871 1448.8192 1447.8221 1 -7.03 281.18 27.33
18.0 
(M:18.0) 2 2 0 R.SISMLPPPGLGVPR.L Dimethyl: 1

2898 true 871 1570.92 1569.8867 1 16.58 323.27 28.5
62.9 
(M:62.9) 1 1 1 R.ERHPGSFDVVHVK.D Dimethyl:2H(4): 1, 13



2899 true 872 833.4615 832.4477 1 7.86 531.07 26.33
33.8 
(M:33.8) 2 1 0 K.ELGTVMR.S Dimethyl: 1

2900 true 872 1098.6642 1097.6495 1 6.72 337.54 29.5
39.6 
(M:39.6) 1 1 0 K.TALIHDGLAR.G Dimethyl:2H(4): 1

2901 true 872 1172.6394 1171.6271 1 4.31 104.73 27
31.2 
(M:31.2) 2 1 0 K.LKPDVEMER.V Dimethyl: 1, 2

2902 false 872 1172.6394 1171.6502 1 -15.4 131.15 27
15.9 
(M:15.9) 1 3 1 K.LKIWYEHR.L Dimethyl: 1

2903 true 872 1634.8559 1633.8464 1 1.37 181.46 27.5
18.4 
(M:18.4) 1 1 1 K.YIDEHQDLYVKR.L Dimethyl: 1, 11

2904 true 873 798.4207 797.4221 1 -10.95 361.92 25.33
36.0 
(M:36.0) 1 1 0 R.EIFDSR.G Dimethyl:2H(4): 1

2905 true 873 837.48 836.4728 1 -0.11 545.52 26.33
35.5 
(M:35.5) 1 1 0 K.ELGTVMR.S Dimethyl:2H(4): 1



2906 false 873 837.48 836.4728 1 -0.11 688.05 26.33
21.3 
(M:21.3) 1 6 1 R.CLDKNK.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
4; Dimethyl: 6

2907 true 873 1137.6912 1136.6794 1 4 489.85 28.83
28.5 
(M:28.5) 1 1 0 R.HYGALTGLNK.A Dimethyl:2H(4): 1, 10

2908 true 873 1157.6747 1156.6757 1 -7.14 454.04 27
28.7 
(M:28.7) 1 1 0 K.YLHPPPHLK.T Dimethyl: 1, 9

2909 true 873 1642.9077 1641.8966 1 2.33 214.75 27.5
30.8 
(M:30.8) 1 1 1 K.YIDEHQDLYVKR.L Dimethyl:2H(4): 1, 11

2910 true 874 845.523 844.5018 1 16.4 507.95 26.33
21.5 
(M:21.5) 1 1 1 K.LSAGKIEK.E

2911 false 874 845.523 844.532 1 -19.31 588.06 26.33
21.1 
(M:21.1) 1 2 0 K.SSGKPLPK.S Dimethyl:2H(4): 8

2912 false 874 1193.6489 1192.6353 1 5.31 137.89 28.83
17.1 
(M:17.1) 1 2 1 K.FNRYPEALR.L Dimethyl: 1



2913 false 874 1381.8251 1380.8201 1 -1.68 288.75 28.83
15.7 
(M:15.7) 1 2 1 K.ANLSLLRRPGEK.T Dimethyl: 12

2914 false 875 858.4471 857.4607 1 -24.31 360.42 25.17
20.0 
(M:20.0) 1 7 0 R.TGTAPLDR.L Dimethyl: 1

2915 true 875 1661.7754 1660.7603 1 4.72 238.02 27.17
40.5 
(M:40.5) 2 1 0 R.LYYVCTAPHCGHR.W Carbamidomethyl: 5, 10; Dimethyl: 1

2916 true 876 720.4246 719.4 1 24.04 240.74 28
21.1 
(M:21.1) 1 1 1 K.MRLEK.E Oxidation: 1; Dimethyl: 5

2917 false 877 856.5108 855.5178 1 -16.69 474.06 27.83
29.3 
(M:29.3) 1 2 0 R.QLEAIVR.I Dimethyl: 1

2918 false 877 862.4798 861.4742 1 -1.92 315.17 26.33
15.2 
(M:15.2) 1 6 1 K.VESIMKR.T

2919 true 877 1334.7472 1333.7292 1 8.05 279.96 29.33
48.2 
(M:48.2) 1 1 0 K.YAVTTGDHGIIR.T Dimethyl:2H(4): 1



2920 false 878 860.5089 859.5068 1 -6.11 457.14 26.17
18.9 
(M:18.9) 1 6 1 R.FVKWPR.Y Dimethyl: 3

2921 true 878 860.5089 859.5065 1 -5.73 527.69 26.17
30.3 
(M:30.3) 2 1 0 R.DIQSLPR.N Dimethyl:2H(4): 1

2922 true 878 1342.719 1341.7041 1 5.65 328.34 29.33
21.7 
(M:21.7) 1 1 0 R.QYESLPATHIR.G Dimethyl: 1

2923 true 878 1582.8739 1581.8614 1 3.28 175.72 26.67
44.5 
(M:44.5) 1 99.57 1 1 K.NPLPTKETIEQEK.Q Dimethyl: 1, 13

2924 true 878 1662.7982 1661.7798 1 6.72 267.73 29
52.1 
(M:52.1) 1 1 1 R.AAFQQYEESSYRR.L Dimethyl: 1

2925 true 878 1791.8724 1790.8621 1 1.67 145.32 25.5
58.0 
(M:58.0) 1 1 1 K.RPAEDMEEEQAFKR.S Dimethyl: 1, 13

2926 true 879 925.4998 924.4967 1 -4.49 134.25 27.67
17.2 
(M:17.2) 1 1 0 K.INFTENR.A Dimethyl:2H(4): 1



2927 false 880 1315.7631 1314.7395 1 12.39 270.32 27
15.7 
(M:15.7) 1 7 0 K.TIEGLQEGSLLK.V Dimethyl: 12

2928 true 880 1315.7631 1314.766 1 -7.74 286.77 27
25.7 
(M:25.7) 1 1 1 K.GKGEFAIRPEK.K Dimethyl: 1, 2, 11

2929 true 880 1442.7877 1441.7678 1 8.77 308.39 29.5
20.7 
(M:20.7) 1 1 0 R.QLAVYSQHEALR.S Dimethyl: 1

2930 true 881 732.4496 731.433 1 12.76 296.07 27.67
35.5 
(M:35.5) 1 1 0 K.GVPLYR.H Dimethyl: 1

2931 true 881 952.4743 951.4848 1 -18.6 87.87 27.67
19.9 
(M:19.9) 1 1 0 R.VMEYINR.L Dimethyl: 1

2932 true 882 736.4737 735.4581 1 11.26 347.29 27.67
35.5 
(M:35.5) 1 1 0 K.GVPLYR.H Dimethyl:2H(4): 1

2933 false 882 894.5604 893.5335 1 21.95 516.94 26.33
15.2 
(M:15.2) 1 3 0 K.VIDPVAPR.Y Dimethyl: 1



2934 true 882 894.5604 893.5673 1 -15.94 569.93 26.33
23.1 
(M:23.1) 1 1 0 K.SDLISAPK.K Dimethyl:2H(4): 1, 8

2935 true 882 1865.9302 1864.9167 1 3.37 172.66 25.33
20.2 
(M:20.2) 1 1 1 K.QTAEKQEFEVTENTR.N Dimethyl: 1, 5

2936 true 883 744.4755 743.4615 1 8.97 272.08 27.67
31.8 
(M:31.8) 2 1 0 R.VTIMPK.D Dimethyl: 1, 6

2937 true 883 1864.1248 1863.0717 1 24.58 201.53 26.33
24.6 
(M:24.6) 1 1 1 K.EQIVPKPEEEVAQKK.K Dimethyl: 1, 6, 14, 15

2938 true 884 994.5549 993.5607 1 -13.2 136.28 27.67
25.3 
(M:25.3) 1 1 0 K.LLEELGHR.L Dimethyl: 1

2939 true 884 1000.5679 999.5713 1 -10.66 131.26 27.17
35.5 
(M:35.5) 3 1 0 K.AVDSQILAR.I Dimethyl: 1

2940 true 884 1037.5133 1036.5161 1 -9.74 180.54 25.33
38.3 
(M:38.3) 1 1 0 R.AMELEQER.K Dimethyl:2H(4): 1



2941 false 884 1207.7478 1206.7172 1 19.33 230.67 28.5
15.7 
(M:15.7) 1 4 1 R.LAADVGKAGADR.E Dimethyl:2H(4): 1, 7

2942 false 884 1207.7478 1206.7274 1 10.87 249.38 28.5
16.3 
(M:16.3) 1 3 1 R.LKIDFGEVAR.A Dimethyl:2H(4): 1; Dimethyl: 2

2943 false 884 1207.7478 1206.7172 1 19.33 230.67 28.5
15.7 
(M:15.7) 1 4 1 R.LAADVGKAGADR.E Dimethyl:2H(4): 1, 7

2944 true 884 1207.7478 1206.7212 1 16 248.04 28.5
74.7 
(M:74.7) 1 1 0 R.IGAEVYHNLK.N Dimethyl:2H(4): 1, 10

2945 true 884 1389.7642 1388.7412 1 11.31 299.11 27.67
43.7 
(M:43.7) 1 1 0 R.IQTQPGYANTLR.Q Dimethyl: 1

2946 true 884 1880.187 1879.1721 1 4.04 271.6 26.33
67.3 
(M:67.3) 1 1 1 K.EQIVPKPEEEVAQKK.K Dimethyl:2H(4): 1, 6, 14, 15

2947 true 885 751.4748 750.4752 1 -10.26 348.87 27.33
16.9 
(M:16.9) 1 1 0 K.APGIIPR.I Dimethyl: 1



2948 false 885 1424.8461 1423.8147 1 16.92 310.88 29.83
17.5 
(M:17.5) 1 5 1 K.VGVEAKQPNSAIR.K Dimethyl: 1, 6

2949 true 885 1973.0042 1971.9912 1 2.92 159.52 26.33
68.1 
(M:68.1) 1 1 0 K.HLDSSSNERPDISSIQR.R Dimethyl:2H(4): 1

2950 false 886 1066.5532 1065.5243 1 20.21 276.9 27.67
17.0 
(M:17.0) 1 3 0 K.GTALWEAYR.E

2951 true 886 1066.5532 1065.5529 1 -6.54 202.94 27.67
27.6 
(M:27.6) 1 1 0 R.VEICQAYK.S Carbamidomethyl: 4; Dimethyl: 1, 8

2952 true 886 1248.7569 1247.7288 1 16.63 304.52 28.5
45.9 
(M:45.9) 1 1 0 R.AELPGVHPVAAR.L Dimethyl:2H(4): 1

2953 true 886 1502.882 1501.8617 1 8.66 242.34 29.5
72.7 
(M:72.7) 1 1 1 R.KIDSVLEGHPVPR.Q Dimethyl: 1, 1

2954 false 887 761.4844 760.4847 1 -10 413.36 27.33
19.6 
(M:19.6) 1 3 0 K.VFLAQK.M Dimethyl: 1, 6



2955 true 887 1074.5917 1073.6031 1 -17.39 219.54 27.67
16.4 
(M:16.4) 1 1 0 R.VEICQAYK.S

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 8

2956 true 887 1510.9332 1509.9119 1 9.27 294.54 29.5
62.3 
(M:62.3) 1 1 1 R.KIDSVLEGHPVPR.Q Dimethyl:2H(4): 1, 1

2957 true 887 1991.9697 1990.9531 1 4.7 119.34 26.33
62.6 
(M:62.6) 1 1 0 K.THQQNMEVEQPPIQER.K Dimethyl: 1

2958 true 887 2238.0293 2237.0106 1 5.1 250.99 28.83
53.5 
(M:53.5) 1 1 0 K.MCHSLVGEHGEEQLYGAHR.R Carbamidomethyl: 2; Dimethyl: 1

2959 true 888 1527.8064 1526.7875 1 7.58 198.29 29.33
37.4 
(M:37.4) 1 1 0 R.TATTVEHLAIQCR.S Carbamidomethyl: 12; Dimethyl: 1

2960 true 888 2242.054 2241.0357 1 4.92 251.17 28.83
73.8 
(M:73.8) 1 1 0 K.MCHSLVGEHGEEQLYGAHR.R

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

2961 false 889 807.4481 806.4445 1 -4.5 364 27.5
18.1 
(M:18.1) 1 2 0 R.MLPMQR.V Dimethyl:2H(4): 1



2962 true 889 1531.8373 1530.8126 1 11.38 218.03 29.33
28.3 
(M:28.3) 1 1 0 R.TATTVEHLAIQCR.S

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

2963 true 889 1883.049 1882.0312 1 5.57 311.77 29
30.1 
(M:30.1) 1 1 1 R.RSPNKPLPELNDQYK.A Dimethyl: 1, 5, 15

2964 true 890 1895.1251 1894.1066 1 5.95 259.97 28.83
21.8 
(M:21.8) 1 1 1 R.RSPNKPLPELNDQYK.A Dimethyl:2H(4): 1, 5, 15

2965 true 891 1097.6397 1096.6368 1 -3.99 322.1 26.17
21.0 
(M:21.0) 1 1 0 K.FAELQSPNK.F Dimethyl:2H(4): 1, 9

2966 true 891 1671.8452 1670.8311 1 4.09 302.29 29.33
33.5 
(M:33.5) 1 1 0 -.MHHEELAPLQRPR.Y Acetyl: 1; Oxidation: 1

2967 true 891 2314.1662 2313.1764 1 -7.53 135.9 28.83
63.4 
(M:63.4) 1 1 0

R.HDPPAAGGGGGQPSTGALLQ
SGPPR.C Dimethyl:2H(4): 1

2968 true 892 923.5322 922.5389 1 -15.14 166.44 27.5
32.7 
(M:32.7) 2 1 0 R.YIPPHLR.N Dimethyl: 1



2969 true 892 1549.8607 1548.8463 1 4.6 239.17 31.17
53.0 
(M:53.0) 1 1 0 K.APLQGDHNHLFIR.Q Dimethyl:2H(4): 1

2970 false 893 859.4869 858.4698 1 11.38 367.82 25.67
26.9 
(M:26.9) 1 2 0 K.LIEAEEK.I Dimethyl: 7

2971 true 893 859.4869 858.4811 1 -1.69 372.15 25.67
31.9 
(M:31.9) 1 1 0 R.LTIAEER.D Dimethyl: 1

2972 true 893 927.5629 926.564 1 -8.98 218.46 27.5
27.3 
(M:27.3) 1 1 0 R.YIPPHLR.N Dimethyl:2H(4): 1

2973 true 893 1360.5657 1359.5765 1 -13.31 190.25 25.17
17.0 
(M:17.0) 1 1 0 K.NCNDFQYESK.V Carbamidomethyl: 2; Dimethyl: 1, 10

2974 false 894 863.5141 862.495 1 13.77 99.54 25.67
26.4 
(M:26.4) 1 2 0 K.LIEAEEK.I Dimethyl:2H(4): 1

2975 false 894 863.5141 862.5062 1 0.76 399.25 25.67
18.5 
(M:18.5) 1 9 1 K.AAEEKQK.A Dimethyl:2H(4): 1; Dimethyl: 7



2976 true 894 863.5141 862.5062 1 0.76 420.39 25.67
35.8 
(M:35.8) 1 1 0 R.LTIAEER.D Dimethyl:2H(4): 1

2977 false 894 1011.5935 1010.5985 1 -12.1 163.15 29
17.3 
(M:17.3) 1 2 1 K.QRPDKGVR.A Dimethyl: 1, 5

2978 false 894 1205.5734 1204.5823 1 -13.43 247.87 26.33
15.4 
(M:15.4) 1 2 0 K.EEGLSEETQK.A Dimethyl: 1, 10

2979 false 895 906.4909 905.4971 1 -14.78 179.6 25.83
16.5 
(M:16.5) 1 8 1 R.AKNDQFK.Q Dimethyl: 2, 7

2980 false 895 1026.5981 1025.5869 1 3.8 267.3 29
19.1 
(M:19.1) 1 2 1 K.VDGRVVEPK.R Dimethyl: 9

2981 true 895 1026.5981 1025.5869 1 3.8 196.41 29
22.9 
(M:22.9) 1 1 0 R.AATPLQIER.W Dimethyl: 1

2982 false 895 1026.5981 1025.5869 1 3.8 267.3 29
19.1 
(M:19.1) 1 2 1 K.VDGRVVEPK.R Dimethyl: 9



2983 true 895 1326.7446 1325.7377 1 -0.31 121.78 27.83
17.5 
(M:17.5) 1 1 0 K.KPLMTAEVPER.T Dimethyl: 1, 1

2984 true 895 1810.7455 1809.774 1 -19.76 160.71 30.67
16.5 
(M:16.5) 1 1 0 K.HAEFESQCAQYAADR.R Carbamidomethyl: 8; Dimethyl: 1

2985 true 895 2396.1022 2395.0797 1 6.35 216.22 27
62.0 
(M:62.0) 2 1 0

R.SHTGERPFQCNQCGASFTQK.
G

Carbamidomethyl: 10, 13; Dimethyl: 1, 
20

2986 true 895 2396.1022 2395.0797 1 6.35 216.22 27
62.0 
(M:62.0) 2 1 0

R.SHTGERPFQCNQCGASFTQK.
G

Carbamidomethyl: 10, 13; Dimethyl: 1, 
20

2987 true 896 736.466 735.4531 1 7.61 252.02 29.17
20.6 
(M:20.6) 1 1 0 K.YLGLSK.D Dimethyl: 1, 6

2988 true 896 1510.7809 1509.7482 1 16.82 279.48 28.5
67.8 
(M:67.8) 1 1 0 K.SPAHCELMAGHLR.N

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

2989 true 896 1703.8571 1702.8433 1 3.83 119.8 27.83
83.5 
(M:83.5) 1 1 0 R.LCQLCQGSGGIPPER.C

Carbamidomethyl: 2, 5; 
Dimethyl:2H(4): 1



2990 true 897 717.4215 716.4159 1 -2.29 292.26 27.17
24.0 
(M:24.0) 1 1 0 K.YYALR.N Dimethyl:2H(4): 1

2991 false 897 717.4215 716.4003 1 19.44 258.78 27.17
16.2 
(M:16.2) 1 3 0 K.CVAAIR.Q Carbamidomethyl: 1; Dimethyl: 1

2992 true 897 1107.5501 1106.5356 1 6.45 169.5 25.5
35.3 
(M:35.3) 1 1 0 R.NVIDYNGER.T Dimethyl: 1

2993 true 897 1224.5493 1223.5393 1 2.22 180.21 26.5
50.1 
(M:50.1) 1 1 0 R.YCDAVFHER.Y Carbamidomethyl: 2; Dimethyl: 1

2994 true 897 2490.2969 2489.2737 1 6.41 187.19 29.5
17.7 
(M:17.7) 1 1 0

K.HGEVCPAGWKPGSDTIKPDV
QK.S

Carbamidomethyl: 5; Dimethyl: 10, 17, 
22

2995 true 898 727.4108 726.4065 1 -4.06 276.83 27.33
24.5 
(M:24.5) 1 1 0 R.FIYTR.E Dimethyl: 1

2996 false 898 727.4108 726.3962 1 9.98 257.55 27.33
19.1 
(M:19.1) 2 4 1 R.DKYNR.I Dimethyl:2H(4): 1



2997 true 898 1109.702 1108.6968 1 -1.93 409.29 27.33
37.3 
(M:37.3) 2 1 0 R.VVLIGGKPDR.V Dimethyl: 1, 7

2998 true 898 1157.6637 1156.658 1 -1.31 381.87 26.5
87.7 
(M:87.7) 1 1 0 K.ALAAGGYDVEK.N Dimethyl:2H(4): 1, 11

2999 true 898 1157.6637 1156.658 1 -1.31 381.87 26.5
87.7 
(M:87.7) 1 1 0 K.ALAAGGYDVEK.N Dimethyl:2H(4): 1, 11

3000 true 898 1649.6545 1648.661 1 -8.34 203.26 25.17
86.1 
(M:86.1) 2 1 0 R.ICDECNYGSYQGR.C Carbamidomethyl: 2, 5; Dimethyl: 1

3001 true 899 1151.686 1150.6863 1 -6.57 411.91 27.33
23.9 
(M:23.9) 1 1 0 R.IFAPNHVVAK.S Dimethyl: 1, 10

3002 true 899 1216.6666 1215.6761 1 -13.79 94.23 25.5
28.5 
(M:28.5) 1 1 0 R.IQETQAELPR.G Dimethyl:2H(4): 1

3003 false 899 1216.6666 1215.6686 1 -7.59 114.44 25.5
17.0 
(M:17.0) 1 4 0 R.SLLAGFPVCPK.V Carbamidomethyl: 9; Dimethyl: 11



3004 true 899 1653.6781 1652.6861 1 -9.25 171.43 25.17
49.9 
(M:49.9) 1 1 0 R.ICDECNYGSYQGR.C

Carbamidomethyl: 2, 5; 
Dimethyl:2H(4): 1

3005 true 899 2051.1204 2050.1059 1 3.55 163.08 27.83
116.1 
(M:116.1) 2 1 0 K.IIQETSLAPPKPSENNTR.R Dimethyl: 1, 11

3006 false 900 731.436 730.4316 1 -3.9 357.92 27.33
15.4 
(M:15.4) 1 4 0 K.FITYR.S Dimethyl:2H(4): 1

3007 false 900 731.436 730.4316 1 -3.9 340.78 27.33
23.4 
(M:23.4) 1 2 0 R.FIYTR.E Dimethyl:2H(4): 1

3008 true 900 907.4919 906.4923 1 -8.43 101.45 30.83
24.4 
(M:24.4) 1 1 0 K.NFSLAATR.S Dimethyl: 1

3009 true 900 1172.6857 1171.6764 1 1.78 146.72 27.5
16.9 
(M:16.9) 1 1 0 K.ILAHNNFVGR.L Dimethyl:2H(4): 1

3010 true 901 1039.5789 1038.5611 1 10.2 237.58 29.67
34.2 
(M:34.2) 1 1 0 R.QIPFHDVR.F Dimethyl: 1



3011 true 901 1096.6589 1095.6764 1 -22.59 441.47 29.17
17.5 
(M:17.5) 1 1 1 R.SSPAKKPGLR.K Dimethyl: 5, 6

3012 true 901 1263.5937 1262.5747 1 9.25 138.21 25.67
48.8 
(M:48.8) 1 1 0 R.AECMLQQAER.L Carbamidomethyl: 3; Dimethyl: 1

3013 false 901 2271.2901 2270.2609 1 9.64 261.36 26.5
18.4 
(M:18.4) 1 5 1 K.LHCFQTLTGIKFVVLADPR.Q Carbamidomethyl: 3; Dimethyl: 1, 11

3014 true 902 1043.598 1042.5862 1 4.34 298.74 29.67
45.9 
(M:45.9) 1 1 0 R.QIPFHDVR.F Dimethyl:2H(4): 1

3015 true 902 1267.6153 1266.5998 1 6.48 145.29 25.67
46.9 
(M:46.9) 1 1 0 R.AECMLQQAER.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

3016 true 902 1417.7677 1416.7623 1 -1.29 356.15 26.33
59.5 
(M:59.5) 1 1 0 K.DGQVIGIGAGQQSR.I Dimethyl:2H(4): 1

3017 true 902 1730.7656 1729.74 1 10.63 109.75 25.33
62.5 
(M:62.5) 1 1 0 R.ELVSCSNCTDYQAR.R Carbamidomethyl: 5, 8; Dimethyl: 1



3018 true 902 1746.9231 1745.8784 1 21.43 273.84 28.67
48.2 
(M:48.2) 1 1 0 R.VVQHFVHCIETHGR.N Carbamidomethyl: 8; Dimethyl: 1

3019 true 902 2285.3063 2284.3379 1 -17.02 172.25 26.67
24.1 
(M:24.1) 1 36.99 1 1 R.KPVRPHVIEKSSEVRPVGSK.M Dimethyl: 1, 20

3020 true 903 968.4872 967.4876 1 -7.89 162.08 30.83
43.4 
(M:43.4) 2 1 0 R.NGYGFINR.N Dimethyl: 1

3021 false 903 1130.5832 1129.5992 1 -20.61 353.53 29.67
22.5 
(M:22.5) 1 2 1 R.ASYHRLLDR.I

3022 true 903 1201.6583 1200.6503 1 0.62 147.68 27.5
21.8 
(M:21.8) 1 1 0 R.GSTAPVGGGAFPK.I Dimethyl: 1, 13

3023 true 903 1424.7244 1423.7242 1 -4.96 391.79 26.67
36.4 
(M:36.4) 1 1 0 K.ALQHCEELIQR.Y Carbamidomethyl: 5; Dimethyl: 1

3024 true 903 1734.7593 1733.7651 1 -7.55 147.53 25.33
47.6 
(M:47.6) 1 1 0 R.ELVSCSNCTDYQAR.R

Carbamidomethyl: 5, 8; 
Dimethyl:2H(4): 1



3025 true 903 2289.4001 2288.363 1 12.99 155.96 26.5
16.7 
(M:16.7) 1 50 1 1 R.KPVRPHVIEKSSEVRPVGSK.M Dimethyl:2H(4): 1; Dimethyl: 20

3026 false 904 1137.5697 1136.5615 1 0.85 413.1 29.5
16.5 
(M:16.5) 1 2 0 R.YEFSSHIAR.G Dimethyl: 1

3027 true 904 1456.7263 1455.7358 1 -11.54 364.68 26.83
53.9 
(M:53.9) 1 1 0 M.THQYPALTAEQK.K Acetyl: 1; Dimethyl: 12

3028 true 904 1769.774 1768.7864 1 -11.14 107.16 25.17
35.8 
(M:35.8) 1 1 1 K.SEYGDREESALNSER.M Dimethyl: 1

3029 true 905 837.3978 836.3851 1 6.51 385.14 27.83
24.9 
(M:24.9) 1 1 0 R.GFSDMPR.R Dimethyl: 1

3030 true 905 1141.6084 1140.5866 1 12.73 327.97 29.5
25.0 
(M:25.0) 1 1 0 R.YEFSSHIAR.G Dimethyl:2H(4): 1

3031 true 905 1459.7177 1458.7231 1 -8.65 380.58 26.17
46.0 
(M:46.0) 1 1 0 R.QEYAHFDSDVGK.H Dimethyl:2H(4): 1, 12



3032 true 906 1008.4702 1007.4647 1 -1.78 222.4 30.83
16.1 
(M:16.1) 1 1 0 K.CAQYWPR.K Carbamidomethyl: 1; Dimethyl: 1

3033 true 906 1188.6362 1187.6121 1 14.18 161.73 29.5
19.3 
(M:19.3) 1 1 0 R.VVHIMDFQR.G Oxidation: 5; Dimethyl: 1

3034 true 906 1381.7614 1380.7613 1 -5.17 180.16 25.5
59.3 
(M:59.3) 1 1 0 K.VLEEANQAINPK.L Dimethyl: 1, 12

3035 true 906 1911.8079 1910.8381 1 -19.65 192.27 25.33
49.7 
(M:49.7) 1 1 0 K.TQEPHVEEDDDELDGK.L Dimethyl: 1, 16

3036 true 907 1364.7568 1363.7401 1 6.89 355.81 27.33
44.8 
(M:44.8) 2 1 0 K.YFHPPAHLQAK.I Dimethyl: 1, 11

3037 true 907 1387.8625 1386.8269 1 20.41 606.67 29
23.0 
(M:23.0) 1 1 1 R.SLNAKAVVAALMK.A Oxidation: 12; Dimethyl: 1, 13

3038 true 907 1504.7726 1503.7794 1 -9.38 237.39 26.17
44.5 
(M:44.5) 1 1 1 R.FREALGDAQQSVR.L Dimethyl: 1



3039 false 907 1504.7726 1503.7943 1 -19.3 239.38 26.17
17.0 
(M:17.0) 1 3 1 K.AADAEAEVASLNRR.I Dimethyl:2H(4): 1

3040 true 907 2536.2897 2535.2751 1 2.87 181.95 26.67
119.7 
(M:119.7) 1 1 1

K.LMELHGEGGGAGKPSGDEAG
AKVER.A Dimethyl: 1, 13, 22

3041 true 909 903.4949 902.5073 1 -21.73 208.72 26.5
32.0 
(M:32.0) 1 1 0 K.DNITVASK.L Dimethyl: 1, 8

3042 false 909 903.4949 902.4709 1 18.55 245.09 26.5
20.4 
(M:20.4) 1 3 0 K.DNAESALK.K Dimethyl: 1, 8

3043 true 909 1212.5269 1211.5176 1 1.74 205.23 27.17
64.7 
(M:64.7) 3 1 0 R.SGQGAFGNMCR.G Carbamidomethyl: 10; Dimethyl: 1

3044 true 909 1346.7218 1345.7118 1 2.06 339.63 29.17
35.2 
(M:35.2) 1 1 0 R.NFGSYVTHETK.H Dimethyl:2H(4): 1, 11

3045 false 910 907.5184 906.5324 1 -23.5 143.84 26.5
32.7 
(M:32.7) 1 2 0 K.DNITVASK.L Dimethyl:2H(4): 1; Dimethyl: 8



3046 false 910 907.5184 906.5073 1 4.22 111.48 26.5
18.0 
(M:18.0) 1 5 0 K.DGNILTSR.G Dimethyl:2H(4): 1

3047 false 910 907.5184 906.496 1 16.6 155.51 26.5
17.2 
(M:17.2) 1 6 0 K.DNAESALK.K Dimethyl:2H(4): 1; Dimethyl: 8

3048 true 910 1216.5525 1215.5427 1 2.08 185.72 27.17
64.2 
(M:64.2) 3 1 0 R.SGQGAFGNMCR.G

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

3049 true 911 936.4562 935.4535 1 -4.88 116.94 28
37.9 
(M:37.9) 2 1 0 K.MPSAEFAR.I Dimethyl: 1

3050 true 911 1229.7033 1228.6928 1 2.66 241.12 27.17
34.9 
(M:34.9) 1 1 1 R.EYTINIHKR.I Dimethyl: 1, 8

3051 true 911 1254.7716 1253.7583 1 4.79 141.04 30.83
15.1 
(M:15.1) 1 1 1 K.NRAPLDLYTK.T Dimethyl:2H(4): 1, 10

3052 true 911 1437.7969 1436.7949 1 -3.63 265.77 25.67
45.5 
(M:45.5) 1 1 0 K.EAPPMEKPEVVK.T Dimethyl: 1, 7, 12



3053 true 911 2028.1527 2027.1565 1 -5.47 344.97 28.5
15.6 
(M:15.6) 1 1 1

R.QGAIVAVTGDGVNDSPALKK.
A Dimethyl:2H(4): 19; Dimethyl: 1, 20

3054 true 911 2346.9725 2345.9819 1 -7.07 113.93 25.33
144.1 
(M:144.1) 1 1 0

R.DPTAYCYTQQGTQGSAGGDD
AR.G Carbamidomethyl: 6; Dimethyl: 1

3055 true 912 940.4848 939.4786 1 -1.17 121.33 28
40.5 
(M:40.5) 2 1 0 K.MPSAEFAR.I Dimethyl:2H(4): 1

3056 false 912 972.5514 971.5586 1 -14.9 187.95 26.67
15.5 
(M:15.5) 1 7 0 K.NMLRPTGK.V Dimethyl: 1, 8

3057 true 912 972.5514 971.54 1 4.26 148.57 26.67
47.7 
(M:47.7) 2 1 0 K.NLQVSEVR.I Dimethyl: 1

3058 true 912 1549.7646 1548.7305 1 17.3 257.69 29.17
70.9 
(M:70.9) 1 1 0 K.CYSCGEFGHIQK.D

Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1, 12

3059 true 912 2350.9959 2350.007 1 -7.81 161.57 25.33
146.2 
(M:146.2) 1 1 0

R.DPTAYCYTQQGTQGSAGGDD
AR.G

Carbamidomethyl: 6; Dimethyl:2H(4): 
1



3060 true 913 1449.8762 1448.8702 1 -0.87 283.07 25.67
33.8 
(M:33.8) 1 1 0 K.EAPPMEKPEVVK.T Dimethyl:2H(4): 1, 7, 12

3061 false 913 1689.8799 1688.888 1 -9.07 334.15 27.33
15.1 
(M:15.1) 1 4 1 R.QATKDAGTIAGLNVMR.I Oxidation: 15; Dimethyl: 1

3062 false 914 1365.7873 1364.804 1 -17.55 387.49 31.17
17.1 
(M:17.1) 1 3 1 K.AVIFCLSPDKK.C

Carbamidomethyl: 5; Dimethyl:2H(4): 
1; Dimethyl: 10, 11

3063 true 914 1450.7186 1449.71 1 0.9 377.11 29.5
16.2 
(M:16.2) 1 1 0 R.NTEAVAEAVAEYR.K Dimethyl: 1

3064 true 914 2054.253 2053.2147 1 15.1 322.92 28.5
49.3 
(M:49.3) 1 1 0 K.IINEVSKPMSHHIPVEK.I Dimethyl:2H(4): 1, 7, 17

3065 true 914 2411.0927 2410.1136 1 -11.68 84.41 25.17
18.1 
(M:18.1) 1 1 1

K.AKEQEVEPEEQEEEVANDPR.
L Dimethyl: 1, 2

3066 false 915 760.4681 759.4564 1 5.77 419.72 27.83
15.8 
(M:15.8) 2 3 0 R.VTIMPK.D Oxidation: 4; Dimethyl: 1, 6



3067 true 915 1486.6886 1485.6848 1 -2.36 139.09 25.67
36.7 
(M:36.7) 1 1 1 K.TNYNDRYDEIR.R Dimethyl: 1

3068 true 915 2307.2232 2306.192 1 10.38 416.65 28.5
20.2 
(M:20.2) 1 1 0

K.EGSPHHPHLKPPDYSVAVQR.
S Dimethyl: 1, 10

3069 true 916 1469.7276 1468.7099 1 7.05 433.66 29.5
44.5 
(M:44.5) 1 1 0 K.GPDGYGFHLHGEK.G Dimethyl: 1, 13

3070 true 916 1500.7602 1499.7692 1 -10.83 185.65 25.67
31.7 
(M:31.7) 1 1 1 K.AADAEAEVASLNRR.I Dimethyl: 1

3071 true 916 2554.1178 2553.1303 1 -7.73 40.74 25.33
49.0 
(M:49.0) 1 1 0

M.SAAAQAAEPDPQDGTPGHC
PGPGPAR.D Carbamidomethyl: 19; Acetyl: 1

3072 false 917 748.4336 747.4201 1 8.43 370.82 27.33
19.1 
(M:19.1) 1 8 1 K.MEEKK.A Dimethyl: 1, 4, 5

3073 false 917 748.4336 747.4201 1 8.43 351.78 27.33
25.2 
(M:25.2) 1 3 1 R.EMEKK.R Dimethyl: 1, 4, 5



3074 false 917 748.4336 747.4279 1 -2.08 353.87 27.33
30.9 
(M:30.9) 1 2 0 R.FLEGVR.N Dimethyl: 1

3075 false 917 748.4336 747.4127 1 18.31 312.88 27.33
17.1 
(M:17.1) 1 9 1 K.SSKDVGK.W Dimethyl: 7

3076 false 917 748.4336 747.4201 1 8.43 370.82 27.33
19.1 
(M:19.1) 1 8 1 K.MEEKK.E Dimethyl: 1, 4, 5

3077 false 917 1047.593 1046.5794 1 6.04 392 28.67
16.5 
(M:16.5) 1 2 0 K.TCGLINSVK.F Carbamidomethyl: 2; Dimethyl: 1, 9

3078 true 917 1276.6449 1275.6394 1 -1.35 229.45 27.33
72.3 
(M:72.3) 2 1 0 R.FACHSASLTVR.N Carbamidomethyl: 3; Dimethyl: 1

3079 true 917 1477.771 1476.7601 1 2.41 401.27 29.5
20.1 
(M:20.1) 1 1 0 K.GPDGYGFHLHGEK.G Dimethyl:2H(4): 1, 13

3080 true 917 1502.6994 1501.7049 1 -8.51 125.02 26
48.6 
(M:48.6) 1 1 0 K.EFHLNESGDPSSK.S Dimethyl: 1, 13



3081 true 917 1861.9627 1860.9516 1 2.06 217.56 31.33
91.3 
(M:91.3) 3 1 1 K.NQVAMNPTNTVFDAKR.L Dimethyl: 1, 15

3082 false 918 1063.6043 1062.611 1 -13.19 150.68 28
20.0 
(M:20.0) 1 4 1 R.EKLEAEEK.E Dimethyl:2H(4): 2; Dimethyl: 1, 8

3083 false 918 1063.6043 1062.6223 1 -23.75 241.4 28
18.8 
(M:18.8) 1 5 1 R.QLKGLEDTK.S Dimethyl:2H(4): 1

3084 false 918 1063.6043 1062.6223 1 -23.75 241.4 28
18.8 
(M:18.8) 1 5 1 R.QLKGLEDTK.S Dimethyl:2H(4): 1

3085 false 918 1063.6043 1062.5971 1 -0.1 216.73 28
38.8 
(M:38.8) 2 79.44 2 1 K.AKQALESER.A Dimethyl:2H(4): 2

3086 true 919 777.452 776.4466 1 -2.38 379.76 26.33
40.9 
(M:40.9) 2 99.1 1 1 R.AMDKLK.D Oxidation: 2; Dimethyl: 1, 6

3087 false 919 787.4223 786.4236 1 -10.9 220.12 25.33
16.6 
(M:16.6) 1 2 0 K.EVDQLR.L Dimethyl: 1



3088 true 919 1071.5626 1070.5509 1 4.1 211.88 27.83
63.7 
(M:63.7) 2 1 0 R.EAEAAIFHR.Q Dimethyl: 1

3089 true 920 794.3954 793.397 1 -11.24 279.22 25.33
32.7 
(M:32.7) 1 1 0 R.EIFDSR.G Dimethyl: 1

3090 true 920 852.495 851.4837 1 4.75 558.62 29.17
16.6 
(M:16.6) 1 1 0 R.NLMSVTR.I Dimethyl:2H(4): 1

3091 true 920 978.5214 977.5117 1 2.54 255.03 27.67
22.5 
(M:22.5) 1 1 0 K.IFNCIQR.A Carbamidomethyl: 4; Dimethyl: 1

3092 false 920 1075.5883 1074.5968 1 -14.68 182.88 27.83
15.2 
(M:15.2) 1 3 1 R.AVISRTMNR.K Dimethyl: 1

3093 true 920 1075.5883 1074.576 1 4.66 247.63 27.83
50.8 
(M:50.8) 1 1 0 R.EAEAAIFHR.Q Dimethyl:2H(4): 1

3094 true 920 1799.9217 1798.9123 1 1.15 164.55 25.5
54.9 
(M:54.9) 1 1 1 K.RPAEDMEEEQAFKR.S Dimethyl:2H(4): 1, 13



3095 true 921 835.4188 834.4092 1 2.83 321.28 25.33
16.7 
(M:16.7) 1 1 0 -.MGCGLNK.L Carbamidomethyl: 3; Dimethyl: 1, 7

3096 true 921 982.5426 981.5368 1 -1.47 292.87 27.67
28.1 
(M:28.1) 1 1 0 K.IFNCIQR.A

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

3097 true 921 1087.6282 1086.6161 1 4.43 231.76 27.83
17.7 
(M:17.7) 1 1 0 K.VNNFSSDIK.D Dimethyl:2H(4): 1, 9

3098 true 921 1342.6712 1341.6789 1 -11.17 289.88 30.5
78.8 
(M:78.8) 1 1 0 R.NQNHDTFLAVR.Y Dimethyl: 1

3099 true 922 800.4647 799.4552 1 2.74 178.48 30.83
19.1 
(M:19.1) 1 1 0 R.VIATGSPR.L

3100 true 922 1506.7558 1505.7391 1 6.29 155.7 27
51.3 
(M:51.3) 1 1 0 R.HFDGAYAYQNEK.E Dimethyl:2H(4): 1, 12

3101 true 922 1904.9744 1903.959 1 4.29 363.32 29.67
84.3 
(M:84.3) 2 1 0 R.LVHADFTPSSGSTYACK.V

Carbamidomethyl: 16; Dimethyl:2H(4): 
1, 17



3102 true 923 911.5297 910.5174 1 5.52 79.67 30.83
21.1 
(M:21.1) 1 1 0 K.NFSLAATR.S Dimethyl:2H(4): 1

3103 false 923 962.5309 961.5267 1 -3.1 171.82 26.33
15.6 
(M:15.6) 1 10 1 R.IEEIMKR.T Oxidation: 5; Dimethyl: 1

3104 false 923 962.5309 961.5233 1 0.4 170.56 26.33
17.6 
(M:17.6) 1 6 0 R.QIGADFQK.G Dimethyl: 1, 8

3105 true 923 1873.937 1872.9218 1 4.26 241.4 25.5
16.7 
(M:16.7) 1 1 1 K.VLSKEFHLNESGDPSSK.S

3106 true 924 872.4033 871.4076 1 -13.21 365.43 25.33
20.2 
(M:20.2) 1 1 0 K.EYVDYR.E Dimethyl: 1

3107 false 924 872.4033 871.4076 1 -13.21 373.3 25.33
15.4 
(M:15.4) 1 2 0 R.VYEDYR.L Dimethyl: 1

3108 false 924 970.5635 969.5607 1 -4.67 239.33 27.33
19.1 
(M:19.1) 1 5 0 K.LQAAANNLK.K Dimethyl: 1



3109 false 924 1043.6253 1042.6073 1 10.29 278.31 27.67
18.8 
(M:18.8) 1 10 0 R.NGVGEPGLLR.R Dimethyl:2H(4): 1

3110 false 924 1043.6253 1042.6274 1 -8.98 133.57 27.67
23.4 
(M:23.4) 2 50 4 1 K.KDEEIIIK.D Dimethyl: 1, 8

3111 true 924 1448.8219 1447.8147 1 -0.08 307.17 27.33
34.6 
(M:34.6) 2 1 0 K.QPPIQSTAGAVPVR.N Dimethyl: 1

3112 false 924 1448.8219 1447.7956 1 13.1 213.06 27.33
19.5 
(M:19.5) 1 50 2 1 K.KTVETEAVQMLK.D Oxidation: 10; Dimethyl: 1, 12

3113 true 924 1541.7154 1540.6803 1 18.06 295.59 29.17
76.8 
(M:76.8) 1 1 0 K.CYSCGEFGHIQK.D

Carbamidomethyl: 1, 4; Dimethyl: 1, 
12

3114 false 925 1612.9532 1611.927 1 11.77 254.03 29.17
26.5 
(M:26.5) 1 66.87 2 1 K.MKLGVQVVITDPEK.L Dimethyl: 1, 14

3115 false 925 1612.9532 1611.9796 1 -20.88 434.29 29.17
19.3 
(M:19.3) 1 5 1 K.AKLVILANNCPALR.K

Carbamidomethyl: 10; Dimethyl:2H(4): 
2; Dimethyl: 1



3116 true 925 1767.889 1766.8734 1 4.74 155.31 27.83
101.0 
(M:101.0) 1 1 0 K.IGGCTQQDVELHVQR.I Carbamidomethyl: 4; Dimethyl: 1

3117 false 926 903.502 902.4961 1 -1.52 170.38 25.33
23.4 
(M:23.4) 1 3 0 K.LSEEELK.Q Dimethyl: 1, 7

3118 true 926 903.502 902.5147 1 -22.13 200.43 25.33
24.0 
(M:24.0) 1 1 0 K.MLLEEIK.A Dimethyl: 7

3119 true 926 903.502 902.5147 1 -22.13 200.43 25.33
24.0 
(M:24.0) 1 1 0 R.MLLEELK.S Dimethyl: 7

3120 false 926 997.5086 996.4851 1 16.2 254.13 26.33
19.7 
(M:19.7) 1 5 1 K.YSCHFKK.G Carbamidomethyl: 3; Dimethyl: 7

3121 false 926 997.5086 996.4764 1 24.96 277.31 26.33
16.3 
(M:16.3) 1 7 1 K.EDSTDFKK.L Dimethyl: 8

3122 true 926 1039.5398 1038.5498 1 -16.65 204.05 30.83
28.1 
(M:28.1) 1 1 0 R.NYAQVFNK.L Dimethyl: 1, 8



3123 true 926 1476.7626 1475.7521 1 2.2 361.53 27.33
36.2 
(M:36.2) 2 1 1 R.GGNRFEPYANPAK.R Dimethyl: 1, 13

3124 true 926 1771.9166 1770.8985 1 6.14 164.74 27.83
67.7 
(M:67.7) 1 1 0 K.IGGCTQQDVELHVQR.I

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

3125 true 926 1926.957 1925.9443 1 2.81 127.87 25.5
17.0 
(M:17.0) 1 1 0 R.VVQVSAGDSHTAALTDDGR.V Dimethyl: 1

3126 true 927 937.5222 936.5119 1 3.22 215.35 29.67
46.5 
(M:46.5) 1 1 0 K.FAEHVFR.T Dimethyl:2H(4): 1

3127 true 927 1082.6463 1081.6335 1 5.12 330.24 27.5
20.5 
(M:20.5) 1 1 0 R.IVHFAPGPGR.F Dimethyl:2H(4): 1

3128 true 928 945.5223 944.5226 1 -7.93 176.09 29.67
15.4 
(M:15.4) 1 1 1 -.MAANRNLK.Q Dimethyl: 8

3129 true 928 1158.7001 1157.6896 1 2.8 505.54 29.17
19.0 
(M:19.0) 1 1 0 K.QYTGINAISK.K Dimethyl:2H(4): 1, 10



3130 true 928 1178.7083 1177.6931 1 6.68 208.61 27.67
81.9 
(M:81.9) 2 1 0 R.VLIAAHGNSLR.G Dimethyl: 1

3131 true 928 1596.8889 1595.877 1 2.88 226.17 26.83
69.4 
(M:69.4) 1 1 1 K.NPLPSKETIEQEK.Q Dimethyl: 1, 6, 13

3132 true 929 959.5389 958.531 1 0.63 212.54 29.67
34.6 
(M:34.6) 1 1 0 R.VMEHFIK.L Dimethyl: 1, 7

3133 false 929 959.5389 958.5131 1 19.33 245.77 29.67
18.7 
(M:18.7) 1 5 1 K.VGMLNGGRR.I

3134 true 929 1067.5835 1066.5771 1 -0.78 266.62 26.33
20.6 
(M:20.6) 1 1 0 K.ELVLSAHDR.A Dimethyl: 1

3135 true 929 1182.732 1181.7182 1 5.51 141.07 27.67
71.2 
(M:71.2) 2 1 0 R.VLIAAHGNSLR.G Dimethyl:2H(4): 1

3136 true 929 1566.8122 1565.8063 1 -0.86 273.05 27.33
60.9 
(M:60.9) 2 1 0 R.SIFHHIQSAQSQR.S Dimethyl: 1



3137 true 929 1608.9663 1607.9524 1 4.13 205.44 26.83
84.0 
(M:84.0) 1 1 1 K.NPLPSKETIEQEK.Q Dimethyl:2H(4): 1, 6, 13

3138 true 929 2059.1574 2058.1561 1 -2.9 149.5 27.83
44.6 
(M:44.6) 1 1 0 K.IIQETSLAPPKPSENNTR.R Dimethyl:2H(4): 1, 11

3139 true 930 967.5902 966.5812 1 1.71 216.11 29.67
42.3 
(M:42.3) 2 1 0 R.VMEHFIK.L Dimethyl:2H(4): 1, 7

3140 true 930 1033.4881 1032.491 1 -9.81 215.68 25.33
33.3 
(M:33.3) 1 1 0 R.AMELEQER.K Dimethyl: 1

3141 true 932 1739.8416 1738.8236 1 6.16 185.05 26.67
19.5 
(M:19.5) 1 1 0 K.EQPEERPTFEYMK.S Dimethyl: 1, 13

3142 true 933 1645.967 1644.9563 1 2.06 289.53 27.33
42.2 
(M:42.2) 1 1 0 K.IVAAITDSPKPPPQR.I Dimethyl: 1, 10

3143 true 934 1238.731 1237.7071 1 13.46 174.89 29.33
44.5 
(M:44.5) 1 1 1 R.KQVFDQYVK.T Dimethyl: 1, 1, 9



3144 false 935 715.41 714.3912 1 16.1 165.19 25.67
24.3 
(M:24.3) 1 7 0 R.TPEGAGK.T Dimethyl: 1, 7

3145 true 935 1196.5351 1195.5357 1 -6.61 124.57 25.5
35.5 
(M:35.5) 1 1 0 K.EDTEEYNLR.E Dimethyl: 1

3146 true 935 1540.7594 1539.743 1 5.94 222.68 27.5
24.7 
(M:24.7) 1 1 0 K.SQTPGPPGASQWGSR.I Dimethyl: 1

3147 true 935 3083.3824 3082.4113 1 -11.72 268.97 29.17
97.7 
(M:97.7) 1 1 0

R.HTSYTCICGSGENSSVLHYGH
AGAPNDK.T

Carbamidomethyl: 6, 8; 
Dimethyl:2H(4): 1, 28

3148 false 936 835.43 834.4388 1 -19.21 452.28 25.83
15.5 
(M:15.5) 1 6 0 M.GVPAFFR.W Acetyl: 1

3149 true 936 835.43 834.4236 1 -0.95 433.47 25.83
43.9 
(M:43.9) 1 1 0 R.AVDFAER.H Dimethyl: 1

3150 true 936 1200.5603 1199.5608 1 -6.47 69.31 25.5
52.5 
(M:52.5) 1 1 0 K.EDTEEYNLR.E Dimethyl:2H(4): 1



3151 false 936 1547.8996 1546.9083 1 -10.29 359.03 27.67
15.3 
(M:15.3) 1 2 1 R.VIEEGPEPKPRLK.G Dimethyl: 9, 13

3152 true 937 839.4556 838.4487 1 -0.46 399.29 25.83
43.0 
(M:43.0) 1 1 0 R.AVDFAER.H Dimethyl:2H(4): 1

3153 true 937 962.5835 961.5531 1 24.01 424.33 28.83
15.4 
(M:15.4) 1 1 0 K.LMQHIHK.S Dimethyl: 1, 7

3154 true 937 1364.7868 1363.7823 1 -2.08 320.11 29.83
30.8 
(M:30.8) 1 1 0 R.QAILGIHNEVSK.I Dimethyl: 1, 12

3155 true 937 1770.8545 1769.8366 1 5.97 239.68 27.17
111.3 
(M:111.3) 3 1 0 R.TSQSTTQQQYAGMVGR.S Dimethyl: 1

3156 true 937 2163.0299 2161.9846 1 17.56 270 26.5
16.1 
(M:16.1) 1 1 1 R.AYHMVCLDPDMEKAPEGK.W

Carbamidomethyl: 6; Oxidation: 4; 
Dimethyl: 13, 18

3157 false 939 1421.6661 1420.6915 1 -23 221.83 29.67
15.3 
(M:15.3) 1 2 1 K.IGQARNTLMDMR.L Oxidation: 9



3158 true 940 1246.6064 1245.5849 1 11.43 90.81 26
29.9 
(M:29.9) 1 1 0 R.YLSETGMEER.R Dimethyl:2H(4): 1

3159 false 940 1424.8275 1423.7857 1 24.22 390.93 29.83
19.8 
(M:19.8) 1 4 1 R.IMHQTVKDLAPK.C Oxidation: 2; Dimethyl: 12

3160 true 940 1706.9414 1705.9224 1 6.87 233.93 27.67
46.3 
(M:46.3) 1 1 0 K.AQEAASLIAQRPGNPR.D Dimethyl: 1

3161 true 941 871.4723 870.46 1 5.78 544.63 29.33
25.7 
(M:25.7) 2 1 0 K.FYAISSR.F Dimethyl: 1

3162 true 941 1006.5506 1005.5284 1 14.9 311.36 28.83
28.8 
(M:28.8) 1 1 0 R.AIGDHFYK.R Dimethyl: 1, 8

3163 true 941 1256.6476 1255.6521 1 -9.32 114.4 25.5
79.2 
(M:79.2) 2 1 0 K.VEIIANDQGNR.T Dimethyl: 1

3164 true 941 1256.6476 1255.6521 1 -9.32 114.4 25.5
79.2 
(M:79.2) 2 1 0 K.VEIIANDQGNR.T Dimethyl: 1



3165 true 941 1256.6476 1255.6521 1 -9.32 114.4 25.5
79.2 
(M:79.2) 2 1 0 R.VEIIANDQGNR.I Dimethyl: 1

3166 true 941 1710.9646 1709.9475 1 5.77 284.39 27.67
35.5 
(M:35.5) 1 1 0 K.AQEAASLIAQRPGNPR.D Dimethyl:2H(4): 1

3167 true 941 1889.053 1888.0418 1 2.07 399.49 27.33
49.2 
(M:49.2) 1 1 1 K.AIKVEQATKPSFESGGR.R Dimethyl: 1, 3, 9

3168 false 942 719.4395 718.4388 1 -9.08 136.78 26.67
15.2 
(M:15.2) 1 3 1 R.DLAGRR.V Dimethyl:2H(4): 1

3169 true 942 719.4395 718.4275 1 6.54 171.89 26.67
24.3 
(M:24.3) 1 1 0 K.DLGNLR.Y Dimethyl:2H(4): 1

3170 false 942 719.4395 718.4388 1 -9.08 157.89 26.67
15.2 
(M:15.2) 1 3 1 R.DIQRR.K Dimethyl:2H(4): 1

3171 true 942 1014.5926 1013.5786 1 6.61 357.04 28.83
46.0 
(M:46.0) 1 1 0 R.AIGDHFYK.R Dimethyl:2H(4): 1, 8



3172 true 942 1025.5577 1024.5491 1 1.27 117.43 25.67
18.1 
(M:18.1) 1 1 0 K.YENEVALR.Q Dimethyl:2H(4): 1

3173 true 942 1260.6743 1259.6772 1 -8.03 113.94 25.5
84.1 
(M:84.1) 2 1 0 R.VEIIANDQGNR.I Dimethyl:2H(4): 1

3174 true 942 1260.6743 1259.6772 1 -8.03 113.94 25.5
84.1 
(M:84.1) 2 1 0 K.VEIIANDQGNR.T Dimethyl:2H(4): 1

3175 false 942 1260.6743 1259.6656 1 1.14 94.25 25.5
20.6 
(M:20.6) 1 3 1 -.MALVETAVRGR.L Acetyl: 1; Oxidation: 1

3176 true 942 1260.6743 1259.6772 1 -8.03 113.94 25.5
84.1 
(M:84.1) 2 1 0 K.VEIIANDQGNR.T Dimethyl:2H(4): 1

3177 true 942 1632.7617 1631.7515 1 1.82 280.35 29.83
83.6 
(M:83.6) 1 1 0 R.WANYHLENAGCNK.V Carbamidomethyl: 11; Dimethyl: 1, 13

3178 true 942 2034.0076 2033.0255 1 -12.38 232.13 26.5
18.6 
(M:18.6) 1 1 1 K.QQEEIEHLKDDIDAYK.T Dimethyl:2H(4): 9; Dimethyl: 16



3179 true 943 820.4311 819.4239 1 -0.09 348.85 27.33
40.4 
(M:40.4) 1 1 0 R.NAVDAFR.V Dimethyl: 1

3180 false 943 820.4311 819.4273 1 -4.2 335.35 27.33
23.3 
(M:23.3) 1 2 1 R.QKDAMR.A Oxidation: 5; Dimethyl: 1, 2

3181 true 943 884.4974 883.4804 1 11.04 544.72 29.5
39.7 
(M:39.7) 2 1 0 R.YIGFSNK.A Dimethyl: 1, 7

3182 false 943 884.4974 883.4888 1 1.53 500.19 29.5
20.5 
(M:20.5) 1 4 0 K.MVVSFNR.G Dimethyl:2H(4): 1

3183 false 943 884.4974 883.4888 1 1.53 500.19 29.5
20.5 
(M:20.5) 1 4 0 K.MVVSFNR.G Dimethyl:2H(4): 1

3184 true 943 1039.5764 1038.5644 1 4.55 284.93 29
51.0 
(M:51.0) 1 1 0 K.LMQLVDHR.G Dimethyl: 1

3185 false 943 2207.2322 2206.207 1 8.14 131.41 27.17
15.9 
(M:15.9) 1 2 1 K.IIQETSLAPPKPSENNTRR.Y Dimethyl: 1, 11



3186 false 944 1158.6162 1157.6114 1 -2.21 327.13 25.67
15.3 
(M:15.3) 1 3 0 K.EMLGGEIIPR.S Oxidation: 2; Dimethyl: 1

3187 true 944 1315.6574 1314.6391 1 8.43 370.17 29.5
69.0 
(M:69.0) 2 1 1 K.SKFDNLYGCR.E Carbamidomethyl: 9; Dimethyl: 1, 2

3188 true 944 1406.6479 1405.6507 1 -7.17 157.28 25.33
64.4 
(M:64.4) 1 1 0 K.AVSEMAAASDEAAR.A Dimethyl: 1

3189 true 944 1651.8269 1650.8114 1 4.98 264.92 29.67
35.9 
(M:35.9) 1 1 1 R.SQDRYEFSSHIVR.G Dimethyl: 1

3190 true 945 1047.6469 1046.6237 1 15.23 319.28 27.67
16.0 
(M:16.0) 1 1 1 R.FVTGNKILR.I

3191 true 945 1410.6766 1409.6759 1 -4.64 223.59 25.33
38.1 
(M:38.1) 1 1 0 K.AVSEMAAASDEAAR.A Dimethyl:2H(4): 1

3192 false 946 786.4594 785.4508 1 1.75 431.04 27.33
25.0 
(M:25.0) 1 5 1 K.AEVQRR.Q Dimethyl: 1



3193 true 946 1283.7127 1282.7034 1 1.58 131.61 28.17
33.5 
(M:33.5) 1 1 0 R.HRPELIDYGK.L Dimethyl: 1, 10

3194 true 946 1696.8982 1695.9184 1 -16.21 249.59 30.33
64.1 
(M:64.1) 1 1 0 K.SPFEVHIGHEAGPQK.V Dimethyl:2H(4): 1, 15

3195 true 946 2176.0299 2175.0255 1 -1.29 284.28 26.5
97.4 
(M:97.4) 1 1 1 K.SKSEEAHAEDSVMDHHFR.K Dimethyl:2H(4): 1, 2

3196 true 947 1279.5723 1278.5697 1 -3.59 129.19 25.67
22.7 
(M:22.7) 1 1 0 R.AECMLQQAER.L

Carbamidomethyl: 3; Oxidation: 4; 
Dimethyl: 1

3197 true 947 1291.7586 1290.7536 1 -1.77 145.34 28.17
29.3 
(M:29.3) 1 1 0 R.HRPELIDYGK.L Dimethyl:2H(4): 1, 10

3198 false 947 1487.7254 1486.7198 1 -1.15 185.78 25.33
19.4 
(M:19.4) 1 2 1 K.LALGSRDCGEEPR.D Carbamidomethyl: 8; Dimethyl: 1

3199 true 947 1780.8733 1779.858 1 4.5 301.83 29.83
77.5 
(M:77.5) 1 1 0 R.FTQDTQPHYIYSPR.E Dimethyl: 1



3200 true 947 2230.0778 2229.0758 1 -2.38 292.62 26.5
85.0 
(M:85.0) 1 1 0

K.LHESPQMAAQHNMIDDGSG
K.V Dimethyl:2H(4): 1, 20

3201 true 948 1784.8963 1783.8831 1 3.29 305.18 29.83
88.2 
(M:88.2) 1 1 0 R.FTQDTQPHYIYSPR.E Dimethyl:2H(4): 1

3202 true 948 2540.1296 2539.1299 1 -2.95 186.91 26.5
69.5 
(M:69.5) 1 1 1

R.QRGDEQCHYYAGGQVYPGEA
AR.V Carbamidomethyl: 7; Dimethyl: 1

3203 false 949 776.4655 775.4626 1 -5.63 423.71 29.67
15.7 
(M:15.7) 1 8 1 R.AAVLKMK.D Oxidation: 6

3204 false 949 776.4655 775.4592 1 -1.29 410.72 29.67
15.4 
(M:15.4) 1 10 0 R.GGAQLFK.D Dimethyl: 1, 7

3205 true 949 1869.9588 1868.9431 1 4.49 282.68 29.67
21.9 
(M:21.9) 1 1 0 R.QAFLHPGGSPNQLSNDR.I Dimethyl:2H(4): 1

3206 true 949 2544.156 2543.155 1 -2.47 256.02 26.5
82.5 
(M:82.5) 1 1 1

R.QRGDEQCHYYAGGQVYPGEA
AR.V

Carbamidomethyl: 7; Dimethyl:2H(4): 
1



3207 false 950 752.4576 751.4452 1 6.9 637.97 27.33
16.1 
(M:16.1) 1 5 1 K.MEEKK.E Dimethyl:2H(4): 1; Dimethyl: 4, 5

3208 false 950 752.4576 751.4452 1 6.9 637.97 27.33
16.1 
(M:16.1) 1 5 1 R.EMEKK.R Dimethyl:2H(4): 1; Dimethyl: 4, 5

3209 false 950 752.4576 751.4452 1 6.9 637.97 27.33
16.1 
(M:16.1) 1 5 1 K.MEEKK.A Dimethyl:2H(4): 1; Dimethyl: 4, 5

3210 true 950 752.4576 751.453 1 -3.55 415.13 27.33
35.2 
(M:35.2) 1 1 0 R.FLEGVR.N Dimethyl:2H(4): 1

3211 true 950 1349.6464 1348.6445 1 -4.01 193.55 25.67
25.5 
(M:25.5) 1 1 1 K.KMEEWGTEQR.E Dimethyl: 1, 1

3212 true 950 1386.784 1385.7701 1 4.82 250.35 28
32.5 
(M:32.5) 1 1 1 K.LAELKQECLAR.G Carbamidomethyl: 8; Dimethyl: 1, 5

3213 true 950 1509.7837 1508.7922 1 -10.47 122.85 25.5
19.1 
(M:19.1) 1 1 1 R.DLLGRDEQNEEK.R Dimethyl:2H(4): 1, 12



3214 false 951 1231.6868 1230.6509 1 23.24 169.9 27.83
17.9 
(M:17.9) 2 2 1 K.FNKVPEWQR.L Dimethyl: 1

3215 true 951 1362.6658 1361.6575 1 0.73 210.7 25.83
47.6 
(M:47.6) 2 1 0 K.IYIDSNNNPER.F Dimethyl: 1

3216 false 951 1394.7659 1393.7326 1 18.64 564.6 28.83
16.6 
(M:16.6) 1 2 0 R.LEPNLQAQMYR.L Dimethyl:2H(4): 1

3217 true 951 1394.7659 1393.7565 1 1.47 351.3 28.83
53.5 
(M:53.5) 1 1 0 K.GAVDGGLSIPHSTK.R Dimethyl: 1, 14

3218 true 951 1516.6921 1515.6954 1 -6.97 157.33 25.5
24.6 
(M:24.6) 1 1 0 K.QEYDESGPSIVHR.K

3219 true 951 1516.6921 1515.6954 1 -6.97 157.33 25.5
24.6 
(M:24.6) 1 1 0 K.QEYDESGPSIVHR.K

3220 false 952 838.4708 837.468 1 -5.39 758.5 26.5
18.4 
(M:18.4) 1 3 1 R.EAQMKR.F

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 5



3221 true 952 1235.7106 1234.6972 1 4.94 178.63 27.83
46.0 
(M:46.0) 1 1 0 K.FAAATGATPIAGR.F Dimethyl:2H(4): 1

3222 true 952 1532.7323 1531.7569 1 -20.75 150.98 25.33
36.2 
(M:36.2) 2 1 0 K.QEYDEAGPSIVHR.K Dimethyl:2H(4): 1

3223 true 952 1532.7323 1531.7569 1 -20.75 150.98 25.33
36.2 
(M:36.2) 2 1 0 K.QEYDEAGPSIVHR.K Dimethyl:2H(4): 1

3224 true 953 897.3871 896.3884 1 -9.56 602.44 26.67
19.9 
(M:19.9) 1 1 0 R.MGYMDPR.E Dimethyl: 1

3225 true 953 1138.5347 1137.5237 1 3.28 309.64 26.67
32.3 
(M:32.3) 2 1 0 R.DAGVQACFSR.S Carbamidomethyl: 7; Dimethyl: 1

3226 false 953 1353.8001 1352.7776 1 11.28 318.37 27.83
17.8 
(M:17.8) 2 5 0 R.DNIQGITKPAIR.R Dimethyl: 8

3227 false 953 1353.8001 1352.7649 1 20.67 309.96 27.83
18.9 
(M:18.9) 2 3 0 K.AAAPAARPCAPIR.R

Carbamidomethyl: 9; Dimethyl:2H(4): 
1



3228 false 953 1353.8001 1352.814 1 -15.6 306.77 27.83
19.4 
(M:19.4) 1 55.11 2 1 K.NALTPSSKKPVR.V Dimethyl: 1, 9

3229 true 953 1593.7543 1592.7406 1 4.08 237.57 29.67
43.8 
(M:43.8) 2 1 0 K.ISPFEHQTYCQR.T Carbamidomethyl: 10; Dimethyl: 1

3230 true 954 791.4373 790.4337 1 -4.7 371.32 28.17
37.5 
(M:37.5) 1 1 0 R.LFNVDR.H Dimethyl: 1

3231 true 954 821.4044 820.3974 1 -0.29 458.1 31.17
27.6 
(M:27.6) 1 1 1 R.GGMSRGGR.G Oxidation: 3; Dimethyl: 1

3232 false 954 821.4044 820.398 1 -1.09 450.05 31.17
25.6 
(M:25.6) 2 2 0 K.NFWNGR.W Dimethyl: 1

3233 false 954 821.4044 820.398 1 -1.09 450.05 31.17
25.6 
(M:25.6) 2 2 0 K.NFWNGR.W Dimethyl: 1

3234 true 954 901.411 900.4136 1 -10.89 510.57 26.67
22.9 
(M:22.9) 1 1 0 R.MGYMDPR.E Dimethyl:2H(4): 1



3235 true 955 1071.6494 1070.6448 1 -2.5 294.19 27.33
28.7 
(M:28.7) 1 1 1 K.TKDIVNGLR.S Dimethyl: 1, 2

3236 true 955 1498.8444 1497.8403 1 -2.07 148.36 25.83
42.8 
(M:42.8) 1 1 1 K.NVNVVEQEKIDK.L Dimethyl: 1, 9, 12

3237 false 955 2217.9431 2216.9174 1 8.34 251.85 29
16.8 
(M:16.8) 1 2 0 M.CEEEDSTALVCDNGSGLCK.A

Carbamidomethyl: 1, 11, 18; 
Dimethyl:2H(4): 19; Acetyl: 1

3238 true 956 884.5256 883.5127 1 6.3 372.83 31
16.2 
(M:16.2) 1 1 0 M.AVSVTPIR.D Acetyl: 1

3239 true 956 1133.5961 1132.5951 1 -5.49 393.89 27.33
23.6 
(M:23.6) 1 1 0 R.IMGPNYTPGK.K Dimethyl: 1, 10

3240 true 956 1510.9217 1509.9156 1 -0.76 165.39 25.67
32.4 
(M:32.4) 1 1 1 K.NVNVVEQEKIDK.L Dimethyl:2H(4): 1, 9, 12

3241 true 957 1141.6507 1140.6453 1 -1.62 461.61 27.33
24.4 
(M:24.4) 1 1 0 R.IMGPNYTPGK.K Dimethyl:2H(4): 1, 10



3242 true 958 899.5068 898.5025 1 -3.35 486.24 30
38.6 
(M:38.6) 1 1 0 K.IAHFLDR.H Dimethyl: 1

3243 true 958 1020.5131 1019.507 1 -1.13 198.04 26.5
22.3 
(M:22.3) 1 1 0 R.SLMSADNVR.Q Dimethyl: 1

3244 true 958 1141.6047 1140.5889 1 7.44 422.02 29.67
43.1 
(M:43.1) 2 1 0 R.MFTTYPPTK.T Dimethyl: 1, 9

3245 true 958 1232.6859 1231.6722 1 5.21 148.81 31
16.3 
(M:16.3) 1 1 0 R.CTPSVVSFGSK.N

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 11

3246 false 958 1371.7738 1370.7598 1 4.86 349.59 26.67
17.9 
(M:17.9) 1 2 1 R.DLGFFGLYKGAK.A Dimethyl: 9, 12

3247 false 959 1004.5857 1003.5964 1 -17.92 146.95 28.17
17.7 
(M:17.7) 1 3 1 K.LKPTDKDR.R Dimethyl:2H(4): 1

3248 true 959 1004.5857 1003.5964 1 -17.92 115.2 28.17
27.7 
(M:27.7) 2 1 0 K.AVDSQILAR.I Dimethyl:2H(4): 1



3249 true 959 1073.6033 1072.5917 1 4.01 371.55 29.17
56.3 
(M:56.3) 1 1 0 R.EYTINIHK.R Dimethyl: 1, 8

3250 true 959 1149.6451 1148.6391 1 -1.12 415.31 31
45.4 
(M:45.4) 2 1 0 R.MFTTYPPTK.T Dimethyl:2H(4): 1, 9

3251 true 959 1242.6085 1241.5975 1 2.98 274.9 27.33
16.8 
(M:16.8) 1 1 0 -.MDFQHRPGGK.T Acetyl: 1; Dimethyl: 10

3252 true 960 798.5069 797.485 1 18.32 587.34 28.33
30.3 
(M:30.3) 1 1 0 K.FPLPHR.V Dimethyl:2H(4): 1

3253 true 960 1081.6526 1080.6419 1 3.17 378.58 29.17
30.6 
(M:30.6) 1 1 0 R.EYTINIHK.R Dimethyl:2H(4): 1, 8

3254 true 960 1154.6341 1153.6244 1 2.13 489.39 30
57.0 
(M:57.0) 1 1 0 K.FAVLHGETPR.I Dimethyl: 1

3255 false 960 1159.6298 1158.6245 1 -1.65 381.52 29.5
15.9 
(M:15.9) 1 2 0 K.QIDLSTADLR.K Dimethyl: 1



3256 true 960 1264.6717 1263.6612 1 2.53 181.29 31
52.0 
(M:52.0) 2 1 0 K.NPQNFYLANK.G Dimethyl: 1, 10

3257 true 961 1158.6579 1157.6495 1 0.95 506.58 30
55.4 
(M:55.4) 1 1 0 K.FAVLHGETPR.I Dimethyl:2H(4): 1

3258 true 961 1272.7211 1271.7114 1 1.9 198.32 31
16.7 
(M:16.7) 1 1 0 K.NPQNFYLANK.G Dimethyl:2H(4): 1, 10

3259 true 961 1460.7539 1459.7783 1 -21.71 351.68 28.33
32.2 
(M:32.2) 1 1 0 K.HVPPLTEEQLNR.K Dimethyl: 1

3260 true 961 1868.8413 1867.8486 1 -7.81 237.43 25.33
57.2 
(M:57.2) 1 1 0 R.DGQVINETSQHHDDLE.- Dimethyl:2H(4): 1

3261 false 962 917.5662 916.5416 1 18.87 240.63 28
15.8 
(M:15.8) 1 2 0 K.ICAVGITK.I Carbamidomethyl: 2; Dimethyl: 1, 8

3262 true 962 1059.4849 1058.4855 1 -7.46 262.99 26.67
31.0 
(M:31.0) 1 1 0 R.FMSAYEQR.I Dimethyl: 1



3263 true 962 1132.5505 1131.5197 1 20.78 275.87 28.33
15.8 
(M:15.8) 1 1 0 R.GYSFTTTAER.E

3264 true 962 1132.5505 1131.5197 1 20.78 275.87 28.33
15.8 
(M:15.8) 1 1 0 R.GYSFTTTAER.E

3265 false 962 1186.6385 1185.6478 1 -13.99 107.13 30
16.5 
(M:16.5) 1 51.73 3 1 R.QNKLTYTMR.G Dimethyl:2H(4): 1

3266 true 962 1277.6955 1276.6928 1 -3.56 329.42 29
41.2 
(M:41.2) 1 1 0 R.HPGSFDVVHVK.D Dimethyl: 1, 11

3267 true 962 1886.7229 1885.7425 1 -14.25 111.34 25.33
16.0 
(M:16.0) 1 1 0 R.EYINECDSDYHEER.T Carbamidomethyl: 6; Dimethyl: 1

3268 true 963 1063.5252 1062.5106 1 6.89 301.47 26.67
27.7 
(M:27.7) 1 1 0 R.FMSAYEQR.I Dimethyl:2H(4): 1

3269 true 963 1285.7528 1284.743 1 1.95 355.87 29
64.0 
(M:64.0) 1 1 0 R.HPGSFDVVHVK.D Dimethyl:2H(4): 1, 11



3270 true 963 1359.6685 1358.654 1 5.31 251.59 31
51.8 
(M:51.8) 2 1 0 K.NSLESYAFNMK.A Dimethyl: 1, 11

3271 true 963 1372.795 1371.7903 1 -1.9 320.9 27.5
29.9 
(M:29.9) 2 1 0 K.YFHPPAHLQAK.I Dimethyl:2H(4): 1, 11

3272 true 963 1474.7607 1473.7497 1 2.52 310.41 26.83
69.7 
(M:69.7) 1 1 0 R.CTGGEVGATSALAPK.I Carbamidomethyl: 1; Dimethyl: 1, 15

3273 true 963 1896.9145 1895.92 1 -6.74 190.85 25.33
40.3 
(M:40.3) 1 1 0 K.SASGVEFTTSGSSNTDTGK.V Dimethyl:2H(4): 1, 19

3274 true 964 1296.7226 1295.7148 1 0.47 382.07 29
44.8 
(M:44.8) 1 1 0 K.VADMALHYANK.Y Dimethyl:2H(4): 1, 11

3275 true 964 1452.8416 1451.8472 1 -8.88 314.81 27.33
26.1 
(M:26.1) 1 1 0 R.SISMLPPPGLGVPR.L Dimethyl:2H(4): 1

3276 false 964 1452.8416 1451.8398 1 -3.79 318.12 27.33
19.7 
(M:19.7) 1 2 0 K.QPPIQSTAGAVPVR.N Dimethyl:2H(4): 1



3277 true 964 1482.8142 1481.7999 1 4.73 266.5 26.83
46.7 
(M:46.7) 1 1 0 R.CTGGEVGATSALAPK.I

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 15

3278 true 964 1929.976 1928.9844 1 -8.1 82.52 25.5
140.0 
(M:140.0) 1 1 0

M.SETAPAPAAEAAPAAAPAPA
K.A Acetyl: 1; Dimethyl: 21

3279 true 965 1078.4869 1077.4769 1 2.49 288.4 27.17
30.2 
(M:30.2) 1 1 0 R.MMIPDCQR.R Carbamidomethyl: 6; Dimethyl: 1

3280 true 965 1570.832 1569.8314 1 -4.21 280.63 27.33
46.0 
(M:46.0) 2 1 0 R.SIFHHIQSAQSQR.S Dimethyl:2H(4): 1

3281 true 965 1934.0024 1933.0095 1 -7.41 82.24 25.5
76.7 
(M:76.7) 1 1 0

M.SETAPAPAAEAAPAAAPAPA
K.A Dimethyl:2H(4): 21; Acetyl: 1

3282 true 966 1087.546 1086.5458 1 -6.55 309.05 26.67
31.5 
(M:31.5) 1 1 0 R.DVYAGLEHR.G Dimethyl: 1

3283 true 966 1323.7061 1322.6893 1 7.21 320.69 29.5
17.2 
(M:17.2) 2 1 1 K.SKFDNLYGCR.E

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 2



3284 true 966 1452.7278 1451.7129 1 5.28 311.96 29.83
24.0 
(M:24.0) 1 1 0 K.DMNHTNSYGIIR.G Dimethyl:2H(4): 1

3285 false 967 750.4522 749.4585 1 -18.06 348.92 29.83
23.0 
(M:23.0) 1 3 0 K.IGNASTK.R Dimethyl:2H(4): 1; Dimethyl: 7

3286 false 967 750.4522 749.4334 1 15.46 433.06 29.83
20.4 
(M:20.4) 1 5 0 R.LQSNTR.A Dimethyl:2H(4): 1

3287 true 967 884.4841 883.4624 1 16.31 462.43 26
19.8 
(M:19.8) 1 1 1 R.GQVGRDPR.G

3288 false 967 884.4841 883.4876 1 -12.13 463.45 26
16.7 
(M:16.7) 1 4 1 R.RTHTGEK.K Dimethyl: 1, 7

3289 true 967 1107.5186 1106.5145 1 -2.89 303.54 26.5
32.8 
(M:32.8) 1 1 0 R.GHDFYEGVR.A Dimethyl: 1

3290 true 967 1514.6872 1513.6772 1 1.78 232.81 29.83
27.7 
(M:27.7) 1 1 0 K.FYSFCHQENVR.G Carbamidomethyl: 5; Dimethyl: 1



3291 true 968 914.5354 913.5233 1 5.31 116.87 26.33
59.9 
(M:59.9) 2 1 0 R.AVVIVDDR.G Dimethyl: 1

3292 true 968 914.5354 913.5233 1 5.31 116.87 26.33
59.9 
(M:59.9) 2 1 0 R.AVVIVDDR.G Dimethyl: 1

3293 true 968 1111.5445 1110.5396 1 -2.14 287.81 26.5
26.8 
(M:26.8) 1 1 0 R.GHDFYEGVR.A Dimethyl:2H(4): 1

3294 true 968 1251.6574 1250.625 1 20.02 255.27 27.83
17.1 
(M:17.1) 1 1 0 R.MAVMALVTEDK.S Oxidation: 4; Dimethyl: 11

3295 true 968 1518.7131 1517.7023 1 2.29 226.23 29.83
46.7 
(M:46.7) 1 1 0 K.FYSFCHQENVR.G

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

3296 true 968 1569.8593 1568.8439 1 5.21 248.97 29
15.7 
(M:15.7) 1 1 0 K.LYDPGQQYASHVK.Q Dimethyl:2H(4): 1, 13

3297 true 969 1137.613 1136.6077 1 -1.76 393.78 26.83
73.3 
(M:73.3) 3 1 0 R.TLSDYNIQK.E Dimethyl: 1, 9



3298 false 969 1200.6388 1199.651 1 -16.25 145.16 30
17.6 
(M:17.6) 1 6 1 K.KEEEINNIR.M Dimethyl: 1, 1

3299 true 969 1200.6388 1199.6227 1 7.35 225.32 30
58.3 
(M:58.3) 1 1 1 K.AWEEYYKK.M Dimethyl: 1, 7, 8

3300 true 969 1686.95 1685.9465 1 -2.23 220.54 27.33
24.4 
(M:24.4) 1 1 0 K.VINQYQVVKPSAER.T Dimethyl: 1, 9

3301 true 969 2231.1098 2230.1205 1 -8.03 216.09 25.5
29.4 
(M:29.4) 1 1 1 R.GEQEAKGEEEEETAPALPPR.Q Dimethyl:2H(4): 1, 6

3302 true 970 1046.5461 1045.5404 1 -1.52 177.06 26
59.8 
(M:59.8) 1 1 0 R.SLQSVAEER.A Dimethyl: 1

3303 true 970 1147.5557 1146.5492 1 -0.64 347.45 26.5
26.9 
(M:26.9) 1 1 0 K.YMIVDEGHR.M Dimethyl: 1

3304 true 970 1306.6105 1305.5936 1 7.33 207.41 28.5
15.4 
(M:15.4) 1 1 0 K.EEGDVSGEVTEK.S Dimethyl: 1



3305 true 970 2301.2442 2300.2086 1 12.29 160.57 25.33
16.7 
(M:16.7) 1 1 1

K.ADIEMPFDVSKVIATGPGLER.
G Dimethyl: 1, 11

3306 false 971 1050.5707 1049.5556 1 7.43 172.16 26
15.3 
(M:15.3) 1 7 1 R.RDGWSLER.D Dimethyl:2H(4): 1

3307 true 971 1050.5707 1049.5655 1 -1.99 155.2 26
36.6 
(M:36.6) 1 1 0 R.SLQSVAEER.A Dimethyl:2H(4): 1

3308 true 971 1545.8357 1544.8212 1 4.69 216.24 31.17
48.3 
(M:48.3) 1 1 0 K.APLQGDHNHLFIR.Q Dimethyl: 1

3309 true 971 1647.774 1646.7649 1 1.13 175.98 26.67
42.2 
(M:42.2) 1 1 1 R.EAHGSSSFDRELER.E Dimethyl: 1

3310 true 971 1695.0009 1693.9967 1 -1.77 236.88 27.33
28.3 
(M:28.3) 1 1 0 K.VINQYQVVKPSAER.T Dimethyl:2H(4): 1, 9

3311 true 972 1067.564 1066.5659 1 -8.54 152.33 25.83
27.6 
(M:27.6) 1 1 0 M.AAETVELHK.L Acetyl: 1; Dimethyl: 9



3312 true 972 1228.5671 1227.5644 1 -3.77 208.67 26.5
39.1 
(M:39.1) 1 1 0 R.YCDAVFHER.Y

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

3313 true 972 1625.0113 1623.9722 1 19.54 272.75 29.5
20.2 
(M:20.2) 1 1 1 K.IKPLGSRDILPNNR.Q Dimethyl:2H(4): 2

3314 true 972 2411.8467 2410.8564 1 -7.05 125.66 25.33
102.2 
(M:102.2) 1 1 0

-
.MDPQDCTCAAGDSCSCAGSCK
.C

Carbamidomethyl: 6, 8, 14, 16, 20; 
Dimethyl:2H(4): 21; Acetyl: 1

3315 true 973 1069.5824 1068.5753 1 -0.22 174.89 26.33
27.7 
(M:27.7) 1 1 0 K.AVLAESYER.I Dimethyl:2H(4): 1

3316 true 973 1742.8822 1741.8959 1 -12 179.9 26.67
18.2 
(M:18.2) 1 1 0 R.LALSQNQQSSGAAGPTGK.N Dimethyl: 18

3317 true 974 732.451 731.433 1 14.59 245.67 28.33
25.8 
(M:25.8) 2 1 0 K.YLGVPR.Y Dimethyl: 1

3318 true 974 1790.8786 1789.8703 1 0.59 188.92 26.67
27.1 
(M:27.1) 1 1 1 R.LQDEIQNMKEEMAR.H Dimethyl: 1, 9



3319 true 975 1122.6004 1121.6205 1 -24.43 259.25 25.83
22.6 
(M:22.6) 1 1 0 R.GGGAGGFLPAMK.Q Dimethyl:2H(4): 1; Dimethyl: 12

3320 true 975 1757.8819 1756.8567 1 10.25 219.61 29.5
15.6 
(M:15.6) 1 1 1 R.YANNSNYKNDVMIR.K Dimethyl: 1, 8

3321 true 975 2048.1222 2047.1102 1 2.3 242.79 29.17
66.5 
(M:66.5) 1 97.16 1 1 K.GISGVEDKESWHGKPLPK.N Dimethyl: 1, 8, 18

3322 true 976 931.4953 930.5022 1 -15.26 78.32 25.5
32.6 
(M:32.6) 1 1 0 M.ATSDIQVK.E Acetyl: 1; Dimethyl: 8

3323 true 976 1129.571 1128.5597 1 3.52 319.87 25.83
42.5 
(M:42.5) 1 1 0 R.GEQCEPILR.T Carbamidomethyl: 4; Dimethyl: 1

3324 true 976 1373.8761 1372.8479 1 15.2 263.62 28
17.3 
(M:17.3) 1 1 1 R.DEAEAVGKLLLK.V Dimethyl:2H(4): 1; Dimethyl: 8, 12

3325 true 976 1848.9301 1847.9133 1 5.14 277.19 28.17
16.0 
(M:16.0) 1 1 1 K.GLDCVFIETNMSMKK.R

Carbamidomethyl: 4; Dimethyl:2H(4): 
1; Oxidation: 11; Dimethyl: 15



3326 true 977 739.3656 738.3734 1 -20.47 157.66 28.33
17.3 
(M:17.3) 1 1 0 K.EFIMR.C Oxidation: 4; Dimethyl: 1

3327 false 977 739.3656 738.3622 1 -5.28 202.81 28.33
15.3 
(M:15.3) 1 7 0 K.FEEMK.K Dimethyl: 1, 5

3328 false 978 803.5141 802.5003 1 8.1 -1 28.33
17.8 
(M:17.8) 1 5 0 K.IHNFLK.G Dimethyl:2H(4): 1

3329 true 978 803.5141 802.5214 1 -18.2 291.95 28.33
32.2 
(M:32.2) 1 1 0 K.IIDAALR.A Dimethyl:2H(4): 1

3330 false 978 803.5141 802.4963 1 13.11 322.69 28.33
18.9 
(M:18.9) 1 4 0 R.GVGQAAIR.G Dimethyl:2H(4): 1

3331 true 978 864.5376 863.5303 1 0.06 599.02 31.17
17.2 
(M:17.2) 1 1 1 R.IMAKAFK.S Dimethyl: 1, 7

3332 true 978 1043.5518 1042.5597 1 -14.54 105.79 25.5
22.3 
(M:22.3) 1 1 0 K.IDVGEPEPR.T Dimethyl:2H(4): 1



3333 false 978 1144.6682 1143.6798 1 -16.51 204.61 25.83
16.2 
(M:16.2) 1 2 1 R.VLLMRSELR.S Dimethyl: 1

3334 true 978 1460.766 1459.7609 1 -1.49 398.78 26.83
80.6 
(M:80.6) 1 1 0 M.THQYPALTAEQK.K Dimethyl:2H(4): 12; Acetyl: 1

3335 false 979 913.4743 912.4818 1 -16.16 185.23 28.5
24.8 
(M:24.8) 1 2 0 K.VPVDWNR.V Dimethyl: 1

3336 true 979 1095.5621 1094.5543 1 0.49 281.22 31.17
26.0 
(M:26.0) 2 1 0 R.NYLLQCTR.N Carbamidomethyl: 6; Dimethyl: 1

3337 true 979 1566.9386 1565.9141 1 11.01 217.68 29.83
20.2 
(M:20.2) 1 1 0 K.VGQEIEVRPGIVSK.D Dimethyl: 1, 14

3338 true 979 2446.2384 2445.2339 1 -1.14 259.79 30
18.9 
(M:18.9) 1 1 0

R.RPSVEVAPEGSAGHTYPQFTQ
R.Y Dimethyl:2H(4): 1

3339 true 980 1069.4673 1068.4702 1 -9.51 179.27 25.5
30.7 
(M:30.7) 1 1 0 R.YEEYDYR.Y Dimethyl:2H(4): 1



3340 true 980 1099.5893 1098.5794 1 2.42 255.27 31.17
20.6 
(M:20.6) 1 1 0 R.NYLLQCTR.N

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

3341 true 980 1478.7288 1477.7201 1 0.97 358.91 26.5
28.4 
(M:28.4) 1 1 0 R.AAGDGVTYEFHQK.C Dimethyl: 1, 13

3342 true 980 1575.006 1573.9643 1 21.88 230.69 29.83
30.2 
(M:30.2) 1 1 0 K.VGQEIEVRPGIVSK.D Dimethyl:2H(4): 1, 14

3343 true 981 879.5425 878.545 1 -11.11 537.98 30
40.2 
(M:40.2) 2 1 1 R.RHLNIAK.E Dimethyl: 7

3344 true 981 1152.5776 1151.5757 1 -4.73 364.98 31.17
37.6 
(M:37.6) 1 1 0 K.NMLSQVNYR.V Dimethyl: 1

3345 true 981 1522.6751 1521.6671 1 0.48 159.84 26.5
30.7 
(M:30.7) 1 1 0 R.GHPVYDCQTDFR.F Carbamidomethyl: 7; Dimethyl: 1

3346 true 982 983.4747 982.4661 1 1.33 243.74 30
27.1 
(M:27.1) 1 1 0 R.FYFHEGR.D Dimethyl: 1



3347 true 982 1095.5471 1094.5546 1 -13.5 273.28 25.67
27.7 
(M:27.7) 1 1 0 R.FESPEVAER.A Dimethyl:2H(4): 1

3348 true 982 1591.8268 1590.7949 1 15.52 227.01 29.83
41.0 
(M:41.0) 1 1 1 K.HFVQMLPEKDCR.Y

Carbamidomethyl: 11; Dimethyl:2H(4): 
9

3349 true 983 1738.848 1737.8111 1 17.07 230.15 27.83
50.4 
(M:50.4) 1 1 0 R.VHQQYPYSQEEFR.A Dimethyl: 1

3350 false 984 866.4739 865.448 1 21.49 514.91 28.17
15.5 
(M:15.5) 2 3 0 R.ACYGVLR.F Carbamidomethyl: 2; Dimethyl: 1

3351 true 984 1178.6128 1177.6013 1 3.61 103.11 25.83
15.2 
(M:15.2) 1 1 1 K.SREDMIDIK.L Oxidation: 5; Dimethyl: 1, 9

3352 true 984 1752.8883 1751.8842 1 -1.85 221.29 26.67
38.8 
(M:38.8) 1 1 0 K.FEGDPASHSQPGVQLK.S Dimethyl: 1, 16

3353 true 985 1188.6553 1187.6472 1 0.73 177.16 25.83
19.6 
(M:19.6) 1 1 0 K.ITMIAEPLEK.G Oxidation: 3; Dimethyl: 10



3354 true 985 1615.8166 1614.8011 1 5.14 284.46 30
63.1 
(M:63.1) 4 1 1 K.HFVQMLPEKDCR.Y Carbamidomethyl: 11; Dimethyl: 1, 9

3355 true 985 1760.9354 1759.9345 1 -3.6 269.56 26.67
39.0 
(M:39.0) 1 1 0 K.FEGDPASHSQPGVQLK.S Dimethyl:2H(4): 1, 16

3356 true 986 902.4733 901.4559 1 11.26 185.63 28.83
36.3 
(M:36.3) 1 1 0 K.HTQFWR.Y Dimethyl: 1

3357 true 986 1219.6331 1218.6245 1 1.13 138.23 26
68.8 
(M:68.8) 1 1 0 R.LAPEYEAAATR.L Dimethyl: 1

3358 true 986 1766.8534 1765.8417 1 2.47 267.52 26.5
32.5 
(M:32.5) 1 1 0 R.NATTGEYAQACVQVAR.D Carbamidomethyl: 11; Dimethyl: 1

3359 false 987 972.5115 971.5076 1 -3.47 244.72 27.67
22.5 
(M:22.5) 2 2 0 R.AITSAYYR.G Dimethyl: 1

3360 true 987 1223.6573 1222.6496 1 0.38 65.46 26
93.0 
(M:93.0) 1 1 0 R.LAPEYEAAATR.L Dimethyl:2H(4): 1



3361 false 987 1385.8387 1384.829 1 1.77 335.55 31.17
21.7 
(M:21.7) 3 2 1 R.NILSVVGTDALKK.T Dimethyl: 1

3362 true 989 1000.5905 999.5787 1 4.56 177.27 27.67
29.1 
(M:29.1) 1 1 0 K.VCNPIITK.L Carbamidomethyl: 2; Dimethyl: 1, 8

3363 false 989 1074.5638 1073.5717 1 -14.1 138.42 27
16.4 
(M:16.4) 1 9 0 K.TVASLDEALR.K

3364 false 989 1291.6731 1290.6456 1 15.68 176.37 25.83
16.4 
(M:16.4) 1 2 1 K.EHTFDSSKEK.F Dimethyl: 1, 8, 10

3365 true 990 1305.7028 1304.6976 1 -1.57 175.74 26
42.7 
(M:42.7) 1 1 0 R.IAEYEQQLQK.L Dimethyl: 1, 10

3366 true 990 1536.8008 1535.7766 1 11.02 212.4 29.67
60.1 
(M:60.1) 1 1 0 R.QGQGQLVTCSGAFK.E Carbamidomethyl: 9; Dimethyl: 1, 14

3367 true 991 1313.7277 1312.7351 1 -11.16 197.36 27.67
60.4 
(M:60.4) 1 1 1 K.KEEELQAALAR.G Dimethyl: 1, 1



3368 true 991 1313.7277 1312.7351 1 -11.16 197.36 27.67
60.4 
(M:60.4) 1 1 1 K.KEEELQAALAR.V Dimethyl: 1, 1

3369 true 991 1409.6745 1408.6947 1 -19.43 231.88 25.5
27.2 
(M:27.2) 1 1 0 R.DGAPVGGGEPQELR.I Dimethyl: 1

3370 true 991 1545.9287 1544.8926 1 18.62 281.06 29.83
75.3 
(M:75.3) 2 1 0 K.YIQQTKPLTLER.T Dimethyl: 1, 6

3371 true 992 1413.7113 1412.7198 1 -11.13 183.88 25.5
34.2 
(M:34.2) 1 1 0 R.DGAPVGGGEPQELR.I Dimethyl:2H(4): 1

3372 true 992 2159.9919 2158.964 1 9.56 70.74 26.5
16.8 
(M:16.8) 1 57.77 1 1 K.SKSEEAHAEDSVMDHHFR.K Dimethyl:2H(4): 2; Oxidation: 13

3373 true 993 2167.9835 2166.9753 1 0.43 259.44 26.5
100.2 
(M:100.2) 1 1 1 K.SKSEEAHAEDSVMDHHFR.K Dimethyl: 1, 2

3374 true 994 1647.8274 1646.8314 1 -6.89 205.77 29.33
53.9 
(M:53.9) 1 1 0 K.AIGISNFNHEQTER.L Dimethyl:2H(4): 1



3375 true 995 1262.6372 1261.5998 1 23.87 325.79 28.17
15.6 
(M:15.6) 1 1 0 R.GFCLPPHCSR.G

Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1

3376 true 995 1373.7482 1372.7401 1 0.56 301.52 30
24.5 
(M:24.5) 1 1 0 R.QAILGEHPSSFR.H Dimethyl:2H(4): 1

3377 true 995 1450.7441 1449.7591 1 -15.34 383.98 26.5
41.6 
(M:41.6) 1 1 1 K.YDPTIEDSYRK.Q Dimethyl:2H(4): 1, 11

3378 true 995 1648.9212 1647.8878 1 15.89 357.47 29.17
16.4 
(M:16.4) 1 1 0 R.IEALMADMNNILPK.S

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 14

3379 true 995 1847.9521 1846.936 1 4.8 256.58 31.17
26.9 
(M:26.9) 2 1 1 K.NQVAMNPTNTIFDAKR.L Dimethyl: 1

3380 true 996 791.451 790.4487 1 -6.3 443.03 26.67
38.2 
(M:38.2) 1 1 0 R.DVDAAIR.M Dimethyl:2H(4): 1

3381 false 996 791.451 790.4589 1 -19.21 462.35 26.67
19.7 
(M:19.7) 1 6 0 K.FAADAIK.L Dimethyl: 1, 7



3382 false 996 791.451 790.4589 1 -19.21 462.45 26.67
22.1 
(M:22.1) 1 2 0 R.DAFALAK.E Dimethyl: 1, 7

3383 true 996 1117.7611 1116.747 1 6.02 388.55 27.5
41.5 
(M:41.5) 2 1 0 R.VVLIGGKPDR.V Dimethyl:2H(4): 1, 7

3384 true 996 1526.778 1525.7864 1 -10.26 115.56 25.5
29.3 
(M:29.3) 1 1 0 K.DINAYNGDQPVEK.L Dimethyl:2H(4): 1, 13

3385 true 996 1576.9116 1575.8695 1 22.14 234.14 30.17
15.7 
(M:15.7) 1 1 1 K.YIPESLIELCKR.L Carbamidomethyl: 10; Dimethyl: 1, 11

3386 true 997 887.5161 886.5059 1 3.36 469.7 30
38.5 
(M:38.5) 1 61.37 1 1 R.KMLQSPR.D Dimethyl: 1

3387 true 997 1150.6999 1149.6758 1 14.69 441.28 27.67
23.2 
(M:23.2) 1 1 1 R.IRVDYSITK.R Dimethyl: 1, 9

3388 false 997 1150.6999 1149.7121 1 -16.93 423.46 27.67
19.7 
(M:19.7) 1 2 1 K.LSPNPPKLTK.Q Dimethyl: 7, 10



3389 true 997 1512.8334 1511.8435 1 -11.48 130.55 25.83
30.6 
(M:30.6) 1 1 0 R.FLEASKPAEDSVR.V Dimethyl:2H(4): 1, 6

3390 true 997 1675.0147 1674.0006 1 4.03 386.65 29.17
54.5 
(M:54.5) 1 1 1 K.VLKDHGHDFLVGNK.L Dimethyl:2H(4): 1, 3, 14

3391 true 998 1605.8085 1604.7947 1 4.04 239.16 30
51.6 
(M:51.6) 1 1 0 R.EISHTFSNYPAGVR.Y Dimethyl: 1

3392 true 998 2116.134 2115.1113 1 7.32 286.96 30
55.7 
(M:55.7) 1 1 0 R.LGQSDPAPLQHHVEIYQK.R Dimethyl: 1, 18

3393 false 999 935.5376 934.5344 1 -4.33 192.61 30.83
16.1 
(M:16.1) 1 4 1 -.MCGVIKK.K

Carbamidomethyl: 2; Oxidation: 1; 
Dimethyl: 1, 6, 7

3394 true 999 1226.7001 1225.698 1 -4.24 209.01 27.5
15.3 
(M:15.3) 1 1 0 R.YTPIQQGPMK.V Dimethyl:2H(4): 1, 10

3395 true 999 1268.6282 1267.6028 1 14.3 95.48 27.33
28.2 
(M:28.2) 1 1 0 R.DNSTMGYMAAK.K Dimethyl:2H(4): 1, 11; Oxidation: 5



3396 true 999 1691.7103 1690.7183 1 -9.03 156.85 25.67
50.0 
(M:50.0) 1 1 0 K.STAGDTHLGGEDFDNR.M

3397 true 999 1691.7103 1690.7183 1 -9.03 156.85 25.67
50.0 
(M:50.0) 1 1 0 K.STAGDTHLGGEDFDNR.M

3398 true 999 1859.9455 1858.9326 1 3 283.51 29.17
56.0 
(M:56.0) 1 1 0 K.IWDPTPSHTPAGAATPGR.D Dimethyl: 1

3399 true 1000 946.5453 945.5396 1 -1.62 154.98 31.5
28.9 
(M:28.9) 2 1 0 R.NQQIFLR.D Dimethyl: 1

3400 true 1001 1545.77 1544.7835 1 -13.43 107.91 26.33
24.4 
(M:24.4) 1 1 0 R.IQFKPDDGTTPDR.I Dimethyl: 1, 4

3401 true 1001 1893.9301 1892.8985 1 12.8 300.98 30.17
57.8 
(M:57.8) 1 1 0 K.SHLLNCCPHDVLSGTR.M Carbamidomethyl: 6, 7; Dimethyl: 1

3402 true 1001 2076.1483 2075.1415 1 -0.22 297.1 29.33
70.5 
(M:70.5) 1 1 1 K.GISGVEDKESWHGKPLPK.N Dimethyl: 1, 8, 14, 18



3403 true 1002 768.4496 767.4364 1 7.69 -1 28.5
15.8 
(M:15.8) 1 1 1 K.MAPPPKK.V

3404 false 1002 1381.8459 1380.8704 1 -23.02 420.31 28.33
15.1 
(M:15.1) 1 8 0 R.NLQNLLILTAIK.A Dimethyl: 1

3405 false 1002 1381.8459 1380.8089 1 21.51 348.7 28.33
18.4 
(M:18.4) 1 53.62 5 1 K.NILDNKPAANKK.S Dimethyl: 1, 12

3406 true 1002 2007.9424 2006.9269 1 4.1 246.38 30
79.2 
(M:79.2) 1 1 0 R.QSTTQPYGVAGACHAFER.E Carbamidomethyl: 13; Dimethyl: 1

3407 true 1003 1380.7197 1379.7045 1 5.76 228.03 26.83
86.6 
(M:86.6) 1 1 0 K.NDHPGLSIGDTAK.K Dimethyl: 1, 13

3408 true 1003 2011.9653 2010.952 1 3.02 266.15 30
125.4 
(M:125.4) 1 1 0 R.QSTTQPYGVAGACHAFER.E

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

3409 true 1004 935.5305 934.5174 1 6.21 90.89 29.83
18.9 
(M:18.9) 1 1 0 K.GFQIAPDR.H Dimethyl:2H(4): 1



3410 true 1004 994.5208 993.5215 1 -8.08 153.29 26.67
26.7 
(M:26.7) 1 1 0 K.NVMESINR.D Dimethyl:2H(4): 1

3411 true 1004 1388.7675 1387.7547 1 3.99 204.21 26.83
86.7 
(M:86.7) 1 1 0 K.NDHPGLSIGDTAK.K Dimethyl:2H(4): 1, 13

3412 true 1005 878.4976 877.4993 1 -10.22 426.43 28.67
28.6 
(M:28.6) 2 1 0 K.VCADLIR.G

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

3413 false 1005 878.4976 877.4993 1 -10.22 579.92 28.67
15.9 
(M:15.9) 1 4 0 R.AMAQNAIK.A Dimethyl:2H(4): 8

3414 true 1005 1044.5469 1043.5434 1 -3.55 181.04 26.83
24.0 
(M:24.0) 1 1 0 R.ELQCLTPR.G Carbamidomethyl: 4; Dimethyl: 1

3415 true 1006 867.5094 866.5014 1 0.85 599.36 29.33
34.0 
(M:34.0) 1 1 0 K.ELWVHK.E Dimethyl: 1, 6

3416 true 1006 917.4967 916.5069 1 -19 117.95 28.5
15.4 
(M:15.4) 1 1 0 K.VPVDWNR.V Dimethyl:2H(4): 1



3417 true 1006 1219.6215 1218.6245 1 -8.38 278.53 30.67
15.1 
(M:15.1) 1 1 0 R.QAEVLAEFER.R Dimethyl: 1

3418 true 1006 1349.7841 1348.75 1 19.9 282.08 29.83
17.9 
(M:17.9) 1 1 0 K.GGNANSTVTEVLK.D Dimethyl:2H(4): 1; Dimethyl: 13

3419 true 1006 1629.7173 1628.6802 1 18.31 185.05 26
30.1 
(M:30.1) 1 58.61 1 1 R.KEDSYDSSEEEQR.K Dimethyl: 1

3420 true 1008 1466.849 1465.857 1 -10.39 325.94 26.83
16.3 
(M:16.3) 1 1 1 R.FPEHELVKDEK.R Dimethyl:2H(4): 1, 8, 11

3421 true 1009 2279.009 2277.9994 1 1.02 225.21 30
42.8 
(M:42.8) 1 1 0

R.TYFSCTSAHTSTGDGTAMVTR
.A Carbamidomethyl: 5; Dimethyl: 1

3422 false 1011 760.4757 759.4854 1 -22.37 253.9 27.83
15.1 
(M:15.1) 1 4 1 K.VTATGKK.S Dimethyl: 1, 7

3423 true 1011 1117.527 1116.5386 1 -16.88 313.81 26.67
15.3 
(M:15.3) 1 1 1 R.CYSVYRNK.I Carbamidomethyl: 1; Dimethyl: 8



3424 true 1012 1050.57 1049.5808 1 -17.12 159.39 28.5
18.0 
(M:18.0) 1 1 0 K.TPQEQIFR.A Dimethyl:2H(4): 1

3425 false 1012 1123.5971 1122.6117 1 -19.48 322.55 26.67
17.4 
(M:17.4) 1 5 1 R.TITGKCNNR.R

Carbamidomethyl: 6; Dimethyl:2H(4): 
5; Dimethyl: 1

3426 true 1012 1126.7428 1125.7361 1 -0.57 443.84 29.33
28.7 
(M:28.7) 1 1 0 K.LLDVVHPAAK.T Dimethyl:2H(4): 1, 10

3427 true 1012 1391.7635 1390.754 1 1.54 283.33 31.5
97.6 
(M:97.6) 3 1 0 R.NTGIICTIGPASR.S

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

3428 true 1013 1181.6378 1180.6353 1 -4.05 184.47 29.33
51.0 
(M:51.0) 1 1 0 K.THIDVIHYR.K Dimethyl: 1

3429 false 1014 818.5249 817.5323 1 -17.96 440.68 27.67
15.1 
(M:15.1) 1 4 0 R.LNVALTR.A Dimethyl:2H(4): 1

3430 false 1014 818.5249 817.5323 1 -17.96 440.68 27.67
15.1 
(M:15.1) 1 4 0 R.LNVALTR.A Dimethyl:2H(4): 1



3431 true 1014 962.5427 961.5134 1 22.85 214.61 28.17
35.4 
(M:35.4) 1 1 0 R.LFTNFHR.Q Dimethyl: 1

3432 true 1014 970.4646 969.4705 1 -13.58 107.62 25.67
15.8 
(M:15.8) 1 1 0 R.LDGSEDFR.R Dimethyl:2H(4): 1

3433 false 1014 1129.6301 1128.6251 1 -2.05 397.77 26.67
17.6 
(M:17.6) 1 2 1 R.GTLADRNNLK.R Dimethyl: 10

3434 true 1014 1279.6465 1278.6692 1 -23.49 272.45 30.33
43.5 
(M:43.5) 1 1 0 R.YIGSMVADVHR.T Dimethyl:2H(4): 1

3435 true 1015 1293.6282 1292.6223 1 -1.1 231.62 29.5
25.0 
(M:25.0) 1 1 0 K.ASYFICHDPK.V Carbamidomethyl: 6; Dimethyl: 1, 10

3436 true 1015 1684.8961 1683.9167 1 -16.58 352.51 26.83
18.2 
(M:18.2) 1 1 0 K.VEHVQMIVLDEANK.L Dimethyl:2H(4): 1; Dimethyl: 14

3437 false 1016 1024.5218 1023.4985 1 15.62 217.16 26.67
20.3 
(M:20.3) 1 2 0 K.NNIDTYTR.L Dimethyl: 1



3438 true 1016 1388.7315 1387.7248 1 -0.43 354.26 29.33
54.2 
(M:54.2) 1 1 0 K.IFQGNVHNFEK.N Dimethyl: 1, 11

3439 false 1016 1388.7315 1387.7381 1 -9.98 314.02 29.33
15.2 
(M:15.2) 1 7 1 K.LSCSDLAEPLKK.E Carbamidomethyl: 3; Dimethyl: 12

3440 true 1017 1056.5249 1055.5247 1 -6.76 123.04 25.67
30.3 
(M:30.3) 1 1 0 K.DLGGDVPEAR.Y Dimethyl: 1

3441 true 1017 1145.6641 1144.658 1 -0.99 374.4 26.83
56.8 
(M:56.8) 2 1 0 R.TLSDYNIQK.E Dimethyl:2H(4): 1, 9

3442 true 1017 1587.7655 1586.7698 1 -7.29 185.4 30
18.9 
(M:18.9) 1 70.34 1 1 K.HFVQMLPEKDCR.Y Carbamidomethyl: 11; Dimethyl: 9

3443 true 1017 1802.8393 1801.8305 1 0.82 176.09 26.83
61.5 
(M:61.5) 1 1 0 R.CHDGTIEYTSIDAHK.G Carbamidomethyl: 1; Dimethyl: 1, 15

3444 true 1018 868.4778 867.4603 1 11.74 507.72 27.67
20.3 
(M:20.3) 1 1 0 K.FLQYNR.L Dimethyl: 1



3445 false 1018 997.6151 996.6233 1 -15.43 251.73 28.17
30.5 
(M:30.5) 2 2 1 K.HVVFGRVK.E Dimethyl: 1, 8

3446 true 1018 997.6151 996.5869 1 21.04 272.7 28.17
49.9 
(M:49.9) 3 1 0 K.HVVFIAQR.R Dimethyl: 1

3447 true 1018 2090.1007 2089.1143 1 -9.98 268.76 30
47.8 
(M:47.8) 2 1 1 K.MQRPPPVPNPDYEPIRK.G Dimethyl: 1, 17

3448 true 1019 1877.9503 1876.9465 1 -1.89 215.85 31.33
59.2 
(M:59.2) 1 1 1 K.NQVAMNPTNTVFDAKR.L Oxidation: 5; Dimethyl: 1, 15

3449 true 1020 1016.585 1015.5528 1 24.5 247.62 30.17
16.1 
(M:16.1) 1 1 0 K.EAFSLFDK.D Dimethyl:2H(4): 1; Dimethyl: 8

3450 true 1020 1221.6326 1220.6302 1 -4 261.33 29.17
48.7 
(M:48.7) 1 1 0 K.GTYLATFHQR.G Dimethyl: 1

3451 true 1020 1623.8675 1622.8513 1 5.53 287.91 30
52.7 
(M:52.7) 1 1 1 K.HFVQMLPEKDCR.Y

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 9



3452 true 1020 1643.7929 1642.7886 1 -1.78 295.88 29.5
64.0 
(M:64.0) 1 1 0 K.TGTITTFEHAHNMR.V Dimethyl: 1

3453 true 1020 1894.9005 1893.8857 1 3.94 241.88 27
41.5 
(M:41.5) 1 1 1 R.AKTHNEYEEGLGGDYR.L Dimethyl: 1, 2

3454 true 1021 1038.6386 1037.6361 1 -4.6 316.39 30.33
51.9 
(M:51.9) 1 1 0 K.SVHDLIYK.R Dimethyl:2H(4): 1, 8

3455 true 1021 1631.8175 1630.796 1 8.75 302.58 30
20.8 
(M:20.8) 1 1 1 K.HFVQMLPEKDCR.Y

Carbamidomethyl: 11; Oxidation: 5; 
Dimethyl: 1, 9

3456 true 1021 1647.8184 1646.8137 1 -1.53 338.18 29.5
76.9 
(M:76.9) 1 1 0 K.TGTITTFEHAHNMR.V Dimethyl:2H(4): 1

3457 true 1022 1091.5881 1090.5811 1 -0.25 370.64 30.33
76.4 
(M:76.4) 1 1 0 R.YGGVFHVEK.N Dimethyl: 1, 9

3458 false 1022 1120.5272 1119.5295 1 -8.55 279.93 25.83
15.1 
(M:15.1) 1 2 1 K.QKEVEESSE.- Dimethyl: 1, 2



3459 true 1022 1273.7399 1272.7241 1 6.74 294.08 29.5
57.3 
(M:57.3) 2 1 0 K.GGGHVAQIYAIR.Q Dimethyl:2H(4): 1

3460 true 1022 1473.712 1472.7048 1 -0.09 284.93 28.67
59.4 
(M:59.4) 1 1 0 K.AFFESHPAPSAER.T Dimethyl: 1

3461 true 1022 1639.8633 1638.8462 1 5.99 281.51 29.83
31.1 
(M:31.1) 2 1 1 K.HFVQMLPEKDCR.Y

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 9; Oxidation: 5

3462 false 1023 886.5388 885.5396 1 -9.06 853.5 31.5
15.6 
(M:15.6) 1 3 1 K.GGGSAVKVR.H Dimethyl: 1, 7

3463 true 1023 1099.6363 1098.6313 1 -2.16 387.63 30.33
36.1 
(M:36.1) 1 1 0 R.YGGVFHVEK.N Dimethyl:2H(4): 1, 9

3464 true 1023 1275.7838 1274.7459 1 23.98 269.2 28.17
49.9 
(M:49.9) 2 1 1 K.INLIPNKHDR.T Dimethyl: 1, 7

3465 true 1023 1477.7395 1476.7299 1 1.56 320.96 28.67
56.8 
(M:56.8) 1 1 0 K.AFFESHPAPSAER.T Dimethyl:2H(4): 1



3466 true 1024 1124.6192 1123.6138 1 -1.67 361.17 30.33
32.6 
(M:32.6) 1 1 0 R.FNDIHVPVR.L Dimethyl: 1

3467 true 1024 1227.6924 1226.6921 1 -5.71 127.2 26.67
17.2 
(M:17.2) 1 1 0 R.NQSPVLEPVGR.S Dimethyl:2H(4): 1

3468 true 1024 1732.9323 1731.9318 1 -3.91 288.84 29.33
36.9 
(M:36.9) 1 1 0 R.GHSDLVTGVQLAPHNR.L Dimethyl:2H(4): 1

3469 true 1024 1800.8835 1799.8625 1 7.64 201.97 30
23.9 
(M:23.9) 1 1 0 K.ASVHCLETGEYTHIR.N Carbamidomethyl: 5; Dimethyl: 1

3470 true 1026 976.5583 975.5502 1 0.87 135.01 31.67
16.6 
(M:16.6) 1 1 0 R.NAFVTGIAR.Y Dimethyl: 1

3471 true 1026 1011.5778 1010.5661 1 4.3 189.14 27.67
29.6 
(M:29.6) 1 1 0 K.QYLPHVAR.L Dimethyl: 1

3472 false 1026 1011.5778 1010.562 1 8.41 270.71 27.67
16.7 
(M:16.7) 1 2 1 -.MLTAEDKK.L

Dimethyl:2H(4): 7; Oxidation: 1; 
Dimethyl: 8



3473 true 1026 1220.5766 1219.5833 1 -11.5 79.14 25.83
47.5 
(M:47.5) 1 1 0 R.DETNYGIPQR.A Dimethyl: 1

3474 true 1026 1322.7491 1321.7354 1 4.89 449.97 28.17
18.0 
(M:18.0) 2 52.36 1 0 K.AAAEIGISANHIK.L Dimethyl: 1

3475 true 1027 856.4841 855.4814 1 -5.35 427.61 27
26.6 
(M:26.6) 1 1 0 R.DIQSLPR.N Dimethyl: 1

3476 false 1027 856.4841 855.4563 1 24.02 311.29 27
15.7 
(M:15.7) 1 3 1 R.RGDDLPR.R Dimethyl: 1

3477 true 1027 1015.6007 1014.5913 1 2.1 213.78 27.67
25.9 
(M:25.9) 1 1 0 K.QYLPHVAR.L Dimethyl:2H(4): 1

3478 true 1027 1224.5986 1223.6084 1 -13.99 62.76 25.83
49.1 
(M:49.1) 1 1 0 R.DETNYGIPQR.A Dimethyl:2H(4): 1

3479 true 1027 1310.7061 1309.6717 1 20.71 267.92 30.5
42.4 
(M:42.4) 1 1 0 K.EAVFFQSHSAR.A Dimethyl:2H(4): 1



3480 true 1027 1668.899 1667.9156 1 -14.31 230.17 28.5
26.9 
(M:26.9) 1 1 0 K.GGKPEQPAMPQPVPTA.- Dimethyl:2H(4): 1, 3

3481 true 1027 1933.0278 1932.0065 1 7.24 148.89 30
65.1 
(M:65.1) 1 1 1 K.VYVGNLGNNGNKTELER.A Dimethyl: 1, 12

3482 true 1028 1109.5858 1108.5778 1 0.67 324.1 31.5
36.9 
(M:36.9) 1 1 0 R.GLDFLHSHR.V Dimethyl: 1

3483 true 1028 1287.6839 1286.683 1 -4.95 177.43 26.67
30.7 
(M:30.7) 1 1 0 K.SQSIDTPGVISR.V Dimethyl: 1

3484 false 1028 1299.6415 1298.6466 1 -9.52 107.92 26.5
16.3 
(M:16.3) 1 2 0 R.SSASFSTTAVSAR.Y Dimethyl: 1

3485 false 1028 1338.8085 1337.7919 1 6.99 335.67 28.33
17.1 
(M:17.1) 1 7 1 R.AVEDKNIGPLVK.T Dimethyl: 1, 5

3486 true 1029 1011.5851 1010.5922 1 -14.18 68.6 26.17
27.3 
(M:27.3) 1 1 0 K.CIIVEEGK.E

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 8



3487 true 1029 1113.6089 1112.6029 1 -1.16 362.44 31.5
29.0 
(M:29.0) 1 1 0 R.GLDFLHSHR.V Dimethyl:2H(4): 1

3488 true 1029 1369.733 1368.715 1 7.83 265.24 30.17
54.5 
(M:54.5) 1 1 0 R.QAILGEHPSSFR.H Dimethyl: 1

3489 true 1029 2124.1808 2123.1615 1 5.68 253.58 30
60.2 
(M:60.2) 1 1 0 R.LGQSDPAPLQHHVEIYQK.R Dimethyl:2H(4): 1, 18

3490 true 1030 1024.5415 1023.5349 1 -0.7 195.62 26.17
65.8 
(M:65.8) 2 1 0 K.DIDIHEVR.V Dimethyl: 1

3491 true 1030 1136.6055 1135.5986 1 -0.29 373.5 31.5
38.3 
(M:38.3) 1 1 0 R.NQNYTSILR.F Dimethyl: 1

3492 true 1030 1167.5881 1166.5767 1 3.49 521.39 27.83
23.1 
(M:23.1) 1 1 0 K.DWHRPCLR.C Carbamidomethyl: 6; Dimethyl: 1

3493 true 1030 1318.5444 1317.5448 1 -5.86 250.19 26.67
23.2 
(M:23.2) 1 1 0 K.TFDHYCEYR.R Carbamidomethyl: 6; Dimethyl: 1



3494 false 1030 1376.6941 1375.6952 1 -6.04 236.47 25.67
16.1 
(M:16.1) 1 7 1 R.DICKNMVLAER.C Carbamidomethyl: 3; Dimethyl: 1

3495 true 1030 1376.6941 1375.6831 1 2.75 162.18 25.67
27.9 
(M:27.9) 1 1 0 K.VVTDTDETELAR.Q Dimethyl: 1

3496 false 1030 1376.6941 1375.6727 1 10.28 230.27 25.67
19.6 
(M:19.6) 1 5 0 R.MPEDNMIETLK.Q Dimethyl: 1, 11

3497 true 1031 784.4767 783.4531 1 20.84 410.79 30.33
19.9 
(M:19.9) 1 1 0 K.FSAYIK.N Dimethyl: 1, 6

3498 true 1031 903.3987 902.3956 1 -4.71 121.51 27.17
19.6 
(M:19.6) 1 1 0 R.CYDVYR.G Carbamidomethyl: 1; Dimethyl: 1

3499 false 1031 1071.589 1070.5985 1 -15.63 124.89 26
16.4 
(M:16.4) 1 6 1 R.RAQGWQGIK.D Dimethyl: 9

3500 false 1031 1071.589 1070.572 1 9.09 103.21 26
18.9 
(M:18.9) 1 2 0 K.QAQLEGELR.A Dimethyl: 1



3501 true 1031 1140.629 1139.6237 1 -1.69 342.79 31.5
28.5 
(M:28.5) 1 1 0 R.NQNYTSILR.F Dimethyl:2H(4): 1

3502 true 1031 1380.7017 1379.7082 1 -9.95 239.57 25.67
26.1 
(M:26.1) 1 1 0 K.VVTDTDETELAR.Q Dimethyl:2H(4): 1

3503 false 1032 1061.5598 1060.5699 1 -16.35 204.08 27.17
16.9 
(M:16.9) 1 3 1 K.DMRSQIQK.K Dimethyl: 1, 8

3504 true 1032 1110.5521 1109.5353 1 8.56 232.08 27
17.4 
(M:17.4) 1 1 0 R.ESFEGSISAR.I Dimethyl: 1

3505 true 1032 2119.1885 2118.1863 1 -2.39 429.32 29.33
38.9 
(M:38.9) 1 1 0 R.SLPHEDKPLSLHGYQSSK.T Dimethyl:2H(4): 1, 7, 18

3506 true 1033 873.4367 872.4293 1 0.11 516.16 30
17.3 
(M:17.3) 1 1 0 R.HFAEWR.H Dimethyl: 1

3507 true 1033 1065.5833 1064.5689 1 6.71 79.92 27
15.7 
(M:15.7) 1 1 0 K.GMFLAQINK.S Oxidation: 2; Dimethyl: 9



3508 true 1033 1231.6883 1230.6721 1 7.28 168.87 27.83
55.1 
(M:55.1) 3 1 0 K.FAAATGATPIAGR.F Dimethyl: 1

3509 true 1033 2034.0854 2033.0793 1 -0.57 125.21 28.5
40.4 
(M:40.4) 1 1 1 R.QKLDEQTKPGSLSFSER.L Dimethyl: 1, 2, 8

3510 false 1034 1146.5997 1145.5928 1 -0.33 325.89 26
15.1 
(M:15.1) 1 5 1 K.KAAESQLDEK.D Dimethyl: 10

3511 true 1034 1393.7811 1392.7663 1 5.37 374.56 27.83
40.3 
(M:40.3) 1 1 0 R.IQTQPGYANTLR.Q Dimethyl:2H(4): 1

3512 false 1034 1393.7811 1392.7486 1 18.11 332.4 27.83
15.6 
(M:15.6) 1 2 1 K.QMWKSPNGTIR.N

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 4

3513 true 1034 1469.6414 1468.6371 1 -2.08 360.33 26.67
66.2 
(M:66.2) 1 1 0 R.GGDYFYHSENPR.R Dimethyl: 1

3514 true 1034 2576.1953 2575.1849 1 1.21 299.74 29.33
55.8 
(M:55.8) 1 1 0

K.TEFACQPHSSPLYHQPMHPQ
R.V Carbamidomethyl: 5; Dimethyl: 1



3515 true 1035 1149.6131 1148.6077 1 -1.65 385.94 26.5
102.8 
(M:102.8) 2 1 0 K.ALAAGGYDVEK.N Dimethyl: 1, 11

3516 true 1035 1149.6131 1148.6077 1 -1.65 385.94 26.5
102.8 
(M:102.8) 2 1 0 K.ALAAGGYDVEK.N Dimethyl: 1, 11

3517 true 1035 1473.668 1472.6622 1 -1.01 384.84 26.67
62.9 
(M:62.9) 1 1 0 R.GGDYFYHSENPR.R Dimethyl:2H(4): 1

3518 true 1035 1528.8459 1527.8443 1 -3.73 159.48 28.33
15.0 
(M:15.0) 1 1 1 K.GQNLAKITQQMPK.V Oxidation: 11; Dimethyl: 6, 13

3519 true 1035 1547.7698 1546.7889 1 -17.04 122.42 25.67
35.5 
(M:35.5) 1 1 0 R.LNQIGVENTEENR.R Dimethyl:2H(4): 1

3520 true 1035 1604.9376 1603.9297 1 0.37 307.11 30.33
100.4 
(M:100.4) 1 1 1 K.IKGEHPGLSIGDVAK.K Dimethyl: 1, 2, 15

3521 true 1036 740.4166 739.4166 1 -9.93 179.35 28.83
18.6 
(M:18.6) 1 1 0 R.LGFDTR.V Dimethyl:2H(4): 1



3522 true 1036 1609.8435 1608.8198 1 10.2 322.09 30.17
23.9 
(M:23.9) 1 1 0 R.EISHTFSNYPAGVR.Y Dimethyl:2H(4): 1

3523 false 1037 745.458 744.4382 1 16.79 275.48 28.5
18.9 
(M:18.9) 1 3 0 K.DGVTVAK.A Dimethyl: 1, 7

3524 false 1037 745.458 744.4382 1 16.79 234.6 28.5
18.1 
(M:18.1) 1 4 0 K.VDISGVK.I Dimethyl: 7

3525 true 1037 784.5072 783.5094 1 -12.08 408.23 29.67
30.1 
(M:30.1) 1 1 0 R.NVNVFK.F Dimethyl:2H(4): 1, 6

3526 true 1037 1180.5923 1179.5822 1 2.37 75.57 27.17
73.7 
(M:73.7) 1 1 0 R.HSFLTDESGR.V Dimethyl:2H(4): 1

3527 true 1037 1617.0143 1616.0051 1 1.23 282.34 30.33
119.8 
(M:119.8) 1 1 1 K.IKGEHPGLSIGDVAK.K Dimethyl:2H(4): 1, 2, 15

3528 false 1038 746.3791 745.3606 1 14.95 369.81 28.33
16.7 
(M:16.7) 1 4 0 K.NEEGNK.A Dimethyl: 1, 6



3529 true 1038 924.4528 923.4535 1 -8.62 172.55 28.83
20.9 
(M:20.9) 1 1 0 R.ALTECFR.R Carbamidomethyl: 5; Dimethyl: 1

3530 false 1038 924.4528 923.4456 1 -0.12 210.08 28.83
15.7 
(M:15.7) 1 2 1 K.KEECMK.K

Carbamidomethyl: 4; Oxidation: 5; 
Dimethyl: 1, 1, 6

3531 true 1038 1416.8011 1415.7885 1 3.74 324 30
41.2 
(M:41.2) 1 1 0 R.TVEGVLIVHEHR.L Dimethyl: 1

3532 false 1039 1176.6133 1175.6186 1 -10.71 64.25 26
22.9 
(M:22.9) 1 3 1 K.YKDDPVDLR.L Dimethyl: 1, 2

3533 true 1039 1603.7869 1602.775 1 2.84 266.84 26.83
82.5 
(M:82.5) 1 1 1 K.NNSEKDQSLGNWR.L Dimethyl: 1, 5

3534 true 1039 1688.893 1687.8682 1 10.39 289.64 30.33
36.1 
(M:36.1) 1 1 0 K.SPFEVHIGHEAGPQK.V Dimethyl: 1, 15

3535 true 1040 1723.7635 1722.7747 1 -10.72 139.14 25.83
113.8 
(M:113.8) 2 1 0 K.STAGDTHLGGEDFDNR.M Dimethyl:2H(4): 1



3536 true 1040 1723.7635 1722.7747 1 -10.72 139.14 25.83
113.8 
(M:113.8) 2 1 0 K.STAGDTHLGGEDFDNR.M Dimethyl:2H(4): 1

3537 true 1040 1897.9435 1896.9236 1 6.64 376.62 30.17
29.0 
(M:29.0) 1 1 0 K.SHLLNCCPHDVLSGTR.M

Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1

3538 true 1041 1023.562 1022.5661 1 -11.19 231.17 29.5
15.6 
(M:15.6) 1 1 0 R.IWAHEALR.L Dimethyl: 1

3539 true 1041 1193.6223 1192.6088 1 5.2 177.72 26.5
44.1 
(M:44.1) 1 1 0 R.LENEIQTYR.S Dimethyl: 1

3540 false 1042 887.5522 886.5236 1 23.95 523.5 29
15.9 
(M:15.9) 1 9 1 K.RQDLVTK.I Dimethyl: 7

3541 true 1042 1054.6154 1053.6133 1 -4.87 258.08 29.5
40.4 
(M:40.4) 1 1 0 R.ALEVHYMK.Q Dimethyl:2H(4): 1, 8

3542 false 1042 1312.6147 1311.6307 1 -17.7 178.98 27.17
16.5 
(M:16.5) 1 2 0 R.VEQLEEEHSGK.K Dimethyl: 11



3543 true 1042 1312.6147 1311.6064 1 0.8 184.73 27.17
38.7 
(M:38.7) 1 1 0 K.HCCVEVLPDR.D Carbamidomethyl: 2, 3; Dimethyl: 1

3544 true 1042 1663.9446 1662.9293 1 4.79 291.85 27.67
29.3 
(M:29.3) 1 1 0 K.LKPNAGNGADLPNYR.W Dimethyl:2H(4): 1, 2

3545 true 1042 1894.8838 1893.8956 1 -10.08 192.43 25.67
72.2 
(M:72.2) 1 1 0 R.EQDEVPTPTPTTPDPSR.V Dimethyl: 1

3546 true 1042 2444.1819 2443.1777 1 -1.26 221.32 30.33
45.2 
(M:45.2) 1 1 0

R.HQLVHTGEKPFQCTFEGCGK.
R

Carbamidomethyl: 13, 18; Dimethyl: 1, 
9, 20

3547 true 1043 1176.6612 1175.6411 1 10.91 157.1 30.17
30.0 
(M:30.0) 2 1 1 R.RLNDFASAVR.I Dimethyl: 1

3548 true 1043 1210.6711 1209.6655 1 -1.43 77.51 26.17
25.0 
(M:25.0) 1 1 0 K.AANPIPPEVDR.W Dimethyl:2H(4): 1

3549 true 1043 1898.9135 1897.9207 1 -7.61 273.65 25.67
80.0 
(M:80.0) 1 1 0 R.EQDEVPTPTPTTPDPSR.V Dimethyl:2H(4): 1



3550 true 1044 1799.8611 1798.8486 1 2.93 265.78 26.67
69.2 
(M:69.2) 1 1 0 K.GHTDSVQDISFDHTGK.L Dimethyl: 1, 16

3551 true 1045 810.4798 809.4687 1 4.75 341.81 27.83
34.9 
(M:34.9) 1 1 0 K.YYLAPK.I Dimethyl: 1, 6

3552 true 1045 982.4886 981.492 1 -10.85 206 29.17
36.8 
(M:36.8) 1 1 0 R.WTETYVR.W Dimethyl: 1

3553 true 1045 983.6092 982.5924 1 9.73 181.03 28.33
20.8 
(M:20.8) 1 1 0 R.AVVGIVAGGGR.I Dimethyl: 1

3554 true 1045 1030.5905 1029.5859 1 -2.54 260.29 30.33
42.4 
(M:42.4) 1 1 0 K.SVHDLIYK.R Dimethyl: 1, 8

3555 true 1045 1220.7391 1219.7339 1 -1.73 233.49 29.67
66.8 
(M:66.8) 1 1 0 R.ITAHLVHELR.R Dimethyl:2H(4): 1

3556 true 1045 1807.8985 1806.8988 1 -4.22 262.65 26.67
44.5 
(M:44.5) 1 1 0 K.GHTDSVQDISFDHTGK.L Dimethyl:2H(4): 1, 16



3557 false 1046 1004.5021 1003.4763 1 18.45 232.7 28.83
24.8 
(M:24.8) 1 2 0 K.FYEFSQR.L Dimethyl: 1

3558 false 1046 1004.5021 1003.4985 1 -3.59 236.61 28.83
16.6 
(M:16.6) 1 7 1 R.AADDDRGPR.R Dimethyl:2H(4): 1

3559 true 1046 2463.0593 2462.074 1 -8.93 132.9 25.83
166.7 
(M:166.7) 2 1 0

K.QETTPINDNVSQCCSSSYANR.
R

Carbamidomethyl: 13, 14; 
Dimethyl:2H(4): 1

3560 true 1047 922.5182 921.5222 1 -12.24 166.64 27.83
16.2 
(M:16.2) 2 50 1 1 K.NKNPDFK.V Dimethyl:2H(4): 1; Dimethyl: 7

3561 true 1047 922.5182 921.5255 1 -15.89 119.02 27.83
16.2 
(M:16.2) 2 1 0 R.ENILVMR.L Dimethyl:2H(4): 1; Oxidation: 6

3562 true 1047 1128.6425 1127.6389 1 -3.29 403.92 30.33
18.9 
(M:18.9) 1 1 0 R.FNDIHVPVR.L Dimethyl:2H(4): 1

3563 true 1047 1335.662 1334.6323 1 16.79 147.06 26
15.7 
(M:15.7) 1 1 0 K.CVACESAKPGTK.A Carbamidomethyl: 1, 4; Dimethyl: 12



3564 true 1048 1134.5848 1133.5869 1 -8.29 454.74 30.33
35.3 
(M:35.3) 1 1 0 R.FEGHFSINK.V Dimethyl: 1, 9

3565 false 1048 1284.7918 1283.7925 1 -6.21 225.93 30
23.4 
(M:23.4) 1 2 1 K.NSLAVSKQLLR.N Dimethyl: 1, 7

3566 true 1048 1284.7918 1283.7863 1 -1.39 230.39 30
33.2 
(M:33.2) 1 1 0 K.QLLASQGIPAVR.S Dimethyl:2H(4): 1

3567 false 1048 1350.6941 1349.6861 1 0.58 181.4 26.17
19.4 
(M:19.4) 1 3 1 R.EAMSSAKSDLQK.K Dimethyl: 1, 12

3568 true 1048 1350.6941 1349.6649 1 16.23 130.17 26.17
23.5 
(M:23.5) 1 1 1 K.CLKDEDPYVR.K Carbamidomethyl: 1; Dimethyl: 1, 3

3569 true 1048 1387.7321 1386.7289 1 -2.97 332.33 31.5
59.0 
(M:59.0) 3 1 0 R.NTGIICTIGPASR.S Carbamidomethyl: 6; Dimethyl: 1

3570 true 1049 1142.6399 1141.6372 1 -3.97 434.92 30.33
22.8 
(M:22.8) 1 1 0 R.FEGHFSINK.V Dimethyl:2H(4): 1, 9



3571 true 1049 1362.8258 1361.8196 1 -0.73 206.96 26
51.7 
(M:51.7) 1 1 1 K.EAIEGTYIDKK.C Dimethyl:2H(4): 1, 10, 11

3572 true 1050 1025.482 1024.4726 1 2.04 166.36 29.83
70.0 
(M:70.0) 5 1 0 R.GGNFGFGDAR.G Dimethyl: 1

3573 true 1050 1033.5837 1032.5688 1 7.36 264.04 27.83
28.9 
(M:28.9) 1 1 0 R.QGVPMNSLR.F Dimethyl:2H(4): 1

3574 true 1051 852.3927 851.4025 1 -20.06 356.63 25.83
18.3 
(M:18.3) 1 1 0 K.DYEELR.T Dimethyl: 1

3575 true 1052 1108.7377 1107.7256 1 4.4 358.12 27.83
44.8 
(M:44.8) 2 1 0 K.HGIPVPVTPK.A Dimethyl:2H(4): 1, 10

3576 true 1052 1226.6361 1225.6328 1 -3.25 254.17 31.33
47.1 
(M:47.1) 1 1 0 K.HHPDLIFCR.K

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

3577 true 1052 1511.8158 1510.7991 1 6.23 104.27 27.17
38.8 
(M:38.8) 1 1 1 R.VHELEDTLSKER.E Dimethyl: 1, 10



3578 true 1052 1532.7447 1531.7379 1 -0.33 305.92 29.5
76.2 
(M:76.2) 1 1 0 R.ASQNSHGDFSISVR.H Dimethyl: 1

3579 false 1053 887.4437 886.4371 1 -0.76 654.86 25.83
16.6 
(M:16.6) 1 2 0 R.ESSEDEK.E Dimethyl:2H(4): 1, 7

3580 true 1053 1072.6495 1071.659 1 -15.66 115.29 28.67
36.5 
(M:36.5) 1 1 0 K.IVNTPEVIR.V Dimethyl:2H(4): 1

3581 true 1053 1287.7627 1286.7347 1 16.09 290.27 28.33
25.1 
(M:25.1) 1 1 0 K.GIVEFSGKPAAR.K Dimethyl: 1, 8

3582 true 1053 1324.7819 1323.7812 1 -5 143.23 30.5
16.4 
(M:16.4) 1 1 0 K.VILHPSAALSER.K Dimethyl:2H(4): 1

3583 true 1053 1597.7691 1596.7657 1 -2.39 266.9 29.67
75.4 
(M:75.4) 1 1 0 K.ISPFEHQTYCQR.T

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

3584 false 1053 1597.7691 1596.7902 1 -17.72 349.02 29.67
18.1 
(M:18.1) 1 2 1 R.LGKMAQASQEMEAR.L Dimethyl:2H(4): 1; Oxidation: 4



3585 true 1054 1084.5727 1083.5685 1 -2.8 186.02 28.83
35.3 
(M:35.3) 1 1 0 K.VYIQDVCR.E

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

3586 false 1054 1084.5727 1083.5606 1 4.45 457.55 28.83
15.9 
(M:15.9) 1 4 0 K.VQMMLQDK.Y

Dimethyl:2H(4): 1; Oxidation: 3, 4; 
Dimethyl: 8

3587 false 1055 898.5015 897.5109 1 -18.59 594.05 26
15.8 
(M:15.8) 1 5 0 R.AGLSSFEK.Q Dimethyl:2H(4): 1; Dimethyl: 8

3588 true 1055 1473.9091 1472.9191 1 -11.77 353.84 30
19.7 
(M:19.7) 1 1 1 R.LPATIARIPPVAVR.L

3589 true 1056 1214.6523 1213.6455 1 -0.42 112.45 28.83
43.4 
(M:43.4) 1 1 0 R.VFNETPINPR.K Dimethyl: 1

3590 true 1056 1677.8476 1676.8308 1 5.67 294.81 27.17
105.5 
(M:105.5) 2 1 0 K.IAGHAEEYGAETLER.M Dimethyl:2H(4): 1

3591 false 1057 906.4794 905.4892 1 -18.82 80.3 26.33
18.5 
(M:18.5) 2 4 1 K.DVAKDMK.S Oxidation: 6; Dimethyl: 1, 4, 7



3592 false 1057 906.4794 905.4641 1 8.93 101.76 26.33
16.3 
(M:16.3) 1 7 1 R.EAKAEMR.R Oxidation: 6; Dimethyl: 1, 3

3593 true 1057 906.4794 905.4858 1 -15.1 83.6 26.33
48.2 
(M:48.2) 3 1 0 R.EIAQDFK.T Dimethyl: 1, 7

3594 false 1057 1396.7892 1395.7834 1 -1.03 343.93 30.5
15.0 
(M:15.0) 1 39.29 7 1 K.VGVEAKQPNSAIR.K Dimethyl: 1

3595 true 1058 1486.9268 1485.8919 1 18.59 279.44 30.17
37.6 
(M:37.6) 1 1 1 K.KEDLYLKPIQR.T Dimethyl: 1, 1, 7

3596 true 1059 927.554 926.5298 1 18.31 97.16 27
16.6 
(M:16.6) 1 1 1 K.RTVSSPPR.K Dimethyl: 1

3597 true 1059 1050.5589 1049.5546 1 -2.83 268.14 30.33
55.9 
(M:55.9) 1 1 0 K.HLTDAYFK.K Dimethyl: 1, 8

3598 true 1059 1349.7277 1348.7301 1 -7.14 251.48 29.33
43.4 
(M:43.4) 1 1 1 K.LREDMAPYYK.E Dimethyl:2H(4): 1, 10



3599 true 1060 1058.6084 1057.6048 1 -3.49 297.28 30.33
27.1 
(M:27.1) 1 1 0 K.HLTDAYFK.K Dimethyl:2H(4): 1, 8

3600 true 1060 1353.7932 1352.7776 1 6.15 250.47 27.83
43.5 
(M:43.5) 2 1 0 R.DNIQGITKPAIR.R Dimethyl: 1

3601 true 1060 1499.004 1497.9672 1 19.71 243.17 30.17
42.3 
(M:42.3) 2 1 1 K.KEDLYLKPIQR.T Dimethyl:2H(4): 1, 1, 7

3602 true 1060 1681.9053 1680.8981 1 -0.06 252.03 30.5
39.7 
(M:39.7) 1 1 1 R.KLESLCNIHENIR.V Carbamidomethyl: 6; Dimethyl: 1, 1

3603 true 1061 938.4866 937.4691 1 10.83 240.71 27.83
21.2 
(M:21.2) 1 1 0 R.QFVEMTR.T Dimethyl: 1

3604 true 1061 1001.5133 1000.5189 1 -12.91 119.08 25.83
28.4 
(M:28.4) 1 1 0 R.AEDAVEAIR.G Dimethyl: 1

3605 false 1061 1001.5133 1000.4938 1 12.2 141.13 25.83
19.3 
(M:19.3) 1 3 1 M.ADREEALR.E Acetyl: 1



3606 true 1061 1102.6251 1101.6216 1 -3.43 332.58 30.17
22.9 
(M:22.9) 1 1 1 K.GELMEAIKR.D Dimethyl: 1, 8

3607 true 1061 1798.7763 1797.7715 1 -1.41 235.88 30.5
36.5 
(M:36.5) 1 1 0 R.HYFCESCALQHYR.K Carbamidomethyl: 4, 7; Dimethyl: 1

3608 false 1062 940.4833 939.46 1 17.09 129.84 26.83
15.0 
(M:15.0) 1 5 0 K.EEGEAFAR.E Dimethyl:2H(4): 1

3609 true 1062 1042.4412 1041.4516 1 -16.98 181.12 25.83
23.4 
(M:23.4) 1 1 0 K.GNYDEGFGR.K Dimethyl: 1

3610 true 1062 1322.7415 1321.7292 1 3.83 227.96 30.17
22.6 
(M:22.6) 1 1 0 K.GVIYAEGQNLAR.Y Dimethyl:2H(4): 1

3611 false 1062 1367.8237 1366.8184 1 -1.46 194.71 28
15.6 
(M:15.6) 1 9 1 K.LLNPTLQKVADK.R Dimethyl: 8

3612 true 1062 1444.825 1443.7834 1 23.75 384.23 28.5
23.3 
(M:23.3) 1 1 0 K.AQAARPGGDTIFGK.I Dimethyl: 1, 14



3613 true 1062 1671.8047 1670.7987 1 -0.76 306.22 29.67
40.1 
(M:40.1) 1 1 0 R.AEQPHQHAMYYLR.L Dimethyl: 1

3614 true 1062 1750.8656 1749.8495 1 5.02 260.26 26
15.4 
(M:15.4) 1 50 1 1 M.SDKPDMAEIEKFDK.S Acetyl: 1; Dimethyl: 3, 11

3615 true 1062 1917.9754 1916.9639 1 2.21 292.54 30.33
23.1 
(M:23.1) 1 1 0 R.HCLTQELNLHVQQNR.A Carbamidomethyl: 2; Dimethyl: 1

3616 true 1063 1046.4663 1045.4767 1 -16.83 191.01 25.83
15.8 
(M:15.8) 1 1 0 K.GNYDEGFGR.K Dimethyl:2H(4): 1

3617 true 1063 1334.7443 1333.7354 1 1.19 233.87 30.33
34.0 
(M:34.0) 2 1 0 K.GSAAPGPVPEGVIR.L Dimethyl: 1

3618 true 1063 1563.8205 1562.8127 1 0.38 105.81 28.83
20.6 
(M:20.6) 1 1 0 K.VIQCFAETGQVQK.I Carbamidomethyl: 4; Dimethyl: 1, 13

3619 true 1063 1778.8931 1777.892 1 -3.48 183.81 26.33
79.6 
(M:79.6) 1 1 1 K.ADTLTPEECQQFKK.Q

Carbamidomethyl: 9; Dimethyl: 1, 13, 
14



3620 true 1063 1816.8398 1815.8428 1 -5.63 179.87 30
33.6 
(M:33.6) 1 1 0 R.FSSNSSATAGYYPSPPR.A Dimethyl: 1

3621 true 1064 1571.8723 1570.8629 1 1.34 154.49 28.67
52.0 
(M:52.0) 1 1 0 K.VIQCFAETGQVQK.I

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 13

3622 true 1064 1711.8621 1710.859 1 -2.47 273.45 29.67
41.0 
(M:41.0) 1 1 0 R.ETNPHHPPAWIASAR.L Dimethyl: 1

3623 true 1065 1079.514 1078.5267 1 -18.47 221.7 26
43.0 
(M:43.0) 1 1 0 K.AELDDTPMR.G Dimethyl:2H(4): 1

3624 false 1065 1079.514 1078.5142 1 -6.95 193.45 26
16.9 
(M:16.9) 1 4 0 K.EASSTQDTGK.L Dimethyl: 1, 10

3625 true 1066 2456.2431 2455.253 1 -6.99 225.84 30.33
27.9 
(M:27.9) 1 1 0

R.HQLVHTGEKPFQCTFEGCGK.
R

Carbamidomethyl: 13, 18; 
Dimethyl:2H(4): 1, 9, 20

3626 true 1067 1048.5789 1047.5685 1 2.97 148.57 26.83
21.6 
(M:21.6) 1 1 0 R.ELQCLTPR.G

Carbamidomethyl: 4; Dimethyl:2H(4): 
1



3627 true 1067 1788.8967 1787.8955 1 -3.38 230.78 29.67
25.9 
(M:25.9) 1 1 0 K.KPGQSFQEQVEHYR.D Dimethyl: 1, 1

3628 true 1068 1093.5719 1092.5899 1 -23.13 236.14 26.83
19.3 
(M:19.3) 1 1 1 K.DDMLGNLKR.L Dimethyl:2H(4): 1

3629 true 1068 1214.612 1213.5798 1 20.51 93.2 25.83
15.1 
(M:15.1) 1 1 0 R.SSTEIDDMLR.K Dimethyl:2H(4): 1; Oxidation: 8

3630 true 1068 1796.9446 1795.9457 1 -4.67 263.25 29.67
23.0 
(M:23.0) 1 1 0 K.KPGQSFQEQVEHYR.D Dimethyl:2H(4): 1, 1

3631 true 1068 2088.9907 2087.9872 1 -1.8 119.97 26
54.9 
(M:54.9) 1 1 1 K.EQSGTIYLQHADEERER.T Dimethyl: 1

3632 true 1069 1089.5801 1088.5767 1 -3.53 364.47 30.67
55.6 
(M:55.6) 1 1 0 R.FHEQFVVR.E Dimethyl: 1

3633 true 1069 1287.5916 1286.599 1 -11.44 120.76 26
31.4 
(M:31.4) 1 1 0 K.IDEPLEGSEDR.I Dimethyl: 1



3634 true 1069 1820.8811 1819.8788 1 -2.71 341.95 29.67
33.2 
(M:33.2) 1 1 0 R.INPDHNFPVSSHCLR.A Carbamidomethyl: 13; Dimethyl: 1

3635 true 1069 2093.0146 2092.0123 1 -2.37 206.12 26
20.2 
(M:20.2) 1 1 1 K.EQSGTIYLQHADEERER.T Dimethyl:2H(4): 1

3636 false 1070 833.4567 832.4304 1 22.9 467.93 27.17
16.7 
(M:16.7) 1 9 0 R.ENHHLR.H Dimethyl: 1

3637 true 1070 1093.6076 1092.6018 1 -1.34 324.67 30.67
48.7 
(M:48.7) 1 1 0 R.FHEQFVVR.E Dimethyl:2H(4): 1

3638 true 1070 1291.6147 1290.6241 1 -12.92 153.43 26
45.4 
(M:45.4) 1 1 0 K.IDEPLEGSEDR.I Dimethyl:2H(4): 1

3639 true 1071 1269.6937 1268.6849 1 1.21 181.63 27
66.5 
(M:66.5) 1 1 0 K.ILHPEIAECR.V

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

3640 true 1071 1632.8867 1631.8817 1 -1.43 245.5 27.83
16.3 
(M:16.3) 1 1 1 K.EHVQLLMEKNHAK.Q Dimethyl: 1, 13



3641 true 1071 1663.8686 1662.8225 1 23.32 285.15 30.83
21.1 
(M:21.1) 1 1 1 K.IDKTEYMVGSYGPR.A Dimethyl:2H(4): 1; Oxidation: 7

3642 true 1071 2090.9315 2089.935 1 -5.16 252.89 29.5
41.4 
(M:41.4) 1 1 1 K.GKYYYEVSCHDQGLCR.V

Carbamidomethyl: 9, 15; Dimethyl: 1, 
2

3643 true 1072 1065.5512 1064.5325 1 10.75 269.48 30.17
24.9 
(M:24.9) 1 1 1 K.MDERAFPK.G Oxidation: 1; Dimethyl: 1, 8

3644 true 1072 1206.6261 1205.6193 1 -0.42 108.58 31.67
25.1 
(M:25.1) 1 1 0 R.TFLVEYHNR.V Dimethyl: 1

3645 true 1074 1222.6119 1221.6077 1 -2.49 252.22 31.33
54.4 
(M:54.4) 1 1 0 K.HHPDLIFCR.K Carbamidomethyl: 8; Dimethyl: 1

3646 true 1074 1235.6771 1234.6558 1 11.36 113.53 31.67
47.0 
(M:47.0) 1 1 0 M.ATYVQLNTGAK.M Acetyl: 1; Dimethyl: 11

3647 true 1074 2446.2415 2445.2223 1 4.88 213.03 30.17
45.0 
(M:45.0) 1 1 1 R.IIEIHQEMFNHNEHEVSKR.W Dimethyl: 1, 18



3648 true 1074 2455.2955 2454.2602 1 11.39 256.09 26
16.2 
(M:16.2) 1 1 1

R.GGQVNLDMEDHRDEEYVKPK
.S Dimethyl:2H(4): 1, 18, 20

3649 true 1075 1239.6904 1238.6809 1 1.85 271.97 31.67
48.4 
(M:48.4) 1 1 0 M.ATYVQLNTGAK.M Dimethyl:2H(4): 11; Acetyl: 1

3650 true 1075 1385.5952 1384.5864 1 1.14 297.41 26.83
48.2 
(M:48.2) 2 1 0 R.DTNFGTNCICR.V Carbamidomethyl: 8, 10; Dimethyl: 1

3651 true 1075 2057.1845 2056.1429 1 16.67 190.51 27.83
23.7 
(M:23.7) 1 1 0 K.LGQPPQKPSRPPSVDLER.F Dimethyl: 1, 7

3652 true 1076 848.5143 847.5167 1 -11.48 439.98 29.5
26.5 
(M:26.5) 1 1 0 K.AITALGFK.Q Dimethyl: 8

3653 true 1076 886.5371 885.5411 1 -12.71 462.8 27.17
38.4 
(M:38.4) 1 1 0 K.NLDYVAK.S Dimethyl:2H(4): 1, 7

3654 true 1076 1298.8098 1297.7758 1 20.57 273.44 30.17
47.4 
(M:47.4) 1 1 1 R.NKLDHYAIIK.F Dimethyl: 1, 2, 10



3655 false 1076 1298.8098 1297.7969 1 4.3 347.76 30.17
19.8 
(M:19.8) 1 3 1 K.VLKDVTGVNLIK.K

3656 false 1076 1298.8098 1297.7969 1 4.3 240.34 30.17
20.9 
(M:20.9) 1 2 1 K.DVNVAIAAIKTK.R Dimethyl: 1, 12

3657 true 1076 1306.6534 1305.6466 1 -0.38 284.85 30.5
51.4 
(M:51.4) 1 1 0 K.EAVFFQSHSAR.A Dimethyl: 1

3658 true 1076 1389.6179 1388.6115 1 -0.61 299.15 26.83
20.2 
(M:20.2) 1 1 0 R.DTNFGTNCICR.V

Carbamidomethyl: 8, 10; 
Dimethyl:2H(4): 1

3659 false 1077 792.4254 791.4099 1 10.38 320.08 26.17
15.1 
(M:15.1) 1 5 0 K.MLDELK.Q Oxidation: 1; Dimethyl: 6

3660 true 1077 792.4254 791.4178 1 0.46 256.55 26.17
27.2 
(M:27.2) 1 1 0 K.FEAEIR.A Dimethyl: 1

3661 false 1077 859.5117 858.5109 1 -7.58 390.85 28.5
17.3 
(M:17.3) 1 4 1 R.ACKLAIR.E Carbamidomethyl: 2; Dimethyl: 3



3662 true 1077 940.4968 939.4913 1 -1.88 88.69 27.17
39.1 
(M:39.1) 1 1 0 K.DSTISSFK.D Dimethyl: 1, 8

3663 true 1077 1310.8854 1309.8511 1 20.58 361.01 30.17
49.6 
(M:49.6) 1 1 1 R.NKLDHYAIIK.F Dimethyl:2H(4): 1, 2, 10

3664 true 1077 1351.8111 1350.8223 1 -13.68 312.41 30.5
43.2 
(M:43.2) 1 1 0 K.HLQVLHIGENK.L Dimethyl:2H(4): 1, 11

3665 true 1077 1404.714 1403.7095 1 -2 213.11 26.83
17.2 
(M:17.2) 1 1 0 K.TIHFVEGGDAGNR.E Dimethyl:2H(4): 1

3666 true 1078 744.4492 743.4429 1 -1.28 218.75 30.33
23.7 
(M:23.7) 1 1 0 R.IDDLIK.L Dimethyl: 6

3667 false 1078 796.4483 795.4429 1 -2.24 358.54 26.17
23.0 
(M:23.0) 1 2 0 K.FEAEIR.A Dimethyl:2H(4): 1

3668 true 1078 796.4483 795.4541 1 -16.35 398.2 26.17
27.8 
(M:27.8) 1 1 1 R.FEKANR.D Dimethyl:2H(4): 1



3669 true 1078 1472.9075 1471.9276 1 -18.55 455.32 30.17
15.4 
(M:15.4) 1 1 1 R.QTVAVGVIKNVEK.K Dimethyl:2H(4): 9; Dimethyl: 1, 13

3670 true 1079 963.4951 962.4862 1 1.76 297.5 30.33
15.7 
(M:15.7) 1 1 0 R.YLYYTGR.I Dimethyl: 1

3671 true 1079 965.5358 964.528 1 0.59 111.45 27.33
36.1 
(M:36.1) 1 1 0 R.NDPVYIGR.V Dimethyl:2H(4): 1

3672 true 1079 1298.7748 1297.7846 1 -13.13 160.87 29.5
22.8 
(M:22.8) 1 1 1 R.LKYENEVALR.Q Dimethyl:2H(4): 1, 2

3673 true 1080 1560.9531 1559.9399 1 3.76 236.74 31.83
24.4 
(M:24.4) 1 1 1 R.NDKDKPLPPLLAR.V Dimethyl: 1, 3, 5

3674 false 1081 828.4889 827.4865 1 -5.93 481.12 31.5
24.3 
(M:24.3) 1 7 0 K.AALADVLR.R

3675 false 1081 828.4889 827.4865 1 -5.93 415.97 31.5
20.0 
(M:20.0) 2 10 0 R.GLQDVLR.T Dimethyl: 1



3676 false 1081 1033.5584 1032.5525 1 -1.35 134.65 26.17
21.0 
(M:21.0) 1 2 0 R.QMVETELK.L Dimethyl: 1, 8

3677 true 1081 1151.6105 1150.6073 1 -3.51 491.45 29.67
30.6 
(M:30.6) 1 1 0 R.LFAYPDTHR.H Dimethyl:2H(4): 1

3678 true 1081 1199.7622 1198.7285 1 22.02 130.46 28
28.8 
(M:28.8) 1 1 0 R.VLTVINQTQK.E Dimethyl: 1, 10

3679 true 1081 1346.6528 1345.6667 1 -15.7 115.83 29
41.4 
(M:41.4) 1 1 0 R.LPFYNQDHEK.L Dimethyl: 1, 10

3680 false 1082 863.5087 862.5164 1 -17.37 416.13 30.33
16.1 
(M:16.1) 1 2 0 K.GIVEYVK.A Dimethyl: 1, 7

3681 true 1082 1041.6079 1040.6027 1 -1.99 96.33 26.17
34.9 
(M:34.9) 1 1 0 R.QMVETELK.L Dimethyl:2H(4): 1, 8

3682 true 1082 1199.5997 1198.5917 1 0.6 240.17 29.83
28.5 
(M:28.5) 1 1 0 R.ALEFAPACHR.F Carbamidomethyl: 8; Dimethyl: 1



3683 true 1082 1312.7222 1311.7224 1 -5.69 432.53 30.33
20.4 
(M:20.4) 1 1 1 K.YELAAETEAKK.T Dimethyl:2H(4): 10; Dimethyl: 11

3684 true 1082 1350.6713 1349.6918 1 -20.54 230.75 29
28.3 
(M:28.3) 1 1 0 R.LPFYNQDHEK.L Dimethyl:2H(4): 1; Dimethyl: 10

3685 true 1082 2850.4926 2849.4759 1 3.32 225.75 31.83
40.0 
(M:40.0) 1 1 1

R.GCGPEKDHVYLQLHHLPPQQ
LATR.L Carbamidomethyl: 2; Dimethyl: 1, 6

3686 true 1083 1203.6253 1202.6168 1 1.04 218.45 29.83
35.9 
(M:35.9) 1 1 0 R.ALEFAPACHR.F

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

3687 false 1083 1327.7281 1326.7418 1 -15.79 165.42 30.33
20.0 
(M:20.0) 2 2 1 R.AAGGGRAVAAGGAGPR.L Dimethyl:2H(4): 1

3688 false 1083 1572.8818 1571.8387 1 22.76 253.46 30.5
15.7 
(M:15.7) 1 3 1 R.GSIVSKLLASMMCK.A

Carbamidomethyl: 13; Dimethyl:2H(4): 
14; Oxidation: 11

3689 true 1083 1752.8596 1751.869 1 -9.53 129.93 25.83
32.8 
(M:32.8) 1 1 0 R.LVETTDGGGPQPPDSVR.T Dimethyl: 1



3690 true 1083 2858.5453 2857.5261 1 4.16 291.8 31.83
31.6 
(M:31.6) 1 1 1

R.GCGPEKDHVYLQLHHLPPQQ
LATR.L

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 6

3691 false 1084 900.5454 899.5328 1 5.96 227.52 30.33
16.6 
(M:16.6) 1 6 1 K.DDKLTPK.I Dimethyl: 1, 3, 7

3692 true 1084 1156.6716 1155.6451 1 16.63 439.48 28.5
31.0 
(M:31.0) 1 1 0 K.SQSFLHIHR.L Dimethyl:2H(4): 1

3693 true 1084 1345.6708 1344.6561 1 5.45 205.66 27.17
35.3 
(M:35.3) 1 1 0 K.DISTNYYASQK.K Dimethyl: 1, 11

3694 false 1084 1381.8393 1380.8089 1 16.71 394.36 28.33
20.1 
(M:20.1) 4 7 1 R.GAPLNVTEQKIR.E Dimethyl: 1, 10

3695 true 1085 908.5627 907.5652 1 -10.83 121.3 30.5
18.3 
(M:18.3) 1 1 0 K.GGIMIPEK.A Dimethyl:2H(4): 1, 8

3696 true 1085 1382.7836 1381.7929 1 -11.99 264.79 29
24.2 
(M:24.2) 2 1 0 K.AAIQAQTAATLPAK.T Dimethyl: 14



3697 true 1085 1766.9159 1765.9145 1 -3.32 252.82 30.5
63.1 
(M:63.1) 1 1 0 R.LQAQQDAVNIVCHSK.T Carbamidomethyl: 12; Dimethyl: 1, 15

3698 true 1087 861.4436 860.4181 1 21.17 576.31 28.17
39.5 
(M:39.5) 2 1 0 R.FFSGYGR.L Dimethyl: 1

3699 true 1087 1432.7231 1431.6994 1 11.48 273.03 27.33
15.7 
(M:15.7) 1 1 0 M.DVGELLSYQPNR.G Acetyl: 1

3700 true 1088 865.4674 864.4432 1 19.51 608.99 28.17
29.9 
(M:29.9) 1 1 0 R.FFSGYGR.L Dimethyl:2H(4): 1

3701 false 1088 865.4674 864.4553 1 5.57 555.61 28.17
17.1 
(M:17.1) 1 5 0 R.SSVATTSGK.A Dimethyl: 9

3702 true 1088 1141.5901 1140.5564 1 23.17 280.05 27.5
26.9 
(M:26.9) 1 1 1 K.LEDFRDYR.R Dimethyl: 1

3703 true 1088 1141.5901 1140.5564 1 23.17 280.05 27.5
26.9 
(M:26.9) 1 1 1 K.LEDFRDYR.R Dimethyl: 1



3704 true 1088 1468.7717 1467.7632 1 0.87 247.72 27.17
40.4 
(M:40.4) 1 1 0 K.CAVGHEYVADVGK.H

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 13

3705 false 1089 773.4515 772.4331 1 14.39 406.44 27.17
18.9 
(M:18.9) 1 8 0 R.LDLDAAK.T Dimethyl: 7

3706 true 1089 773.4515 772.4443 1 -0.13 414.52 27.17
32.5 
(M:32.5) 1 1 0 R.SLADIAR.E Dimethyl: 1

3707 false 1089 773.4515 772.4443 1 -0.13 442.66 27.17
18.7 
(M:18.7) 1 9 0 R.DLALVSR.D

3708 true 1090 1432.7421 1431.7296 1 3.63 324.26 29.67
72.2 
(M:72.2) 1 1 0 R.YIAFSNTATGEAR.D Dimethyl:2H(4): 1

3709 false 1090 1840.0539 1839.0367 1 5.39 354.89 28.67
18.4 
(M:18.4) 1 3 1 R.HTGYVIAVQNVIKDAR.G Dimethyl: 1, 13

3710 true 1091 1279.7921 1278.771 1 10.79 254.62 28.17
21.0 
(M:21.0) 1 1 1 K.INLIPNKHDR.T Dimethyl:2H(4): 1; Dimethyl: 7



3711 false 1092 715.3934 714.3912 1 -7.17 120.71 26
17.5 
(M:17.5) 1 2 0 M.SSPSPGK.R Dimethyl: 1, 7

3712 false 1092 777.4737 776.4545 1 15.36 425.24 28.67
21.8 
(M:21.8) 1 2 0 R.VAFSVAR.A Dimethyl: 1

3713 true 1092 812.3895 811.3865 1 -5.17 363.12 27
19.9 
(M:19.9) 1 1 0 R.SYFDPR.E Dimethyl: 1

3714 true 1092 1254.8083 1253.7984 1 2.06 169.8 26.17
21.6 
(M:21.6) 1 1 1 K.LKDDEVAQLK.K Dimethyl:2H(4): 1, 2, 10

3715 true 1092 1283.8328 1282.7961 1 22.92 314.01 28.33
30.7 
(M:30.7) 1 1 1 K.INLIPNKHDR.T Dimethyl:2H(4): 1, 7

3716 true 1093 781.494 780.4796 1 9.13 348.42 28.67
16.8 
(M:16.8) 1 1 0 R.VAFSVAR.A Dimethyl:2H(4): 1

3717 false 1093 816.4307 815.4389 1 -18.95 238.64 26
18.9 
(M:18.9) 1 6 0 R.EIEELR.Q Dimethyl: 1



3718 false 1093 816.4307 815.4137 1 11.86 301.43 26
29.3 
(M:29.3) 1 2 0 K.EENQLR.Y Dimethyl: 1

3719 false 1093 816.4307 815.4389 1 -18.95 238.64 26
18.9 
(M:18.9) 1 6 0 K.ELEELR.S Dimethyl: 1

3720 false 1093 816.4307 815.4389 1 -18.95 265.33 26
18.9 
(M:18.9) 1 6 0 R.QENEIK.S Dimethyl: 1, 6

3721 false 1093 816.4307 815.4137 1 11.86 262.7 26
18.9 
(M:18.9) 1 6 0 K.EGAENLR.K Dimethyl: 1

3722 true 1093 1277.6584 1276.6412 1 7.78 95.06 26.17
44.3 
(M:44.3) 1 1 0 K.EQVANSAFVER.V Dimethyl: 1

3723 true 1094 1281.6765 1280.6663 1 2.27 121.07 26.17
19.9 
(M:19.9) 1 1 0 K.EQVANSAFVER.V Dimethyl:2H(4): 1

3724 true 1094 1573.8084 1572.793 1 5.16 144.44 29
25.2 
(M:25.2) 1 1 0 K.LNEAQPSTIATNMR.D Dimethyl: 1



3725 false 1095 753.4344 752.4153 1 15.77 567.25 30.5
22.5 
(M:22.5) 1 6 1 K.NEKMR.T

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 3

3726 true 1095 753.4344 752.4255 1 2.21 334.48 30.5
31.4 
(M:31.4) 1 1 1 R.MKQFK.D Oxidation: 1; Dimethyl: 2, 5

3727 false 1095 753.4344 752.4218 1 7.11 363.45 30.5
29.4 
(M:29.4) 1 4 0 R.DSSGVTK.S Dimethyl:2H(4): 1; Dimethyl: 7

3728 false 1095 863.4353 862.4145 1 15.66 439.78 26.17
22.2 
(M:22.2) 1 4 0 R.IGGSTDTGR.H

3729 false 1095 863.4353 862.4219 1 7.1 446.62 26.17
22.8 
(M:22.8) 1 3 0 K.QAADQMK.N Oxidation: 6; Dimethyl: 1, 7

3730 true 1095 1358.7297 1357.7201 1 1.69 180.04 27.17
35.1 
(M:35.1) 1 1 0 R.VAEALGSSEQALR.L Dimethyl: 1

3731 true 1095 1577.8235 1576.7824 1 21.48 284.89 29
20.0 
(M:20.0) 1 1 0 R.AVADDWANDGWGLK.K Dimethyl:2H(4): 1; Dimethyl: 14



3732 true 1096 914.5293 913.536 1 -15.33 90.22 26.17
43.0 
(M:43.0) 1 1 0 R.EIAQDFK.T Dimethyl:2H(4): 1, 7

3733 true 1096 1076.5642 1075.5332 1 22.08 127.75 30.33
21.5 
(M:21.5) 1 1 0 R.LSSSDMPGVR.D Dimethyl: 1

3734 false 1096 1076.5642 1075.5662 1 -8.59 245.14 30.33
18.8 
(M:18.8) 1 2 0 R.GSEPFVTGVR.G Dimethyl: 1

3735 false 1096 1187.6245 1186.6194 1 -1.81 25.8 30.67
15.7 
(M:15.7) 1 5 0 K.QQQELDASLK.K Dimethyl: 1

3736 true 1097 937.4562 936.4487 1 0.16 120.43 27
49.1 
(M:49.1) 1 1 0 K.MFDVGGQR.S Dimethyl: 1

3737 true 1097 937.4562 936.4487 1 0.16 120.43 27
49.1 
(M:49.1) 1 1 0 K.MFDVGGQR.S Dimethyl: 1

3738 true 1097 972.5201 971.5127 1 0.12 214.09 30.67
40.9 
(M:40.9) 2 1 0 R.NGYGFINR.N Dimethyl:2H(4): 1



3739 true 1097 1080.5963 1079.5913 1 -2.09 266.84 30.33
15.3 
(M:15.3) 1 1 0 R.GSEPFVTGVR.G Dimethyl:2H(4): 1

3740 true 1097 1990.9246 1989.9293 1 -6.01 203.48 29.67
65.5 
(M:65.5) 1 1 0

K.AAGAAYGHGESSGGSGGFLG
PR.V Dimethyl: 1

3741 true 1098 941.4796 940.4738 1 -1.65 105.23 27
52.2 
(M:52.2) 1 1 0 K.MFDVGGQR.S Dimethyl:2H(4): 1

3742 true 1098 941.4796 940.4738 1 -1.65 105.23 27
52.2 
(M:52.2) 1 1 0 K.MFDVGGQR.S Dimethyl:2H(4): 1

3743 true 1098 1110.6664 1109.6718 1 -11.4 262.89 30.33
21.0 
(M:21.0) 1 1 1 K.GELMEAIKR.D Dimethyl:2H(4): 1, 8

3744 false 1098 1115.6992 1114.6822 1 8.68 494.92 28.67
19.8 
(M:19.8) 1 6 1 K.ARTSASIILR.G Dimethyl: 1

3745 true 1098 1115.6992 1114.676 1 14.23 414.17 28.67
35.6 
(M:35.6) 1 1 0 K.GAVALAQAVQR.A Dimethyl:2H(4): 1



3746 true 1098 1678.8429 1677.8272 1 4.99 182.46 28.83
36.7 
(M:36.7) 1 1 0 R.TASYNGEVGPQCGFK.D

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 15

3747 true 1098 1994.9534 1993.9544 1 -4.17 279.49 29.67
68.0 
(M:68.0) 1 1 0

K.AAGAAYGHGESSGGSGGFLG
PR.V Dimethyl:2H(4): 1

3748 true 1099 1389.8961 1388.8591 1 21.39 417.62 28.33
39.0 
(M:39.0) 4 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 1, 8

3749 true 1099 1503.6993 1502.6936 1 -1.06 159.07 26.33
58.2 
(M:58.2) 1 1 1 K.GNFADAREPPDMR.M Dimethyl: 1

3750 true 1100 1178.6011 1177.5914 1 2.11 239.52 30.67
70.2 
(M:70.2) 4 1 0 K.CPFTGNVSIR.G Carbamidomethyl: 1; Dimethyl: 1

3751 true 1100 1520.7683 1519.7631 1 -1.32 155.07 26.33
40.8 
(M:40.8) 1 1 1 R.DNANAATEEFVKR.A Dimethyl: 1, 12

3752 true 1101 1162.6242 1161.6015 1 13.28 488.85 28.83
16.6 
(M:16.6) 1 1 0 K.HGINCFINR.Q

Carbamidomethyl: 5; Dimethyl:2H(4): 
1



3753 true 1101 1528.8196 1527.8133 1 -0.63 99.64 26.33
55.5 
(M:55.5) 1 1 1 R.DNANAATEEFVKR.A Dimethyl:2H(4): 1, 12

3754 true 1101 1930.0296 1929.0258 1 -1.81 359.63 28.83
16.0 
(M:16.0) 1 1 1 K.FKIEQIDSHISTHQSK.I Dimethyl:2H(4): 2

3755 true 1102 1316.6949 1315.6925 1 -3.68 314.08 31.33
19.0 
(M:19.0) 1 1 0 R.SKPFPWGDGNK.T Dimethyl: 1, 2, 11

3756 false 1102 1463.7749 1462.7718 1 -2.86 293.19 30.83
17.2 
(M:17.2) 1 2 1 R.AEGLKFSHTEER.F Dimethyl:2H(4): 1; Dimethyl: 5

3757 true 1102 1463.7749 1462.7681 1 -0.33 437.01 30.83
54.0 
(M:54.0) 1 1 0 R.FGAPPHAGGGIGLER.V Dimethyl: 1

3758 true 1102 1531.777 1530.7902 1 -13.32 114.68 26.17
16.3 
(M:16.3) 1 1 0 K.SMEQLGFSLSVSAK.A Dimethyl:2H(4): 14; Oxidation: 2

3759 false 1103 770.5004 769.5062 1 -16.96 392.07 28.33
20.6 
(M:20.6) 1 7 0 R.LAALQAK.E Dimethyl: 1, 7



3760 false 1103 770.5004 769.481 1 15.68 398.91 28.33
29.5 
(M:29.5) 2 2 0 R.LNLVQR.N Dimethyl: 1

3761 false 1103 770.5004 769.5062 1 -16.96 353.52 28.33
17.7 
(M:17.7) 1 10 0 K.INLLNK.V Dimethyl: 1, 6

3762 false 1103 770.5004 769.481 1 15.68 398.91 28.33
29.5 
(M:29.5) 2 2 0 R.LNLVQR.N Dimethyl: 1

3763 false 1103 824.4554 823.4524 1 -5.17 305.05 27.33
19.3 
(M:19.3) 1 62.18 3 1 R.QKDAMR.A

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 2

3764 true 1103 824.4554 823.449 1 -1.08 288.5 27.33
30.2 
(M:30.2) 1 1 0 R.NAVDAFR.V Dimethyl:2H(4): 1

3765 true 1103 1080.5843 1079.5724 1 4.31 254.4 27.17
60.7 
(M:60.7) 2 1 0 R.VHIDIGADGR.A Dimethyl: 1

3766 true 1103 1467.7934 1466.7932 1 -4.79 449.58 30.83
100.5 
(M:100.5) 1 1 0 R.FGAPPHAGGGIGLER.V Dimethyl:2H(4): 1



3767 true 1103 1537.8431 1536.826 1 6.39 206.16 32
103.3 
(M:103.3) 1 1 0 R.NLSLVPPAAPSSGSGR.S Dimethyl: 1

3768 true 1103 1553.8291 1552.8337 1 -7.62 179.91 26.33
24.9 
(M:24.9) 1 1 0 R.IQFKPDDGTTPDR.I Dimethyl:2H(4): 1, 4

3769 true 1103 2346.149 2345.1447 1 -1.3 247.5 29.67
66.7 
(M:66.7) 1 1 0

R.LQHGLEGHTGCVNTLHFNQR.
G Carbamidomethyl: 11; Dimethyl: 1

3770 true 1104 1346.7087 1345.7041 1 -1.93 390.01 30.5
57.8 
(M:57.8) 1 1 0 R.NQNHDTFLAVR.Y Dimethyl:2H(4): 1

3771 true 1104 2350.1759 2349.1698 1 -0.52 239.77 29.67
42.7 
(M:42.7) 1 1 0

R.LQHGLEGHTGCVNTLHFNQR.
G

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

3772 true 1105 1206.654 1205.6404 1 5.24 125.9 27.17
28.3 
(M:28.3) 1 1 0 R.EYQTQLIQR.V Dimethyl: 1

3773 true 1106 798.4511 797.4436 1 0.33 435.24 30.83
16.4 
(M:16.4) 1 1 0 K.YGYVLR.S Dimethyl: 1



3774 true 1106 875.5043 874.4851 1 13.61 630.2 28.5
36.7 
(M:36.7) 3 1 0 K.FYAISSR.F Dimethyl:2H(4): 1

3775 false 1106 875.5043 874.4772 1 22.59 -1 28.5
16.4 
(M:16.4) 1 9 0 K.MLVYSSK.T Dimethyl:2H(4): 1; Oxidation: 1

3776 false 1106 875.5043 874.4985 1 -1.7 625.77 28.5
18.2 
(M:18.2) 1 5 1 R.ISRGLSSR.D

3777 true 1106 893.4758 892.4654 1 3.45 474.92 27.5
30.2 
(M:30.2) 1 1 0 R.NISFNDK.K Dimethyl: 1, 7

3778 true 1106 893.4758 892.4654 1 3.45 474.92 27.5
30.2 
(M:30.2) 1 1 0 R.NISFNDK.K Dimethyl: 1, 7

3779 true 1106 893.4758 892.4654 1 3.45 474.92 27.5
30.2 
(M:30.2) 1 1 0 R.NISFNDK.K Dimethyl: 1, 7

3780 true 1106 1216.6905 1215.6823 1 0.78 77.24 27
53.6 
(M:53.6) 2 1 0 R.VLVDQTTGLSR.G Dimethyl: 1



3781 false 1106 1396.7875 1395.7544 1 18.47 451.86 30.5
17.8 
(M:17.8) 1 5 1 R.IMHQTVKDLAPK.C Oxidation: 2

3782 true 1106 2134.1491 2133.1365 1 2.52 262.4 30.67
15.0 
(M:15.0) 1 1 0

R.IMRPDDANIAGNVHGGTVLK.
M Dimethyl: 1, 20

3783 false 1107 878.536 877.5498 1 -23.93 570.89 31
28.9 
(M:28.9) 6 59.77 2 1 K.HIRTPVK.V Dimethyl: 1

3784 true 1107 901.5255 900.5156 1 2.89 532.79 27.33
36.6 
(M:36.6) 1 1 0 R.NISFNDK.K Dimethyl:2H(4): 1, 7

3785 true 1107 901.5255 900.5156 1 2.89 532.79 27.33
36.6 
(M:36.6) 1 1 0 R.NISFNDK.K Dimethyl:2H(4): 1, 7

3786 true 1107 901.5255 900.5156 1 2.89 532.79 27.33
36.6 
(M:36.6) 1 1 0 R.NISFNDK.K Dimethyl:2H(4): 1, 7

3787 true 1107 1058.5159 1057.5164 1 -7.37 164.14 29
27.4 
(M:27.4) 1 1 0 K.ENFSCLTR.L

Carbamidomethyl: 5; Dimethyl:2H(4): 
1



3788 true 1107 1220.7182 1219.7074 1 2.86 100.84 27
32.9 
(M:32.9) 1 1 0 R.VLVDQTTGLSR.G Dimethyl:2H(4): 1

3789 true 1107 2142.1977 2141.1867 1 1.77 218.97 30.67
18.5 
(M:18.5) 1 1 0

R.IMRPDDANIAGNVHGGTVLK.
M Dimethyl:2H(4): 1, 20

3790 false 1108 895.5003 894.5146 1 -24.11 726.44 31.17
18.8 
(M:18.8) 1 2 1 R.VATKAMDK.A Dimethyl:2H(4): 1

3791 false 1108 1284.7214 1283.7197 1 -4.38 116.7 29
17.3 
(M:17.3) 1 2 0 R.ILENSNIGLQR.Y Dimethyl: 1

3792 true 1108 1677.9252 1676.921 1 -1.84 278.76 30.33
23.3 
(M:23.3) 1 1 1 R.NTGHKIETDLPQIR.S Dimethyl: 1, 5

3793 true 1108 1790.9626 1789.9674 1 -6.72 146.33 26.33
48.8 
(M:48.8) 1 1 1 K.ADTLTPEECQQFKK.Q

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 13, 14

3794 true 1109 1013.5313 1012.5454 1 -21.11 324.02 30
41.6 
(M:41.6) 1 1 0 R.VDFGAHALR.G Dimethyl: 1



3795 true 1109 1265.6713 1264.6598 1 3.31 143.28 27
39.1 
(M:39.1) 1 1 0 K.ILHPEIAECR.V Carbamidomethyl: 9; Dimethyl: 1

3796 true 1109 1322.7422 1321.7338 1 0.84 150.16 29.17
39.4 
(M:39.4) 1 1 0 R.ELQEMMRPPK.C Dimethyl:2H(4): 1, 10

3797 true 1110 904.5368 903.5178 1 12.96 107.29 28.33
17.8 
(M:17.8) 1 1 0 R.YVLGTAPR.A Dimethyl: 1

3798 true 1110 1017.5577 1016.5705 1 -19.8 320.32 30
41.7 
(M:41.7) 1 1 0 R.VDFGAHALR.G Dimethyl:2H(4): 1

3799 true 1110 1296.5723 1295.5816 1 -12.75 168.8 26.17
72.0 
(M:72.0) 1 1 0 R.YLAEVACGDDR.K Carbamidomethyl: 7; Dimethyl: 1

3800 true 1111 941.4428 940.4259 1 10.19 187.61 28.33
24.1 
(M:24.1) 1 1 0 K.YGLNMCR.Q Carbamidomethyl: 6; Dimethyl: 1

3801 true 1111 966.5504 965.5422 1 0.97 124.56 27.33
17.4 
(M:17.4) 1 1 0 K.HFELGGDK.K Dimethyl:2H(4): 1, 8



3802 true 1111 1300.6007 1299.6067 1 -10.19 149.58 26.17
56.1 
(M:56.1) 1 1 0 R.YLAEVACGDDR.K

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

3803 true 1111 1405.6727 1404.6535 1 8.54 413.98 28.83
62.0 
(M:62.0) 2 1 0 R.GGGGNFGPGPGSNFR.G Dimethyl: 1

3804 true 1112 945.4706 944.451 1 13.02 199.65 28.33
32.8 
(M:32.8) 1 1 0 K.YGLNMCR.Q

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

3805 true 1112 1339.5802 1338.5939 1 -15.72 245.59 26.17
59.5 
(M:59.5) 1 1 0 K.EDQTEYLEER.R Dimethyl: 1

3806 true 1112 1339.5802 1338.5939 1 -15.72 245.59 26.17
59.5 
(M:59.5) 1 1 0 K.EDQTEYLEER.R Dimethyl: 1

3807 false 1112 1367.8036 1366.782 1 10.44 299.44 27.17
15.1 
(M:15.1) 1 7 1 K.DIGKPLETGPKGK.- Dimethyl: 11

3808 true 1112 1409.7005 1408.6786 1 10.43 447.16 28.83
95.8 
(M:95.8) 1 1 0 R.GGGGNFGPGPGSNFR.G Dimethyl:2H(4): 1



3809 true 1112 2086.0172 2085.0102 1 -0.15 192.97 30.33
40.8 
(M:40.8) 1 1 0 R.WLHSMTDDPPTTHPPVAR.K Dimethyl: 1

3810 true 1112 2302.1913 2301.1827 1 0.54 197.99 30.67
64.2 
(M:64.2) 1 62.62 1 0 K.YKPVVNQIECHPYLTQEK.L Carbamidomethyl: 10; Dimethyl: 2, 18

3811 true 1113 1343.6075 1342.619 1 -14.02 184.01 26.17
72.6 
(M:72.6) 1 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1

3812 true 1113 1343.6075 1342.619 1 -14.02 184.01 26.17
72.6 
(M:72.6) 1 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1

3813 false 1113 1478.8013 1477.8188 1 -16.73 529.88 28.83
21.8 
(M:21.8) 1 2 1 K.APRMVLAAAGGISHK.E

3814 true 1113 1478.8013 1477.779 1 10.16 420.13 28.83
26.9 
(M:26.9) 1 1 0 R.ASHTAPQVLFSHR.E Dimethyl: 1

3815 true 1114 789.5077 788.5194 1 -24.04 347.61 30.5
19.1 
(M:19.1) 1 1 1 R.LKMVVK.T Oxidation: 3; Dimethyl: 2, 6



3816 false 1114 789.5077 788.517 1 -21.06 323.53 30.5
16.6 
(M:16.6) 1 5 1 K.LRAELR.S Dimethyl:2H(4): 1

3817 true 1114 789.5077 788.5194 1 -24.04 347.61 30.5
19.1 
(M:19.1) 1 1 1 R.LKMVVK.T Oxidation: 3; Dimethyl: 2, 6

3818 true 1114 1059.5194 1058.5033 1 8.31 148.38 27.5
41.2 
(M:41.2) 1 1 0 R.NDIYSTYR.L Dimethyl: 1

3819 true 1114 1348.6815 1347.6932 1 -14.1 263.03 26.5
55.5 
(M:55.5) 1 1 0 K.AADAEAEVASLNR.R Dimethyl:2H(4): 1

3820 false 1114 1348.6815 1347.6677 1 4.8 234.3 26.5
16.1 
(M:16.1) 1 5 1 -.MAAAGAGSGRAAVSR.S Oxidation: 1

3821 false 1114 1348.6815 1347.6744 1 -0.17 198.58 26.5
26.4 
(M:26.4) 1 2 0 R.EMAEAFAGEIPK.I Dimethyl: 1, 12

3822 true 1114 1431.7134 1430.6943 1 8.29 339.18 27.67
57.6 
(M:57.6) 1 1 0 K.NFYQEHPDVVR.R Dimethyl: 1



3823 true 1114 1440.7377 1439.7409 1 -7.27 283.56 29.17
55.0 
(M:55.0) 1 1 1 R.YLAEFATGNDRK.E Dimethyl: 1, 12

3824 true 1114 1482.8284 1481.8041 1 11.51 440.53 28.83
36.9 
(M:36.9) 1 1 0 R.ASHTAPQVLFSHR.E Dimethyl:2H(4): 1

3825 false 1115 819.4675 818.48 1 -24.13 196.76 30.5
16.6 
(M:16.6) 1 2 0 K.QQELNK.V Dimethyl:2H(4): 1; Dimethyl: 6

3826 true 1115 1265.6305 1264.6135 1 7.65 255.8 29.83
33.5 
(M:33.5) 1 1 0 R.HLESWCIHR.D Carbamidomethyl: 6; Dimethyl: 1

3827 true 1115 1378.6695 1377.6624 1 -0.11 200.79 26.83
81.7 
(M:81.7) 1 1 0 R.GLSEDTTEETLR.E Dimethyl: 1

3828 true 1115 1448.769 1447.7911 1 -20.25 297.71 29.17
40.1 
(M:40.1) 1 1 1 R.YLAEFATGNDRK.E Dimethyl:2H(4): 1, 12

3829 true 1115 1685.8271 1684.7892 1 18.15 290.77 28.67
74.7 
(M:74.7) 1 1 0 R.GHYNNVSCAVFHPR.Q Carbamidomethyl: 8; Dimethyl: 1



3830 true 1116 865.5139 864.5181 1 -13.27 562.6 30.67
43.5 
(M:43.5) 1 1 0 K.HLDALLR.Q Dimethyl: 1

3831 true 1116 1171.6785 1170.6509 1 17.31 136.06 28.5
37.0 
(M:37.0) 2 1 0 R.FATHAAALSVR.N Dimethyl: 1

3832 true 1116 1489.7189 1488.711 1 0.41 222.68 27
22.6 
(M:22.6) 1 1 0 R.FERPDGSHFDVR.I Dimethyl: 1

3833 true 1116 1689.8508 1688.8143 1 17.26 289.5 28.67
58.3 
(M:58.3) 1 1 0 R.GHYNNVSCAVFHPR.Q

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

3834 true 1117 879.5034 878.5011 1 -5.61 488.73 26.33
28.2 
(M:28.2) 1 1 0 K.SEITELR.R Dimethyl:2H(4): 1

3835 true 1117 1493.7418 1492.7361 1 -1.07 122.65 27
32.5 
(M:32.5) 1 1 0 R.FERPDGSHFDVR.I Dimethyl:2H(4): 1

3836 true 1118 1104.6132 1103.6087 1 -2.57 348.68 30.67
36.7 
(M:36.7) 2 1 0 R.QGAFLVNTAR.G Dimethyl: 1



3837 false 1118 1104.6132 1103.6121 1 -5.62 345.58 30.67
18.2 
(M:18.2) 1 7 1 R.IMNGIKISGR.E Oxidation: 2

3838 true 1118 1180.5672 1179.5673 1 -6.19 97.93 30.83
29.7 
(M:29.7) 1 1 0 R.SLFNYHDTR.I Dimethyl: 1

3839 true 1118 1576.7665 1575.7682 1 -5.67 160.57 27
36.1 
(M:36.1) 1 1 0 K.VYTVGPDYAHAEAR.K Dimethyl: 1

3840 true 1118 1615.7641 1614.7787 1 -13.59 191.73 26.17
115.8 
(M:115.8) 2 1 0 K.VDDEENEHQLSLR.T Dimethyl:2H(4): 1

3841 true 1119 992.5376 991.5338 1 -3.59 141.96 26.5
23.5 
(M:23.5) 1 1 1 R.DKEFLER.T Dimethyl: 1, 2

3842 true 1119 1108.649 1107.6441 1 -2.09 381.88 31.5
29.6 
(M:29.6) 2 1 1 R.RVFQEFVK.M Dimethyl: 1, 8

3843 false 1119 1287.7638 1286.7347 1 16.95 287.98 28.33
16.1 
(M:16.1) 1 5 1 K.AGAAEKGVPLYR.H Dimethyl: 1, 6



3844 true 1119 1723.7498 1722.7454 1 -1.68 159.05 27
44.9 
(M:44.9) 1 1 0 K.ASSELMNYCEQHAR.S Carbamidomethyl: 9; Dimethyl: 1

3845 false 1120 750.4887 749.4989 1 -23.32 13.86 29
16.7 
(M:16.7) 1 5 0 R.LIGPYK.K Dimethyl:2H(4): 1; Dimethyl: 6

3846 true 1120 1184.6002 1183.5924 1 0.43 138.13 30.83
44.7 
(M:44.7) 1 1 0 R.SLFNYHDTR.I Dimethyl:2H(4): 1

3847 true 1120 1244.5702 1243.5577 1 4.24 125.21 27.33
59.1 
(M:59.1) 1 1 0 R.DNSTMGYMAAK.K Dimethyl: 1, 11

3848 true 1120 1801.8632 1800.8577 1 -1 198.88 27
79.8 
(M:79.8) 1 1 0 K.LVNDGNAHIYVCGDAR.N Carbamidomethyl: 12; Dimethyl: 1

3849 true 1121 792.5016 791.4905 1 4.76 429.4 28.83
26.8 
(M:26.8) 1 1 0 K.IVTYIR.S Dimethyl: 1

3850 false 1121 1191.6837 1190.6644 1 10.09 249.2 31
23.8 
(M:23.8) 1 2 1 R.HMGLHKHATK.I Dimethyl:2H(4): 6



3851 true 1121 1191.6837 1190.6772 1 -0.58 109.94 31
43.8 
(M:43.8) 1 1 0 R.LALLHEGTGPR.V Dimethyl: 1

3852 true 1121 1252.6216 1251.6079 1 5.09 98.69 27.33
69.0 
(M:69.0) 2 1 0 R.DNSTMGYMAAK.K Dimethyl:2H(4): 1, 11

3853 true 1121 1805.8866 1804.8828 1 -1.96 242.79 27
40.6 
(M:40.6) 1 1 0 K.LVNDGNAHIYVCGDAR.N

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

3854 false 1122 830.5239 829.5146 1 2.5 767.1 29
17.0 
(M:17.0) 1 8 1 R.GPLPMKR.G Dimethyl:2H(4): 1

3855 true 1122 1195.7033 1194.7023 1 -5.18 210.86 31
25.1 
(M:25.1) 1 1 0 R.LALLHEGTGPR.V Dimethyl:2H(4): 1

3856 true 1123 857.3885 856.3902 1 -10.4 510.71 29.33
34.6 
(M:34.6) 2 1 0 K.FACFER.T Carbamidomethyl: 3; Dimethyl: 1

3857 false 1123 857.3885 856.3749 1 7.39 628.89 29.33
16.4 
(M:16.4) 1 2 0 -.MSYEQR.R Oxidation: 1; Dimethyl: 1



3858 false 1123 916.5018 915.4886 1 6.42 261.46 28.83
15.2 
(M:15.2) 1 10 1 K.ARSSAPTAR.V

3859 false 1123 916.5018 915.5138 1 -21.03 138.51 28.83
18.9 
(M:18.9) 1 3 1 K.IASDGLKGR.V

3860 false 1123 916.5018 915.5138 1 -21.03 175.28 28.83
15.7 
(M:15.7) 1 8 0 R.LVSGGGTGLR.A

3861 true 1123 1065.5523 1064.5502 1 -4.9 172.93 26.33
22.3 
(M:22.3) 1 1 0 K.AVLAESYER.I Dimethyl: 1

3862 true 1123 1230.6027 1229.5863 1 7.39 213.08 30.83
42.6 
(M:42.6) 2 1 0 K.QYYVLCNSR.D Carbamidomethyl: 6; Dimethyl: 1

3863 true 1123 1293.6582 1292.6513 1 -0.31 315.72 31
61.0 
(M:61.0) 1 1 0 K.SVIDYQTHFR.L Dimethyl: 1

3864 false 1124 772.495 771.4967 1 -11.56 365.04 32.33
19.6 
(M:19.6) 1 10 1 R.TRLLNK.F Dimethyl: 6



3865 true 1124 772.495 771.4967 1 -11.56 417.9 32.33
26.0 
(M:26.0) 1 1 1 K.TRLAVGK.T Dimethyl: 7

3866 true 1124 1075.5915 1074.5871 1 -2.65 277.36 27
47.7 
(M:47.7) 1 1 0 R.ELMEYAQK.H Dimethyl:2H(4): 1, 8

3867 false 1125 782.5046 781.4887 1 10.97 530.63 32.17
16.4 
(M:16.4) 1 2 0 K.LYDLAK.N Dimethyl:2H(4): 1; Dimethyl: 6

3868 true 1125 861.4149 860.4153 1 -8.84 470.63 29.33
41.5 
(M:41.5) 1 1 0 K.FACFER.T

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

3869 true 1125 1038.5857 1037.577 1 1.34 244.51 29
17.3 
(M:17.3) 1 1 0 K.GGIFQPHVR.H Dimethyl: 1

3870 false 1125 1297.6829 1296.7019 1 -20.24 268.5 31
20.8 
(M:20.8) 1 2 0 K.QFFLQFHFK.M Dimethyl: 1, 9

3871 true 1125 1297.6829 1296.6764 1 -0.61 261.2 31
46.3 
(M:46.3) 1 1 0 K.SVIDYQTHFR.L Dimethyl:2H(4): 1



3872 true 1126 1400.7996 1399.7762 1 11.55 309.19 30.83
20.1 
(M:20.1) 1 1 0 K.SAFPHLQDAQVK.L Dimethyl:2H(4): 1; Dimethyl: 12

3873 true 1126 1413.7659 1412.7486 1 7.1 362.57 30
56.1 
(M:56.1) 1 1 1 R.VDFNVPMKDHK.I Dimethyl: 1, 8, 11

3874 true 1126 2173.0162 2172.0092 1 -0.12 202.87 27
31.2 
(M:31.2) 1 1 0 K.LSHSDEKPFECPICNQR.F

Carbamidomethyl: 11, 14; Dimethyl: 1, 
7

3875 true 1127 908.4927 907.5065 1 -23.2 103.73 29.5
32.7 
(M:32.7) 1 1 0 K.TFEINPR.H Dimethyl:2H(4): 1

3876 true 1127 1142.6772 1141.6757 1 -5.08 300.92 30.5
16.6 
(M:16.6) 1 1 0 R.GVPQQIELAR.H Dimethyl:2H(4): 1

3877 true 1127 1404.8188 1403.8013 1 7.29 364.06 30.83
31.5 
(M:31.5) 1 1 0 K.SAFPHLQDAQVK.L Dimethyl:2H(4): 1, 12

3878 true 1127 1447.7223 1446.6925 1 15.54 397.72 30
22.6 
(M:22.6) 1 1 0 K.GTLTLCPYHSDR.Q Carbamidomethyl: 6; Dimethyl: 1



3879 true 1127 2235.0419 2234.0352 1 -0.26 231.5 27
42.2 
(M:42.2) 1 1 0

R.QQAAYYGQTLGQAQAHSQE
Q.- Dimethyl: 1

3880 true 1128 1197.6391 1196.6339 1 -1.71 101.66 26.5
34.4 
(M:34.4) 1 1 0 R.LENEIQTYR.S Dimethyl:2H(4): 1

3881 true 1129 1317.7011 1316.6986 1 -3.67 257.11 26.5
33.5 
(M:33.5) 1 1 0 R.NLQEIQQAGER.L Dimethyl:2H(4): 1

3882 true 1129 1354.7967 1353.7769 1 9.3 306.09 30.67
66.4 
(M:66.4) 2 1 0 R.NVLLVNQHYAK.I Dimethyl: 1, 11

3883 true 1129 1425.7525 1424.7463 1 -0.69 376.68 31
71.7 
(M:71.7) 2 1 0 K.DSTHLGLHFNPR.F Dimethyl:2H(4): 1

3884 true 1130 888.4062 887.3932 1 6.45 501.06 27.17
18.6 
(M:18.6) 1 1 0 R.DMFCAGR.V

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

3885 true 1131 1270.7104 1269.7041 1 -0.77 203.93 30.67
79.4 
(M:79.4) 3 1 0 K.AGNLGGGVVTIER.S Dimethyl: 1



3886 true 1131 1498.8401 1497.8304 1 1.62 162.63 30.83
41.1 
(M:41.1) 1 1 0 K.IVAQYHELVATAR.E Dimethyl: 1

3887 true 1131 1617.7861 1616.7736 1 3.23 317.69 29.83
59.4 
(M:59.4) 1 1 0 R.SHQDYLHSYHFK.T Dimethyl: 1, 12

3888 false 1132 865.4472 864.4593 1 -22.35 602.71 26.17
23.5 
(M:23.5) 1 3 0 R.LSEADFK.V Dimethyl: 1, 7

3889 false 1132 1079.5675 1078.5855 1 -23.43 369.91 32.33
15.7 
(M:15.7) 1 9 1 K.RMIDVQNR.G Dimethyl:2H(4): 1; Oxidation: 2

3890 true 1132 1079.5675 1078.5593 1 0.81 383.77 32.33
55.7 
(M:55.7) 3 1 0 R.CNNVLYIR.G Carbamidomethyl: 1; Dimethyl: 1

3891 true 1132 1287.647 1286.6441 1 -3.46 250.63 30.5
49.4 
(M:49.4) 1 1 0 K.THICPELAYR.K Carbamidomethyl: 4; Dimethyl: 1

3892 false 1133 745.4492 744.4494 1 -10.08 337.02 28.5
16.0 
(M:16.0) 1 7 1 K.DKTLLR.D



3893 false 1133 745.4492 744.4283 1 18.27 297.18 28.5
17.4 
(M:17.4) 1 4 0 R.SVWVAR.N Dimethyl: 1

3894 false 1133 867.4582 866.4357 1 17.57 553.95 26.17
15.3 
(M:15.3) 1 4 0 K.MAAEEEK.K Dimethyl:2H(4): 7; Dimethyl: 1

3895 false 1133 867.4582 866.447 1 4.62 465.7 26.17
16.2 
(M:16.2) 1 3 0 K.QAADQMK.N

Dimethyl:2H(4): 7; Oxidation: 6; 
Dimethyl: 1

3896 false 1133 974.5929 973.5858 1 -0.19 137.38 27.17
35.6 
(M:35.6) 1 2 0 K.LQAAANNLK.K Dimethyl:2H(4): 1

3897 false 1133 1034.5882 1033.5892 1 -8.04 190.93 29.17
21.0 
(M:21.0) 1 2 0 R.IAQLICER.I

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

3898 true 1133 1034.5882 1033.5593 1 20.82 -1 29.17
22.7 
(M:22.7) 1 1 0 R.LGLGEGAEEK.S Dimethyl:2H(4): 1

3899 true 1133 1291.6671 1290.6692 1 -7.31 206.64 30.5
48.0 
(M:48.0) 1 1 0 K.THICPELAYR.K

Carbamidomethyl: 4; Dimethyl:2H(4): 
1



3900 true 1133 1831.965 1830.988 1 -16.51 327.47 29.83
23.8 
(M:23.8) 1 1 0 R.VFYELQHSDKPVGTK.K Dimethyl: 1, 10, 15

3901 false 1134 877.418 876.4263 1 -17.74 559.55 26.17
16.9 
(M:16.9) 1 2 0 R.DPSLDMK.Q Oxidation: 6; Dimethyl: 1, 7

3902 true 1134 877.418 876.4124 1 -1.88 499.94 26.17
23.1 
(M:23.1) 1 1 0 K.IQAEGGMR.R Oxidation: 7

3903 true 1134 1058.6159 1057.6132 1 -4.3 170.9 29.83
46.4 
(M:46.4) 1 1 0 R.LIVENLSSR.C Dimethyl: 1

3904 true 1134 1276.6086 1275.5968 1 3.5 155.96 32.33
24.6 
(M:24.6) 1 1 0 R.NNFFTSAAGCR.M

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

3905 true 1135 839.4511 838.4371 1 7.94 487.87 28.67
22.9 
(M:22.9) 2 1 0 K.YAISMAR.K Dimethyl: 1

3906 true 1135 1062.6223 1061.6383 1 -21.89 210.39 29.83
37.3 
(M:37.3) 1 1 0 R.LIVENLSSR.C Dimethyl:2H(4): 1



3907 true 1135 1523.8163 1522.7926 1 10.77 317.56 30.67
66.9 
(M:66.9) 2 1 0 K.CPNLTHLNLSGNK.I Carbamidomethyl: 1; Dimethyl: 1, 13

3908 true 1135 1643.8507 1642.8526 1 -5.58 169.76 27.67
41.0 
(M:41.0) 1 1 1 R.TNEKVELQELNDR.F Dimethyl: 1, 4

3909 true 1135 1643.8507 1642.8526 1 -5.58 169.76 27.67
41.0 
(M:41.0) 1 1 1 R.TNEKVELQELNDR.F Dimethyl: 1, 4

3910 true 1135 2073.0185 2072.0585 1 -22.83 259.42 29.83
34.2 
(M:34.2) 1 1 0 K.GLNLQHIGRPHSGIDDCK.N Carbamidomethyl: 17; Dimethyl: 1, 18

3911 true 1136 843.4779 842.4622 1 9.94 659.25 28.67
28.5 
(M:28.5) 1 1 0 K.YAISMAR.K Dimethyl:2H(4): 1

3912 true 1136 1636.7952 1635.7754 1 7.67 160.8 27.33
74.6 
(M:74.6) 1 1 0 K.HQAFEAELHANADR.I Dimethyl: 1

3913 false 1137 871.4779 870.4521 1 21.21 606.9 28.5
21.4 
(M:21.4) 1 2 0 K.MLVYSSK.T Oxidation: 1; Dimethyl: 7



3914 true 1137 921.4987 920.4902 1 1.34 227.51 29
20.6 
(M:20.6) 1 1 0 K.ACQIFVR.N Carbamidomethyl: 2; Dimethyl: 1

3915 true 1137 1640.8251 1639.8005 1 10.6 183.05 27.33
51.0 
(M:51.0) 1 1 0 K.HQAFEAELHANADR.I Dimethyl:2H(4): 1

3916 true 1137 1756.8613 1755.8577 1 -2.1 156.19 26.33
23.3 
(M:23.3) 1 1 0 R.FSALQQSTPAESSESR.R Dimethyl:2H(4): 1

3917 false 1138 884.5077 883.5201 1 -22.24 518.18 28.67
16.2 
(M:16.2) 1 2 0 K.MKPEVPK.K Dimethyl: 1, 7

3918 true 1138 925.5265 924.5153 1 4.25 247.9 29
16.3 
(M:16.3) 1 1 0 K.ACQIFVR.N

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

3919 true 1138 1795.8857 1794.8475 1 17.21 218.12 27.5
31.5 
(M:31.5) 1 1 0 K.IFNDHSATPEDFQSR.S Dimethyl:2H(4): 1

3920 false 1139 1113.6469 1112.6302 1 8.46 309.08 29.17
20.1 
(M:20.1) 1 2 1 R.VAELEARVAR.M



3921 false 1140 1117.6705 1116.658 1 4.65 557.17 29.17
21.1 
(M:21.1) 1 2 0 K.ILSPEEIEK.Y Dimethyl:2H(4): 1; Dimethyl: 9

3922 true 1140 1962.8933 1961.902 1 -8.16 187.76 30.83
22.2 
(M:22.2) 1 1 0 K.TDNSAEHPAFYYNIHR.H Dimethyl: 1

3923 true 1141 1938.9938 1937.9934 1 -3.54 121.5 26.5
85.6 
(M:85.6) 1 1 0 K.GDVAFVQHSTVEENTGGK.N Dimethyl:2H(4): 1, 18

3924 true 1141 1966.9302 1965.9271 1 -2.12 158.3 30.83
24.3 
(M:24.3) 1 1 0 K.TDNSAEHPAFYYNIHR.H Dimethyl:2H(4): 1

3925 true 1142 1175.7028 1174.676 1 16.53 144.18 28.5
34.6 
(M:34.6) 2 1 0 R.FATHAAALSVR.N Dimethyl:2H(4): 1

3926 false 1142 1941.0633 1940.0401 1 8.18 177.17 26.33
16.0 
(M:16.0) 1 2 1 K.KSHLMEIQVNGGTVAEK.V Oxidation: 5; Dimethyl: 1, 1, 17

3927 true 1142 1941.0633 1940.0579 1 -0.97 188.86 26.33
21.1 
(M:21.1) 1 1 1 K.IDKVNEIVETNRPDSK.N Dimethyl: 1, 3, 16



3928 true 1142 2226.9791 2225.9766 1 -2.15 327.44 30.67
77.2 
(M:77.2) 2 1 0 R.QGQSYYGQYGYNSYNPGPR.Y Dimethyl: 1

3929 true 1143 1215.7051 1214.6743 1 19.3 163.19 28.5
27.2 
(M:27.2) 2 1 0 K.SIPGCVPAVQR.A

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

3930 true 1143 1247.6432 1246.634 1 1.53 119.55 27.17
31.1 
(M:31.1) 1 1 0 K.SLVSQCQELR.K Carbamidomethyl: 6; Dimethyl: 1

3931 true 1143 1953.134 1952.1332 1 -3.32 144.02 26.33
25.0 
(M:25.0) 1 1 1 K.IDKVNEIVETNRPDSK.N Dimethyl:2H(4): 1, 3, 16

3932 true 1143 2231.0128 2230.0018 1 1.67 393.66 30.67
59.5 
(M:59.5) 1 1 0 R.QGQSYYGQYGYNSYNPGPR.Y Dimethyl:2H(4): 1

3933 true 1144 1078.5024 1077.5091 1 -12.97 157.82 26.17
26.5 
(M:26.5) 1 1 0 K.LQDEFENR.T Dimethyl: 1

3934 true 1145 1082.5216 1081.5342 1 -18.39 243.58 26.17
21.1 
(M:21.1) 1 1 0 K.LQDEFENR.T Dimethyl:2H(4): 1



3935 true 1145 2006.8228 2005.8225 1 -3.44 111.95 26.33
43.5 
(M:43.5) 1 1 0 K.WCNSGSQEEGYSQYQR.M Carbamidomethyl: 2; Dimethyl: 1

3936 true 1146 1094.637 1093.6471 1 -15.87 170.24 26.33
23.6 
(M:23.6) 1 1 0 R.ALEEAIEQK.A Dimethyl:2H(4): 1, 9

3937 true 1146 1302.6302 1301.6252 1 -1.75 170.89 27.33
33.6 
(M:33.6) 1 1 0 R.FLAEYGSGTSSR.L Dimethyl: 1

3938 true 1147 2217.8416 2216.8352 1 -0.39 294.21 30.5
15.5 
(M:15.5) 1 1 0 R.CANCFDCPCCMHTLSTR.A

Carbamidomethyl: 1, 4, 7, 9, 10; 
Dimethyl: 1

3939 false 1148 842.5074 841.5174 1 -20.55 501.79 30.83
16.5 
(M:16.5) 1 8 1 R.HFAGKVK.Y Dimethyl: 1, 7

3940 true 1148 842.5074 841.5062 1 -7.22 531.27 30.83
35.6 
(M:35.6) 1 1 0 R.HFILEK.S Dimethyl: 1, 6

3941 true 1148 1154.5746 1153.5917 1 -21.15 335.37 26.5
15.8 
(M:15.8) 1 1 0 R.VEQDEYALR.S Dimethyl:2H(4): 1



3942 false 1148 1489.78 1488.797 1 -16.32 308.59 29.17
16.4 
(M:16.4) 1 6 1 K.AEKIASQMITEGR.M Dimethyl: 1, 3

3943 false 1148 1489.78 1488.7759 1 -2.13 264.57 29.17
53.8 
(M:53.8) 2 2 0 R.LSNRPAFMPSEGK.M Dimethyl: 1, 13

3944 false 1148 1489.78 1488.7507 1 14.75 278.61 29.17
53.8 
(M:53.8) 2 2 0 R.LSNRPAFMPSEGR.M Dimethyl: 1

3945 false 1149 969.5112 968.5117 1 -7.97 292.88 30.83
21.2 
(M:21.2) 1 5 1 K.NKEDFEK.T Dimethyl:2H(4): 1; Dimethyl: 7

3946 true 1149 969.5112 968.5113 1 -7.63 174.56 30.83
27.8 
(M:27.8) 1 1 1 R.MRSGSYIK.A Dimethyl: 8

3947 false 1149 969.5112 968.4967 1 7.43 205 30.83
20.5 
(M:20.5) 1 7 0 K.ELEFYLR.K

3948 true 1149 971.5846 970.5811 1 -3.91 210.38 30.67
47.2 
(M:47.2) 2 1 0 R.ITQLELAR.Q Dimethyl: 1



3949 true 1149 1156.5883 1155.5996 1 -16.08 337.62 26.17
29.5 
(M:29.5) 2 1 1 M.GDREQLLQR.A Acetyl: 1

3950 true 1149 2248.1551 2247.0929 1 24.44 375.08 28.67
17.0 
(M:17.0) 1 1 1 R.IHTGDRPYVCPFDGCNKK.F

Carbamidomethyl: 10, 15; Dimethyl: 1, 
17, 18

3951 false 1150 1063.5903 1062.593 1 -9.35 127.33 32.33
15.4 
(M:15.4) 1 4 1 K.MMKIAEIR.K Oxidation: 2; Dimethyl: 1, 3

3952 true 1150 1070.6466 1069.6434 1 -3.78 275.1 30.83
53.0 
(M:53.0) 2 1 0 R.IPVGPETLGR.I Dimethyl:2H(4): 1

3953 true 1150 1358.6544 1357.6449 1 1.69 264.68 27.17
26.8 
(M:26.8) 1 1 0 R.DPHLACVAYER.G Carbamidomethyl: 6; Dimethyl: 1

3954 true 1151 863.4387 862.4309 1 0.56 518.66 28.83
19.1 
(M:19.1) 1 1 0 K.SFYMQR.C Dimethyl:2H(4): 1

3955 false 1151 1362.6898 1361.67 1 9.23 301.4 27.17
15.9 
(M:15.9) 1 2 0 R.DPHLACVAYER.G

Carbamidomethyl: 6; Dimethyl:2H(4): 
1



3956 false 1152 870.5454 869.5335 1 5.42 463.27 28.83
20.3 
(M:20.3) 1 5 0 M.AVSVTPIR.D Dimethyl: 1

3957 true 1152 1006.5387 1005.5243 1 7.02 134.54 27.67
56.2 
(M:56.2) 1 1 0 R.NLQDAYVR.L Dimethyl: 1

3958 false 1152 1073.6063 1072.5764 1 21 114.89 32.33
20.2 
(M:20.2) 1 2 0 R.SEIDLLDIR.H

3959 true 1152 1182.6511 1181.6529 1 -7.64 136.64 31.17
34.9 
(M:34.9) 1 1 0 R.LSPHMPEALR.C Dimethyl:2H(4): 1

3960 true 1153 1010.5644 1009.5495 1 7.61 94.87 27.67
37.4 
(M:37.4) 1 1 0 R.NLQDAYVR.L Dimethyl:2H(4): 1

3961 true 1153 1051.541 1050.5346 1 -0.85 218.63 26.5
23.4 
(M:23.4) 1 1 0 R.GVYSEEALR.A Dimethyl: 1

3962 false 1153 1051.541 1050.5247 1 8.57 227.79 26.5
17.7 
(M:17.7) 1 2 1 K.RYVWDER.R Dimethyl: 1



3963 true 1153 1197.6655 1196.6587 1 -0.43 109.29 31
21.0 
(M:21.0) 1 1 0 R.SIHDALCVVK.R Carbamidomethyl: 7; Dimethyl: 1, 10

3964 true 1153 1253.5764 1252.5986 1 -23.5 117.45 26.33
31.7 
(M:31.7) 1 1 0 K.QEGGDNDFIAR.V Dimethyl:2H(4): 1

3965 true 1153 1543.7071 1542.7072 1 -4.77 190.73 29.33
64.0 
(M:64.0) 2 1 0 K.HAEMVHAGFMTER.S Dimethyl: 1

3966 false 1154 1149.6583 1148.6376 1 11.68 194.27 28.83
16.5 
(M:16.5) 1 2 1 K.RKPSPAYMK.E Oxidation: 8; Dimethyl: 2, 9

3967 true 1154 1267.6408 1266.6506 1 -13.52 124.94 26.67
72.5 
(M:72.5) 1 1 0 K.DQVANSAFVER.L Dimethyl:2H(4): 1

3968 false 1155 1057.5552 1056.5564 1 -8.02 242.85 26.5
20.1 
(M:20.1) 1 3 0 K.ANNLIEEAR.K Dimethyl: 1

3969 true 1155 1079.4866 1078.472 1 6.77 227.29 27.67
38.4 
(M:38.4) 1 1 0 R.NYDYYASR.I Dimethyl: 1



3970 true 1155 1205.7144 1204.7089 1 -1.5 190.83 31
21.6 
(M:21.6) 1 1 0 R.SIHDALCVVK.R

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 10

3971 true 1155 1302.6243 1301.6252 1 -6.29 173.95 26.83
49.0 
(M:49.0) 1 1 0 K.YGPNELPAEER.K Dimethyl: 1

3972 true 1156 1083.5114 1082.4971 1 6.48 223.96 27.67
24.6 
(M:24.6) 1 1 0 R.NYDYYASR.I Dimethyl:2H(4): 1

3973 true 1156 1225.6965 1224.69 1 -0.67 208.37 31
28.5 
(M:28.5) 1 1 0 R.MAQEVLTHLK.E Dimethyl: 1, 10

3974 true 1156 1248.7742 1247.7489 1 14.41 212.01 30.83
74.8 
(M:74.8) 1 1 1 K.KVLTSFGDAVK.N Dimethyl: 1, 1, 11

3975 true 1157 1233.7482 1232.7402 1 0.57 186.3 31
43.8 
(M:43.8) 1 1 0 R.MAQEVLTHLK.E Dimethyl:2H(4): 1, 10

3976 true 1157 1260.845 1259.8242 1 10.71 178.08 30.83
25.3 
(M:25.3) 1 1 1 K.KVLTSFGDAVK.N Dimethyl:2H(4): 1, 1, 11



3977 true 1157 1648.8262 1647.8133 1 3.41 213.92 27.17
35.6 
(M:35.6) 1 1 1 K.FGEYHKDDPSSFR.F Dimethyl:2H(4): 1, 6

3978 true 1158 1104.598 1103.5947 1 -3.63 323.59 26.67
28.0 
(M:28.0) 1 1 0 R.ILGEPMQER.K Dimethyl:2H(4): 1

3979 true 1158 1348.6634 1347.6571 1 -0.78 347.81 31
29.0 
(M:29.0) 1 1 0 K.SFNTFVHTDPR.N Dimethyl: 1

3980 true 1158 1405.7299 1404.7184 1 3.01 316.37 32.33
44.5 
(M:44.5) 3 1 0 R.CSVLAAANPVYGR.Y Carbamidomethyl: 1; Dimethyl: 1

3981 true 1158 1824.7961 1823.8075 1 -10.18 177.47 29.17
25.8 
(M:25.8) 1 1 1 R.GYSLSSYSDRDGYGGGR.D Dimethyl: 1

3982 true 1159 1119.5979 1118.5893 1 1.19 221.39 26.67
17.2 
(M:17.2) 1 1 0 K.ALDMLEVEK.N Oxidation: 4; Dimethyl: 1, 9

3983 true 1159 1352.6907 1351.6823 1 0.88 329.49 31
36.7 
(M:36.7) 1 1 0 K.SFNTFVHTDPR.N Dimethyl:2H(4): 1



3984 true 1159 1366.6675 1365.6826 1 -16.38 245.4 26.17
23.7 
(M:23.7) 1 1 0 K.IYIDSNNNPER.F Dimethyl:2H(4): 1

3985 true 1159 1409.7572 1408.7435 1 4.6 308.91 32.33
57.9 
(M:57.9) 1 1 0 R.CSVLAAANPVYGR.Y

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

3986 true 1160 1377.723 1376.7156 1 0.08 348.33 31
15.8 
(M:15.8) 1 1 1 K.LGKDEMLQMIR.H Oxidation: 6; Dimethyl: 1

3987 true 1160 1808.8762 1807.8701 1 -0.62 246.9 27.33
36.8 
(M:36.8) 1 1 0 K.NSLNEGPTSLNTSYQR.S Dimethyl: 1

3988 true 1160 1833.9851 1832.9388 1 21.28 456.34 29.33
17.0 
(M:17.0) 1 1 0 K.LYTVCDVAMNIIMSK.S

Carbamidomethyl: 5; Dimethyl:2H(4): 
1; Oxidation: 13; Dimethyl: 15

3989 false 1161 1379.8006 1378.8184 1 -18.16 333.49 31.33
18.8 
(M:18.8) 2 2 0 K.QIGENLIVPGGVK.T Dimethyl: 1, 13

3990 true 1161 1841.9724 1840.9717 1 -3.58 191.7 29.33
84.0 
(M:84.0) 3 1 0 R.VMLGETNPADSKPGTIR.G Dimethyl: 1, 12



3991 true 1161 2433.1562 2432.1543 1 -2.2 260.54 30.83
64.3 
(M:64.3) 1 1 1

R.THMQDLKDVTNNVHYENYR.
S Dimethyl: 1, 7

3992 false 1162 1267.6625 1266.668 1 -10.13 131.57 27.67
15.5 
(M:15.5) 1 2 1 K.QIEHTLNEKR.I

3993 true 1162 1429.6968 1428.7034 1 -9.7 254.21 26.17
21.9 
(M:21.9) 1 1 0 R.VSGTEGYETEGIR.G Dimethyl:2H(4): 1

3994 true 1162 1850.022 1849.0219 1 -3.88 259 29.33
119.8 
(M:119.8) 3 1 0 R.VMLGETNPADSKPGTIR.G Dimethyl:2H(4): 1, 12

3995 true 1162 2035.0613 2034.0842 1 -14.81 189.57 28.83
44.1 
(M:44.1) 1 68.73 1 0 K.MVMIQDGPQNTGADKPLR.I Dimethyl:2H(4): 1, 15

3996 false 1162 2035.0613 2034.0916 1 -18.44 183.68 28.83
25.1 
(M:25.1) 1 25.66 3 0 K.MIMIQDGPMPTGADKPLR.I Dimethyl:2H(4): 1, 15

3997 true 1163 762.4969 761.4837 1 7.86 -1 30.83
22.3 
(M:22.3) 1 1 0 K.LDEILK.E Dimethyl:2H(4): 1



3998 false 1163 762.4969 761.4949 1 -6.87 346.04 30.83
19.8 
(M:19.8) 1 3 0 R.LSELLR.Y Dimethyl:2H(4): 1

3999 true 1163 1270.6727 1269.6677 1 -1.8 146.63 26.67
62.8 
(M:62.8) 1 1 0 K.NVQLQENEIR.G Dimethyl: 1

4000 true 1164 783.4962 782.4902 1 -1.66 300.94 32.67
20.1 
(M:20.1) 1 1 0 M.SIGVPIK.V Acetyl: 1; Dimethyl: 7

4001 false 1164 811.5221 810.4963 1 22.84 339.76 30.83
18.8 
(M:18.8) 1 2 1 R.VKGAPSPK.V Dimethyl: 8

4002 true 1164 1342.7244 1341.7041 1 9.73 301.53 30
47.2 
(M:47.2) 1 1 0 K.VPFDAATLHTSR.A Dimethyl: 1

4003 true 1164 1421.7347 1420.7211 1 4.4 385.72 31
25.4 
(M:25.4) 1 1 0 K.DSTHLGLHFNPR.F Dimethyl: 1

4004 true 1165 1346.7484 1345.7292 1 8.86 381.43 30
79.8 
(M:79.8) 1 1 0 K.VPFDAATLHTSR.A Dimethyl:2H(4): 1



4005 true 1165 2516.1437 2515.118 1 7.35 231.96 27.17
21.1 
(M:21.1) 1 1 1

R.QSSEMHSCTANTVREELHESR
.M Carbamidomethyl: 8; Dimethyl: 1

4006 false 1166 814.4757 813.4709 1 -3.03 412.16 27.5
19.1 
(M:19.1) 1 4 0 R.GNGVNVVK.I Dimethyl: 1

4007 true 1166 1442.7148 1441.7089 1 -0.99 388.2 26.67
60.5 
(M:60.5) 1 1 1 K.YDPTIEDSYRK.Q Dimethyl: 1, 11

4008 true 1167 963.5572 962.5521 1 -2.3 111.09 31.67
25.8 
(M:25.8) 2 1 0 K.GIIDCVVR.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

4009 true 1167 963.5572 962.5521 1 -2.3 111.09 31.67
25.8 
(M:25.8) 2 1 0 K.GIIDCVVR.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

4010 true 1167 1478.7258 1477.7161 1 1.6 409.55 26.67
55.4 
(M:55.4) 1 1 1 R.RSENEEFVEVGR.L Dimethyl: 1

4011 true 1167 1641.7599 1640.7754 1 -13.92 134.66 26.17
73.2 
(M:73.2) 1 1 0 R.QQLSDALQNNDDPR.D Dimethyl: 1



4012 true 1167 1797.7834 1796.7838 1 -4.29 356.9 31
122.4 
(M:122.4) 3 1 0

R.FSSCGGGGGSFGAGGGFGSR.
S

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

4013 true 1167 1840.0235 1839.0037 1 6.84 269.53 28.83
53.7 
(M:53.7) 2 1 0 R.LAQQMENRPSVQAALK.L Dimethyl: 1, 16

4014 true 1168 906.5286 905.5273 1 -6.59 120.93 30
26.6 
(M:26.6) 1 1 0 K.VEVPFQR.N Dimethyl:2H(4): 1

4015 true 1169 1425.8421 1424.8239 1 7.64 421.03 30
47.2 
(M:47.2) 1 1 1 R.VDFNVPMKDHK.I Dimethyl:2H(4): 1, 8, 11

4016 true 1169 1567.8159 1566.8082 1 0.26 233.96 31
50.8 
(M:50.8) 1 1 0 R.LLYAHGYYTGEPK.N Dimethyl: 1, 13

4017 false 1170 897.5318 896.5444 1 -22.05 462.28 29.17
18.5 
(M:18.5) 1 4 0 K.GVSQLPLR.Y Dimethyl: 1

4018 false 1170 897.5318 896.5192 1 5.97 546.8 29.17
15.5 
(M:15.5) 1 6 1 K.ERINLPR.Y



4019 true 1170 925.5598 924.5644 1 -12.86 114.77 29.5
57.5 
(M:57.5) 1 1 0 K.VIPELNGK.L Dimethyl: 1, 8

4020 true 1170 1060.4709 1059.463 1 0.54 406.3 32.67
40.9 
(M:40.9) 1 1 0 K.CCLYNFR.R Carbamidomethyl: 1, 2; Dimethyl: 1

4021 false 1170 1573.8263 1572.8148 1 2.68 112.79 27.5
17.3 
(M:17.3) 1 2 1 K.TQYEELKAQHDK.M Dimethyl: 1, 7, 12

4022 true 1170 1573.8263 1572.8009 1 11.52 111 27.5
28.1 
(M:28.1) 1 1 0 K.HALLEADVAAHQDR.I Dimethyl: 1

4023 true 1170 1575.866 1574.8584 1 0.19 316.24 31
42.8 
(M:42.8) 1 1 0 R.LLYAHGYYTGEPK.N Dimethyl:2H(4): 1, 13

4024 true 1171 1443.7752 1442.7518 1 11.2 342.31 30.17
20.6 
(M:20.6) 1 1 0 K.GVTHIGYTDLPSR.M Dimethyl: 1

4025 true 1171 1577.8518 1576.826 1 11.74 177.93 27.5
72.9 
(M:72.9) 1 1 0 K.HALLEADVAAHQDR.I Dimethyl:2H(4): 1



4026 true 1171 1613.742 1612.7344 1 0.21 302.96 31
35.6 
(M:35.6) 1 1 0 K.DHYPNGFCTVYGK.S Carbamidomethyl: 8; Dimethyl: 1, 13

4027 true 1171 1690.8166 1689.8145 1 -3.01 185.83 26.5
82.6 
(M:82.6) 1 1 0 K.LQESPDAVPHGEMPR.H Dimethyl: 1

4028 false 1172 776.4605 775.4592 1 -7.74 320.02 28.83
17.5 
(M:17.5) 1 5 0 K.VNQLFK.T Dimethyl: 6

4029 true 1172 776.4605 775.4592 1 -7.74 369.3 28.83
46.4 
(M:46.4) 5 1 0 R.NVNVFK.F Dimethyl: 1, 6

4030 true 1172 1615.7977 1614.775 1 9.55 179.48 27.67
105.2 
(M:105.2) 1 1 0 K.HQAFEAELSANQSR.I Dimethyl: 1

4031 true 1172 1621.7903 1620.7846 1 -1.01 271.34 31
49.0 
(M:49.0) 1 1 0 K.DHYPNGFCTVYGK.S

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 13

4032 true 1172 1694.8419 1693.8396 1 -2.9 222.01 26.5
90.2 
(M:90.2) 1 1 0 K.LQESPDAVPHGEMPR.H Dimethyl:2H(4): 1



4033 true 1172 1932.6966 1931.7084 1 -9.88 136.03 26.33
75.7 
(M:75.7) 1 1 0 K.DCDLQEDEACYNCGR.G

Carbamidomethyl: 2, 10, 13; Dimethyl: 
1

4034 true 1173 706.4673 705.4425 1 24.78 127.69 31
19.1 
(M:19.1) 1 1 0 R.IYNIK.K Dimethyl: 1, 5

4035 true 1173 706.4673 705.4425 1 24.78 127.69 31
19.1 
(M:19.1) 1 1 0 K.YINLK.S Dimethyl: 1, 5

4036 true 1173 1011.5138 1010.5086 1 -2.05 276.3 29.33
43.6 
(M:43.6) 1 1 0 K.GYPHWPAR.I Dimethyl: 1

4037 true 1173 1011.5138 1010.5086 1 -2.05 276.3 29.33
43.6 
(M:43.6) 1 1 0 K.GYPHWPAR.I Dimethyl: 1

4038 true 1173 1451.7375 1450.7177 1 8.68 442.94 30
23.1 
(M:23.1) 1 1 0 K.GTLTLCPYHSDR.Q

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

4039 true 1173 1668.8136 1667.8028 1 2.12 328.9 31.17
86.8 
(M:86.8) 1 1 0 K.YGTCPHGGYGLGLER.F

Carbamidomethyl: 4; Dimethyl:2H(4): 
1



4040 true 1173 1942.9902 1942.0073 1 -12.53 84.32 26.17
33.2 
(M:33.2) 1 1 1 K.AKDEQYDHLDEADVAK.V Dimethyl:2H(4): 1, 2, 16

4041 true 1174 792.4966 791.5033 1 -17.65 316.68 29.67
21.7 
(M:21.7) 1 1 0 K.FSAYIK.N Dimethyl:2H(4): 1, 6

4042 false 1174 821.3838 820.3749 1 1.99 498.08 31
16.9 
(M:16.9) 1 3 0 K.VDMVSDR.I

4043 true 1174 1029.4974 1028.4927 1 -2.49 176.43 27.33
24.0 
(M:24.0) 1 1 0 R.SVSDQFYR.Y Dimethyl: 1

4044 true 1174 1035.6132 1034.6059 1 0.01 207.57 29.17
23.3 
(M:23.3) 1 1 0 K.LVCIHPIR.Y Carbamidomethyl: 3; Dimethyl: 1

4045 true 1174 1459.755 1458.7442 1 2.42 407.73 30.17
39.0 
(M:39.0) 1 1 0 K.WVPEITHHCPK.T Carbamidomethyl: 9; Dimethyl: 1, 11

4046 true 1175 1033.5237 1032.5178 1 -1.36 211.65 27.33
33.5 
(M:33.5) 1 1 0 R.SVSDQFYR.Y Dimethyl:2H(4): 1



4047 true 1175 1039.6337 1038.631 1 -4.39 254.34 29.17
35.9 
(M:35.9) 1 1 0 K.LVCIHPIR.Y

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

4048 false 1175 1039.6337 1038.6073 1 18.37 248.37 29.17
15.4 
(M:15.4) 1 3 0 K.AELAELPLR.L Dimethyl: 1

4049 true 1175 1059.639 1058.6498 1 -17.07 200.16 29.5
27.9 
(M:27.9) 1 1 1 K.RLQAAGNAVK.R Dimethyl:2H(4): 1

4050 true 1176 1096.5379 1095.5383 1 -7.03 339.89 27.33
16.8 
(M:16.8) 1 1 0 R.YMEVSGNLR.D Dimethyl: 1

4051 true 1176 1282.7321 1281.7227 1 1.66 190.42 32.5
28.8 
(M:28.8) 2 1 0 K.NMVPQQALVVR.N Dimethyl: 1

4052 true 1176 1889.9579 1888.9465 1 2.15 242.77 31.17
83.1 
(M:83.1) 1 1 0 R.IIQHCSNYSTQELLR.F Carbamidomethyl: 5; Dimethyl: 1

4053 false 1176 1889.9579 1888.967 1 -8.66 309.3 31.17
18.1 
(M:18.1) 1 2 1 K.ITESPDLPKDEDFTVK.V Dimethyl: 1, 16



4054 true 1176 1928.8411 1927.8421 1 -4.26 146.86 26.5
57.1 
(M:57.1) 1 1 0 K.SEEAHAEDSVMDHHFR.K Dimethyl:2H(4): 1

4055 false 1178 1115.6219 1114.642 1 -24.55 184.67 30.33
20.1 
(M:20.1) 1 74.12 4 1 -.MAGLTPIEKK.L Dimethyl: 10

4056 true 1178 1115.6219 1114.6135 1 1.01 249.35 30.33
43.1 
(M:43.1) 2 1 0 K.IFAPNIEQR.D Dimethyl: 1

4057 true 1178 1164.5859 1163.5761 1 2.2 424.85 27.5
58.2 
(M:58.2) 6 1 0 R.GYSFTTTAER.E Dimethyl:2H(4): 1

4058 true 1178 1164.5859 1163.5761 1 2.2 424.85 27.5
58.2 
(M:58.2) 6 1 0 R.GYSFTTTAER.E Dimethyl:2H(4): 1

4059 true 1178 1576.9014 1575.9035 1 -5.93 347.19 30.5
92.1 
(M:92.1) 1 1 0 K.LQAEAPHIVVGTPGR.V Dimethyl:2H(4): 1

4060 false 1179 1226.6548 1225.635 1 10.24 214.54 27.33
32.0 
(M:32.0) 1 2 1 -.MPAGNLAARQR.L Acetyl: 1



4061 true 1179 2371.2953 2370.2656 1 9.49 117.18 27.5
44.2 
(M:44.2) 1 1 0

R.VAEKPQRPQGAEAQEDIPVPR
.F Dimethyl: 1, 4

4062 false 1180 808.5034 807.4826 1 16.76 527.15 31.33
18.3 
(M:18.3) 1 5 1 K.DMNKIK.E Dimethyl:2H(4): 1; Dimethyl: 6

4063 false 1180 808.5034 807.4905 1 7.03 512.62 31.33
18.3 
(M:18.3) 1 7 0 K.FVNQLR.G Dimethyl:2H(4): 1

4064 true 1180 808.5034 807.4967 1 -0.63 526.78 31.33
40.0 
(M:40.0) 1 1 0 R.IHLELR.N Dimethyl: 1

4065 true 1180 989.505 988.5012 1 -3.53 122.11 26.67
34.5 
(M:34.5) 1 1 0 R.AEAIELCR.A Carbamidomethyl: 7; Dimethyl: 1

4066 true 1180 1195.689 1194.6873 1 -4.72 180.61 29.33
37.4 
(M:37.4) 1 1 0 R.VVPGYGHAVLR.K Dimethyl: 1

4067 true 1180 1325.6958 1324.686 1 1.96 241.25 33.5
43.0 
(M:43.0) 1 1 0 K.CAANLGLTNGFR.M

Carbamidomethyl: 1; Dimethyl:2H(4): 
1



4068 true 1180 2379.3485 2378.3158 1 10.68 178.87 27.5
32.5 
(M:32.5) 1 1 0

R.VAEKPQRPQGAEAQEDIPVPR
.F Dimethyl:2H(4): 1, 4

4069 true 1180 2973.1012 2972.1374 1 -14.63 116.18 26.33
212.9 
(M:212.9) 1 1 0

M.SDPEECQEGAEGTDQVGDES
YQESER.L Carbamidomethyl: 6; Acetyl: 1

4070 true 1181 812.5238 811.5218 1 -6.51 426.6 31.17
20.7 
(M:20.7) 1 1 0 R.IHLELR.N Dimethyl:2H(4): 1

4071 true 1181 993.5281 992.5263 1 -5.44 133.81 26.67
32.2 
(M:32.2) 1 1 0 R.AEAIELCR.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

4072 false 1181 993.5281 992.5328 1 -12.01 149.85 26.67
19.4 
(M:19.4) 1 2 0 R.EASQEELK.A Dimethyl:2H(4): 1; Dimethyl: 8

4073 true 1181 1199.7217 1198.7124 1 1.63 175.98 29.33
20.1 
(M:20.1) 1 1 0 R.VVPGYGHAVLR.K Dimethyl:2H(4): 1

4074 true 1181 1268.6354 1267.6231 1 3.96 228.79 27.5
65.0 
(M:65.0) 2 1 0 K.YLECSALTQR.G Carbamidomethyl: 4; Dimethyl: 1



4075 true 1181 1271.71 1270.7245 1 -17.1 164.29 29.33
16.1 
(M:16.1) 1 1 1 K.EAALATALGDKR.S Dimethyl: 1, 11

4076 true 1181 1850.9242 1849.9435 1 -14.36 318.35 30
81.3 
(M:81.3) 1 1 0 K.GHFSTGHAESPATIVVGR.A Dimethyl: 1

4077 true 1181 2484.2036 2483.1751 1 8.54 120.85 27.5
79.1 
(M:79.1) 1 1 1

K.DKLESEMEDAYHEHQANLLR.
Q Dimethyl: 1, 2

4078 false 1182 1074.5641 1073.5717 1 -13.85 189.85 26.83
18.0 
(M:18.0) 1 7 1 K.IEQESEKR.R Dimethyl: 1, 7

4079 true 1182 1074.5641 1073.5539 1 2.68 214.6 26.83
30.6 
(M:30.6) 1 1 0 K.LQEEMLQR.E Dimethyl: 1

4080 false 1182 1415.7918 1414.7715 1 9.25 216.11 30.83
16.0 
(M:16.0) 1 2 1 K.KATLQQCLNAIR.G Carbamidomethyl: 7

4081 true 1182 1854.9395 1853.9686 1 -19.64 529.34 30
23.7 
(M:23.7) 1 1 0 K.GHFSTGHAESPATIVVGR.A Dimethyl:2H(4): 1



4082 true 1183 1002.4402 1001.4454 1 -12.44 141.21 26.5
57.6 
(M:57.6) 2 1 0 R.SEGFDTYR.C Dimethyl: 1

4083 true 1183 1078.5852 1077.579 1 -1.04 262.75 26.83
58.0 
(M:58.0) 1 1 0 K.LQEEMLQR.E Dimethyl:2H(4): 1

4084 false 1183 1078.5852 1077.5968 1 -17.5 282.93 26.83
20.6 
(M:20.6) 1 5 1 K.IEQESEKR.R Dimethyl:2H(4): 1; Dimethyl: 7

4085 true 1183 1158.5856 1157.5764 1 1.7 450.45 28.83
31.0 
(M:31.0) 2 1 0 K.HGINCFINR.Q Carbamidomethyl: 5; Dimethyl: 1

4086 true 1183 1313.6497 1312.6519 1 -7.25 212.41 29.5
21.2 
(M:21.2) 1 1 1 K.EKIVSMEFMR.K Oxidation: 9; Dimethyl: 1

4087 true 1184 871.4348 870.4236 1 4.59 332.37 27.67
22.3 
(M:22.3) 1 1 0 R.NIDYYR.L Dimethyl: 1

4088 true 1184 1006.4667 1005.4705 1 -10.99 90.03 26.5
38.1 
(M:38.1) 1 1 0 R.SEGFDTYR.C Dimethyl:2H(4): 1



4089 true 1184 1094.5821 1093.5512 1 21.67 198.75 26.83
24.3 
(M:24.3) 1 1 1 R.AMEAMEKLK.A Oxidation: 5; Dimethyl: 9

4090 true 1184 1178.6301 1177.6278 1 -4.21 188.33 31.17
31.3 
(M:31.3) 1 1 0 R.LSPHMPEALR.C Dimethyl: 1

4091 true 1184 1329.7085 1328.7027 1 -1.07 223.89 27.5
24.3 
(M:24.3) 1 1 0 R.EIASPPHDLYR.S Dimethyl:2H(4): 1

4092 true 1185 1147.5909 1146.5669 1 14.54 320.12 27.33
33.1 
(M:33.1) 1 1 0 K.GEFQGISPER.A Dimethyl: 1

4093 true 1185 1192.7391 1191.7339 1 -1.8 201.95 28.83
59.4 
(M:59.4) 1 1 0 K.LLLQVQHASK.Q Dimethyl: 1, 10

4094 true 1185 1301.7592 1300.7503 1 1.21 263.38 29.33
36.3 
(M:36.3) 1 1 0 K.GIVEFASKPAAR.K Dimethyl: 1, 8

4095 true 1185 1334.63 1333.6303 1 -5.63 225 27.33
23.2 
(M:23.2) 1 1 0 R.QYASYEYVQR.L Dimethyl: 1



4096 true 1185 1376.7315 1375.699 1 18.3 350.68 29.33
16.3 
(M:16.3) 1 1 1 K.IIGRCTGTAANSR.D Carbamidomethyl: 5

4097 true 1186 980.4877 979.4723 1 8.24 101.53 27.67
67.8 
(M:67.8) 1 1 0 R.NSLDSFGGR.N Dimethyl: 1

4098 true 1186 1384.7087 1383.7034 1 -1.47 224.12 29.5
92.3 
(M:92.3) 1 1 0 R.INVYYNEATGGK.Y Dimethyl: 1, 12

4099 true 1187 984.5129 983.4974 1 8.33 119.61 27.67
50.7 
(M:50.7) 1 1 0 R.NSLDSFGGR.N Dimethyl:2H(4): 1

4100 true 1187 1167.5746 1166.5608 1 5.57 327.99 27.5
47.3 
(M:47.3) 1 1 0 R.YYPTEDVPR.K Dimethyl: 1

4101 true 1187 1392.7564 1391.7536 1 -3.22 248.76 29.5
38.3 
(M:38.3) 1 1 0 R.INVYYNEATGGK.Y Dimethyl:2H(4): 1, 12

4102 true 1188 843.5106 842.5051 1 -2.19 102.58 32.83
23.7 
(M:23.7) 1 1 0 K.LSTSYLK.E Dimethyl:2H(4): 1



4103 false 1188 1086.5969 1085.5968 1 -6.66 182.79 26.33
23.1 
(M:23.1) 1 4 0 K.ALAEELEQK.L Dimethyl: 1, 9

4104 true 1188 1086.5969 1085.5968 1 -6.66 195.5 26.33
47.6 
(M:47.6) 1 1 0 R.ALEEAIEQK.A Dimethyl: 1, 9

4105 false 1188 1086.5969 1085.6081 1 -17 191.03 26.33
23.9 
(M:23.9) 1 3 0 R.AELLLSEQR.G Dimethyl: 1

4106 true 1189 1274.699 1273.6928 1 -0.88 135.11 26.67
40.9 
(M:40.9) 1 1 0 K.NVQLQENEIR.G Dimethyl:2H(4): 1

4107 true 1189 1493.788 1492.801 1 -13.56 279.42 29.17
34.6 
(M:34.6) 2 91.17 1 0 R.LSNRPAFMPSEGK.M Dimethyl:2H(4): 1; Dimethyl: 13

4108 true 1189 1493.788 1492.7758 1 3.28 300.91 29.17
34.6 
(M:34.6) 2 1 0 R.LSNRPAFMPSEGR.M Dimethyl:2H(4): 1

4109 true 1190 1288.5789 1287.583 1 -8.82 170.78 26.67
15.7 
(M:15.7) 1 1 0 R.ASEEEDPENIK.T Dimethyl: 11



4110 true 1191 1162.5734 1161.5812 1 -12.95 343.91 26.5
18.0 
(M:18.0) 1 1 0 K.NVMATNDVVR.Y Oxidation: 3; Dimethyl: 1

4111 true 1191 1541.801 1540.7871 1 4.3 249.61 29.17
28.7 
(M:28.7) 1 1 0 R.HFSGHLCIGPTQR.L

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

4112 true 1191 1848.058 1847.0539 1 -1.69 288.71 28.83
37.6 
(M:37.6) 2 1 0 R.LAQQMENRPSVQAALK.L Dimethyl:2H(4): 1, 16

4113 true 1192 972.5361 971.5222 1 6.8 104.59 30.17
17.1 
(M:17.1) 1 1 0 -.MAAPLGTGAR.A Dimethyl: 1

4114 false 1192 1166.5981 1165.6063 1 -13.26 504.48 26.5
17.0 
(M:17.0) 1 3 0 K.NVMATNDVVR.Y Dimethyl:2H(4): 1; Oxidation: 3

4115 true 1192 1385.8417 1384.834 1 0.34 377.91 31.17
30.6 
(M:30.6) 3 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 8; Dimethyl: 1

4116 true 1192 1482.7466 1481.7412 1 -1.29 300.12 26.83
30.7 
(M:30.7) 1 1 1 R.RSENEEFVEVGR.L Dimethyl:2H(4): 1



4117 true 1193 1028.5932 1027.6066 1 -20.14 297.54 30.17
25.5 
(M:25.5) 1 1 0 K.LDHYAIIK.F Dimethyl: 1, 8

4118 true 1193 1465.8238 1464.821 1 -3.06 322.2 27.33
33.0 
(M:33.0) 1 1 0 K.NLQVQCAQIEAK.F

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 12

4119 true 1193 1530.829 1529.7999 1 14.23 157.84 27.5
68.9 
(M:68.9) 1 1 1 K.KDYEEIGPSICR.H

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 1

4120 false 1193 1530.829 1529.8566 1 -22.77 86.84 27.5
15.1 
(M:15.1) 1 3 1 K.NFLAVLRGDAEAVK.G Dimethyl: 1

4121 true 1193 1675.8527 1674.8589 1 -8.04 294.05 30.83
55.5 
(M:55.5) 1 91.99 1 1 K.IDKTEYMVGSYGPR.A Dimethyl:2H(4): 1; Dimethyl: 3

4122 true 1194 930.5417 929.5273 1 7.7 140.15 29.17
27.5 
(M:27.5) 2 1 0 K.QGYVIYR.V Dimethyl:2H(4): 1

4123 true 1194 1520.7816 1519.7631 1 7.37 222.03 27.33
78.4 
(M:78.4) 1 1 0 K.YNSDGTIAIASQPR.E Dimethyl: 1



4124 true 1194 1566.8342 1565.8289 1 -1.26 213.21 26.67
15.2 
(M:15.2) 1 1 1 K.FEGGDRDLEHLSK.F Dimethyl:2H(4): 1, 13

4125 true 1195 1524.7954 1523.7882 1 -0.05 263.98 27.33
65.4 
(M:65.4) 2 1 0 K.YNSDGTIAIASQPR.E Dimethyl:2H(4): 1

4126 true 1196 1744.8726 1743.8726 1 -4.18 193.88 29.33
28.4 
(M:28.4) 1 1 0 R.QASAMIDRPAPQFER.T Dimethyl: 1

4127 true 1197 723.4176 722.4149 1 -6.36 170.35 29.33
32.4 
(M:32.4) 1 1 0 -.MIIYR.D Dimethyl: 1

4128 true 1197 1216.641 1215.6474 1 -11.26 61.53 26.5
31.9 
(M:31.9) 1 1 0 K.YIDEEELNK.T Dimethyl:2H(4): 1, 9

4129 false 1197 1547.7819 1546.7847 1 -6.56 192.94 27.33
16.0 
(M:16.0) 1 2 1 K.LTDCVVMRDPASK.R Carbamidomethyl: 4; Dimethyl: 1, 13

4130 false 1197 1648.8143 1647.8257 1 -11.3 235.33 31.33
33.0 
(M:33.0) 1 50 3 1 K.KHPDASVNFSEFSK.K Dimethyl: 1, 14



4131 true 1197 1648.8143 1647.8005 1 3.95 215.15 31.33
56.5 
(M:56.5) 1 58.61 1 1 K.KHPDSSVNFAEFSR.K Dimethyl: 1

4132 true 1197 1748.8967 1747.8977 1 -4.73 189.06 29.33
28.0 
(M:28.0) 1 1 0 R.QASAMIDRPAPQFER.T Dimethyl:2H(4): 1

4133 true 1197 1775.9618 1774.9577 1 -1.84 265.49 30.83
61.3 
(M:61.3) 2 1 1 K.VYVGNLGTGAGKGELER.A Dimethyl: 1, 12

4134 false 1198 727.4431 726.44 1 -5.8 237.88 29.33
19.1 
(M:19.1) 2 2 0 -.MIIYR.D Dimethyl:2H(4): 1

4135 true 1198 1223.6154 1222.6244 1 -13.28 68.01 26.5
23.8 
(M:23.8) 1 1 0 K.VDAQFGGVDQR.K Dimethyl:2H(4): 1

4136 true 1198 1375.8241 1374.7983 1 13.43 343.28 30.17
19.0 
(M:19.0) 1 1 1 K.GIVKDIIHDPGR.G Dimethyl: 1, 4

4137 true 1198 1820.8333 1819.8362 1 -5.61 258.22 30.83
40.8 
(M:40.8) 1 1 0 R.DCHHLGIQNNFDYR.R

Carbamidomethyl: 2; Dimethyl:2H(4): 
1



4138 true 1198 1866.0119 1865.0168 1 -6.51 173.71 29.33
99.3 
(M:99.3) 1 1 0 R.VMLGETNPADSKPGTIR.G Dimethyl:2H(4): 1, 12; Oxidation: 2

4139 true 1199 823.4415 822.4388 1 -5.57 538.77 29.33
31.3 
(M:31.3) 3 1 0 R.YVGGFPR.S Dimethyl: 1

4140 false 1199 1382.7631 1381.7453 1 7.65 238.31 30.33
16.5 
(M:16.5) 1 2 1 R.KVENTEEPIAPK.R Dimethyl: 12

4141 true 1199 1664.7899 1663.7777 1 2.98 273.45 31.17
56.0 
(M:56.0) 1 1 0 K.YGTCPHGGYGLGLER.F Carbamidomethyl: 4; Dimethyl: 1

4142 true 1200 1240.5889 1239.5554 1 21.13 99.54 26.33
28.6 
(M:28.6) 1 1 1 R.MDYEDDRLR.D Dimethyl: 1

4143 true 1200 1623.804 1622.8024 1 -3.53 260.14 27.33
17.7 
(M:17.7) 1 1 0 R.VTLYECHSQGEIR.L

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

4144 true 1201 1688.9708 1687.9596 1 2.3 185.83 26.67
25.2 
(M:25.2) 1 1 1 K.VISGPDGPREEIVEK.M Dimethyl:2H(4): 1, 15



4145 true 1201 1809.9591 1808.9309 1 11.56 251.23 27.83
51.4 
(M:51.4) 1 1 1 K.KGYDQEEVFEKPTR.E Dimethyl: 1, 1, 11

4146 false 1202 747.4861 746.484 1 -6.97 341.73 31.17
15.1 
(M:15.1) 1 6 0 R.QIVEVK.A Dimethyl:2H(4): 1

4147 true 1202 1249.5902 1248.5735 1 7.56 98.95 26.33
18.9 
(M:18.9) 1 1 0 K.QEGGDNDFIAR.V Dimethyl: 1

4148 true 1202 1635.8375 1634.8376 1 -4.52 209.49 27.33
74.1 
(M:74.1) 1 1 0 M.AGDEAGVTLGQPHLSR.Q Dimethyl: 1

4149 true 1202 1768.9638 1767.9358 1 11.66 272.52 32.33
17.6 
(M:17.6) 1 1 0 K.YGAHNYHPLPVALER.G Dimethyl:2H(4): 1

4150 true 1202 1822.0279 1821.0062 1 7.91 189.09 27.83
31.8 
(M:31.8) 1 1 1 K.KGYDQEEVFEKPTR.E Dimethyl:2H(4): 1, 1, 11

4151 true 1202 1984.0847 1983.0902 1 -6.41 174.49 30.83
44.9 
(M:44.9) 1 1 0 K.NLVTGDHIPKPQDLPQR.K Dimethyl: 1, 10



4152 false 1203 761.4943 760.4996 1 -16.58 403.83 31.33
17.0 
(M:17.0) 1 10 0 R.LQEALK.D Dimethyl:2H(4): 1; Dimethyl: 6

4153 false 1203 761.4943 760.4745 1 16.45 433.06 31.33
23.3 
(M:23.3) 1 2 0 K.LQLAER.V Dimethyl:2H(4): 1

4154 false 1203 845.5166 844.5069 1 2.92 490.2 29.33
19.1 
(M:19.1) 1 2 0 M.AAPLGTGAR.A Dimethyl:2H(4): 1

4155 true 1203 1264.5608 1263.5588 1 -4.11 114.93 27.5
52.2 
(M:52.2) 1 1 0 K.EGVLCEENMR.G Carbamidomethyl: 5; Dimethyl: 1

4156 true 1203 1446.8316 1445.8482 1 -16.53 382.35 30.17
43.0 
(M:43.0) 1 1 0 R.AALHELPGQYGVK.T Dimethyl:2H(4): 1, 13

4157 true 1203 1639.86 1638.8627 1 -6.12 271.27 27.33
80.5 
(M:80.5) 1 1 0 M.AGDEAGVTLGQPHLSR.Q Dimethyl:2H(4): 1

4158 true 1203 1801.8238 1800.8002 1 9.06 228.4 31.17
27.6 
(M:27.6) 1 1 1 K.FYVGQFSDDRHCSR.F Carbamidomethyl: 12; Dimethyl: 1



4159 false 1204 1467.8106 1466.7944 1 6.06 405.06 30.17
17.1 
(M:17.1) 1 2 0 K.WVPEITHHCPK.T

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 11

4160 true 1204 1666.7456 1665.7062 1 19.29 200.85 27.33
33.4 
(M:33.4) 1 1 0 R.QLCQECFSCPPGR.L Carbamidomethyl: 3, 6, 9; Dimethyl: 1

4161 true 1205 851.5118 850.5214 1 -19.91 437.16 29.67
44.3 
(M:44.3) 2 1 0 K.FIEIAAR.K Dimethyl:2H(4): 1

4162 true 1205 950.568 949.5647 1 -4.2 254.65 31.33
39.3 
(M:39.3) 3 1 0 R.NQQIFLR.D Dimethyl:2H(4): 1

4163 true 1206 863.549 862.5426 1 -0.99 500.64 30.5
44.3 
(M:44.3) 4 1 0 K.STELLIR.K Dimethyl:2H(4): 1

4164 false 1206 884.532 883.5379 1 -14.84 533.39 29.5
17.9 
(M:17.9) 1 50 9 1 K.KEDPVLK.V Dimethyl: 1, 7

4165 false 1206 884.532 883.5127 1 13.59 548.13 29.5
20.6 
(M:20.6) 1 5 1 K.GPEKGQIK.E Dimethyl: 8



4166 true 1206 884.532 883.5239 1 0.89 527.15 29.5
33.2 
(M:33.2) 1 1 0 R.GNLANVIR.Y Dimethyl: 1

4167 true 1206 884.532 883.5239 1 0.89 527.15 29.5
33.2 
(M:33.2) 1 1 0 R.GNLANVIR.Y Dimethyl: 1

4168 true 1206 955.5311 954.5302 1 -6.73 249.17 31
38.0 
(M:38.0) 1 1 0 R.AYAEFYK.N Dimethyl:2H(4): 1, 7

4169 true 1206 1944.0363 1943.0112 1 9.16 117.87 27.67
31.1 
(M:31.1) 1 1 1 R.ETEELHHDRVPLEVGK.V Dimethyl: 1, 16

4170 true 1207 904.4826 903.4814 1 -6.74 125.17 29.5
33.5 
(M:33.5) 1 1 0 K.TFEINPR.H Dimethyl: 1

4171 false 1207 926.5093 925.5213 1 -20.86 136.64 29.17
17.0 
(M:17.0) 1 50.63 5 1 K.MKMVMAR.I Dimethyl:2H(4): 1; Dimethyl: 2

4172 true 1207 926.5093 925.5022 1 -0.17 173.99 29.17
37.2 
(M:37.2) 2 1 0 K.QGYVIYR.V Dimethyl: 1



4173 true 1207 960.5524 959.5491 1 -4.15 222.1 31.17
46.6 
(M:46.6) 1 1 0 R.HDGAFLIR.E Dimethyl:2H(4): 1

4174 false 1207 960.5524 959.5474 1 -2.41 221.06 31.17
16.8 
(M:16.8) 1 8 0 R.ISMSPILR.T Oxidation: 3; Dimethyl: 1

4175 false 1207 1710.9144 1709.8886 1 10.8 271.56 27.5
15.5 
(M:15.5) 1 2 1 R.EAIQHPNDEKLQEK.A Dimethyl:2H(4): 1

4176 true 1208 933.55 932.5593 1 -17.75 207.12 29.33
19.3 
(M:19.3) 1 1 1 K.VEGKGNGIK.T Dimethyl:2H(4): 4

4177 true 1208 1396.6862 1395.6932 1 -10.2 211.43 26.5
15.8 
(M:15.8) 1 1 0 K.VGSVEEFQGQER.R Dimethyl:2H(4): 1

4178 true 1208 1792.8804 1791.8876 1 -8.09 252.05 27.33
46.9 
(M:46.9) 1 1 0 K.LIQNNHYAMDDVATR.R Dimethyl:2H(4): 1

4179 true 1209 989.5373 988.5376 1 -7.57 124.7 29.67
31.8 
(M:31.8) 1 1 0 K.IVLSNMER.L Dimethyl: 1



4180 true 1209 1363.7536 1362.7435 1 2.1 311.73 31.83
67.7 
(M:67.7) 4 1 1 R.KESYSIYVYK.V Dimethyl: 1, 1, 10

4181 false 1210 804.4882 803.4654 1 19.32 392.31 33.67
16.2 
(M:16.2) 1 8 0 K.LAQFVAR.N

4182 false 1210 804.4882 803.4939 1 -16.13 332.16 33.67
15.0 
(M:15.0) 2 9 1 K.AVKAGMK.E Oxidation: 6; Dimethyl: 1, 3, 7

4183 true 1210 1015.5257 1014.5337 1 -15.11 286.73 29.33
16.2 
(M:16.2) 1 1 0 K.GYPHWPAR.I Dimethyl:2H(4): 1

4184 true 1210 1015.5257 1014.5337 1 -15.11 286.73 29.33
16.2 
(M:16.2) 1 1 0 K.GYPHWPAR.I Dimethyl:2H(4): 1

4185 true 1210 1138.6877 1137.6786 1 1.6 381.95 29.33
24.1 
(M:24.1) 1 1 0 R.YVANVFPHK.G Dimethyl:2H(4): 1, 9

4186 true 1210 1154.6251 1153.6244 1 -5.69 437.3 31
26.1 
(M:26.1) 1 1 0 K.HPDYAILAAR.I Dimethyl: 1



4187 true 1210 2235.185 2234.1709 1 3.08 353.98 31.17
34.5 
(M:34.5) 1 1 0 R.IHHVGQHEPELLVAHAYTR.Y Dimethyl: 1

4188 true 1211 1023.5664 1022.56 1 -0.82 311.22 29.5
27.3 
(M:27.3) 1 1 0 K.LFGSGFAHR.T Dimethyl:2H(4): 1

4189 true 1211 1026.5634 1025.5618 1 -5.52 127.69 29.5
16.0 
(M:16.0) 1 1 0 K.DLRPIDNR.Q Dimethyl: 1

4190 false 1211 1385.8504 1384.8704 1 -19.69 289.52 31.33
15.5 
(M:15.5) 1 6 1 K.NALTPSSKKPVR.V Dimethyl:2H(4): 9; Dimethyl: 1, 8

4191 false 1211 1385.8504 1384.834 1 6.57 407.03 31.33
15.1 
(M:15.1) 1 9 1 K.NILDNKPAANKK.S Dimethyl:2H(4): 6; Dimethyl: 11

4192 true 1211 1880.8778 1879.8734 1 -1.52 274.89 26.67
76.8 
(M:76.8) 1 1 0 R.TYLQSTGGCEPANVEAR.H Carbamidomethyl: 9; Dimethyl: 1

4193 true 1211 2239.2154 2238.196 1 5.43 350.23 31.17
32.6 
(M:32.6) 1 1 0 R.IHHVGQHEPELLVAHAYTR.Y Dimethyl:2H(4): 1



4194 true 1212 1119.6177 1118.6084 1 1.77 397.85 29.5
49.2 
(M:49.2) 1 1 0 K.GLSQSALPYR.R Dimethyl: 1

4195 true 1212 1884.8975 1883.8985 1 -4.43 269.86 26.67
61.7 
(M:61.7) 1 1 0 R.TYLQSTGGCEPANVEAR.H

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

4196 true 1212 1933.9544 1932.9833 1 -18.68 188.24 28.33
24.7 
(M:24.7) 1 1 1 R.VHTDFTPSPYDKDSLK.L Dimethyl: 1, 12, 16

4197 true 1213 1001.5513 1000.5553 1 -11.31 214.36 33.17
18.8 
(M:18.8) 3 1 0 K.GQLEQITGK.G Dimethyl: 9

4198 true 1213 1123.6424 1122.6335 1 1.39 405.7 29.5
46.5 
(M:46.5) 2 1 0 K.GLSQSALPYR.R Dimethyl:2H(4): 1

4199 true 1213 1325.7135 1324.7099 1 -2.8 217.78 31.17
31.4 
(M:31.4) 2 1 0 R.GIGGGNASIPGIER.M Dimethyl: 1

4200 true 1214 1329.7382 1328.735 1 -3.1 271.27 31.17
15.2 
(M:15.2) 1 1 0 R.GIGGGNASIPGIER.M Dimethyl:2H(4): 1



4201 true 1214 1349.7765 1348.7938 1 -18.21 380.01 29.33
18.4 
(M:18.4) 1 1 1 K.ALMDKVVEVTGK.G Dimethyl:2H(4): 1; Dimethyl: 12

4202 true 1214 2106.0065 2105.0178 1 -8.79 193.91 27.33
53.4 
(M:53.4) 1 1 0 K.SPAPNSHIPVEPSQYDPSR.S Dimethyl: 1

4203 true 1214 2644.181 2643.1707 1 1.13 272.07 31.17
43.2 
(M:43.2) 1 1 0

R.NQHIPQYCGSCWAHGSTSAL
ADR.I Carbamidomethyl: 8, 11; Dimethyl: 1

4204 true 1215 975.5905 974.5834 1 -0.17 142.07 30.33
15.2 
(M:15.2) 1 1 1 K.MKDGIIAK.L Oxidation: 1; Dimethyl: 1, 2, 8

4205 true 1215 1207.6699 1206.6649 1 -1.85 151.21 32.83
36.1 
(M:36.1) 1 1 0 R.NLPYAYVPSK.S Dimethyl: 1, 10

4206 true 1215 1269.7103 1268.699 1 3.18 334.47 29.5
63.2 
(M:63.2) 2 1 0 K.GGGHVAQIYAIR.Q Dimethyl: 1

4207 true 1215 2110.0379 2109.0429 1 -5.81 254.21 27.33
34.8 
(M:34.8) 1 1 0 K.SPAPNSHIPVEPSQYDPSR.S Dimethyl:2H(4): 1



4208 false 1216 765.4575 764.4517 1 -1.83 246.32 31.33
16.6 
(M:16.6) 1 2 1 R.CREIK.R

Carbamidomethyl: 1; Dimethyl:2H(4): 
1; Dimethyl: 5

4209 true 1216 986.5602 985.5597 1 -6.88 235.92 30.5
38.5 
(M:38.5) 1 1 0 R.AFDVTHLK.R Dimethyl: 1, 8

4210 true 1216 1215.7147 1214.7151 1 -6.26 147.41 32.83
31.6 
(M:31.6) 1 1 0 R.NLPYAYVPSK.S Dimethyl:2H(4): 1, 10

4211 true 1217 1446.7725 1445.7611 1 2.88 336.02 29.5
56.5 
(M:56.5) 3 1 0 R.RPCFTAMGVDTK.Y

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 12

4212 true 1218 1144.5995 1143.6077 1 -13.49 449.29 30.5
52.9 
(M:52.9) 1 1 0 R.DYLHYHIK.C Dimethyl: 1, 8

4213 true 1218 1370.7836 1369.7639 1 9.08 293.35 32.83
22.1 
(M:22.1) 1 71.34 1 0 K.IPMAITAENLAAK.H Dimethyl: 1

4214 true 1218 1428.7084 1427.7045 1 -2.39 298.94 29.67
59.9 
(M:59.9) 1 1 0 R.YIAFSNTATGEAR.D Dimethyl: 1



4215 false 1218 1861.9539 1860.933 1 7.34 265.71 31.33
44.4 
(M:44.4) 3 2 1 K.NQLTSNPENTVFDAKR.L Dimethyl: 15

4216 true 1218 2270.1152 2269.1009 1 3.09 235.93 26.83
97.8 
(M:97.8) 2 1 1 R.QMEKDETVSDSSPHIANIGR.L Dimethyl: 1, 4

4217 true 1219 711.3862 710.3785 1 0.54 162.95 27.67
23.6 
(M:23.6) 1 1 0 K.MFTIR.G Oxidation: 1; Dimethyl: 1

4218 true 1219 711.3862 710.3752 1 5.28 243.23 27.67
23.6 
(M:23.6) 1 1 0 R.FFVDR.D Dimethyl: 1

4219 true 1219 1152.6544 1151.6579 1 -9.38 417.06 30.5
43.9 
(M:43.9) 1 1 0 R.DYLHYHIK.C Dimethyl:2H(4): 1, 8

4220 true 1219 1406.8166 1405.8293 1 -14.23 489 33
17.6 
(M:17.6) 1 1 1 K.IPKGAILTGPPGTGK.T

4221 true 1219 2278.1647 2277.1511 1 2.78 256.94 26.83
106.2 
(M:106.2) 2 1 1 R.QMEKDETVSDSSPHIANIGR.L Dimethyl:2H(4): 1, 4



4222 true 1220 1217.5909 1216.5989 1 -12.55 187.61 30.33
36.8 
(M:36.8) 1 1 0 K.EWYHANLTR.A Dimethyl: 1

4223 true 1220 1436.8217 1435.8439 1 -20.51 160.19 31
20.8 
(M:20.8) 1 1 0 R.TLPVPFNLVPSPK.S Dimethyl: 13

4224 true 1220 1711.807 1710.821 1 -12.42 116.77 26.33
20.7 
(M:20.7) 1 1 0 K.LADVASNDSSDSLETR.F Dimethyl:2H(4): 1

4225 true 1220 1757.9656 1756.9506 1 4.4 203.31 29.33
72.2 
(M:72.2) 2 1 1 K.VTVAGLTGKEPVQCSR.D Carbamidomethyl: 14; Dimethyl: 1, 9

4226 false 1221 763.4333 762.4174 1 11.27 374.74 27.5
27.9 
(M:27.9) 1 4 0 R.QEAIDR.F Dimethyl:2H(4): 1

4227 false 1221 857.5103 856.5018 1 1.42 339.69 27
19.7 
(M:19.7) 1 3 0 K.ILLVDER.S

4228 true 1222 913.4426 912.4341 1 1.34 163.97 27
49.6 
(M:49.6) 1 1 0 R.AYEFAER.C Dimethyl: 1



4229 true 1222 1295.6286 1294.6306 1 -7.17 327.94 30.5
48.6 
(M:48.6) 1 1 0 K.GTFSIEHYSAR.L Dimethyl: 1

4230 true 1222 1436.7518 1435.7316 1 9.02 354.89 33
33.3 
(M:33.3) 1 1 0 K.NETKPVQMMFR.K Dimethyl: 1, 4

4231 true 1222 2273.0752 2272.0608 1 3.15 229.87 29.5
55.4 
(M:55.4) 2 1 0

K.ASEGSKPWQDVSTYGSSSTSR
.A Dimethyl: 1, 6

4232 false 1223 835.4628 834.465 1 -11.32 416.38 27.5
21.3 
(M:21.3) 1 2 0 K.GSHSFLR.G Dimethyl:2H(4): 1

4233 true 1223 835.4628 834.4749 1 -23.17 684.89 27.5
22.6 
(M:22.6) 1 1 0 K.GDTELLR.K Dimethyl:2H(4): 1

4234 true 1223 917.4678 916.4592 1 1.36 144.38 27
36.1 
(M:36.1) 1 1 0 R.AYEFAER.C Dimethyl:2H(4): 1

4235 true 1223 1084.6272 1083.6238 1 -3.58 434.47 31.5
42.9 
(M:42.9) 1 1 0 K.SLYHMIEK.D Dimethyl:2H(4): 1, 8



4236 true 1223 1359.6549 1358.6554 1 -5.7 361.48 30.5
66.1 
(M:66.1) 1 1 0 K.VCVEHHTFFR.L Carbamidomethyl: 2; Dimethyl: 1

4237 true 1223 1444.7898 1443.7818 1 0.49 343.79 33
29.6 
(M:29.6) 1 1 0 K.NETKPVQMMFR.K Dimethyl:2H(4): 1, 4

4238 true 1223 1726.7871 1725.7958 1 -9.26 99.83 26.33
45.8 
(M:45.8) 1 1 1 K.IFRDGEESGTYDGPR.T Dimethyl: 1

4239 true 1224 1363.698 1362.6805 1 7.48 348.15 30.5
50.1 
(M:50.1) 1 1 0 K.VCVEHHTFFR.L

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

4240 true 1225 1045.5396 1044.5178 1 13.87 172.88 27.83
19.9 
(M:19.9) 1 1 0 K.DGPGFYTTR.C Dimethyl:2H(4): 1

4241 true 1226 748.4191 747.4279 1 -21.56 279.82 29.67
27.9 
(M:27.9) 1 1 0 R.AVIFDR.F Dimethyl: 1

4242 false 1226 748.4191 747.4201 1 -11.05 211.57 29.67
16.5 
(M:16.5) 1 5 0 K.DMVTVK.R Dimethyl: 1, 6



4243 true 1226 874.4934 873.4742 1 13.61 503.91 27.67
32.3 
(M:32.3) 1 1 0 K.VCADLIR.G Carbamidomethyl: 2; Dimethyl: 1

4244 false 1226 874.4934 873.492 1 -6.69 523.2 27.67
22.0 
(M:22.0) 1 6 0 K.EVGSVSLR.M Dimethyl: 1

4245 true 1226 1114.5844 1113.5604 1 15.01 247.48 27
47.9 
(M:47.9) 2 1 0 R.ESFEGSISAR.I Dimethyl:2H(4): 1

4246 true 1226 1418.8488 1417.8533 1 -8.29 368.83 30.5
23.9 
(M:23.9) 1 1 0 K.LDDLVRPYVHK.I Dimethyl:2H(4): 1, 11

4247 true 1226 1539.9572 1538.986 1 -23.44 194.94 32.83
15.8 
(M:15.8) 1 1 1 K.KKPNASRPVTPPR.S Dimethyl:2H(4): 1, 2; Dimethyl: 1

4248 true 1226 1936.7228 1935.7335 1 -9.3 87.58 26.33
95.5 
(M:95.5) 1 1 0 K.DCDLQEDEACYNCGR.G

Carbamidomethyl: 2, 10, 13; 
Dimethyl:2H(4): 1

4249 false 1227 850.5173 849.5072 1 3.22 618.72 29.67
18.5 
(M:18.5) 1 9 1 R.RQSYLK.A Dimethyl: 1, 6



4250 false 1227 850.5173 849.5297 1 -23.19 669.53 29.67
18.5 
(M:18.5) 1 9 1 K.HGLRALR.E Dimethyl: 1

4251 false 1227 899.5349 898.5124 1 16.96 672.19 27.67
19.1 
(M:19.1) 1 50 3 1 K.KLEDNPK.S Dimethyl: 1, 7

4252 true 1227 899.5349 898.5236 1 4.48 577.07 27.67
37.5 
(M:37.5) 1 1 0 K.QIENVLR.R Dimethyl: 1

4253 true 1227 2028.9738 2027.9396 1 13.27 139.6 26.33
41.8 
(M:41.8) 1 1 0 R.QLSTGDEGLSPGPTSQDSPR.L

4254 false 1228 847.4838 846.4633 1 15.59 483.58 29.67
21.0 
(M:21.0) 1 5 0 -.MAAAGALAK.H Oxidation: 1; Dimethyl: 9

4255 true 1228 847.4838 846.4963 1 -23.37 432.58 29.67
49.1 
(M:49.1) 2 1 0 K.FIEIAAR.K Dimethyl: 1

4256 true 1228 1676.8394 1675.8318 1 0.15 260.27 31.33
61.7 
(M:61.7) 2 1 1 K.KHPDSSVNFAEFSR.K Dimethyl: 1, 1



4257 false 1228 1676.8394 1675.857 1 -14.85 257.03 31.33
51.0 
(M:51.0) 1 2 1 K.KHPDASVNFSEFSK.K Dimethyl: 1, 1, 14

4258 true 1228 1949.9306 1948.9214 1 0.98 195.35 29.33
77.7 
(M:77.7) 2 1 0 R.MTQNPNYYNLQGVSHR.H Dimethyl: 1

4259 true 1229 878.5535 877.5498 1 -3.99 624.94 30.17
56.5 
(M:56.5) 12 1 0 R.HLQLAIR.N Dimethyl: 1

4260 true 1229 878.5535 877.5498 1 -3.99 624.94 30.17
56.5 
(M:56.5) 12 1 0 R.HLQLAIR.G Dimethyl: 1

4261 true 1229 957.5879 956.5782 1 2.5 139.1 27.5
29.4 
(M:29.4) 1 1 0 R.QEIASAFK.T Dimethyl:2H(4): 1, 8

4262 true 1229 1084.615 1083.5975 1 9.49 228.75 28
15.9 
(M:15.9) 1 1 0 R.VHIDIGADGR.A Dimethyl:2H(4): 1

4263 true 1229 1302.7003 1301.6827 1 7.96 235.12 26.83
16.2 
(M:16.2) 1 50 1 1 K.KSIQGEGDGDLK.- Dimethyl: 1, 12



4264 true 1230 885.5475 884.5444 1 -4.64 554.4 29.5
22.2 
(M:22.2) 1 1 0 K.LNTLLQR.A Dimethyl: 1

4265 true 1230 940.5708 939.5753 1 -12.5 82.37 29.83
24.9 
(M:24.9) 2 1 0 R.LLVVTDPR.A Dimethyl: 1

4266 true 1230 1382.7589 1381.7403 1 8.2 385.68 27
43.0 
(M:43.0) 1 1 0 K.YLDITASCTFK.L

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 11

4267 true 1230 1572.8757 1571.8784 1 -6.33 286.44 30.5
93.5 
(M:93.5) 2 1 0 K.LQAEAPHIVVGTPGR.V Dimethyl: 1

4268 false 1231 888.5586 887.5603 1 -10.05 614.85 29.5
16.5 
(M:16.5) 1 6 1 R.LGARGNIR.Q Dimethyl:2H(4): 1

4269 false 1231 888.5586 887.5491 1 2.59 653.95 29.5
19.7 
(M:19.7) 1 3 0 R.GNLANVIR.Y Dimethyl:2H(4): 1

4270 false 1231 888.5586 887.5491 1 2.59 653.95 29.5
19.7 
(M:19.7) 1 3 0 R.GNLANVIR.Y Dimethyl:2H(4): 1



4271 false 1231 1137.6257 1136.6441 1 -22.56 271.83 27.83
17.0 
(M:17.0) 1 4 1 K.FTSKDSIQK.S Dimethyl: 1, 4, 9

4272 true 1231 2060.0496 2059.0447 1 -1.14 257.31 31
42.1 
(M:42.1) 1 1 0 R.EAHNPIHLTVDTSLQNSR.M Dimethyl: 1

4273 true 1232 919.5353 918.5287 1 -0.75 233.19 29.5
34.0 
(M:34.0) 2 1 0 R.AYLQQLR.Q Dimethyl: 1

4274 true 1232 960.5293 959.5076 1 14.97 181.34 26.5
16.7 
(M:16.7) 1 1 0 R.THFISDGK.D Dimethyl: 1, 8

4275 true 1232 1270.7499 1269.7405 1 1.69 224.64 31.5
40.6 
(M:40.6) 3 1 0 K.QQISLATQVVR.M Dimethyl: 1

4276 true 1232 1606.8269 1605.8111 1 5.32 219.28 27
55.9 
(M:55.9) 2 1 0 R.SELEEIQVQHPNR.F Dimethyl: 1

4277 true 1232 2064.0687 2063.0698 1 -4.05 294.76 31
77.5 
(M:77.5) 1 1 0 R.EAHNPIHLTVDTSLQNSR.M Dimethyl:2H(4): 1



4278 true 1233 845.5045 844.4767 1 24.3 526.57 31.33
40.8 
(M:40.8) 2 1 1 R.ILDSNKR.V

4279 false 1233 845.5045 844.4906 1 7.84 566.43 31.33
30.4 
(M:30.4) 1 6 0 K.SEAELLK.K Dimethyl: 1, 7

4280 false 1233 845.5045 844.4906 1 7.84 356.02 31.33
40.0 
(M:40.0) 6 2 0 R.LLDSEIK.I Dimethyl: 7

4281 true 1233 923.5596 922.5538 1 -1.59 240.95 29.5
23.9 
(M:23.9) 1 1 0 R.AYLQQLR.Q Dimethyl:2H(4): 1

4282 true 1233 1002.5031 1001.4942 1 1.56 195.22 30.33
53.7 
(M:53.7) 2 1 0 R.MPEFYQR.F Dimethyl:2H(4): 1

4283 true 1233 1274.7597 1273.7468 1 4.38 216.12 31.33
18.1 
(M:18.1) 1 1 0 R.GVLLMLFGGVPK.T Oxidation: 5; Dimethyl: 12

4284 true 1233 1655.8783 1654.8791 1 -4.85 252.44 31.5
75.8 
(M:75.8) 1 1 0 R.QIYSIENAHGQLVR.D Dimethyl: 1



4285 true 1234 1635.9335 1634.9156 1 6.49 175.28 26.83
28.5 
(M:28.5) 1 1 1 R.YESLTDPSKLDSGK.D Dimethyl:2H(4): 1, 9, 14

4286 true 1235 1060.6134 1059.6189 1 -12.02 211.93 26.67
28.8 
(M:28.8) 3 1 0 R.YRPGTVALR.E Dimethyl: 1

4287 true 1235 1066.619 1065.6182 1 -6.07 276.08 30
48.6 
(M:48.6) 1 1 0 R.IPVGPETLGR.I Dimethyl: 1

4288 true 1235 1722.8494 1721.8413 1 0.44 291.03 30.5
52.4 
(M:52.4) 1 1 0 R.LYQTDPSGTYHAWK.A Dimethyl: 1, 14

4289 true 1236 1089.5189 1088.5251 1 -12.32 161.79 27.5
20.7 
(M:20.7) 1 1 0 M.GEYGIAPGQR.V Acetyl: 1

4290 false 1236 1089.5861 1088.5866 1 -7.14 137.81 29.67
19.5 
(M:19.5) 1 2 0 R.TVPLYESPR.K Dimethyl: 1

4291 true 1236 1120.6197 1119.6037 1 7.8 378.93 27.83
70.2 
(M:70.2) 2 1 0 R.VHIEIGPDGR.V Dimethyl: 1



4292 true 1236 2166.1447 2165.1198 1 8.15 249.42 29.17
78.7 
(M:78.7) 3 1 1 -.MREIVHIQAGQCGNQIGAK.F Carbamidomethyl: 12; Dimethyl: 1, 19

4293 true 1236 2166.1447 2165.1198 1 8.15 249.42 29.17
78.7 
(M:78.7) 3 1 1 -.MREIVHLQAGQCGNQIGAK.F Carbamidomethyl: 12; Dimethyl: 1, 19

4294 true 1238 794.4837 793.481 1 -5.85 401.77 30.67
24.0 
(M:24.0) 1 1 0 K.VHLELR.L Dimethyl: 1

4295 true 1238 946.5301 945.5383 1 -16.31 247.76 31.17
17.4 
(M:17.4) 1 1 0 K.LITEEASK.R Dimethyl: 1, 8

4296 true 1238 1150.5626 1149.5666 1 -9.84 261.91 26.67
25.3 
(M:25.3) 1 1 0 R.VEQDEYALR.S Dimethyl: 1

4297 true 1238 1182.6689 1181.6669 1 -4.46 82.22 29.67
24.6 
(M:24.6) 1 1 0 K.AVVLAANHFGR.F Dimethyl: 1

4298 false 1238 1274.7006 1273.6707 1 17.78 168.46 27.83
21.2 
(M:21.2) 1 3 1 K.FYEAFSKNLK.L Dimethyl: 10



4299 true 1239 950.5611 949.5634 1 -10.05 198.26 31.17
16.8 
(M:16.8) 1 1 0 K.LITEEASK.R Dimethyl:2H(4): 8; Dimethyl: 1

4300 true 1239 994.6105 993.6099 1 -6.67 239.65 30.5
17.8 
(M:17.8) 1 1 0 R.AFDVTHLK.R Dimethyl:2H(4): 1, 8

4301 true 1239 1178.5643 1177.5615 1 -3.78 65.56 26.83
45.8 
(M:45.8) 1 1 0 K.EAESSPFVER.L Dimethyl: 1

4302 true 1239 1803.9041 1802.8734 1 13.03 273.42 31.33
37.0 
(M:37.0) 1 1 0 R.QCSDLLSQAQYHVAR.A Carbamidomethyl: 2; Dimethyl: 1

4303 true 1240 783.4781 782.4818 1 -14.07 440.04 29.5
20.7 
(M:20.7) 1 1 0 K.VFYYK.M Dimethyl:2H(4): 1, 5

4304 true 1240 956.5292 955.5239 1 -2.12 167.9 31.17
17.1 
(M:17.1) 1 1 0 R.HDGAFLIR.E Dimethyl: 1

4305 true 1240 1219.5967 1218.5993 1 -8.12 111.35 26.5
29.1 
(M:29.1) 1 1 0 K.VDAQFGGVDQR.K Dimethyl: 1



4306 true 1240 1272.6617 1271.6482 1 4.89 253.58 27.5
55.6 
(M:55.6) 2 1 0 K.YLECSALTQR.G

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

4307 true 1240 1774.8377 1773.8646 1 -19.27 146.13 27
41.6 
(M:41.6) 1 1 0 K.ESGIFEDSGTAQPRPR.M Dimethyl: 1

4308 true 1240 1807.9015 1806.8985 1 -2.33 265.43 31.33
46.6 
(M:46.6) 1 1 0 R.QCSDLLSQAQYHVAR.A

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

4309 true 1241 850.5112 849.5185 1 -17.05 594.53 29.83
43.6 
(M:43.6) 2 1 0 R.HLQLAIR.N

4310 true 1241 850.5112 849.5185 1 -17.05 594.53 29.83
43.6 
(M:43.6) 2 1 0 R.HLQLAIR.G

4311 false 1241 850.5112 849.5185 1 -17.05 300.39 29.83
18.8 
(M:18.8) 1 9 1 K.HIRTPVK.V

4312 true 1241 1282.5728 1281.5812 1 -12.25 140.06 29.67
20.2 
(M:20.2) 1 1 0 R.TFAMAEEYHR.E Dimethyl: 1



4313 true 1241 1349.7367 1348.7279 1 1.16 327.62 31.67
25.0 
(M:25.0) 3 41.47 1 1 R.KETYSVYIYK.V Dimethyl: 1, 10

4314 true 1243 1119.6414 1118.6386 1 -3.96 335.78 31.17
17.9 
(M:17.9) 1 1 0 K.IFAPNIEQR.D Dimethyl:2H(4): 1

4315 true 1243 1130.6296 1129.6284 1 -5.39 382.47 29.33
53.4 
(M:53.4) 1 1 0 R.YVANVFPHK.G Dimethyl: 1, 9

4316 true 1243 1263.6193 1262.6255 1 -10.69 102.26 26.67
72.1 
(M:72.1) 1 1 0 K.DQVANSAFVER.L Dimethyl: 1

4317 true 1243 1318.6919 1317.7041 1 -14.74 149.2 29.67
17.5 
(M:17.5) 1 1 0 K.GVIYAEGQNLAR.Y Dimethyl: 1

4318 true 1243 1412.8384 1411.8399 1 -6.16 360.67 29.5
18.3 
(M:18.3) 1 57.09 1 1 R.QTVAVGVIKNVEK.K Dimethyl: 13

4319 true 1243 1435.7329 1434.7194 1 4.36 418.57 27.67
36.1 
(M:36.1) 1 1 0 K.NFYQEHPDVVR.R Dimethyl:2H(4): 1



4320 true 1243 2865.4041 2864.3884 1 2.92 141.02 27
72.1 
(M:72.1) 1 1 1

K.IAQLESHCQEPCKDTAEIQETT
GR.D

Carbamidomethyl: 8, 12; 
Dimethyl:2H(4): 1, 13

4321 true 1244 1285.6716 1284.6674 1 -2.38 110.34 26.5
33.9 
(M:33.9) 1 1 0 K.VDVTQEPGLSGR.F Dimethyl: 1

4322 true 1244 1326.6944 1325.698 1 -8.2 214.99 29.67
62.9 
(M:62.9) 1 1 1 R.QETEFYLGKR.C Dimethyl: 1, 9

4323 true 1244 1426.851 1425.8456 1 -1.35 365.22 29.67
63.9 
(M:63.9) 1 1 0 K.ATIAGGGVIPHIHK.S Dimethyl: 1, 14

4324 true 1244 1466.6785 1465.6586 1 8.63 385.23 27.67
51.8 
(M:51.8) 1 1 0 R.NQGGSSWEAPYSR.S Dimethyl: 1

4325 true 1244 2093.1257 2092.1193 1 -0.43 255.74 31.33
65.2 
(M:65.2) 1 1 0 K.IQVHYYEDGNVQLVSHK.D Dimethyl:2H(4): 1, 17

4326 true 1244 2093.1257 2092.1193 1 -0.43 255.74 31.33
65.2 
(M:65.2) 1 1 0 K.IQVHYYEDGNVQLVSHK.D Dimethyl:2H(4): 1, 17



4327 true 1245 1166.5914 1165.5914 1 -6.22 526.84 29.33
48.3 
(M:48.3) 3 1 0 R.YGCLSGVQVR.S Carbamidomethyl: 3; Dimethyl: 1

4328 false 1245 1477.752 1476.7573 1 -8.49 465.51 28.67
16.8 
(M:16.8) 1 3 1 R.QNERLSEELFGK.A Dimethyl: 12

4329 true 1245 1503.7911 1502.7981 1 -9.47 131.69 27.83
40.7 
(M:40.7) 1 1 1 K.HKLDVTSVDDYK.A Dimethyl: 1, 2, 12

4330 false 1246 861.5385 860.5521 1 -24.17 351.34 27
15.3 
(M:15.3) 1 7 0 R.LIAEVEK.V Dimethyl:2H(4): 1; Dimethyl: 7

4331 false 1246 958.5449 957.5495 1 -12.41 180.35 33.33
16.5 
(M:16.5) 2 9 0 R.QIVSNLEK.K Dimethyl: 8

4332 true 1246 1344.6744 1343.6681 1 -0.74 187.73 26.5
39.3 
(M:39.3) 1 1 0 K.AADAEAEVASLNR.R Dimethyl: 1

4333 true 1246 1388.7615 1387.7285 1 18.52 282.78 29.67
25.2 
(M:25.2) 1 1 0 R.INVYYNEATGGK.Y Dimethyl:2H(4): 1; Dimethyl: 12



4334 true 1246 1515.8941 1514.8734 1 8.85 205.28 27.83
50.9 
(M:50.9) 1 1 1 K.HKLDVTSVDDYK.A Dimethyl:2H(4): 1, 2, 12

4335 false 1247 967.4646 966.4658 1 -8.76 343.04 27
15.3 
(M:15.3) 1 2 0 K.GYSVNDEK.A Dimethyl: 1, 8

4336 true 1247 1192.6921 1191.6926 1 -6.47 184.42 31.33
67.8 
(M:67.8) 1 1 0 K.HFVQMLPEK.D Dimethyl:2H(4): 1, 9

4337 true 1247 2741.3241 2740.3391 1 -8.13 152.99 31.33
34.1 
(M:34.1) 1 1 0

K.EVQPLHVVCPEQYTQPPPSQS
HR.T Carbamidomethyl: 9; Dimethyl: 1

4338 true 1248 1025.5564 1024.5593 1 -9.97 232.9 33
15.1 
(M:15.1) 1 1 0 K.NYLSPTFK.E Dimethyl: 1, 8

4339 false 1248 1194.5935 1193.6148 1 -23.93 257.92 29.33
17.3 
(M:17.3) 1 2 1 R.LRDVLMMEK.H Oxidation: 6, 7; Dimethyl: 9

4340 true 1248 1286.6803 1285.6779 1 -3.77 257.02 31.33
37.9 
(M:37.9) 1 1 0 R.NTTFEQHILR.V Dimethyl: 1



4341 true 1248 1420.6347 1419.6419 1 -10.17 305.85 26.67
48.0 
(M:48.0) 1 1 0 K.ADDFSHPAYVDR.R Dimethyl: 1

4342 true 1248 1487.8825 1486.8959 1 -13.92 142.04 29.67
37.5 
(M:37.5) 1 1 0 K.EKPPITVVGDVGGR.I Dimethyl:2H(4): 1, 2

4343 false 1248 1539.8636 1538.8285 1 18.07 233.85 29.67
19.7 
(M:19.7) 1 69.42 2 1 R.IKPVLMMNKMDR.A Dimethyl:2H(4): 2; Oxidation: 7, 10

4344 true 1248 1539.8636 1538.8569 1 -0.4 230.92 29.67
40.7 
(M:40.7) 2 1 0 K.LTQVLNTHYVAPR.R Dimethyl: 1

4345 true 1248 1643.7888 1642.774 1 4.57 210.53 27.67
30.3 
(M:30.3) 1 1 1 K.FGQYNKDDPNSFR.L Dimethyl: 1, 6

4346 false 1249 1091.5846 1090.558 1 17.73 158.21 27
15.2 
(M:15.2) 1 2 0 K.ALDMLEVEK.N Oxidation: 4; Dimethyl: 9

4347 true 1249 1290.7059 1289.703 1 -3.37 249.08 31.33
22.1 
(M:22.1) 2 1 0 R.NTTFEQHILR.V Dimethyl:2H(4): 1



4348 true 1249 1424.6612 1423.667 1 -9.19 331.34 26.67
57.4 
(M:57.4) 1 1 0 K.ADDFSHPAYVDR.R Dimethyl:2H(4): 1

4349 false 1249 1424.6612 1423.6687 1 -10.38 310.1 26.67
19.5 
(M:19.5) 1 2 1 K.MSDEEIMEKLR.T Oxidation: 7; Dimethyl: 9

4350 true 1249 1647.8307 1646.7991 1 14.77 268.76 27.67
21.8 
(M:21.8) 1 1 1 K.FGQYNKDDPNSFR.L Dimethyl:2H(4): 1; Dimethyl: 6

4351 true 1249 2073.2104 2072.1994 1 1.82 216.29 31.33
65.5 
(M:65.5) 1 1 0 R.QGQETVAPNLVAPVVNKPK.K Dimethyl: 1, 17, 19

4352 true 1250 1199.7163 1198.6921 1 14.09 195.68 29.5
15.3 
(M:15.3) 1 1 0 K.QNQLVLEISK.L Dimethyl: 10

4353 true 1250 1645.8567 1644.8522 1 -1.7 258.63 29.83
84.8 
(M:84.8) 1 1 0 K.AVGISNFNHEQIER.I Dimethyl:2H(4): 1

4354 false 1250 1645.8567 1644.8141 1 21.42 373.59 29.83
16.8 
(M:16.8) 1 8 1 R.TPSDVKELVLDNCR.S Carbamidomethyl: 13



4355 true 1250 1833.852 1832.8501 1 -2.91 284.8 29.67
46.4 
(M:46.4) 1 1 0 K.HPFLFSQCQANHCR.A

Carbamidomethyl: 8, 13; 
Dimethyl:2H(4): 1

4356 true 1250 2084.0167 2082.9996 1 4.74 195.83 31.33
22.6 
(M:22.6) 1 1 0 R.CHAGHLNGQYYIGGVYSR.D

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

4357 true 1251 1788.9231 1787.9327 1 -9.48 179.92 29.67
21.3 
(M:21.3) 1 1 0 R.YGVSSMIQSQEKPDR.V Dimethyl:2H(4): 1, 12

4358 true 1251 2019.9334 2018.8972 1 14.33 76.23 27.83
66.2 
(M:66.2) 1 1 0 R.CNCVCPGTVDTPSLQQR.I Carbamidomethyl: 1, 3, 5; Dimethyl: 1

4359 true 1252 1143.6406 1142.6295 1 3.28 258.12 27
28.0 
(M:28.0) 1 1 0 K.LQEQVTELR.S Dimethyl: 1

4360 true 1252 2023.9535 2022.9223 1 11.8 159.35 27.83
48.1 
(M:48.1) 1 1 0 R.CNCVCPGTVDTPSLQQR.I

Carbamidomethyl: 1, 3, 5; 
Dimethyl:2H(4): 1

4361 true 1253 758.4772 757.4698 1 0.19 196.57 30
52.1 
(M:52.1) 1 1 0 R.LSELLR.Y Dimethyl: 1



4362 false 1253 758.4772 757.4586 1 15 197.15 30
38.5 
(M:38.5) 1 3 0 K.LDEILK.E Dimethyl: 6

4363 false 1253 1472.8824 1471.8432 1 21.67 512.7 29.33
16.3 
(M:16.3) 1 2 1 R.LGSTGTKMQGVPLK.H Dimethyl: 7, 14

4364 true 1254 819.47 818.465 1 -2.82 362.56 29.83
49.4 
(M:49.4) 2 1 0 R.LFENLR.M Dimethyl: 1

4365 true 1254 819.47 818.465 1 -2.82 362.56 29.83
49.4 
(M:49.4) 2 1 0 R.LFENLR.M Dimethyl: 1

4366 true 1254 1210.58 1209.5716 1 0.91 97.19 27
40.4 
(M:40.4) 1 1 0 K.VFGDDGFHER.G Dimethyl:2H(4): 1

4367 false 1254 1476.7674 1475.729 1 21.1 276.92 29.67
15.2 
(M:15.2) 1 5 1 K.AVDEMNGKELNGK.Q Oxidation: 5; Dimethyl: 8, 13

4368 true 1254 1841.0583 1840.0484 1 1.46 313.39 27.67
95.2 
(M:95.2) 1 1 1 R.NDTKEDVFVHQTAIK.K Dimethyl:2H(4): 1, 4, 15



4369 true 1255 823.4939 822.4901 1 -4.22 476.88 29.83
35.4 
(M:35.4) 1 1 0 R.LFENLR.M Dimethyl:2H(4): 1

4370 true 1255 823.4939 822.4901 1 -4.22 476.88 29.83
35.4 
(M:35.4) 1 1 0 R.LFENLR.M Dimethyl:2H(4): 1

4371 true 1255 988.6093 987.6015 1 0.51 439.03 31.5
16.4 
(M:16.4) 1 1 1 K.QPTIQNKK.R Dimethyl:2H(4): 1

4372 true 1255 1353.7078 1352.6911 1 6.98 259.72 33.5
57.0 
(M:57.0) 4 1 1 R.CNSIPFEFKR.V Carbamidomethyl: 1; Dimethyl: 1, 9

4373 false 1256 1076.5827 1075.555 1 19.01 315.74 31.5
18.6 
(M:18.6) 1 2 0 K.FLGETQPEK.V Dimethyl: 9

4374 true 1256 1076.5827 1075.5736 1 1.71 334.85 31.5
39.7 
(M:39.7) 1 1 0 K.SLYHMIEK.D Dimethyl: 1, 8

4375 true 1256 1993.9488 1992.933 1 4.3 178.71 27.5
37.8 
(M:37.8) 1 1 1 K.SKEEYQQTWYHEGPR.S Dimethyl: 1, 2



4376 true 1257 840.4839 839.4793 1 -3.12 367.22 30
33.7 
(M:33.7) 1 1 0 R.YVEVFK.S Dimethyl: 1, 6

4377 false 1257 907.4714 906.4667 1 -2.87 467.16 29.67
16.5 
(M:16.5) 1 3 0 K.AMQLSMAK.E Dimethyl: 8

4378 true 1257 2005.116 2004.1004 1 4.15 136.45 27.5
41.9 
(M:41.9) 1 1 1 R.VLGTEAVQDPTKVEAHVR.A Dimethyl: 1, 12

4379 false 1258 876.5423 875.548 1 -14.89 438.6 31.67
16.2 
(M:16.2) 1 4 1 K.KIFEAIK.T Dimethyl: 7

4380 true 1258 915.542 914.5123 1 24.45 274.1 29.67
16.7 
(M:16.7) 1 1 0 R.ETLQQHK.L Dimethyl:2H(4): 1

4381 true 1258 1138.639 1137.6295 1 1.98 436.69 31.67
32.9 
(M:32.9) 1 1 0 R.FNDIHVPIR.L Dimethyl: 1

4382 true 1258 1367.7894 1366.773 1 6.65 219.43 27.5
33.8 
(M:33.8) 1 1 1 R.EKLQEEMLQR.E Dimethyl:2H(4): 1, 2



4383 true 1258 1532.7253 1531.7242 1 -4.02 261.06 31.33
70.3 
(M:70.3) 1 1 0 R.VHMFEAHSDYIR.C Dimethyl: 1

4384 true 1258 3233.622 3232.5973 1 5.36 195.32 28.17
103.7 
(M:103.7) 1 1 0

R.RPQYSNPPVQGEIVEGADNQ
GAGEQGRPVR.Q Dimethyl: 1

4385 true 1259 1168.6498 1167.64 1 2.15 490.41 31.5
57.7 
(M:57.7) 3 1 0 R.VEVGPHSFIR.Q Dimethyl: 1

4386 true 1259 1536.7493 1535.7493 1 -4.72 250.56 31.33
59.1 
(M:59.1) 1 1 0 R.VHMFEAHSDYIR.C Dimethyl:2H(4): 1

4387 true 1259 2390.1603 2389.1478 1 2.17 179.35 27.67
86.1 
(M:86.1) 1 1 0

R.MVRPNQDGTLIASCSNDQTV
R.V Carbamidomethyl: 14; Dimethyl: 1

4388 true 1259 3237.6473 3236.6225 1 5.44 207.02 28.17
104.4 
(M:104.4) 1 1 0

R.RPQYSNPPVQGEIVEGADNQ
GAGEQGRPVR.Q Dimethyl:2H(4): 1

4389 true 1260 793.4388 792.413 1 23.34 353.5 28.17
34.5 
(M:34.5) 2 1 0 R.DSFLQR.V Dimethyl: 1



4390 true 1260 2233.9427 2232.9519 1 -7.41 169.38 26.67
88.8 
(M:88.8) 1 1 0

R.EQAGGDATENFEDVGHSTDA
R.A Dimethyl: 1

4391 true 1260 2394.1867 2393.1729 1 2.72 216.71 27.67
97.5 
(M:97.5) 1 1 0

R.MVRPNQDGTLIASCSNDQTV
R.V

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

4392 true 1261 715.4082 714.4003 1 0.9 298.14 27.67
19.4 
(M:19.4) 1 1 0 R.FFVDR.D Dimethyl:2H(4): 1

4393 true 1261 715.4082 714.4036 1 -3.81 211.17 27.67
19.4 
(M:19.4) 1 1 0 K.MFTIR.G Dimethyl:2H(4): 1; Oxidation: 1

4394 true 1261 797.4635 796.4381 1 22.68 366.33 28.17
32.7 
(M:32.7) 2 1 0 R.DSFLQR.V Dimethyl:2H(4): 1

4395 false 1261 797.4635 796.4517 1 5.64 367.33 28.17
29.1 
(M:29.1) 2 56.47 3 1 R.MSFLKK.Q Oxidation: 1; Dimethyl: 6

4396 true 1261 2237.9675 2236.9771 1 -7.51 233.91 26.67
118.5 
(M:118.5) 1 1 0

R.EQAGGDATENFEDVGHSTDA
R.A Dimethyl:2H(4): 1



4397 false 1262 805.4598 804.4415 1 13.72 171.24 28
16.6 
(M:16.6) 1 2 0 K.AAEALMK.Y Oxidation: 6; Dimethyl: 1, 7

4398 true 1262 918.5449 917.5484 1 -11.67 94.69 26.83
38.7 
(M:38.7) 2 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1

4399 true 1262 918.5449 917.5484 1 -11.67 94.69 26.83
38.7 
(M:38.7) 2 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1

4400 true 1263 975.6101 974.6062 1 -3.45 119.87 30
47.2 
(M:47.2) 2 1 0 R.ITQLELAR.Q Dimethyl:2H(4): 1

4401 true 1263 1023.5972 1022.576 1 13.56 231.16 28
22.4 
(M:22.4) 1 1 0 K.HVEDLLNK.L Dimethyl: 1, 8

4402 false 1263 1420.8043 1419.7829 1 9.9 376.19 33.17
17.2 
(M:17.2) 1 5 0 K.MQVTMSLASLVGK.S Dimethyl: 1, 13

4403 true 1263 1457.8021 1456.7886 1 4.29 354.62 27.17
38.9 
(M:38.9) 1 1 1 R.ALDKLDGTEINGR.K Dimethyl: 1, 4



4404 false 1263 1457.8021 1456.7708 1 16.48 347.74 27.17
16.6 
(M:16.6) 1 2 1 K.ETNNKMNNPAIK.R Dimethyl: 1, 5, 12

4405 true 1264 787.4941 786.4851 1 2.14 375.99 27.83
50.9 
(M:50.9) 2 1 0 R.DIVSGLK.Y Dimethyl: 1, 7

4406 false 1264 787.4941 786.4712 1 19.81 377.11 27.83
32.3 
(M:32.3) 1 5 1 K.NNSRIK.L Dimethyl: 1, 6

4407 false 1264 787.4941 786.4851 1 2.14 372.47 27.83
32.6 
(M:32.6) 2 3 1 K.DLVKEK.V Dimethyl: 1, 6

4408 false 1264 787.4941 786.4712 1 19.81 377.11 27.83
32.3 
(M:32.3) 1 5 1 K.NNSRIK.L Dimethyl: 1, 6

4409 false 1264 787.4941 786.4712 1 19.81 368.96 27.83
32.3 
(M:32.3) 1 5 1 R.DLRSLR.Q Dimethyl: 1

4410 true 1264 991.4605 990.4596 1 -6.42 102.98 27.5
26.9 
(M:26.9) 1 1 0 K.SEEEYFR.I Dimethyl:2H(4): 1



4411 true 1264 1465.8544 1464.8388 1 5.73 379.53 27.17
59.6 
(M:59.6) 1 1 1 R.ALDKLDGTEINGR.K Dimethyl:2H(4): 1, 4

4412 true 1264 1953.9474 1952.9465 1 -3.25 181.26 29.33
42.1 
(M:42.1) 1 1 0 R.MTQNPNYYNLQGVSHR.H Dimethyl:2H(4): 1

4413 true 1265 1486.7838 1485.7955 1 -12.78 118.98 27.67
15.7 
(M:15.7) 1 1 0 K.YIDEHQDLYVK.R Dimethyl:2H(4): 1, 11

4414 true 1266 1029.5022 1028.4977 1 -2.76 191.47 29.83
55.3 
(M:55.3) 4 1 0 R.GGNFGFGDAR.G Dimethyl:2H(4): 1

4415 true 1266 1053.642 1052.6342 1 0.43 345.61 30
81.4 
(M:81.4) 2 1 0 K.IGGIGTVPVGR.V Dimethyl: 1

4416 false 1266 1053.642 1052.6594 1 -23.45 327.58 30
16.1 
(M:16.1) 1 8 0 R.LNIAEKPGK.R Dimethyl: 1, 6, 9

4417 false 1266 1053.642 1052.6165 1 17.28 249.8 30
21.6 
(M:21.6) 2 68.98 5 1 K.APVKMLPGGR.Q Dimethyl: 1



4418 true 1266 1053.642 1052.6342 1 0.43 345.61 30
81.4 
(M:81.4) 2 1 0 K.IGGIGTVPVGR.V Dimethyl: 1

4419 true 1266 1481.8067 1480.7998 1 -0.23 317.61 31.5
33.5 
(M:33.5) 1 1 0 K.SQIHDIVLVGGSTR.I

4420 false 1267 878.5546 877.5548 1 -8.55 586.5 31
17.7 
(M:17.7) 1 3 1 K.HQLKHR.E Dimethyl:2H(4): 4; Dimethyl: 1

4421 false 1267 1488.7642 1487.7831 1 -17.62 159.81 31.5
15.9 
(M:15.9) 1 2 0 K.SDIDEIVLVGGSTR.I Dimethyl: 1

4422 true 1268 894.5013 893.4909 1 3.55 546.54 27.67
28.2 
(M:28.2) 2 1 0 R.DFLSQPR.L Dimethyl:2H(4): 1

4423 true 1268 980.5874 979.5815 1 -1.39 176.53 31
23.8 
(M:23.8) 1 1 0 K.ALTHLELR.R Dimethyl: 1

4424 true 1268 1355.759 1354.7245 1 20.06 327.35 28
17.3 
(M:17.3) 1 1 0 R.HRPELIEYDK.L Dimethyl: 1, 10



4425 true 1268 1509.8408 1508.8311 1 1.61 245.77 31.83
67.1 
(M:67.1) 1 1 0 K.SQIHDIVLVGGSTR.I Dimethyl: 1

4426 true 1269 984.6148 983.6143 1 -6.85 273.22 31.33
44.9 
(M:44.9) 1 1 0 R.APLDLYTK.T Dimethyl:2H(4): 1, 8

4427 true 1269 1064.6393 1063.644 1 -11.28 205.57 26.67
29.9 
(M:29.9) 1 1 0 R.YRPGTVALR.E Dimethyl:2H(4): 1

4428 true 1269 1265.6582 1264.6499 1 0.79 271.98 29.83
56.1 
(M:56.1) 1 1 0 K.VACIGAWHPAR.V Carbamidomethyl: 3; Dimethyl: 1

4429 true 1269 1534.76 1533.7432 1 6.23 188.85 31.5
42.0 
(M:42.0) 1 1 0 K.MLFVHQTSECVR.L Carbamidomethyl: 10; Dimethyl: 1

4430 true 1269 1556.6728 1555.6579 1 4.89 222.16 27.17
44.7 
(M:44.7) 1 1 1 R.GYDRYEEYDYR.Y Dimethyl: 1

4431 true 1270 1121.5511 1120.5513 1 -6.65 264.75 27.67
57.0 
(M:57.0) 2 1 0 K.FADLSEAANR.N Dimethyl: 1



4432 true 1270 1299.7358 1298.7306 1 -1.64 249.75 29.67
35.0 
(M:35.0) 1 1 0 R.VGSVQGLGGTGALR.I Dimethyl: 1

4433 true 1271 1184.6465 1183.635 1 3.59 187.19 32.17
53.9 
(M:53.9) 1 1 0 R.HITIFSPEGR.L Dimethyl: 1

4434 false 1271 1371.816 1370.7769 1 23.19 429.54 31
20.4 
(M:20.4) 1 63.53 2 1 K.GILIAGTDEQKAK.Y Dimethyl: 11

4435 true 1271 1588.7895 1587.7794 1 1.77 252.68 31.5
36.0 
(M:36.0) 1 1 0 K.SWHDVQVSNAYVR.T Dimethyl: 1

4436 true 1272 1226.7128 1225.703 1 1.99 79.15 29.83
30.4 
(M:30.4) 2 1 0 K.ETQALVLAPTR.E Dimethyl: 1

4437 true 1272 1313.7546 1312.7463 1 0.75 325.25 29.67
40.0 
(M:40.0) 1 1 0 K.AINQGGLTSVAVR.G Dimethyl: 1

4438 true 1272 1659.9174 1658.9042 1 3.55 214.44 31.5
32.1 
(M:32.1) 1 1 0 R.QIYSIENAHGQLVR.D Dimethyl:2H(4): 1



4439 true 1273 775.4318 774.4316 1 -9.09 397.59 29.5
25.0 
(M:25.0) 1 1 0 K.VFYYK.M Dimethyl: 1, 5

4440 false 1273 775.4318 774.4214 1 4.08 407.62 29.5
18.4 
(M:18.4) 1 5 0 K.ELYYR.H Dimethyl:2H(4): 1

4441 true 1273 934.5523 933.5411 1 4.19 127.97 27.83
23.8 
(M:23.8) 1 1 0 R.FANYIDK.V Dimethyl:2H(4): 1, 7

4442 true 1273 1230.7257 1229.7281 1 -7.87 117.26 29.83
40.9 
(M:40.9) 1 1 0 K.ETQALVLAPTR.E Dimethyl:2H(4): 1

4443 true 1273 1317.7802 1316.7714 1 1.16 293.55 29.67
34.5 
(M:34.5) 1 1 0 K.AINQGGLTSVAVR.G Dimethyl:2H(4): 1

4444 false 1273 1317.7802 1316.7489 1 18.21 589.6 29.67
15.3 
(M:15.3) 1 2 1 R.VEKNDPETLLK.C Dimethyl:2H(4): 11

4445 true 1273 1610.8523 1609.8362 1 5.51 210.09 27
40.4 
(M:40.4) 1 1 0 R.SELEEIQVQHPNR.F Dimethyl:2H(4): 1



4446 true 1273 1735.8882 1734.8689 1 6.92 217.93 31.67
34.6 
(M:34.6) 1 1 0 K.LGHYVTQLQNTYDR.C Dimethyl: 1

4447 true 1274 1182.5823 1181.5866 1 -9.78 48.62 26.83
42.1 
(M:42.1) 1 1 0 K.EAESSPFVER.L Dimethyl:2H(4): 1

4448 false 1274 1502.8597 1501.829 1 15.57 226.68 30.83
30.1 
(M:30.1) 1 84.87 3 0 K.TSPSGKPSVDPATAK.L Dimethyl:2H(4): 6; Dimethyl: 15

4449 true 1274 1502.8597 1501.8555 1 -2.05 240.03 30.83
59.5 
(M:59.5) 1 1 0 K.IVAQYHELVATAR.E Dimethyl:2H(4): 1

4450 true 1274 1739.9104 1738.894 1 5.2 237.78 31.67
27.9 
(M:27.9) 1 1 0 K.LGHYVTQLQNTYDR.C Dimethyl:2H(4): 1

4451 true 1275 1567.8272 1566.8079 1 7.67 165.61 30.83
17.3 
(M:17.3) 1 1 0 K.VYDPSGDSTLPAVSK.K Dimethyl:2H(4): 15

4452 true 1276 831.5038 830.4796 1 20.32 372.05 29.83
23.9 
(M:23.9) 1 1 1 R.ACKLAIR.E Carbamidomethyl: 2



4453 true 1276 1049.5985 1048.5917 1 -0.42 220.17 33.17
37.0 
(M:37.0) 1 1 0 K.NANTLFSVK.L Dimethyl: 1, 9

4454 true 1276 1359.8194 1358.8184 1 -4.59 379.92 29.83
61.9 
(M:61.9) 2 1 0 K.VLQATVVAVGSGAR.G Dimethyl:2H(4): 1

4455 true 1277 845.5184 844.5204 1 -10.97 556.36 29.83
28.6 
(M:28.6) 1 1 1 R.RLMIEK.I Dimethyl: 1, 6

4456 true 1278 1021.5763 1020.5604 1 8.49 208.65 28.5
48.5 
(M:48.5) 3 1 0 R.VLDQYSLR.S Dimethyl: 1

4457 false 1278 1021.5763 1020.5492 1 19.49 246.47 28.5
16.8 
(M:16.8) 1 2 0 K.EEPPPPVTK.F Dimethyl: 9

4458 true 1278 1254.6684 1253.6777 1 -13.22 116.13 26.67
26.9 
(M:26.9) 1 1 0 K.AQMVQEDLEK.T Dimethyl:2H(4): 1, 10

4459 true 1278 1404.7443 1403.7595 1 -15.99 406.19 31.67
21.7 
(M:21.7) 3 1 1 K.VRIMGPNYTPGK.K Oxidation: 4; Dimethyl: 1, 12



4460 true 1278 1618.729 1617.7214 1 0.21 267.13 30.83
16.7 
(M:16.7) 1 1 0 K.ALDYCHSMGIMHR.D Carbamidomethyl: 5; Dimethyl: 1

4461 true 1278 1618.729 1617.7214 1 0.21 267.13 30.83
16.7 
(M:16.7) 1 1 0 K.ALDYCHSMGIMHR.D Carbamidomethyl: 5; Dimethyl: 1

4462 true 1278 1654.8519 1653.8362 1 5.09 220 27.17
38.0 
(M:38.0) 2 1 0 K.EVEERPSPTPWGSK.M Dimethyl: 1, 14

4463 true 1278 1663.9771 1662.9404 1 17.66 270.79 28
20.7 
(M:20.7) 1 1 1 K.DLEEDHACIPIKK.S

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 12, 13

4464 true 1279 1072.4892 1071.4808 1 1.06 303.31 27.83
22.8 
(M:22.8) 1 1 0 K.FDNLYGCR.E Carbamidomethyl: 7; Dimethyl: 1

4465 true 1279 1306.7594 1305.7656 1 -10.35 225.04 33.33
67.1 
(M:67.1) 1 1 0 M.SHTILLVQPTK.R Acetyl: 1; Dimethyl: 11

4466 true 1280 893.4812 892.4841 1 -11.37 591.83 29.67
23.1 
(M:23.1) 1 1 0 R.VMLYPSR.I Dimethyl: 1



4467 true 1280 1310.7978 1309.7907 1 -0.18 273.91 33.17
54.6 
(M:54.6) 2 1 0 M.SHTILLVQPTK.R Dimethyl:2H(4): 11; Acetyl: 1

4468 true 1280 1337.5653 1336.5531 1 3.64 209.67 26.67
33.1 
(M:33.1) 1 1 0 M.SDVEENNFEGR.E Acetyl: 1

4469 true 1280 1641.8322 1640.8271 1 -1.28 238.63 29.83
88.4 
(M:88.4) 1 1 0 K.AVGISNFNHEQIER.I Dimethyl: 1

4470 true 1281 897.5051 896.5092 1 -12.6 482.06 29.67
20.2 
(M:20.2) 1 1 0 R.VMLYPSR.I Dimethyl:2H(4): 1

4471 true 1281 1124.6441 1123.6288 1 7.2 383.16 27.83
63.4 
(M:63.4) 1 1 0 R.VHIEIGPDGR.V Dimethyl:2H(4): 1

4472 true 1281 1843.9547 1842.9112 1 19.67 255.69 28
17.2 
(M:17.2) 1 1 0 K.HGAGAEISTVNPEQYSK.R Dimethyl: 1, 17

4473 true 1282 1434.9014 1433.8958 1 -1.19 357.75 29.83
30.3 
(M:30.3) 1 1 0 K.ATIAGGGVIPHIHK.S Dimethyl:2H(4): 1, 14



4474 true 1282 1579.6795 1578.6832 1 -6.9 160.53 26.67
60.2 
(M:60.2) 1 1 0 R.ELDDATETADAMNR.E Dimethyl: 1

4475 true 1282 2328.077 2327.027 1 18.32 131.4 28.17
22.5 
(M:22.5) 1 1 1 R.TSSSVNNPNLMYQEECDRR.L Carbamidomethyl: 16; Dimethyl: 1

4476 false 1283 715.4365 714.4276 1 2.32 27.51 30
15.8 
(M:15.8) 1 4 0 K.LNDLIK.R

4477 false 1283 859.5272 858.5175 1 2.83 511.63 31.67
15.2 
(M:15.2) 1 7 1 K.SKEGLNK.A Dimethyl: 1, 2, 7

4478 false 1283 859.5272 858.5035 1 19.03 597.28 31.67
15.3 
(M:15.3) 1 6 1 R.STLAQRR.G Dimethyl: 1

4479 true 1283 1583.6961 1582.7083 1 -12.28 163.48 26.67
47.1 
(M:47.1) 1 1 0 R.ELDDATETADAMNR.E Dimethyl:2H(4): 1

4480 true 1283 1673.822 1672.8057 1 5.43 274.12 27.17
88.9 
(M:88.9) 1 1 0 K.IAGHAEEYGAETLER.M Dimethyl: 1



4481 true 1284 806.4331 805.4083 1 21.81 415.71 28.17
32.4 
(M:32.4) 1 1 0 K.NNDFLR.N Dimethyl: 1

4482 false 1284 876.5454 875.5201 1 20.58 119.46 30
21.3 
(M:21.3) 1 3 1 -.MAPGKQGK.S Dimethyl:2H(4): 5; Dimethyl: 8

4483 true 1284 1775.9235 1774.9115 1 2.67 255.86 30.83
23.7 
(M:23.7) 1 1 0 K.TLPAHSDPVSAVHFNR.D Dimethyl: 1

4484 true 1285 1209.6622 1208.6513 1 2.97 103.64 27.67
35.4 
(M:35.4) 1 1 0 R.TNNPLPLEQR.I Dimethyl: 1

4485 true 1285 1514.7007 1513.695 1 -1.06 291.15 29.67
30.6 
(M:30.6) 1 1 0 K.GGSQYFSYPNNPR.R Dimethyl: 1

4486 true 1285 1779.9435 1778.9366 1 -0.22 353.8 30.83
51.2 
(M:51.2) 1 1 0 K.TLPAHSDPVSAVHFNR.D Dimethyl:2H(4): 1

4487 true 1286 1142.6682 1141.6546 1 5.57 508.11 31.67
21.3 
(M:21.3) 1 1 0 R.FNDIHVPIR.L Dimethyl:2H(4): 1



4488 true 1286 1634.8299 1633.8218 1 0.47 309.01 29.67
33.5 
(M:33.5) 1 1 0 R.SPCVASCNIPVVSGR.E

Carbamidomethyl: 3, 7; 
Dimethyl:2H(4): 1

4489 true 1287 730.4331 729.4385 1 -17.39 300.42 31.67
17.0 
(M:17.0) 1 1 0 R.QTGIQK.E Dimethyl: 1, 6

4490 true 1287 1290.7181 1289.698 1 10.01 209.11 27.83
62.4 
(M:62.4) 2 1 0 K.VAGQDGSVVQFK.I Dimethyl: 1, 12

4491 true 1287 1684.8853 1683.882 1 -2.36 347.38 31.5
73.8 
(M:73.8) 1 1 1 K.KHPDSSVNFAEFSR.K Dimethyl:2H(4): 1, 1

4492 false 1287 1684.8853 1683.9072 1 -17.29 335.24 31.5
49.1 
(M:49.1) 1 99.82 2 1 K.KHPDASVNFSEFSK.K Dimethyl:2H(4): 1, 1; Dimethyl: 14

4493 true 1287 1939.9243 1938.9072 1 5.1 97.91 27
62.7 
(M:62.7) 1 1 0 K.APNWEPSSGAEQTPTSPR.V Dimethyl: 1

4494 true 1288 756.4059 755.3966 1 2.64 278.62 33.33
28.5 
(M:28.5) 1 1 0 K.GYSFVR.F Dimethyl: 1



4495 true 1288 1210.6556 1209.6444 1 3.22 156.59 31.67
40.2 
(M:40.2) 1 1 0 R.TFLVEYHNR.V Dimethyl:2H(4): 1

4496 true 1288 1688.9343 1687.9323 1 -3.11 305.66 31.33
60.0 
(M:60.0) 1 1 1 K.KHPDASVNFSEFSK.K Dimethyl:2H(4): 1, 1, 14

4497 true 1288 2260.0146 2258.9953 1 5.31 292.02 27
67.8 
(M:67.8) 1 1 0

R.GDEQCHYYAGGQVYPGEAAR
.V

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

4498 true 1289 863.4552 862.4582 1 -11.94 351.22 31.67
24.3 
(M:24.3) 1 1 0 K.QGGLGTMK.I Oxidation: 7; Dimethyl: 1, 8

4499 false 1289 970.5963 969.5859 1 3.27 162.43 28.17
15.9 
(M:15.9) 1 2 1 K.TKDPAAALK.K Dimethyl: 1, 9

4500 true 1289 1074.5907 1073.5869 1 -3.31 262.91 30.17
45.9 
(M:45.9) 2 1 0 K.VPITAENFR.A Dimethyl: 1

4501 true 1290 918.5495 917.5335 1 9.5 206.65 31.83
32.9 
(M:32.9) 2 1 0 K.FSVSPVVR.V Dimethyl: 1



4502 true 1290 1078.6168 1077.6121 1 -2.31 255.4 30
81.2 
(M:81.2) 2 1 0 K.VPITAENFR.A Dimethyl:2H(4): 1

4503 false 1290 1078.6168 1077.5852 1 22.55 284.22 30
16.6 
(M:16.6) 1 5 0 R.LLSNISTMR.Q Oxidation: 8; Dimethyl: 1

4504 false 1290 1078.6168 1077.5852 1 22.55 292.71 30
19.3 
(M:19.3) 1 4 1 K.VNASAASMKK.K Oxidation: 8; Dimethyl: 9, 10

4505 false 1290 1078.6168 1077.6104 1 -0.76 250.32 30
15.2 
(M:15.2) 1 7 1 R.IAESLSKMK.L Oxidation: 8; Dimethyl: 1, 9

4506 true 1290 1249.6276 1248.6251 1 -3.85 118.84 29.67
32.1 
(M:32.1) 1 1 0 K.HYGITSYGVPR.S

4507 true 1291 828.5198 827.5229 1 -12.5 380.24 33.33
21.4 
(M:21.4) 1 1 0 K.NLAITLR.K Dimethyl: 1

4508 true 1291 1808.8144 1807.8224 1 -8.46 175.76 26.83
118.2 
(M:118.2) 1 1 0 R.TDYNASVSVPDSSGPER.I Dimethyl: 1



4509 true 1291 2236.1656 2235.1542 1 1.83 222.52 29.67
41.6 
(M:41.6) 2 1 0

K.QTIAHQQQQLTNLQMAAQR.
Q Dimethyl: 1

4510 true 1292 832.5332 831.5218 1 4.93 389.61 33.33
29.9 
(M:29.9) 1 1 0 K.NGFVVLK.G Dimethyl: 1, 7

4511 false 1292 832.5332 831.5368 1 -13.01 319.62 33.33
26.4 
(M:26.4) 1 2 0 M.SAPSALVK.Q Dimethyl:2H(4): 1; Dimethyl: 8

4512 true 1292 1016.5704 1015.5485 1 14.47 115.2 28.83
39.5 
(M:39.5) 1 1 0 R.NECVVVIR.V Carbamidomethyl: 3; Dimethyl: 1

4513 false 1292 1016.5704 1015.5411 1 21.75 107 28.83
16.5 
(M:16.5) 1 5 1 K.DRITVQER.E

4514 true 1292 1299.7545 1298.7587 1 -8.79 338.59 31
49.4 
(M:49.4) 1 1 0 K.HFTILDAPGHK.S Dimethyl:2H(4): 1, 11

4515 true 1292 1388.7054 1387.6884 1 6.93 295.59 28.5
77.8 
(M:77.8) 1 1 0 K.NFYVEHPEVAR.L Dimethyl: 1



4516 true 1292 1812.8404 1811.8475 1 -7.96 198.52 26.83
113.7 
(M:113.7) 1 1 0 R.TDYNASVSVPDSSGPER.I Dimethyl:2H(4): 1

4517 true 1292 2240.1727 2239.1793 1 -6.21 471.24 29.67
22.4 
(M:22.4) 2 1 0

K.QTIAHQQQQLTNLQMAAQR.
Q Dimethyl:2H(4): 1

4518 false 1293 878.4385 877.4215 1 11.09 344.72 27.17
18.2 
(M:18.2) 1 2 0 -.MADIDNK.E Oxidation: 1; Dimethyl: 1, 7

4519 true 1293 878.4385 877.4294 1 2.14 372.27 27.17
33.2 
(M:33.2) 2 1 0 R.GLEFDNR.I Dimethyl: 1

4520 true 1293 990.5234 989.515 1 1.09 180.59 31.67
27.7 
(M:27.7) 2 1 0 R.MMNGIQLR.G Dimethyl: 1

4521 true 1293 1389.7519 1388.7674 1 -16.35 314.22 30
19.5 
(M:19.5) 1 1 1 R.QSVEADINGLRR.V Dimethyl:2H(4): 1

4522 true 1293 1402.7236 1401.7252 1 -6.37 207.29 27.83
15.6 
(M:15.6) 1 1 1 R.EEYEGPNKKPR.F Dimethyl: 1, 8



4523 false 1294 886.5257 885.5171 1 1.51 139.83 27.33
20.7 
(M:20.7) 1 8 0 K.LDPSGTLK.T Dimethyl: 1, 8

4524 false 1294 886.5257 885.5284 1 -11.16 297.08 27.33
23.0 
(M:23.0) 1 3 0 K.SIVGELLR.E

4525 false 1294 886.5257 885.5171 1 1.51 399.97 27.33
22.6 
(M:22.6) 1 7 1 K.SKIEEPK.V Dimethyl: 1, 7

4526 true 1294 1111.5739 1110.543 1 21.28 299.72 28.5
21.1 
(M:21.1) 1 1 0 R.CQLPDGSFR.R

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

4527 true 1294 1411.7605 1410.7579 1 -3.32 261.05 30
36.2 
(M:36.2) 2 1 0 R.GNQALAAGDIGAAVR.H Dimethyl: 1

4528 true 1294 2363.2215 2362.2182 1 -1.68 164 31.33
38.1 
(M:38.1) 1 1 0 R.HLEHSTIIYEDPQHHPLLR.L Dimethyl: 1

4529 true 1294 2781.2512 2780.2849 1 -14.73 127.83 26.67
76.5 
(M:76.5) 1 1 0

K.VEGQPNGDTIPAEQANPSDD
TVAGAGSR.Q Dimethyl: 1



4530 true 1295 1022.5282 1021.5193 1 1.59 430.44 31.67
15.7 
(M:15.7) 1 1 1 R.EKGGAYGGGAK.L Dimethyl: 11

4531 false 1295 1358.8293 1357.8231 1 -0.8 380.69 31.67
17.4 
(M:17.4) 1 7 1 R.LEADRLAALQAK.E Dimethyl:2H(4): 1; Dimethyl: 12

4532 false 1295 1358.8293 1357.8483 1 -19.31 304.48 31.67
22.7 
(M:22.7) 1 76.89 3 1 R.LKSDVLSQLPAK.Q Dimethyl:2H(4): 1; Dimethyl: 12

4533 true 1295 1358.8293 1357.8169 1 3.76 327.87 31.67
86.8 
(M:86.8) 1 1 0 K.NVNQSLLELHK.L Dimethyl:2H(4): 1, 11

4534 false 1295 1415.7847 1414.7681 1 6.56 244.7 30
16.5 
(M:16.5) 1 2 1 K.IANDIRFLGSGPR.S

4535 true 1295 1415.7847 1414.783 1 -3.99 251.43 30
28.7 
(M:28.7) 3 1 0 R.GNQALAAGDIGAAVR.H Dimethyl:2H(4): 1

4536 true 1295 2367.243 2366.2433 1 -3.21 185.89 31.33
52.3 
(M:52.3) 1 1 0 R.HLEHSTIIYEDPQHHPLLR.L Dimethyl:2H(4): 1



4537 true 1295 2806.2595 2805.2851 1 -11.71 185.26 26.83
70.0 
(M:70.0) 1 1 0

K.EGICAIGGTSEQSSAGTQHSYS
EEEK.Y

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 26

4538 true 1295 2817.4763 2816.4744 1 -1.93 307.16 29.67
15.8 
(M:15.8) 1 1 0

R.GVAMNPVEHPFGGGNHQHI
GKPSTIR.R Dimethyl:2H(4): 1, 21; Oxidation: 4

4539 false 1296 745.4408 744.4382 1 -6.25 135.27 27
19.5 
(M:19.5) 1 2 0 K.SGELLAK.N Dimethyl: 7

4540 false 1296 745.4408 744.4432 1 -13.02 108.65 27
15.9 
(M:15.9) 1 5 0 K.NVHSTK.F Dimethyl:2H(4): 1; Dimethyl: 6

4541 false 1296 899.526 898.5025 1 18.07 378.93 33.5
19.4 
(M:19.4) 1 2 0 M.AAAVAWLR.R Acetyl: 1

4542 false 1296 923.4837 922.4658 1 11.54 118.22 27.67
24.6 
(M:24.6) 1 3 1 R.SDKNDER.Q Dimethyl:2H(4): 3; Dimethyl: 1

4543 true 1296 923.4837 922.476 1 0.48 125.53 27.67
59.1 
(M:59.1) 1 1 0 K.SILYDER.S Dimethyl: 1



4544 true 1296 1479.8167 1478.8245 1 -10.19 410.53 31
44.7 
(M:44.7) 1 1 1 R.ILDWHVANGDKK.T Dimethyl: 1, 11, 12

4545 true 1297 927.5258 926.5011 1 18.79 72.55 27.67
26.4 
(M:26.4) 1 1 0 K.SILYDER.S Dimethyl:2H(4): 1

4546 false 1298 863.5449 862.5528 1 -17.57 915.34 31.67
17.2 
(M:17.2) 1 2 1 R.VYIKEK.K Dimethyl: 1, 4, 6

4547 true 1298 1373.7061 1372.6769 1 15.99 153.03 28.17
19.7 
(M:19.7) 1 1 1 K.SPLAQMEEERR.E Dimethyl: 1

4548 true 1298 1590.7785 1589.762 1 5.76 290.37 27.67
40.4 
(M:40.4) 1 1 1 K.LRDDQYTLDHMR.A Dimethyl: 1

4549 true 1298 1621.8532 1620.8545 1 -5.33 170.58 30
38.6 
(M:38.6) 1 1 1 K.KLENCNYAVELGK.N

Carbamidomethyl: 5; Dimethyl: 1, 1, 
13

4550 true 1299 962.5431 961.5345 1 1.35 246.74 29.83
24.6 
(M:24.6) 1 1 0 R.GSQGFAVIR.L Dimethyl: 1



4551 false 1299 1513.8665 1512.8586 1 0.41 273.41 31.83
17.9 
(M:17.9) 1 2 1 R.VTLKDQPALMEGK.L Dimethyl: 1, 4, 13

4552 true 1299 1513.8665 1512.8562 1 1.97 270.27 31.83
103.5 
(M:103.5) 2 1 0 K.SQIHDIVLVGGSTR.I Dimethyl:2H(4): 1

4553 true 1299 1594.8031 1593.7871 1 5.45 224.58 27.67
31.6 
(M:31.6) 1 1 1 K.LRDDQYTLDHMR.A Dimethyl:2H(4): 1

4554 true 1299 1633.9345 1632.9298 1 -1.58 144.61 30
28.5 
(M:28.5) 1 1 1 K.KLENCNYAVELGK.N

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 1, 13

4555 true 1300 1508.8511 1507.8511 1 -4.82 212.96 29.67
65.2 
(M:65.2) 2 1 0 K.VIQYLAHVASSHK.S Dimethyl: 1, 13

4556 true 1300 1508.8511 1507.8511 1 -4.82 212.96 29.67
65.2 
(M:65.2) 2 1 0 K.VIQYLAHVASSHK.G Dimethyl: 1, 13

4557 true 1300 1578.8498 1577.8314 1 7.05 180.86 31.67
25.4 
(M:25.4) 1 1 0 K.AIHEVFEVGVASHR.I Dimethyl: 1



4558 true 1301 976.587 975.5804 1 -0.7 211.8 33.5
60.6 
(M:60.6) 13 1 0 R.AGLQFPVGR.I Dimethyl:2H(4): 1

4559 true 1301 976.587 975.5804 1 -0.7 211.8 33.5
60.6 
(M:60.6) 13 1 0 R.AGLQFPVGR.V Dimethyl:2H(4): 1

4560 true 1301 976.587 975.5804 1 -0.7 211.8 33.5
60.6 
(M:60.6) 13 1 0 R.AGLQFPVGR.V Dimethyl:2H(4): 1

4561 true 1301 1582.8774 1581.8565 1 8.59 332.31 31.67
30.5 
(M:30.5) 1 1 0 K.AIHEVFEVGVASHR.I Dimethyl:2H(4): 1

4562 false 1301 1661.8393 1660.8268 1 3.14 231.35 27.67
22.7 
(M:22.7) 1 2 1 K.KVQELQNSDTEQSK.K Dimethyl: 14

4563 true 1301 1661.8393 1660.8243 1 4.65 228.03 27.67
35.3 
(M:35.3) 1 1 1 K.TIFAEHISDECKR.R Carbamidomethyl: 11; Dimethyl: 1, 12

4564 true 1302 899.4579 898.4549 1 -4.7 528.79 31.5
18.3 
(M:18.3) 1 1 0 K.AYIDSFR.F Dimethyl: 1



4565 true 1302 1669.8898 1668.8745 1 4.82 202.1 27.67
42.5 
(M:42.5) 1 1 1 K.TIFAEHISDECKR.R

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 12

4566 true 1302 1892.9719 1891.9512 1 7.07 262.8 31
73.3 
(M:73.3) 1 1 0

K.EAYMGNVLQAGQGQAPAR.
Q Dimethyl:2H(4): 1

4567 true 1303 1125.5826 1124.5764 1 -0.97 338.87 27.33
43.3 
(M:43.3) 2 1 0 K.FADLSEAANR.N Dimethyl:2H(4): 1

4568 true 1303 1794.8308 1793.8161 1 4.13 197.19 27.67
36.0 
(M:36.0) 1 1 0 K.EVIIMATNCDSCGHR.T

Carbamidomethyl: 9, 12; 
Dimethyl:2H(4): 1

4569 true 1304 1151.4483 1150.4567 1 -13.63 342.81 27
53.2 
(M:53.2) 1 1 0 R.DGYDYDGYR.L Dimethyl: 1

4570 true 1304 1828.9785 1827.9731 1 -0.99 332.8 27.67
19.4 
(M:19.4) 1 1 1 R.NDTKEDVFVHQTAIK.K Dimethyl: 1, 4, 15

4571 true 1305 1151.5995 1150.592 1 0.13 293.73 27.33
35.3 
(M:35.3) 1 1 0 K.GEFQGISPER.A Dimethyl:2H(4): 1



4572 true 1305 1155.474 1154.4818 1 -13.06 288.24 27
44.7 
(M:44.7) 1 1 0 R.DGYDYDGYR.L Dimethyl:2H(4): 1

4573 true 1305 1277.6971 1276.6883 1 1.2 169.31 33.5
70.9 
(M:70.9) 2 1 0 K.CCSGAIIVLTK.S

Carbamidomethyl: 1, 2; Dimethyl: 1, 
11

4574 true 1305 1936.0258 1935.0214 1 -1.52 159.03 30.5
91.1 
(M:91.1) 1 1 1 K.LFVGGIKEDTEEHHLR.D Dimethyl: 1, 7

4575 true 1305 1936.0258 1935.0214 1 -1.52 159.03 30.5
91.1 
(M:91.1) 1 1 1 K.IFVGGIKEDTEEHHLR.D Dimethyl: 1, 7

4576 true 1306 1161.6879 1160.6917 1 -9.54 251.26 28
21.3 
(M:21.3) 1 1 1 K.AFRSVLGDIK.K Dimethyl: 1, 10

4577 false 1306 1161.6879 1160.6954 1 -12.73 183.36 28
17.6 
(M:17.6) 1 7 0 K.LTSPAVADSIK.A Dimethyl:2H(4): 1; Dimethyl: 11

4578 true 1306 1285.7418 1284.7385 1 -3.08 174.26 33.5
53.1 
(M:53.1) 2 1 0 K.CCSGAIIVLTK.S

Carbamidomethyl: 1, 2; 
Dimethyl:2H(4): 1, 11



4579 true 1306 1504.773 1503.7289 1 24.43 139.9 28.17
37.8 
(M:37.8) 2 1 0 K.SSLGEQEEGLHMR.I Dimethyl:2H(4): 1

4580 true 1306 1944.0762 1943.0716 1 -1.39 140.96 30.5
59.4 
(M:59.4) 1 1 1 K.LFVGGIKEDTEEHHLR.D Dimethyl:2H(4): 1, 7

4581 true 1306 1944.0762 1943.0716 1 -1.39 140.96 30.5
59.4 
(M:59.4) 1 1 1 K.IFVGGIKEDTEEHHLR.D Dimethyl:2H(4): 1, 7

4582 true 1306 2039.035 2038.017 1 5.27 215.6 27.83
71.8 
(M:71.8) 1 1 0 K.VDPHNHVVVDEFQNTTR.K Dimethyl:2H(4): 1

4583 false 1307 831.492 830.4749 1 11.81 336.83 30.17
23.9 
(M:23.9) 2 5 0 R.DSILDIK.V Dimethyl: 7

4584 false 1307 831.492 830.4749 1 11.81 345.27 30.17
21.8 
(M:21.8) 1 10 0 K.EVSDLIK.E Dimethyl: 7

4585 false 1307 831.492 830.4862 1 -1.7 346.09 30.17
35.1 
(M:35.1) 2 2 0 K.STELLIR.K



4586 true 1307 1202.6322 1201.6377 1 -10.63 95.45 27
33.3 
(M:33.3) 1 1 1 -.MDKNELVQK.A Acetyl: 1; Dimethyl: 3, 9

4587 true 1307 1302.8099 1301.7984 1 3.22 238.18 27.17
40.0 
(M:40.0) 1 1 1 K.VLFDKDVNEK.N Dimethyl:2H(4): 1, 5, 10

4588 true 1307 1520.7968 1519.7671 1 14.75 154.52 28.67
23.0 
(M:23.0) 1 1 1 K.FYEEVHDLERK.Y Dimethyl: 1, 11

4589 true 1307 1782.9071 1781.8843 1 8.74 278 31.17
31.2 
(M:31.2) 1 1 0 R.VSVENINQLCQSAHR.E Carbamidomethyl: 10; Dimethyl: 1

4590 true 1307 2444.1619 2443.1478 1 2.79 168.67 29.67
28.6 
(M:28.6) 1 1 0

R.ESYSSYSSFSSPHMKPAPVGSR
.G Dimethyl: 1, 15

4591 false 1308 845.5092 844.5018 1 0.16 451.41 30.33
29.1 
(M:29.1) 2 3 0 R.TLETLIR.L

4592 true 1308 1047.6121 1046.6124 1 -7.26 283.11 31.67
26.7 
(M:26.7) 1 1 1 K.AFLEDIRK.A Dimethyl: 1, 8



4593 true 1308 1210.6796 1209.6879 1 -12.81 78.51 26.83
29.6 
(M:29.6) 1 1 1 -.MDKNELVQK.A Dimethyl:2H(4): 3, 9; Acetyl: 1

4594 true 1308 1786.9152 1785.9094 1 -0.81 333.79 31
45.8 
(M:45.8) 1 1 0 R.VSVENINQLCQSAHR.E

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

4595 true 1308 2134.0994 2133.0753 1 7.92 250.32 27.83
92.3 
(M:92.3) 1 1 0 R.VVTNYNSAHDTNGNLVIDR.Y Dimethyl:2H(4): 1

4596 true 1309 877.5067 876.5069 1 -8.56 469.69 31
32.1 
(M:32.1) 1 1 0 R.LAVYIDR.V Dimethyl: 1

4597 true 1309 1384.7824 1383.747 1 20.29 177.53 27.17
17.4 
(M:17.4) 1 1 1 R.EVIGAELERQGR.H Dimethyl: 1

4598 true 1310 1487.7714 1486.7627 1 0.93 176.16 27.17
58.6 
(M:58.6) 1 1 0 R.VSALQSGSLPETDR.L Dimethyl: 1

4599 false 1310 1576.8619 1575.8257 1 18.38 195.58 28.17
18.3 
(M:18.3) 1 2 1 R.QKYAEQELEQVR.M Dimethyl: 1, 2



4600 true 1311 1321.6701 1320.6609 1 1.49 254.85 33.5
50.4 
(M:50.4) 1 1 0 K.CAANLGLTNGFR.M Carbamidomethyl: 1; Dimethyl: 1

4601 true 1311 1491.7993 1490.7878 1 2.78 214 27.17
65.9 
(M:65.9) 1 1 0 R.VSALQSGSLPETDR.L Dimethyl:2H(4): 1

4602 false 1312 817.4654 816.4494 1 10.72 409.51 27.83
26.3 
(M:26.3) 1 3 0 R.QLFEPR.S Dimethyl: 1

4603 true 1312 920.5209 919.5127 1 0.98 135.17 30.33
25.4 
(M:25.4) 1 1 0 K.LELAQYR.E Dimethyl: 1

4604 true 1312 1638.873 1637.8335 1 19.68 187 28.17
51.4 
(M:51.4) 1 1 1 K.YGKIETIEVMEDR.Q Dimethyl: 1, 3

4605 false 1313 842.5333 841.5385 1 -14.82 364.99 27.83
15.2 
(M:15.2) 1 2 1 R.DKIVALR.S Dimethyl: 1

4606 true 1313 1130.6242 1129.6244 1 -6.59 362.72 30.17
24.3 
(M:24.3) 1 1 0 K.VNQPASFAIR.L Dimethyl: 1



4607 true 1313 1354.7869 1353.7918 1 -8.98 302.55 31.83
38.7 
(M:38.7) 1 83.04 1 0 K.NVNQSLLELHK.L Dimethyl:2H(4): 11; Dimethyl: 1

4608 true 1313 1382.6839 1381.6875 1 -7.81 188.26 26.83
69.2 
(M:69.2) 1 1 0 R.GLSEDTTEETLR.E Dimethyl:2H(4): 1

4609 false 1314 1134.657 1133.6529 1 -2.78 367.37 30.17
18.2 
(M:18.2) 1 4 1 K.MALENKGLAR.R Dimethyl:2H(4): 6

4610 true 1314 1134.657 1133.6495 1 0.19 335.59 30.17
32.5 
(M:32.5) 1 1 0 K.VNQPASFAIR.L Dimethyl:2H(4): 1

4611 false 1314 1134.657 1133.6379 1 10.38 332.52 30.17
18.6 
(M:18.6) 1 3 1 K.MAAAGFALKVR.Q

4612 true 1314 1574.7703 1573.7637 1 -0.47 261.64 31.67
92.4 
(M:92.4) 1 1 0 K.FHPGGNTLASAGFDR.L Dimethyl: 1

4613 false 1315 936.4677 935.4684 1 -8.54 150.74 30.17
15.1 
(M:15.1) 1 2 0 K.MAPTAEER.N Dimethyl:2H(4): 1



4614 true 1315 1578.7976 1577.7888 1 0.91 255.36 31.67
88.3 
(M:88.3) 1 1 0 K.FHPGGNTLASAGFDR.L Dimethyl:2H(4): 1

4615 false 1316 946.5355 945.5131 1 15.95 153.49 30.33
16.7 
(M:16.7) 1 3 0 K.IASLTEER.E Dimethyl: 1

4616 true 1316 946.5355 945.5284 1 -0.17 140.34 30.33
35.2 
(M:35.2) 2 1 0 R.VGDVYIPR.D Dimethyl: 1

4617 true 1316 1011.5824 1010.5801 1 -4.91 212 29.83
47.0 
(M:47.0) 1 1 0 K.ALVAYYQK.Y Dimethyl: 1, 8

4618 true 1316 1632.8136 1631.8056 1 0.41 243.94 32
33.3 
(M:33.3) 1 1 0 K.DFIHSQLYGPGTNR.T Dimethyl: 1

4619 true 1317 950.564 949.5535 1 3.43 169.19 30.33
23.1 
(M:23.1) 1 1 0 R.VGDVYIPR.D Dimethyl:2H(4): 1

4620 true 1317 1019.6352 1018.6303 1 -2.28 311.58 29.83
22.4 
(M:22.4) 1 1 0 K.ALVAYYQK.Y Dimethyl:2H(4): 1, 8



4621 true 1317 1176.5657 1175.5798 1 -18.1 199.38 31.33
44.0 
(M:44.0) 1 1 0 K.LWCTFHEK.S Carbamidomethyl: 3; Dimethyl: 1, 8

4622 false 1318 1020.5804 1019.5801 1 -6.87 183.98 27.83
21.2 
(M:21.2) 1 2 0 K.DQINIETK.N Dimethyl:2H(4): 1; Dimethyl: 8

4623 true 1318 1020.5804 1019.5736 1 -0.47 141.23 27.83
25.8 
(M:25.8) 1 1 0 R.NECVVVIR.V

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

4624 true 1318 1400.6635 1399.6633 1 -5.05 319.46 31.17
15.2 
(M:15.2) 1 1 0 R.WYPLSGHGGNER.A Dimethyl: 1

4625 true 1319 789.4628 788.4644 1 -11.25 299.02 31.83
23.6 
(M:23.6) 1 1 0 K.ADTLTLK.E Dimethyl: 7

4626 true 1319 1409.7212 1408.7211 1 -5.15 349.5 31.17
44.6 
(M:44.6) 1 1 0 K.DTGQLYAALHHR.I Dimethyl: 1

4627 true 1320 1163.6259 1162.6459 1 -23.37 337.05 29.83
18.4 
(M:18.4) 1 1 0 R.AITGHIPDALR.N



4628 true 1320 2114.0507 2113.0375 1 2.81 195.13 32
38.5 
(M:38.5) 1 1 0

K.VVPGLYACGEAASASVHGAN
R.L Carbamidomethyl: 8; Dimethyl: 1

4629 true 1321 1158.6218 1157.6131 1 1.18 440.95 29.17
59.8 
(M:59.8) 1 1 0 K.LHVDPENFR.L Dimethyl:2H(4): 1

4630 true 1321 1167.6583 1166.6498 1 1.02 427.54 29.83
20.5 
(M:20.5) 1 1 1 R.RDYLHYIR.K Dimethyl:2H(4): 1

4631 true 1321 1575.7733 1574.7875 1 -13.65 270.69 32.83
16.3 
(M:16.3) 1 1 1 K.EDEALRSLCWLR.G Carbamidomethyl: 9; Dimethyl: 1

4632 true 1321 2118.0672 2117.0626 1 -1.27 244.79 31.83
47.1 
(M:47.1) 1 1 0

K.VVPGLYACGEAASASVHGAN
R.L

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

4633 true 1321 2144.9778 2143.9916 1 -9.87 197.44 27
96.8 
(M:96.8) 1 1 1 K.AGEPDSNRCDTIEQLQQR.G Carbamidomethyl: 9; Dimethyl: 1

4634 true 1322 1727.8985 1726.8962 1 -2.9 219.24 31.67
25.4 
(M:25.4) 1 1 0 R.AAAGLNQSANELVQASR.G Dimethyl: 1



4635 true 1322 1807.8676 1806.8537 1 3.67 214.23 27.17
49.1 
(M:49.1) 1 1 1 R.QFEDEKASWEAQQR.I Dimethyl: 1, 6

4636 true 1322 2610.3561 2609.335 1 5.27 285.09 31.83
82.7 
(M:82.7) 1 1 0

R.DQQQKPLYHHFTTAINTENIR.
L Dimethyl: 1, 5

4637 true 1323 1298.7659 1297.7482 1 8.07 223.48 27.83
37.0 
(M:37.0) 1 1 0 K.VAGQDGSVVQFK.I Dimethyl:2H(4): 1, 12

4638 true 1323 1731.9263 1730.9213 1 -1.34 204.78 31.67
19.7 
(M:19.7) 1 1 0 R.AAAGLNQSANELVQASR.G Dimethyl:2H(4): 1

4639 true 1323 2414.1829 2413.1332 1 17.55 111.21 28.33
55.0 
(M:55.0) 1 1 0

K.VLHEAEGHIVTCETNTGEVYR.
G Carbamidomethyl: 12

4640 false 1324 1121.6325 1120.6464 1 -18.9 332.17 30.17
18.2 
(M:18.2) 1 4 0 R.IMNLLEGQK.I

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 9

4641 true 1324 1121.6325 1120.6212 1 3.53 357.19 30.17
44.9 
(M:44.9) 1 1 0 K.VMEQLSNLR.E Dimethyl:2H(4): 1



4642 true 1324 2442.2124 2441.1645 1 16.63 215.27 28.33
147.9 
(M:147.9) 2 1 0

K.VLHEAEGHIVTCETNTGEVYR.
G Carbamidomethyl: 12; Dimethyl: 1

4643 true 1325 936.5605 935.5524 1 0.81 192.26 30.5
33.8 
(M:33.8) 1 54.65 1 1 R.AAKMAAAVR.A Dimethyl:2H(4): 1; Oxidation: 4

4644 false 1325 936.5605 935.5491 1 4.4 199.28 30.5
18.1 
(M:18.1) 1 7 0 R.VGANFLQR.F Dimethyl:2H(4): 1

4645 true 1325 1168.6695 1167.6612 1 0.94 336.79 30.33
64.6 
(M:64.6) 1 1 0 K.VVEGLPLSNGR.K Dimethyl: 1

4646 false 1325 1168.6695 1167.6801 1 -15.28 306.72 30.33
24.1 
(M:24.1) 1 2 0 K.TPVSITEHPK.I Dimethyl:2H(4): 10; Dimethyl: 1

4647 true 1325 2446.237 2445.1896 1 16.4 290.49 28.33
116.8 
(M:116.8) 2 1 0

K.VLHEAEGHIVTCETNTGEVYR.
G

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

4648 true 1326 1355.7837 1354.7932 1 -12.41 322.27 30
59.6 
(M:59.6) 2 1 0 K.VLQATVVAVGSGAR.G Dimethyl: 1



4649 true 1326 2040.0047 2038.992 1 2.68 145.18 27.33
62.9 
(M:62.9) 1 1 0 K.SSLVNESEIAPGSGGHEVSR.Q Dimethyl: 1

4650 true 1327 1291.6299 1290.6216 1 0.76 181.11 30.33
55.1 
(M:55.1) 1 1 0 K.TEYMVGSYGPR.A Dimethyl:2H(4): 1

4651 false 1327 1359.8076 1358.8145 1 -10.43 377.87 30
19.1 
(M:19.1) 1 2 1 K.DEVLKIMPVQK.Q Dimethyl:2H(4): 5; Dimethyl: 11

4652 true 1327 1744.8605 1743.8726 1 -11.12 260.73 31.33
54.0 
(M:54.0) 1 1 0 R.ALCSQHVEQLQTFR.R Carbamidomethyl: 3; Dimethyl: 1

4653 true 1328 1398.714 1397.6939 1 9.13 221.42 27.83
22.7 
(M:22.7) 1 1 0 R.YITQNGDYQLR.T Dimethyl: 1

4654 true 1328 2153.197 2152.1728 1 7.87 145.56 27.17
44.9 
(M:44.9) 1 1 1 K.LGEVVNTHGPVEPDKDNIR.Q Dimethyl:2H(4): 1, 15

4655 true 1329 1093.6433 1092.6404 1 -3.94 311.53 30.17
23.8 
(M:23.8) 1 1 0 R.AISAANLHLR.T Dimethyl: 1



4656 false 1329 1278.7563 1277.7645 1 -12.16 -1 32
16.1 
(M:16.1) 1 50.52 3 1 K.IKNQIFGEAVK.Q Dimethyl:2H(4): 1

4657 false 1329 1387.851 1386.8272 1 11.89 346.25 30.33
18.0 
(M:18.0) 1 3 1 K.LIPDSIGKDIEK.A Dimethyl:2H(4): 1; Dimethyl: 12

4658 true 1330 837.4347 836.428 1 -0.61 688.12 33.67
31.1 
(M:31.1) 1 1 0 R.IYNDEK.N Dimethyl: 1, 6

4659 true 1330 1398.7748 1397.7605 1 5.05 304.87 30.33
18.5 
(M:18.5) 1 63.85 1 0 R.WDPDKPGDKPR.M Dimethyl:2H(4): 5; Dimethyl: 1, 9

4660 true 1330 1794.0112 1793.0299 1 -14.51 303.52 31.17
38.1 
(M:38.1) 1 1 1 K.GVIVDKDFSHPQMPK.E Dimethyl:2H(4): 1, 6, 15

4661 false 1331 700.4608 699.4432 1 14.75 116.57 28.33
15.4 
(M:15.4) 1 5 1 R.FLKHK.I Dimethyl: 5

4662 false 1331 700.4608 699.4407 1 18.3 95 28.33
18.1 
(M:18.1) 1 3 0 R.DIFNK.G Dimethyl:2H(4): 1, 5



4663 false 1331 786.434 785.4144 1 15.72 342.72 27.17
20.5 
(M:20.5) 1 5 1 K.SRSPSPR.R

4664 false 1331 786.434 785.4396 1 -16.26 315.27 27.17
20.5 
(M:20.5) 1 5 1 K.SRSPSPK.R Dimethyl: 7

4665 false 1331 872.4566 871.4624 1 -15.03 467.19 31.83
16.4 
(M:16.4) 1 3 1 K.LARNENR.G

4666 true 1331 872.4566 871.4514 1 -2.36 521.7 31.83
33.6 
(M:33.6) 3 1 0 R.IFYDMK.V Dimethyl: 1, 6

4667 true 1331 1000.5577 999.5713 1 -20.84 221.36 33.5
17.7 
(M:17.7) 1 50 1 1 K.KTGGGAASPAK.A Dimethyl: 1, 11

4668 true 1331 1636.8395 1635.8307 1 0.95 315.13 32
53.2 
(M:53.2) 1 1 0 K.DFIHSQLYGPGTNR.T Dimethyl:2H(4): 1

4669 true 1332 907.4842 906.4811 1 -4.61 51.37 27.33
18.8 
(M:18.8) 1 1 0 K.VLEEFSR.Q Dimethyl: 1



4670 false 1333 779.4259 778.4225 1 -4.94 277.36 28.33
24.1 
(M:24.1) 1 2 0 K.NFSDLK.N Dimethyl: 1, 6

4671 true 1333 1450.7779 1449.7622 1 5.84 369.48 30.17
15.7 
(M:15.7) 1 1 1 R.DPLCVECKITR.R

Carbamidomethyl: 4, 7; 
Dimethyl:2H(4): 8; Dimethyl: 1

4672 true 1333 1512.7391 1511.7191 1 8.4 153.09 27.83
33.9 
(M:33.9) 1 1 0 K.YNPPDHDVVAMAR.K Dimethyl: 1

4673 false 1334 814.4959 813.5072 1 -22.89 416.88 28.33
20.4 
(M:20.4) 1 3 1 R.DGLRAVK.N Dimethyl: 1, 7

4674 false 1334 814.4959 813.4821 1 7.99 495.16 28.33
15.0 
(M:15.0) 1 9 1 M.AANRNLK.Q Dimethyl: 7

4675 false 1334 814.4959 813.4821 1 7.99 421.24 28.33
20.1 
(M:20.1) 2 4 1 R.DLVQRR.I Dimethyl: 1

4676 true 1334 814.4959 813.4709 1 21.78 392.82 28.33
33.2 
(M:33.2) 2 1 0 K.DIVNGLR.S Dimethyl: 1



4677 true 1334 1185.6434 1184.6426 1 -5.47 157.21 30.17
29.9 
(M:29.9) 1 1 0 R.HFLMGAPGPAR.S Dimethyl:2H(4): 1

4678 true 1334 1642.8019 1641.7709 1 14.49 238.35 27.83
48.8 
(M:48.8) 1 1 0 K.EIYTHFTCATDTK.N Carbamidomethyl: 8; Dimethyl: 1, 13

4679 true 1334 1642.8019 1641.7709 1 14.49 238.35 27.83
48.8 
(M:48.8) 1 1 0 K.EIYTHFTCATDTK.N Carbamidomethyl: 8; Dimethyl: 1, 13

4680 true 1334 1840.9433 1839.9302 1 3.2 299.99 32.17
39.7 
(M:39.7) 1 1 0 R.MGYSPHTQVEILPQGR.E Dimethyl: 1

4681 false 1335 818.5196 817.496 1 20.02 465.06 28.33
15.4 
(M:15.4) 1 6 0 R.GNGVNVVK.I Dimethyl:2H(4): 1

4682 true 1335 818.5196 817.496 1 20.02 493.16 28.33
26.7 
(M:26.7) 1 1 0 K.DIVNGLR.S Dimethyl:2H(4): 1

4683 true 1335 966.4905 965.4818 1 1.42 145.48 27.33
50.1 
(M:50.1) 1 1 0 R.SFGETLER.G Dimethyl: 1



4684 true 1335 1252.8574 1251.8555 1 -4.31 290.79 31.67
28.6 
(M:28.6) 1 1 1 R.GKDIVVLGVEK.K Dimethyl:2H(4): 1, 2, 11

4685 true 1335 1650.848 1649.8211 1 11.89 286.86 27.83
22.9 
(M:22.9) 1 1 0 K.EIYTHFTCATDTK.N

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 13

4686 true 1335 1650.848 1649.8211 1 11.89 286.86 27.83
22.9 
(M:22.9) 1 1 0 K.EIYTHFTCATDTK.N

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 13

4687 true 1335 1844.966 1843.9553 1 1.87 363.18 32.17
64.8 
(M:64.8) 1 1 0 R.MGYSPHTQVEILPQGR.E Dimethyl:2H(4): 1

4688 true 1336 967.482 966.4593 1 15.93 123.03 28.5
33.5 
(M:33.5) 1 1 0 K.NMGLYGER.A Dimethyl: 1

4689 true 1336 970.516 969.5069 1 1.84 105.5 27.33
47.6 
(M:47.6) 1 1 0 R.SFGETLER.G Dimethyl:2H(4): 1

4690 true 1336 1712.7947 1711.7624 1 14.59 216.73 27.83
68.4 
(M:68.4) 1 1 0 K.EVESMGAHFNGYTSR.E Dimethyl: 1



4691 true 1337 1032.5045 1031.5189 1 -20.92 260.13 31.33
25.4 
(M:25.4) 1 1 0 K.TYEIWHR.R Dimethyl: 1

4692 true 1337 1716.8215 1715.7875 1 15.53 227.71 27.83
27.3 
(M:27.3) 1 1 0 K.EVESMGAHFNGYTSR.E Dimethyl:2H(4): 1

4693 true 1337 2099.0539 2098.0418 1 2.27 225.28 32
54.6 
(M:54.6) 1 1 1 K.RHEMPPHIYAITDTAYR.S Dimethyl: 1

4694 true 1338 951.5823 950.5888 1 -14.47 110.87 27.17
24.3 
(M:24.3) 1 1 0 K.DVVDLAQK.C Dimethyl:2H(4): 1, 8

4695 true 1338 1491.7678 1490.7625 1 -1.37 243.11 31.83
20.6 
(M:20.6) 1 1 0 R.YMPQNPCIIATK.T Carbamidomethyl: 7; Dimethyl: 1, 12

4696 true 1338 2103.0744 2102.0669 1 0.11 323.88 32
48.1 
(M:48.1) 1 1 1 K.RHEMPPHIYAITDTAYR.S Dimethyl:2H(4): 1

4697 true 1339 1477.8084 1476.801 1 0.07 342.17 31.67
22.3 
(M:22.3) 1 1 1 K.ITEYLCEPLRK.C Carbamidomethyl: 6; Dimethyl: 1, 11



4698 true 1339 1671.8428 1670.8338 1 1.06 231.52 30.33
88.4 
(M:88.4) 5 1 1 K.IDKTEYMVGSYGPR.A Dimethyl: 1, 3

4699 true 1339 1820.951 1819.9304 1 7.29 273.71 27.83
65.3 
(M:65.3) 1 1 0 R.FTIQNVGPQHDGDNSK.V Dimethyl:2H(4): 1, 16

4700 true 1340 1007.5186 1006.5335 1 -22.01 120.57 27
27.3 
(M:27.3) 1 1 0 R.ADGYVLEGK.E Dimethyl: 1, 9

4701 true 1340 1172.6639 1171.6651 1 -7.24 125.65 31.5
34.5 
(M:34.5) 1 1 0 R.VEVGPHSFIR.Q Dimethyl:2H(4): 1

4702 true 1340 1485.7904 1484.7496 1 22.53 223.42 32.33
101.0 
(M:101.0) 1 1 0 K.VHVGNDEFMHLR.V Dimethyl:2H(4): 1

4703 true 1340 1679.8945 1678.884 1 1.91 295.61 30.33
72.2 
(M:72.2) 2 1 1 K.IDKTEYMVGSYGPR.A Dimethyl:2H(4): 1, 3

4704 true 1340 2027.0413 2026.034 1 0.05 176.6 28.83
51.9 
(M:51.9) 1 1 0 K.MVMIQDGPQNTGADKPLR.I Dimethyl: 1, 15



4705 false 1340 2027.0413 2026.0414 1 -3.6 182.48 28.83
41.4 
(M:41.4) 1 2 0 K.MIMIQDGPMPTGADKPLR.I Dimethyl: 1, 15

4706 true 1340 2807.429 2806.416 1 2.07 211.22 32
67.6 
(M:67.6) 1 1 0

K.TNHIGHTGYLNTVTVSPDGSL
CASGGK.D

Carbamidomethyl: 22; Dimethyl:2H(4): 
1, 27

4707 true 1341 1114.6418 1113.6521 1 -15.84 299.85 27
25.4 
(M:25.4) 1 1 0 K.LVDDAVAYGK.K Dimethyl:2H(4): 1, 10

4708 true 1341 1191.6667 1190.6772 1 -14.92 191.94 31.33
59.0 
(M:59.0) 1 1 0 R.AITGHIPDALR.N Dimethyl: 1

4709 true 1342 1124.5271 1123.5332 1 -11.9 282.06 27.17
47.9 
(M:47.9) 1 1 0 K.YADGEVVMGR.W Dimethyl: 1

4710 true 1342 1195.6913 1194.7023 1 -15.25 188.07 31.33
31.3 
(M:31.3) 1 1 0 R.AITGHIPDALR.N Dimethyl:2H(4): 1

4711 true 1342 2809.4225 2808.4242 1 -3.21 212.18 29.83
27.6 
(M:27.6) 2 1 0

R.GVAMNPVEHPFGGGNHQHI
GKPSTIR.R Oxidation: 4; Dimethyl: 1, 21



4712 true 1343 1047.5938 1046.5811 1 5.15 266.74 32.33
39.5 
(M:39.5) 1 1 0 K.GHLLDSFAR.S Dimethyl:2H(4): 1

4713 true 1343 1105.5531 1104.5389 1 6.21 302.97 27.5
37.9 
(M:37.9) 1 1 0 R.STAEYFAER.L Dimethyl:2H(4): 1

4714 true 1343 1285.6762 1284.6976 1 -22.31 221.74 31.33
19.9 
(M:19.9) 1 1 0 R.AAPGDTAAAAQPGK.L Dimethyl:2H(4): 1; Dimethyl: 14

4715 true 1344 1810.0039 1809.0149 1 -10.09 235.14 32
56.2 
(M:56.2) 1 1 0 K.SLPAAPVPSPVAPAPAPSR.R Dimethyl: 1

4716 true 1344 2130.0154 2129.0501 1 -19.71 199.2 27.83
86.1 
(M:86.1) 1 1 0 R.VVTNYNSAHDTNGNLVIDR.Y Dimethyl: 1

4717 false 1345 876.4248 875.4349 1 -19.79 665.77 30.5
16.4 
(M:16.4) 1 2 0 K.SDLGAAAGSK.R

4718 true 1345 1925.978 1924.9321 1 20.02 276.14 33.5
26.7 
(M:26.7) 1 1 0 K.CVICDSYVRPCTLVR.I

Carbamidomethyl: 1, 4, 11; Dimethyl: 
1



4719 false 1346 884.5564 883.5491 1 0.02 333.3 30.5
17.1 
(M:17.1) 1 4 0 R.VLLEAAIR.N

4720 true 1346 884.5564 883.5491 1 0.03 376.82 30.5
25.1 
(M:25.1) 1 1 0 K.VVLQELR.R Dimethyl: 1

4721 true 1346 1892.9183 1891.9033 1 4.09 292.08 32.33
58.4 
(M:58.4) 1 1 0 K.SHLLDCCPHDILAGTR.M Carbamidomethyl: 6, 7; Dimethyl: 1

4722 true 1347 1171.5978 1170.5859 1 3.93 319.04 27.5
28.4 
(M:28.4) 2 1 0 R.YYPTEDVPR.K Dimethyl:2H(4): 1

4723 true 1347 1239.6778 1238.6772 1 -5.32 128.82 32.17
21.4 
(M:21.4) 1 1 0 K.IAAHLADFTPR.L Dimethyl: 1

4724 true 1347 1386.7716 1385.7565 1 5.63 281.26 28.33
52.0 
(M:52.0) 1 1 0 R.NQLQVITNDPGR.V Dimethyl:2H(4): 1

4725 true 1347 2245.0534 2244.0052 1 18.24 245.05 28
50.6 
(M:50.6) 1 1 0 K.DMGSCEIYPQTIQHNPNGR.F Carbamidomethyl: 5; Dimethyl: 1



4726 true 1348 1221.6203 1220.6071 1 4.86 92.46 27.33
34.6 
(M:34.6) 1 1 0 K.ITSEISQMER.M Dimethyl: 1

4727 false 1348 1243.7052 1242.7023 1 -3.52 135.46 32.33
19.3 
(M:19.3) 1 2 0 K.IAAHLADFTPR.L Dimethyl:2H(4): 1

4728 true 1348 1360.6493 1359.6592 1 -12.6 181.82 27.5
22.7 
(M:22.7) 1 1 0 M.SDKPDMAEIEK.F Acetyl: 1; Dimethyl: 3, 11

4729 true 1348 2249.0674 2248.0303 1 13.28 307.01 28
50.4 
(M:50.4) 1 1 0 K.DMGSCEIYPQTIQHNPNGR.F

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

4730 true 1349 736.414 735.3915 1 20.6 270.12 28.17
26.0 
(M:26.0) 1 1 0 R.DSVFLR.F

4731 true 1349 841.4898 840.483 1 -0.48 554.97 33.67
34.7 
(M:34.7) 1 1 0 K.NYILMR.M Dimethyl:2H(4): 1

4732 true 1349 1225.6418 1224.6322 1 1.89 100.08 27.33
19.0 
(M:19.0) 1 1 0 K.ITSEISQMER.M Dimethyl:2H(4): 1



4733 true 1349 1284.6859 1283.6622 1 12.78 218.97 32.17
34.0 
(M:34.0) 1 1 0 K.SSDLALHFNPR.F Dimethyl: 1

4734 true 1349 1365.6306 1364.6321 1 -6.37 242.97 27.17
49.6 
(M:49.6) 1 1 0 K.DNNQFASASLDR.T Dimethyl: 1

4735 true 1349 1464.8354 1463.8034 1 16.86 308.91 28.33
59.7 
(M:59.7) 1 1 0 K.HVPPLTEEQLNR.K Dimethyl:2H(4): 1

4736 false 1350 839.487 838.4589 1 24.82 450.38 28
23.8 
(M:23.8) 1 2 0 R.FVDFQK.V Dimethyl: 1, 6

4737 false 1350 839.487 838.4738 1 7.03 420.54 28
21.6 
(M:21.6) 1 6 0 K.LDEFQK.H Dimethyl:2H(4): 1; Dimethyl: 6

4738 false 1350 853.4467 852.4449 1 -6.37 417.84 33.67
18.8 
(M:18.8) 1 3 0 R.MATSIMK.S Oxidation: 1; Dimethyl: 1, 7

4739 true 1350 1288.709 1287.6873 1 11.18 256.7 32.17
60.3 
(M:60.3) 1 1 0 K.SSDLALHFNPR.F Dimethyl:2H(4): 1



4740 false 1351 847.5159 846.4974 1 13.34 517.42 28.67
21.8 
(M:21.8) 1 5 1 R.SGPRATAR.V Dimethyl:2H(4): 1

4741 true 1351 1318.678 1317.6751 1 -3.29 277.81 32.17
33.1 
(M:33.1) 1 1 0 K.SCLLHQFTEK.K Carbamidomethyl: 2; Dimethyl: 1, 10

4742 true 1351 1397.6748 1396.6772 1 -6.94 241.67 27.17
45.3 
(M:45.3) 1 1 0 K.EEAQAEIEQYR.L Dimethyl:2H(4): 1

4743 true 1351 2230.0306 2229.0273 1 -1.78 284.61 31.67
32.9 
(M:32.9) 1 1 0

K.SWVGFSGGQHHTVCVDSEGK
.A Carbamidomethyl: 14; Dimethyl: 1, 20

4744 false 1352 722.4032 721.3945 1 1.91 322.22 32
15.4 
(M:15.4) 1 3 0 K.QMLFR.Y Dimethyl: 1

4745 true 1353 1434.7146 1433.7052 1 1.5 341.34 32.33
89.2 
(M:89.2) 1 1 0 K.AHGGYSVFAGVGER.T Dimethyl: 1

4746 true 1354 1143.6303 1142.6084 1 12.8 344.71 28
22.5 
(M:22.5) 1 1 0 R.YLVIDEAHR.I Dimethyl: 1



4747 false 1354 1343.7296 1342.7205 1 1.41 234.22 28.17
20.1 
(M:20.1) 1 2 1 K.AAAQLKAEGSEIR.L

4748 false 1354 1343.7296 1342.7092 1 9.77 209.79 28.17
18.7 
(M:18.7) 2 3 1 R.DKAEGLEEQLR.E Dimethyl: 1, 2

4749 false 1354 1438.7418 1437.7687 1 -23.75 373.81 32.33
16.4 
(M:16.4) 1 4 1 R.SELTEMQKAADK.R Dimethyl:2H(4): 1; Dimethyl: 8, 12

4750 true 1354 1438.7418 1437.7303 1 2.95 413.51 32.33
103.6 
(M:103.6) 1 1 0 K.AHGGYSVFAGVGER.T Dimethyl:2H(4): 1

4751 true 1354 1919.8174 1918.8017 1 4.43 299.33 30.33
104.3 
(M:104.3) 2 1 0

R.GSGNSGGYYGQGSMGGGG
WR.G Dimethyl: 1

4752 false 1355 772.4982 771.4967 1 -7.42 375.83 32.17
19.5 
(M:19.5) 1 7 1 R.TAIGRAK.R Dimethyl: 1, 7

4753 false 1355 772.4982 771.4854 1 7.12 465.73 32.17
18.9 
(M:18.9) 2 9 1 K.LEAGKAK.L Dimethyl: 5, 7



4754 true 1355 1349.6509 1348.6445 1 -0.67 178.32 27.33
34.0 
(M:34.0) 2 1 1 K.FMERDPEELR.F Dimethyl: 1

4755 true 1355 1499.8521 1498.8748 1 -19.96 279.02 31.33
43.6 
(M:43.6) 1 1 0 R.SLAPSIHGHEFIK.K Dimethyl:2H(4): 1, 13

4756 true 1356 1053.6302 1052.5978 1 23.83 336.35 30.17
33.5 
(M:33.5) 1 50 1 1 K.KVISGPDGPR.E Dimethyl: 1

4757 true 1356 1351.7532 1350.7507 1 -3.56 213.4 27.5
29.4 
(M:29.4) 1 1 0 K.QDLPALEEKPR.N Dimethyl: 1, 9

4758 true 1356 1351.7532 1350.7507 1 -3.56 213.4 27.5
29.4 
(M:29.4) 1 1 0 K.QDLPALEEKPR.N Dimethyl: 1, 9

4759 true 1357 1103.6098 1102.6107 1 -7.35 250.74 31.83
19.5 
(M:19.5) 1 1 0 R.GQMLPQLER.I Dimethyl:2H(4): 1

4760 true 1357 1587.8525 1586.8417 1 2.22 282.66 32.33
89.6 
(M:89.6) 1 1 0 R.YETTANLGTAHLLR.L Dimethyl: 1



4761 true 1358 790.4813 789.4749 1 -1.04 495.74 32.17
45.0 
(M:45.0) 1 1 0 R.NVNIFK.F Dimethyl: 1, 6

4762 true 1358 1249.7129 1248.6826 1 18.38 149.1 28.17
37.2 
(M:37.2) 1 1 0 R.IHDPQLLTER.A Dimethyl: 1

4763 false 1358 1357.7357 1356.6997 1 21.16 218.13 27.5
31.1 
(M:31.1) 1 2 0 R.GEGGILINSQGER.F Dimethyl: 1

4764 true 1358 1591.8798 1590.8668 1 3.64 318.22 32.33
46.5 
(M:46.5) 1 1 0 R.YETTANLGTAHLLR.L Dimethyl:2H(4): 1

4765 true 1358 1648.7797 1647.7853 1 -7.77 149.01 27
27.3 
(M:27.3) 1 1 1 R.FSDADIDRDPTAAAR.E Dimethyl: 1

4766 true 1359 1172.6872 1171.6863 1 -5.45 57.94 30.33
50.8 
(M:50.8) 1 1 0 K.VVEGLPLSNGR.K Dimethyl:2H(4): 1

4767 false 1359 1172.6872 1171.7052 1 -21.62 46.48 30.33
15.3 
(M:15.3) 1 3 0 K.TPVSITEHPK.I Dimethyl:2H(4): 1, 10



4768 true 1359 1188.6711 1187.6601 1 3.18 191.41 32.17
55.0 
(M:55.0) 1 1 0 R.HITIFSPEGR.L Dimethyl:2H(4): 1

4769 true 1359 1253.7352 1252.7077 1 16.07 181.97 28.17
39.3 
(M:39.3) 1 1 0 R.IHDPQLLTER.A Dimethyl:2H(4): 1

4770 true 1359 1359.814 1358.8009 1 4.26 238.93 27.5
72.0 
(M:72.0) 1 1 0 K.QDLPALEEKPR.N Dimethyl:2H(4): 1, 9

4771 true 1359 1359.814 1358.8009 1 4.26 238.93 27.5
72.0 
(M:72.0) 1 1 0 K.QDLPALEEKPR.N Dimethyl:2H(4): 1, 9

4772 false 1359 1359.814 1358.8257 1 -14 206.82 27.5
16.2 
(M:16.2) 1 3 1 -.MDALDRVVKPK.T Dimethyl:2H(4): 9; Dimethyl: 1, 11

4773 true 1359 1652.8034 1651.8104 1 -8.65 252.36 27
36.7 
(M:36.7) 1 1 1 R.FSDADIDRDPTAAAR.E Dimethyl:2H(4): 1

4774 true 1359 1776.955 1775.9683 1 -11.53 243.17 33.83
55.6 
(M:55.6) 2 1 1 K.NKLDFIRPYDVANR.K Dimethyl: 1, 2



4775 true 1360 910.5391 909.5324 1 -0.65 143.79 32.17
45.2 
(M:45.2) 1 1 0 K.QVAYVFK.C Dimethyl: 1, 7

4776 true 1360 1182.6138 1181.6165 1 -8.46 136.87 30.17
55.0 
(M:55.0) 3 1 0 K.CPFTGNVSIR.G

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

4777 false 1360 1200.6495 1199.6622 1 -16.68 151.23 32
17.2 
(M:17.2) 1 2 1 R.AIGTDQRIGNK.F Dimethyl: 1

4778 true 1360 1622.8876 1621.8763 1 2.48 231.25 32.33
37.0 
(M:37.0) 1 1 1 K.FLHKHDLDLICR.A Carbamidomethyl: 11; Dimethyl: 1, 4

4779 false 1361 1193.5945 1192.6023 1 -12.63 101.48 30
17.4 
(M:17.4) 1 3 0 R.QGCFLVNTAR.G Carbamidomethyl: 3; Dimethyl: 1

4780 true 1361 1296.6609 1295.6622 1 -6.61 301.49 28.83
83.4 
(M:83.4) 1 1 0 K.DLQHPNEFIR.G Dimethyl: 1

4781 true 1361 1781.9173 1780.9546 1 -24.98 299.52 31.33
49.0 
(M:49.0) 1 1 1 K.GVIVDKDFSHPQMPK.E Dimethyl: 1, 6, 15



4782 true 1362 1287.6055 1286.5965 1 1.32 169.82 30.33
40.3 
(M:40.3) 2 1 0 K.TEYMVGSYGPR.A Dimethyl: 1

4783 true 1362 1346.7598 1345.7354 1 12.68 303.2 28.17
44.0 
(M:44.0) 1 1 0 K.IDSVLEGHPVPR.Q Dimethyl: 1

4784 true 1362 1763.997 1762.9941 1 -2.51 267.95 32.17
36.3 
(M:36.3) 1 58.64 1 1 R.SKVEEAVAVLQAHQAK.K Dimethyl: 2, 16

4785 true 1363 1008.5237 1007.5222 1 -5.8 187.32 32
22.4 
(M:22.4) 1 1 0 K.MNLGVGAYR.D Dimethyl: 1

4786 true 1364 1012.5508 1011.5473 1 -3.78 215.84 32
35.6 
(M:35.6) 1 1 0 K.MNLGVGAYR.D Dimethyl:2H(4): 1

4787 true 1364 1308.7105 1307.7114 1 -6.2 260.28 30.17
38.3 
(M:38.3) 1 1 0 K.RPGYGAYDAFK.H Dimethyl:2H(4): 1, 11

4788 true 1364 1413.7467 1412.7412 1 -1.29 203.24 30.67
52.5 
(M:52.5) 1 1 0 K.LINANFPTNPER.M Dimethyl: 1



4789 true 1364 1790.0939 1789.0851 1 0.85 280.67 32.33
85.3 
(M:85.3) 1 1 1 R.SKVDEAVAVLQAHQAK.E Dimethyl:2H(4): 1, 2, 16

4790 true 1364 1790.8738 1789.8846 1 -10.11 211.99 27.17
53.8 
(M:53.8) 1 1 0 M.SDNGELEDKPPAPPVR.M Acetyl: 1; Dimethyl: 9

4791 true 1364 1892.0549 1891.0502 1 -1.38 219.3 27.33
50.0 
(M:50.0) 1 1 1 K.ELQKEPLTAEEAQSVR.E Dimethyl:2H(4): 1, 4

4792 true 1364 2469.3286 2468.2965 1 10.06 137.52 33.83
37.5 
(M:37.5) 1 1 0

R.GPQQHKPPLPEFIPHGDVTYR.
I Dimethyl: 1, 6

4793 true 1365 1417.7713 1416.7663 1 -1.65 318.42 30.5
26.7 
(M:26.7) 1 1 0 K.LINANFPTNPER.M Dimethyl:2H(4): 1

4794 true 1365 1823.827 1822.8333 1 -7.45 149.84 27
62.2 
(M:62.2) 1 1 0 M.AEPHQDITTVEEQER.Q Acetyl: 1

4795 true 1365 1848.9688 1847.957 1 2.41 297.66 32.33
56.1 
(M:56.1) 1 1 0 K.QLSYEEKPVYPHFR.E Dimethyl: 1, 7



4796 true 1365 2477.3771 2476.3467 1 9.36 239.97 33.83
42.4 
(M:42.4) 1 1 0

R.GPQQHKPPLPEFIPHGDVTYR.
I Dimethyl:2H(4): 1, 6

4797 true 1366 1083.5908 1082.5845 1 -0.82 346.53 32.17
35.6 
(M:35.6) 3 1 0 R.CNNVLYIR.G

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

4798 true 1366 1466.7215 1465.7108 1 2.31 422.44 32
44.8 
(M:44.8) 1 1 0 K.HIMGQNVADYMR.Y Dimethyl:2H(4): 1

4799 true 1366 1984.0513 1983.0385 1 2.76 69.04 27.33
76.0 
(M:76.0) 1 1 1 K.LENAILASDQNDKAAGAAR.E Dimethyl: 1, 13

4800 false 1367 1362.6962 1361.7047 1 -11.56 431.96 30
16.6 
(M:16.6) 1 2 1 R.QQMDMIAELKK.K Dimethyl: 11

4801 true 1367 1405.7167 1404.6854 1 17.11 367.23 28.17
59.0 
(M:59.0) 1 1 0 R.MLVIEQCQNSR.A Carbamidomethyl: 7; Dimethyl: 1

4802 true 1367 1494.7415 1493.7263 1 5.29 271.95 32
47.1 
(M:47.1) 1 1 0 K.NISHDVFGTTYGR.I Dimethyl: 1



4803 true 1367 1908.0838 1907.0756 1 0.44 327.43 32.33
24.4 
(M:24.4) 1 1 0 R.FIIQSEKPPHYLESR.V Dimethyl:2H(4): 1, 7

4804 true 1367 1992.9873 1992 1 -10.01 222.27 31.33
61.0 
(M:61.0) 1 1 0 R.TQIALCPNNHEVHIYR.K Carbamidomethyl: 6; Dimethyl: 1

4805 true 1367 2148.9807 2148.0168 1 -20.17 224.42 27
73.3 
(M:73.3) 1 1 1 K.AGEPDSNRCDTIEQLQQR.G

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

4806 true 1368 1997.0101 1996.0251 1 -11.13 272.38 31.33
72.8 
(M:72.8) 1 1 0 R.TQIALCPNNHEVHIYR.K

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

4807 true 1368 2085.0324 2084.0208 1 2.09 199.6 27.33
72.8 
(M:72.8) 2 1 1 K.TLEDEAKTHEAQIQEMR.Q Dimethyl: 1, 7

4808 true 1368 2181.8244 2180.8487 1 -14.51 179.16 27
47.1 
(M:47.1) 1 1 1 M.SNGYEDHMAEDCRDDIGR.T Carbamidomethyl: 12; Acetyl: 1

4809 false 1369 1435.734 1434.7363 1 -6.71 627.53 30.5
16.7 
(M:16.7) 1 2 0 K.FTVLLMPNGPMR.I Oxidation: 6, 11; Dimethyl: 1



4810 true 1369 2012.0195 2011.0276 1 -7.62 202.74 31.5
32.7 
(M:32.7) 1 1 0 R.TVAPTGHLYTVEFHQQR.A Dimethyl: 1

4811 true 1369 2156.0594 2155.0406 1 5.34 147.71 27.5
54.5 
(M:54.5) 2 1 1 K.TIHFVEGGDAGNREDQINR.L Dimethyl: 1

4812 false 1370 900.5155 899.4964 1 13.08 532.82 34
16.0 
(M:16.0) 1 6 1 K.EEDPVKK.V Dimethyl: 1, 7

4813 true 1370 2121.031 2120.0093 1 6.82 250.19 32.17
24.7 
(M:24.7) 1 1 0 K.FNQCGTCVTFGECHVIK.N

Carbamidomethyl: 4, 7, 13; 
Dimethyl:2H(4): 1, 17

4814 true 1371 1651.9712 1650.9619 1 1.26 259.97 32
35.8 
(M:35.8) 1 1 0 R.LPRPPPPEMPESLK.K Dimethyl:2H(4): 1, 14

4815 true 1371 2295.0351 2294.0411 1 -5.77 98.75 28
54.0 
(M:54.0) 1 1 0

R.GDTAGQDSGIQSSSGPSFGVQ
ER.D Dimethyl: 1

4816 true 1371 2467.0353 2466.0362 1 -3.34 159.33 27.33
55.7 
(M:55.7) 1 1 1

K.AGCECLNESDEHGFDNCLRK.
D

Carbamidomethyl: 3, 5, 17; Dimethyl: 
1, 20



4817 false 1372 997.5166 996.528 1 -18.8 152.13 28.67
17.4 
(M:17.4) 1 5 0 R.IGFGSFVDK.T Dimethyl: 9

4818 true 1372 997.5166 996.495 1 14.29 94.62 28.67
51.1 
(M:51.1) 1 1 0 K.CESAFLSK.R Carbamidomethyl: 1; Dimethyl: 1, 8

4819 false 1372 1472.7794 1471.7882 1 -10.94 302.91 28.17
18.1 
(M:18.1) 1 2 1 R.QISDPAESKNSLK.A Dimethyl: 1, 9

4820 false 1372 1472.7794 1471.7779 1 -3.9 399.07 28.17
16.5 
(M:16.5) 1 3 0 K.QICVVMLESPPK.G

Carbamidomethyl: 3; Oxidation: 6; 
Dimethyl: 1, 12

4821 true 1372 1472.7794 1471.7453 1 18.2 384.48 28.17
56.6 
(M:56.6) 1 1 0 K.QLTCNEPILSNR.S Carbamidomethyl: 4; Dimethyl: 1

4822 false 1372 1472.7794 1471.7743 1 -1.49 366.25 28.17
15.4 
(M:15.4) 1 5 1 R.QEDVIATANLSRR.A

4823 true 1372 2880.529 2879.4851 1 12.72 253.82 32.17
38.6 
(M:38.6) 1 1 1

R.MSSYGGKDPLSANHSLKPLPS
VPEER.K Dimethyl: 1, 7, 17



4824 true 1373 1005.5657 1004.5452 1 13.16 109.23 28.67
25.8 
(M:25.8) 1 1 0 K.CESAFLSK.R

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 8

4825 false 1373 1475.7781 1474.8031 1 -21.91 351.07 28
17.2 
(M:17.2) 1 3 0 K.QDSVSSAAPLLFGK.K Dimethyl: 1, 14

4826 true 1374 704.462 703.4381 1 23.59 124.29 30.33
32.7 
(M:32.7) 2 1 0 R.ILFQR.M Dimethyl: 1

4827 true 1374 704.462 703.4632 1 -12.11 98.9 30.33
32.7 
(M:32.7) 2 1 0 R.LIFAGK.Q Dimethyl: 1, 6

4828 false 1374 705.4385 704.4473 1 -22.69 116.81 32.17
15.4 
(M:15.4) 1 8 0 R.EFLIK.L Dimethyl: 1, 5

4829 true 1374 941.5103 940.4906 1 13.17 89.73 28
52.4 
(M:52.4) 1 1 0 K.EVYFAEK.V Dimethyl: 1, 7

4830 true 1374 974.5416 973.5556 1 -21.9 202.47 34
18.6 
(M:18.6) 1 1 1 K.ASLRESLAK.L



4831 true 1374 1107.5417 1106.5179 1 14.96 239.21 28.5
47.1 
(M:47.1) 1 1 0 R.CQLPDGSFR.R Carbamidomethyl: 1; Dimethyl: 1

4832 true 1374 1503.8595 1502.8531 1 -0.57 268.79 32
21.4 
(M:21.4) 1 1 0 R.VKPFMTGAAEQIK.H Dimethyl: 1, 2, 13

4833 true 1374 1687.8335 1686.8287 1 -1.48 266.98 30.33
43.3 
(M:43.3) 1 1 1 K.IDKTEYMVGSYGPR.A Oxidation: 7; Dimethyl: 1, 3

4834 true 1374 2198.1565 2197.133 1 7.34 316.78 31.5
71.2 
(M:71.2) 1 1 0 R.HYTAAIALDAHNHVLYSNR.S Dimethyl:2H(4): 1

4835 false 1376 982.5615 981.5433 1 11.09 131.78 29.5
23.2 
(M:23.2) 1 2 0 R.AELGEYIR.R Dimethyl:2H(4): 1

4836 true 1376 982.5615 981.5433 1 11.09 179.97 29.5
46.3 
(M:46.3) 2 1 0 K.TVFDEAIR.A Dimethyl:2H(4): 1

4837 true 1376 1065.61 1064.628 1 -23.79 199.21 34
30.9 
(M:30.9) 1 1 0 K.NFVVNVVSR.L Dimethyl:2H(4): 1



4838 true 1376 1211.5736 1210.5475 1 15.53 253.36 28.5
29.4 
(M:29.4) 1 1 0 K.CVYCPIDTR.L Carbamidomethyl: 1, 4; Dimethyl: 1

4839 true 1376 1552.8284 1551.7828 1 24.7 222.88 28
16.3 
(M:16.3) 1 1 0 K.QQMLEQHLQDVR.K Dimethyl: 1

4840 false 1377 809.4797 808.4666 1 7.18 54.78 32
16.3 
(M:16.3) 1 3 0 R.LGVEMGK.V

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 7

4841 false 1377 809.4797 808.4745 1 -2.54 431.05 32
19.4 
(M:19.4) 1 2 0 K.VEFNIR.K Dimethyl:2H(4): 1

4842 true 1377 1611.8906 1610.8544 1 17.94 242.5 28
38.9 
(M:38.9) 1 1 0 K.IEQFVYASPHDNK.S Dimethyl:2H(4): 1, 13

4843 true 1377 2604.2327 2603.2559 1 -11.73 305.82 31.33
60.8 
(M:60.8) 1 1 0

K.TVTIENHPHLPPPPMCSVHPC
R.H Carbamidomethyl: 16, 21; Dimethyl: 1

4844 false 1378 1007.5355 1006.5124 1 15.67 301.92 32.5
18.5 
(M:18.5) 1 2 0 K.DFEWNLK.N Dimethyl: 1, 7



4845 true 1378 1007.5355 1006.5236 1 4.52 249.96 32.5
37.7 
(M:37.7) 1 1 0 R.DYLHYIR.K Dimethyl: 1

4846 true 1378 1101.5275 1100.5138 1 5.81 242.11 27.5
42.0 
(M:42.0) 1 1 0 R.STAEYFAER.L Dimethyl: 1

4847 true 1378 2608.2564 2607.281 1 -12.22 304.9 31.33
33.6 
(M:33.6) 1 1 0

K.TVTIENHPHLPPPPMCSVHPC
R.H

Carbamidomethyl: 16, 21; 
Dimethyl:2H(4): 1

4848 false 1379 729.4204 728.4181 1 -6.78 108.5 27.17
23.6 
(M:23.6) 1 2 0 K.EAAAIAR.Y Dimethyl: 1

4849 false 1379 729.4204 728.4181 1 -6.78 112.3 27.17
17.0 
(M:17.0) 2 7 0 K.LEQLAR.R

4850 false 1379 792.4835 791.4843 1 -10.23 271.54 30.5
17.7 
(M:17.7) 1 2 1 K.EWKNK.T Dimethyl:2H(4): 3; Dimethyl: 1, 5

4851 false 1379 1011.5611 1010.5375 1 16.19 250.39 32.5
26.4 
(M:26.4) 1 2 0 K.DFEWNLK.N Dimethyl:2H(4): 1; Dimethyl: 7



4852 true 1379 1011.5611 1010.5487 1 5.09 233.19 32.5
49.8 
(M:49.8) 1 1 0 R.DYLHYIR.K Dimethyl:2H(4): 1

4853 false 1379 1129.6253 1128.6325 1 -12.82 240.23 27.67
16.7 
(M:16.7) 1 5 1 K.ARIEIPSCK.D Carbamidomethyl: 8; Dimethyl: 1, 9

4854 false 1379 1129.6253 1128.6437 1 -22.76 227.71 27.67
17.5 
(M:17.5) 1 4 1 K.NIELAVMRR.D Dimethyl: 1

4855 true 1379 1129.6253 1128.6139 1 3.67 272.97 27.67
65.0 
(M:65.0) 1 1 0 K.QVEILQESR.M Dimethyl: 1

4856 true 1380 1043.5688 1042.556 1 5.36 221.49 32.33
33.1 
(M:33.1) 1 1 0 K.GHLLDSFAR.S Dimethyl: 1

4857 true 1380 1133.6619 1132.639 1 13.75 304.94 27.5
25.6 
(M:25.6) 1 1 0 K.QVEILQESR.M Dimethyl:2H(4): 1

4858 false 1380 1241.7588 1240.7805 1 -23.36 94.15 34
15.2 
(M:15.2) 1 3 0 R.GAVLGAAEKPLR.L Dimethyl:2H(4): 9; Dimethyl: 1



4859 true 1380 1241.7588 1240.7755 1 -19.3 145.35 34
27.9 
(M:27.9) 1 93.17 1 1 K.NLIKVIDVGSK.I Dimethyl: 1, 11

4860 false 1381 802.4201 801.4093 1 4.41 203.83 27.17
26.4 
(M:26.4) 1 7 0 K.QTQQNR.G Dimethyl: 1

4861 true 1381 1483.7352 1482.7137 1 9.57 337.22 28.67
115.1 
(M:115.1) 1 1 0 R.DLTTAGAVTQCYR.D Carbamidomethyl: 11; Dimethyl: 1

4862 false 1382 880.4902 879.5016 1 -21.22 439.42 31
18.3 
(M:18.3) 1 3 0 R.IFYDMK.V Dimethyl:2H(4): 1, 6

4863 true 1382 1487.7605 1486.7388 1 9.7 148.84 28.67
106.3 
(M:106.3) 2 1 0 R.DLTTAGAVTQCYR.D

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

4864 true 1383 1350.632 1349.6187 1 4.49 189.67 32.33
17.3 
(M:17.3) 1 1 0 K.IYAMHWGSDSR.L Dimethyl: 1

4865 true 1384 903.4647 902.4709 1 -14.89 77.43 27.17
27.0 
(M:27.0) 1 1 0 K.EDLTEIR.D Dimethyl: 1



4866 true 1384 1005.5151 1004.4865 1 21.17 139.77 30.5
15.4 
(M:15.4) 1 1 0 K.DAYSSFGAR.S Dimethyl:2H(4): 1

4867 true 1384 1046.6257 1045.6185 1 -0.12 323.19 30.67
38.1 
(M:38.1) 2 1 0 R.LHPFHVIR.I Dimethyl: 1

4868 true 1384 1171.5924 1170.5971 1 -10.21 400.16 32
26.8 
(M:26.8) 2 1 0 K.ATEGSAFFPGR.C Dimethyl:2H(4): 1

4869 true 1385 895.5678 894.5651 1 -5.14 528.43 32.17
19.5 
(M:19.5) 1 1 0 R.QILPQIR.L Dimethyl: 1

4870 false 1385 1143.6517 1142.6699 1 -22.35 313 30.67
16.3 
(M:16.3) 1 9 1 K.VEPFGVPSKK.V Dimethyl: 9, 10

4871 false 1385 1143.6517 1142.671 1 -23.24 398.79 30.67
21.9 
(M:21.9) 2 4 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1

4872 true 1385 1143.6517 1142.623 1 18.68 439.48 30.67
54.1 
(M:54.1) 1 1 0 K.AGIICQLNAR.T Carbamidomethyl: 5; Dimethyl: 1



4873 false 1385 1143.6517 1142.671 1 -23.24 398.79 30.67
21.9 
(M:21.9) 2 4 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1

4874 true 1385 1250.6672 1249.6303 1 23.68 95.9 28.5
46.7 
(M:46.7) 1 1 0 K.AYAVLSDAEQR.A Dimethyl: 1

4875 true 1385 1281.6801 1280.6815 1 -6.81 279.15 30.33
76.5 
(M:76.5) 2 1 0 K.HYGITSYGVPR.S Dimethyl:2H(4): 1

4876 false 1386 849.507 848.512 1 -14.41 344.49 28.33
25.3 
(M:25.3) 1 66.67 3 1 R.KIIYER.A Dimethyl: 1

4877 false 1386 849.507 848.512 1 -14.41 468.13 28.33
22.6 
(M:22.6) 1 62.51 5 1 R.VAAYNKK.K Dimethyl: 1, 7

4878 false 1386 849.507 848.512 1 -14.41 392.05 28.33
25.1 
(M:25.1) 1 4 1 K.RLYELK.S Dimethyl: 6

4879 true 1386 1093.5429 1092.5502 1 -13.27 246.43 27.17
35.0 
(M:35.0) 1 1 0 K.NFGDQPDIR.C Dimethyl:2H(4): 1



4880 true 1386 1209.7714 1208.7543 1 8.1 154.73 30.5
39.5 
(M:39.5) 2 1 0 R.TVLLITHQPR.M Dimethyl:2H(4): 1

4881 true 1386 1491.7787 1490.7704 1 0.69 192.46 32.5
19.3 
(M:19.3) 1 1 1 R.MVNHFVEEFKR.K Dimethyl: 1, 10

4882 true 1386 1701.848 1700.8276 1 7.71 217.51 29.5
69.4 
(M:69.4) 1 1 0 R.HLCVCPINDSEAVR.E

Carbamidomethyl: 3, 5; 
Dimethyl:2H(4): 1

4883 true 1387 1204.6849 1203.6583 1 16.01 155.98 32
25.1 
(M:25.1) 2 1 0 R.GVEICIATPGR.L

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

4884 true 1387 1204.6849 1203.6583 1 16.01 155.98 32
25.1 
(M:25.1) 2 1 0 R.GVEICIATPGR.L

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

4885 true 1387 1499.8299 1498.8206 1 1.36 224.93 32.33
64.7 
(M:64.7) 1 1 1 R.MVNHFVEEFKR.K Dimethyl:2H(4): 1, 10

4886 false 1388 857.4186 856.3972 1 16.45 184.88 28.17
16.6 
(M:16.6) 1 6 0 R.AMEAMEK.L Dimethyl:2H(4): 1; Oxidation: 5



4887 false 1388 1305.7772 1304.7602 1 7.47 182.62 27.5
15.1 
(M:15.1) 1 3 1 K.SSVEAERLVAGK.L Dimethyl:2H(4): 1; Dimethyl: 12

4888 true 1389 1297.6636 1296.6575 1 -0.92 289.23 32
50.4 
(M:50.4) 1 1 0 R.HTDNTVQWLR.A Dimethyl: 1

4889 true 1389 1321.7986 1320.7853 1 4.56 146.82 27.67
66.6 
(M:66.6) 1 1 1 K.KEEELQAALAR.V Dimethyl:2H(4): 1, 1

4890 true 1389 1321.7986 1320.7853 1 4.56 146.82 27.67
66.6 
(M:66.6) 1 1 1 K.KEEELQAALAR.G Dimethyl:2H(4): 1, 1

4891 true 1389 1800.0346 1799.0379 1 -5.89 272.73 30.17
31.8 
(M:31.8) 1 1 1 R.LPRPPPPEMPESLKK.K Dimethyl: 1, 14, 15

4892 true 1390 1778.0131 1777.0098 1 -2.24 244.19 32.33
34.8 
(M:34.8) 1 1 1 R.SKVDEAVAVLQAHQAK.E Dimethyl: 1, 2, 16

4893 true 1390 1812.1158 1811.1132 1 -2.6 299.5 30.17
21.2 
(M:21.2) 1 1 1 R.LPRPPPPEMPESLKK.K Dimethyl:2H(4): 1, 14, 15



4894 true 1391 916.5051 915.4752 1 24.69 141.55 28.33
62.5 
(M:62.5) 1 1 0 R.FGDGGYIR.M Dimethyl:2H(4): 1

4895 true 1391 1441.7418 1440.7299 1 3.16 269.46 27.67
41.6 
(M:41.6) 1 1 0 K.LPDGHEVEFPNR.H Dimethyl:2H(4): 1

4896 true 1391 1951.0279 1949.9919 1 14.74 85.2 28.5
38.1 
(M:38.1) 1 1 0 K.HLQAEQANSEATINQLR.A Dimethyl: 1

4897 true 1392 1461.7444 1460.7293 1 5.32 236.94 27.67
26.5 
(M:26.5) 1 1 1 R.IRELEETMAGER.D Dimethyl: 1

4898 true 1392 1813.0117 1812.0006 1 2.11 215.53 32.5
34.5 
(M:34.5) 1 1 0 R.QEGPPHEVLRPGSLLR.D Dimethyl: 1

4899 true 1392 1955.063 1954.017 1 19.8 108.83 28.5
59.5 
(M:59.5) 1 1 0 K.HLQAEQANSEATINQLR.A Dimethyl:2H(4): 1

4900 true 1392 2170.9671 2169.9684 1 -3.93 240.32 30.17
43.0 
(M:43.0) 1 1 0 R.SHTGERPFQCSLCSYASR.D Carbamidomethyl: 10, 13; Dimethyl: 1



4901 true 1393 761.4829 760.4847 1 -11.96 377.87 30.5
37.6 
(M:37.6) 2 1 0 K.QAFVLK.E Dimethyl: 1, 6

4902 true 1393 1434.6556 1433.6544 1 -4.24 352.17 32
27.9 
(M:27.9) 1 1 0 K.HIMGQNVADYMR.Y

4903 true 1393 1817.0366 1816.0257 1 1.98 228.43 32.5
55.8 
(M:55.8) 1 1 0 R.QEGPPHEVLRPGSLLR.D Dimethyl:2H(4): 1

4904 true 1394 1071.6624 1070.6336 1 20.12 308.8 28.17
58.9 
(M:58.9) 1 1 0 K.LVLVGDGGTGK.T Dimethyl: 1, 11

4905 true 1394 1229.6207 1228.6237 1 -8.41 62.27 27.17
16.0 
(M:16.0) 1 1 0 K.DTITDTQTFR.S Dimethyl:2H(4): 1

4906 true 1394 1462.6949 1461.6857 1 1.32 387.46 32
25.2 
(M:25.2) 2 1 0 K.HIMGQNVADYMR.Y Dimethyl: 1

4907 true 1394 1497.7311 1496.7181 1 3.86 126.71 27.5
17.7 
(M:17.7) 1 1 1 K.NMYEEEIKETR.R Dimethyl: 1, 8



4908 true 1394 1885.9839 1884.9669 1 5.16 343.88 33
36.4 
(M:36.4) 1 1 0 K.FICHVVGITYQHIDR.W Carbamidomethyl: 3; Dimethyl: 1

4909 true 1395 1318.7406 1317.7343 1 -0.74 315.42 31.67
38.6 
(M:38.6) 1 1 0 R.LNIIATDHAYR.R Dimethyl:2H(4): 1

4910 true 1395 1482.7181 1481.7057 1 3.43 396.95 32
28.1 
(M:28.1) 1 82.55 1 0 K.HIMGQNVADYMR.Y Dimethyl:2H(4): 1; Oxidation: 3

4911 true 1395 1522.7728 1521.7497 1 10.37 126.31 27.5
58.2 
(M:58.2) 1 1 1 K.KDYEEIGPSICR.H Carbamidomethyl: 11; Dimethyl: 1, 1

4912 false 1395 1547.8746 1546.8467 1 13.3 185.64 30.67
30.5 
(M:30.5) 1 2 1 R.FSNISAGKAVADAIR.T Dimethyl: 1

4913 true 1395 1547.8746 1546.8719 1 -2.95 164.03 30.67
51.3 
(M:51.3) 1 1 1 K.YGQISEVVVVKDR.E Dimethyl: 1, 11

4914 true 1396 977.5793 976.5833 1 -11.58 253.87 30.5
24.0 
(M:24.0) 1 1 0 K.QFSQYIK.N Dimethyl:2H(4): 1, 7



4915 false 1396 1332.7574 1331.7595 1 -7.04 287.73 31.67
15.6 
(M:15.6) 1 9 1 R.SVVTTARMQVLK.R

4916 true 1396 1498.7485 1497.7514 1 -6.82 233.98 32
49.2 
(M:49.2) 1 1 0 K.NISHDVFGTTYGR.I Dimethyl:2H(4): 1

4917 true 1396 1596.8399 1595.818 1 9.14 262.57 30.67
22.7 
(M:22.7) 1 1 0 K.ITGHFYACQLAQR.K

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

4918 true 1396 1975.9898 1974.9799 1 1.31 99.86 32.33
32.8 
(M:32.8) 1 1 0 K.YSTPTYAGGQTEGPLHLR.E Dimethyl: 1

4919 true 1396 2160.1059 2159.0657 1 15.2 252.08 28.5
53.0 
(M:53.0) 2 1 1 K.TIHFVEGGDAGNREDQINR.L Dimethyl:2H(4): 1

4920 true 1397 712.4097 711.4006 1 2.55 212.38 32.83
21.1 
(M:21.1) 1 1 0 R.NFFPR.R Dimethyl:2H(4): 1

4921 true 1397 1188.6443 1187.651 1 -11.79 167.31 28.17
20.0 
(M:20.0) 1 1 0 K.SLLVTELGSNR.D



4922 true 1397 1522.7524 1521.7404 1 3.13 244.31 32
35.5 
(M:35.5) 1 1 0 K.AGEAINQPMMMAAR.Q Dimethyl:2H(4): 1

4923 true 1397 1980.0123 1979.005 1 -0.04 193.32 32.33
42.1 
(M:42.1) 1 1 0 K.YSTPTYAGGQTEGPLHLR.E Dimethyl:2H(4): 1

4924 true 1398 1255.7767 1254.766 1 2.72 194.09 34
36.7 
(M:36.7) 1 1 1 R.NLLQVDLTKR.Y Dimethyl: 1, 9

4925 true 1398 1369.6674 1368.6572 1 2.14 264.52 27.17
34.9 
(M:34.9) 1 1 0 K.DNNQFASASLDR.T Dimethyl:2H(4): 1

4926 true 1398 1515.8366 1514.8392 1 -6.47 242.31 31.5
58.9 
(M:58.9) 1 1 0 K.LLHTLEGHAMPIR.S Dimethyl: 1

4927 true 1398 1623.9745 1622.9418 1 15.67 317.11 30.5
29.3 
(M:29.3) 2 1 0 R.HHCPSTPIILVGTK.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 14

4928 true 1398 1643.9185 1642.9116 1 -0.27 258.89 32
26.9 
(M:26.9) 2 1 0 R.LPRPPPPEMPESLK.K Dimethyl: 1, 14



4929 true 1398 2205.0924 2204.0651 1 9.1 323.27 32.33
63.6 
(M:63.6) 1 1 0 K.QFIPDTQHLYPSSSHYTR.N Dimethyl: 1

4930 true 1399 1393.6554 1392.6521 1 -2.88 231.51 27.17
33.5 
(M:33.5) 1 1 0 K.EEAQAEIEQYR.L Dimethyl: 1

4931 true 1399 1519.862 1518.8643 1 -6.27 295.16 31.5
50.0 
(M:50.0) 1 1 0 K.LLHTLEGHAMPIR.S Dimethyl:2H(4): 1

4932 false 1399 1861.965 1860.9867 1 -15.55 141.75 30.5
18.4 
(M:18.4) 1 3 1 K.LLTNTEGASEENIKMK.F Dimethyl: 1, 14, 16

4933 true 1399 1950.9049 1949.9059 1 -4.27 142.13 30.67
67.4 
(M:67.4) 1 1 0 K.TPCSVLIGEACNPNACR.A

Carbamidomethyl: 3, 11, 16; 
Dimethyl:2H(4): 1

4934 true 1400 1259.6543 1258.6306 1 13.06 228.96 28.33
95.6 
(M:95.6) 1 1 0 R.SLGTADVHFER.K Dimethyl: 1

4935 true 1400 1268.8006 1267.7904 1 2.34 204.53 34
49.7 
(M:49.7) 1 1 0 K.NLFVPKPEIK.H Dimethyl: 1, 6, 10



4936 false 1400 1268.8006 1267.7864 1 5.51 163.04 34
22.1 
(M:22.1) 1 3 1 R.LAITSKDPVLR.A Dimethyl: 1, 6

4937 true 1400 1875.9696 1874.9594 1 1.57 318.52 30.67
98.9 
(M:98.9) 3 1 0 K.IVSNASCTTNCLAPLAK.V

Carbamidomethyl: 7, 11; Dimethyl: 1, 
17

4938 true 1401 716.4047 715.3865 1 15.28 137.34 30.67
16.1 
(M:16.1) 1 1 0 K.LEAEVR.K

4939 false 1401 1099.6229 1098.6397 1 -21.92 285.14 30.5
17.4 
(M:17.4) 1 2 1 K.GDVKPQAKTK.L Dimethyl: 10

4940 true 1401 1263.6789 1262.6557 1 12.58 196.39 28.33
63.9 
(M:63.9) 1 1 0 R.SLGTADVHFER.K Dimethyl:2H(4): 1

4941 true 1401 1280.8816 1279.8657 1 6.68 170.08 34
41.3 
(M:41.3) 1 1 0 K.NLFVPKPEIK.H Dimethyl:2H(4): 1, 6, 10

4942 true 1401 1884.0186 1883.0096 1 0.88 327.45 30.67
71.3 
(M:71.3) 2 1 0 K.IVSNASCTTNCLAPLAK.V

Carbamidomethyl: 7, 11; 
Dimethyl:2H(4): 1, 17



4943 false 1402 828.4963 827.4753 1 16.58 801.98 30.67
17.1 
(M:17.1) 1 6 0 R.LAEAPTAK.V Dimethyl: 8

4944 false 1403 832.4986 831.5116 1 -24.33 341.11 30.67
16.7 
(M:16.7) 1 6 0 R.GLQDVLR.T Dimethyl:2H(4): 1

4945 true 1403 1350.7808 1349.7605 1 9.6 322.92 28.17
61.9 
(M:61.9) 1 1 0 K.IDSVLEGHPVPR.Q Dimethyl:2H(4): 1

4946 true 1403 1791.8476 1790.8224 1 10 138.01 27.5
48.8 
(M:48.8) 1 1 0 K.IFNDHSATPEDFQSR.S Dimethyl: 1

4947 true 1403 2058.0265 2057.0119 1 3.55 262.9 32.17
56.2 
(M:56.2) 1 1 1 R.KEPFFHGHDNYDQLVR.I Dimethyl: 1, 1

4948 true 1404 2066.0786 2065.0621 1 4.47 270.37 32.17
49.3 
(M:49.3) 1 1 1 R.KEPFFHGHDNYDQLVR.I Dimethyl:2H(4): 1, 1

4949 true 1406 1277.6474 1276.6564 1 -12.74 257.02 30.33
33.0 
(M:33.0) 1 1 0 K.HYGITSYGVPR.S Dimethyl: 1



4950 true 1406 1409.7428 1408.7105 1 17.77 317.71 28.17
48.5 
(M:48.5) 1 1 0 R.MLVIEQCQNSR.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

4951 true 1406 1579.8294 1578.8048 1 10.98 198.43 32.67
17.9 
(M:17.9) 1 1 0 K.HIDTSAMMDLLLR.L Dimethyl:2H(4): 1; Oxidation: 7, 8

4952 true 1406 1838.9978 1837.9785 1 6.5 114.5 27.67
32.4 
(M:32.4) 1 1 1 R.EREVGIPPEQSLETAK.A Dimethyl: 1, 16

4953 false 1407 992.5333 991.5273 1 -1.33 203.53 32.33
16.0 
(M:16.0) 1 3 0 K.FGNICVVR.L Carbamidomethyl: 5; Dimethyl: 1

4954 true 1407 992.5333 991.5273 1 -1.33 170.57 32.33
18.6 
(M:18.6) 1 1 0 K.FNAILCAR.S Carbamidomethyl: 6; Dimethyl: 1

4955 false 1407 992.5333 991.5236 1 2.39 206.74 32.33
15.9 
(M:15.9) 1 53.05 4 1 K.DPKSETGAR.V Dimethyl:2H(4): 3

4956 true 1407 1314.7507 1313.7456 1 -1.62 316.84 30.5
70.6 
(M:70.6) 2 1 1 R.FPGQLNADLRK.L Dimethyl: 1, 11



4957 true 1407 1314.7507 1313.7456 1 -1.62 316.84 30.5
70.6 
(M:70.6) 2 1 1 R.FPGQLNADLRK.L Dimethyl: 1, 11

4958 true 1407 1314.7507 1313.7456 1 -1.62 316.84 30.5
70.6 
(M:70.6) 2 1 1 R.FPGQLNADLRK.L Dimethyl: 1, 11

4959 true 1407 1314.7507 1313.7456 1 -1.62 316.84 30.5
70.6 
(M:70.6) 2 1 1 R.FPGQLNADLRK.L Dimethyl: 1, 11

4960 true 1407 1592.8363 1591.8219 1 4.45 257.78 32.5
72.1 
(M:72.1) 1 1 0 K.HAFSLHQLQNDVR.I Dimethyl: 1

4961 true 1407 2016.056 2015.0527 1 -1.96 261.98 31.5
58.2 
(M:58.2) 1 1 0 R.TVAPTGHLYTVEFHQQR.A Dimethyl:2H(4): 1

4962 true 1407 2630.266 2629.2296 1 11.07 202.44 28.67
77.2 
(M:77.2) 1 1 1

K.AIAHYEQAADYYKGEESNSSA
NK.C Dimethyl: 1, 13, 23

4963 true 1407 2744.3286 2743.3063 1 5.48 252.56 32
25.9 
(M:25.9) 1 1 1

K.NNRQPYAVSELAGHQTSAES
WGTGR.A Dimethyl: 1



4964 false 1408 748.4442 747.4429 1 -7.87 -1 32.17
18.9 
(M:18.9) 1 2 0 K.LNLDNK.D Dimethyl:2H(4): 1

4965 false 1408 902.5682 901.5759 1 -16.6 159.33 30.67
21.1 
(M:21.1) 2 6 1 R.VVRNNLR.V Dimethyl:2H(4): 1

4966 false 1408 902.5682 901.5759 1 -16.6 180.08 30.67
21.8 
(M:21.8) 2 5 1 K.LQQRLGR.E Dimethyl:2H(4): 1

4967 true 1408 1476.8024 1475.7704 1 16.72 391.84 28.17
55.0 
(M:55.0) 1 1 0 K.QLTCNEPILSNR.S

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

4968 true 1408 1596.8603 1595.847 1 3.75 278.89 32.5
57.6 
(M:57.6) 1 1 0 K.HAFSLHQLQNDVR.I Dimethyl:2H(4): 1

4969 true 1408 2042.8694 2041.8588 1 1.61 135.73 27.67
107.9 
(M:107.9) 2 1 0 R.GGQAYCEEDYHQAFSPR.C Carbamidomethyl: 6; Dimethyl: 1

4970 true 1408 2103.9804 2102.9666 1 3.11 263.43 31.5
44.3 
(M:44.3) 1 1 0 K.IIMSNPPSQGDYHGCPFR.H Carbamidomethyl: 15; Dimethyl: 1



4971 true 1409 752.4639 751.453 1 4.75 336.53 32.17
23.8 
(M:23.8) 2 1 0 R.IFDLGR.K Dimethyl:2H(4): 1

4972 true 1409 1330.7672 1329.7656 1 -4.27 194.01 30.83
51.4 
(M:51.4) 2 1 0 K.EDLYLKPIQR.T Dimethyl: 1, 6

4973 true 1409 1546.7769 1545.7722 1 -1.68 250.58 30.5
43.3 
(M:43.3) 2 1 0 R.HSSLAGCQIINYR.T Carbamidomethyl: 7; Dimethyl: 1

4974 true 1409 2046.8921 2045.8839 1 0.43 129.3 27.67
90.0 
(M:90.0) 2 1 0 R.GGQAYCEEDYHQAFSPR.C

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

4975 true 1409 2107.9896 2106.9917 1 -4.45 316.4 31.5
39.7 
(M:39.7) 1 1 0 K.IIMSNPPSQGDYHGCPFR.H

Carbamidomethyl: 15; Dimethyl:2H(4): 
1

4976 true 1410 1050.6502 1049.6436 1 -0.66 338.6 30.67
63.2 
(M:63.2) 1 1 0 R.LHPFHVIR.I Dimethyl:2H(4): 1

4977 true 1410 1102.5366 1101.5277 1 1.45 325.58 32.33
28.5 
(M:28.5) 1 1 0 K.YAGLSTCFR.Q Carbamidomethyl: 7; Dimethyl: 1



4978 true 1410 1338.8259 1337.8159 1 2.04 210.36 30.83
54.1 
(M:54.1) 2 1 0 K.EDLYLKPIQR.T Dimethyl:2H(4): 1, 6

4979 true 1410 1550.793 1549.7973 1 -7.49 278.32 30.33
36.3 
(M:36.3) 2 1 0 R.HSSLAGCQIINYR.T

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

4980 true 1410 1621.8637 1620.8334 1 14.17 272.46 32.67
39.0 
(M:39.0) 1 1 1 K.DKADFCIIHYAGK.V

Carbamidomethyl: 6; Dimethyl: 1, 2, 
13

4981 true 1410 1621.8637 1620.8334 1 14.17 272.46 32.67
39.0 
(M:39.0) 1 1 1 K.DKADFCIIHYAGK.V

Carbamidomethyl: 6; Dimethyl: 1, 2, 
13

4982 false 1410 2142.0497 2141.06 1 -8.24 229.93 27.5
16.5 
(M:16.5) 1 3 1 R.QQLQESIKSGEQLEPEDR.A Dimethyl: 1

4983 true 1410 2162.1128 2161.1168 1 -5.22 384.59 31.5
37.2 
(M:37.2) 1 1 1 K.AQQNNVEHKVETFSGVYK.K Dimethyl: 1, 9, 18

4984 true 1411 779.4092 778.416 1 -18.01 319.44 34.33
26.8 
(M:26.8) 2 1 0 R.VFNIMR.E



4985 false 1411 779.4092 778.3861 1 20.3 473.25 34.33
17.2 
(M:17.2) 1 4 0 K.NFEGEK.V Dimethyl: 1, 6

4986 false 1411 787.5049 786.4789 1 23.76 315.87 28.67
22.2 
(M:22.2) 1 3 1 R.DPKDPK.S Dimethyl:2H(4): 3; Dimethyl: 1, 6

4987 false 1411 948.5533 947.5692 1 -24.35 174.77 32.33
21.6 
(M:21.6) 1 2 0 K.LAIDYGIK.F Dimethyl: 1, 8

4988 true 1411 948.5533 947.559 1 -13.58 156.31 32.33
27.5 
(M:27.5) 1 1 0 K.ILGESEIR.D Dimethyl:2H(4): 1

4989 true 1411 1065.5828 1064.5767 1 -1.09 363.5 30.83
32.9 
(M:32.9) 2 1 1 K.IAFRDPYR.F Dimethyl: 1

4990 true 1411 1106.564 1105.5528 1 3.48 316.55 32.33
20.0 
(M:20.0) 1 1 0 K.YAGLSTCFR.Q

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

4991 true 1411 1507.8525 1506.8154 1 19.73 211.04 28.17
29.6 
(M:29.6) 2 1 0 K.QTEVLLQPNPNAR.I Dimethyl: 1



4992 true 1411 1730.9054 1729.89 1 4.68 231.98 32.5
42.1 
(M:42.1) 1 1 0 R.HDGYGSHGPLLPLPSR.Y Dimethyl: 1

4993 true 1411 1886.8714 1885.8806 1 -8.75 179.95 27.33
50.5 
(M:50.5) 1 1 0 K.FELQHGTEEQQEEVR.K Dimethyl: 1

4994 true 1411 2194.1172 2193.1079 1 0.9 290.83 31.5
58.8 
(M:58.8) 1 1 0 R.HYTAAIALDAHNHVLYSNR.S Dimethyl: 1

4995 false 1412 858.5095 857.4971 1 6.06 426.09 28.67
20.3 
(M:20.3) 1 2 0 R.NESLLVR.L Dimethyl: 1

4996 true 1412 1139.6672 1138.675 1 -13.25 348.72 32.83
27.1 
(M:27.1) 1 1 1 K.KYVIYIER.V Dimethyl: 1, 1

4997 true 1413 1106.7094 1105.6947 1 6.77 303.74 32.17
40.1 
(M:40.1) 1 1 0 R.AEVNGLAALGK.Y Dimethyl:2H(4): 1, 11

4998 true 1413 1531.8765 1530.8406 1 18.69 203.9 28.33
50.5 
(M:50.5) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl: 1, 12



4999 true 1413 1531.8765 1530.8406 1 18.69 203.9 28.33
50.5 
(M:50.5) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl: 1, 12

5000 true 1413 1976.9748 1975.9851 1 -8.89 103.72 27.17
26.1 
(M:26.1) 1 1 1 K.GQPVDYDGSRTEDAIVAK.V Dimethyl: 1, 18

5001 true 1414 1127.6954 1126.6838 1 3.87 377.83 32.17
60.7 
(M:60.7) 1 1 0 K.GVQYLNEIK.D Dimethyl:2H(4): 1, 9

5002 true 1414 1147.7126 1146.7252 1 -17.35 330.1 32.83
25.9 
(M:25.9) 1 1 1 K.KYVIYIER.V Dimethyl:2H(4): 1, 1

5003 true 1414 1539.9258 1538.8908 1 18.01 192.88 28.33
58.8 
(M:58.8) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl:2H(4): 1, 12

5004 false 1414 1539.9258 1538.8829 1 23.12 183.67 28.33
17.5 
(M:17.5) 1 2 1 K.MELQEIQLKEAK.H Dimethyl:2H(4): 1, 12; Oxidation: 1

5005 false 1414 1539.9258 1538.8829 1 23.12 183.67 28.33
17.5 
(M:17.5) 1 2 1 K.MEIQEIQLKEAK.H Dimethyl:2H(4): 1, 12; Oxidation: 1



5006 true 1414 1539.9258 1538.8908 1 18.01 192.88 28.33
58.8 
(M:58.8) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl:2H(4): 1, 12

5007 true 1414 1576.756 1575.7583 1 -6.06 308.46 30.67
43.5 
(M:43.5) 1 1 0 K.YNQATPTFHQWR.D Dimethyl: 1

5008 true 1415 1255.6855 1254.6721 1 4.87 263.77 32.17
21.9 
(M:21.9) 2 1 1 K.DSKVPPPPPGHK.W

5009 true 1415 2049.989 2048.9953 1 -6.59 109.52 27.33
140.1 
(M:140.1) 1 1 0

R.VQPVDGGQTEDVYEPATGR.
V Dimethyl:2H(4): 1

5010 true 1416 1147.6648 1146.6481 1 8.19 420.9 30.67
26.5 
(M:26.5) 1 1 0 K.AGIICQLNAR.T

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

5011 true 1416 1629.839 1628.8345 1 -1.67 181.53 31.83
107.1 
(M:107.1) 4 1 0 K.VALVYGQMNEPPGAR.A Dimethyl: 1

5012 true 1417 1605.8417 1604.7981 1 22.65 276.58 28.33
48.8 
(M:48.8) 1 1 0 R.DDNGKPYVLNCVR.K Carbamidomethyl: 11; Dimethyl: 1, 5



5013 false 1418 1161.6384 1160.6587 1 -23.8 371.45 30.67
15.2 
(M:15.2) 1 6 1 K.QRMTIEALK.R Oxidation: 3; Dimethyl: 1, 9

5014 false 1418 1161.6384 1160.6302 1 0.75 429.34 30.67
23.4 
(M:23.4) 2 2 0 R.FGVQLQATNR.E Dimethyl: 1

5015 true 1418 1222.7273 1221.7234 1 -2.7 212.56 31.83
74.2 
(M:74.2) 6 1 0 R.NLPLPPPPPPR.G Dimethyl: 1

5016 true 1418 1613.8826 1612.8483 1 16.76 264.35 28.33
58.5 
(M:58.5) 1 1 0 R.DDNGKPYVLNCVR.K

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 5

5017 true 1418 2336.1888 2335.1709 1 4.56 205.11 32.67
72.4 
(M:72.4) 1 1 0

K.NVIIWGNHSSTQYPDVNHAK.
V Dimethyl: 1, 20

5018 false 1419 835.4311 834.4123 1 13.77 526.02 27.83
17.1 
(M:17.1) 1 7 0 K.EQDYPK.A Dimethyl: 1, 6

5019 true 1419 835.4311 834.4236 1 0.32 414.79 27.83
37.4 
(M:37.4) 1 1 0 K.ELEFGGR.F Dimethyl: 1



5020 true 1419 1216.597 1215.5856 1 3.37 81.72 28.83
39.9 
(M:39.9) 1 1 0 R.NSLSYDCIGR.L

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

5021 true 1419 1877.8521 1876.856 1 -5.95 236.13 29.33
122.1 
(M:122.1) 1 1 0 K.QSIAIDDCTFHQCVR.L Carbamidomethyl: 8, 13; Dimethyl: 1

5022 true 1419 2438.2962 2437.2965 1 -3.11 190.35 32.5
73.5 
(M:73.5) 1 1 0

R.LEAHKPQQIPIDSTVSFGASTR.
A Dimethyl: 1, 5

5023 true 1420 799.4492 798.4388 1 3.88 520.85 32.67
37.1 
(M:37.1) 1 1 0 R.LALHNFG.- Dimethyl: 1

5024 true 1420 839.4535 838.4487 1 -2.91 295.74 27.67
23.1 
(M:23.1) 1 1 0 K.ELEFGGR.F Dimethyl:2H(4): 1

5025 false 1420 839.4535 838.4269 1 23.03 454.27 27.67
17.6 
(M:17.6) 1 7 1 K.QCTDKR.I

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

5026 true 1420 1038.5119 1037.515 1 -10.05 227.69 34.33
18.9 
(M:18.9) 2 1 0 R.CMVQFIGR.E Carbamidomethyl: 1; Dimethyl: 1



5027 true 1420 1520.8865 1519.8773 1 1.31 296.25 32.33
75.9 
(M:75.9) 1 1 0 R.HEVLPANLIQAQR.D Dimethyl:2H(4): 1

5028 false 1420 1520.8865 1519.8762 1 1.98 299.08 32.33
16.4 
(M:16.4) 1 3 1 K.LQGWPPVKLPETK.K Dimethyl: 13

5029 true 1420 1881.8833 1880.8811 1 -2.73 269.51 29.33
82.8 
(M:82.8) 1 1 0 K.QSIAIDDCTFHQCVR.L

Carbamidomethyl: 8, 13; 
Dimethyl:2H(4): 1

5030 true 1421 803.4756 802.4639 1 5.41 453.67 32.67
27.2 
(M:27.2) 1 1 0 R.LALHNFG.- Dimethyl:2H(4): 1

5031 true 1421 858.4497 857.4494 1 -8.13 293.93 27.33
24.1 
(M:24.1) 1 1 1 K.EEKAEPK.G Dimethyl: 7

5032 true 1421 969.5275 968.5331 1 -13.25 181.6 30.5
20.8 
(M:20.8) 1 1 0 K.QFSQYIK.N Dimethyl: 1, 7

5033 true 1421 1042.5627 1041.572 1 -15.85 192.08 34.5
18.8 
(M:18.8) 2 1 0 K.NNIIQAWR.Q Dimethyl: 1



5034 true 1421 1563.7956 1562.7841 1 2.68 265.54 32.33
43.1 
(M:43.1) 1 1 0 R.HNYGVVESFTVQR.S Dimethyl: 1

5035 true 1422 905.4955 904.48 1 9 109.36 27.83
18.0 
(M:18.0) 1 1 1 K.DQMLKAR.I Oxidation: 3; Dimethyl: 1

5036 true 1422 1071.5139 1070.5219 1 -14.29 242.71 34.17
28.7 
(M:28.7) 1 1 0 R.NVFSFCNK.H Carbamidomethyl: 6; Dimethyl: 1, 8

5037 true 1422 1211.6579 1210.6492 1 1.17 189.94 33.33
48.8 
(M:48.8) 1 1 0 R.SLHDALCVIR.N Carbamidomethyl: 7; Dimethyl: 1

5038 true 1422 1211.6579 1210.6492 1 1.17 189.94 33.33
48.8 
(M:48.8) 1 1 0 R.SIHDALCVIR.C Carbamidomethyl: 7; Dimethyl: 1

5039 true 1422 1410.8151 1409.7991 1 6.21 228.79 28.67
19.4 
(M:19.4) 2 1 1 R.GLQDVLRTNLGPK.G

5040 false 1423 966.5466 965.5256 1 14.18 254.75 27.5
15.3 
(M:15.3) 1 2 0 K.ILMEFNK.M Oxidation: 3; Dimethyl: 1, 7



5041 true 1423 1215.6831 1214.6743 1 1.23 208.56 33.33
60.9 
(M:60.9) 1 1 0 R.SLHDALCVIR.N

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

5042 true 1423 1215.6831 1214.6743 1 1.23 208.56 33.33
60.9 
(M:60.9) 1 1 0 R.SIHDALCVIR.C

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

5043 true 1423 1938.0248 1937.0131 1 2.27 167.06 30.67
24.9 
(M:24.9) 1 1 0 K.MQRPPPVPNPDYEPIR.K Dimethyl:2H(4): 1

5044 false 1424 1322.7258 1321.7242 1 -4.24 287.07 32.83
20.3 
(M:20.3) 1 2 0 K.EAAIVDPVQPQK.V Dimethyl: 1

5045 true 1424 1322.7258 1321.7176 1 0.7 222.53 32.83
36.6 
(M:36.6) 1 1 0 R.MVIPGGIDVHTR.F Dimethyl: 1

5046 true 1424 1946.9532 1945.9658 1 -10.2 138.29 31.67
106.4 
(M:106.4) 1 1 0 R.HEMPPHIYAITDTAYR.S Dimethyl:2H(4): 1

5047 false 1426 707.421 706.4098 1 5.55 211.09 28.33
23.3 
(M:23.3) 1 7 0 R.GGCIIR.S

Carbamidomethyl: 3; Dimethyl:2H(4): 
1



5048 false 1426 707.421 706.4014 1 17.44 208.86 28.33
26.4 
(M:26.4) 1 3 0 R.LDYLR.A Dimethyl: 1

5049 false 1426 707.421 706.4088 1 6.99 173.83 28.33
26.4 
(M:26.4) 1 3 0 -.MPYIK.K Dimethyl: 1, 5

5050 false 1426 1056.6098 1055.5975 1 4.72 144.5 27.83
21.1 
(M:21.1) 1 3 0 R.VVVLEGGEVR.Q

5051 true 1426 1065.5392 1064.5138 1 16.93 167 27.33
40.6 
(M:40.6) 1 1 0 K.ENVYDELR.Q Dimethyl: 1

5052 false 1426 1065.5392 1064.5474 1 -14.57 167.66 27.33
33.9 
(M:33.9) 1 2 0 K.MLQEDELR.D Dimethyl:2H(4): 1

5053 false 1426 1680.8918 1679.8705 1 8.33 225.4 32.17
19.5 
(M:19.5) 1 5 0 R.YAPTEVGLHEMHIK.Y Dimethyl: 1, 14

5054 true 1426 1680.8918 1679.8569 1 16.41 344.37 32.17
58.2 
(M:58.2) 1 60.11 1 1 K.KHPDSSVNFAEFSR.K Dimethyl:2H(4): 1; Dimethyl: 1



5055 false 1426 1680.8918 1679.8821 1 1.45 309.32 32.17
30.7 
(M:30.7) 1 58.49 3 1 K.KHPDASVNFSEFSK.K Dimethyl:2H(4): 1; Dimethyl: 1, 14

5056 false 1427 1060.6312 1059.6474 1 -22.14 133.05 27.83
16.3 
(M:16.3) 1 7 1 R.LKGMSLLVR.A Oxidation: 4; Dimethyl: 1

5057 false 1427 1060.6312 1059.6111 1 12.16 186.24 27.83
16.7 
(M:16.7) 1 5 1 K.IRMLDGTVK.T Dimethyl: 9

5058 true 1427 1534.8064 1533.7827 1 10.67 126.57 28.83
31.4 
(M:31.4) 1 1 1 K.FYEEVHELERK.Y Dimethyl: 1, 11

5059 true 1427 1808.8897 1807.8676 1 8.2 245.07 32.17
45.5 
(M:45.5) 1 1 0 K.YQHLITNSFVECNR.L Carbamidomethyl: 12; Dimethyl: 1

5060 false 1428 843.5007 842.4974 1 -4.66 612.78 31.17
19.0 
(M:19.0) 1 3 1 R.LERELR.E Dimethyl: 1

5061 false 1428 843.5007 842.4974 1 -4.66 612.78 31.17
19.0 
(M:19.0) 1 3 1 K.LEERLR.V Dimethyl: 1



5062 false 1428 843.5007 842.4874 1 7.24 -1 31.17
19.0 
(M:19.0) 1 5 1 -.MFEIKK.I Dimethyl:2H(4): 6; Oxidation: 1

5063 true 1428 1371.7523 1370.7769 1 -23.26 190.3 34.17
18.9 
(M:18.9) 2 1 1 R.NILQEGKEAITK.R Dimethyl: 1

5064 true 1428 1482.7397 1481.7297 1 1.86 330.59 30.83
54.2 
(M:54.2) 2 1 0 K.AGAGSATLSMAYAGAR.F Dimethyl: 1

5065 true 1428 1812.9154 1811.8927 1 8.53 312.13 32.17
23.4 
(M:23.4) 1 1 0 K.YQHLITNSFVECNR.L

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

5066 false 1429 902.5288 901.5055 1 17.75 98.05 28.33
16.7 
(M:16.7) 1 4 0 R.ENILVMR.L Dimethyl: 1

5067 true 1429 902.5288 901.5022 1 21.48 98.78 28.33
35.5 
(M:35.5) 1 1 0 K.EAGVFVPR.S Dimethyl: 1

5068 true 1429 1147.6092 1146.6183 1 -14.2 283.76 28.67
44.0 
(M:44.0) 1 1 0 K.VELQELNDR.F Dimethyl:2H(4): 1



5069 true 1429 1147.6092 1146.6183 1 -14.2 283.76 28.67
44.0 
(M:44.0) 1 1 0 K.VELQELNDR.F Dimethyl:2H(4): 1

5070 true 1429 1369.6815 1368.6877 1 -9.83 379.09 30.67
35.8 
(M:35.8) 1 1 0 K.FGYHFTQQGPR.A Dimethyl:2H(4): 1

5071 true 1429 1486.7669 1485.7548 1 3.25 266.12 30.83
80.5 
(M:80.5) 1 1 0 K.AGAGSATLSMAYAGAR.F Dimethyl:2H(4): 1

5072 true 1429 1666.9341 1665.9162 1 6.34 287.61 32.33
67.3 
(M:67.3) 1 1 0 R.SALGGAAQQSQAALLPR.M Dimethyl: 1

5073 true 1430 1268.579 1267.5839 1 -9.58 140.06 27.5
50.9 
(M:50.9) 1 1 0 K.EGVLCEENMR.G

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

5074 true 1430 1371.8129 1370.7937 1 8.69 314.87 31.33
21.9 
(M:21.9) 1 1 1 R.KESYSIYVYK.V Dimethyl:2H(4): 1, 1; Dimethyl: 10

5075 true 1431 1125.667 1124.6554 1 3.84 241.96 30.83
17.8 
(M:17.8) 1 1 0 K.LTEQLAGPLR.Q Dimethyl: 1



5076 true 1431 1435.7077 1434.7078 1 -5.13 408.64 30.67
38.2 
(M:38.2) 2 1 0 K.VYNYNHLMPTR.Y Dimethyl: 1

5077 true 1432 818.4843 817.481 1 -4.89 545.74 31.17
24.8 
(M:24.8) 1 1 0 R.AGNIIFR.K Dimethyl: 1

5078 true 1432 1439.7322 1438.7329 1 -5.55 456.95 30.67
45.0 
(M:45.0) 2 1 0 K.VYNYNHLMPTR.Y Dimethyl:2H(4): 1

5079 true 1433 823.4459 822.4422 1 -4.29 590.42 31.17
46.8 
(M:46.8) 2 1 0 K.LTGMAFR.V Dimethyl: 1

5080 true 1433 1793.7558 1792.7587 1 -5.7 299.26 30.5
129.5 
(M:129.5) 3 1 0

R.FSSCGGGGGSFGAGGGFGSR.
S Carbamidomethyl: 4; Dimethyl: 1

5081 true 1433 2079.0117 2077.9987 1 2.71 284.5 31.67
39.8 
(M:39.8) 1 1 0 K.GYPHLCSICDMPVHSNK.E

Carbamidomethyl: 6, 9; 
Dimethyl:2H(4): 1, 17

5082 true 1434 899.5639 898.56 1 -3.76 532.39 30.83
36.2 
(M:36.2) 1 1 0 K.IVVNLTGR.L Dimethyl: 1



5083 true 1434 962.5216 961.4981 1 16.87 157.26 28.5
32.8 
(M:32.8) 1 1 0 R.NFEALNAR.G Dimethyl: 1

5084 true 1434 1368.6963 1367.7094 1 -14.86 229.86 27.5
41.5 
(M:41.5) 1 1 0 M.SDKPDMAEIEK.F Dimethyl:2H(4): 3, 11; Acetyl: 1

5085 true 1434 1772.9416 1771.9257 1 4.87 237.55 32.67
90.2 
(M:90.2) 1 1 0 K.VSQPIEGHAASFAQFK.M Dimethyl: 1, 16

5086 true 1434 1967.1108 1966.1 1 1.78 112.33 32.17
27.0 
(M:27.0) 1 1 1 K.KHLEINPDHPIVETLR.Q Dimethyl: 1, 1

5087 true 1435 792.4379 791.4268 1 4.83 411.69 32.67
38.6 
(M:38.6) 3 1 0 R.FYAFGR.V Dimethyl:2H(4): 1

5088 true 1435 1364.7483 1363.746 1 -3.59 269.06 31.67
68.2 
(M:68.2) 1 1 1 K.RISGLIYEETR.G Dimethyl: 1

5089 true 1435 1384.6897 1383.7043 1 -15.83 256.05 27.33
42.0 
(M:42.0) 2 1 0 M.SDKPDMAEIEK.F

Dimethyl:2H(4): 3, 11; Acetyl: 1; 
Oxidation: 6



5090 true 1435 1975.1692 1974.1502 1 5.95 190.51 32.17
38.1 
(M:38.1) 1 1 1 K.KHLEINPDHPIVETLR.Q Dimethyl:2H(4): 1, 1

5091 false 1436 843.5177 842.5276 1 -20.4 456.81 32.67
16.1 
(M:16.1) 1 3 0 R.VHSSILR.D Dimethyl:2H(4): 1

5092 true 1436 1368.7739 1367.7711 1 -3.24 273.27 31.67
29.6 
(M:29.6) 1 1 1 K.RISGLIYEETR.G Dimethyl:2H(4): 1

5093 false 1436 1368.7739 1367.7387 1 20.4 346.34 31.67
15.1 
(M:15.1) 1 3 1 R.KAGNYYVPAEPK.L Dimethyl:2H(4): 12

5094 true 1436 2227.1082 2226.0811 1 8.87 233.74 28.83
127.4 
(M:127.4) 2 1 0 K.NTNDANSCQIIIPQNQVNR.K Carbamidomethyl: 8; Dimethyl: 1

5095 false 1437 723.4057 722.3851 1 18.47 262.51 30.67
15.8 
(M:15.8) 1 3 0 K.YIEDK.E Dimethyl: 1, 5

5096 false 1437 723.4057 722.4149 1 -22.81 204.01 30.67
15.8 
(M:15.8) 1 3 0 R.YILMR.S Dimethyl: 1



5097 false 1437 1445.7828 1444.75 1 17.62 227.64 31
15.2 
(M:15.2) 1 4 0 R.INVYYNEATGNK.Y Dimethyl:2H(4): 1; Dimethyl: 12

5098 true 1437 1999.0555 1998.0469 1 0.65 204.45 32.83
73.0 
(M:73.0) 1 1 0 K.SIILLHACAHNPTGVDPR.Q Carbamidomethyl: 8; Dimethyl: 1

5099 true 1437 2231.1318 2230.1062 1 8.18 275.5 28.83
134.4 
(M:134.4) 2 1 0 K.NTNDANSCQIIIPQNQVNR.K

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

5100 true 1438 983.4857 982.48 1 -1.62 218.96 32.5
33.8 
(M:33.8) 1 1 0 K.YYGSYFK.N Dimethyl: 1, 7

5101 true 1438 1458.7087 1457.711 1 -6.62 183.75 28.33
37.2 
(M:37.2) 1 1 1 K.NLDDGIDDERLR.K Dimethyl: 1

5102 true 1438 1458.7087 1457.711 1 -6.62 183.75 28.33
37.2 
(M:37.2) 1 1 1 K.NLDDGIDDERLR.K Dimethyl: 1

5103 true 1438 2003.0792 2002.072 1 -0.07 217.14 32.83
50.4 
(M:50.4) 1 1 0 K.SIILLHACAHNPTGVDPR.Q

Carbamidomethyl: 8; Dimethyl:2H(4): 
1



5104 true 1439 1326.6842 1325.684 1 -5.38 302.6 31.83
63.9 
(M:63.9) 1 1 0 R.AANFEQALAAHR.H Dimethyl: 1

5105 true 1439 1461.7591 1460.766 1 -9.75 247.73 27.5
70.3 
(M:70.3) 1 1 0 R.IEDVTPIPSDSTR.R Dimethyl:2H(4): 1

5106 true 1439 2037.0087 2035.9898 1 5.71 173.67 32.67
43.3 
(M:43.3) 1 1 0 K.AATTVEHLAIECHWSQR.A Carbamidomethyl: 12; Dimethyl: 1

5107 true 1440 1057.6455 1056.6332 1 4.79 319.44 31.5
27.9 
(M:27.9) 1 68.88 1 1 K.KFLQPGSPK.K Dimethyl: 1, 9

5108 true 1440 1295.6631 1294.6306 1 19.44 213.35 27.67
39.2 
(M:39.2) 1 1 0 K.HPDEQEIPFR.L Dimethyl: 1

5109 true 1440 1330.7106 1329.7091 1 -4.36 294.8 31.83
76.5 
(M:76.5) 2 1 0 R.AANFEQALAAHR.H Dimethyl:2H(4): 1

5110 true 1440 1609.8368 1608.826 1 2.2 202.7 31
99.6 
(M:99.6) 1 1 1 K.KAEAGAGAATEFQFR.G Dimethyl: 1, 1



5111 true 1440 2732.3597 2731.3438 1 3.14 224.08 32.17
89.6 
(M:89.6) 1 1 0

R.LLDEPGHCADFHPSGAVVAIG
THSGR.W

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

5112 true 1441 1069.6063 1068.5906 1 7.85 413.19 30.83
20.0 
(M:20.0) 1 1 0 K.GFLIDGYPR.E Dimethyl:2H(4): 1

5113 false 1441 1069.6063 1068.5943 1 4.38 372.6 30.83
15.8 
(M:15.8) 1 6 0 R.YYSIASSSK.V Dimethyl:2H(4): 1, 9

5114 false 1441 1069.6063 1068.5928 1 5.82 434.49 30.83
15.8 
(M:15.8) 1 5 1 K.RLVPADNEK.G Dimethyl: 9

5115 true 1441 1280.6037 1279.6053 1 -6.95 107.06 34.33
15.6 
(M:15.6) 1 1 0 M.ATVPVYCICR.L Carbamidomethyl: 7, 9; Acetyl: 1

5116 true 1441 1617.8826 1616.8762 1 -0.53 220.33 30.83
102.9 
(M:102.9) 1 1 1 K.KAEAGAGAATEFQFR.G Dimethyl:2H(4): 1, 1

5117 true 1442 890.5207 889.5022 1 12.66 546.31 32.83
44.6 
(M:44.6) 1 1 0 K.AGLVEFAR.S Dimethyl: 1



5118 true 1442 1078.579 1077.5753 1 -3.36 360.25 31
19.4 
(M:19.4) 1 1 1 R.VFDMLNRR.Y Dimethyl: 1

5119 false 1442 1386.7563 1385.7514 1 -1.76 232.24 27.67
15.6 
(M:15.6) 1 6 1 R.ITVQEREAEALK.Q

5120 true 1442 2591.1677 2590.1515 1 3.45 129.08 32.67
32.2 
(M:32.2) 1 1 0

R.VLIGMYHCAHEMSHGASDSS
FAR.L Carbamidomethyl: 8; Dimethyl: 1

5121 true 1442 2642.3397 2641.3049 1 10.4 258.67 28.67
24.3 
(M:24.3) 1 1 1

K.AIAHYEQAADYYKGEESNSSA
NK.C Dimethyl:2H(4): 1, 13, 23

5122 false 1443 830.4731 829.4658 1 0.07 321.01 28.83
29.2 
(M:29.2) 1 2 0 K.NLESALR.F Dimethyl: 1

5123 false 1443 906.5121 905.4971 1 8.59 128.94 32.5
22.9 
(M:22.9) 2 2 0 K.GLQEYLR.S Dimethyl: 1

5124 false 1443 1001.55 1000.5553 1 -12.52 139.58 33
17.3 
(M:17.3) 1 3 1 K.AAGKGDTPTK.R Dimethyl: 4, 10



5125 true 1443 1034.5834 1033.592 1 -15.34 312.97 30.83
17.3 
(M:17.3) 1 1 0 K.ILLGGYQSR.A Dimethyl: 1

5126 true 1443 1157.7332 1156.722 1 3.37 415.89 32.67
57.3 
(M:57.3) 1 1 1 K.KVVNPLFEK.R Dimethyl: 1, 1, 9

5127 true 1444 913.5483 912.5393 1 1.93 96.37 32.33
16.6 
(M:16.6) 1 1 0 K.IQLDLQR.T Dimethyl: 1

5128 true 1444 1063.5529 1062.5566 1 -10.33 313.53 30.83
39.3 
(M:39.3) 2 1 0 K.SCNCLLLK.V Carbamidomethyl: 2, 4; Dimethyl: 1, 8

5129 true 1444 1291.6498 1290.6391 1 2.65 248.99 28.5
53.1 
(M:53.1) 1 1 0 K.YVPLDQMQNR.M Dimethyl: 1

5130 true 1444 1533.8124 1532.8133 1 -5.37 240.77 31.83
28.5 
(M:28.5) 1 1 0 K.AQLAEVMPSPHGIR.V Dimethyl: 1

5131 true 1444 1586.7646 1585.7708 1 -8.5 126.27 27.5
20.3 
(M:20.3) 1 1 0 K.LENAIATQTDYCR.S

Carbamidomethyl: 12; Dimethyl:2H(4): 
1



5132 false 1445 1137.6849 1136.6554 1 19.58 410.11 31
21.7 
(M:21.7) 1 2 1 R.VELAEKHQK.T Dimethyl: 1, 9

5133 true 1445 1137.6849 1136.6666 1 9.7 415.35 31
57.6 
(M:57.6) 1 1 0 K.GLLQAGQIPGR.E Dimethyl: 1

5134 true 1445 1295.6808 1294.6642 1 7.25 251.63 28.5
40.2 
(M:40.2) 1 1 0 K.YVPLDQMQNR.M Dimethyl:2H(4): 1

5135 true 1445 1537.8306 1536.8384 1 -9.8 273.3 31.83
25.5 
(M:25.5) 2 1 0 K.AQLAEVMPSPHGIR.V Dimethyl:2H(4): 1

5136 true 1445 1593.8326 1592.841 1 -9.83 140.25 27.5
104.5 
(M:104.5) 1 1 0 M.SETAPVAAPAVSAPGAK.A Acetyl: 1; Dimethyl: 17

5137 true 1445 1651.9086 1650.9028 1 -0.89 198.73 27.67
47.0 
(M:47.0) 1 1 1 R.TNEKVELQELNDR.F Dimethyl:2H(4): 1, 4

5138 true 1445 1651.9086 1650.9028 1 -0.89 198.73 27.67
47.0 
(M:47.0) 1 1 1 R.TNEKVELQELNDR.F Dimethyl:2H(4): 1, 4



5139 true 1446 1031.6174 1030.6063 1 3.72 154.49 32.5
29.3 
(M:29.3) 1 1 0 R.LPLQDVYK.I Dimethyl: 1, 8

5140 true 1446 1031.6174 1030.6063 1 3.72 154.49 32.5
29.3 
(M:29.3) 1 1 0 R.LPLQDVYK.I Dimethyl: 1, 8

5141 true 1446 1141.6967 1140.6917 1 -1.97 480.21 31
47.0 
(M:47.0) 1 1 0 K.GLLQAGQIPGR.E Dimethyl:2H(4): 1

5142 false 1446 1141.6967 1140.6867 1 2.45 459.96 31
22.2 
(M:22.2) 1 4 0 R.VLSQQAAAVVK.Q Dimethyl: 11

5143 true 1446 1179.5498 1178.5481 1 -4.73 192.09 30.83
75.4 
(M:75.4) 3 1 0 K.YGCGYFGAPR.R

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

5144 true 1446 1735.0184 1734.004 1 4.15 146.6 30.83
21.3 
(M:21.3) 1 1 0 R.LLELGPKPEVAQQTR.K Dimethyl: 1, 7

5145 true 1447 1172.6249 1171.6172 1 0.39 151.71 33
62.0 
(M:62.0) 1 1 0 R.VVHIMDFQR.G Dimethyl: 1



5146 false 1447 1181.6353 1180.6175 1 8.89 138.89 31
15.0 
(M:15.0) 1 2 0 R.VHMTWVQPR.V Dimethyl: 1

5147 true 1447 1286.7562 1285.7478 1 0.82 226.6 32.5
26.5 
(M:26.5) 1 1 0 K.NMVPQQALVVR.N Dimethyl:2H(4): 1

5148 true 1447 1743.066 1742.0542 1 2.62 159.24 30.83
16.8 
(M:16.8) 1 1 0 R.LLELGPKPEVAQQTR.K Dimethyl:2H(4): 1, 7

5149 false 1448 1069.5594 1068.5638 1 -10.92 292.42 29.5
20.1 
(M:20.1) 1 3 0 K.HPMDLSTIK.R Dimethyl: 1

5150 true 1448 1069.5594 1068.5386 1 12.59 283.08 29.5
61.1 
(M:61.1) 1 1 0 K.HDLDLICR.A Carbamidomethyl: 7; Dimethyl: 1

5151 true 1448 1069.5594 1068.5386 1 12.59 283.08 29.5
61.1 
(M:61.1) 1 1 0 R.HDLDLICR.A Carbamidomethyl: 7; Dimethyl: 1

5152 true 1448 1176.6478 1175.6423 1 -1.56 151.46 33
48.0 
(M:48.0) 1 1 0 R.VVHIMDFQR.G Dimethyl:2H(4): 1



5153 true 1448 1825.8546 1824.8648 1 -9.55 218.72 27.33
18.7 
(M:18.7) 1 1 1 R.DCQEQAKMASEAQNK.Y

Carbamidomethyl: 2; Dimethyl:2H(4): 
7; Dimethyl: 1, 15

5154 true 1448 1934.0044 1932.988 1 4.73 139.51 30.83
24.3 
(M:24.3) 1 1 0 K.MQRPPPVPNPDYEPIR.K Dimethyl: 1

5155 true 1449 1083.6562 1082.6713 1 -20.65 223.93 32.5
17.2 
(M:17.2) 1 1 1 R.IIIWNLRR.D

5156 true 1449 1180.6839 1179.7016 1 -21.12 133.48 33.83
63.6 
(M:63.6) 1 1 0 K.ELLQHPFLK.L Dimethyl: 1, 9

5157 true 1450 1339.6993 1338.6779 1 10.54 273.81 28.5
30.5 
(M:30.5) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl: 1

5158 true 1450 1339.6993 1338.6779 1 10.54 273.81 28.5
30.5 
(M:30.5) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl: 1

5159 true 1450 1396.8069 1395.7762 1 16.8 331.4 33.5
40.9 
(M:40.9) 1 1 1 K.SKTPEIYLAYR.N Dimethyl: 1, 2



5160 true 1450 1758.9255 1757.9159 1 1.31 129.74 27.67
70.8 
(M:70.8) 1 1 1 K.QALESERAELSNEVK.V Dimethyl: 1, 15

5161 true 1450 2045.9641 2044.9702 1 -6.5 141.96 27.33
85.8 
(M:85.8) 1 1 0

R.VQPVDGGQTEDVYEPATGR.
V Dimethyl: 1

5162 true 1451 1410.8357 1409.8003 1 19.99 374.19 33.17
61.3 
(M:61.3) 1 97.68 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; Dimethyl:2H(4): 
1; Dimethyl: 3

5163 true 1451 1410.8357 1409.8003 1 19.99 374.19 33.17
61.3 
(M:61.3) 1 97.68 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; Dimethyl:2H(4): 
1; Dimethyl: 3

5164 true 1451 1549.8042 1548.797 1 -0.08 204.03 34.67
77.4 
(M:77.4) 2 1 0 R.CPNLTYLNLSGNK.I Carbamidomethyl: 1; Dimethyl: 1, 13

5165 true 1451 1777.8477 1776.8437 1 -1.84 134.65 27.67
20.1 
(M:20.1) 1 1 0 K.IHGGSVVEMQGDEMTR.V Dimethyl:2H(4): 1

5166 true 1452 1563.8197 1562.8127 1 -0.18 179.29 34.5
42.9 
(M:42.9) 2 1 0 M.ACARPLISVYSEK.G

Carbamidomethyl: 2; Acetyl: 1; 
Dimethyl: 13



5167 true 1452 1847.0458 1846.0288 1 5.29 175.42 27.67
46.7 
(M:46.7) 1 1 1 R.EREVGIPPEQSLETAK.A Dimethyl:2H(4): 1, 16

5168 true 1452 2599.2959 2598.2827 1 2.31 207 31
49.8 
(M:49.8) 1 1 0

R.TSRPENPVIYNNNEDFHIGQA
K.V Dimethyl: 1, 22

5169 true 1453 2607.3465 2606.3329 1 2.43 242.26 31
42.8 
(M:42.8) 1 1 0

R.TSRPENPVIYNNNEDFHIGQA
K.V Dimethyl:2H(4): 1, 22

5170 true 1455 1432.7614 1431.751 1 2.15 348.7 33
63.8 
(M:63.8) 6 1 0 K.YYVTIIDAPGHR.D Dimethyl: 1

5171 true 1455 1445.7544 1444.7827 1 -24.6 422.39 31.67
16.0 
(M:16.0) 1 1 1 R.YKNILPFDHSR.V Dimethyl: 1, 2

5172 true 1455 1748.8091 1747.81 1 -4.7 180.63 31.83
18.1 
(M:18.1) 1 1 0 K.LSALDYHNPGGFNCR.D Carbamidomethyl: 14; Dimethyl: 1

5173 true 1455 2188.117 2187.092 1 8.09 148.66 27.83
77.1 
(M:77.1) 1 1 1

R.GTVQPASNFNDDGDAQVLRK
.A Dimethyl: 1, 20



5174 true 1456 1392.74 1391.7136 1 13.77 366.27 28.5
57.5 
(M:57.5) 1 1 0 K.NFYVEHPEVAR.L Dimethyl:2H(4): 1

5175 true 1456 1752.842 1751.8351 1 -0.23 265.43 31.83
24.4 
(M:24.4) 1 1 0 K.LSALDYHNPGGFNCR.D

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

5176 true 1456 2207.1249 2206.123 1 -2.42 182.49 27.67
28.8 
(M:28.8) 1 1 1 K.EAEKLESEHPDQAQAILSR.L Dimethyl: 1, 4

5177 true 1457 758.3902 757.397 1 -18.59 308.54 27.67
26.5 
(M:26.5) 1 1 0 R.QDAGSPK.F Dimethyl: 1, 7

5178 true 1457 1592.8035 1591.8107 1 -9.07 225.28 30.67
81.6 
(M:81.6) 2 1 0 R.INIYHNTATNTFR.V Dimethyl: 1

5179 true 1457 1678.8613 1677.8434 1 6.29 310.8 32.5
15.1 
(M:15.1) 1 1 0 K.HQNSVDDTIVALNPR.A

5180 false 1458 919.5193 918.5287 1 -18.13 78.06 28
18.6 
(M:18.6) 1 7 1 K.NKEIFLR.E



5181 true 1458 1402.7778 1401.7728 1 -1.63 362.51 32.33
58.1 
(M:58.1) 1 1 0 K.ESDHIHIIALAR.A Dimethyl: 1

5182 true 1458 1596.8247 1595.8358 1 -11.52 294.94 30.83
16.0 
(M:16.0) 1 1 0 R.INIYHNTATNTFR.V Dimethyl:2H(4): 1

5183 true 1459 949.5565 948.5408 1 8.82 115.04 28
46.1 
(M:46.1) 1 1 0 K.EVYFAEK.V Dimethyl:2H(4): 1, 7

5184 true 1459 1484.7739 1483.7419 1 16.66 160.71 28.33
51.8 
(M:51.8) 1 1 0 K.NIHVDSPYEINR.A Dimethyl: 1

5185 true 1459 2295.1945 2294.192 1 -2.07 202.81 32
74.5 
(M:74.5) 1 1 0 K.AIQQQLVYQQHHTQFLER.L Dimethyl: 1

5186 true 1460 1488.7971 1487.767 1 15.27 212.02 28.33
48.0 
(M:48.0) 1 1 0 K.NIHVDSPYEINR.A Dimethyl:2H(4): 1

5187 true 1460 1615.8887 1614.8916 1 -6.3 271.1 30.83
54.7 
(M:54.7) 3 1 0 R.HHCPSTPIILVGTK.L Carbamidomethyl: 3; Dimethyl: 1, 14



5188 true 1460 1637.7915 1636.7795 1 2.89 179.02 28.83
76.5 
(M:76.5) 1 1 0 R.HFDCAYVYQNEK.E

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 12

5189 false 1461 878.4179 877.4083 1 2.71 360.12 27.67
15.6 
(M:15.6) 1 2 0 R.DPYWNR.M Dimethyl: 1

5190 true 1461 1570.7116 1569.7034 1 0.54 160.21 32.83
16.5 
(M:16.5) 1 1 0 R.FLGTTCYDHSWR.L Carbamidomethyl: 6; Dimethyl: 1

5191 true 1461 1812.899 1811.8836 1 4.47 179.92 28.83
91.0 
(M:91.0) 1 1 0 K.LHAVNSQECEVLTER.W Carbamidomethyl: 9; Dimethyl: 1

5192 false 1462 916.5413 915.5389 1 -5.39 196.28 31
15.8 
(M:15.8) 1 7 0 K.AVNGSLSIK.M Dimethyl: 9

5193 false 1462 916.5413 915.5324 1 1.73 198.48 31
15.8 
(M:15.8) 1 7 1 R.AIGRCAIK.V Carbamidomethyl: 5; Dimethyl: 8

5194 true 1462 1118.6197 1117.607 1 4.91 325.42 27.83
36.4 
(M:36.4) 1 1 0 R.FLPPEAEAGR.K Dimethyl:2H(4): 1



5195 true 1462 1481.7303 1480.7245 1 -1 370.23 32.33
41.0 
(M:41.0) 1 1 0 K.VHVGNDEFMHLR.V Dimethyl: 1

5196 true 1462 1816.9234 1815.9087 1 4.07 189.35 28.83
35.3 
(M:35.3) 1 1 0 K.LHAVNSQECEVLTER.W

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

5197 true 1463 1083.5854 1082.5834 1 -4.89 297.64 32.17
17.0 
(M:17.0) 1 1 0 K.YAGYPMLIK.T Dimethyl: 9

5198 true 1464 804.5022 803.4905 1 5.49 392.24 33.67
48.6 
(M:48.6) 2 1 0 K.NIGLGFK.T Dimethyl: 1, 7

5199 true 1464 904.4596 903.4702 1 -19.73 90.9 29.67
51.3 
(M:51.3) 1 1 0 K.TEWLDGK.H Dimethyl: 1, 7

5200 true 1464 1209.7553 1208.7543 1 -5.16 190.91 32
21.0 
(M:21.0) 1 1 0 K.LVAGEHGLIIR.V Dimethyl:2H(4): 1

5201 true 1464 1233.684 1232.705 1 -22.93 108.23 27.83
15.1 
(M:15.1) 1 1 1 R.ELMKTPSISK.K Oxidation: 3; Dimethyl: 1, 4, 10



5202 true 1464 1408.868 1407.8689 1 -5.83 424.79 31.5
59.4 
(M:59.4) 3 1 0 R.TFIAIKPDGVQR.G Dimethyl:2H(4): 1, 6

5203 true 1464 1516.8602 1515.8522 1 0.48 224.46 32.33
79.5 
(M:79.5) 1 1 0 R.HEVLPANLIQAQR.D Dimethyl: 1

5204 true 1465 839.4884 838.4953 1 -16.89 486.38 33.17
15.4 
(M:15.4) 1 1 0 K.YLNFVK.G Dimethyl: 1, 6

5205 true 1465 959.526 958.527 1 -8.64 120.36 31
30.4 
(M:30.4) 3 1 0 K.GIIDCVVR.I Carbamidomethyl: 5; Dimethyl: 1

5206 true 1465 959.526 958.527 1 -8.64 120.36 31
30.4 
(M:30.4) 3 1 0 K.GIIDCVVR.I Carbamidomethyl: 5; Dimethyl: 1

5207 true 1465 1434.7449 1433.7371 1 0.42 232.77 34.5
35.1 
(M:35.1) 1 1 0 R.NIAMGVNLNSMSK.I Dimethyl: 1, 13

5208 true 1466 1442.7964 1441.7873 1 1.31 306.96 34.5
41.9 
(M:41.9) 1 1 0 R.NIAMGVNLNSMSK.I Dimethyl:2H(4): 1, 13



5209 true 1467 1046.5171 1045.5226 1 -12.23 152.51 27.67
69.5 
(M:69.5) 1 1 0 K.ELVLDNCR.S Carbamidomethyl: 7; Dimethyl: 1

5210 false 1467 1046.5171 1045.5114 1 -1.5 167.06 27.67
17.9 
(M:17.9) 1 2 0 M.ELPESQCK.K Carbamidomethyl: 7; Dimethyl: 1, 8

5211 true 1467 1582.6936 1581.6884 1 -1.33 246.07 31
59.1 
(M:59.1) 2 1 0 R.MGQMGMGGTIGMNNR.G Dimethyl: 1

5212 true 1467 1670.9105 1669.8788 1 14.65 270.73 28.5
67.6 
(M:67.6) 1 1 1 R.RHVFGESDELIGQK.V Dimethyl: 1, 14

5213 true 1468 1050.5413 1049.5477 1 -13.04 142.77 27.67
22.9 
(M:22.9) 1 1 0 K.ELVLDNCR.S

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

5214 true 1468 1733.9227 1732.8784 1 21.34 278.17 28.33
36.9 
(M:36.9) 1 1 0 R.FQDAGPQGPVGSVYQK.T Dimethyl: 1, 16

5215 true 1469 1059.5633 1058.5736 1 -16.53 170.81 27.5
27.0 
(M:27.0) 1 1 0 R.AELSGDFEK.L Dimethyl:2H(4): 1, 9



5216 true 1469 1306.6924 1305.6639 1 16.29 297.16 28.17
17.1 
(M:17.1) 1 1 0 -.MAIPPSYADLGK.S Oxidation: 1; Dimethyl: 12

5217 true 1469 2314.1325 2313.1358 1 -4.57 258.47 30.67
29.3 
(M:29.3) 1 1 0

R.KPCNRPSGVEPQPGVFDSMR.
D Carbamidomethyl: 3; Dimethyl: 1, 1

5218 true 1470 947.4931 946.4872 1 -1.44 75.31 29
27.6 
(M:27.6) 1 1 0 R.NGDFLPTR.L Dimethyl: 1

5219 false 1470 947.4931 946.4794 1 6.86 184.3 29
16.7 
(M:16.7) 1 2 0 R.LNGDMTPK.A Oxidation: 5; Dimethyl: 1, 8

5220 false 1470 1585.8663 1584.8773 1 -11.53 216.57 32.5
15.0 
(M:15.0) 1 8 1 R.TQPAELGTKLQDPR.V Dimethyl:2H(4): 1

5221 true 1470 1585.8663 1584.8584 1 0.43 205.67 32.5
51.7 
(M:51.7) 1 1 1 R.ATGELQQEVSALRR.E Dimethyl: 1

5222 false 1471 951.5169 950.4895 1 21.09 146 29
15.5 
(M:15.5) 1 3 0 -.VAFMQSPK.E Oxidation: 4; Dimethyl: 8



5223 true 1471 951.5169 950.5045 1 5.39 90.83 29
23.5 
(M:23.5) 1 1 0 R.LNGDMTPK.A

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 8

5224 false 1471 951.5169 950.5073 1 2.42 117.53 29
17.7 
(M:17.7) 1 2 0 R.SSPTFSGIK.E Dimethyl: 9

5225 true 1471 1082.5303 1081.5342 1 -10.28 217.66 27.5
18.6 
(M:18.6) 1 1 0 K.NQDLEFER.N Dimethyl:2H(4): 1

5226 true 1472 1982.0455 1981.0465 1 -4.19 250.14 30.83
81.9 
(M:81.9) 1 1 0 K.INTQGGAIALGHPLGASGCR.I

Carbamidomethyl: 19; Dimethyl:2H(4): 
1

5227 true 1474 1056.5741 1055.5736 1 -6.38 326.52 31
26.6 
(M:26.6) 1 1 0 K.TYAICGAIR.R

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

5228 false 1474 1853.9626 1852.9915 1 -19.5 105.86 28.33
15.1 
(M:15.1) 1 2 1 K.LINAAPCMLFMKGSPK.E

Carbamidomethyl: 7; Dimethyl:2H(4): 
1; Oxidation: 11; Dimethyl: 16

5229 true 1474 1896.9316 1895.9284 1 -2.13 362.64 32.33
42.9 
(M:42.9) 1 1 0 K.SHLLDCCPHDILAGTR.M

Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1



5230 true 1475 1192.6813 1191.6761 1 -1.76 58.08 29
18.2 
(M:18.2) 1 1 0 K.IDATAATALASR.F Dimethyl:2H(4): 1

5231 true 1475 1317.741 1316.7526 1 -14.33 160.87 31
18.5 
(M:18.5) 1 1 0 K.MIQQIYPQIK.A Dimethyl: 1, 10

5232 true 1475 1954.978 1953.9836 1 -6.61 159.94 32.33
31.9 
(M:31.9) 1 1 1 R.ADTQTYQPYNKDWIK.E Dimethyl: 1, 11, 15

5233 true 1476 708.4655 707.4553 1 4.01 189.42 31
28.7 
(M:28.7) 1 1 0 R.LMQIK.N

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 5

5234 true 1476 708.4655 707.4632 1 -7.09 164.1 31
28.7 
(M:28.7) 1 1 0 R.LFQIR.R Dimethyl:2H(4): 1

5235 true 1476 910.5309 909.5222 1 1.56 117.66 32.5
22.8 
(M:22.8) 1 1 0 K.GLQEYLR.S Dimethyl:2H(4): 1

5236 true 1476 1490.8001 1489.7686 1 16.23 81.8 28
23.4 
(M:23.4) 1 1 1 R.RFDDSVVQSDMK.H Dimethyl:2H(4): 1, 12



5237 false 1476 1490.8001 1489.7574 1 23.77 128.65 28
16.9 
(M:16.9) 1 50 2 1 R.KYDDPTVQSDMK.H Dimethyl:2H(4): 1, 12

5238 false 1477 729.4422 728.4181 1 23.08 239.64 31
19.3 
(M:19.3) 1 5 0 K.INDALR.S Dimethyl: 1

5239 true 1477 977.5189 976.5131 1 -1.42 247.16 32.5
33.6 
(M:33.6) 1 1 0 K.HETFFIR.C Dimethyl: 1

5240 false 1477 977.5189 976.5275 1 -16.22 227.23 32.5
15.2 
(M:15.2) 1 2 0 R.SMYLMIK.T

Dimethyl:2H(4): 1; Oxidation: 2, 5; 
Dimethyl: 7

5241 true 1477 1054.5733 1053.5545 1 10.93 257.79 34.17
46.0 
(M:46.0) 1 1 0 R.DTHSLFFR.S Dimethyl:2H(4): 1

5242 true 1477 1284.5747 1283.5788 1 -8.88 96.57 27.5
23.1 
(M:23.1) 1 1 0 K.EGVLCEENMR.G

Carbamidomethyl: 5; Dimethyl:2H(4): 
1; Oxidation: 9

5243 true 1478 981.5507 980.5382 1 5.41 207.6 32.5
22.8 
(M:22.8) 1 1 0 K.HETFFIR.C Dimethyl:2H(4): 1



5244 false 1478 981.5507 980.5365 1 7.11 211.18 32.5
15.1 
(M:15.1) 1 4 0 R.VAQYLMIK.F Oxidation: 6

5245 false 1479 773.4712 772.4695 1 -7.12 384.8 31
20.2 
(M:20.2) 1 4 0 R.TLAEIAK.A Dimethyl: 7

5246 false 1479 773.4712 772.4695 1 -7.12 384.8 31
20.2 
(M:20.2) 1 4 0 R.TLAEIAK.V Dimethyl: 7

5247 true 1479 1035.6378 1034.6314 1 -0.83 218.85 32.5
27.4 
(M:27.4) 1 1 0 R.LPLQDVYK.I Dimethyl:2H(4): 1; Dimethyl: 8

5248 true 1479 1035.6378 1034.6314 1 -0.83 218.85 32.5
27.4 
(M:27.4) 1 1 0 R.LPLQDVYK.I Dimethyl:2H(4): 1; Dimethyl: 8

5249 true 1479 1122.6368 1121.6165 1 11.63 330.04 35.5
22.8 
(M:22.8) 1 1 0 K.VAMNILNSGR.F Dimethyl:2H(4): 1; Oxidation: 3

5250 true 1479 1735.8765 1734.8639 1 3.03 275.4 32.83
98.8 
(M:98.8) 2 1 0 R.NAPYSGYSGAFHCLK.D

Carbamidomethyl: 13; Dimethyl:2H(4): 
1, 15



5251 true 1479 1987.0393 1985.9891 1 21.59 257.96 28.33
73.3 
(M:73.3) 1 1 0 K.TALQVDCSIQAAHDGVNR.M

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

5252 true 1480 1095.6534 1094.6448 1 1.24 375.89 33.17
60.0 
(M:60.0) 1 1 0 K.ESTLHLVLR.L Dimethyl: 1

5253 true 1480 1381.8041 1380.8089 1 -8.76 266.16 27.67
83.7 
(M:83.7) 12 1 0 R.DNIQGITKPAIR.R Dimethyl: 1, 8

5254 true 1480 1765.9382 1764.9365 1 -3.17 193.46 32.67
16.3 
(M:16.3) 1 1 1 R.MAVMALVTEDKSLNK.D Oxidation: 1, 4; Dimethyl: 1, 11, 15

5255 true 1481 1099.6743 1098.6699 1 -2.66 402.23 33.33
45.7 
(M:45.7) 1 1 0 K.ESTLHLVLR.L Dimethyl:2H(4): 1

5256 false 1482 785.5017 784.5058 1 -14.5 335.61 28.5
17.2 
(M:17.2) 1 4 0 R.EGLLAVK.Q Dimethyl: 1, 7

5257 true 1482 827.4712 826.4673 1 -4.14 631.98 31.17
50.6 
(M:50.6) 1 1 0 K.LTGMAFR.V Dimethyl:2H(4): 1



5258 true 1482 1292.6043 1291.5945 1 1.92 150.74 29.17
55.3 
(M:55.3) 2 1 0 K.QHFVNFDSDR.S Dimethyl: 1

5259 true 1482 1457.7348 1456.7409 1 -9.23 282.38 27.5
64.6 
(M:64.6) 1 1 0 R.IEDVTPIPSDSTR.R Dimethyl: 1

5260 true 1483 839.4424 838.4371 1 -2.34 265.77 31.17
19.2 
(M:19.2) 1 1 0 K.LTGMAFR.V Oxidation: 4; Dimethyl: 1

5261 false 1483 851.5407 850.55 1 -19.49 342.93 28.67
17.6 
(M:17.6) 1 2 0 R.TGIMLLK.S

Dimethyl:2H(4): 7; Oxidation: 4; 
Dimethyl: 1

5262 true 1483 1296.6325 1295.6197 1 4.26 187.9 29.17
40.2 
(M:40.2) 1 1 0 K.QHFVNFDSDR.S Dimethyl:2H(4): 1

5263 false 1484 950.5248 949.5154 1 2.2 235.37 28.5
15.1 
(M:15.1) 1 2 0 R.IVSMTLDK.E Oxidation: 4; Dimethyl: 8

5264 false 1484 1001.5566 1000.5665 1 -17.22 230.4 33
15.2 
(M:15.2) 1 2 1 R.QAAETAARK.R Dimethyl: 1, 9



5265 true 1485 1015.5902 1014.571 1 11.77 331.29 32.83
18.6 
(M:18.6) 1 1 0 R.ENQSLQIK.H Dimethyl: 1, 8

5266 false 1485 1270.7128 1269.7019 1 2.84 223.6 35.67
15.9 
(M:15.9) 1 3 1 M.KFNPFVTSDR.S Dimethyl:2H(4): 1; Dimethyl: 1

5267 true 1485 1544.8153 1543.8107 1 -1.7 134.3 31
38.9 
(M:38.9) 1 1 0 R.RPQTDQAVEGFIR.D Dimethyl: 1

5268 true 1485 1648.8466 1647.8155 1 14.49 182.83 28
97.7 
(M:97.7) 2 1 0 K.AASHQEEFGAEALTR.M Dimethyl:2H(4): 1

5269 true 1486 922.5621 921.5586 1 -4.07 171.72 31.17
38.4 
(M:38.4) 2 1 0 K.FSVSPVVR.V Dimethyl:2H(4): 1

5270 true 1486 958.462 957.4378 1 17.62 130.31 28.5
17.4 
(M:17.4) 1 1 0 R.EMFNYAR.D Dimethyl: 1

5271 true 1486 1175.5242 1174.523 1 -5.12 204.42 30.83
48.0 
(M:48.0) 3 1 0 K.YGCGYFGAPR.R Carbamidomethyl: 3; Dimethyl: 1



5272 true 1486 1597.8586 1596.8661 1 -9.22 132.78 27.5
43.1 
(M:43.1) 1 1 0 M.SETAPVAAPAVSAPGAK.A Dimethyl:2H(4): 17; Acetyl: 1

5273 true 1487 933.5317 932.5444 1 -21.31 370.52 31.17
24.8 
(M:24.8) 1 1 0 K.GQVYILGR.E Dimethyl: 1

5274 true 1487 1109.6337 1108.6281 1 -1.5 361.97 34
51.5 
(M:51.5) 3 1 0 R.QIFNGTFVK.L Dimethyl: 1, 9

5275 true 1487 1188.7065 1187.7026 1 -2.89 200.73 30.83
40.5 
(M:40.5) 2 1 1 K.QIFLGGVDKR.T Dimethyl: 1, 9

5276 false 1487 1188.7065 1187.6874 1 9.94 177.05 30.83
17.2 
(M:17.2) 1 4 1 R.ITGKNQVTATK.D Dimethyl: 11

5277 false 1488 937.5732 936.5802 1 -15.25 248.19 31.17
19.1 
(M:19.1) 1 63.47 4 1 R.MCKILGK.E

Carbamidomethyl: 2; Dimethyl:2H(4): 
1; Dimethyl: 3, 7

5278 true 1488 937.5732 936.5695 1 -3.77 191.19 31.17
44.2 
(M:44.2) 1 1 0 K.GQVYILGR.E Dimethyl:2H(4): 1



5279 true 1488 985.578 984.5604 1 10.44 166.34 28.67
21.5 
(M:21.5) 1 1 0 R.TIGISVDPR.R Dimethyl: 1

5280 false 1488 985.578 984.5855 1 -15.08 275.9 28.67
16.8 
(M:16.8) 1 4 0 R.TIVSIGDPK.K Dimethyl: 1, 9

5281 true 1488 1423.7806 1422.7653 1 5.65 381.37 33.83
86.0 
(M:86.0) 1 1 0 K.DLAGCIHGLANVK.L Carbamidomethyl: 5; Dimethyl: 1, 13

5282 true 1488 1449.8287 1448.8305 1 -6.24 244.61 29
26.5 
(M:26.5) 1 1 1 K.FKTPEQAEEFK.Q Dimethyl:2H(4): 1, 2, 11

5283 true 1488 1888.9345 1887.9261 1 0.56 236.87 31
81.7 
(M:81.7) 2 1 0

K.EAYMGNVLQAGQGQAPAR.
Q Dimethyl: 1

5284 true 1489 989.6034 988.6107 1 -14.72 193.2 28.67
17.9 
(M:17.9) 1 1 0 R.TIVSIGDPK.K Dimethyl:2H(4): 1; Dimethyl: 9

5285 true 1489 989.6034 988.5855 1 10.69 210.05 28.67
17.9 
(M:17.9) 1 1 0 R.TIGISVDPR.R Dimethyl:2H(4): 1



5286 true 1490 705.4237 704.4221 1 -8.03 32.76 31.33
33.3 
(M:33.3) 3 1 0 K.EIFLR.E Dimethyl: 1

5287 false 1490 705.4237 704.4069 1 13.59 106.6 31.33
20.2 
(M:20.2) 1 6 1 K.ESSKAK.K Dimethyl: 1, 6

5288 true 1490 705.4237 704.4221 1 -8.03 32.76 31.33
33.3 
(M:33.3) 3 1 0 K.EIFLR.E Dimethyl: 1

5289 true 1490 705.4237 704.4221 1 -8.03 32.76 31.33
33.3 
(M:33.3) 3 1 0 K.EIFLR.E Dimethyl: 1

5290 true 1490 1247.7104 1246.7074 1 -3.38 247.83 33.17
45.8 
(M:45.8) 3 1 0 K.DRPFYPGLVK.Y Dimethyl: 1, 10

5291 false 1491 972.5506 971.5301 1 13.59 331.67 32.33
21.9 
(M:21.9) 3 10 1 R.AGDRWLAR.G Dimethyl: 1

5292 true 1491 1446.753 1445.7667 1 -14.5 353.31 33
22.3 
(M:22.3) 1 1 0 K.YYITIIDAPGHR.D Dimethyl: 1



5293 true 1491 2000.0147 1998.997 1 5.17 68.87 27.83
39.6 
(M:39.6) 1 1 0 R.SQNIITDSSPNAEAIQQR.L Dimethyl: 1

5294 false 1492 805.4487 804.4494 1 -9.95 417.63 31.17
15.2 
(M:15.2) 1 9 0 K.VEFNIR.K Dimethyl: 1

5295 false 1492 990.5502 989.5294 1 13.63 156.35 31
20.6 
(M:20.6) 2 2 0 K.SGPLQAFSR.E Dimethyl: 1

5296 false 1492 990.5502 989.5294 1 13.63 157.54 31
17.4 
(M:17.4) 1 4 0 K.LQGEFQLR.L

5297 true 1493 1003.5892 1002.5862 1 -4.3 233.82 31.17
26.9 
(M:26.9) 2 1 0 R.LINSLYPR.G Dimethyl: 1

5298 true 1494 2565.1208 2564.0986 1 5.82 168.2 27.83
73.5 
(M:73.5) 1 1 0

R.QDHPSSMNVYGQESGGFSGP
GENR.N Dimethyl: 1

5299 true 1495 1012.5625 1011.5614 1 -6.08 273.5 31
15.5 
(M:15.5) 1 1 0 M.GIHFGNLAR.V Dimethyl: 1



5300 true 1495 1079.5195 1078.523 1 -9.94 298.76 31.33
42.8 
(M:42.8) 5 1 0 R.GDFCIQVGR.N Carbamidomethyl: 4; Dimethyl: 1

5301 true 1495 1657.8508 1656.8406 1 1.78 245.22 33
28.2 
(M:28.2) 1 1 0 K.TLQAHICDVNGFVR.S Carbamidomethyl: 7; Dimethyl: 1

5302 true 1495 2209.0976 2208.0902 1 0.06 301.08 32.17
45.2 
(M:45.2) 1 1 0 K.QFIPDTQHLYPSSSHYTR.N Dimethyl:2H(4): 1

5303 true 1495 3005.446 3004.4666 1 -9.27 225.62 27.83
35.9 
(M:35.9) 1 62.18 1 1

K.TQEPHVEEDDDELDGKLNYKP
PPQK.T Dimethyl: 1, 20, 25

5304 true 1497 1557.8574 1556.8472 1 1.84 199.09 34.67
40.7 
(M:40.7) 1 1 0 R.CPNLTYLNLSGNK.I

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 13

5305 true 1497 1943.8657 1942.8567 1 0.88 161.44 32.5
71.5 
(M:71.5) 1 1 0 R.AHQLVMEGYNWCHDR.N Carbamidomethyl: 12; Dimethyl: 1

5306 true 1497 2147.9217 2146.9325 1 -8.4 157.41 27.5
110.6 
(M:110.6) 1 1 0 R.DTSEEGSECTPGPVELQER.V Carbamidomethyl: 9; Dimethyl: 1



5307 true 1497 3033.504 3032.4979 1 -0.39 156.58 27.83
63.7 
(M:63.7) 1 1 1

K.TQEPHVEEDDDELDGKLNYKP
PPQK.T Dimethyl: 1, 16, 20, 25

5308 true 1498 1376.7392 1375.7361 1 -3.01 328.98 32.5
32.3 
(M:32.3) 1 1 0 R.AWGPGLHEGIVGR.S Dimethyl: 1

5309 true 1498 1562.8366 1561.8253 1 2.62 278.58 32.83
17.4 
(M:17.4) 1 1 0 R.QPSLGPTPPPFPGSR.A Dimethyl: 1

5310 true 1498 1947.8775 1946.8818 1 -5.92 260.29 32.5
65.0 
(M:65.0) 1 1 0 R.AHQLVMEGYNWCHDR.N

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

5311 true 1498 2140.1178 2139.1044 1 2.83 181.51 29.17
74.2 
(M:74.2) 1 1 0 K.QMQVVLERPETDHVAEAR.G Dimethyl:2H(4): 1

5312 true 1498 2151.9468 2150.9576 1 -8.4 154.3 27.5
71.4 
(M:71.4) 1 1 0 R.DTSEEGSECTPGPVELQER.V

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

5313 true 1499 1047.5968 1046.5873 1 2.1 271.58 31
26.8 
(M:26.8) 1 1 0 R.AGISQAVFAR.V Dimethyl: 1



5314 true 1499 1156.7067 1155.7103 1 -9.46 309.29 31.17
26.2 
(M:26.2) 1 1 1 K.REDLFVVSK.L Dimethyl:2H(4): 1, 9

5315 true 1499 1156.7067 1155.7103 1 -9.46 309.29 31.17
26.2 
(M:26.2) 1 1 1 K.REDLFVVSK.L Dimethyl:2H(4): 1, 9

5316 true 1499 1156.7067 1155.7103 1 -9.46 309.29 31.17
26.2 
(M:26.2) 1 1 1 K.REDLFVVSK.L Dimethyl:2H(4): 1, 9

5317 true 1499 1246.6266 1245.599 1 16.33 72.4 28
21.4 
(M:21.4) 1 1 0 K.VDLSHFSEER.Y Dimethyl: 1

5318 true 1499 1502.6871 1501.7157 1 -23.86 241.11 32.5
15.4 
(M:15.4) 1 1 1 K.LMATNDMYEAKK.I Oxidation: 2, 7; Dimethyl: 11, 12

5319 true 1500 1187.6465 1186.6284 1 9.07 77.95 31.33
24.9 
(M:24.9) 1 1 0 R.VFNYNTLER.V Dimethyl:2H(4): 1

5320 true 1500 1275.7149 1274.6768 1 24.1 127.89 28
25.4 
(M:25.4) 1 1 0 K.NLSPGAVESDVR.G Dimethyl:2H(4): 1



5321 true 1500 1470.7487 1469.7122 1 19.83 312.42 28.5
18.3 
(M:18.3) 1 1 0 K.GSTINSPCQDFGK.R

Carbamidomethyl: 8; Dimethyl:2H(4): 
1; Dimethyl: 13

5322 true 1500 1547.7962 1546.7983 1 -6.05 313.31 33.17
55.7 
(M:55.7) 2 1 0 K.IWHHTFYNELR.V Dimethyl:2H(4): 1

5323 true 1500 1547.7962 1546.7983 1 -6.05 313.31 33.17
55.7 
(M:55.7) 2 1 0 K.IWHHTFYNELR.V Dimethyl:2H(4): 1

5324 true 1500 1547.7962 1546.7983 1 -6.05 313.31 33.17
55.7 
(M:55.7) 2 1 0 K.IWHHTFYNELR.V Dimethyl:2H(4): 1

5325 true 1500 1970.0733 1969.0633 1 1.38 177.76 32.67
58.5 
(M:58.5) 1 1 0 K.AGAKPDQIGIITPYEGQR.S Dimethyl: 1, 4

5326 true 1500 1996.9757 1995.962 1 3.21 82.33 34.67
27.8 
(M:27.8) 1 1 0 R.CASCPYLGMPAFKPGEK.I

Carbamidomethyl: 1, 4; Dimethyl: 1, 
13, 17

5327 true 1501 1200.6378 1199.6332 1 -2.28 103.62 31.17
34.6 
(M:34.6) 3 1 0 R.GVEICIATPGR.L Carbamidomethyl: 5; Dimethyl: 1



5328 true 1501 1200.6378 1199.6332 1 -2.28 103.62 31.17
34.6 
(M:34.6) 3 1 0 R.GVEICIATPGR.L Carbamidomethyl: 5; Dimethyl: 1

5329 true 1501 1978.1232 1977.1135 1 1.22 206.15 32.67
52.3 
(M:52.3) 1 1 0 K.AGAKPDQIGIITPYEGQR.S Dimethyl:2H(4): 1, 4

5330 true 1502 882.5487 881.5462 1 -5.45 521.96 29.33
27.1 
(M:27.1) 2 1 0 R.VDPVNFK.L Dimethyl:2H(4): 1, 7

5331 true 1502 882.5487 881.5462 1 -5.45 521.96 29.33
27.1 
(M:27.1) 2 1 0 R.VDPVNFK.L Dimethyl:2H(4): 1, 7

5332 true 1502 1050.5497 1049.5294 1 12.41 285.64 34.17
53.0 
(M:53.0) 1 1 0 R.DTHSLFFR.S Dimethyl: 1

5333 true 1502 1098.6635 1097.6557 1 0.5 405.65 31
28.8 
(M:28.8) 1 1 0 K.ALAAGGVGSIVR.V Dimethyl: 1

5334 true 1503 1102.6883 1101.6808 1 0.23 316.03 31
47.0 
(M:47.0) 1 1 0 K.ALAAGGVGSIVR.V Dimethyl:2H(4): 1



5335 true 1503 1214.7048 1213.703 1 -4.53 118.02 31.17
56.7 
(M:56.7) 1 1 0 K.VLIEGSINSVR.V Dimethyl: 1

5336 true 1503 1412.6553 1411.6224 1 18.12 234.35 28
39.4 
(M:39.4) 1 1 0 R.AETCFVNCVER.F Carbamidomethyl: 4, 8; Dimethyl: 1

5337 true 1503 1490.8781 1489.8769 1 -4.06 204.12 30.83
19.1 
(M:19.1) 1 1 0 R.EHLAQKPVFLPR.N Dimethyl: 1, 6

5338 false 1504 857.543 856.5494 1 -15.97 580.95 34.83
23.1 
(M:23.1) 1 3 1 K.GIASLRLK.N

5339 false 1504 857.543 856.5382 1 -2.87 375.56 34.83
23.6 
(M:23.6) 1 2 1 R.GIVDKAVK.E Dimethyl: 8

5340 true 1504 1218.7294 1217.7281 1 -4.91 120.03 31.17
53.4 
(M:53.4) 1 1 0 K.VLIEGSINSVR.V Dimethyl:2H(4): 1

5341 true 1504 1416.6799 1415.6475 1 17.74 307.42 28
24.5 
(M:24.5) 1 1 0 R.AETCFVNCVER.F

Carbamidomethyl: 4, 8; 
Dimethyl:2H(4): 1



5342 true 1504 1678.9641 1677.929 1 16.56 259.54 28.5
42.1 
(M:42.1) 1 1 1 R.RHVFGESDELIGQK.V Dimethyl:2H(4): 1, 14

5343 true 1505 1689.8895 1688.8522 1 17.75 256.21 28.5
25.3 
(M:25.3) 1 1 1 K.QYYIGEIHPDDRK.K Dimethyl: 1, 13

5344 true 1506 945.5343 944.5291 1 -2.21 85.92 29.33
29.2 
(M:29.2) 1 1 0 R.NVITDVTR.F Dimethyl: 1

5345 true 1506 1697.9223 1696.9024 1 7.44 178.19 28.5
25.0 
(M:25.0) 1 1 1 K.QYYIGEIHPDDRK.K Dimethyl:2H(4): 1, 13

5346 false 1507 835.4169 834.4236 1 -16.69 293.46 27.83
20.1 
(M:20.1) 1 5 0 R.LAADDFR.L Dimethyl: 1

5347 false 1507 875.5406 874.531 1 2.68 501.27 33.17
17.8 
(M:17.8) 1 50 4 1 R.KVNVLMK.V Oxidation: 6; Dimethyl: 1

5348 true 1507 1601.7923 1600.8018 1 -10.5 255.86 28
16.9 
(M:16.9) 1 1 0 K.SLGSSISATSTMEFK.N Dimethyl: 1, 15



5349 true 1507 1788.9336 1787.9319 1 -3.08 197.59 33.33
47.5 
(M:47.5) 1 1 0 R.FLQESNVLYQHNLR.R Dimethyl: 1

5350 true 1508 839.4362 838.4487 1 -23.56 363.43 27.83
47.9 
(M:47.9) 1 1 0 R.LAADDFR.L Dimethyl:2H(4): 1

5351 false 1508 960.5808 959.5586 1 15.56 100.29 29.17
16.5 
(M:16.5) 1 51.9 7 1 K.GKCVLISR.S Carbamidomethyl: 3; Dimethyl: 2

5352 false 1508 960.5808 959.5651 1 8.77 152.99 29.17
17.6 
(M:17.6) 1 4 0 K.TAQGSLSLK.A Dimethyl: 1, 9

5353 true 1508 1792.9594 1791.957 1 -2.73 282.3 33.33
75.8 
(M:75.8) 1 1 0 R.FLQESNVLYQHNLR.R Dimethyl:2H(4): 1

5354 true 1509 882.441 881.4545 1 -23.55 314.36 27.67
22.2 
(M:22.2) 1 1 0 R.GLEFDNR.I Dimethyl:2H(4): 1

5355 true 1509 1003.5021 1002.4883 1 6.48 143.4 29.17
18.9 
(M:18.9) 1 1 0 K.DQSLGNWR.L Dimethyl: 1



5356 false 1510 958.5485 957.5495 1 -8.65 215.95 33.33
15.1 
(M:15.1) 1 8 0 R.QIVSNLEK.K Dimethyl: 1

5357 true 1510 1107.6266 1106.6062 1 11.78 348.93 33.33
20.6 
(M:20.6) 2 1 0 K.YPEAPPFVR.F Dimethyl:2H(4): 1

5358 false 1511 1018.5738 1017.5893 1 -22.35 307.64 33
18.8 
(M:18.8) 1 3 1 K.QDMLLKVK.R Oxidation: 3; Dimethyl: 1

5359 false 1511 1018.5738 1017.5715 1 -4.92 270.8 33
33.0 
(M:33.0) 1 2 0 K.QACVLMIK.A Carbamidomethyl: 3; Dimethyl: 1, 8

5360 true 1511 1084.4414 1083.4334 1 0.69 228.1 29.17
28.4 
(M:28.4) 1 1 0 K.CIAMCMDR.Y Carbamidomethyl: 1, 5; Dimethyl: 1

5361 true 1512 1067.5642 1066.5555 1 1.33 272.46 33.17
33.6 
(M:33.6) 1 1 0 R.QIPYTMMK.F Dimethyl: 1, 8

5362 false 1512 1126.6044 1125.5965 1 0.61 403.77 32.67
19.8 
(M:19.8) 1 3 1 R.YILMRSGSR.Q Oxidation: 4; Dimethyl: 1



5363 true 1512 1126.6044 1125.5931 1 3.61 440.7 32.67
53.3 
(M:53.3) 1 1 0 K.NILPFDHSR.V Dimethyl: 1

5364 true 1512 2112.2023 2111.1649 1 14.3 285.92 28.5
73.1 
(M:73.1) 1 1 0 R.ECNLAEVPTHAVVVRPEK.A

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 18

5365 true 1513 1130.6305 1129.6182 1 4.44 374.45 32.67
44.8 
(M:44.8) 1 1 0 K.NILPFDHSR.V Dimethyl:2H(4): 1

5366 false 1513 1130.6305 1129.6216 1 1.46 278.58 32.67
20.2 
(M:20.2) 1 4 1 R.YILMRSGSR.Q Dimethyl:2H(4): 1; Oxidation: 4

5367 true 1513 1584.8281 1583.8341 1 -8.38 188.18 34
106.7 
(M:106.7) 6 1 0 R.VPTPNVSVVDLTCR.L Carbamidomethyl: 13; Dimethyl: 1

5368 true 1514 1062.513 1061.5142 1 -7.94 93.5 27.83
37.8 
(M:37.8) 1 1 0 R.NVEDFTGPR.E Dimethyl: 1

5369 true 1515 1066.5442 1065.5393 1 -2.19 195.95 27.83
44.5 
(M:44.5) 1 1 0 R.NVEDFTGPR.E Dimethyl:2H(4): 1



5370 true 1515 1110.637 1109.6379 1 -7.36 260.73 33.33
15.1 
(M:15.1) 1 1 0 R.LGLHASMILR.F

5371 false 1515 1155.6638 1154.6772 1 -17.82 392.71 33
20.1 
(M:20.1) 1 59.11 2 1 K.KPESAQKALR.R Dimethyl: 1

5372 true 1515 3385.744 3384.7401 1 -1 164.55 30.83
72.6 
(M:72.6) 1 1 0

K.QMAPSPAAASAPAPPPPPSS
HPSLHAPAAPSLPPR.N Dimethyl: 1

5373 false 1516 805.4519 804.4643 1 -24.43 441.85 29.5
22.6 
(M:22.6) 1 7 0 R.QELDLR.I Dimethyl:2H(4): 1

5374 true 1516 805.4519 804.4494 1 -5.89 461.46 29.5
41.7 
(M:41.7) 1 1 0 R.FAGVDIR.V Dimethyl: 1

5375 false 1516 805.4519 804.4494 1 -5.89 453.55 29.5
33.0 
(M:33.0) 1 2 0 R.FLNDLR.R Dimethyl: 1

5376 true 1516 1655.8618 1654.8427 1 7.12 205.44 31.17
25.1 
(M:25.1) 1 1 0 K.AIGISNFNHEQIER.I Dimethyl: 1



5377 true 1516 1655.8618 1654.8427 1 7.12 205.44 31.17
25.1 
(M:25.1) 1 1 0 K.AIGISNFNHEQIER.L Dimethyl: 1

5378 true 1517 809.4735 808.4745 1 -10.17 467.49 29.5
31.9 
(M:31.9) 1 1 0 R.FAGVDIR.V Dimethyl:2H(4): 1

5379 false 1517 809.4735 808.4695 1 -3.94 454.19 29.5
19.5 
(M:19.5) 1 2 1 K.SYKDIK.S Dimethyl: 3, 6

5380 false 1517 809.4735 808.4807 1 -17.82 479.6 29.5
15.9 
(M:15.9) 1 5 0 K.HLQDIK.V Dimethyl: 1, 6

5381 false 1517 809.4735 808.4527 1 16.74 468.13 29.5
19.1 
(M:19.1) 1 3 1 K.MADRIR.K Dimethyl:2H(4): 1; Oxidation: 1

5382 false 1517 809.4735 808.4745 1 -10.17 474.92 29.5
17.6 
(M:17.6) 1 4 0 R.FLNDLR.R Dimethyl:2H(4): 1

5383 true 1517 1252.7353 1251.7237 1 3.41 209.22 32.83
51.4 
(M:51.4) 1 1 0 K.HLSINDLPVGR.S Dimethyl:2H(4): 1



5384 false 1517 1659.8811 1658.8484 1 15.31 390.61 31.17
17.6 
(M:17.6) 1 2 1 R.MEREVQHMLVLSK.N Oxidation: 1, 8; Dimethyl: 13

5385 true 1517 1659.8811 1658.8678 1 3.61 231.78 31.17
51.9 
(M:51.9) 1 1 0 K.AIGISNFNHEQIER.L Dimethyl:2H(4): 1

5386 true 1517 1659.8811 1658.8678 1 3.61 231.78 31.17
51.9 
(M:51.9) 1 1 0 K.AIGISNFNHEQIER.I Dimethyl:2H(4): 1

5387 false 1518 888.5095 887.4964 1 6.56 894.66 28.67
17.1 
(M:17.1) 1 8 1 M.DLESKVK.K Acetyl: 1; Dimethyl: 7

5388 false 1518 888.5095 887.4899 1 13.9 566.65 28.67
25.5 
(M:25.5) 1 2 0 K.EIQMLAR.D Dimethyl: 1

5389 false 1518 1122.6079 1121.5751 1 22.78 408.11 28.17
18.2 
(M:18.2) 1 9 1 K.MKEALTTER.G Oxidation: 1; Dimethyl: 2

5390 false 1518 1122.6079 1121.623 1 -19.93 337.54 28.17
23.1 
(M:23.1) 1 4 1 K.QQSKDSEIK.K Dimethyl:2H(4): 1; Dimethyl: 9



5391 true 1518 1329.8307 1328.8267 1 -2.51 253.98 33.33
68.6 
(M:68.6) 1 1 0 K.QQHVIETLIGK.K Dimethyl:2H(4): 1, 11

5392 true 1518 1355.6495 1354.6373 1 3.61 311.69 32.67
15.7 
(M:15.7) 1 1 0 K.GVCTEAGMYALR.E Carbamidomethyl: 3; Dimethyl: 1

5393 true 1518 1586.7156 1585.7135 1 -3.27 260.67 31
40.8 
(M:40.8) 2 1 0 R.MGQMGMGGTIGMNNR.G Dimethyl:2H(4): 1

5394 true 1518 1697.9238 1696.9269 1 -6.11 159.84 31.17
51.8 
(M:51.8) 1 1 0 K.VNQIGSVTESLQACK.L

Carbamidomethyl: 14; Dimethyl:2H(4): 
1, 15

5395 true 1519 912.5525 911.544 1 1.36 136.11 28.83
29.6 
(M:29.6) 1 1 0 R.TLLVADPR.R Dimethyl: 1

5396 true 1519 956.5161 955.5127 1 -4.09 192.57 31
21.4 
(M:21.4) 1 1 0 K.YALSVGYR.H Dimethyl: 1

5397 true 1519 1126.6286 1125.5968 1 21.8 328.56 28.17
16.6 
(M:16.6) 1 1 0 K.FLSQIESDR.L Dimethyl:2H(4): 1



5398 true 1519 1383.7378 1382.7306 1 -0.1 320.02 33.33
16.0 
(M:16.0) 1 1 0 K.QLFHLPQETSR.L Dimethyl: 1

5399 true 1520 960.4951 959.4865 1 1.39 240.02 31.17
28.0 
(M:28.0) 1 1 0 K.VYFYNAR.T Dimethyl: 1

5400 false 1520 1143.6371 1142.6547 1 -21.75 125.86 28.67
15.6 
(M:15.6) 1 3 0 K.ISLLENDALK.N Dimethyl: 10

5401 true 1521 1612.8951 1611.8807 1 4.41 170.44 35
29.2 
(M:29.2) 1 1 1 K.NREPLMPSPQFIK.S Dimethyl: 1, 13

5402 false 1522 748.4287 747.4061 1 20.38 299.63 31.5
18.8 
(M:18.8) 1 7 1 R.SGMKIGR.I

5403 true 1522 748.4287 747.4279 1 -8.73 293.75 31.5
52.9 
(M:52.9) 2 1 0 R.IFDLGR.K Dimethyl: 1

5404 true 1523 1017.468 1016.479 1 -17.94 337.33 31.33
37.2 
(M:37.2) 1 1 0 R.YPPYYMR.R Dimethyl: 1



5405 true 1523 1355.7327 1354.7431 1 -13.05 189.78 27.67
49.9 
(M:49.9) 1 1 0 R.ELISNSSDALDK.I Dimethyl:2H(4): 1, 12

5406 true 1524 1052.5476 1051.5485 1 -7.73 351.55 31
22.4 
(M:22.4) 1 1 0 K.TYAICGAIR.R Carbamidomethyl: 5; Dimethyl: 1

5407 true 1524 1458.842 1457.8293 1 3.75 305.95 32.67
34.0 
(M:34.0) 1 1 0 R.HIAVLQAEVYGAR.L Dimethyl:2H(4): 1

5408 true 1524 1529.7513 1528.7575 1 -8.82 267.96 33.17
38.6 
(M:38.6) 5 1 0 K.IWHHSFYNELR.I Dimethyl: 1

5409 true 1524 1529.7513 1528.7575 1 -8.82 267.96 33.17
38.6 
(M:38.6) 5 1 0 K.IWHHSFYNELR.V Dimethyl: 1

5410 true 1525 899.4543 898.4586 1 -12.86 472.09 31.33
30.1 
(M:30.1) 1 1 0 K.DDIDAYK.T Dimethyl:2H(4): 1; Dimethyl: 7

5411 true 1525 1406.7993 1405.7752 1 11.96 388.21 33.17
63.1 
(M:63.1) 2 1 1 K.QYKGIIDCVVR.I Carbamidomethyl: 8; Dimethyl: 1, 3



5412 true 1525 1406.7993 1405.7752 1 11.96 388.21 33.17
63.1 
(M:63.1) 2 1 1 K.QYKGIIDCVVR.I Carbamidomethyl: 8; Dimethyl: 1, 3

5413 true 1525 1502.7509 1501.7446 1 -0.65 99.49 28.5
35.5 
(M:35.5) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12

5414 true 1525 1502.7509 1501.7446 1 -0.65 99.49 28.5
35.5 
(M:35.5) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12

5415 true 1525 1502.7509 1501.7446 1 -0.65 99.49 28.5
35.5 
(M:35.5) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12

5416 true 1525 1715.9129 1714.9002 1 3.14 185.81 33.5
21.8 
(M:21.8) 1 1 0 R.VSEHVSFTNVNSIVR.Y Dimethyl: 1

5417 true 1526 1368.707 1367.6659 1 24.66 281.26 28.33
30.2 
(M:30.2) 1 1 0 K.FYEEVHDLER.K Dimethyl:2H(4): 1

5418 true 1526 1543.774 1542.7732 1 -4.19 303.42 33.17
70.7 
(M:70.7) 6 1 0 K.IWHHTFYNELR.V Dimethyl: 1



5419 true 1526 1543.774 1542.7732 1 -4.19 303.42 33.17
70.7 
(M:70.7) 6 1 0 K.IWHHTFYNELR.V Dimethyl: 1

5420 true 1526 1543.774 1542.7732 1 -4.19 303.42 33.17
70.7 
(M:70.7) 6 1 0 K.IWHHTFYNELR.V Dimethyl: 1

5421 true 1527 1370.6798 1369.6598 1 9.29 259.91 28.83
21.8 
(M:21.8) 1 1 0 K.GISQEQMNEFR.A Dimethyl:2H(4): 1

5422 false 1528 807.4815 806.4874 1 -16.32 403.18 33.33
28.1 
(M:28.1) 1 3 0 K.QDMLLK.V Dimethyl:2H(4): 1; Dimethyl: 6

5423 false 1528 1379.7168 1378.6836 1 18.74 233.31 28.17
16.6 
(M:16.6) 1 7 1 R.MKQCLEEELK.S

Carbamidomethyl: 4; Oxidation: 1; 
Dimethyl: 2, 10

5424 false 1528 1379.7168 1378.7279 1 -13.33 265.41 28.17
16.0 
(M:16.0) 1 8 1 R.IKFEMEQNLR.Q Oxidation: 5; Dimethyl: 1, 2

5425 true 1528 1644.804 1643.7903 1 3.88 217.57 29.17
112.4 
(M:112.4) 2 1 0 K.AASHQEEFGAEALTR.M Dimethyl: 1



5426 true 1528 1845.9463 1844.9461 1 -3.87 264.38 33.33
52.6 
(M:52.6) 1 1 1 K.FKTPDHWYPSDLQK.Q Dimethyl: 1, 2, 14

5427 false 1529 948.5465 947.5328 1 6.81 268.45 31.5
15.3 
(M:15.3) 1 3 0 K.LLAGFEDK.S Dimethyl: 1, 8

5428 true 1529 1228.7094 1227.7125 1 -8.43 166.92 28.83
22.9 
(M:22.9) 1 1 0 R.LVTELSEHIR.V Dimethyl:2H(4): 1

5429 true 1529 1274.7633 1273.7656 1 -7.5 225.02 31
17.8 
(M:17.8) 1 1 0 K.QQISLATQVVR.M Dimethyl:2H(4): 1

5430 true 1529 1858.9379 1857.9407 1 -5.41 246.21 33.33
27.5 
(M:27.5) 1 1 0 K.TKPAEMVLDAYSHGQR.S Dimethyl: 1, 2

5431 true 1530 988.5991 987.5866 1 5.33 186.24 33.33
18.8 
(M:18.8) 1 1 0 K.QVIIQGFR.S Dimethyl: 1

5432 true 1530 1866.9935 1865.9909 1 -2.52 261.07 33.33
48.2 
(M:48.2) 1 1 0 K.TKPAEMVLDAYSHGQR.S Dimethyl:2H(4): 1, 2



5433 false 1531 1118.6263 1117.6029 1 14.41 350.03 31.5
21.8 
(M:21.8) 1 9 1 R.EASPEEIRR.A Dimethyl:2H(4): 1

5434 true 1531 1118.6263 1117.6244 1 -4.76 356.47 31.5
46.3 
(M:46.3) 1 1 1 R.QLFEELRR.L Dimethyl: 1

5435 false 1531 1306.7165 1305.733 1 -18.16 199.12 31.17
16.7 
(M:16.7) 1 2 1 K.DEDSAEALLKK.H Dimethyl:2H(4): 1; Dimethyl: 10, 11

5436 true 1531 1534.8487 1533.8039 1 24.44 194.38 28.33
48.8 
(M:48.8) 1 1 1 K.NLTPTKDYEELR.T Dimethyl: 1, 6

5437 true 1531 1742.7662 1741.7519 1 4.05 145.95 29.33
62.3 
(M:62.3) 1 1 0 R.HSYYCFQEPEAQR.Q Carbamidomethyl: 5; Dimethyl: 1

5438 true 1532 1122.651 1121.6495 1 -5.14 351.57 31.5
51.1 
(M:51.1) 1 1 1 R.QLFEELRR.L Dimethyl:2H(4): 1

5439 false 1532 1122.651 1121.6383 1 4.87 379.97 31.5
21.3 
(M:21.3) 1 7 1 K.QPYEQKAAK.L Dimethyl:2H(4): 1; Dimethyl: 9



5440 true 1532 1542.8978 1541.8541 1 23.64 148.15 28.33
52.9 
(M:52.9) 2 1 1 K.NLTPTKDYEELR.T Dimethyl:2H(4): 1, 6

5441 true 1532 1855.802 1854.824 1 -15.78 179.6 27.67
29.7 
(M:29.7) 1 1 0 R.QVEPLDPPAECCAGER.V Carbamidomethyl: 11, 12; Dimethyl: 1

5442 true 1532 2104.0966 2103.0895 1 -0.1 252.64 33.5
68.1 
(M:68.1) 1 1 0 K.QESIPNAGPILVHCSAGIGR.T Carbamidomethyl: 14; Dimethyl: 1

5443 true 1533 1132.6398 1131.654 1 -18.92 263.92 31.33
15.6 
(M:15.6) 1 1 0 K.VLLPEYGGTK.I Dimethyl: 1, 10

5444 true 1533 1193.6748 1192.6604 1 5.93 137.71 35.17
51.4 
(M:51.4) 3 1 0 R.NLLYVYPQR.L Dimethyl: 1

5445 false 1533 1193.6748 1192.6788 1 -9.4 148.43 35.17
16.2 
(M:16.2) 1 3 1 K.LNIDTKNCK.I

Carbamidomethyl: 8; Dimethyl:2H(4): 
6; Dimethyl: 1, 9

5446 false 1533 1566.7989 1565.8236 1 -20.39 204.07 28.33
19.8 
(M:19.8) 1 2 1 K.YLECSALTQRGLK.T Carbamidomethyl: 4; Dimethyl: 1



5447 true 1533 2108.1261 2107.1146 1 1.98 307.94 33.5
70.2 
(M:70.2) 1 1 0 K.QESIPNAGPILVHCSAGIGR.T

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

5448 true 1534 1022.5411 1021.5379 1 -3.98 253.91 31.17
19.9 
(M:19.9) 1 1 0 R.AGAFTVICR.D Carbamidomethyl: 8; Dimethyl: 1

5449 true 1534 1140.7006 1139.7042 1 -9.54 257.03 31.33
27.0 
(M:27.0) 1 1 0 K.VLLPEYGGTK.I Dimethyl:2H(4): 1, 10

5450 true 1534 1191.6864 1190.6659 1 11.07 110.52 33.33
43.2 
(M:43.2) 1 1 0 K.TLTPLASAYAR.S Dimethyl: 1

5451 false 1534 1283.7456 1282.7133 1 19.55 151.25 35
15.5 
(M:15.5) 1 5 0 K.AENQPITDVLK.Q Dimethyl: 1, 11

5452 true 1534 1283.7456 1282.7357 1 2.05 169.43 35
47.9 
(M:47.9) 1 1 0 K.NSLQGIQQLVR.K Dimethyl: 1

5453 false 1534 1283.7456 1282.7133 1 19.55 154.06 35
18.8 
(M:18.8) 1 2 0 K.QLQAETEPIVK.M Dimethyl: 11



5454 true 1535 1026.5669 1025.563 1 -3.26 281.1 31.17
24.3 
(M:24.3) 1 1 0 R.AGAFTVICR.D

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

5455 true 1535 1151.5632 1150.5726 1 -14.51 352.4 31.33
26.6 
(M:26.6) 1 81.91 1 0 R.ASMQAEMVLK.E Oxidation: 7; Dimethyl: 10

5456 true 1536 1419.7198 1418.6929 1 13.77 270.07 28.67
16.0 
(M:16.0) 1 1 0 K.VEESSWLIEDGK.T Dimethyl: 12

5457 true 1536 1939.0362 1938.0211 1 4.04 94.78 29.33
80.5 
(M:80.5) 1 1 1 K.IVYGHLDDPAKQEIER.G Dimethyl: 1, 11

5458 true 1536 2156.92 2155.9375 1 -11.47 169.8 27.83
73.2 
(M:73.2) 1 1 0 K.NQDECVIALHDCNGDVNR.A Carbamidomethyl: 5, 12; Dimethyl: 1

5459 true 1537 1167.5665 1166.572 1 -10.92 357.56 31.33
45.9 
(M:45.9) 1 1 0 K.ATEGSAFFPGR.C Dimethyl: 1

5460 false 1537 1390.7566 1389.7699 1 -14.76 411.18 34.33
16.6 
(M:16.6) 1 2 1 R.DSILSEMKMLK.E Dimethyl:2H(4): 1, 8; Oxidation: 7, 9



5461 true 1537 1392.7683 1391.7483 1 9.15 229.56 35
16.4 
(M:16.4) 1 1 0 R.QSMAFSILNTPK.K Dimethyl: 1, 12

5462 true 1537 1947.0808 1946.0713 1 1.14 118.35 29.33
67.9 
(M:67.9) 1 1 1 K.IVYGHLDDPAKQEIER.G Dimethyl:2H(4): 1, 11

5463 true 1537 2160.9428 2159.9626 1 -12.56 196.77 27.83
108.3 
(M:108.3) 1 1 0 K.NQDECVIALHDCNGDVNR.A

Carbamidomethyl: 5, 12; 
Dimethyl:2H(4): 1

5464 true 1538 1394.7251 1393.7148 1 2.15 346.84 33.5
33.1 
(M:33.1) 1 1 0 K.TVAMHEVFLCR.V

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

5465 true 1539 1183.6083 1182.6033 1 -1.9 102.34 31.33
28.8 
(M:28.8) 1 1 0 R.VFNYNTLER.V Dimethyl: 1

5466 true 1539 1321.6861 1320.6708 1 6.1 283.55 33.5
24.6 
(M:24.6) 1 1 0 R.VLQTEMATAASR.A Oxidation: 6; Dimethyl: 1

5467 false 1539 1321.6861 1320.7071 1 -21.43 408.46 33.5
18.2 
(M:18.2) 1 2 1 M.TEQMTLRGTLK.G Oxidation: 4; Dimethyl: 11



5468 true 1540 1241.6989 1240.6928 1 -0.94 205.48 31.17
59.5 
(M:59.5) 2 1 0 K.IHPTSIIGGYR.L Dimethyl: 1

5469 true 1541 1249.6418 1248.6462 1 -9.4 120.12 31.33
23.8 
(M:23.8) 1 1 0 K.TGNFQVTELGR.I Dimethyl: 1

5470 true 1541 1525.7999 1524.7871 1 3.6 196.11 33.5
33.9 
(M:33.9) 1 1 0 R.LQFIADHCPQLR.V Carbamidomethyl: 8; Dimethyl: 1

5471 true 1541 2009.9338 2008.8949 1 15.73 125.09 29.5
74.9 
(M:74.9) 1 1 0 K.YTVQDESHSEWVSCVR.F Carbamidomethyl: 14; Dimethyl: 1

5472 true 1542 894.4348 893.4429 1 -17.25 256.54 29.33
23.5 
(M:23.5) 1 1 0 R.CAEIFAR.G Carbamidomethyl: 1; Dimethyl: 1

5473 true 1542 1264.751 1263.7299 1 10.9 218.98 31.17
19.1 
(M:19.1) 1 1 0 R.LNIPVSQVNPR.D Dimethyl: 1

5474 true 1542 2815.3445 2814.3382 1 -0.33 124.85 27.67
23.5 
(M:23.5) 1 1 1

K.AESLPEEAKSEPPAEAEPPAEP
CAPR.E Carbamidomethyl: 23; Dimethyl: 1, 9



5475 true 1543 1621.9495 1620.9439 1 -1.02 323.19 31.17
67.5 
(M:67.5) 1 1 0 R.SQQAVAGTVHVSVFK.G Dimethyl:2H(4): 1, 15

5476 true 1543 1708.9715 1707.9672 1 -1.74 203.17 33.5
18.2 
(M:18.2) 1 1 1 R.FNDIHVPVRLESVK.F Dimethyl: 1, 14

5477 true 1543 2355.3844 2354.3396 1 15.93 134.3 35.17
57.6 
(M:57.6) 2 1 1 K.NLKPIKPMQFLGDEETVRK.A Dimethyl: 1, 3, 6, 19

5478 true 1544 1355.6838 1354.6737 1 2.08 273.98 31.17
33.5 
(M:33.5) 1 1 0 K.AALIYTCTVCR.T Carbamidomethyl: 7, 10; Dimethyl: 1

5479 true 1544 1641.8244 1640.837 1 -12.07 399.78 31.17
17.8 
(M:17.8) 2 1 1 K.LDKSIENSGDQSHK.M Dimethyl: 1, 3, 14

5480 true 1544 1719.9333 1718.9253 1 0.41 237.88 33.5
56.6 
(M:56.6) 1 1 0 R.VSEHVSFTNVNSIVR.Y Dimethyl:2H(4): 1

5481 true 1544 2371.4692 2370.44 1 9.24 119 35.17
26.2 
(M:26.2) 2 1 1 K.NLKPIKPMQFLGDEETVRK.A Dimethyl:2H(4): 1, 3, 6, 19



5482 true 1544 2527.1028 2526.0887 1 2.71 314.56 32.83
135.1 
(M:135.1) 4 1 0

R.GFGDGYNGYGGGPGGGNFG
GSPGYGGGR.G Dimethyl:2H(4): 1

5483 true 1545 949.5515 948.5582 1 -14.76 192.68 29.33
17.3 
(M:17.3) 1 1 0 R.WLENSLK.A Dimethyl:2H(4): 1; Dimethyl: 7

5484 true 1545 949.5515 948.543 1 1.31 161.27 29.33
17.3 
(M:17.3) 1 1 0 R.GELENTVK.Q Dimethyl:2H(4): 1; Dimethyl: 8

5485 true 1545 1359.7109 1358.6988 1 3.54 326.37 31.17
29.1 
(M:29.1) 1 1 0 K.AALIYTCTVCR.T

Carbamidomethyl: 7, 10; 
Dimethyl:2H(4): 1

5486 true 1545 1726.9088 1725.8951 1 3.72 186.84 33.5
40.8 
(M:40.8) 1 1 0 K.ISLNPDEPVVHWHR.E Dimethyl: 1

5487 true 1545 2553.2362 2552.168 1 23.84 237.63 28.17
132.8 
(M:132.8) 1 1 0

K.SALGWDHQEEVQPHASQTDY
AR.G Dimethyl: 1

5488 false 1546 773.4631 772.4596 1 -4.86 436.81 31.17
21.4 
(M:21.4) 3 3 0 R.TVWIAR.N Dimethyl: 1



5489 false 1546 773.4631 772.4555 1 0.34 441.35 31.17
21.1 
(M:21.1) 1 4 1 R.TERLAR.E Dimethyl: 1

5490 false 1546 849.4691 848.4426 1 22.7 359.33 35.17
16.0 
(M:16.0) 1 2 0 K.ASDMLIR.Q Oxidation: 4; Dimethyl: 1

5491 false 1546 869.434 868.4378 1 -12.66 356.78 28.33
32.5 
(M:32.5) 1 2 1 K.RMFFPR.L Oxidation: 2

5492 true 1546 920.4377 919.4433 1 -13.96 90.73 28
45.8 
(M:45.8) 1 1 0 M.TEQMTLR.G Acetyl: 1

5493 true 1546 1491.7955 1490.7813 1 4.66 197.73 33.33
59.3 
(M:59.3) 3 1 0 K.QVGCGSPLSALGSAR.Y

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

5494 true 1547 2067.0208 2066.0004 1 6.36 246.07 28.83
40.0 
(M:40.0) 1 1 0 K.VAQSIEDHHQEVIAFCR.E Carbamidomethyl: 16; Dimethyl: 1

5495 true 1548 965.4297 964.4358 1 -13.82 111.69 27.83
34.2 
(M:34.2) 1 1 0 R.EEEMMIR.Q Dimethyl: 1



5496 true 1548 1073.5703 1072.5637 1 -0.68 266.19 29.5
57.3 
(M:57.3) 1 1 0 K.HDLDLICR.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

5497 true 1548 1073.5703 1072.5637 1 -0.68 266.19 29.5
57.3 
(M:57.3) 1 1 0 R.HDLDLICR.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

5498 false 1548 1073.5703 1072.5889 1 -24.11 268.34 29.5
22.6 
(M:22.6) 1 2 0 K.HPMDLSTIK.R Dimethyl:2H(4): 1

5499 true 1548 2091.9816 2090.9626 1 5.59 203.43 28.83
56.9 
(M:56.9) 1 1 1 R.VCEVCSAYLGLHDNDRR.L Carbamidomethyl: 2, 5; Dimethyl: 1

5500 true 1548 2091.9816 2090.9626 1 5.59 203.43 28.83
56.9 
(M:56.9) 1 1 1 R.VCEVCSAYLGLHDNDRR.L Carbamidomethyl: 2, 5; Dimethyl: 1

5501 true 1549 1055.5911 1054.5817 1 2.06 87.19 28.33
20.6 
(M:20.6) 1 76.23 1 1 K.MMKIAEIR.K Dimethyl:2H(4): 1; Oxidation: 1, 2

5502 true 1549 1098.5151 1097.5142 1 -5.8 136.05 28
21.2 
(M:21.2) 1 1 0 R.FLYDDNQR.V Dimethyl: 1



5503 true 1549 1098.5151 1097.5142 1 -5.8 136.05 28
21.2 
(M:21.2) 1 1 0 K.FLYDDNQR.V Dimethyl: 1

5504 true 1549 2304.161 2303.158 1 -1.85 188.46 28.67
33.5 
(M:33.5) 1 1 0

K.VAVPSTIHCDHLIEAQSGGEK.
D Carbamidomethyl: 9; Dimethyl: 1, 21

5505 true 1550 1058.6401 1057.6434 1 -9.93 281.48 33
58.7 
(M:58.7) 3 1 0 K.AVDSLVPIGR.G Dimethyl:2H(4): 1

5506 false 1550 1058.6401 1057.607 1 24.44 -1 33
15.8 
(M:15.8) 1 4 1 R.HGDSLKEIK.I Dimethyl:2H(4): 1

5507 true 1550 1110.6228 1109.6193 1 -3.4 240.11 29.33
19.8 
(M:19.8) 1 1 0 R.NDPVLLQGAR.V Dimethyl: 1

5508 true 1550 1197.7314 1196.7241 1 0 114.17 36.33
42.2 
(M:42.2) 3 1 0 K.NTLLIAGLQAR.N Dimethyl: 1

5509 true 1550 2312.2036 2311.2082 1 -5.12 255.52 28.67
67.3 
(M:67.3) 1 1 0

K.VAVPSTIHCDHLIEAQSGGEK.
D

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 21



5510 false 1551 837.4271 836.4178 1 2.42 498.24 34
16.8 
(M:16.8) 1 6 0 K.GELSEDR.H Dimethyl:2H(4): 1

5511 true 1551 837.4271 836.433 1 -15.8 557.74 34
18.2 
(M:18.2) 1 1 0 K.WIDESR.L Dimethyl:2H(4): 1

5512 true 1551 843.4686 842.4622 1 -1 620.66 31.33
15.1 
(M:15.1) 1 1 0 K.LTGMAFR.V Dimethyl:2H(4): 1; Oxidation: 4

5513 true 1551 1126.4737 1125.4761 1 -8.54 286.32 28
44.4 
(M:44.4) 1 1 0 K.GSDFDCELR.L Carbamidomethyl: 6; Dimethyl: 1

5514 true 1551 1438.7753 1437.7762 1 -5.7 322.22 31.5
62.0 
(M:62.0) 1 1 0 K.VNGRPLEMIEPR.T Dimethyl: 1

5515 true 1552 1130.5001 1129.5012 1 -7.4 355.5 28
65.6 
(M:65.6) 1 1 0 K.GSDFDCELR.L

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

5516 true 1552 1442.8005 1441.8013 1 -5.65 337.09 31.5
50.4 
(M:50.4) 2 1 0 K.VNGRPLEMIEPR.T Dimethyl:2H(4): 1



5517 true 1552 1663.8453 1662.8428 1 -2.89 378.63 31.17
22.8 
(M:22.8) 2 1 0 K.LGQQAFFYHSNCK.E

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 13

5518 true 1553 714.4489 713.4436 1 -2.75 196.43 28.83
27.1 
(M:27.1) 1 1 0 K.DGLIIR.K Dimethyl: 1

5519 true 1553 1157.5388 1156.5335 1 -1.72 372.95 29.33
43.7 
(M:43.7) 1 1 0 K.CEFAVGYQR.L Carbamidomethyl: 1; Dimethyl: 1

5520 true 1553 1205.6586 1204.6677 1 -13.53 132.93 32.83
21.4 
(M:21.4) 1 1 1 R.KGHAVGDIPGVR.F

5521 true 1554 1161.5641 1160.5586 1 -1.58 424.44 29.33
22.6 
(M:22.6) 1 1 0 K.CEFAVGYQR.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

5522 true 1555 823.4777 822.4673 1 3.77 384.8 33.33
18.4 
(M:18.4) 1 1 0 K.CVYLLK.K Carbamidomethyl: 1; Dimethyl: 6

5523 true 1555 1212.6782 1211.6824 1 -9.44 116.47 33
21.9 
(M:21.9) 1 1 0 R.GVFNVQMEPK.V Dimethyl:2H(4): 1, 10



5524 true 1555 1269.6675 1268.6547 1 4.34 185.24 29.5
34.7 
(M:34.7) 1 1 0 K.NIPPSDMAQIR.A Dimethyl: 1

5525 true 1555 1326.6467 1325.6108 1 21.6 142.7 28.5
21.1 
(M:21.1) 1 1 0 K.MAQELYMEQR.N Dimethyl: 1

5526 true 1556 778.4495 777.4385 1 4.85 389.25 29
30.4 
(M:30.4) 1 1 0 K.SEFLVR.E Dimethyl: 1

5527 true 1556 1330.6727 1329.6359 1 22.19 138.1 28.33
23.3 
(M:23.3) 1 1 0 K.MAQELYMEQR.N Dimethyl:2H(4): 1

5528 true 1556 1581.8723 1580.8814 1 -10.35 157.92 31.5
64.4 
(M:64.4) 1 1 1 R.SKEAAPEFPLSPPK.K Dimethyl: 1, 2, 14

5529 true 1557 916.5743 915.5691 1 -2.34 110.78 28.83
16.6 
(M:16.6) 1 1 0 R.TLLVADPR.R Dimethyl:2H(4): 1

5530 true 1557 1150.7165 1149.7121 1 -2.54 426.77 35
53.3 
(M:53.3) 1 1 0 K.ELGITALHIK.L Dimethyl: 1, 10



5531 false 1557 1150.7165 1149.7234 1 -12.3 509.85 35
15.7 
(M:15.7) 1 6 1 R.ELGPAARPKK.R Dimethyl: 1, 9, 10

5532 true 1557 1308.6538 1307.6544 1 -6 212.04 29.5
60.8 
(M:60.8) 1 1 0 R.CFVVGADNVGSK.Q Carbamidomethyl: 1; Dimethyl: 1, 12

5533 true 1557 1641.7558 1640.7583 1 -5.96 222.04 31.5
80.5 
(M:80.5) 2 1 0 R.GYAFNHSADFETVR.M Dimethyl: 1

5534 true 1557 2331.2667 2330.2495 1 4.26 282.32 31.5
75.8 
(M:75.8) 2 1 0

R.LLAQQSLNQQYLNHPPPVSR.
S Dimethyl: 1

5535 false 1558 924.4563 923.4389 1 10.98 249.29 29
19.1 
(M:19.1) 2 2 0 R.FPDENFK.L Dimethyl: 7

5536 true 1558 994.5413 993.5401 1 -6.11 225.31 31.17
20.6 
(M:20.6) 2 1 0 R.MMNGIQLR.G Dimethyl:2H(4): 1

5537 true 1558 1188.7558 1187.7518 1 -2.76 138.91 33.83
34.5 
(M:34.5) 1 1 0 K.ELLQHPFLK.L Dimethyl:2H(4): 1, 9



5538 true 1558 1248.7087 1247.6986 1 2.28 243.66 32.83
52.5 
(M:52.5) 1 1 0 K.HLSINDLPVGR.S Dimethyl: 1

5539 true 1558 1316.7156 1315.7046 1 2.85 250.29 29.5
78.4 
(M:78.4) 1 1 0 R.CFVVGADNVGSK.Q

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 12

5540 true 1558 1417.7876 1416.7514 1 20.45 313.39 36.17
37.4 
(M:37.4) 3 1 0 R.NFLGQQVPFPSR.L Dimethyl: 1

5541 true 1558 1494.6589 1493.6634 1 -7.91 145.16 27.83
63.1 
(M:63.1) 1 1 0 K.NDFTEEEEAQVR.K Dimethyl: 1

5542 true 1559 1354.675 1353.6677 1 -0.02 354.26 32.83
20.6 
(M:20.6) 1 1 0 R.GNEVLYNGFTGR.K Dimethyl: 1

5543 false 1559 1378.6962 1377.6971 1 -5.96 238.69 28.5
15.1 
(M:15.1) 1 6 1 R.MDTTLSDMKEK.V Dimethyl:2H(4): 1, 9; Oxidation: 1

5544 false 1559 1378.6962 1377.6934 1 -3.28 143.81 28.5
15.2 
(M:15.2) 1 5 1 R.FSMGSASAGMIKK.L Dimethyl:2H(4): 1; Oxidation: 3, 10



5545 true 1559 1378.6962 1377.6565 1 23.51 195.91 28.5
72.6 
(M:72.6) 1 1 0 K.FYEEVHELER.K Dimethyl: 1

5546 true 1559 1498.6881 1497.6885 1 -5.15 125.53 27.83
34.5 
(M:34.5) 1 1 0 K.NDFTEEEEAQVR.K Dimethyl:2H(4): 1

5547 false 1560 1457.759 1456.7708 1 -13.06 143.25 28.33
17.4 
(M:17.4) 1 2 1 R.NNSLHDMKTVVK.T Oxidation: 7; Dimethyl: 8, 12

5548 true 1560 2032.0382 2031.0436 1 -6.19 274.81 32.67
128.6 
(M:128.6) 1 1 0

K.AGGVASGFNHVVTNDLSAQR
.L Dimethyl:2H(4): 1

5549 true 1561 1007.5973 1006.6113 1 -21.11 300.48 31.33
44.4 
(M:44.4) 1 1 0 R.LINSLYPR.G Dimethyl:2H(4): 1

5550 true 1561 1273.8054 1272.8046 1 -5.04 188.62 33.83
24.0 
(M:24.0) 1 1 0 K.FLLHEPIVNK.F Dimethyl:2H(4): 1, 10

5551 true 1561 1355.6914 1354.6819 1 1.65 327.81 30.17
41.1 
(M:41.1) 1 1 0 K.HYSGLEEAVYR.N Dimethyl:2H(4): 1



5552 true 1561 1457.822 1456.8038 1 7.48 403.08 32.83
34.1 
(M:34.1) 1 1 0 R.GNEEAQIFRPLK.F Dimethyl: 1, 12

5553 true 1561 1688.842 1687.8529 1 -10.8 149.51 27.83
23.5 
(M:23.5) 1 1 0 R.LLAEGHPDPDAELQR.M Dimethyl: 1

5554 true 1562 1292.7561 1291.7322 1 12.83 234.87 34.17
69.6 
(M:69.6) 2 1 0 K.QMVIDVLHPGK.A Dimethyl: 1, 11

5555 true 1562 1465.8679 1464.854 1 4.49 372.02 33
28.5 
(M:28.5) 1 1 0 R.GNEEAQIFRPLK.F Dimethyl:2H(4): 1, 12

5556 true 1562 1546.7491 1545.7038 1 24.62 165.72 28.33
30.3 
(M:30.3) 1 1 0 K.EHDYYTPTGEFR.V Dimethyl:2H(4): 1

5557 true 1562 3003.3846 3002.372 1 1.76 166.07 32.5
41.5 
(M:41.5) 1 1 0

K.VCYYYDGDVGNYYYGQGHP
MKPHR.I

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 21

5558 true 1563 888.5306 887.544 1 -23.29 451.4 35.83
33.9 
(M:33.9) 2 1 1 R.ESLKSLR.Y Dimethyl: 1, 4



5559 true 1563 1001.5376 1000.5553 1 -24.92 341.87 32.83
25.0 
(M:25.0) 1 1 1 K.KLEAAEER.R Dimethyl: 1, 1

5560 false 1563 1043.6242 1042.6135 1 3.26 273.34 31.33
16.0 
(M:16.0) 1 9 0 R.ITIINSNLR.F

5561 false 1563 1043.6242 1042.6386 1 -20.84 202.14 31.33
17.4 
(M:17.4) 1 3 1 R.VSAVKADLGK.I Dimethyl: 5, 10

5562 false 1563 1043.6242 1042.6135 1 3.26 306.17 31.33
16.6 
(M:16.6) 1 7 0 K.AGIVTSLQAR.C Dimethyl: 1

5563 true 1563 1941.8112 1940.817 1 -6.73 36.29 27.83
34.2 
(M:34.2) 1 1 0 K.LNQVCFDDDGASSSQDR.L Carbamidomethyl: 5; Dimethyl: 1

5564 true 1564 966.5254 965.5182 1 -0.04 191.45 29
41.4 
(M:41.4) 1 1 0 K.TTDGYLLR.L Dimethyl: 1

5565 false 1564 966.5254 965.5155 1 2.74 184.06 29
23.4 
(M:23.4) 1 2 1 R.QGRHEALR.W



5566 true 1564 1106.5982 1105.588 1 2.61 317.1 31.33
27.6 
(M:27.6) 1 1 0 K.AIGLSNFNSR.Q Dimethyl: 1

5567 true 1564 1957.8849 1956.8912 1 -6.98 116.26 27.83
45.4 
(M:45.4) 1 1 0 R.ANSEPVTPSEDDIAEAER.L Dimethyl: 1

5568 true 1565 772.4925 771.4854 1 -0.33 802.02 31.5
19.3 
(M:19.3) 1 50 1 1 K.KQDILK.K Dimethyl: 1

5569 true 1565 1110.5982 1109.6131 1 -19.94 378.86 31.33
23.4 
(M:23.4) 1 1 0 K.AIGLSNFNSR.Q Dimethyl:2H(4): 1

5570 true 1565 1148.6678 1147.6729 1 -10.74 440 31.33
46.4 
(M:46.4) 2 1 0 K.YGVSGYPTLK.I Dimethyl:2H(4): 1, 10

5571 true 1565 1581.8583 1580.8506 1 0.3 216.97 32.83
34.1 
(M:34.1) 1 1 0 K.NMLHVTDTGIGMTK.E Dimethyl:2H(4): 1, 14

5572 true 1566 864.4305 863.429 1 -6.7 471.89 31.5
29.4 
(M:29.4) 2 1 0 K.EQFAWR.H Dimethyl: 1



5573 false 1566 864.4305 863.4423 1 -22.05 508.2 31.5
18.0 
(M:18.0) 1 4 1 K.QEMEKK.T Oxidation: 3; Dimethyl: 1, 6

5574 true 1567 1431.8163 1430.8155 1 -4.54 362.06 33.83
31.6 
(M:31.6) 1 1 0 K.DLAGCIHGLANVK.L

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 13

5575 true 1568 1697.8289 1696.8025 1 11.24 214.27 29.5
99.0 
(M:99.0) 1 1 0 R.HLCVCPINDSEAVR.E Carbamidomethyl: 3, 5; Dimethyl: 1

5576 true 1568 1774.9749 1773.9261 1 23.41 138.23 28.33
46.4 
(M:46.4) 1 1 0 K.INEKPQVIADYESGR.A Dimethyl: 1, 4

5577 true 1569 1418.7282 1417.7354 1 -10.21 410.15 32.67
51.4 
(M:51.4) 1 1 0 K.YYITIIDAPGHR.D

5578 true 1569 1486.85 1485.8416 1 0.73 165.38 33.83
43.7 
(M:43.7) 1 1 0 R.HHQLQLVESIVR.Q Dimethyl: 1

5579 true 1569 1728.9175 1727.9104 1 -0.12 183.53 29.67
64.7 
(M:64.7) 1 1 0 K.HTDELQAQAQSSLLR.L Dimethyl:2H(4): 1



5580 true 1569 1783.0251 1781.9763 1 23.3 178.79 28.33
75.5 
(M:75.5) 1 1 0 K.INEKPQVIADYESGR.A Dimethyl:2H(4): 1, 4

5581 true 1569 2194.1359 2193.1178 1 4.91 225.28 33
86.7 
(M:86.7) 1 1 0 R.YSHLQPGDHLTDITVSVAGR.I Dimethyl: 1

5582 false 1570 960.5971 959.5932 1 -3.46 108.91 31.67
15.6 
(M:15.6) 1 2 0 R.VFQEFVK.M Dimethyl:2H(4): 1, 7

5583 true 1570 1490.8668 1489.8667 1 -4.81 234.85 33.83
41.7 
(M:41.7) 1 1 0 R.HHQLQLVESIVR.Q Dimethyl:2H(4): 1

5584 true 1570 1746.7915 1745.777 1 4.17 225.17 29.33
31.2 
(M:31.2) 1 1 0 R.HSYYCFQEPEAQR.Q

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

5585 false 1571 813.5172 812.5232 1 -16.31 348.5 33
17.5 
(M:17.5) 1 10 1 R.DIRLLR.D Dimethyl: 1

5586 true 1571 813.5172 812.512 1 -2.5 337.03 33
23.7 
(M:23.7) 1 1 0 R.AIAELIR.E Dimethyl: 1



5587 false 1571 813.5172 812.512 1 -2.5 357.21 33
20.3 
(M:20.3) 1 7 0 R.SPVTLLR.S Dimethyl: 1

5588 false 1571 813.5172 812.5232 1 -16.31 336.56 33
20.0 
(M:20.0) 1 8 1 K.RGNGLIK.V Dimethyl: 1, 7

5589 false 1571 813.5172 812.512 1 -2.5 357.21 33
20.0 
(M:20.0) 1 8 0 K.DVGILLR.S Dimethyl: 1

5590 true 1571 979.5825 978.58 1 -4.92 123.67 31.5
24.2 
(M:24.2) 1 1 0 R.VLFENAVR.K Dimethyl:2H(4): 1

5591 true 1571 1436.7676 1435.7762 1 -11.02 452.63 32.83
52.8 
(M:52.8) 4 1 0 K.YYVTIIDAPGHR.D Dimethyl:2H(4): 1

5592 true 1571 1553.7411 1552.7428 1 -5.78 215.41 33.83
40.5 
(M:40.5) 1 1 0 K.AHDGSVFTLCQMR.N

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

5593 false 1572 1049.5708 1048.575 1 -10.88 117.17 29
15.3 
(M:15.3) 1 4 1 K.IQAEGGMRR.G Dimethyl:2H(4): 1



5594 true 1572 1925.9919 1925.0114 1 -13.9 248.99 28.33
16.6 
(M:16.6) 1 1 1 R.VALDMTTLTIMRYLPR.E Oxidation: 5, 11

5595 true 1573 855.4317 854.4143 1 11.86 455.67 33
20.8 
(M:20.8) 1 1 0 R.QMFVMR.V Oxidation: 2; Dimethyl: 1

5596 true 1573 1001.5179 1000.5189 1 -8.24 101.44 28
30.9 
(M:30.9) 1 1 0 R.EDLQAELR.A Dimethyl: 1

5597 true 1573 1256.6882 1255.6812 1 -0.25 165.95 35.5
52.9 
(M:52.9) 1 97.51 1 1 K.NSTFSELFKK.D Dimethyl: 1, 10

5598 true 1574 1014.5409 1013.5393 1 -5.62 111.86 28.17
24.5 
(M:24.5) 1 1 0 R.LTPEEIER.M Dimethyl: 1

5599 true 1575 1018.5569 1017.5644 1 -14.5 122.75 28.17
38.3 
(M:38.3) 2 1 0 R.LTPEEIER.M Dimethyl:2H(4): 1

5600 true 1575 1644.9121 1643.9029 1 1.19 273.82 33.33
61.9 
(M:61.9) 1 1 1 R.QMADTGKLNTLLQR.A Dimethyl: 1, 7



5601 true 1575 1681.9454 1680.9461 1 -4.71 282.32 34
51.9 
(M:51.9) 1 1 0 R.SPLAAQHGLGTSLLER.L Dimethyl:2H(4): 1

5602 true 1576 1025.5441 1024.5553 1 -18.01 92.48 28
18.0 
(M:18.0) 1 1 0 K.TLDPDPAIR.R Dimethyl: 1

5603 true 1576 1049.639 1048.6393 1 -7.2 181.91 31.5
43.9 
(M:43.9) 2 1 0 R.HIILLAEGR.L Dimethyl: 1

5604 true 1577 1353.8057 1352.8056 1 -5.35 296.5 31.5
40.1 
(M:40.1) 1 1 0 K.GFVEFAAKPPAR.K Dimethyl:2H(4): 1, 8

5605 true 1577 1375.8365 1374.8188 1 7.57 355.12 31.33
50.2 
(M:50.2) 2 1 1 R.KESYSIYVYK.V Dimethyl:2H(4): 1, 1, 10

5606 true 1577 1716.9587 1715.961 1 -5.6 214.27 33.83
39.4 
(M:39.4) 1 1 1 K.YIIHKYPSLELER.R Dimethyl: 1, 5

5607 false 1578 1093.6315 1092.6002 1 21.97 404.7 31.5
17.0 
(M:17.0) 1 3 0 R.VQMTAAAFAK.G Dimethyl: 1, 10



5608 true 1578 1685.874 1684.8607 1 3.6 194.35 33.5
62.6 
(M:62.6) 2 1 1 R.KYEMFAQTLQQSR.G Dimethyl: 1, 1

5609 true 1578 1797.9753 1796.9819 1 -7.67 188.1 33.83
49.5 
(M:49.5) 1 1 1 R.MRIETLSSHIADIQK.E Dimethyl: 1, 15

5610 true 1578 2247.0961 2246.0381 1 22.58 190.07 28.33
20.0 
(M:20.0) 1 1 1 R.CSVCSEPIMPEPGKDETVR.V

Carbamidomethyl: 1, 4; Dimethyl: 1, 
14

5611 true 1579 1152.6818 1151.6787 1 -3.62 359.42 33
17.5 
(M:17.5) 1 1 1 K.GKQCFLVLR.Q

Carbamidomethyl: 4; Dimethyl:2H(4): 
2

5612 true 1579 1851.9679 1850.9673 1 -3.59 230.3 34
46.4 
(M:46.4) 1 1 0 K.LHVGNISPTCTNLELR.A Carbamidomethyl: 10; Dimethyl: 1

5613 true 1579 2255.1456 2254.0883 1 22.16 201.51 28.33
16.4 
(M:16.4) 1 1 1 R.CSVCSEPIMPEPGKDETVR.V

Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1, 14

5614 true 1579 2352.2025 2351.187 1 3.52 199.05 29.33
34.9 
(M:34.9) 1 1 1 K.YDLSGRPLNIKEDPEGEHAR.R Dimethyl: 1, 11



5615 true 1580 1300.6994 1299.6873 1 3.68 223.9 28.83
72.3 
(M:72.3) 1 1 0 K.DLQHPNEFIR.G Dimethyl:2H(4): 1

5616 true 1580 1553.8675 1552.8221 1 24.53 233.9 35.5
42.7 
(M:42.7) 1 1 0 R.CPNLTYLNLSGNK.I

Carbamidomethyl: 1; Dimethyl:2H(4): 
1; Dimethyl: 13

5617 true 1580 1727.9156 1726.9155 1 -4.16 297.95 31.5
64.2 
(M:64.2) 2 1 0 R.YPHLGQKPGGSDFLR.K Dimethyl: 1, 7

5618 true 1580 1735.8962 1734.8842 1 2.74 255.09 32.67
39.8 
(M:39.8) 1 1 0 K.GHFGPINSVAFHPDGK.S Dimethyl: 1, 16

5619 true 1580 1855.9931 1854.9924 1 -3.52 299.29 34
53.7 
(M:53.7) 1 1 0 K.LHVGNISPTCTNLELR.A

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

5620 true 1581 1193.6134 1192.6016 1 3.76 136.18 33.17
21.6 
(M:21.6) 1 81.19 1 0 K.ETYSVYIYK.V Dimethyl: 9

5621 true 1581 1201.5814 1200.5622 1 9.88 169.63 28
16.6 
(M:16.6) 1 1 0 R.AESEEGPDVLR.W



5622 true 1581 1311.7178 1310.7306 1 -15.36 199.2 28.83
43.0 
(M:43.0) 1 1 0 K.QAVQAAAQELVR.F Dimethyl: 1

5623 true 1581 1395.7383 1394.6988 1 23.04 419.96 31.33
27.5 
(M:27.5) 1 1 0 M.PMFTIHTNVCK.D

Carbamidomethyl: 10; Dimethyl:2H(4): 
11; Oxidation: 2

5624 true 1581 1754.7877 1753.7921 1 -6.66 221.63 31.33
108.0 
(M:108.0) 4 1 0 R.FGGNPGGFGNQGGFGNSR.G Dimethyl: 1

5625 true 1582 1758.8153 1757.8172 1 -5.2 336.59 31.33
73.9 
(M:73.9) 3 1 0 R.FGGNPGGFGNQGGFGNSR.G Dimethyl:2H(4): 1

5626 true 1582 1915.9995 1914.9952 1 -1.55 244.95 34
76.1 
(M:76.1) 1 1 0 K.VTHAVVTVPAYFNDAQR.Q Dimethyl: 1

5627 true 1583 843.5125 842.5086 1 -3.99 283.46 28.5
19.3 
(M:19.3) 1 1 1 R.ARALGSLR.R

5628 true 1583 1340.6834 1339.6823 1 -4.57 284.69 29
43.7 
(M:43.7) 1 1 0 K.NFIAQGPYENR.T Dimethyl:2H(4): 1



5629 true 1583 1465.8116 1464.7936 1 7.28 446.07 31.33
65.2 
(M:65.2) 3 1 0 R.YVTVQGISGTGSLR.V Dimethyl: 1

5630 true 1583 1920.0249 1919.0203 1 -1.41 305.1 34
78.4 
(M:78.4) 1 1 0 K.VTHAVVTVPAYFNDAQR.Q Dimethyl:2H(4): 1

5631 false 1584 892.4658 891.4372 1 23.93 385.39 28.67
17.4 
(M:17.4) 1 5 0 K.AAVAEMEK.S Oxidation: 6; Dimethyl: 8

5632 false 1584 892.4658 891.4484 1 11.34 592.53 28.67
16.5 
(M:16.5) 1 8 1 R.EEMKQR.A Oxidation: 3; Dimethyl: 1, 4

5633 true 1584 1469.8334 1468.8187 1 4.99 459.15 31.33
53.0 
(M:53.0) 3 1 0 R.YVTVQGISGTGSLR.V Dimethyl:2H(4): 1

5634 true 1584 2028.0116 2027.0185 1 -6.98 239.09 32.67
83.6 
(M:83.6) 1 1 0

K.AGGVASGFNHVVTNDLSAQR
.L Dimethyl: 1

5635 true 1585 820.4244 819.4239 1 -8.31 443.84 29.5
46.5 
(M:46.5) 1 1 0 R.NIFDQR.C Dimethyl: 1



5636 false 1585 820.4244 819.4127 1 5.38 388.96 29.5
18.8 
(M:18.8) 1 5 0 K.NYDPQK.D Dimethyl: 1, 6

5637 true 1585 895.4425 894.4236 1 13.05 467.55 28.5
17.2 
(M:17.2) 1 1 0 R.YVWDER.R Dimethyl: 1

5638 true 1585 1289.7187 1288.7139 1 -1.95 203.27 31.5
26.2 
(M:26.2) 1 1 1 K.RNEFLGELQK.K Dimethyl: 1, 10

5639 true 1585 1289.7187 1288.7139 1 -1.95 203.27 31.5
26.2 
(M:26.2) 1 1 1 K.RNEFLGELQK.K Dimethyl: 1, 10

5640 true 1585 1344.5213 1343.5266 1 -9.31 199.93 28
18.4 
(M:18.4) 1 1 0 M.SGEDGNEEFYR.Q Acetyl: 1

5641 false 1585 1480.7145 1479.7429 1 -24.1 -1 29.67
15.5 
(M:15.5) 1 2 1 K.LGDLKEEGDVMDK.T Dimethyl:2H(4): 1

5642 true 1585 1480.7145 1479.6934 1 9.29 382.89 29.67
43.6 
(M:43.6) 1 1 0 R.MGPAMGQGMGAGIDR.M Dimethyl:2H(4): 1



5643 true 1586 895.4409 894.4521 1 -20.66 736.67 33
23.7 
(M:23.7) 1 1 0 K.MEPSYLK.V Dimethyl: 7

5644 false 1586 1246.7207 1245.7115 1 1.52 149.02 33.17
17.1 
(M:17.1) 1 2 1 R.VLSQMEKIVR.T Oxidation: 5; Dimethyl: 7

5645 true 1586 1297.7658 1296.7641 1 -4.36 178 31.5
35.6 
(M:35.6) 1 1 1 K.RNEFLGELQK.K Dimethyl:2H(4): 1, 10

5646 true 1586 1297.7658 1296.7641 1 -4.36 178 31.5
35.6 
(M:35.6) 1 1 1 K.RNEFLGELQK.K Dimethyl:2H(4): 1, 10

5647 false 1586 1497.8436 1496.8174 1 12.67 133.62 29
16.1 
(M:16.1) 1 6 0 K.NLGHWLGMITLAK.N Oxidation: 8; Dimethyl: 13

5648 true 1586 1497.8436 1496.8311 1 3.5 193.26 29
76.4 
(M:76.4) 1 1 0 K.QISVLQQQAVEAR.K Dimethyl: 1

5649 true 1586 2032.0152 2031.0214 1 -6.63 220.17 33.83
38.1 
(M:38.1) 1 1 0 R.LWAHVYAGAPVSSPEYTR.K Dimethyl: 1



5650 true 1586 2100.1859 2099.1789 1 -0.14 296.85 35.67
47.0 
(M:47.0) 1 1 0 R.NTINNIAVRPGLEGYALPR.K Dimethyl:2H(4): 1

5651 true 1587 749.4162 748.402 1 9.21 338.59 31.33
19.8 
(M:19.8) 1 1 0 K.WFNVR.N Dimethyl: 1

5652 true 1587 1501.8694 1500.8562 1 3.95 248.05 29
81.4 
(M:81.4) 1 1 0 K.QISVLQQQAVEAR.K Dimethyl:2H(4): 1

5653 false 1587 1501.8694 1500.8813 1 -12.8 239.94 29
25.1 
(M:25.1) 1 2 0 K.AIQLSGAQQLEALK.A Dimethyl:2H(4): 1

5654 true 1588 821.4985 820.4881 1 3.78 472.66 33.5
35.2 
(M:35.2) 2 1 0 -.MQIFVK.T Dimethyl: 1, 6

5655 false 1588 821.4985 820.4956 1 -5.41 233 33.5
16.6 
(M:16.6) 1 10 0 K.DLTSVVR.L Dimethyl:2H(4): 1

5656 false 1588 821.4985 820.4993 1 -9.9 450.09 33.5
21.5 
(M:21.5) 2 5 1 R.MKFLVR.R Dimethyl: 1



5657 true 1588 864.476 863.4687 1 -0.03 411.13 35.83
25.5 
(M:25.5) 1 1 0 R.CALGIFR.K Carbamidomethyl: 1; Dimethyl: 1

5658 true 1588 1015.5553 1014.528 1 19.68 243.48 33
27.0 
(M:27.0) 2 1 0 R.NGIQAMPTR.L Dimethyl: 1

5659 true 1588 1068.5085 1067.507 1 -5.34 154.59 28.5
24.4 
(M:24.4) 1 1 1 K.MAEDYRQK.K Dimethyl: 8

5660 true 1588 1322.6355 1321.6237 1 3.41 196.48 33
32.2 
(M:32.2) 1 1 0 K.CYHNLDAFVR.L Carbamidomethyl: 1; Dimethyl: 1

5661 false 1588 1322.6355 1321.6375 1 -6.97 264.12 33
22.6 
(M:22.6) 1 2 1 K.AQYEDIANRSR.A

5662 false 1588 1322.6355 1321.6375 1 -6.97 264.12 33
22.6 
(M:22.6) 1 2 1 K.AQYEDIANRSR.A

5663 true 1588 1372.7056 1371.7122 1 -10.08 168.17 28
47.3 
(M:47.3) 1 1 0 R.DNANAATEEFVK.R Dimethyl:2H(4): 1, 12



5664 true 1589 837.4712 836.4578 1 7.23 471.39 33.67
21.9 
(M:21.9) 1 1 0 K.NYILMR.M Dimethyl: 1

5665 true 1589 954.4962 953.4942 1 -5.62 142.77 29.5
28.3 
(M:28.3) 1 1 0 R.DVCLYPR.F

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

5666 true 1589 1396.7046 1395.6994 1 -1.47 218.29 28.17
38.6 
(M:38.6) 1 1 0 R.AVDPDSPAEAAGLR.A Dimethyl: 1

5667 true 1590 1413.627 1412.6208 1 -0.77 216.96 28
26.6 
(M:26.6) 1 1 0 R.EYQAGDFEAAER.H Dimethyl: 1

5668 true 1591 853.4676 852.4425 1 20.82 474.85 33.67
21.0 
(M:21.0) 1 1 1 K.RMNTGDK.T Dimethyl:2H(4): 7

5669 true 1591 1021.5941 1020.5757 1 10.89 191.25 35.83
39.4 
(M:39.4) 3 1 0 K.NVPYVFVR.S Dimethyl: 1

5670 false 1591 1132.6207 1131.6136 1 -0.11 264.51 28.67
18.9 
(M:18.9) 1 2 0 K.TLLENTGTQK.L Dimethyl: 10



5671 false 1591 1132.6207 1131.6298 1 -14.48 218.22 28.67
16.3 
(M:16.3) 1 4 1 K.IEIRQGDNR.E Dimethyl:2H(4): 1

5672 true 1591 1398.7767 1397.7565 1 9.26 342.53 33.17
17.8 
(M:17.8) 1 1 0 K.NPDSALSSIVHAR.R Dimethyl:2H(4): 1

5673 true 1591 1503.7525 1502.7577 1 -8.27 92.49 28.17
63.0 
(M:63.0) 1 1 0 R.ELVQNLTTTEDGR.I Dimethyl: 1

5674 true 1591 1734.9544 1733.9424 1 2.73 170.45 29
47.6 
(M:47.6) 2 1 1 R.HLQLAVRNDEELNK.L Dimethyl: 1, 14

5675 false 1592 873.5425 872.5266 1 9.9 507.32 33.5
18.8 
(M:18.8) 1 5 1 K.RMINAIK.E Dimethyl: 7

5676 true 1592 1207.6525 1206.6245 1 17.23 97.85 28.5
34.0 
(M:34.0) 1 1 0 K.YEELQITAGR.H Dimethyl: 1

5677 true 1592 1207.6525 1206.6245 1 17.23 97.85 28.5
34.0 
(M:34.0) 1 1 0 K.YEELQITAGR.H Dimethyl: 1



5678 true 1592 1507.7782 1506.7828 1 -7.85 96.71 28.17
122.8 
(M:122.8) 1 1 0 R.ELVQNLTTTEDGR.I Dimethyl:2H(4): 1

5679 true 1593 765.394 764.397 1 -13.32 335.4 31.5
24.2 
(M:24.2) 1 1 0 R.TQFWR.Y Dimethyl: 1

5680 true 1593 1025.6105 1024.6008 1 2.44 172.02 35.83
18.9 
(M:18.9) 1 1 0 K.NVPYVFVR.S Dimethyl:2H(4): 1

5681 true 1593 1108.628 1107.6189 1 1.59 352.65 34
51.6 
(M:51.6) 1 1 0 R.EAWLVIHGR.V Dimethyl: 1

5682 false 1593 1108.628 1107.6149 1 5.22 266.51 34
15.3 
(M:15.3) 1 7 1 K.ARLEEHGIR.L Dimethyl: 1

5683 true 1593 1211.6804 1210.6496 1 19.47 57.93 28.5
36.1 
(M:36.1) 2 1 0 K.YEELQITAGR.H Dimethyl:2H(4): 1

5684 true 1593 1211.6804 1210.6496 1 19.47 57.93 28.5
36.1 
(M:36.1) 2 1 0 K.YEELQITAGR.H Dimethyl:2H(4): 1



5685 true 1593 1515.727 1514.7419 1 -14.65 297.1 33
60.8 
(M:60.8) 1 1 0 K.IWHHTFYNELR.V

5686 true 1593 1515.727 1514.7419 1 -14.65 297.1 33
60.8 
(M:60.8) 1 1 0 K.IWHHTFYNELR.V

5687 true 1593 1515.727 1514.7419 1 -14.65 297.1 33
60.8 
(M:60.8) 1 1 0 K.IWHHTFYNELR.V

5688 true 1593 1561.6928 1560.6879 1 -1.48 102.92 28
45.8 
(M:45.8) 1 1 0 K.LYVYNTDTDNCR.E Carbamidomethyl: 11; Dimethyl: 1

5689 true 1593 1818.8266 1817.815 1 2.36 276.52 28.83
43.7 
(M:43.7) 1 1 0 K.CCLTYCFNKPEDK.-

Carbamidomethyl: 1, 2, 6; Dimethyl: 1, 
9, 13

5690 true 1594 1589.6207 1588.629 1 -9.78 155.84 28
34.2 
(M:34.2) 1 1 0 R.ESSYACYYDDER.Q

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

5691 true 1594 1830.8988 1829.8904 1 0.63 227.74 28.83
30.6 
(M:30.6) 1 1 0 K.CCLTYCFNKPEDK.-

Carbamidomethyl: 1, 2, 6; 
Dimethyl:2H(4): 1, 9, 13



5692 true 1595 1182.6712 1181.6591 1 4.07 139.97 34
64.1 
(M:64.1) 2 1 0 R.SLHDAIMIVR.R Dimethyl: 1

5693 true 1595 1889.9703 1888.9643 1 -0.68 257.01 28.83
67.4 
(M:67.4) 1 1 1 K.NQLTSNPENTVFDAKR.L Dimethyl: 1, 15

5694 false 1596 1186.6946 1185.6717 1 13.16 139.52 34
15.7 
(M:15.7) 1 2 1 K.KIQDAASQGLK.F Dimethyl: 11

5695 true 1596 1186.6946 1185.6842 1 2.68 129.57 34
52.2 
(M:52.2) 1 1 0 R.SLHDAIMIVR.R Dimethyl:2H(4): 1

5696 false 1597 1198.6655 1197.654 1 3.56 106.47 34
19.6 
(M:19.6) 1 2 0 R.SLHDAIMIVR.R Oxidation: 7; Dimethyl: 1

5697 true 1597 1273.6901 1272.6561 1 20.96 189.37 29.5
22.7 
(M:22.7) 1 1 0 R.LNEQASEEILK.V

5698 false 1597 1273.6901 1272.6798 1 2.37 135.55 29.5
21.4 
(M:21.4) 1 2 0 K.NIPPSDMAQIR.A Dimethyl:2H(4): 1



5699 false 1597 1273.6901 1272.6674 1 12.14 198.91 29.5
17.6 
(M:17.6) 1 3 1 K.GAANAEAGSEKLK.E Dimethyl: 1

5700 true 1597 1284.7311 1283.7125 1 8.78 193.22 35.83
60.9 
(M:60.9) 3 1 1 K.NSTFSELFKK.D Dimethyl: 1, 9, 10

5701 false 1597 1284.7311 1283.7209 1 2.24 275.26 35.83
17.4 
(M:17.4) 1 5 1 K.SLLMGKEFQR.R

Dimethyl:2H(4): 6; Oxidation: 4; 
Dimethyl: 1

5702 false 1597 1284.7311 1283.706 1 13.86 247.22 35.83
15.6 
(M:15.6) 1 9 0 K.LQHGTIMGFPK.A Dimethyl: 1, 11

5703 true 1597 1331.7161 1330.6881 1 15.53 139.15 28.67
61.8 
(M:61.8) 1 1 0 R.FSQEVQIPEAR.C Dimethyl: 1

5704 true 1597 1699.9275 1698.9053 1 8.76 115.51 33.17
16.3 
(M:16.3) 1 1 0 R.NTIQFTHTQIEAIR.A Dimethyl: 1

5705 true 1597 3141.426 3140.4597 1 -13.04 194.77 32.83
15.6 
(M:15.6) 1 1 0

K.TLTSGGHAEHDGKPYCNHPCY
AALFGPK.G

Carbamidomethyl: 16, 20; Dimethyl: 1, 
28



5706 true 1598 801.5113 800.507 1 -3.66 388.99 31.67
46.4 
(M:46.4) 1 1 0 K.AAGFLMK.K Dimethyl:2H(4): 1, 7

5707 true 1598 830.5159 829.5273 1 -22.49 119.96 28.5
15.6 
(M:15.6) 1 1 1 K.EKTLQK.M Dimethyl: 1, 2, 6

5708 true 1598 1279.7651 1278.7547 1 2.43 198.9 29.67
35.0 
(M:35.0) 1 1 0 K.IKPEILPEER.I Dimethyl: 1, 2

5709 true 1598 1703.9485 1702.9304 1 6.35 107.49 33
22.6 
(M:22.6) 1 1 0 R.NTIQFTHTQIEAIR.A Dimethyl:2H(4): 1

5710 true 1598 1927.9446 1926.9476 1 -5.34 49.39 31.5
15.2 
(M:15.2) 1 1 0 K.YSYNTEWKPEVVNSR.N Dimethyl: 1, 8

5711 true 1598 2071.0374 2070.0255 1 2.25 273.63 28.83
57.0 
(M:57.0) 1 1 0 K.VAQSIEDHHQEVIAFCR.E

Carbamidomethyl: 16; Dimethyl:2H(4): 
1

5712 false 1599 854.4762 853.4782 1 -10.86 649.22 31.67
15.4 
(M:15.4) 1 7 0 K.GLFVACR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1



5713 false 1599 854.4762 853.452 1 19.76 440.72 31.67
21.2 
(M:21.2) 1 2 1 R.WAKFMK.K Oxidation: 5; Dimethyl: 6

5714 false 1599 1287.8165 1286.8111 1 -1.51 81.29 29.67
27.6 
(M:27.6) 1 2 0 K.TIDGILLLIER.E Dimethyl:2H(4): 1

5715 true 1599 1287.8165 1286.805 1 3.3 128.13 29.67
55.8 
(M:55.8) 1 1 0 K.IKPEILPEER.I Dimethyl:2H(4): 1, 2

5716 false 1599 1287.8165 1286.8111 1 -1.51 157.09 29.67
20.0 
(M:20.0) 1 4 1 R.LEELQLLKNK.E Dimethyl:2H(4): 1; Dimethyl: 10

5717 true 1599 3169.4677 3168.491 1 -9.64 291.12 33
41.4 
(M:41.4) 1 1 0

K.TLTSGGHAEHDGKPYCNHPCY
AALFGPK.G

Carbamidomethyl: 16, 20; Dimethyl: 1, 
13, 28

5718 false 1600 844.5283 843.5178 1 3.77 401.36 28.5
17.3 
(M:17.3) 1 9 1 R.AILEKSR.L Dimethyl: 5

5719 true 1600 1227.676 1226.6805 1 -9.62 183.79 34
29.6 
(M:29.6) 1 1 0 K.QMLPLNTNIR.L Dimethyl: 1



5720 false 1601 986.542 985.5556 1 -21.19 156.54 29.17
18.5 
(M:18.5) 1 2 1 R.EAQRAVEK.E Dimethyl: 1, 8

5721 true 1601 1269.7358 1268.7241 1 3.51 213.62 34
28.3 
(M:28.3) 1 1 0 R.LILEVHQFSR.D Dimethyl: 1

5722 true 1601 1392.7285 1391.7409 1 -14.12 260.63 28.5
17.2 
(M:17.2) 1 1 0 M.DGPQAEALLAPLR.Q Acetyl: 1

5723 true 1601 1414.6433 1413.6347 1 0.95 262.73 29.67
38.0 
(M:38.0) 1 1 0 R.NMDNGGYYISPR.V Dimethyl: 1

5724 false 1602 725.3946 724.388 1 -0.97 176.31 31.67
15.7 
(M:15.7) 1 4 0 R.SHFMK.S

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 5

5725 true 1602 725.3946 724.3829 1 5.98 172.47 31.67
19.6 
(M:19.6) 1 1 0 R.EVFMK.L Oxidation: 4; Dimethyl: 1, 5

5726 true 1602 907.4767 906.4746 1 -5.66 232.96 31.5
41.5 
(M:41.5) 1 1 0 K.ALANMGFR.L Dimethyl: 1



5727 false 1602 990.5669 989.5556 1 4.1 142.43 29.17
16.9 
(M:16.9) 1 5 1 K.EQLADARR.E Dimethyl:2H(4): 1

5728 false 1602 990.5669 989.5808 1 -21.29 174.22 29.17
17.5 
(M:17.5) 1 3 1 R.EAQRAVEK.E Dimethyl:2H(4): 1; Dimethyl: 8

5729 true 1602 1040.5267 1039.5451 1 -24.64 257.91 31.33
25.9 
(M:25.9) 2 1 0 K.QALTGFGYR.L Dimethyl: 1

5730 true 1602 1300.7922 1299.7824 1 1.92 205.09 34.17
35.7 
(M:35.7) 1 1 0 K.QMVIDVLHPGK.A Dimethyl:2H(4): 1, 11

5731 true 1602 1400.7489 1399.7291 1 8.92 145.45 28.5
27.4 
(M:27.4) 1 1 1 R.EKLEMEMEAAR.H Dimethyl:2H(4): 1, 2

5732 true 1602 2185.0692 2184.056 1 2.72 250.21 28.83
53.6 
(M:53.6) 1 1 0

R.AQSSQDPGVYGVVQSGDHIG
R.T Dimethyl: 1

5733 true 1603 729.42 728.4081 1 6.42 212.61 31.67
26.1 
(M:26.1) 1 1 0 R.EVFMK.L

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 5



5734 true 1603 915.4904 914.4682 1 16.28 111.37 31.67
16.3 
(M:16.3) 1 1 1 M.AAAGGSRGAR.K Acetyl: 1

5735 true 1603 1044.5539 1043.5702 1 -22.52 233.05 31.33
22.9 
(M:22.9) 1 1 0 K.QALTGFGYR.L Dimethyl:2H(4): 1

5736 true 1603 1484.8104 1483.7671 1 24.3 123.35 28.5
29.7 
(M:29.7) 2 1 0 K.QAGGPVDVGPEFQK.D Dimethyl: 1, 14

5737 true 1603 2095.1604 2094.1433 1 4.66 262.35 33
89.9 
(M:89.9) 2 1 0 K.EGSQLKPQIQSVQQAIER.L Dimethyl: 1, 6

5738 true 1603 2189.094 2188.0811 1 2.6 320.7 28.83
56.6 
(M:56.6) 1 1 0

R.AQSSQDPGVYGVVQSGDHIG
R.T Dimethyl:2H(4): 1

5739 true 1604 931.5325 930.5287 1 -3.72 118.77 31.67
17.0 
(M:17.0) 1 1 0 R.VPALFSNR.G Dimethyl: 1

5740 true 1604 1492.8379 1491.8173 1 8.89 124.33 28.5
61.1 
(M:61.1) 1 1 0 K.QAGGPVDVGPEFQK.D Dimethyl:2H(4): 1, 14



5741 true 1605 1571.8229 1570.8104 1 3.38 183.81 34
38.0 
(M:38.0) 1 1 0 R.FATSPLSQLEGHTR.G Dimethyl: 1

5742 true 1605 2198.1649 2197.1429 1 6.68 248.9 33
83.2 
(M:83.2) 1 1 0 R.YSHLQPGDHLTDITVSVAGR.I Dimethyl:2H(4): 1

5743 false 1606 833.487 832.4728 1 8.33 742.86 33.17
17.1 
(M:17.1) 1 6 1 K.EEMLKK.F Dimethyl: 1, 6

5744 true 1606 1131.5148 1130.5216 1 -12.46 190.25 28.67
27.3 
(M:27.3) 1 1 0 R.VEFMDDTSR.S Dimethyl:2H(4): 1

5745 true 1606 1466.8814 1465.8691 1 3.43 390.23 33.5
56.4 
(M:56.4) 1 1 1 R.CKELGITALHIK.L

Carbamidomethyl: 1; Dimethyl: 1, 2, 
12

5746 true 1606 1582.8355 1581.8263 1 1.19 205.43 34
30.5 
(M:30.5) 1 1 0 K.WSLLQEQGHTVTR.K Dimethyl: 1

5747 true 1606 2389.181 2388.1645 1 3.87 209.48 29
79.3 
(M:79.3) 1 1 0

K.VAYIPDEMAAQQPPQQHPQ
GR.R Dimethyl: 1



5748 false 1607 839.5363 838.5137 1 18.19 492.72 33.17
17.9 
(M:17.9) 1 5 1 K.VAAGRLPR.S

5749 true 1607 839.5363 838.5276 1 1.61 404.39 33.17
29.1 
(M:29.1) 2 1 0 K.ALEIIPR.Q Dimethyl: 1

5750 true 1607 1535.8048 1534.7966 1 0.6 196.26 33.5
22.1 
(M:22.1) 2 1 1 R.KFCGLPQPYDVR.S Carbamidomethyl: 3; Dimethyl: 1, 1

5751 false 1607 1557.8545 1556.8199 1 17.6 116.57 28.67
16.8 
(M:16.8) 1 2 0 R.IQFKPDDGISPER.V Dimethyl: 1, 4

5752 true 1607 1557.8545 1556.8158 1 20.18 107.26 28.67
27.2 
(M:27.2) 1 1 0 K.NSVVLLQGGEETQR.Y Dimethyl: 1

5753 true 1607 1641.8261 1640.8192 1 -0.22 177.59 29.67
95.4 
(M:95.4) 1 1 1 K.NKHEAMITDLEER.L Dimethyl: 1, 2

5754 true 1607 2393.205 2392.1896 1 3.41 227.63 29
74.2 
(M:74.2) 1 1 0

K.VAYIPDEMAAQQPPQQHPQ
GR.R Dimethyl:2H(4): 1



5755 true 1608 1226.7288 1225.7485 1 -21.97 259.45 31.5
68.9 
(M:68.9) 4 1 0 R.NLPLPPPPPPR.G Dimethyl:2H(4): 1

5756 true 1608 1561.8816 1560.8409 1 21.38 91.56 28.5
79.4 
(M:79.4) 2 1 0 K.NSVVLLQGGEETQR.Y Dimethyl:2H(4): 1

5757 true 1608 1599.8501 1598.8351 1 4.82 240.65 34.17
21.3 
(M:21.3) 1 1 1 K.FLNRHDLDLICR.A Carbamidomethyl: 11; Dimethyl: 1

5758 true 1608 2342.1644 2341.1559 1 0.53 156.63 35.83
52.9 
(M:52.9) 2 1 0 R.CLTQSGIAGAYKPFNLETCR.L

Carbamidomethyl: 1, 19; Dimethyl: 1, 
12

5759 true 1608 2833.3544 2832.3427 1 1.55 232.75 28.83
71.5 
(M:71.5) 1 1 0

R.FYEQQVNGPAGSSSHQQENG
ASTILR.D Dimethyl: 1

5760 false 1609 1144.6059 1143.5784 1 17.67 432.38 31.83
15.0 
(M:15.0) 1 4 0 K.DVDNAYMIK.V

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 9

5761 true 1609 1245.6717 1244.6666 1 -1.7 251.11 31.83
58.5 
(M:58.5) 3 1 0 K.HSQFIGYPIR.L Dimethyl: 1



5762 true 1609 1628.8071 1627.7614 1 23.55 254.64 34
17.9 
(M:17.9) 1 1 0 K.SGSGMYFDIHCYK.T

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 13

5763 true 1609 2350.2171 2349.2061 1 1.61 131.75 35.83
42.4 
(M:42.4) 2 1 0 R.CLTQSGIAGAYKPFNLETCR.L

Carbamidomethyl: 1, 19; 
Dimethyl:2H(4): 1, 12

5764 true 1609 2837.3799 2836.3678 1 1.69 245.71 28.83
64.5 
(M:64.5) 1 1 0

R.FYEQQVNGPAGSSSHQQENG
ASTILR.D Dimethyl:2H(4): 1

5765 true 1610 781.4407 780.4283 1 6.55 407.17 35.83
16.5 
(M:16.5) 1 1 0 K.NGLFFR.K Dimethyl: 1

5766 true 1610 929.5204 928.5229 1 -10.58 194.45 33.17
17.4 
(M:17.4) 1 1 0 K.SDAAEKPK.A Dimethyl: 1, 6, 8

5767 true 1610 1011.5658 1010.5661 1 -7.52 269.33 31.83
55.7 
(M:55.7) 3 1 0 R.HGSLGFLPR.K Dimethyl: 1

5768 false 1610 1249.6905 1248.6649 1 14.7 307.9 31.83
15.6 
(M:15.6) 1 3 0 K.NKPCITYGLR.G Carbamidomethyl: 4; Dimethyl: 1



5769 true 1610 1249.6905 1248.6917 1 -6.76 252.25 31.83
59.0 
(M:59.0) 3 1 0 K.HSQFIGYPIR.L Dimethyl:2H(4): 1

5770 true 1611 868.4977 867.4939 1 -3.98 490.14 35.83
24.6 
(M:24.6) 2 1 0 R.CALGIFR.K

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

5771 false 1611 943.511 942.4957 1 8.56 117.84 33.17
15.7 
(M:15.7) 1 2 0 R.HACSSIIK.M Carbamidomethyl: 3; Dimethyl: 8

5772 true 1611 1049.6282 1048.6216 1 -0.57 285.97 31.5
24.7 
(M:24.7) 1 1 0 K.LLCIHPIR.Y Carbamidomethyl: 3; Dimethyl: 1

5773 true 1611 1253.647 1252.639 1 0.55 225.01 31.33
30.0 
(M:30.0) 1 1 0 K.YFNSYTITGR.R Dimethyl:2H(4): 1

5774 true 1611 1598.9304 1597.9192 1 2.46 277.91 33.67
57.5 
(M:57.5) 3 1 1 R.QRYEILTPNAIPK.G Dimethyl: 1, 13

5775 true 1611 1598.9304 1597.9192 1 2.46 277.91 33.67
57.5 
(M:57.5) 3 1 1 R.QRYEILTPNAIPK.G Dimethyl: 1, 13



5776 true 1611 1748.9681 1747.9581 1 1.56 177.68 30
97.5 
(M:97.5) 2 1 1 R.HLQLAIRNDEELNK.L Dimethyl: 1, 14

5777 true 1612 1660.8315 1659.8191 1 3.08 232.1 34
43.3 
(M:43.3) 1 1 0 K.VSAEFAAPQHCLFR.W Carbamidomethyl: 11; Dimethyl: 1

5778 true 1613 1019.5965 1018.5885 1 0.71 534.24 33.17
19.3 
(M:19.3) 1 50 1 1 K.KAPMFLEK.L Dimethyl: 1, 8

5779 false 1614 1348.6789 1347.6391 1 24.13 248.27 29.83
17.2 
(M:17.2) 1 3 1 K.NHEEEMKDLR.N Dimethyl:2H(4): 1; Oxidation: 6

5780 true 1614 1348.6789 1347.6565 1 11.21 251.41 29.83
21.4 
(M:21.4) 1 50 1 1 K.MKQSNNESNLR.E Dimethyl: 1

5781 false 1614 1674.9458 1673.9465 1 -4.71 315.83 34
15.7 
(M:15.7) 1 3 1 K.YPVRLGTTISAVELR.I

5782 true 1614 2112.0299 2110.9714 1 24.25 162.14 28.5
45.0 
(M:45.0) 1 1 1 K.CRQEIPEIDCDQYPTR.K

Carbamidomethyl: 1, 10; 
Dimethyl:2H(4): 1



5783 false 1615 814.4651 813.4709 1 -16.05 671.79 29.5
15.6 
(M:15.6) 1 4 0 R.VEAVLQR.M

5784 true 1615 1354.6212 1353.6201 1 -4.54 193.77 28.17
36.7 
(M:36.7) 1 1 0 K.YGGDDIPSSPYR.I Dimethyl: 1

5785 true 1615 2260.1298 2259.0702 1 23.16 149.94 28.5
63.8 
(M:63.8) 1 1 0

K.MHDLNTDQENLVGGHDAPIR
.C Dimethyl: 1

5786 false 1616 816.4773 815.4753 1 -6.37 322.37 29.33
24.7 
(M:24.7) 1 10 1 R.AKTSEPK.R Dimethyl: 2, 7

5787 true 1616 1358.6689 1357.6452 1 12.09 218.47 28.17
33.2 
(M:33.2) 1 1 0 K.YGGDDIPSSPYR.I Dimethyl:2H(4): 1

5788 true 1616 1830.9527 1829.9396 1 3.19 333.26 34.67
63.9 
(M:63.9) 1 1 0 R.SISTQPFPDLHCGALR.V

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

5789 true 1616 2403.1861 2402.1285 1 20.94 107.35 28.5
42.0 
(M:42.0) 2 1 0

K.TADMVGGTVGNPVPYNEGQ
GQQR.S Dimethyl: 1



5790 false 1617 831.4907 830.4749 1 10.24 358.25 29
16.2 
(M:16.2) 1 8 0 K.GIEESLK.R Dimethyl: 1, 7

5791 true 1617 1177.6933 1176.6805 1 4.69 90.81 33.17
33.0 
(M:33.0) 2 1 0 K.VFASLPQVER.G Dimethyl:2H(4): 1

5792 true 1617 1516.8374 1515.8661 1 -23.67 166.23 31.83
44.0 
(M:44.0) 1 1 1 K.LIGAFIKEIEDGR.F Dimethyl: 1, 7

5793 false 1618 825.4561 824.4615 1 -15.37 453.39 33.83
15.8 
(M:15.8) 1 6 0 K.VAVSDMK.K

Dimethyl:2H(4): 1; Oxidation: 6; 
Dimethyl: 7

5794 true 1618 825.4561 824.455 1 -7.46 439.63 33.83
27.5 
(M:27.5) 3 86.8 1 0 R.VLGMMAR.T Dimethyl:2H(4): 1; Oxidation: 5

5795 true 1618 1010.5068 1009.4903 1 9.19 118.61 28.83
27.4 
(M:27.4) 1 1 0 R.EVFEMATR.A Dimethyl: 1

5796 true 1618 1524.888 1523.9163 1 -23.31 199.53 31.83
44.3 
(M:44.3) 1 1 1 K.LIGAFIKEIEDGR.F Dimethyl:2H(4): 1, 7



5797 false 1618 1524.888 1523.8497 1 20.36 272.12 31.83
21.1 
(M:21.1) 1 61.15 2 1 K.KGTEFTVNDLQGK.T Dimethyl:2H(4): 1; Dimethyl: 1, 13

5798 true 1619 1014.5305 1013.5154 1 7.78 175.24 28.83
18.4 
(M:18.4) 1 1 0 R.EVFEMATR.A Dimethyl:2H(4): 1

5799 true 1619 1215.6782 1214.6675 1 2.89 195.84 33.33
55.0 
(M:55.0) 4 1 0 K.ESYSIYVYK.V Dimethyl:2H(4): 1, 9

5800 true 1619 1272.6384 1271.6233 1 6.13 270.46 31.5
26.2 
(M:26.2) 1 1 0 R.MPWYHGNIAR.D Dimethyl: 1

5801 true 1619 1464.7733 1463.7847 1 -12.72 393.01 33.33
36.1 
(M:36.1) 1 1 1 R.LDHKFDLMYAK.R Dimethyl: 1, 4, 11

5802 true 1619 1464.7733 1463.7847 1 -12.72 393.01 33.33
36.1 
(M:36.1) 1 1 1 R.LDHKFDLMYAK.R Dimethyl: 1, 4, 11

5803 true 1619 1464.7733 1463.7847 1 -12.72 393.01 33.33
36.1 
(M:36.1) 1 1 1 R.LDHKFDLMYAK.R Dimethyl: 1, 4, 11



5804 true 1619 1464.7733 1463.7847 1 -12.72 393.01 33.33
36.1 
(M:36.1) 1 1 1 R.LDHKFDLMYAK.R Dimethyl: 1, 4, 11

5805 true 1619 1464.7733 1463.7847 1 -12.72 393.01 33.33
36.1 
(M:36.1) 1 1 1 R.LDHKFDLMYAK.R Dimethyl: 1, 4, 11

5806 true 1620 859.5209 858.5175 1 -4.51 528.75 29.33
56.6 
(M:56.6) 10 1 0 K.STELLIR.K Dimethyl: 1

5807 false 1620 931.4985 930.4771 1 15.19 318.11 29.83
15.2 
(M:15.2) 1 4 1 R.AEEGNKQK.I Dimethyl: 8

5808 true 1620 1345.7694 1344.7554 1 5 344.17 31.5
36.2 
(M:36.2) 1 1 0 K.GFVEFAAKPPAR.K Dimethyl: 1, 8

5809 true 1620 1420.6451 1419.6055 1 22.77 216.39 28.33
17.9 
(M:17.9) 1 1 0 R.WGDYDSHDIER.Y Dimethyl: 1

5810 true 1620 1561.8233 1560.8483 1 -20.66 213.42 31.83
15.5 
(M:15.5) 1 1 1 K.LMPPDNTTVEKLR.A Dimethyl:2H(4): 11; Oxidation: 2



5811 true 1621 1219.6717 1218.6608 1 2.97 201.19 30.17
26.7 
(M:26.7) 1 1 1 R.KNVFEEEIR.E Dimethyl: 1, 1

5812 true 1621 1377.7462 1376.7615 1 -16.37 213.76 29
23.8 
(M:23.8) 1 1 1 R.RVATWFNQPAR.K Dimethyl:2H(4): 1

5813 true 1621 1427.7375 1426.7416 1 -7.96 187.56 28.17
18.6 
(M:18.6) 1 1 0 K.IAAEIAQAEEQAR.K Dimethyl: 1

5814 false 1622 1391.7602 1390.7643 1 -8.16 286.24 29.17
24.2 
(M:24.2) 5 4 1 K.TMKNEFPSILR.F Dimethyl: 1, 3

5815 false 1622 1391.7602 1390.7718 1 -13.58 240.16 29.17
19.5 
(M:19.5) 1 10 1 K.ELKTDNTLNQR.A Dimethyl:2H(4): 3; Dimethyl: 1

5816 true 1622 1391.7602 1390.7456 1 5.22 252.49 29.17
75.8 
(M:75.8) 4 1 1 R.EIAQDFKTDLR.F Dimethyl: 1, 7

5817 false 1622 1461.7967 1460.7875 1 1.34 281.57 33.33
17.1 
(M:17.1) 1 2 0 K.AVSISTEPPTYLR.E Dimethyl: 1



5818 true 1622 1515.9501 1514.9284 1 9.52 273.7 31.5
40.1 
(M:40.1) 2 1 0 R.VKPFMTGAAEQIK.H Dimethyl:2H(4): 1, 2, 13

5819 true 1622 1517.8194 1516.8038 1 5.48 102.91 35.83
32.3 
(M:32.3) 1 1 0 K.NYGVIIPYPPSNR.Y Dimethyl: 1

5820 true 1622 1633.847 1632.8596 1 -12.16 231.61 31.83
92.8 
(M:92.8) 2 1 0 K.VALVYGQMNEPPGAR.A Dimethyl:2H(4): 1

5821 false 1623 995.5667 994.5555 1 3.98 287.25 33.67
18.6 
(M:18.6) 1 4 1 R.MSSKAMLK.V Oxidation: 6; Dimethyl: 1, 4, 8

5822 true 1623 995.5667 994.5348 1 24.73 278.73 33.67
40.7 
(M:40.7) 2 1 1 R.DRGFGFIR.L Dimethyl: 1

5823 true 1623 995.5667 994.56 1 -0.53 258.81 33.67
40.7 
(M:40.7) 2 1 1 K.DKGFGFIR.L Dimethyl: 1, 2

5824 true 1623 1434.7744 1433.8017 1 -24.11 225.09 28.83
35.2 
(M:35.2) 1 1 1 K.ELYLAKEEDLK.R Dimethyl: 1, 6, 11



5825 true 1624 1440.8085 1439.8286 1 -18.96 205.79 28.83
23.9 
(M:23.9) 1 1 0 K.TITQAVPPPTDLR.F Dimethyl:2H(4): 1

5826 false 1625 1472.7492 1471.7518 1 -6.72 338.75 28.67
15.3 
(M:15.3) 1 6 0 K.AEAVAIETEAELAR.L

5827 true 1625 1942.9365 1941.9407 1 -5.92 162.05 31.67
74.3 
(M:74.3) 1 1 0 R.HEMPPHIYAITDTAYR.S Dimethyl: 1

5828 false 1626 946.5378 945.5284 1 2.29 107.64 29.17
15.1 
(M:15.1) 1 8 0 K.YADVIIPR.G

5829 true 1626 998.5736 997.5855 1 -19.24 186.54 34.17
15.8 
(M:15.8) 1 1 1 K.MPVAKRPR.K Oxidation: 1; Dimethyl: 5

5830 true 1626 2122.0494 2121.0643 1 -10.48 252.12 33.33
41.2 
(M:41.2) 1 1 0 R.AVTYQVPHNAAVQVYDYR.E Dimethyl: 1

5831 true 1627 1008.6182 1007.6066 1 4.34 208.51 36.33
52.6 
(M:52.6) 3 1 0 R.NILGGTVFR.E Dimethyl:2H(4): 1



5832 false 1627 1008.6182 1007.6178 1 -6.8 154.56 36.33
16.5 
(M:16.5) 1 3 0 K.QVIHAVGPR.W Dimethyl:2H(4): 1

5833 true 1627 1008.6182 1007.6066 1 4.34 208.51 36.33
52.6 
(M:52.6) 3 1 0 R.NILGGTVFR.E Dimethyl:2H(4): 1

5834 true 1627 1649.8717 1648.8694 1 -3.02 206.54 29.67
71.0 
(M:71.0) 1 1 1 K.NKHEAMITDLEER.L Dimethyl:2H(4): 1, 2

5835 true 1627 1776.9611 1775.953 1 0.48 279.81 31.67
69.5 
(M:69.5) 2 1 0 R.VYQLAAGGTAVGTGLNTR.I Dimethyl: 1

5836 true 1627 2126.0708 2125.0894 1 -12.21 304.28 33.33
69.0 
(M:69.0) 1 1 0 R.AVTYQVPHNAAVQVYDYR.E Dimethyl:2H(4): 1

5837 false 1628 1386.7453 1385.7064 1 22.8 251.7 34.33
22.4 
(M:22.4) 1 2 1 K.SDTWFAARNMK.K Dimethyl:2H(4): 1; Dimethyl: 11

5838 true 1628 1628.8128 1627.7851 1 12.56 287.78 33.33
39.1 
(M:39.1) 1 1 0 R.NMLDFPQHVSPCK.D Carbamidomethyl: 12; Dimethyl: 1, 13



5839 false 1628 1780.9888 1779.9706 1 6.16 239.99 31.67
17.0 
(M:17.0) 1 50 5 1 K.APSLESSAAAAEEKDLK.E Dimethyl:2H(4): 1, 17

5840 true 1628 1780.9888 1779.9781 1 1.94 300.88 31.67
41.4 
(M:41.4) 2 1 0 R.VYQLAAGGTAVGTGLNTR.I Dimethyl:2H(4): 1

5841 false 1629 785.4793 784.4807 1 -11 344.13 32
21.8 
(M:21.8) 1 6 0 K.LNLQNK.R Dimethyl: 1, 6

5842 true 1629 785.4793 784.4807 1 -11 310.04 32
36.5 
(M:36.5) 1 1 0 R.INLELR.N Dimethyl: 1

5843 true 1629 987.5293 986.5219 1 0.15 169.39 29
29.2 
(M:29.2) 3 1 0 K.GLMPDGTIR.F Dimethyl: 1

5844 true 1629 1319.7309 1318.7336 1 -7.54 337.51 33.33
38.6 
(M:38.6) 1 1 0 K.YIENPVLFHR.E Dimethyl:2H(4): 1

5845 true 1629 1429.8538 1428.8453 1 0.87 263.52 34.17
26.0 
(M:26.0) 1 1 0 K.TLIVEPHIIPNR.G Dimethyl: 1



5846 true 1629 1630.7865 1629.7846 1 -3.29 136.46 28.67
27.7 
(M:27.7) 1 1 0 K.SVTELNEPLSNEDR.N Dimethyl: 1

5847 true 1630 1437.8066 1436.8028 1 -2.36 315.84 34.17
30.4 
(M:30.4) 1 1 0 K.TVLPFVNTHPEK.L Dimethyl: 1, 12

5848 true 1630 1696.8555 1695.854 1 -3.43 144.02 29.67
51.2 
(M:51.2) 1 1 0 K.HTDELQAQAQSSLLR.L

5849 true 1630 1711.8965 1710.8842 1 2.95 223.35 33.33
40.0 
(M:40.0) 3 1 0 K.GDFFPPERPQQLPR.M Dimethyl: 1

5850 true 1630 1814.0229 1813.04 1 -13.42 300.18 31.5
82.9 
(M:82.9) 3 1 0 K.SLPAAPVPSPVAPAPAPSR.R Dimethyl:2H(4): 1

5851 true 1631 1201.7692 1200.7492 1 10.58 117.02 36.33
35.7 
(M:35.7) 2 1 0 K.NTLLIAGLQAR.N Dimethyl:2H(4): 1

5852 true 1631 1471.7487 1470.7402 1 0.83 339.75 34.17
25.9 
(M:25.9) 1 1 0 R.FLQLLCENHNR.D Carbamidomethyl: 6; Dimethyl: 1



5853 true 1631 1715.923 1714.9093 1 3.76 278.86 33.33
30.0 
(M:30.0) 1 1 0 K.GDFFPPERPQQLPR.M Dimethyl:2H(4): 1

5854 true 1631 1873.9602 1872.988 1 -18.74 302.74 32.33
41.0 
(M:41.0) 2 1 0 R.VLTRPNAAELPSMYQR.L Dimethyl: 1

5855 false 1632 869.5385 868.5494 1 -20.99 384.11 32
18.1 
(M:18.1) 1 2 0 R.LLNAAAIR.G Dimethyl: 1

5856 false 1632 869.5385 868.5395 1 -9.61 439.38 32
15.6 
(M:15.6) 1 7 1 K.LFHRIR.G Dimethyl: 1

5857 true 1632 1982.0066 1981.0244 1 -12.66 126.14 28.17
39.1 
(M:39.1) 1 1 1 R.EKQEEPAAEAAPELSYR.E Dimethyl:2H(4): 1, 2

5858 true 1632 2009.0047 2007.9724 1 12.47 112.1 28.67
40.4 
(M:40.4) 1 1 0 K.FATDGEGYKPCDPQVIR.D Carbamidomethyl: 11; Dimethyl: 1, 9

5859 true 1633 1046.562 1045.5556 1 -0.86 236.57 29
26.6 
(M:26.6) 1 1 0 K.DTPGFIVNR.L Dimethyl: 1



5860 true 1633 1724.8951 1723.8853 1 1.45 145.57 29.67
77.2 
(M:77.2) 1 1 0 K.HTDELQAQAQSSLLR.L Dimethyl: 1

5861 true 1633 2017.0617 2016.0226 1 15.77 151.84 28.67
18.3 
(M:18.3) 1 1 0 K.FATDGEGYKPCDPQVIR.D

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 9

5862 true 1633 2257.0594 2256.0771 1 -11.08 254.89 28.17
54.8 
(M:54.8) 1 1 1 K.EVFGDTLNESRDPDRPPER.Y Dimethyl: 1

5863 true 1634 894.5285 893.5273 1 -6.71 342.3 32
31.9 
(M:31.9) 3 1 0 K.AGLVEFAR.S Dimethyl:2H(4): 1

5864 true 1634 1050.588 1049.5808 1 -0.05 251.5 29
25.8 
(M:25.8) 1 1 0 K.DTPGFIVNR.L Dimethyl:2H(4): 1

5865 true 1635 2587.1218 2586.114 1 0.22 143.41 28.17
52.8 
(M:52.8) 1 1 0

K.QNSLGDDPCQSDPEELSPSAD
AAR.S Carbamidomethyl: 9; Dimethyl: 1

5866 true 1636 1069.6512 1068.6419 1 1.86 297.33 29
41.7 
(M:41.7) 1 1 0 K.NQIFGEAVK.Q Dimethyl:2H(4): 1, 9



5867 false 1636 1302.6745 1301.6463 1 16.09 373.47 36.17
16.6 
(M:16.6) 1 5 1 K.QDDDAEAAKQK.N Dimethyl: 1, 9, 11

5868 true 1636 2083.2295 2082.2441 1 -10.52 302.01 34.67
58.3 
(M:58.3) 1 1 0 K.QVKPYVEEGLHPQIIIR.A Dimethyl:2H(4): 1, 3

5869 true 1637 1019.5527 1018.5458 1 -0.31 -1 31.83
18.3 
(M:18.3) 1 1 0 R.NGNALANSAR.R Dimethyl:2H(4): 1

5870 true 1637 2099.1531 2098.1519 1 -2.89 221.97 34.33
97.3 
(M:97.3) 1 1 0

K.SVVLMSHLGRPDGVPMPDK.
F Dimethyl:2H(4): 1, 19

5871 true 1638 921.5591 920.5556 1 -4.04 212.07 32
19.7 
(M:19.7) 2 1 0 K.HIQALAIR.R

5872 true 1638 1074.5207 1073.5003 1 12.23 233.99 31.83
21.4 
(M:21.4) 1 1 0 K.EQHEHPGGR.E Dimethyl: 1

5873 false 1638 1074.5207 1073.5254 1 -11.18 231.52 31.83
16.4 
(M:16.4) 1 5 1 R.EEPSSWRR.A Dimethyl: 1



5874 false 1638 1074.5207 1073.5328 1 -18.06 235.85 31.83
21.2 
(M:21.2) 1 2 0 R.EWVSMAAPR.L Dimethyl: 1

5875 true 1638 1154.5978 1153.588 1 2.16 405.62 29.17
45.6 
(M:45.6) 1 1 0 K.LHVDPENFR.L Dimethyl: 1

5876 true 1638 1309.7108 1308.686 1 13.4 282.8 36.17
40.0 
(M:40.0) 3 1 0 K.NIVLSGGSTMFR.D Dimethyl: 1

5877 true 1638 1903.914 1902.9112 1 -2.32 171.14 29.83
35.5 
(M:35.5) 1 1 1 R.LTWHAYPEDTDSKER.E Dimethyl: 1, 13

5878 false 1639 843.4765 842.4684 1 0.96 404.96 29
18.0 
(M:18.0) 1 6 0 K.QGGLGPMK.I Dimethyl: 1, 8

5879 false 1639 843.4765 842.4498 1 23.04 460.77 29
21.4 
(M:21.4) 1 3 0 K.EIPEATR.T Dimethyl: 1

5880 false 1639 843.4765 842.4722 1 -3.59 464.3 29
15.7 
(M:15.7) 1 7 1 R.EAVAGRGR.G Dimethyl: 1



5881 true 1639 843.4765 842.4862 1 -20.09 385.28 29
32.8 
(M:32.8) 1 1 0 R.ELIIGDR.Q Dimethyl: 1

5882 true 1639 860.5495 859.5429 1 -0.78 495.93 33.33
17.4 
(M:17.4) 2 1 0 K.AALADVLR.R Dimethyl:2H(4): 1

5883 true 1639 935.5567 934.5538 1 -4.71 195.72 31.67
20.5 
(M:20.5) 1 1 0 R.VPALFSNR.G Dimethyl:2H(4): 1

5884 true 1639 1214.6812 1213.6707 1 2.68 172.74 29
62.4 
(M:62.4) 1 1 0 K.FVHASEDLLK.Q Dimethyl: 1, 10

5885 true 1639 1313.7377 1312.7111 1 14.7 280.87 36.17
78.5 
(M:78.5) 3 1 0 K.NIVLSGGSTMFR.D Dimethyl:2H(4): 1

5886 true 1640 944.5566 943.5603 1 -11.7 249.86 31.83
33.0 
(M:33.0) 2 1 1 R.LRVEFPR.S Dimethyl: 1

5887 false 1640 975.5631 974.5699 1 -14.35 94.2 28.33
17.5 
(M:17.5) 1 3 0 K.DVVVDIQR.R Dimethyl:2H(4): 1



5888 true 1640 1222.7323 1221.7209 1 3.38 189.42 29
45.5 
(M:45.5) 1 1 0 K.FVHASEDLLK.Q Dimethyl:2H(4): 1, 10

5889 true 1640 1318.6697 1317.65 1 9.49 227.22 36.17
27.2 
(M:27.2) 2 1 0 R.NWMNSLGVTPR.V Oxidation: 3; Dimethyl: 1

5890 true 1640 1606.9797 1605.9694 1 1.92 255.92 33.67
25.9 
(M:25.9) 1 1 1 R.QRYEILTPNAIPK.G Dimethyl:2H(4): 1, 13

5891 true 1640 1606.9797 1605.9694 1 1.92 255.92 33.67
25.9 
(M:25.9) 1 1 1 R.QRYEILTPNAIPK.G Dimethyl:2H(4): 1, 13

5892 true 1640 2107.1129 2106.1222 1 -7.87 259.05 33.33
49.3 
(M:49.3) 1 1 0 K.TITGFQTHTTPVLLAHGER.A Dimethyl: 1

5893 false 1641 888.521 887.5263 1 -14.09 368.13 29
24.2 
(M:24.2) 1 8 0 R.AVMASLLR.R Dimethyl: 1

5894 false 1641 888.521 887.5229 1 -10.29 381.51 29
21.1 
(M:21.1) 1 9 0 K.ITWSIIR.E



5895 true 1641 946.5254 945.5317 1 -14.35 204.7 31.67
15.3 
(M:15.3) 1 1 0 R.ASLDLMIR.L Dimethyl: 1

5896 false 1641 989.5131 988.5189 1 -13.22 52.09 28.33
15.3 
(M:15.3) 1 2 0 K.SGANDLQTK.A Dimethyl: 1, 9

5897 true 1641 989.5131 988.5189 1 -13.22 74.29 28.33
44.2 
(M:44.2) 1 1 0 K.DLESLTQR.Y Dimethyl: 1

5898 false 1641 1115.579 1114.5731 1 -1.25 333.26 32
18.9 
(M:18.9) 2 2 0 M.AAQGSAGDAALR.R Dimethyl: 1

5899 true 1641 1328.658 1327.6383 1 9.34 293.1 31.5
46.6 
(M:46.6) 2 1 0 R.YHSLAPMYYR.G Dimethyl: 1

5900 true 1641 2111.1391 2110.1473 1 -7.35 342.18 33.33
33.6 
(M:33.6) 1 1 0 K.TITGFQTHTTPVLLAHGER.A Dimethyl:2H(4): 1

5901 true 1642 938.5131 937.5022 1 3.96 172.13 33.5
36.6 
(M:36.6) 1 1 0 R.IVFQEFR.Q



5902 false 1642 938.5131 937.5022 1 3.96 133.16 33.5
15.1 
(M:15.1) 1 4 0 R.FAQLEFR.F Dimethyl: 1

5903 true 1642 946.514 945.492 1 15.52 159.17 28.83
16.2 
(M:16.2) 1 1 0 K.EFGIPAER.L Dimethyl: 1

5904 false 1642 993.5423 992.5553 1 -20.38 132.27 28.33
18.2 
(M:18.2) 1 2 1 K.KAPTSSSQR.S Dimethyl:2H(4): 1

5905 true 1642 993.5423 992.544 1 -9.07 107.87 28.33
26.0 
(M:26.0) 1 1 0 K.DLESLTQR.Y Dimethyl:2H(4): 1

5906 false 1642 1119.6146 1118.5866 1 18.47 308.45 32.5
25.0 
(M:25.0) 3 4 1 R.ATNTQKCIR.A Carbamidomethyl: 7; Dimethyl: 1

5907 true 1642 1332.6861 1331.6634 1 11.58 355.92 31.5
39.2 
(M:39.2) 1 1 0 R.YHSLAPMYYR.G Dimethyl:2H(4): 1

5908 true 1642 1336.6736 1335.6571 1 6.85 287.95 29
42.5 
(M:42.5) 1 1 0 K.NFIAQGPYENR.T Dimethyl: 1



5909 false 1642 1336.6736 1335.6428 1 17.62 345.01 29
15.3 
(M:15.3) 1 5 1 K.QYTMNPKAMPR.H

5910 true 1642 2322.1471 2321.1699 1 -12.93 214.48 33.33
38.1 
(M:38.1) 1 1 0

R.EAIVNSCVFVHQTLHQANAR.
L Carbamidomethyl: 7; Dimethyl: 1

5911 true 1642 2569.2758 2568.2681 1 0.18 242.4 29.67
36.3 
(M:36.3) 1 1 1

K.NPNTNFREPVQQLSQQQVEE
R.S Dimethyl: 1

5912 true 1643 1002.585 1001.5885 1 -10.71 101.78 28.33
18.5 
(M:18.5) 1 1 0 R.DTLYEAVK.E Dimethyl:2H(4): 1, 8

5913 false 1643 1158.6208 1157.6292 1 -13.49 351.44 32
18.4 
(M:18.4) 1 7 0 K.AESASLKPEAK.R Dimethyl: 1

5914 true 1643 2573.2858 2572.2932 1 -5.69 193.69 29.67
18.9 
(M:18.9) 1 1 1

K.NPNTNFREPVQQLSQQQVEE
R.S Dimethyl:2H(4): 1

5915 false 1643 2573.2858 2572.2161 1 24.26 223.31 29.67
18.5 
(M:18.5) 1 2 0

K.SSPLQCLEDMVPYIIVNDMER.
L

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 10, 19



5916 true 1643 2696.3375 2695.3653 1 -13 221.02 33.33
48.7 
(M:48.7) 1 1 0

K.GRPAPGFHHGDGPGNAVQEI
MIPASK.A Dimethyl: 1, 26

5917 true 1644 966.5456 965.5484 1 -10.39 69.33 29.17
17.2 
(M:17.2) 1 1 0 R.AFVAIEER.H Dimethyl:2H(4): 1

5918 true 1644 1195.5937 1194.5881 1 -1.36 65.17 28.5
40.5 
(M:40.5) 1 1 0 K.DYIVVGSDSGR.I Dimethyl: 1

5919 true 1644 2704.3964 2703.4155 1 -9.76 188.97 33.33
20.8 
(M:20.8) 1 1 0

K.GRPAPGFHHGDGPGNAVQEI
MIPASK.A Dimethyl:2H(4): 1, 26

5920 true 1646 1034.5489 1033.5444 1 -2.68 156.27 30
34.5 
(M:34.5) 1 1 0 K.YPSLELER.R Dimethyl: 1

5921 true 1646 1107.6946 1106.6939 1 -6 302.76 31.67
49.6 
(M:49.6) 1 1 0 K.AANLPLPGYK.A Dimethyl:2H(4): 1, 10

5922 false 1646 1107.6946 1106.6812 1 5.52 341.25 31.67
22.6 
(M:22.6) 1 2 0 K.GISPIPINLR.V Dimethyl: 1



5923 true 1646 2751.3524 2750.3334 1 4.26 139.94 29.83
69.8 
(M:69.8) 1 1 1

K.VHSPSGAVEECHVSELEPDKY
AVR.F Carbamidomethyl: 11; Dimethyl: 1, 20

5924 true 1647 1057.6451 1056.6307 1 6.76 207.63 28.83
69.0 
(M:69.0) 1 1 0 K.EIAEAYLGK.T Dimethyl:2H(4): 1, 9

5925 false 1647 1057.6451 1056.6307 1 6.76 197.95 28.83
15.4 
(M:15.4) 1 2 0 R.ELEAYIQK.L Dimethyl:2H(4): 1, 8

5926 true 1647 1057.6451 1056.6307 1 6.76 207.63 28.83
69.0 
(M:69.0) 1 1 0 K.EIAEAYLGK.K Dimethyl:2H(4): 1, 9

5927 true 1647 1421.8079 1420.7765 1 16.99 357.44 36.17
42.4 
(M:42.4) 2 1 0 R.NFLGQQVPFPSR.L Dimethyl:2H(4): 1

5928 true 1647 1436.774 1435.7711 1 -3.08 372.08 34.33
39.2 
(M:39.2) 1 1 0 K.TTGIVETHFTFK.D Dimethyl: 1, 12

5929 true 1647 1436.774 1435.7711 1 -3.08 372.08 34.33
39.2 
(M:39.2) 1 1 0 K.TTGIVETHFTFK.D Dimethyl: 1, 12



5930 true 1647 2759.4065 2758.3836 1 5.66 152.17 29.83
82.9 
(M:82.9) 1 1 1

K.VHSPSGAVEECHVSELEPDKY
AVR.F

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 20

5931 true 1648 974.5655 973.5556 1 2.64 233.38 33.83
20.4 
(M:20.4) 1 1 1 R.ELANSKTR.D Dimethyl: 1, 6

5932 false 1648 974.5752 973.563 1 4.97 108.65 34
15.0 
(M:15.0) 1 6 0 K.ASLNLVAMK.R Dimethyl: 1

5933 false 1648 974.5752 973.5808 1 -13.25 236.59 34
15.5 
(M:15.5) 1 5 1 K.VAEIISKSK.E

5934 true 1648 1024.5504 1023.5389 1 4.11 297.01 33.5
38.0 
(M:38.0) 2 1 0 R.ALYTFEPR.T Dimethyl: 1

5935 true 1648 1149.561 1148.5549 1 -1.06 449.41 31.67
21.9 
(M:21.9) 1 1 0 R.FGNAFHLCR.E Carbamidomethyl: 8; Dimethyl: 1

5936 true 1648 1301.694 1300.6714 1 11.82 123.12 28.83
15.3 
(M:15.3) 1 1 1 K.QREFEEYIR.D Dimethyl:2H(4): 1



5937 true 1648 1655.7961 1654.7926 1 -2.3 314.31 31.5
53.6 
(M:53.6) 1 1 0 K.LGQQAFFYHSNCK.E Carbamidomethyl: 12; Dimethyl: 1, 13

5938 true 1649 1025.4857 1024.4569 1 21 164.74 30
23.4 
(M:23.4) 1 1 0 R.EQMAEMAK.I Oxidation: 3, 6; Dimethyl: 1, 8

5939 true 1649 1028.5754 1027.564 1 3.98 296.25 33.5
20.0 
(M:20.0) 2 1 0 R.ALYTFEPR.T Dimethyl:2H(4): 1

5940 true 1649 1158.7649 1157.7624 1 -4.07 495.45 33.5
43.0 
(M:43.0) 1 1 0 R.LEILQIHTK.N Dimethyl:2H(4): 1, 9

5941 false 1649 1158.7649 1157.7686 1 -9.41 453.97 33.5
17.4 
(M:17.4) 1 10 1 R.LADLLGKIQK.A Dimethyl:2H(4): 1; Dimethyl: 7

5942 true 1649 1169.6334 1168.6331 1 -5.95 507.43 31.83
23.1 
(M:23.1) 1 1 0 K.FFLSHPAYR.H Dimethyl:2H(4): 1

5943 true 1649 1319.7039 1318.6881 1 6.46 196.48 28.83
61.7 
(M:61.7) 1 1 0 K.YLQEEININR.K Dimethyl: 1



5944 true 1649 1444.8195 1443.8213 1 -6.32 327.52 34.33
17.2 
(M:17.2) 1 1 0 K.TTGIVETHFTFK.D Dimethyl:2H(4): 1, 12

5945 true 1649 1444.8195 1443.8213 1 -6.32 327.52 34.33
17.2 
(M:17.2) 1 1 0 K.TTGIVETHFTFK.D Dimethyl:2H(4): 1, 12

5946 true 1649 1462.7336 1461.7361 1 -6.7 264.44 28.33
43.2 
(M:43.2) 1 1 1 K.NLDDGIDDERLR.K Dimethyl:2H(4): 1

5947 true 1649 1462.7336 1461.7361 1 -6.7 264.44 28.33
43.2 
(M:43.2) 1 1 1 K.NLDDGIDDERLR.K Dimethyl:2H(4): 1

5948 true 1649 1473.7764 1472.7664 1 1.9 286.38 32.83
22.6 
(M:22.6) 1 1 1 K.GFKEQIYDVYR.Y Dimethyl: 1, 3

5949 true 1650 1248.6216 1247.618 1 -2.89 89.13 30
89.6 
(M:89.6) 2 1 0 K.QITISNCGQLS.- Carbamidomethyl: 7; Dimethyl: 1

5950 true 1650 1252.6674 1251.6724 1 -9.78 227.89 33.5
43.5 
(M:43.5) 1 1 0 K.APGFAHLAGLDR.M Dimethyl: 1



5951 true 1650 1323.7287 1322.7132 1 6.18 216.03 28.83
42.2 
(M:42.2) 1 1 0 K.YLQEEININR.K Dimethyl:2H(4): 1

5952 true 1650 1488.8631 1487.8799 1 -16.15 182.94 34.33
39.3 
(M:39.3) 1 1 0 K.DLSSIIHTNPSLK.E Dimethyl:2H(4): 1, 13

5953 false 1650 1684.8837 1683.8455 1 18.36 -1 31.5
16.1 
(M:16.1) 1 54.76 3 1 R.HYEDFPKLWMMK.G Dimethyl:2H(4): 7; Dimethyl: 1

5954 true 1651 1252.6434 1251.6431 1 -5.58 115.31 30
48.6 
(M:48.6) 1 1 0 K.QITISNCGQLS.-

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

5955 true 1651 1256.6996 1255.6975 1 -4.16 246.92 33.5
41.3 
(M:41.3) 1 1 0 K.APGFAHLAGLDR.M Dimethyl:2H(4): 1

5956 true 1651 1523.7925 1522.778 1 4.72 246.95 34.33
57.7 
(M:57.7) 1 1 0 K.YGYTHLSTGDLLR.A Dimethyl: 1

5957 false 1651 1565.8387 1564.8439 1 -7.95 337.38 31.83
15.1 
(M:15.1) 1 3 1 R.AEKVTFQFSYGTK.E Dimethyl:2H(4): 1; Dimethyl: 13



5958 false 1651 1565.8387 1564.7956 1 22.88 182.75 31.83
15.0 
(M:15.0) 1 4 1 K.TKNDEDIMDPISK.F Dimethyl:2H(4): 1; Dimethyl: 13

5959 true 1652 1234.7005 1233.6982 1 -4.09 238.76 32
31.9 
(M:31.9) 1 1 0 R.VGIVAWHPTAR.N Dimethyl: 1

5960 false 1652 1348.72 1347.7286 1 -11.73 248.14 29.17
21.5 
(M:21.5) 1 4 0 K.ENIFSEALELK.D Dimethyl: 1, 11

5961 true 1652 1482.7078 1481.7184 1 -12.1 265.59 28.5
21.1 
(M:21.1) 1 1 1 R.RFDDSVVQSDMK.H Dimethyl: 1, 12

5962 true 1652 1504.8113 1503.817 1 -8.62 244.51 33.5
28.9 
(M:28.9) 1 1 0 K.IIMYDQNHLLGR.A Dimethyl:2H(4): 1

5963 true 1652 1527.8033 1526.8031 1 -4.65 240.06 34.33
59.4 
(M:59.4) 1 1 0 K.YGYTHLSTGDLLR.A Dimethyl:2H(4): 1

5964 false 1653 1470.7794 1469.7636 1 5.85 184.2 30
17.1 
(M:17.1) 1 3 1 R.QIEADSDDVKMR.A Dimethyl:2H(4): 1, 10



5965 true 1653 1470.7794 1469.766 1 4.16 223.33 30
29.9 
(M:29.9) 1 1 0 K.CQGITAPIEAQVR.M Carbamidomethyl: 1; Dimethyl: 1

5966 true 1653 1520.8875 1519.885 1 -3.15 280.55 33.5
15.2 
(M:15.2) 1 1 0 K.GIHPTIISESFQK.A Dimethyl:2H(4): 1, 13

5967 true 1654 1366.6525 1365.6347 1 7.67 214.62 28.83
64.7 
(M:64.7) 1 1 0 K.GISQEQMNEFR.A Dimethyl: 1

5968 true 1654 1495.7855 1494.7864 1 -5.53 223.63 30
16.5 
(M:16.5) 1 1 1 K.REMVVQYISATAK.S

5969 true 1655 778.4512 777.4497 1 -7.41 423.7 31.83
21.7 
(M:21.7) 1 1 1 R.YVKGQR.S Dimethyl: 3

5970 true 1655 1710.9331 1709.9465 1 -12.05 168.3 34.33
60.2 
(M:60.2) 1 1 0 K.YLIATSEQPIAALHR.D Dimethyl: 1

5971 true 1656 1284.7433 1283.7449 1 -6.92 195.13 33.67
42.2 
(M:42.2) 2 1 0 K.ADLVNNLGTIAK.S Dimethyl: 1, 12



5972 true 1656 1284.7433 1283.7449 1 -6.92 195.13 33.67
42.2 
(M:42.2) 2 1 0 K.ADLVNNLGTIAK.S Dimethyl: 1, 12

5973 true 1656 1714.9652 1713.9716 1 -7.94 183.34 34.33
51.2 
(M:51.2) 1 1 0 K.YLIATSEQPIAALHR.D Dimethyl:2H(4): 1

5974 true 1656 1749.7207 1748.732 1 -10.64 148.95 31.83
65.5 
(M:65.5) 1 1 0 K.TFQCELCSYTCPR.R

Carbamidomethyl: 4, 7, 11; Dimethyl: 
1

5975 true 1657 1307.6782 1306.667 1 3.01 225.7 33.33
44.6 
(M:44.6) 1 1 0 R.NSIFTEHIYR.I Dimethyl: 1

5976 false 1657 1399.7724 1398.7467 1 13.18 408.93 31.83
19.4 
(M:19.4) 1 2 1 K.AQNGERELTTPK.L Dimethyl: 1, 12

5977 true 1657 1399.7724 1398.7727 1 -5.41 372.18 31.83
49.5 
(M:49.5) 3 1 1 R.KCEPIIMTVPR.K Carbamidomethyl: 2; Dimethyl: 1, 1

5978 false 1658 1036.5801 1035.5685 1 4.16 184.4 36.5
22.4 
(M:22.4) 1 4 1 K.GALAMEEKR.R Dimethyl:2H(4): 1



5979 true 1658 1311.7022 1310.6921 1 2.12 262.02 33.33
53.3 
(M:53.3) 1 1 0 R.NSIFTEHIYR.I Dimethyl:2H(4): 1

5980 true 1658 1407.8352 1406.8229 1 3.58 300.63 31.83
24.1 
(M:24.1) 2 1 1 R.KCEPIIMTVPR.K

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 1

5981 true 1659 963.5298 962.5185 1 4.09 245.99 31.67
18.9 
(M:18.9) 1 1 0 K.EAVLNAYR.Q Dimethyl: 1

5982 false 1659 963.5298 962.5008 1 22.52 281.9 31.67
18.1 
(M:18.1) 1 3 0 K.MFVGQIPR.S Oxidation: 1

5983 true 1659 1154.5568 1153.559 1 -8.2 463 33.83
38.3 
(M:38.3) 1 1 0 K.SSGGFVWACK.N Carbamidomethyl: 9; Dimethyl: 1, 10

5984 true 1659 1406.7499 1405.7565 1 -9.88 234.88 28.83
18.9 
(M:18.9) 1 1 1 K.RTAAENEFVTLK.K Dimethyl: 12

5985 true 1659 1981.0906 1980.1004 1 -8.6 113.15 31.83
76.2 
(M:76.2) 1 1 1 K.LKSELIANNVSLPGGEQR.K Dimethyl: 1, 2



5986 true 1659 2115.1406 2114.1468 1 -6.36 291 34.33
53.4 
(M:53.4) 2 99.61 1 0

K.SVVLMSHLGRPDGVPMPDK.
F Dimethyl:2H(4): 1, 19; Oxidation: 16

5987 true 1660 1160.7049 1159.6965 1 0.98 379.89 33.83
56.1 
(M:56.1) 1 1 0 K.QQLLIGAYAK.A Dimethyl: 1, 10

5988 false 1660 1160.7049 1159.7114 1 -11.89 317.41 33.83
27.2 
(M:27.2) 1 86.98 2 1 K.GAKLLQDVEK.G Dimethyl:2H(4): 10; Dimethyl: 3

5989 true 1660 1645.7712 1644.769 1 -3.09 297.98 33.83
32.7 
(M:32.7) 1 1 0 R.LYFLQCETCHSR.C

Carbamidomethyl: 6, 9; 
Dimethyl:2H(4): 1

5990 true 1661 1072.5783 1071.5747 1 -3.36 221.34 29.33
24.7 
(M:24.7) 1 1 0 R.IMSIVDPNR.M Dimethyl: 1

5991 true 1661 1087.5971 1086.5896 1 0.25 374.83 34.5
54.1 
(M:54.1) 1 1 0 K.QLLDMHFK.R Dimethyl: 1, 8

5992 true 1662 1057.6232 1056.6365 1 -19.49 283.08 31.67
34.3 
(M:34.3) 2 1 0 R.LACGVIGIAK.C Carbamidomethyl: 3; Dimethyl: 1, 10



5993 false 1662 1121.6908 1120.7056 1 -19.62 346.04 30.17
20.9 
(M:20.9) 1 2 1 K.NDLVEALKR.K Dimethyl:2H(4): 1, 8

5994 true 1662 1479.827 1478.8205 1 -0.51 328.73 33.33
36.4 
(M:36.4) 1 1 0 R.NTVLQQHLETLR.Q Dimethyl: 1

5995 true 1662 1894.064 1893.0684 1 -6.12 358.5 33.5
57.9 
(M:57.9) 1 1 1 K.LDKSQIHDIVLVGGSTR.I Dimethyl: 1, 3

5996 true 1663 1075.615 1074.6186 1 -10.07 310.65 31.83
32.8 
(M:32.8) 1 1 0 R.LQAAYNLVR.R Dimethyl: 1

5997 false 1663 1075.615 1074.5856 1 20.62 182.85 31.83
17.0 
(M:17.0) 1 2 1 M.VGEKMAAAVR.Q Oxidation: 5; Dimethyl: 1

5998 false 1663 1357.8033 1356.7915 1 3.38 204 36.5
15.2 
(M:15.2) 1 2 1 R.DIPESPSLVKGR.I Dimethyl:2H(4): 1; Dimethyl: 10

5999 true 1663 1357.8033 1356.7977 1 -1.18 234.29 36.5
81.4 
(M:81.4) 1 1 0 K.NSISQISVLVGGK.A Dimethyl: 1, 13



6000 true 1663 1464.7568 1463.7369 1 8.65 259.68 28.83
34.6 
(M:34.6) 1 1 1 K.NLYESELADARR.V Dimethyl: 1

6001 true 1663 1483.8544 1482.8456 1 1.04 214.8 33.33
32.6 
(M:32.6) 1 1 0 R.NTVLQQHLETLR.Q Dimethyl:2H(4): 1

6002 true 1664 853.4999 852.5007 1 -9.52 469.78 32
19.4 
(M:19.4) 2 1 0 R.AIADYLR.S Dimethyl:2H(4): 1

6003 false 1664 1079.6347 1078.6107 1 15.56 384.71 31.83
20.0 
(M:20.0) 1 3 1 M.VGEKMAAAVR.Q Dimethyl:2H(4): 4; Oxidation: 5

6004 true 1664 1079.6347 1078.6437 1 -15.02 352.37 31.83
47.7 
(M:47.7) 2 1 0 R.LQAAYNLVR.R Dimethyl:2H(4): 1

6005 true 1664 1395.768 1394.753 1 5.53 233.4 36.33
32.3 
(M:32.3) 2 1 0 K.LNISFPATGCQK.L

Carbamidomethyl: 10; Dimethyl:2H(4): 
12; Dimethyl: 1

6006 true 1664 1474.7568 1473.7402 1 6.32 326.25 29
49.5 
(M:49.5) 1 1 0 R.YAAVTQFEATDAR.R Dimethyl:2H(4): 1



6007 true 1665 1238.632 1237.6244 1 0.26 219.08 34.67
57.0 
(M:57.0) 1 1 0 K.FYVHNDIFR.Y Dimethyl: 1

6008 true 1665 1486.7181 1485.6922 1 12.53 197.27 28.83
25.4 
(M:25.4) 1 1 1 K.GNEFEDYCLKR.E Carbamidomethyl: 8; Dimethyl: 1, 10

6009 false 1665 1569.7882 1568.7545 1 16.84 317.33 31.83
15.9 
(M:15.9) 1 4 0 K.IFVEFSMASETHK.A Oxidation: 7; Dimethyl: 13

6010 true 1665 1569.7882 1568.7882 1 -4.63 269.24 31.83
89.6 
(M:89.6) 2 1 0 K.LAQSNGWGVMVSHR.S Dimethyl: 1

6011 false 1665 1569.7882 1568.7431 1 24.11 396.47 31.83
15.7 
(M:15.7) 1 5 0 R.SAGSIPGEHSTDNNK.T Dimethyl: 1, 15

6012 true 1665 1949.9445 1948.9664 1 -14.95 91.18 28.5
23.4 
(M:23.4) 1 1 1 K.MEEFKDQLPADECNK.L

Carbamidomethyl: 13; Dimethyl:2H(4): 
1, 5, 15

6013 true 1666 718.4694 717.4687 1 -9.08 194.5 30
29.0 
(M:29.0) 2 1 0 K.DGLIIR.K Dimethyl:2H(4): 1



6014 true 1666 924.4872 923.4865 1 -7.06 168.26 32
43.2 
(M:43.2) 1 1 0 R.LFGEQFR.H Dimethyl: 1

6015 false 1666 1156.6945 1155.6686 1 16.14 380.35 31.67
15.7 
(M:15.7) 1 3 1 -.AMAVKALNPK.A Acetyl: 1; Oxidation: 2; Dimethyl: 5, 10

6016 true 1666 1156.6945 1155.6976 1 -8.92 311.06 31.67
28.9 
(M:28.9) 2 1 0 K.LATNAAVTVLR.V Dimethyl: 1

6017 false 1666 1156.6945 1155.6774 1 8.47 263.5 31.67
15.1 
(M:15.1) 1 4 1 M.AALQPGGGAARR.V Dimethyl:2H(4): 1

6018 true 1666 1242.6576 1241.6495 1 0.7 203.71 34.67
62.4 
(M:62.4) 1 1 0 K.FYVHNDIFR.Y Dimethyl:2H(4): 1

6019 true 1666 1398.7334 1397.6939 1 23.01 199.84 31.5
17.1 
(M:17.1) 1 1 0 R.SNADYQYQLLR.C Dimethyl: 1

6020 true 1667 983.5132 982.5208 1 -15.15 237.93 32
16.6 
(M:16.6) 1 1 0 K.ICDFGLAR.V

Carbamidomethyl: 2; Dimethyl:2H(4): 
1



6021 true 1667 1406.8299 1405.8107 1 8.46 320.05 29.33
16.6 
(M:16.6) 2 1 0 R.WDPDKPGDKPR.M Dimethyl:2H(4): 1, 5, 9

6022 true 1667 1514.7996 1513.7777 1 9.68 142.87 29
66.4 
(M:66.4) 1 1 0 R.HVFGESDELIGQK.V Dimethyl: 1, 13

6023 true 1668 809.4828 808.4745 1 1.26 193 30
18.3 
(M:18.3) 1 1 0 R.DGAFLVR.K Dimethyl:2H(4): 1

6024 true 1668 1054.6213 1053.6182 1 -4.03 215.98 32.17
64.9 
(M:64.9) 4 1 0 K.AVDSLVPIGR.G Dimethyl: 1

6025 true 1668 1217.6368 1216.6353 1 -4.74 214.88 31.83
46.2 
(M:46.2) 2 1 0 K.HSQFIGYPIR.L

6026 true 1668 1271.724 1270.7161 1 0.48 210.47 34.67
46.1 
(M:46.1) 1 1 0 K.DSTGHVGFIFK.N Dimethyl:2H(4): 1, 11

6027 true 1668 1522.8266 1521.8279 1 -5.59 170.29 29
46.4 
(M:46.4) 1 1 0 R.HVFGESDELIGQK.V Dimethyl:2H(4): 1, 13



6028 false 1669 986.5711 985.5444 1 19.72 232.44 34.17
17.0 
(M:17.0) 1 5 0 K.NIVEELGGK.M Dimethyl: 9

6029 true 1669 1228.5561 1227.5495 1 -0.55 262.6 31.67
22.9 
(M:22.9) 1 1 0 K.AWNAYPYCR.T Carbamidomethyl: 8; Dimethyl: 1

6030 false 1669 1356.7306 1355.7057 1 12.96 217.75 34.5
17.8 
(M:17.8) 1 50 3 1 K.KSTGCDFAVSPK.L

Carbamidomethyl: 5; Dimethyl:2H(4): 
1; Dimethyl: 12

6031 true 1669 1866.9286 1865.9173 1 2.16 332.16 33.33
58.3 
(M:58.3) 1 1 0 R.AQVDEYLSWHHANIR.A Dimethyl: 1

6032 true 1669 2184.8999 2183.9218 1 -13.37 159.56 28.33
18.6 
(M:18.6) 1 1 1 R.EGYAWAEDKEHCEEYGR.M Carbamidomethyl: 12; Dimethyl: 1, 9

6033 false 1670 814.5099 813.5072 1 -5.61 486.87 32.17
18.5 
(M:18.5) 1 3 0 K.ANLSLLR.R Dimethyl: 1

6034 true 1670 992.4798 991.4797 1 -7.28 112 30
22.8 
(M:22.8) 1 1 0 R.CSWQDLK.D Carbamidomethyl: 1; Dimethyl: 1, 7



6035 true 1670 1080.5364 1079.54 1 -10.04 255.48 32.17
33.2 
(M:33.2) 2 1 0 K.ATYWGGEIR.E Dimethyl: 1

6036 true 1670 1378.7985 1377.7896 1 1.13 261.88 34.67
40.9 
(M:40.9) 1 1 0 K.DHPFGFVAVPTK.N Dimethyl:2H(4): 1, 12

6037 false 1671 1081.5781 1080.5928 1 -20.31 261.67 33.5
15.5 
(M:15.5) 1 6 0 R.AHELLSQQK.I Dimethyl: 9

6038 true 1671 1398.7811 1397.7701 1 2.67 299.82 34.5
18.2 
(M:18.2) 1 1 1 K.TTLLHMLKDDR.L Dimethyl: 1, 8

6039 true 1672 728.4378 727.4319 1 -1.91 165.02 36.5
23.1 
(M:23.1) 2 1 0 R.NLFFR.V Dimethyl:2H(4): 1

6040 false 1672 1156.6255 1155.636 1 -15.38 242.07 33.5
16.2 
(M:16.2) 1 3 1 R.EQEQRLGIR.I Dimethyl: 1

6041 true 1672 1448.7524 1447.7534 1 -5.65 370.86 34.5
42.2 
(M:42.2) 1 1 0 K.VIGMHYFSPVDK.M Dimethyl: 1, 12



6042 true 1672 2476.9871 2475.9939 1 -5.66 142.34 28.33
37.2 
(M:37.2) 1 1 0

K.QSYDEYADSDEDQHDAYLER.
M Dimethyl: 1

6043 true 1673 1386.7936 1385.7667 1 14.14 376.06 32.33
60.8 
(M:60.8) 1 1 0 K.YGINPGPIVATTR.K Dimethyl: 1

6044 true 1673 1456.8111 1455.8036 1 0.19 342.42 34.5
31.1 
(M:31.1) 1 1 0 K.VIGMHYFSPVDK.M Dimethyl:2H(4): 1, 12

6045 true 1674 1045.5407 1044.5386 1 -4.96 253.71 30.17
49.7 
(M:49.7) 1 1 0 R.CNGVLEGIR.I Carbamidomethyl: 1; Dimethyl: 1

6046 true 1674 1045.5407 1044.5386 1 -4.96 253.71 30.17
49.7 
(M:49.7) 1 1 0 R.CNGVLEGIR.I Carbamidomethyl: 1; Dimethyl: 1

6047 true 1674 1277.6774 1276.6776 1 -5.8 127.43 33.5
21.2 
(M:21.2) 1 1 0 K.ALQIFSQGTER.H Dimethyl: 1

6048 true 1674 1400.8236 1399.8187 1 -1.74 332.54 31.83
44.6 
(M:44.6) 3 1 0 R.TFIAIKPDGVQR.G Dimethyl: 1, 6



6049 true 1675 976.4957 975.5025 1 -14.41 199.17 28.5
20.0 
(M:20.0) 1 1 1 R.DPGFKAEGK.Y Dimethyl: 9

6050 true 1675 1049.5665 1048.5637 1 -4.25 257.25 30.17
28.3 
(M:28.3) 1 1 0 R.CNGVLEGIR.I

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

6051 true 1675 1049.5665 1048.5637 1 -4.25 257.25 30.17
28.3 
(M:28.3) 1 1 0 R.CNGVLEGIR.I

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

6052 true 1675 1327.7386 1326.7234 1 5.97 252.82 33.67
20.2 
(M:20.2) 1 1 0 R.ALFEQAYAVQR.D Dimethyl:2H(4): 1

6053 true 1675 1743.8585 1742.8111 1 22.97 116.19 28.83
15.2 
(M:15.2) 1 1 1 K.FPSTESFETEETRR.F Dimethyl: 1

6054 true 1676 1747.8602 1746.8363 1 9.55 175.28 29
33.9 
(M:33.9) 1 1 1 K.FPSTESFETEETRR.F Dimethyl:2H(4): 1

6055 true 1676 1826.9259 1825.9145 1 2.26 165.09 34.67
27.9 
(M:27.9) 1 1 0 R.SISTQPFPDLHCGALR.V Carbamidomethyl: 12; Dimethyl: 1



6056 true 1676 1969.93 1968.9112 1 5.82 72.91 29.17
23.8 
(M:23.8) 1 1 0 R.EIAGHIMEFSQDQHGSR.F Dimethyl: 1

6057 false 1677 1159.6503 1158.6447 1 -1.48 518.79 32
16.7 
(M:16.7) 1 2 0 K.WQNNLLPSR.Q Dimethyl:2H(4): 1

6058 false 1677 1350.678 1349.6688 1 1.41 327 33.83
15.5 
(M:15.5) 1 7 1 K.AQYEDIANRSR.A Dimethyl: 1

6059 true 1677 1350.678 1349.6802 1 -7.05 293.83 33.83
57.8 
(M:57.8) 1 1 0 K.ADFCIIHYAGK.V Carbamidomethyl: 4; Dimethyl: 1, 11

6060 true 1677 1350.678 1349.6802 1 -7.05 293.83 33.83
57.8 
(M:57.8) 1 1 0 K.ADFCIIHYAGK.V Carbamidomethyl: 4; Dimethyl: 1, 11

6061 false 1677 1350.678 1349.6688 1 1.41 327 33.83
15.5 
(M:15.5) 1 7 1 K.AQYEDIANRSR.A Dimethyl: 1

6062 false 1677 1764.9062 1763.9128 1 -7.83 143.21 29
16.3 
(M:16.3) 1 4 1 K.LTVDGFANDKMAAEVK.A Dimethyl: 1, 16



6063 true 1677 1853.9463 1852.9407 1 -0.86 290.61 34.67
75.7 
(M:75.7) 1 1 0 R.QMQALYGHHFPIEVR.H Dimethyl: 1

6064 true 1677 1973.948 1972.9363 1 2.22 131.03 29.17
38.3 
(M:38.3) 1 1 0 R.EIAGHIMEFSQDQHGSR.F Dimethyl:2H(4): 1

6065 false 1678 821.4329 820.4299 1 -5.26 389.7 34
20.1 
(M:20.1) 1 3 0 R.VLGMMAR.T Oxidation: 5; Dimethyl: 1

6066 true 1678 821.4329 820.4113 1 17.42 533.09 34
25.7 
(M:25.7) 1 1 0 K.ASDMLIR.Q Oxidation: 4

6067 true 1678 1270.7234 1269.7243 1 -6.39 129.75 32
16.6 
(M:16.6) 1 1 0 K.QAGVFEPTMVK.T Dimethyl:2H(4): 1, 11

6068 true 1678 1358.7293 1357.7304 1 -6.14 351.72 33.83
59.9 
(M:59.9) 1 1 0 K.ADFCIIHYAGK.V

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 11

6069 true 1678 1358.7293 1357.7304 1 -6.14 351.72 33.83
59.9 
(M:59.9) 1 1 0 K.ADFCIIHYAGK.V

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 11



6070 true 1678 1488.8365 1487.8147 1 9.77 167.63 31.67
17.1 
(M:17.1) 1 1 0 R.YQLIHLGGSNAQR.D Dimethyl:2H(4): 1

6071 true 1678 1612.8217 1611.8079 1 4.03 245.13 33.5
38.6 
(M:38.6) 1 1 0 K.CTTDHISAAGPWLK.F Carbamidomethyl: 1; Dimethyl: 1, 14

6072 true 1678 1796.8912 1795.8741 1 5.47 186.98 28.83
26.9 
(M:26.9) 1 1 0 K.YEEDGEGVVLYRPSR.L Dimethyl: 1

6073 true 1678 1972.1128 1971.1063 1 -0.37 173.29 34.5
102.3 
(M:102.3) 1 1 0 K.VLPGGHQVTGSALACLAEK.Y

Carbamidomethyl: 15; Dimethyl:2H(4): 
1, 19

6074 false 1679 868.4699 867.4715 1 -10.22 435.02 34
15.6 
(M:15.6) 1 5 0 K.APFHQLR.I

6075 true 1679 1127.4932 1126.4965 1 -9.36 207.44 28.67
41.3 
(M:41.3) 1 1 0 R.VEFMDDTSR.S Dimethyl: 1

6076 true 1679 1295.6244 1294.6187 1 -1.19 148 32
17.2 
(M:17.2) 1 1 0 K.LTDNQTSTMIR.A Oxidation: 9



6077 true 1679 1800.9177 1799.8992 1 6.25 197.15 28.83
58.4 
(M:58.4) 1 1 0 K.YEEDGEGVVLYRPSR.L Dimethyl:2H(4): 1

6078 true 1680 1050.5981 1049.591 1 -0.14 206.77 36.67
65.8 
(M:65.8) 2 1 0 R.NAYVWTLK.G Dimethyl: 1, 8

6079 true 1680 1150.5382 1149.5336 1 -2.35 256.13 28.5
18.3 
(M:18.3) 1 1 0 R.MGESDDSILR.L Dimethyl: 1

6080 true 1681 1154.5586 1153.5587 1 -6.43 325.28 28.5
46.9 
(M:46.9) 1 1 0 R.MGESDDSILR.L Dimethyl:2H(4): 1

6081 false 1681 1154.5586 1153.5689 1 -15.27 241.39 28.5
16.9 
(M:16.9) 1 3 0 R.AMVIDYTGEK.S Dimethyl: 10

6082 true 1681 1243.5735 1242.5638 1 1.92 233.71 36.67
26.4 
(M:26.4) 1 1 0 R.NCGFVAFMNR.R Carbamidomethyl: 2; Dimethyl: 1

6083 true 1681 1304.7218 1303.7136 1 0.71 196.36 30.67
48.0 
(M:48.0) 1 1 1 K.LRAELEEFNK.S Dimethyl: 1, 10



6084 true 1681 1392.7814 1391.766 1 5.82 240.19 32
21.0 
(M:21.0) 1 1 0 K.IAVEPVNPSELPK.M

6085 true 1681 1641.744 1640.7439 1 -4.4 196.2 33.83
16.9 
(M:16.9) 1 1 0 R.LYFLQCETCHSR.C Carbamidomethyl: 6, 9; Dimethyl: 1

6086 true 1681 2075.2117 2074.1939 1 5.08 252.19 34.67
57.5 
(M:57.5) 1 1 0 K.QVKPYVEEGLHPQIIIR.A Dimethyl: 1, 3

6087 true 1682 827.4907 826.4913 1 -9.49 493.11 29.33
16.1 
(M:16.1) 1 1 0 K.AIPSLGNK.N Dimethyl: 8

6088 true 1682 1290.7254 1289.7166 1 1.2 216.09 36.5
74.1 
(M:74.1) 1 1 0 R.NQALFAACVLK.N Carbamidomethyl: 8; Dimethyl: 1, 11

6089 true 1682 1335.73 1334.7306 1 -5.92 116.91 30
20.6 
(M:20.6) 1 1 0 R.HLVLIAQEEGAR.Y

6090 true 1682 1502.859 1501.8617 1 -6.62 140.28 32.17
71.1 
(M:71.1) 1 1 0 K.ILDAVIAQEPLHR.G Dimethyl: 1



6091 false 1683 1001.5634 1000.5553 1 0.79 160.76 29
17.3 
(M:17.3) 1 2 0 K.IEISELNR.V Dimethyl: 1

6092 false 1683 1001.5634 1000.5553 1 0.79 160.76 29
17.3 
(M:17.3) 1 2 0 K.IEISELNR.V Dimethyl: 1

6093 true 1683 1117.6929 1116.6783 1 6.52 354.52 34
43.9 
(M:43.9) 2 1 0 R.QIFNGTFVK.L Dimethyl:2H(4): 1, 9

6094 true 1683 2327.1385 2326.1311 1 0.06 158.77 34.5
48.1 
(M:48.1) 1 1 0

R.MQAQASVEGAPQHNMVGLF
QR.I Dimethyl: 1

6095 false 1684 920.5078 919.4876 1 14.07 221.1 29.33
15.1 
(M:15.1) 1 2 0 K.LGNYAGAVR.D

6096 true 1684 1298.7566 1297.7668 1 -13.45 180.62 36.5
28.2 
(M:28.2) 1 1 0 R.NQALFAACVLK.N

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 11

6097 true 1684 1430.6916 1429.6925 1 -5.72 436.58 31.83
36.2 
(M:36.2) 2 1 0 K.YNPTWHCIVGR.N Carbamidomethyl: 7; Dimethyl: 1



6098 true 1684 1819.9505 1818.956 1 -7.01 158.61 32
80.5 
(M:80.5) 2 1 0

K.AIGVLTSGGDAQGMNAAVR.
A Dimethyl:2H(4): 1

6099 true 1684 2432.1611 2431.1559 1 -0.87 253.32 34.5
55.7 
(M:55.7) 1 1 1 K.IFCCHGGLSPDLQSMEQIRR.I Carbamidomethyl: 3, 4; Dimethyl: 1

6100 true 1684 2432.1611 2431.1559 1 -0.87 253.32 34.5
55.7 
(M:55.7) 1 1 1 K.IFCCHGGLSPDLQSMEQIRR.I Carbamidomethyl: 3, 4; Dimethyl: 1

6101 false 1685 788.402 787.3875 1 9.15 557.23 32
18.3 
(M:18.3) 3 6 0 R.DSQGHGR.E Dimethyl:2H(4): 1

6102 false 1685 788.402 787.4123 1 -22.33 427.91 32
15.5 
(M:15.5) 1 9 0 -.MGRPAGR.C Oxidation: 1; Dimethyl: 1

6103 true 1685 788.402 787.4017 1 -8.91 492.37 32
36.5 
(M:36.5) 3 1 0 R.FYAFGR.V Dimethyl: 1

6104 true 1685 1012.6075 1011.6077 1 -7.34 155.43 29.5
36.2 
(M:36.2) 1 1 0 K.NIVVVEGVR.I Dimethyl: 1



6105 true 1685 1182.654 1181.6445 1 1.95 167.62 34
48.2 
(M:48.2) 1 1 0 R.QVYGLNFASK.E Dimethyl: 1, 10

6106 true 1685 1185.6159 1184.6149 1 -5.31 48.16 28.5
42.8 
(M:42.8) 1 1 0 R.QGVDADINGLR.Q Dimethyl: 1

6107 true 1685 1342.7027 1341.6672 1 20.97 106.68 36.5
18.6 
(M:18.6) 1 1 0 K.EAMMGLAQLYK.K Oxidation: 3, 4; Dimethyl: 1, 11

6108 true 1685 1342.7027 1341.6672 1 20.97 106.68 36.5
18.6 
(M:18.6) 1 1 0 K.EAMMGLAQIYK.K Oxidation: 3, 4; Dimethyl: 1, 11

6109 true 1685 1351.6654 1350.6568 1 1 310.25 30.17
65.7 
(M:65.7) 1 1 0 K.HYSGLEEAVYR.N Dimethyl: 1

6110 true 1685 1875.9573 1874.9673 1 -9.19 202.42 32
23.0 
(M:23.0) 1 1 0 K.YESLELCRPVLQQGR.K Carbamidomethyl: 7; Dimethyl: 1

6111 true 1686 1033.4894 1032.4916 1 -9.18 260.3 29.5
59.5 
(M:59.5) 2 1 0 R.DYFGQYGK.I Dimethyl: 1, 8



6112 true 1686 1189.6397 1188.6401 1 -6.43 76.41 28.5
19.7 
(M:19.7) 1 1 0 R.QGVDADINGLR.Q Dimethyl:2H(4): 1

6113 true 1686 1205.6706 1204.6564 1 5.74 179.44 34.17
40.2 
(M:40.2) 2 1 0 K.FNASQLITQR.A Dimethyl: 1

6114 false 1686 1219.6762 1218.6496 1 15.81 138.38 29
17.2 
(M:17.2) 1 2 1 K.EKDFSPEALK.K Dimethyl: 1, 10

6115 true 1687 1041.54 1040.5419 1 -8.81 227.38 29.5
50.4 
(M:50.4) 2 1 0 R.DYFGQYGK.I Dimethyl:2H(4): 1, 8

6116 true 1687 1151.6018 1150.6073 1 -11.08 465.47 35
58.5 
(M:58.5) 1 1 0 K.IHFPDFSTR.D Dimethyl:2H(4): 1

6117 true 1687 1225.5877 1224.606 1 -20.88 109.69 28.5
58.6 
(M:58.6) 1 1 0 K.FGEVTDCTIK.M Carbamidomethyl: 7; Dimethyl: 1, 10

6118 true 1687 1288.6542 1287.6397 1 5.59 157.42 29.17
40.1 
(M:40.1) 1 1 0 R.YLAEFATGNDR.K Dimethyl:2H(4): 1



6119 true 1687 1565.9497 1564.9341 1 5.29 91.98 36.5
25.5 
(M:25.5) 1 1 1 K.NRLPPEFSPVIIK.E Dimethyl: 1, 13

6120 true 1688 1179.6618 1178.656 1 -1.29 197.26 34.67
80.2 
(M:80.2) 1 1 0 K.AHLQELWVR.E Dimethyl: 1

6121 false 1688 1233.6519 1232.6562 1 -9.41 75.14 28.5
19.7 
(M:19.7) 1 2 0 K.FGEVTDCTIK.M

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 10

6122 true 1688 1233.6519 1232.626 1 15.07 165.05 28.5
20.7 
(M:20.7) 1 1 1 K.MKTATDEAYK.D

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 10

6123 true 1688 2080.1052 2079.0986 1 -0.32 304.89 34
51.7 
(M:51.7) 1 1 0 R.GTFVHSRPDVPMEILHGR.L Dimethyl:2H(4): 1

6124 false 1689 701.4542 700.4483 1 -2.01 49.41 36.83
16.9 
(M:16.9) 1 4 0 K.QGLSLK.F Dimethyl: 1, 6

6125 false 1689 790.4738 789.4749 1 -10.54 360.66 32.33
27.7 
(M:27.7) 1 2 0 K.VVEIFR.I Dimethyl: 1



6126 false 1689 1573.8057 1572.7705 1 17.72 380.58 31.83
16.8 
(M:16.8) 1 2 0 K.SLGSSISATSTMEFK.N Dimethyl: 15

6127 true 1689 1573.8057 1572.8133 1 -9.46 332.24 31.83
56.1 
(M:56.1) 1 1 0 K.LAQSNGWGVMVSHR.S Dimethyl:2H(4): 1

6128 false 1689 1573.8057 1572.7682 1 19.21 513.97 31.83
15.4 
(M:15.4) 1 3 0 R.SAGSIPGEHSTDNNK.T Dimethyl:2H(4): 1; Dimethyl: 15

6129 true 1690 794.5009 793.5 1 -8.01 256.86 32.33
29.5 
(M:29.5) 1 1 0 K.VVEIFR.I Dimethyl:2H(4): 1

6130 false 1690 794.5009 793.4748 1 23.64 286.23 32.33
27.7 
(M:27.7) 3 2 0 K.AAFLGQR.G Dimethyl:2H(4): 1

6131 false 1690 846.5359 845.516 1 14.94 445.51 36.67
16.8 
(M:16.8) 1 3 0 R.NVTEPVK.T Dimethyl:2H(4): 7; Dimethyl: 1

6132 true 1690 974.4495 973.4514 1 -9.38 209.54 31.83
24.7 
(M:24.7) 1 1 0 K.VMYAFCR.V Carbamidomethyl: 6; Dimethyl: 1



6133 false 1690 974.5803 973.5597 1 13.69 161.93 33.83
18.0 
(M:18.0) 2 2 0 R.LFEERPK.G Dimethyl: 1, 7

6134 false 1690 974.5803 973.5607 1 12.65 175.4 33.83
15.6 
(M:15.6) 1 3 1 R.GRAEEKPR.N Dimethyl:2H(4): 1

6135 true 1690 1116.632 1115.6186 1 5.48 394.91 29.5
23.2 
(M:23.2) 1 1 1 K.SEKTPLSGNK.D Dimethyl: 1, 10

6136 false 1690 1116.632 1115.6339 1 -8.18 360.18 29.5
21.3 
(M:21.3) 1 2 1 K.DVFRDPALK.R Dimethyl: 1, 9

6137 true 1690 1272.6552 1271.651 1 -2.4 152.75 28.83
72.1 
(M:72.1) 1 1 0 M.AAQGEPQVQFK.L Acetyl: 1; Dimethyl: 11

6138 true 1690 1280.8477 1279.8115 1 22.55 222.5 34
38.5 
(M:38.5) 1 1 1 K.KVPSVPESLLK.R Dimethyl: 1, 1, 11

6139 true 1690 2161.1621 2160.1651 1 -4.76 241.22 33.83
44.7 
(M:44.7) 1 1 1 K.SAVADRHELLSLASSNHLGK.S Dimethyl: 1, 20



6140 true 1691 835.486 834.4963 1 -21.09 453.27 32.17
22.8 
(M:22.8) 1 1 0 K.ITGYIIR.Y

6141 false 1691 889.5266 888.5103 1 10.23 610.95 36.83
24.2 
(M:24.2) 1 2 1 R.MINKIDK.N Dimethyl: 7

6142 false 1691 889.5266 888.499 1 22.86 523.61 36.83
19.3 
(M:19.3) 1 5 0 K.EMLELAK.N Dimethyl: 1, 7

6143 true 1691 1124.6805 1123.6841 1 -9.64 350.88 29.5
30.2 
(M:30.2) 1 1 1 K.DVFRDPALK.R Dimethyl:2H(4): 1, 9

6144 true 1691 1286.5864 1285.5826 1 -2.73 124.26 28.5
35.6 
(M:35.6) 1 1 0 K.YDPTIEDSYR.K Dimethyl: 1

6145 false 1691 1381.7683 1380.7551 1 4.32 266.08 29
18.2 
(M:18.2) 1 51.73 3 1 R.GVKEDIATFDAR.N Dimethyl:2H(4): 1; Dimethyl: 3

6146 true 1691 1397.75 1396.7173 1 18.17 303.57 35.17
23.6 
(M:23.6) 1 1 1 -.MKFNPFVTSDR.S Dimethyl: 1, 2



6147 true 1691 1721.9108 1720.9232 1 -11.45 257.82 32
47.4 
(M:47.4) 1 1 0 K.GITVTAYCPLGRPER.A

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

6148 true 1692 996.5445 995.5524 1 -15.26 191.2 31.83
15.8 
(M:15.8) 1 1 0 K.FGNICVVR.L

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

6149 true 1692 1290.6103 1289.6078 1 -3.63 132.53 28.5
46.6 
(M:46.6) 1 1 0 K.YDPTIEDSYR.K Dimethyl:2H(4): 1

6150 false 1692 1395.7908 1394.7629 1 14.81 407.37 29
16.9 
(M:16.9) 1 8 1 R.QLEMKVDDTIK.L

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 11

6151 true 1692 1395.7908 1394.7707 1 9.17 301.48 29
51.0 
(M:51.0) 2 99.44 1 1 R.EIAQDFKTDLR.F Dimethyl:2H(4): 1; Dimethyl: 7

6152 false 1692 1395.7908 1394.7857 1 -1.53 422.43 29
16.2 
(M:16.2) 1 10 1 K.QLEEGKQEAATK.G Dimethyl:2H(4): 1, 12

6153 false 1692 1395.7908 1394.7919 1 -5.97 401.78 29
18.5 
(M:18.5) 1 5 1 R.DTTTVNSISNKK.E Dimethyl:2H(4): 12; Dimethyl: 1, 11



6154 true 1693 911.4743 910.476 1 -9.79 68.36 32.17
16.9 
(M:16.9) 1 1 0 K.SSLGGYTVK.I

6155 true 1693 1170.6552 1169.6332 1 12.52 464.35 33.67
72.0 
(M:72.0) 1 1 0 K.AFIEGSSYLK.G Dimethyl: 1, 10

6156 true 1693 1322.6113 1321.615 1 -8.3 149.68 28.5
53.0 
(M:53.0) 1 1 0 R.SENEEFVEVGR.L Dimethyl: 1

6157 true 1694 956.5454 955.5429 1 -4.98 178.03 33.33
39.4 
(M:39.4) 2 1 0 R.VVFQEFR.Q Dimethyl:2H(4): 1

6158 true 1694 963.5838 962.5801 1 -3.7 181.98 34.17
67.6 
(M:67.6) 5 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

6159 false 1694 963.5838 962.5549 1 22.4 206.32 34.17
38.5 
(M:38.5) 3 2 0 R.INVTGIYR.A Dimethyl: 1

6160 false 1694 963.5838 962.5549 1 22.4 190.94 34.17
25.5 
(M:25.5) 3 3 0 R.IQVVGTYR.C Dimethyl: 1



6161 true 1694 963.5838 962.5801 1 -3.7 181.98 34.17
67.6 
(M:67.6) 5 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

6162 true 1694 963.5838 962.5801 1 -3.7 181.98 34.17
67.6 
(M:67.6) 5 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

6163 true 1694 963.5838 962.5801 1 -3.7 181.98 34.17
67.6 
(M:67.6) 5 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

6164 true 1694 963.5838 962.5801 1 -3.7 181.98 34.17
67.6 
(M:67.6) 5 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

6165 true 1694 1178.7036 1177.6834 1 10.91 117.75 33.67
38.5 
(M:38.5) 1 1 0 K.AFIEGSSYLK.G Dimethyl:2H(4): 1, 10

6166 false 1694 1326.6386 1325.6571 1 -19.43 -1 28.5
28.6 
(M:28.6) 1 2 1 R.DSILSEMKMLK.E Oxidation: 7, 9

6167 true 1694 1326.6386 1325.6401 1 -6.65 156.19 28.5
36.6 
(M:36.6) 1 1 0 R.SENEEFVEVGR.L Dimethyl:2H(4): 1



6168 true 1694 1470.7323 1469.7151 1 6.76 200.4 29
37.2 
(M:37.2) 1 1 0 R.YAAVTQFEATDAR.R Dimethyl: 1

6169 true 1694 1700.8911 1699.8893 1 -3.26 207.48 34.83
81.0 
(M:81.0) 1 1 0 R.SYTVNSSILHGIEPR.L Dimethyl: 1

6170 false 1695 958.5368 957.5131 1 17.15 129.38 32.33
16.9 
(M:16.9) 2 3 0 R.IIEAEEAR.M Dimethyl: 1

6171 false 1695 1005.6257 1004.599 1 19.3 144.46 36.67
23.9 
(M:23.9) 1 2 1 -.MPKTISVR.V Dimethyl:2H(4): 3; Acetyl: 1

6172 true 1695 1005.6257 1004.627 1 -8.51 158.25 36.67
36.9 
(M:36.9) 2 1 0 K.NLYIISVK.G Dimethyl: 1, 8

6173 false 1695 1005.6257 1004.6056 1 12.81 180.15 36.67
17.0 
(M:17.0) 1 5 1 K.LDGKEEVK.G Dimethyl:2H(4): 4; Dimethyl: 1, 8

6174 true 1695 1225.7233 1224.7239 1 -6.43 156.23 29.67
73.7 
(M:73.7) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11



6175 true 1695 1225.7233 1224.7239 1 -6.43 156.23 29.67
73.7 
(M:73.7) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

6176 true 1695 1225.7233 1224.7239 1 -6.43 156.23 29.67
73.7 
(M:73.7) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

6177 true 1695 1225.7233 1224.7239 1 -6.43 156.23 29.67
73.7 
(M:73.7) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

6178 true 1695 1225.7233 1224.7239 1 -6.43 156.23 29.67
73.7 
(M:73.7) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

6179 true 1695 1254.7416 1253.7343 1 -0.03 235.37 33.83
102.7 
(M:102.7) 4 1 0 K.APILIATDVASR.G Dimethyl: 1

6180 true 1695 1254.7416 1253.7343 1 -0.03 235.37 33.83
102.7 
(M:102.7) 4 1 0 K.APILIATDVASR.G Dimethyl: 1

6181 true 1695 1857.9741 1856.9658 1 0.59 359.34 34.67
31.3 
(M:31.3) 1 1 0 R.QMQALYGHHFPIEVR.H Dimethyl:2H(4): 1



6182 true 1695 2060.017 2059.0269 1 -8.36 293.39 31.83
70.5 
(M:70.5) 1 1 0 K.ISNSAVSVSNHAALAQFCR.D Carbamidomethyl: 18; Dimethyl: 1

6183 true 1696 961.5464 960.5393 1 -0.16 148.98 32.67
28.2 
(M:28.2) 1 1 0 R.GVVIGFDAR.A Dimethyl: 1

6184 true 1696 1258.7705 1257.7594 1 3.02 215.88 33.83
96.8 
(M:96.8) 1 1 0 K.APILIATDVASR.G Dimethyl:2H(4): 1

6185 true 1696 1258.7705 1257.7594 1 3.02 215.88 33.83
96.8 
(M:96.8) 1 1 0 K.APILIATDVASR.G Dimethyl:2H(4): 1

6186 true 1696 1922.9207 1921.9145 1 -0.58 276.09 34.67
25.8 
(M:25.8) 1 1 0 R.VLSNWGHPEYTCIYR.F Carbamidomethyl: 12; Dimethyl: 1

6187 true 1696 2064.0401 2063.052 1 -9.3 319.61 31.83
79.3 
(M:79.3) 1 1 0 K.ISNSAVSVSNHAALAQFCR.D

Carbamidomethyl: 18; Dimethyl:2H(4): 
1

6188 true 1697 1238.6132 1237.6125 1 -5.32 67.37 29.5
15.5 
(M:15.5) 1 1 0 K.MTITQQEFGR.A Dimethyl: 1



6189 true 1697 1510.7869 1509.7949 1 -10.1 116.48 28.5
45.4 
(M:45.4) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

6190 true 1697 1510.7869 1509.7949 1 -10.1 116.48 28.5
45.4 
(M:45.4) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

6191 true 1697 1510.7869 1509.7949 1 -10.1 116.48 28.5
45.4 
(M:45.4) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

6192 true 1697 1650.8371 1649.8162 1 8.27 183.36 29.33
74.1 
(M:74.1) 1 1 0 R.QPISQAWEPPADAGR.S Dimethyl: 1

6193 true 1698 826.5308 825.5436 1 -24.27 436.82 32
22.3 
(M:22.3) 1 1 0 K.LLGGLAVR.R Dimethyl: 1

6194 true 1698 1033.5966 1032.5968 1 -7.21 149.67 32.33
31.7 
(M:31.7) 1 1 0 R.LLQAYLER.G Dimethyl: 1

6195 true 1698 1073.574 1072.5665 1 0.16 246.8 36.67
36.5 
(M:36.5) 1 1 0 R.GAYAGPSGPLR.L Dimethyl: 1



6196 true 1698 1292.8115 1291.7951 1 7.08 243.15 33.67
78.1 
(M:78.1) 4 1 0 K.ADLVNNLGTIAK.S Dimethyl:2H(4): 1, 12

6197 true 1698 1292.8115 1291.7951 1 7.08 243.15 33.67
78.1 
(M:78.1) 4 1 0 K.ADLVNNLGTIAK.S Dimethyl:2H(4): 1, 12

6198 true 1698 2062.1855 2061.151 1 13.2 218.81 34.67
17.8 
(M:17.8) 1 1 1 R.FSKALADVIIPQEYGINK.E Dimethyl: 1, 18

6199 false 1699 1137.7249 1136.7281 1 -9.27 397.83 31.83
15.7 
(M:15.7) 1 2 0 K.VDIRPQLLK.N Dimethyl: 1, 9

6200 false 1699 1323.7179 1322.6983 1 9.32 224.93 33.67
20.1 
(M:20.1) 1 2 0 R.ALFEQAYAVQR.D Dimethyl: 1

6201 true 1699 1371.8009 1370.7882 1 4.01 206.99 29.33
15.2 
(M:15.2) 1 1 1 R.AKATTALQAELAR.A Dimethyl: 1

6202 true 1700 901.5186 900.528 1 -18.5 514.43 32
23.0 
(M:23.0) 1 1 1 R.EAAKALDK.R Dimethyl: 1, 8



6203 true 1700 901.5186 900.4916 1 21.86 517.55 32
23.0 
(M:23.0) 1 1 0 K.EAAQEAVK.L Dimethyl: 1, 8

6204 true 1700 1103.5826 1102.5811 1 -5.25 306.78 32.33
40.8 
(M:40.8) 3 1 0 K.YPEAPPFVR.F Dimethyl: 1

6205 true 1700 1143.6816 1142.6812 1 -5.98 350.93 32.17
46.8 
(M:46.8) 1 1 1 K.LRVDPVNFK.L Dimethyl: 1, 9

6206 true 1700 1162.5998 1161.5931 1 -0.49 487.46 34.17
51.0 
(M:51.0) 1 1 0 R.ASAEGLFFHR.S Dimethyl: 1

6207 true 1700 1247.595 1246.5889 1 -0.93 174.89 36.67
28.2 
(M:28.2) 1 1 0 R.NCGFVAFMNR.R

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

6208 true 1700 1778.9176 1777.9033 1 3.98 187.84 29.17
84.1 
(M:84.1) 2 1 1 R.VFDKEGNGTVMGAELR.H Dimethyl: 1, 4

6209 false 1701 959.5345 958.527 1 0.3 245.14 32
15.3 
(M:15.3) 1 7 0 R.VNLGMNVGK.A Dimethyl: 9



6210 true 1701 1173.6563 1172.6554 1 -5.36 137.39 32.33
31.4 
(M:31.4) 1 1 0 K.VFASLPQVER.G Dimethyl: 1

6211 false 1701 1387.8437 1386.8497 1 -9.52 325.86 29.5
19.7 
(M:19.7) 2 2 0 K.VNIVNVTSAGLLR.S Dimethyl:2H(4): 1

6212 true 1701 1786.9694 1785.9535 1 4.83 216.96 29.17
98.5 
(M:98.5) 1 1 1 R.VFDKEGNGTVMGAELR.H Dimethyl:2H(4): 1, 4

6213 true 1702 1273.7525 1272.7492 1 -3.11 203.98 34
18.6 
(M:18.6) 1 1 0 R.LILEVHQFSR.D Dimethyl:2H(4): 1

6214 true 1702 1937.9183 1936.9028 1 4.29 113.45 29.17
74.0 
(M:74.0) 1 1 0 K.EHNGQVTGIDWAPESNR.L Dimethyl: 1

6215 false 1704 987.5337 986.5219 1 4.6 358.75 35
17.1 
(M:17.1) 1 51.32 2 1 -.GAQMAPAKK.G Acetyl: 1; Oxidation: 4; Dimethyl: 8

6216 true 1704 1207.6212 1206.6172 1 -2.76 146.23 32.67
62.3 
(M:62.3) 6 1 0 K.ESYSIYVYK.V Dimethyl: 1, 9



6217 true 1704 1341.6815 1340.6815 1 -5.43 283.18 34.83
31.0 
(M:31.0) 1 1 0 K.YLDPSFFQHR.I Dimethyl:2H(4): 1

6218 true 1704 1357.7246 1356.715 1 1.71 342.49 33.33
77.0 
(M:77.0) 2 1 0 R.WALSQSNPSALR.E Dimethyl: 1

6219 false 1704 1357.7246 1356.6885 1 21.22 312.09 33.33
20.5 
(M:20.5) 1 2 0 K.ADVDSDSLPAAIR.N Dimethyl: 1

6220 true 1704 1594.8197 1593.8235 1 -6.93 148.81 33.67
17.2 
(M:17.2) 1 1 1 K.QAEELYHTMLRR.F Dimethyl:2H(4): 1; Oxidation: 9

6221 true 1704 1895.8214 1894.8367 1 -11.92 213.35 28.67
86.7 
(M:86.7) 1 1 0 R.TDDYLDQPCQETINR.I Carbamidomethyl: 9; Dimethyl: 1

6222 true 1704 2339.9376 2338.9228 1 3.21 114.18 29.17
68.3 
(M:68.3) 1 1 0

R.GGYQPPFCEECPGCPSPCGR.
H

Carbamidomethyl: 8, 11, 14, 18; 
Dimethyl: 1

6223 true 1705 1606.7509 1605.7392 1 2.79 239.17 33.83
82.8 
(M:82.8) 1 1 0 K.NCLTNFHGMDLTR.D Carbamidomethyl: 2; Dimethyl: 1



6224 true 1705 1635.8971 1634.8702 1 12.03 210.61 36.67
87.7 
(M:87.7) 1 1 0 R.CIYNLLQSSSPAVK.Y Carbamidomethyl: 1; Dimethyl: 1, 14

6225 true 1705 1899.8472 1898.8618 1 -11.54 246.57 28.67
84.2 
(M:84.2) 1 1 0 R.TDDYLDQPCQETINR.I

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

6226 true 1706 1610.7775 1609.7643 1 3.7 244.37 33.67
70.3 
(M:70.3) 1 1 0 K.NCLTNFHGMDLTR.D

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

6227 true 1707 757.4942 756.497 1 -13.27 189.04 34.17
21.6 
(M:21.6) 1 1 1 K.RVLTLR.K

6228 true 1707 771.462 770.4724 1 -22.92 409.83 30.17
36.9 
(M:36.9) 1 1 0 R.AAMPLLK.A Dimethyl: 7

6229 false 1707 924.5101 923.4936 1 10.04 243.16 29.17
21.1 
(M:21.1) 1 2 0 K.AAVAEMEK.S

Dimethyl:2H(4): 1; Oxidation: 6; 
Dimethyl: 8

6230 true 1707 1250.7362 1249.7332 1 -3.48 158.83 32.33
48.0 
(M:48.0) 2 1 0 R.VAQLEQVYIR.G Dimethyl:2H(4): 1



6231 false 1708 715.4663 714.464 1 -6.94 225.12 37
19.1 
(M:19.1) 1 64.9 5 1 K.KGLDVK.S Dimethyl: 1, 6

6232 true 1708 779.4234 778.4126 1 4.49 339.67 34.17
18.3 
(M:18.3) 1 1 0 R.NYLWR.E Dimethyl: 1

6233 false 1708 978.5321 977.5182 1 6.8 134.94 29.5
17.3 
(M:17.3) 1 9 0 R.AELGEYIR.R Dimethyl: 1

6234 false 1708 978.5321 977.5076 1 17.58 116.23 29.5
18.8 
(M:18.8) 1 4 1 R.RTMTNALR.K Oxidation: 3

6235 true 1708 978.5321 977.5182 1 6.8 146.35 29.5
57.6 
(M:57.6) 2 1 0 K.TVFDEAIR.A Dimethyl: 1

6236 true 1708 1046.5107 1045.5094 1 -5.72 344.46 32.17
18.7 
(M:18.7) 1 1 0 K.QWGWTQGR.W Dimethyl: 1

6237 true 1709 1517.8048 1516.8038 1 -4.12 249.01 32
74.4 
(M:74.4) 2 1 0 R.SQPIYIQFSNHK.E Dimethyl: 1, 12



6238 false 1709 1517.8048 1516.7733 1 15.98 309.63 32
16.3 
(M:16.3) 1 4 1 K.SEANDSRIEELAK.T Dimethyl: 1, 13

6239 false 1710 853.4906 852.4891 1 -6.86 477.26 37
16.5 
(M:16.5) 1 6 1 K.KVMIYR.F Oxidation: 3; Dimethyl: 1

6240 false 1710 853.4906 852.4928 1 -11.2 382.43 37
16.5 
(M:16.5) 1 7 0 K.DSAIMLK.R

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 7

6241 false 1710 853.4906 852.4858 1 -2.91 562.2 37
21.2 
(M:21.2) 1 3 0 R.NFLYLR.L Dimethyl: 1

6242 true 1710 853.4906 852.4858 1 -2.91 445.1 37
34.0 
(M:34.0) 2 1 0 K.NYIFLR.N Dimethyl: 1

6243 false 1710 908.4667 907.4399 1 21.44 74.99 28.67
15.4 
(M:15.4) 1 6 0 R.NFSDEIR.H Dimethyl: 1

6244 true 1710 908.4667 907.4735 1 -15.51 59.45 28.67
21.8 
(M:21.8) 1 1 0 R.VNMEDLR.E Dimethyl:2H(4): 1



6245 true 1710 908.4667 907.4735 1 -15.51 59.45 28.67
21.8 
(M:21.8) 1 1 0 R.VNMEDLR.E Dimethyl:2H(4): 1

6246 true 1710 939.4365 938.4388 1 -10.19 136.24 29.5
26.8 
(M:26.8) 1 1 0 K.MMEIMTR.E Dimethyl: 1

6247 true 1710 1158.7673 1157.7624 1 -2.02 460.33 35
58.2 
(M:58.2) 1 1 0 K.ELGITALHIK.L Dimethyl:2H(4): 1, 10

6248 true 1710 1525.8523 1524.854 1 -5.88 204.41 31.83
32.3 
(M:32.3) 2 1 0 R.SQPIYIQFSNHK.E Dimethyl:2H(4): 1, 12

6249 false 1711 1262.6688 1261.6303 1 24.76 275.61 29.17
24.2 
(M:24.2) 1 2 0 K.ASFDPNLTELR.E

6250 false 1711 1262.6688 1261.6464 1 11.98 88.49 29.17
18.3 
(M:18.3) 1 4 1 K.MEFDEKDLR.R Dimethyl:2H(4): 1, 6; Oxidation: 1

6251 true 1711 1748.8803 1747.8716 1 0.8 282.84 34.17
86.0 
(M:86.0) 2 1 0 K.ACQSIYPLHDVYVR.K Carbamidomethyl: 2; Dimethyl: 1



6252 true 1712 976.4949 975.4964 1 -8.95 144.38 29.5
43.0 
(M:43.0) 1 1 0 K.SFLDSGYR.I Dimethyl:2H(4): 1

6253 true 1712 1155.6214 1154.6196 1 -4.81 509.78 32.17
47.7 
(M:47.7) 2 1 0 K.WQNNLLPSR.Q Dimethyl: 1

6254 true 1712 1284.6235 1283.6146 1 1.24 120.95 29.17
21.9 
(M:21.9) 1 1 0 R.YLAEFATGNDR.K Dimethyl: 1

6255 true 1712 1506.8823 1505.8868 1 -7.78 183.74 32.17
53.4 
(M:53.4) 1 1 0 K.ILDAVIAQEPLHR.G Dimethyl:2H(4): 1

6256 true 1712 1752.9051 1751.8967 1 0.63 324.36 34.17
85.8 
(M:85.8) 1 1 0 K.ACQSIYPLHDVYVR.K

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

6257 true 1713 1186.6347 1185.6255 1 1.67 213.95 32
45.3 
(M:45.3) 1 1 0 K.AGNGQWASVIR.V Dimethyl: 1

6258 true 1714 1143.587 1142.5932 1 -11.72 244.07 28.67
31.8 
(M:31.8) 1 1 0 K.VELQELNDR.F Dimethyl: 1



6259 true 1714 1143.587 1142.5932 1 -11.72 244.07 28.67
31.8 
(M:31.8) 1 1 0 K.VELQELNDR.F Dimethyl: 1

6260 true 1714 1778.8806 1777.8781 1 -2.69 157.54 32.17
38.8 
(M:38.8) 1 1 0 K.ISNQVDLANVCAQYR.Q Carbamidomethyl: 11; Dimethyl: 1

6261 true 1714 2123.2284 2122.2139 1 3.43 190.3 34
27.1 
(M:27.1) 1 1 1 R.FQVLLGAHSLTEPEPHKR.L Dimethyl:2H(4): 1, 17

6262 true 1715 995.4895 994.4906 1 -8.45 112 30.33
32.0 
(M:32.0) 1 1 0 K.CSDIVFAR.K Carbamidomethyl: 1; Dimethyl: 1

6263 true 1715 1083.5578 1082.5481 1 2.29 324.16 30.33
42.9 
(M:42.9) 5 1 0 R.GDFCIQVGR.N

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

6264 true 1715 1256.6441 1255.6408 1 -3.17 111.58 28.83
51.8 
(M:51.8) 1 1 0 K.LNGTDPEDVIR.N Dimethyl: 1

6265 false 1715 1375.7131 1374.6816 1 17.58 196.11 29.17
18.0 
(M:18.0) 1 4 1 K.SDSYASKADSEK.G Dimethyl:2H(4): 1; Dimethyl: 7, 12



6266 true 1715 1375.7131 1374.7395 1 -24.46 231.21 29.17
19.2 
(M:19.2) 1 1 0 R.GTITDALGFDPLK.D Dimethyl: 13

6267 true 1715 1479.7487 1478.7563 1 -10.08 454.66 34.83
18.8 
(M:18.8) 1 63.1 1 1 R.GYCEKAYMILR.R

Carbamidomethyl: 3; Dimethyl:2H(4): 
5; Oxidation: 8; Dimethyl: 1

6268 true 1715 1817.9247 1816.9254 1 -4.4 230.58 32.33
49.0 
(M:49.0) 1 1 1 R.RGPCIIYNEDNGIIR.A Carbamidomethyl: 4; Dimethyl: 1

6269 false 1716 1129.5257 1128.5346 1 -14.34 355.81 29.83
15.2 
(M:15.2) 1 4 0 K.NSMSELHQR.L Dimethyl: 1

6270 true 1716 1166.6229 1165.6182 1 -2.19 479.55 34.17
27.2 
(M:27.2) 1 1 0 R.ASAEGLFFHR.S Dimethyl:2H(4): 1

6271 true 1716 1260.6615 1259.6659 1 -9.3 110.23 28.83
44.5 
(M:44.5) 1 1 0 K.LNGTDPEDVIR.N Dimethyl:2H(4): 1

6272 true 1716 1507.7863 1506.7831 1 -2.71 160.17 34.83
44.9 
(M:44.9) 1 1 0 R.IHAYSQLLESYR.S Dimethyl: 1



6273 true 1716 1821.95 1820.9505 1 -4.25 240.4 32.33
48.3 
(M:48.3) 1 1 1 R.RGPCIIYNEDNGIIR.A

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

6274 true 1717 1162.645 1161.6444 1 -5.74 488.5 31
65.6 
(M:65.6) 2 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

6275 true 1717 1162.645 1161.6444 1 -5.74 488.5 31
65.6 
(M:65.6) 2 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

6276 true 1717 1162.645 1161.6444 1 -5.74 488.5 31
65.6 
(M:65.6) 2 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

6277 true 1717 1162.645 1161.6444 1 -5.74 488.5 31
65.6 
(M:65.6) 2 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

6278 true 1717 1276.6793 1275.6761 1 -3.19 98.65 28.83
47.5 
(M:47.5) 1 1 0 M.AAQGEPQVQFK.L Dimethyl:2H(4): 11; Acetyl: 1

6279 true 1717 1511.818 1510.8082 1 1.67 219.88 34.83
63.2 
(M:63.2) 1 1 0 R.IHAYSQLLESYR.S Dimethyl:2H(4): 1



6280 true 1717 1558.8463 1557.8362 1 1.81 125.46 29.17
26.4 
(M:26.4) 1 1 1 R.SEAELNTVLNEKR.S Dimethyl: 1, 12

6281 false 1718 952.5313 951.5099 1 14.75 236.08 34
23.9 
(M:23.9) 2 50 2 1 R.TKEMPFK.I Oxidation: 4; Dimethyl: 2, 7

6282 false 1718 1071.6343 1070.6448 1 -16.59 306.56 30.17
17.5 
(M:17.5) 1 4 0 R.ITIINSNLR.F Dimethyl: 1

6283 true 1718 1165.5337 1164.542 1 -13.38 395.82 29.67
27.1 
(M:27.1) 1 1 0 K.FLGMQPCER.S Carbamidomethyl: 7; Dimethyl: 1

6284 true 1718 1416.7863 1415.7897 1 -7.52 296.77 34.33
20.0 
(M:20.0) 1 1 0 K.LITAHVEPMFAR.Q Dimethyl:2H(4): 1

6285 true 1718 1830.9422 1829.9396 1 -2.55 260.99 32.33
64.2 
(M:64.2) 2 1 0 K.IFVGGIPHNCGETELR.E

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

6286 false 1719 973.5547 972.524 1 24.08 306.92 34
21.1 
(M:21.1) 1 50 4 1 K.KLEAAEER.R Dimethyl: 1



6287 true 1719 1015.5969 1014.5913 1 -1.56 225.42 32.17
38.8 
(M:38.8) 1 1 0 R.HGSLGFLPR.K Dimethyl:2H(4): 1

6288 false 1719 1015.5969 1014.5961 1 -6.34 195.39 32.17
16.9 
(M:16.9) 1 2 0 R.LTSTEAIPK.S Dimethyl: 1, 9

6289 true 1719 1622.8481 1621.8433 1 -1.47 182 34.83
37.2 
(M:37.2) 1 1 0 R.LINANMMVLGHEPR.Q Dimethyl: 1

6290 true 1719 1701.8325 1700.8192 1 3.51 79.2 29.17
34.0 
(M:34.0) 1 1 0 -.MFQGPEAEPAKPSSR.V Acetyl: 1; Dimethyl: 11

6291 false 1720 977.5762 976.5491 1 20.23 277.14 34
21.7 
(M:21.7) 1 50 2 1 K.KLEAAEER.R Dimethyl:2H(4): 1

6292 true 1720 1332.6181 1331.614 1 -2.36 175.8 28.83
93.4 
(M:93.4) 1 1 0 -.ASGVQVADEVCR.I Carbamidomethyl: 11; Acetyl: 1

6293 true 1720 1704.9078 1703.9144 1 -8.15 301.12 34.83
67.3 
(M:67.3) 1 1 0 R.SYTVNSSILHGIEPR.L Dimethyl:2H(4): 1



6294 true 1720 2324.2169 2323.2132 1 -1.54 109.54 29.17
70.3 
(M:70.3) 1 1 0

K.GLGLDESGTAKPAGAGLVGQE
NAR.E Dimethyl: 1, 11

6295 true 1721 729.4172 728.4069 1 4.2 206.9 37
16.7 
(M:16.7) 1 1 0 K.TPAVADK.- Dimethyl: 7

6296 true 1721 1217.6728 1216.6737 1 -6.7 127.48 29.67
48.5 
(M:48.5) 2 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

6297 true 1721 1217.6728 1216.6737 1 -6.7 127.48 29.67
48.5 
(M:48.5) 2 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

6298 true 1721 1217.6728 1216.6737 1 -6.7 127.48 29.67
48.5 
(M:48.5) 2 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

6299 true 1721 1217.6728 1216.6737 1 -6.7 127.48 29.67
48.5 
(M:48.5) 2 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

6300 true 1721 1217.6728 1216.6737 1 -6.7 127.48 29.67
48.5 
(M:48.5) 2 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11



6301 true 1721 1319.6967 1318.6895 1 -0.03 296.04 32.17
26.3 
(M:26.3) 1 1 0 R.NLGQNLWGPHR.Y Dimethyl: 1

6302 true 1721 1758.9079 1757.9134 1 -7.31 197.49 34.83
45.9 
(M:45.9) 1 1 0 K.QVMGLITHTDSPYIR.A Dimethyl: 1

6303 true 1721 2343.9558 2342.9479 1 0.28 166.66 29.17
56.5 
(M:56.5) 1 1 0

R.GGYQPPFCEECPGCPSPCGR.
H

Carbamidomethyl: 8, 11, 14, 18; 
Dimethyl:2H(4): 1

6304 false 1722 1165.6124 1164.5961 1 7.7 436.24 32
20.0 
(M:20.0) 1 2 0 R.AGGACTAAAFLK.E Carbamidomethyl: 5; Dimethyl: 1

6305 true 1722 1165.6124 1164.608 1 -2.5 481.33 32
21.4 
(M:21.4) 1 1 0 K.FFLSHPAYR.H Dimethyl: 1

6306 true 1722 1360.6631 1359.6609 1 -3.73 221.7 29.67
16.6 
(M:16.6) 1 1 0 R.AFEDSYIQAER.A Dimethyl:2H(4): 1

6307 true 1722 1762.933 1761.9385 1 -7.3 240.4 34.83
29.7 
(M:29.7) 1 1 0 K.QVMGLITHTDSPYIR.A Dimethyl:2H(4): 1



6308 true 1722 2059.0875 2058.0858 1 -2.72 172.4 32.33
27.0 
(M:27.0) 1 1 0 R.HGLLVPSSTTDQELQHIR.N Dimethyl: 1

6309 true 1723 1241.7054 1240.7292 1 -25.01 183.14 29.5
16.6 
(M:16.6) 1 1 1 K.QLANYLKHVK.N Dimethyl: 1

6310 true 1723 2063.1109 2062.1109 1 -3.55 185.61 32.17
88.3 
(M:88.3) 1 1 0 R.HGLLVPSSTTDQELQHIR.N Dimethyl:2H(4): 1

6311 true 1724 1150.6623 1149.6295 1 22.24 452.67 34.33
23.7 
(M:23.7) 1 1 1 R.DRYGVFPLR.G Dimethyl: 1

6312 true 1724 1150.6623 1149.6546 1 0.38 430.28 34.33
23.7 
(M:23.7) 1 1 1 R.DKYGVFPLR.G Dimethyl: 1, 2

6313 false 1724 1248.6161 1247.6081 1 0.56 123.65 29.5
15.5 
(M:15.5) 1 2 0 R.FACHSASLTVR.N Carbamidomethyl: 3

6314 true 1725 1188.7101 1187.7026 1 0.17 101.37 34.17
18.3 
(M:18.3) 1 1 1 R.KAAALEFLNR.F Dimethyl: 1, 1



6315 false 1725 1255.5856 1254.5584 1 15.85 173.02 29.5
17.8 
(M:17.8) 1 3 0 K.EVTSSIEMCR.K

Carbamidomethyl: 9; Oxidation: 8; 
Dimethyl: 1

6316 true 1725 2014.9953 2014.0021 1 -6.97 144.21 34.83
49.2 
(M:49.2) 1 1 0 K.EYQLFLNNGPNSLHGGAR.G Dimethyl: 1

6317 false 1726 1259.609 1258.5835 1 14.41 130.91 29.5
18.6 
(M:18.6) 1 2 0 K.EVTSSIEMCR.K

Carbamidomethyl: 9; Dimethyl:2H(4): 
1; Oxidation: 8

6318 true 1726 1320.7306 1319.7169 1 4.81 328.19 34
38.4 
(M:38.4) 2 1 0 R.GLCAIAQAESLR.Y

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

6319 true 1726 1367.7952 1366.7871 1 0.63 268.48 30.33
84.3 
(M:84.3) 1 1 0 R.HLVLIAQEEGAR.Y Dimethyl:2H(4): 1

6320 true 1726 1451.6969 1450.694 1 -2.99 288.95 28.83
61.8 
(M:61.8) 1 1 0 R.ELAEDGYSGVEVR.V Dimethyl: 1

6321 true 1727 1208.6738 1207.675 1 -7.01 151.61 34.17
20.6 
(M:20.6) 1 1 0 K.SADTLWSIQK.D Dimethyl:2H(4): 1; Dimethyl: 10



6322 false 1727 1208.6738 1207.6383 1 23.37 191.84 34.17
15.1 
(M:15.1) 1 3 0 R.QTLFASQVMR.Y Dimethyl: 1

6323 true 1727 1455.7264 1454.7191 1 0.03 266.79 28.83
41.0 
(M:41.0) 1 1 0 R.ELAEDGYSGVEVR.V Dimethyl:2H(4): 1

6324 true 1728 1387.7062 1386.6925 1 4.62 249.6 29.5
79.1 
(M:79.1) 1 1 0 K.VNVAECGAEALAR.L Carbamidomethyl: 6; Dimethyl: 1

6325 true 1728 1459.7541 1458.7616 1 -10.16 287.73 28.83
32.2 
(M:32.2) 1 1 0 K.QEVPSGENAILDR.V Dimethyl:2H(4): 1

6326 true 1729 1550.7807 1549.81 1 -23.61 141 28.67
41.7 
(M:41.7) 1 1 0 R.ILEGNEENPLPAAR.V Dimethyl: 1

6327 true 1729 2313.2697 2312.2641 1 -0.73 211.39 34.17
26.9 
(M:26.9) 1 1 1 R.ASHTAPQVLFSHREPPLELK.D Dimethyl: 1, 20

6328 true 1730 886.5527 885.5648 1 -21.83 456.52 37.33
15.5 
(M:15.5) 1 50 1 1 K.INLSQKK.T Dimethyl: 1, 6



6329 false 1730 1399.7865 1398.802 1 -16.29 323.46 32.17
16.1 
(M:16.1) 2 4 1 R.GLPANSVKEEAPK.E Dimethyl:2H(4): 1; Dimethyl: 13

6330 true 1731 1271.7554 1270.7649 1 -13.2 248.19 34.33
26.2 
(M:26.2) 1 1 1 R.TIRYPDPLIK.V Dimethyl: 1, 10

6331 true 1732 792.4257 791.4038 1 18.42 385.97 29.5
19.2 
(M:19.2) 1 1 0 R.IHHETR.I

6332 false 1732 871.5536 870.5539 1 -8.6 485.72 32.33
41.0 
(M:41.0) 1 2 0 R.LILIESR.I Dimethyl: 1

6333 true 1732 1147.5922 1146.5822 1 2.37 398.15 35
33.3 
(M:33.3) 1 1 0 K.IHFPDFSTR.D Dimethyl: 1

6334 true 1732 1605.8559 1604.8672 1 -11.55 -1 30.33
27.2 
(M:27.2) 1 1 1 R.RDEIATLETINNGK.S Dimethyl:2H(4): 1

6335 true 1732 1634.796 1633.8097 1 -12.81 174.16 28.67
34.0 
(M:34.0) 1 1 0 K.SVTELNEPLSNEDR.N Dimethyl:2H(4): 1



6336 true 1733 796.4543 795.4531 1 -7.6 421.99 29.5
22.3 
(M:22.3) 1 1 0 K.LFVFDK.N Dimethyl: 6

6337 true 1733 1265.7133 1264.7056 1 0.37 211.47 35.17
67.6 
(M:67.6) 1 1 0 K.SDFHLFGPPGK.K Dimethyl:2H(4): 1, 11

6338 true 1733 1424.8652 1423.865 1 -4.96 381.82 32.17
60.2 
(M:60.2) 2 1 0 R.KPAGPSVTELITK.A Dimethyl: 1, 1, 13

6339 true 1733 1424.8652 1423.865 1 -4.96 381.82 32.17
60.2 
(M:60.2) 2 1 0 R.KPAGPSVTELITK.A Dimethyl: 1, 1, 13

6340 true 1733 1804.9728 1803.9793 1 -7.62 262.72 32.17
48.2 
(M:48.2) 2 1 0 K.VFEGNRPTNSIMFTK.L Dimethyl:2H(4): 1, 15

6341 false 1734 820.4862 819.4939 1 -18.23 185.67 29.5
15.7 
(M:15.7) 1 2 0 R.GVVMLNR.V Dimethyl:2H(4): 1

6342 false 1734 1559.8108 1558.7913 1 7.84 244.79 29.67
23.4 
(M:23.4) 1 3 0 K.EQVLEPMLNGTEK.T Oxidation: 7; Dimethyl: 1, 13



6343 false 1734 1559.8108 1558.7913 1 7.84 244.79 29.67
23.4 
(M:23.4) 1 3 0 K.EQVLEPMLNGTEK.T Oxidation: 7; Dimethyl: 1, 13

6344 true 1734 1559.8108 1558.8104 1 -4.4 208.97 29.67
67.7 
(M:67.7) 1 1 0 K.QIDNPQVALYQSR.F Dimethyl: 1

6345 true 1734 1707.7763 1706.7788 1 -5.7 145.76 28.83
20.8 
(M:20.8) 1 1 1 R.SREEDWDPEYTPK.S Dimethyl: 1, 13

6346 true 1735 1056.6076 1055.5975 1 2.63 87.19 29.5
34.1 
(M:34.1) 1 1 0 R.AEILQEGLR.E Dimethyl: 1

6347 false 1735 1056.6076 1055.6087 1 -8 183 29.5
15.9 
(M:15.9) 1 5 1 K.NALQRAVEK.G Dimethyl: 9

6348 true 1735 1060.5324 1059.5498 1 -23.36 316.12 32.33
25.2 
(M:25.2) 1 1 0 K.DLGGDVPEAR.Y Dimethyl:2H(4): 1

6349 true 1735 1472.7662 1471.7606 1 -1.13 395.65 35
54.0 
(M:54.0) 1 1 0 K.VNMYNEAVHLVR.F Dimethyl: 1



6350 true 1735 1563.8322 1562.8355 1 -6.73 254.14 29.5
34.4 
(M:34.4) 1 1 0 K.QIDNPQVALYQSR.F Dimethyl:2H(4): 1

6351 true 1735 2001.1251 2000.1432 1 -12.7 261.69 32
32.8 
(M:32.8) 1 1 0 R.AGLLPNHRPLLPEGHVPR.K Dimethyl: 1

6352 true 1736 1060.6366 1059.6338 1 -4.28 174.55 29.5
16.4 
(M:16.4) 1 1 1 R.VRNAEIGNK.D Dimethyl:2H(4): 1; Dimethyl: 9

6353 true 1736 1493.7753 1492.7674 1 0.38 252.4 35
72.0 
(M:72.0) 1 1 0 K.YGYTHLSAGDLLR.D Dimethyl: 1

6354 true 1736 2174.1605 2173.179 1 -11.87 238.03 32.17
36.5 
(M:36.5) 2 1 0

R.AHVIVMAATNRPNSIDPALR.
R Dimethyl: 1

6355 true 1737 1078.5786 1077.579 1 -7.17 232.9 29.83
22.0 
(M:22.0) 1 1 0 K.MAQALEDLR.N Dimethyl:2H(4): 1

6356 true 1737 1497.8002 1496.7925 1 0.25 281.89 35
82.9 
(M:82.9) 1 1 0 K.YGYTHLSAGDLLR.D Dimethyl:2H(4): 1



6357 true 1737 2178.1771 2177.2041 1 -15.73 306.41 32.17
41.7 
(M:41.7) 1 1 0

R.AHVIVMAATNRPNSIDPALR.
R Dimethyl:2H(4): 1

6358 true 1738 1084.5811 1083.5713 1 2.34 138.36 29.5
23.4 
(M:23.4) 1 1 0 K.VPIQWEER.N Dimethyl: 1

6359 true 1738 1615.7972 1614.7791 1 6.7 210.6 34.17
40.6 
(M:40.6) 1 1 0 K.QYAYQNSWGITTR.T Dimethyl: 1

6360 true 1738 1685.8942 1684.8897 1 -1.63 178.98 35
66.5 
(M:66.5) 3 1 0 R.GPTGAVLFDGAGQAQLR.H Dimethyl: 1

6361 true 1738 1971.1063 1970.0949 1 2.1 208.09 34
121.5 
(M:121.5) 1 1 1 K.KHLEINPDHSIIETLR.Q Dimethyl: 1, 1

6362 true 1738 2592.2998 2591.2977 1 -1.99 191.46 29.17
193.8 
(M:193.8) 1 1 0

K.LVQDVANNTNEEAGDGTTTA
TVLAR.A Dimethyl:2H(4): 1

6363 true 1739 1842.9864 1841.9676 1 6.24 253.13 34.17
53.9 
(M:53.9) 1 1 1 R.KFNALFAQGNYSEAAK.V Dimethyl: 1, 1, 16



6364 true 1739 1979.1568 1978.1451 1 2.23 175.71 34
111.3 
(M:111.3) 1 1 1 K.KHLEINPDHSIIETLR.Q Dimethyl:2H(4): 1, 1

6365 true 1740 1169.6204 1168.61 1 2.66 319.07 29.5
24.8 
(M:24.8) 2 1 0 K.VMLETPEYR.S Dimethyl:2H(4): 1

6366 true 1740 1169.6204 1168.61 1 2.66 319.07 29.5
24.8 
(M:24.8) 2 1 0 R.VMLETPEYR.S Dimethyl:2H(4): 1

6367 true 1740 1955.0037 1953.9908 1 2.85 97.5 37.33
70.5 
(M:70.5) 2 1 0 K.NNSVLQGTAYFQQLSTR.T Dimethyl: 1

6368 true 1741 1183.6142 1182.6033 1 3.03 87.35 29.5
24.9 
(M:24.9) 1 1 0 K.IEEDFPHIR.S Dimethyl: 1

6369 true 1741 1705.0108 1704.0174 1 -8.13 280.23 32
59.2 
(M:59.2) 2 1 0 R.VYNVTQHAVGVIVNK.K Dimethyl:2H(4): 1, 15

6370 true 1742 1916.0163 1915.0098 1 -0.42 310.6 32.17
52.9 
(M:52.9) 3 1 0 R.VRPCVVYGGADIGQQIR.D Carbamidomethyl: 4; Dimethyl: 1



6371 true 1743 811.5246 810.5327 1 -18.99 402.08 32.17
20.2 
(M:20.2) 2 1 0 K.LSIVPVR.R Dimethyl: 1

6372 true 1743 1042.585 1041.5819 1 -3.95 118.43 28.83
28.0 
(M:28.0) 1 1 0 K.LEQIQLDR.E Dimethyl: 1

6373 true 1743 1243.6255 1242.6216 1 -2.72 174.59 30
27.3 
(M:27.3) 1 1 0 K.SQAFIEMETR.E Dimethyl:2H(4): 1

6374 true 1743 1920.0403 1919.0349 1 -0.99 410.61 32.17
58.7 
(M:58.7) 3 1 0 R.VRPCVVYGGADIGQQIR.D

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

6375 true 1743 1940.9522 1939.9462 1 -0.65 139.85 29.5
46.7 
(M:46.7) 1 1 0 R.FAEVECLAESHQHLSK.E Carbamidomethyl: 6; Dimethyl: 1, 16

6376 true 1744 862.5276 861.5072 1 15.23 524.78 32.17
21.1 
(M:21.1) 1 1 0 K.GVGSFIVR.A Dimethyl: 1

6377 true 1744 947.5699 946.56 1 2.79 133.92 37.5
42.2 
(M:42.2) 3 1 0 R.NSLILGFR.S Dimethyl: 1



6378 false 1744 1278.6765 1277.6503 1 14.79 124.03 29.5
16.2 
(M:16.2) 1 3 1 R.EVKQGEEFEK.K Dimethyl: 1, 10

6379 false 1744 1365.752 1364.7187 1 19.02 331.35 32.67
15.2 
(M:15.2) 1 3 1 R.DKVASGFTDEIK.G Dimethyl: 2, 12

6380 true 1744 1730.8943 1729.8906 1 -2.02 236.83 34.5
73.1 
(M:73.1) 1 1 0 R.ITACAQGELGAALMHR.N

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

6381 true 1745 951.5924 950.5851 1 -0.03 84.61 37.5
24.4 
(M:24.4) 1 1 0 R.NSLILGFR.S Dimethyl:2H(4): 1

6382 true 1745 1134.5443 1133.5387 1 -1.48 330.03 29
54.8 
(M:54.8) 1 1 0 R.NTDEMVELR.I Dimethyl: 1

6383 false 1745 1134.5443 1133.5499 1 -11.38 190.82 29
16.9 
(M:16.9) 1 6 1 -.MADREEALR.E Oxidation: 1; Dimethyl: 1

6384 true 1745 2277.2097 2276.2149 1 -5.48 343.89 34.33
79.0 
(M:79.0) 2 100 1 0

R.VIISAPSADAPMFVMGVNHE
K.Y Dimethyl:2H(4): 1, 21



6385 true 1746 1138.5691 1137.5638 1 -1.76 282.48 29
28.9 
(M:28.9) 1 1 0 R.NTDEMVELR.I Dimethyl:2H(4): 1

6386 true 1746 2257.1658 2256.1672 1 -3.83 269.2 29.67
66.6 
(M:66.6) 1 1 1 K.KYEDICPSTHNMDVPNIK.R

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 1, 18

6387 true 1747 1145.6049 1144.6029 1 -4.65 486.74 34.83
55.5 
(M:55.5) 1 1 0 K.YFDLGLPHR.D Dimethyl: 1

6388 true 1747 1227.6188 1226.6255 1 -11.4 206.53 28.83
16.3 
(M:16.3) 1 1 1 K.DERAAEAGGAPK.L Dimethyl: 1, 12

6389 true 1747 1299.7349 1298.7297 1 -1.6 252.61 35.5
82.3 
(M:82.3) 1 1 0 R.MVNHFIAEFK.R Dimethyl:2H(4): 1, 10

6390 false 1747 1299.7349 1298.6955 1 24.72 272.55 35.5
17.0 
(M:17.0) 1 2 1 K.LGDMRNSATFK.S Dimethyl:2H(4): 11; Dimethyl: 1

6391 true 1748 1111.6205 1110.6073 1 5.27 301.26 37.33
49.9 
(M:49.9) 2 1 0 K.NSTFAQFLK.T Dimethyl: 1, 9



6392 true 1748 2572.2774 2571.283 1 -5.02 166.03 29.5
28.2 
(M:28.2) 1 1 1

K.VHELKEHNGQVTGIDWAPES
NR.L Dimethyl: 1, 5

6393 true 1749 1034.5816 1033.5647 1 9.29 284.52 34
39.5 
(M:39.5) 1 1 0 R.HFDPAFLR.A Dimethyl:2H(4): 1

6394 true 1749 1119.6688 1118.6576 1 3.53 310.04 37.33
26.5 
(M:26.5) 1 1 0 K.NSTFAQFLK.T Dimethyl:2H(4): 1, 9

6395 false 1750 976.5705 975.5423 1 21.42 410.9 32.33
21.3 
(M:21.3) 2 3 1 K.CLATEKVK.Y Carbamidomethyl: 1; Dimethyl: 8

6396 false 1750 976.5705 975.5654 1 -2.25 352.39 32.33
19.9 
(M:19.9) 2 8 1 R.LQWFAKR.C Dimethyl: 6

6397 false 1750 1097.6474 1096.6492 1 -8.23 273.93 34.5
15.8 
(M:15.8) 1 8 0 R.QDPIIVSAAK.Q Dimethyl: 1, 10

6398 false 1750 1097.6474 1096.6604 1 -18.47 265.56 34.5
15.4 
(M:15.4) 1 9 1 R.AIKITVDGPR.E Dimethyl: 3



6399 false 1750 1387.7381 1386.7215 1 6.68 159.34 29
17.8 
(M:17.8) 1 2 1 K.SQKPRDSSVEVR.S

6400 true 1750 1387.7381 1386.7355 1 -3.35 149.13 29
39.2 
(M:39.2) 1 1 0 K.VIDPSTASSVDLR.D Dimethyl: 1

6401 true 1750 1533.7478 1532.726 1 9.5 157.64 29.5
49.6 
(M:49.6) 1 1 0 K.QYYIGEIHPDDR.K Dimethyl: 1

6402 true 1750 2688.3745 2687.3701 1 -1.08 254.01 29.5
90.2 
(M:90.2) 1 1 1

K.VAVPSTIHCDHLIEAQSGGEK
DLR.R Carbamidomethyl: 9; Dimethyl: 1, 21

6403 true 1751 828.4817 827.4865 1 -14.59 342.31 29.67
24.2 
(M:24.2) 2 1 0 K.GQLELLR.L

6404 true 1751 1367.7506 1366.7092 1 24.91 286.02 35.17
20.7 
(M:20.7) 1 1 0 K.QVQKPDEAAEPK.E Dimethyl: 12

6405 false 1751 1391.7493 1390.7354 1 4.76 224.88 29.83
27.9 
(M:27.9) 1 2 1 R.EKLQESASGTGPR.M Dimethyl:2H(4): 2



6406 true 1751 1537.7715 1536.7511 1 8.54 154.61 29.5
38.7 
(M:38.7) 1 1 0 K.QYYIGEIHPDDR.K Dimethyl:2H(4): 1

6407 true 1752 907.465 906.4633 1 -6.16 82.35 29.67
46.0 
(M:46.0) 1 1 0 K.FMTDPIR.I Dimethyl: 1

6408 true 1752 1355.8093 1354.7973 1 3.53 213.96 37.33
68.4 
(M:68.4) 2 1 0 K.NFVPGINLVQAK.K Dimethyl: 1, 12

6409 true 1752 1371.7354 1370.7306 1 -1.82 289.83 35.33
66.6 
(M:66.6) 1 1 0 R.DNTINLIHTFR.D Dimethyl: 1

6410 false 1752 1371.7354 1370.7344 1 -4.52 737.31 35.33
17.7 
(M:17.7) 1 2 0 R.DEQVNSIANPPK.M Dimethyl:2H(4): 12; Dimethyl: 1

6411 true 1753 911.4859 910.4884 1 -10.79 116.79 29.67
30.8 
(M:30.8) 1 1 0 K.FMTDPIR.I Dimethyl:2H(4): 1

6412 true 1753 1109.5952 1108.589 1 -1 408.83 32.17
15.5 
(M:15.5) 1 1 1 R.AGQKGYHHR.T Dimethyl: 1, 4



6413 true 1753 1363.8622 1362.8475 1 5.48 251.41 37.33
57.0 
(M:57.0) 1 1 0 K.NFVPGINLVQAK.K Dimethyl:2H(4): 1, 12

6414 true 1753 1375.7624 1374.7558 1 -0.43 287.52 35.33
81.0 
(M:81.0) 1 1 0 R.DNTINLIHTFR.D Dimethyl:2H(4): 1

6415 true 1754 963.53 962.5185 1 4.39 171.38 29.83
34.5 
(M:34.5) 2 1 0 R.DGYAQILR.D Dimethyl: 1

6416 true 1754 1479.7414 1478.7374 1 -2.19 379.14 34.67
60.7 
(M:60.7) 5 1 0 R.CLYACVLTAQPR.L Carbamidomethyl: 1, 5; Dimethyl: 1

6417 true 1755 967.5463 966.5436 1 -4.73 157.41 29.83
26.2 
(M:26.2) 1 1 0 R.DGYAQILR.D Dimethyl:2H(4): 1

6418 true 1755 1471.7311 1470.7076 1 11.01 273.27 29
19.9 
(M:19.9) 1 1 1 R.GGGGGGGGGWRAVQDR.D Dimethyl: 1

6419 true 1755 1598.8159 1597.7988 1 6.13 137.07 29.67
19.0 
(M:19.0) 1 1 1 K.ESEDFIVEQYKR.L Dimethyl: 1, 11



6420 true 1755 2103.1889 2102.1935 1 -5.67 282.13 32.5
65.0 
(M:65.0) 2 1 0 K.EGSQLKPQIQSVQQAIER.L Dimethyl:2H(4): 1, 6

6421 true 1756 1071.6348 1070.6336 1 -5.61 330.41 29.67
86.8 
(M:86.8) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

6422 false 1756 1071.6348 1070.6336 1 -5.61 178.92 29.67
16.9 
(M:16.9) 1 10 1 R.KTASEPNLK.V Dimethyl: 1, 1, 9

6423 true 1756 1071.6348 1070.6336 1 -5.61 330.41 29.67
86.8 
(M:86.8) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

6424 true 1756 1071.6348 1070.6336 1 -5.61 330.41 29.67
86.8 
(M:86.8) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

6425 true 1756 1151.7351 1150.7314 1 -3.09 471.73 32.17
29.7 
(M:29.7) 2 1 1 K.LRVDPVNFK.L Dimethyl:2H(4): 1, 9

6426 false 1756 1475.7599 1474.7792 1 -18 343.83 29
24.4 
(M:24.4) 1 74.87 4 1 R.HMDLTWDELKK.E Dimethyl:2H(4): 1; Dimethyl: 11



6427 true 1756 1634.8642 1633.8498 1 4.34 251.84 34.17
26.8 
(M:26.8) 1 1 0 K.AIANECQANFISIK.G Carbamidomethyl: 6; Dimethyl: 1, 14

6428 true 1757 1088.5672 1087.56 1 -0.08 329.69 29.67
32.6 
(M:32.6) 1 1 0 R.FLENFSSGR.R Dimethyl:2H(4): 1

6429 true 1757 1159.6619 1158.6397 1 12.83 700.66 32.17
17.1 
(M:17.1) 1 1 0 K.VGQISFDLPR.Q Dimethyl: 1

6430 true 1757 1466.8366 1465.8293 1 0.03 385.85 35.5
48.4 
(M:48.4) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12

6431 true 1757 1466.8366 1465.8293 1 0.03 385.85 35.5
48.4 
(M:48.4) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12

6432 true 1757 1466.8366 1465.8293 1 0.03 385.85 35.5
48.4 
(M:48.4) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12

6433 true 1757 1466.8366 1465.8293 1 0.03 385.85 35.5
48.4 
(M:48.4) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12



6434 true 1757 1642.917 1641.9 1 5.94 266.99 34
52.6 
(M:52.6) 1 1 0 K.AIANECQANFISIK.G

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 14

6435 false 1758 1143.5835 1142.6028 1 -23.23 322.23 29.83
18.9 
(M:18.9) 1 4 1 R.DAALKDCMR.R

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 5

6436 true 1758 1360.8239 1359.7987 1 13.18 319.47 32.5
44.9 
(M:44.9) 1 1 0 K.LTGPIQVLHQAR.A Dimethyl: 1

6437 true 1758 1474.8875 1473.8795 1 0.46 372.27 35.5
73.3 
(M:73.3) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12

6438 true 1758 1474.8875 1473.8795 1 0.46 372.27 35.5
73.3 
(M:73.3) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12

6439 true 1758 1474.8875 1473.8795 1 0.46 372.27 35.5
73.3 
(M:73.3) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12

6440 true 1758 1474.8875 1473.8795 1 0.46 372.27 35.5
73.3 
(M:73.3) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12



6441 true 1758 1654.827 1653.8111 1 5.2 188.91 30
27.6 
(M:27.6) 1 1 0 K.VSGGWELEVHGTEAR.L Dimethyl: 1

6442 true 1758 2523.0583 2522.0636 1 -4.95 193.54 32.5
181.9 
(M:181.9) 5 1 0

R.GFGDGYNGYGGGPGGGNFG
GSPGYGGGR.G Dimethyl: 1

6443 true 1759 1163.644 1162.6346 1 1.84 438.02 29.83
59.7 
(M:59.7) 1 1 0 R.QFVTATDVVR.G Dimethyl: 1

6444 false 1759 1373.7987 1372.7737 1 12.94 530.2 30.33
15.3 
(M:15.3) 1 2 1 K.HPNNLKVACEK.T

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 11

6445 true 1759 1481.7245 1480.7133 1 2.65 393.96 35.17
23.8 
(M:23.8) 1 1 0 R.IHNGESMSYLFR.N Dimethyl: 1

6446 true 1760 1167.6674 1166.6597 1 0.33 453.99 29.83
76.0 
(M:76.0) 1 1 0 R.QFVTATDVVR.G Dimethyl:2H(4): 1

6447 true 1760 1420.694 1419.6718 1 10.57 374.74 32.33
40.4 
(M:40.4) 1 1 0 K.TFTAWCNSHLR.K Carbamidomethyl: 6; Dimethyl: 1



6448 true 1760 1485.7502 1484.7384 1 3.07 209.29 35.17
59.3 
(M:59.3) 1 1 0 R.IHNGESMSYLFR.N Dimethyl:2H(4): 1

6449 true 1761 810.4478 809.4283 1 15 298.12 32.5
25.1 
(M:25.1) 1 1 0 R.ISYGTNK.G Dimethyl: 7

6450 false 1761 810.4478 809.4548 1 -17.68 546.23 32.5
21.4 
(M:21.4) 1 2 0 R.AHLWQK.I Dimethyl: 6

6451 true 1761 1277.6325 1276.634 1 -6.8 193.07 29.67
33.1 
(M:33.1) 1 1 0 K.FYSVNVDYSK.L Dimethyl: 1, 10

6452 true 1761 1726.874 1725.8654 1 0.75 221.73 34.5
35.1 
(M:35.1) 1 1 0 R.ITACAQGELGAALMHR.N Carbamidomethyl: 4; Dimethyl: 1

6453 true 1761 1806.9526 1805.951 1 -3.19 184.1 28.83
24.3 
(M:24.3) 1 1 1 M.SDKPDMAEIEKFDK.S

Dimethyl:2H(4): 3, 11, 14; Acetyl: 1; 
Oxidation: 6

6454 true 1761 1821.9197 1820.8978 1 7.99 135.28 29.5
24.9 
(M:24.9) 1 1 1 K.CATITPDEARVEEFK.L Carbamidomethyl: 1; Dimethyl: 1, 15



6455 false 1762 1328.6942 1327.6823 1 3.51 242.98 30.17
20.6 
(M:20.6) 1 3 0 R.FQENSQQLFR.R Dimethyl:2H(4): 1

6456 true 1762 1817.9478 1816.9291 1 6.25 117.58 29
17.4 
(M:17.4) 1 61.86 1 1

R.GEAPAAAASAGAGGEMPAKK
.Q

Dimethyl:2H(4): 20; Oxidation: 16; 
Dimethyl: 1

6457 true 1762 2036.049 2035.0471 1 -2.62 240.13 35.33
109.3 
(M:109.3) 2 1 0 K.GEMMDLQHGSLFLQTHK.I Dimethyl:2H(4): 1, 17

6458 false 1762 2036.049 2035.0598 1 -8.87 210.9 35.33
16.0 
(M:16.0) 1 3 1 R.LFVGNLPPDITEEEMRK.L Dimethyl:2H(4): 17; Oxidation: 15

6459 true 1763 827.5313 826.5404 1 -19.77 361.03 37.5
18.7 
(M:18.7) 2 1 0 R.VAEAFVK.T Dimethyl:2H(4): 1, 7

6460 true 1763 922.4803 921.4709 1 2.39 118.47 33.17
42.2 
(M:42.2) 1 1 0 K.YGLAWER.Y Dimethyl: 1

6461 true 1763 1005.5697 1004.5576 1 4.78 326.94 34.33
18.0 
(M:18.0) 1 1 0 R.AVMISAIEK.Q Oxidation: 3; Dimethyl: 9



6462 true 1763 1476.6722 1475.6683 1 -2.29 370.31 29.67
82.7 
(M:82.7) 1 1 0 R.MGPAMGQGMGAGIDR.M Dimethyl: 1

6463 true 1763 1924.9174 1923.8698 1 20.93 190.17 29
28.5 
(M:28.5) 1 1 0 K.ERPSYALSSSDDDDPSK.E Dimethyl: 1, 17

6464 false 1763 1959.0684 1958.1048 1 -22.28 370.44 34.5
17.1 
(M:17.1) 1 3 1 R.AGKDLVSSLTSGLLTIGDR.F Dimethyl: 1, 3

6465 true 1763 2107.0478 2106.0283 1 5.82 193.54 35.17
55.9 
(M:55.9) 1 1 0 K.FSDSAGYVGFANLPNQVHR.K Dimethyl: 1

6466 true 1764 1009.5951 1008.5794 1 8.43 318.51 34.33
22.7 
(M:22.7) 2 1 0 K.DGVVFGVEK.L Dimethyl:2H(4): 1; Dimethyl: 9

6467 true 1764 1303.6182 1302.6146 1 -2.82 320 32.17
27.6 
(M:27.6) 1 1 0 K.SFYQFQHYR.A Dimethyl: 1

6468 true 1764 1796.9266 1795.9291 1 -5.44 266.95 32.17
58.8 
(M:58.8) 2 1 0 K.VFEGNRPTNSIMFTK.L Dimethyl: 1, 15



6469 true 1764 1973.0838 1972.0782 1 -0.86 202.98 34.5
83.4 
(M:83.4) 1 1 1 K.IFASIAPSIYGHEDIKR.G Dimethyl: 1, 16

6470 true 1764 2111.0662 2110.0534 1 2.62 248.51 35.17
76.1 
(M:76.1) 1 1 0 K.FSDSAGYVGFANLPNQVHR.K Dimethyl:2H(4): 1

6471 true 1764 2310.9199 2309.91 1 1.15 117.57 28.83
68.5 
(M:68.5) 1 1 0 K.AGCECLNESDEHGFDNCLR.K

Carbamidomethyl: 3, 5, 17; Dimethyl: 
1

6472 true 1765 1037.5556 1036.5376 1 10.41 169.17 34.17
27.7 
(M:27.7) 1 1 0 K.GVVTAEMFR.H Dimethyl: 1

6473 true 1765 1723.818 1722.8148 1 -2.35 181.07 29.67
51.4 
(M:51.4) 1 1 0 R.QQEGGFKPNFMDNR.E Dimethyl: 1, 7

6474 true 1765 1736.8673 1735.8563 1 2.11 167.07 30.5
92.7 
(M:92.7) 1 1 0 K.HAAPTLSISEPSDMPR.R Dimethyl: 1

6475 true 1765 1981.1368 1980.1284 1 0.54 202.67 34.5
77.7 
(M:77.7) 1 1 1 K.IFASIAPSIYGHEDIKR.G Dimethyl:2H(4): 1, 16



6476 true 1765 2013.9338 2012.92 1 3.26 172.49 29.5
86.9 
(M:86.9) 1 1 0 K.YTVQDESHSEWVSCVR.F

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

6477 true 1765 2314.9399 2313.9351 1 -1.04 128.53 28.83
66.0 
(M:66.0) 1 1 0 K.AGCECLNESDEHGFDNCLR.K

Carbamidomethyl: 3, 5, 17; 
Dimethyl:2H(4): 1

6478 true 1766 1041.5789 1040.5627 1 8.57 197.51 34.17
26.6 
(M:26.6) 1 1 0 K.GVVTAEMFR.H Dimethyl:2H(4): 1

6479 true 1766 1731.8563 1730.865 1 -9.25 214.09 29.67
21.6 
(M:21.6) 1 1 0 R.QQEGGFKPNFMDNR.E Dimethyl:2H(4): 1, 7

6480 true 1766 2062.1283 2061.1106 1 5.03 121.84 29.5
17.2 
(M:17.2) 1 1 1 R.LLAEPVPGIKAEPDESNAR.Y Dimethyl: 1, 10

6481 true 1766 2805.3039 2804.3129 1 -5.8 192.91 34.5
49.6 
(M:49.6) 1 1 0

K.IFQGSFGGPTLYENPHYQSPN
MHR.R Dimethyl: 1

6482 true 1767 707.3352 706.3398 1 -16.81 31.49 29
21.8 
(M:21.8) 1 1 0 R.DQGGFR.E Dimethyl: 1



6483 false 1767 857.5122 856.5243 1 -22.55 491.09 29.83
15.0 
(M:15.0) 1 5 1 K.GRIGIVSR.S

6484 true 1767 965.5662 964.5644 1 -5.62 97.82 32.67
24.0 
(M:24.0) 1 1 0 R.GVVIGFDAR.A Dimethyl:2H(4): 1

6485 true 1767 1135.6102 1134.6033 1 -0.33 387.09 34.33
24.7 
(M:24.7) 1 1 0 K.AGLSQSLFER.L Dimethyl: 1

6486 true 1767 1746.913 1745.906 1 -0.17 259.91 29.83
45.7 
(M:45.7) 2 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

6487 true 1767 1746.913 1745.906 1 -0.17 259.91 29.83
45.7 
(M:45.7) 2 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

6488 true 1767 1746.913 1745.906 1 -0.17 259.91 29.83
45.7 
(M:45.7) 2 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

6489 true 1767 1746.913 1745.906 1 -0.17 259.91 29.83
45.7 
(M:45.7) 2 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1



6490 true 1767 1746.913 1745.906 1 -0.17 259.91 29.83
45.7 
(M:45.7) 2 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

6491 true 1768 1139.6344 1138.6284 1 -1.14 398.95 34.33
41.0 
(M:41.0) 1 1 0 K.AGLSQSLFER.L Dimethyl:2H(4): 1

6492 true 1768 1436.9544 1435.9403 1 4.75 266.21 32.17
27.5 
(M:27.5) 2 1 0 R.KPAGPSVTELITK.A Dimethyl:2H(4): 1, 1, 13

6493 true 1768 1436.9544 1435.9403 1 4.75 266.21 32.17
27.5 
(M:27.5) 2 1 0 R.KPAGPSVTELITK.A Dimethyl:2H(4): 1, 1, 13

6494 true 1768 1750.9406 1749.9312 1 1.24 226.14 29.83
43.8 
(M:43.8) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1

6495 true 1768 1750.9406 1749.9312 1 1.24 226.14 29.83
43.8 
(M:43.8) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1

6496 true 1768 1750.9406 1749.9312 1 1.24 226.14 29.83
43.8 
(M:43.8) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1



6497 true 1768 1750.9406 1749.9312 1 1.24 226.14 29.83
43.8 
(M:43.8) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1

6498 true 1768 1750.9406 1749.9312 1 1.24 226.14 29.83
43.8 
(M:43.8) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1

6499 false 1769 847.4984 846.4749 1 19.11 356.58 29
22.2 
(M:22.2) 1 3 0 K.EIPEATR.T Dimethyl:2H(4): 1

6500 true 1769 847.4984 846.5113 1 -23.82 327.5 29
39.7 
(M:39.7) 1 1 0 R.ELIIGDR.Q Dimethyl:2H(4): 1

6501 true 1770 925.5314 924.5218 1 2.47 73.87 29.83
45.4 
(M:45.4) 1 1 0 K.EYEALLR.E Dimethyl:2H(4): 1

6502 false 1770 1428.7856 1427.767 1 7.89 229.01 34.67
21.4 
(M:21.4) 1 2 0 K.AVAKPGDPDSQQR.L Dimethyl:2H(4): 1; Dimethyl: 4

6503 false 1770 1428.7856 1427.7993 1 -14.66 337.37 34.67
21.4 
(M:21.4) 1 3 1 K.CPLMVKVLDAVR.G Carbamidomethyl: 1; Dimethyl: 6



6504 false 1771 1291.682 1290.7056 1 -23.97 184.11 35.5
20.7 
(M:20.7) 2 2 0 K.HGVVPLATYMR.I Dimethyl:2H(4): 1; Oxidation: 10

6505 true 1771 1291.682 1290.6795 1 -3.71 216.36 35.5
67.0 
(M:67.0) 2 1 0 R.MVNHFIAEFK.R Dimethyl: 1, 10

6506 false 1773 1049.5839 1048.5889 1 -11.7 106.67 29.67
22.5 
(M:22.5) 1 2 0 K.VLEGMDVVR.K Dimethyl:2H(4): 1

6507 false 1773 1049.5839 1048.5739 1 2.54 174.88 29.67
16.6 
(M:16.6) 1 3 1 K.TAATGWKMK.K Dimethyl: 1, 9

6508 false 1773 1049.5839 1048.5637 1 12.27 184.17 29.67
15.7 
(M:15.7) 1 5 1 K.AAAAAPRMDK.A Dimethyl:2H(4): 1; Oxidation: 8

6509 true 1773 1149.6264 1148.628 1 -7.74 527.82 34.83
47.5 
(M:47.5) 1 1 0 K.YFDLGLPHR.D Dimethyl:2H(4): 1

6510 true 1773 1488.868 1487.8609 1 -0.15 158.81 34.33
60.7 
(M:60.7) 2 1 0 K.GQIQEIVLVGGSTR.I Dimethyl:2H(4): 1



6511 true 1774 725.4693 724.4523 1 13.37 224.58 32.33
19.7 
(M:19.7) 2 1 0 K.VFYLK.M Dimethyl: 1, 5

6512 true 1774 725.4693 724.4523 1 13.37 224.58 32.33
19.7 
(M:19.7) 2 1 0 K.VFYLK.M Dimethyl: 1, 5

6513 true 1774 725.4693 724.4523 1 13.37 224.58 32.33
19.7 
(M:19.7) 2 1 0 K.VFYLK.M Dimethyl: 1, 5

6514 true 1774 725.4693 724.4523 1 13.37 224.58 32.33
19.7 
(M:19.7) 2 1 0 K.VFYLK.M Dimethyl: 1, 5

6515 true 1774 1306.6086 1305.5758 1 19.51 167.33 29.17
29.9 
(M:29.9) 1 1 0 R.EMEVELEDER.K Dimethyl: 1

6516 true 1774 1315.7268 1314.7246 1 -3.82 295.09 35.5
41.1 
(M:41.1) 2 1 0 R.MVNHFIAEFK.R Dimethyl:2H(4): 1, 10; Oxidation: 1

6517 true 1774 1504.7936 1503.8195 1 -22.06 260.14 34.83
20.9 
(M:20.9) 1 50 1 1 K.KAADAEAEVASLNR.R Dimethyl:2H(4): 1; Dimethyl: 1



6518 true 1775 1074.5672 1073.5539 1 5.53 162.11 29.83
47.8 
(M:47.8) 2 1 0 K.MAQALEDLR.N Dimethyl: 1

6519 true 1776 1082.5514 1081.5444 1 -0.29 260.83 29.67
20.6 
(M:20.6) 1 1 0 R.FLPTEYER.T Dimethyl: 1

6520 true 1776 1345.742 1344.7526 1 -13.3 357.8 35.83
35.9 
(M:35.9) 1 1 0 K.VYIPHGLIMDR.T Dimethyl:2H(4): 1

6521 true 1776 1371.7836 1370.7832 1 -4.98 199.2 32.67
17.8 
(M:17.8) 1 1 1 R.IKFEMEQNLR.Q Dimethyl:2H(4): 1, 2

6522 false 1776 1378.7591 1377.7477 1 3 179.86 37.5
18.9 
(M:18.9) 2 3 1 K.HGVGRVDIVENR.F Dimethyl: 1

6523 true 1776 1549.8242 1548.8082 1 5.61 164.01 34.17
18.1 
(M:18.1) 1 1 0 K.AQLAEVMPSPHGIR.V Oxidation: 7; Dimethyl: 1

6524 true 1777 1086.5799 1085.5695 1 2.88 235.33 29.67
16.4 
(M:16.4) 1 1 0 R.FLPTEYER.T Dimethyl:2H(4): 1



6525 true 1777 1352.6511 1351.6558 1 -8.86 251.84 29
17.5 
(M:17.5) 1 1 0 R.EFDELSPEAQR.Q Dimethyl:2H(4): 1

6526 true 1777 1430.7741 1429.7678 1 -0.64 295.65 32.5
41.1 
(M:41.1) 1 1 0 K.VAQIQNAGLGEFR.I Dimethyl: 1

6527 true 1777 2438.3523 2437.3494 1 -1.8 118.17 30.33
63.8 
(M:63.8) 1 1 0

R.IYDLSKPEAEPDVVSGHTSGIK.
K Dimethyl:2H(4): 1, 6, 22

6528 true 1778 847.5179 846.5153 1 -5.54 465.12 32.5
18.3 
(M:18.3) 1 1 1 K.YAKYSK.H Dimethyl:2H(4): 1; Dimethyl: 3, 6

6529 false 1778 944.5224 943.535 1 -21.04 175.28 29.83
37.0 
(M:37.0) 1 2 0 R.QLYMVSK.E

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 7

6530 true 1778 944.5224 943.5065 1 9.16 171.8 29.83
39.5 
(M:39.5) 1 1 0 K.QLYFADR.L Dimethyl:2H(4): 1

6531 true 1778 985.5892 984.579 1 2.94 183.51 34.67
29.1 
(M:29.1) 2 1 0 K.MKPDVVLR.H Dimethyl: 1



6532 false 1778 985.5892 984.5716 1 10.44 222.88 34.67
22.4 
(M:22.4) 1 2 0 K.AGAGGSVGLIR.L Dimethyl: 1

6533 false 1778 985.5892 984.5716 1 10.44 236.46 34.67
18.8 
(M:18.8) 1 5 1 K.EDLARLLR.D

6534 false 1778 985.5892 984.5716 1 10.44 236.46 34.67
18.8 
(M:18.8) 1 5 1 K.EDLARLLR.D

6535 true 1778 1092.5694 1091.5611 1 0.93 241.18 29.67
54.9 
(M:54.9) 1 1 0 R.TNEGVIEFR.S Dimethyl: 1

6536 false 1778 1362.7103 1361.7089 1 -4.29 229.75 29
19.1 
(M:19.1) 1 2 0 R.GATQQILDEAER.S Dimethyl:2H(4): 1

6537 true 1778 1570.8897 1569.9103 1 -17.78 97.5 37.5
15.3 
(M:15.3) 1 1 1 R.SRPLEFRLQQLR.N Dimethyl: 1

6538 false 1779 989.6164 988.5855 1 23.89 268.2 34.67
18.2 
(M:18.2) 1 5 0 R.EDQLLALR.T Dimethyl:2H(4): 1



6539 false 1779 1018.586 1017.5757 1 3.02 624.16 30.67
15.8 
(M:15.8) 1 6 0 K.LLQEQEAR.E Dimethyl:2H(4): 1

6540 true 1779 1096.5971 1095.5862 1 3.23 222.27 29.67
37.5 
(M:37.5) 1 1 0 R.TNEGVIEFR.S Dimethyl:2H(4): 1

6541 true 1779 1646.9686 1645.9643 1 -1.82 256.98 36.17
77.3 
(M:77.3) 1 1 0 K.FPSLLTHNENLVAK.V Dimethyl:2H(4): 1, 14

6542 false 1780 835.4762 834.4851 1 -19.42 491.54 30.5
15.1 
(M:15.1) 1 4 0 R.IGSFDLK.Y Dimethyl: 1, 7

6543 true 1780 1005.6091 1004.5767 1 24.95 212.99 34.67
19.3 
(M:19.3) 1 1 1 R.FKVAQQTR.R Dimethyl: 2

6544 false 1780 1105.6044 1104.6027 1 -5.03 -1 29.67
21.1 
(M:21.1) 1 46.91 2 1 K.ESDKLVATSK.I Dimethyl: 1

6545 false 1780 1377.7304 1376.701 1 16.07 287.41 29.67
20.9 
(M:20.9) 1 2 0 K.ADDGTPFVQMIK.D Dimethyl: 1, 12



6546 false 1780 1377.7304 1376.7035 1 14.25 274.6 29.67
18.3 
(M:18.3) 1 5 1 K.SSKAEEVSAEEK.S Dimethyl: 1, 3, 12

6547 true 1780 1712.8981 1711.8815 1 5.47 238.98 35.33
17.6 
(M:17.6) 1 1 0 -.DAQPSPLALLAATCSK.I

Carbamidomethyl: 14; Acetyl: 1; 
Dimethyl: 16

6548 true 1781 1726.9196 1725.9202 1 -4.59 181.74 35.5
44.4 
(M:44.4) 1 1 1 K.SLFFPDEAINKHPR.F Dimethyl: 1, 11

6549 true 1782 1185.6215 1184.6077 1 5.47 77.99 29.83
46.5 
(M:46.5) 1 1 0 K.YLETYEAIR.V Dimethyl: 1

6550 false 1782 1567.7597 1566.7348 1 11.25 100.68 29.17
31.7 
(M:31.7) 1 2 0 K.VMEGTVAAQDEFSR.S Dimethyl: 1

6551 true 1782 1734.9598 1733.9705 1 -10.33 138.85 35.33
21.9 
(M:21.9) 1 1 1 K.SLFFPDEAINKHPR.F Dimethyl:2H(4): 1, 11

6552 true 1782 1795.9268 1794.9166 1 1.67 278.55 34.33
86.8 
(M:86.8) 1 1 0 K.FLQEHAAQAFLAEHR.L Dimethyl: 1



6553 true 1783 868.5233 867.5178 1 -2.06 357.63 30.67
26.6 
(M:26.6) 1 1 0 K.DLILNPR.S Dimethyl: 1

6554 true 1783 1189.6455 1188.6328 1 4.51 71.83 29.83
31.7 
(M:31.7) 1 1 0 K.YLETYEAIR.V Dimethyl:2H(4): 1

6555 true 1783 1652.8574 1651.8529 1 -1.72 186.67 29
37.6 
(M:37.6) 1 1 0 M.AENDKPEAAAAVLQR.G Acetyl: 1; Dimethyl: 5

6556 true 1783 1799.9535 1798.9417 1 2.55 335.07 34.33
76.6 
(M:76.6) 1 1 0 K.FLQEHAAQAFLAEHR.L Dimethyl:2H(4): 1

6557 true 1784 1172.6749 1171.6449 1 19.45 155.07 34.67
18.0 
(M:18.0) 1 1 0 R.QVTDAETKPK.S Dimethyl: 1, 10

6558 true 1784 1209.6477 1208.6339 1 5.42 98.66 29.83
58.1 
(M:58.1) 1 1 0 K.NLAPYSDELR.Q Dimethyl:2H(4): 1

6559 true 1785 1897.9411 1896.9193 1 7.66 208.12 34.17
19.9 
(M:19.9) 1 1 0 R.VWNSIYEENCFKPR.S Carbamidomethyl: 10; Dimethyl: 1, 12



6560 true 1785 2027.993 2026.9969 1 -5.5 218.8 35.33
58.0 
(M:58.0) 1 1 0 K.GEMMDLQHGSLFLQTHK.I Dimethyl: 1, 17

6561 false 1786 808.4338 807.4313 1 -5.93 399.46 32.67
15.9 
(M:15.9) 2 2 0 R.VFDMIR.R Dimethyl: 1

6562 true 1786 1566.697 1565.6966 1 -4.41 101.15 29.67
52.6 
(M:52.6) 1 1 0 R.GLCFSAENEPVCR.M Carbamidomethyl: 3, 12; Dimethyl: 1

6563 true 1786 2053.0167 2052.0177 1 -4.06 204.52 35.33
55.5 
(M:55.5) 1 1 0 R.DHPSFIPGGQFSPQALGNR.S Dimethyl: 1

6564 false 1787 989.5721 988.5677 1 -2.97 380.32 32.5
17.3 
(M:17.3) 1 2 0 R.IPLNPTMR.L Dimethyl:2H(4): 1; Oxidation: 7

6565 true 1787 1308.7341 1307.7322 1 -4.12 317.17 35
67.6 
(M:67.6) 1 1 0 K.LCLAALEHPPR.Q

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

6566 true 1787 1570.7293 1569.7218 1 0.18 147.87 29.67
34.9 
(M:34.9) 1 1 0 R.GLCFSAENEPVCR.M

Carbamidomethyl: 3, 12; 
Dimethyl:2H(4): 1



6567 true 1788 1307.6742 1306.6744 1 -5.67 255.08 35.5
15.1 
(M:15.1) 1 1 0 R.MVNHFIAEFK.R Oxidation: 1; Dimethyl: 1, 10

6568 true 1788 1337.6414 1336.6564 1 -16.64 293.48 34.83
43.0 
(M:43.0) 2 1 0 K.YLDPSFFQHR.I Dimethyl: 1

6569 true 1788 1408.6872 1407.6718 1 5.78 353.06 32.33
38.3 
(M:38.3) 1 1 0 K.GMAAAGNYAWVNR.S Dimethyl: 1

6570 true 1788 1496.7815 1495.7742 1 0.02 338.84 29.83
16.4 
(M:16.4) 1 1 0 K.GLLGTEISAEGDMK.I

Dimethyl:2H(4): 1; Oxidation: 13; 
Dimethyl: 14

6571 true 1788 1645.7642 1644.7454 1 7.01 130.3 29.83
32.0 
(M:32.0) 1 1 0 R.MVSSYVGENAEFER.Q Dimethyl: 1

6572 true 1788 2873.3029 2872.257 1 13.45 131.07 29.17
101.7 
(M:101.7) 1 1 0

M.AESHSAAGQGEYVPLSGCGT
PGSEPETR.R Carbamidomethyl: 18; Acetyl: 1

6573 true 1789 772.4392 771.4491 1 -22.22 234.24 29.17
38.4 
(M:38.4) 1 1 0 K.ELVDLR.A Dimethyl: 1



6574 false 1789 772.4392 771.4127 1 24.88 500.35 29.17
19.3 
(M:19.3) 1 9 0 K.GSPQDLK.K Dimethyl: 7

6575 false 1789 772.4392 771.4491 1 -22.22 258.9 29.17
19.2 
(M:19.2) 1 10 0 K.LEDVLR.Q Dimethyl: 1

6576 true 1789 847.503 846.4963 1 -0.68 351 32.67
32.4 
(M:32.4) 1 1 0 K.VVIDAFR.L Dimethyl: 1

6577 false 1789 960.5396 959.5412 1 -9.25 253.92 35.33
16.8 
(M:16.8) 1 3 0 K.QLHVEMK.V

Dimethyl:2H(4): 1; Oxidation: 6; 
Dimethyl: 7

6578 true 1789 1143.612 1142.6022 1 2.18 281.66 30.67
31.5 
(M:31.5) 2 1 0 R.QDIAFAYQR.R Dimethyl:2H(4): 1

6579 true 1789 1402.6869 1401.6897 1 -7.19 332.45 34.83
39.0 
(M:39.0) 1 1 0 K.GVDYVIMGMPHR.G Dimethyl: 1

6580 true 1789 1511.7599 1510.7456 1 4.63 220.76 29.83
62.4 
(M:62.4) 1 1 0 K.FYHAGLEQTDFK.N Dimethyl: 1, 12



6581 false 1790 851.5221 850.5136 1 1.5 472.43 32.67
15.6 
(M:15.6) 1 10 0 K.VLVDMSK.V Dimethyl:2H(4): 1; Dimethyl: 7

6582 true 1790 851.5221 850.5214 1 -7.74 425.81 32.67
25.0 
(M:25.0) 1 1 0 K.VVIDAFR.L Dimethyl:2H(4): 1

6583 true 1790 1150.5866 1149.5778 1 1.3 432.43 30.67
57.3 
(M:57.3) 1 1 0 K.NQGDFSLSVR.V Dimethyl: 1

6584 true 1790 1406.7103 1405.7148 1 -8.4 365.94 34.83
34.4 
(M:34.4) 1 1 0 K.GVDYVIMGMPHR.G Dimethyl:2H(4): 1

6585 true 1790 1519.8099 1518.7958 1 4.47 216.82 29.83
66.2 
(M:66.2) 1 1 0 K.FYHAGLEQTDFK.N Dimethyl:2H(4): 1, 12

6586 false 1791 1317.8022 1316.7738 1 16.07 271.55 34.67
16.3 
(M:16.3) 1 2 0 R.QSVVILMGSLAK.H Oxidation: 7; Dimethyl: 1, 12

6587 true 1791 1702.8765 1701.8614 1 4.58 147.31 30
24.0 
(M:24.0) 1 1 1 K.IFYPETTDVYDRK.N Dimethyl: 1, 13



6588 true 1792 976.5838 975.5903 1 -14.09 253.77 32.67
19.8 
(M:19.8) 1 1 1 K.EEGNKLVK.K Dimethyl:2H(4): 5; Dimethyl: 8

6589 true 1792 1166.6473 1165.6393 1 0.59 531.09 30.67
55.0 
(M:55.0) 1 1 0 R.DAGLQLQAYR.Y Dimethyl:2H(4): 1

6590 true 1792 1642.8369 1641.8272 1 1.46 271.22 30.17
109.5 
(M:109.5) 1 1 0 K.NTFSQLSELHCDK.L

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 13

6591 true 1793 1646.9094 1645.8977 1 2.66 196.88 29.83
24.3 
(M:24.3) 1 1 0 R.IFHTVTTTDDPVIR.K Dimethyl:2H(4): 1

6592 true 1793 1773.8057 1772.7941 1 2.48 127.52 29.67
51.5 
(M:51.5) 1 1 0 R.HCVFFAEEDHDAIR.N Carbamidomethyl: 2; Dimethyl: 1

6593 true 1794 994.5817 993.5831 1 -8.64 185.03 32.67
16.8 
(M:16.8) 1 1 0 K.TTLVIMER.L Dimethyl:2H(4): 1

6594 false 1794 1147.6949 1146.7012 1 -11.86 189.84 34.33
17.0 
(M:17.0) 1 9 1 R.FEKISNIIK.Q Dimethyl: 1, 9



6595 true 1794 1257.6614 1256.6612 1 -5.67 155.25 30.17
65.8 
(M:65.8) 1 1 0 R.LDIDSEPTIAR.N Dimethyl: 1

6596 true 1794 1367.8084 1366.7686 1 23.77 387.41 34.67
37.4 
(M:37.4) 1 97.85 1 1 R.KESYSIYVYK.V Dimethyl:2H(4): 10; Dimethyl: 1, 1

6597 true 1794 1777.835 1776.8192 1 4.81 185.57 29.67
62.1 
(M:62.1) 1 1 0 R.HCVFFAEEDHDAIR.N

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

6598 true 1795 1270.7599 1269.7533 1 -0.47 183.11 30.5
18.6 
(M:18.6) 1 1 0 R.HGEPADVLQLK.E Dimethyl:2H(4): 1, 11

6599 true 1795 1324.6376 1323.6307 1 -0.24 149.32 29.33
29.3 
(M:29.3) 1 1 0 R.EEAESTLQSFR.Q Dimethyl: 1

6600 true 1795 1686.8562 1685.8811 1 -19.03 266.72 34.83
17.8 
(M:17.8) 1 1 0 K.ALTNLPHTDFTLCK.C Carbamidomethyl: 13; Dimethyl: 1, 14

6601 true 1796 793.4265 792.4316 1 -15.57 450.82 32.67
29.6 
(M:29.6) 1 1 0 K.GICFIR.T Carbamidomethyl: 3; Dimethyl: 1



6602 true 1796 1328.6556 1327.6558 1 -5.57 136.85 29.33
47.2 
(M:47.2) 1 1 0 R.EEAESTLQSFR.Q Dimethyl:2H(4): 1

6603 true 1796 2938.458 2937.4522 1 -0.5 176.15 35.67
85.4 
(M:85.4) 1 1 0

K.QQPAQFTNPETPGYVGFANL
PNQVHR.K Dimethyl: 1

6604 true 1797 1579.8312 1578.8589 1 -22.12 206.06 37.67
27.4 
(M:27.4) 1 1 0 K.IGNTGGMLDNILASK.L

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 15

6605 true 1797 2942.4721 2941.4773 1 -4.24 235.74 35.67
119.5 
(M:119.5) 1 1 0

K.QQPAQFTNPETPGYVGFANL
PNQVHR.K Dimethyl:2H(4): 1

6606 true 1798 865.4544 864.4494 1 -2.56 394.44 35.67
28.9 
(M:28.9) 3 1 0 M.AAVFPYR.G Acetyl: 1

6607 true 1798 1255.7651 1254.7576 1 0.19 258.32 32.5
44.5 
(M:44.5) 3 1 0 K.DRPFYPGLVK.Y Dimethyl:2H(4): 1, 10

6608 true 1798 1483.7857 1482.7625 1 10.74 229.2 34.67
43.2 
(M:43.2) 4 1 0 R.CLYACVLTAQPR.L

Carbamidomethyl: 1, 5; 
Dimethyl:2H(4): 1



6609 true 1799 1730.8632 1729.8536 1 1.34 227.75 30.33
99.4 
(M:99.4) 1 1 0 K.FFHNGNAIDDGVQIR.G Dimethyl: 1

6610 true 1799 1773.0151 1772.0019 1 3.36 164.07 37.83
80.9 
(M:80.9) 5 1 1 R.NILGGTVFREPIICK.N Carbamidomethyl: 14; Dimethyl: 1, 15

6611 true 1800 1204.6724 1203.6612 1 3.29 128.64 33.67
46.6 
(M:46.6) 4 1 0 K.GDFILTVQQR.G Dimethyl: 1

6612 true 1800 1481.7718 1480.7612 1 2.21 300.01 30.5
45.3 
(M:45.3) 1 1 0 K.HFYDGSEIVVAGR.F Dimethyl:2H(4): 1

6613 true 1801 1445.5971 1444.5963 1 -4.45 175.85 29.17
17.8 
(M:17.8) 1 1 0 K.CSEFTEEICSR.V Carbamidomethyl: 1, 9; Dimethyl: 1

6614 true 1801 1615.9629 1614.9545 1 0.73 146.02 30.5
35.7 
(M:35.7) 1 1 1 R.HEILLISAEQDKR.A Dimethyl:2H(4): 1, 12

6615 true 1801 2304.1508 2303.1444 1 -0.36 122.42 29.67
63.0 
(M:63.0) 1 1 0

K.NIDDGTSDRPYSHALVAGIDR.
Y Dimethyl:2H(4): 1



6616 true 1802 1353.7267 1352.7213 1 -1.39 304.68 35.83
49.0 
(M:49.0) 1 1 0 K.FGYHIIMVEGR.K Dimethyl:2H(4): 1

6617 true 1802 1470.6915 1469.6933 1 -6.14 182.5 29.17
16.5 
(M:16.5) 1 1 0 K.AGAGSATLSMAYAGAR.F Oxidation: 10

6618 true 1803 1044.5024 1043.4964 1 -1.24 140.2 29.83
16.0 
(M:16.0) 1 1 0 K.AWEEYYK.K Dimethyl: 1, 7

6619 true 1803 1630.805 1629.7945 1 1.96 348.08 32.5
109.9 
(M:109.9) 10 1 0 R.IIPGFMCQGGDFTR.H

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

6620 true 1803 1714.0181 1713.0102 1 0.35 185.93 30.67
37.4 
(M:37.4) 1 1 0 K.YGLKPNDQILAEEK.H Dimethyl:2H(4): 1, 4, 14

6621 false 1804 978.5943 977.6113 1 -24.73 243.47 32.5
19.7 
(M:19.7) 1 4 1 K.HFIFKVR.V Dimethyl:2H(4): 1

6622 false 1804 1057.6429 1056.6179 1 16.77 274.23 37.83
15.0 
(M:15.0) 1 2 1 R.ALLGEGGKEK.L Dimethyl: 8, 10



6623 true 1804 1067.5596 1066.5369 1 14.49 225.1 29.83
21.4 
(M:21.4) 1 1 0 R.EIYQEVMK.H Dimethyl: 8

6624 true 1804 1699.9794 1698.9781 1 -3.53 226.97 35.67
77.1 
(M:77.1) 2 1 0 K.NILQLHDLATGAHLK.T Dimethyl: 1, 15

6625 true 1804 2748.4072 2747.3701 1 10.85 204.03 30.17
29.5 
(M:29.5) 2 1 0

K.VLTPTQVQHRPTSIEWDGCDP
QK.L Carbamidomethyl: 19; Dimethyl: 1, 23

6626 true 1805 1556.6933 1555.6799 1 3.9 275.75 34.83
46.2 
(M:46.2) 3 1 0 K.MSSYAYFVQTCR.E

Carbamidomethyl: 11; Oxidation: 1; 
Dimethyl: 1

6627 true 1805 1708.029 1707.0283 1 -3.83 247.33 35.67
44.7 
(M:44.7) 1 1 0 K.NILQLHDLATGAHLK.T Dimethyl:2H(4): 1, 15

6628 false 1806 709.448 708.4472 1 -9.21 153.45 30.17
15.5 
(M:15.5) 1 5 0 R.LEFLR.I Dimethyl:2H(4): 1

6629 true 1806 709.448 708.4472 1 -9.21 152.54 30.17
29.2 
(M:29.2) 3 1 0 K.EIFLR.E Dimethyl:2H(4): 1



6630 true 1806 709.448 708.4472 1 -9.21 152.54 30.17
29.2 
(M:29.2) 3 1 0 K.EIFLR.E Dimethyl:2H(4): 1

6631 true 1806 709.448 708.4472 1 -9.21 152.54 30.17
29.2 
(M:29.2) 3 1 0 K.EIFLR.E Dimethyl:2H(4): 1

6632 true 1806 1740.8901 1739.8814 1 0.78 211.21 30.5
68.7 
(M:68.7) 1 1 0 K.HAAPTLSISEPSDMPR.R Dimethyl:2H(4): 1

6633 true 1807 1351.6385 1350.6391 1 -5.77 282.82 33.67
42.1 
(M:42.1) 2 1 0 K.GMTGVEQWPYR.A Dimethyl: 1

6634 false 1807 1532.7495 1531.7641 1 -14.25 131.03 30.33
19.3 
(M:19.3) 1 2 1 R.QQEEAARQQQER.A Dimethyl:2H(4): 1

6635 true 1807 1593.8594 1592.8457 1 4.02 241.83 34.83
85.3 
(M:85.3) 4 1 0 K.NVALLSQLCHSPAR.R Carbamidomethyl: 9; Dimethyl: 1

6636 true 1807 1752.862 1751.8512 1 2.01 111.7 30.5
22.6 
(M:22.6) 1 1 0 K.HAAPTLSISEPSDMPR.R Oxidation: 14; Dimethyl: 1



6637 false 1808 843.5197 842.5226 1 -12.03 283.2 30.17
15.6 
(M:15.6) 1 5 0 R.SVEVILR.A Dimethyl: 1

6638 true 1808 1613.8075 1612.7805 1 12.2 271.61 29.17
20.6 
(M:20.6) 1 55.84 1 1 K.ANNESNNDGLNPAKK.A Dimethyl: 15

6639 true 1808 1635.8929 1634.8926 1 -4.27 246.4 34.67
16.0 
(M:16.0) 1 1 1 K.ILQAMNHKNNAIPK.S Oxidation: 5; Dimethyl: 14

6640 true 1808 1884.0987 1883.0946 1 -1.71 338.73 35.67
58.5 
(M:58.5) 1 1 0 K.DDPSKPVHLTAFLGYK.A Dimethyl:2H(4): 1, 5, 16

6641 true 1809 1162.5859 1161.57 1 7.47 290.16 29.83
16.7 
(M:16.7) 1 1 0 K.LEQCNTELK.K Carbamidomethyl: 4; Dimethyl: 9

6642 true 1809 1285.6604 1284.6487 1 3.46 227.76 38
65.0 
(M:65.0) 4 1 0 K.CMPTFQFYK.N

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 9

6643 false 1810 880.5188 879.5327 1 -24.13 738.19 30.5
17.0 
(M:17.0) 1 6 1 K.AAAKTGSSK.Y Dimethyl:2H(4): 1; Dimethyl: 4



6644 true 1810 880.5188 879.5116 1 -0.13 559.27 30.5
34.8 
(M:34.8) 1 1 0 K.DAQVLFR.A Dimethyl:2H(4): 1

6645 true 1810 1964.0576 1963.0567 1 -3.25 192.44 35.67
65.0 
(M:65.0) 1 1 1 K.YYVTIIDAPGHRDFIK.N Dimethyl: 1, 16

6646 true 1811 1490.8191 1489.8041 1 5.18 150.16 37.83
53.5 
(M:53.5) 1 1 0 K.NPAFAVGTFVVANR.G Dimethyl: 1

6647 false 1812 892.5566 891.5691 1 -22.23 521.83 35.83
32.2 
(M:32.2) 1 2 0 R.TSASIILR.G Dimethyl:2H(4): 1

6648 false 1812 892.5566 891.5514 1 -2.33 534.81 35.83
23.7 
(M:23.7) 2 6 0 R.AVMASLLR.R Dimethyl:2H(4): 1

6649 false 1812 892.5566 891.5579 1 -9.64 560.68 35.83
26.9 
(M:26.9) 1 5 0 R.GSDSLLLK.Q Dimethyl:2H(4): 1; Dimethyl: 8

6650 true 1812 892.5566 891.5514 1 -2.33 645.43 35.83
40.0 
(M:40.0) 2 1 0 R.QMSLLLR.R Dimethyl:2H(4): 1



6651 true 1812 1036.603 1035.6015 1 -5.54 194.16 35.83
32.4 
(M:32.4) 2 1 0 K.AAALEFLNR.F Dimethyl:2H(4): 1

6652 true 1812 2634.3765 2633.3987 1 -11.18 174.15 34.33
61.7 
(M:61.7) 1 1 0

K.VGEICQITCKPEYAYGLAGSPP
K.I

Carbamidomethyl: 5, 9; 
Dimethyl:2H(4): 1, 10, 23

6653 true 1813 1040.5153 1039.5087 1 -0.6 225.9 30.17
35.0 
(M:35.0) 1 1 0 K.NFGLYNER.V Dimethyl: 1

6654 true 1813 1626.8688 1625.8684 1 -4.23 248.3 35
20.5 
(M:20.5) 1 1 0 R.LINANMMVLGHEPR.Q Dimethyl:2H(4): 1

6655 true 1813 1908.8826 1907.8749 1 0.25 180.4 29.17
32.7 
(M:32.7) 1 1 0 R.AVYDEQGTVDEEGEALR.A Dimethyl: 1

6656 true 1814 1021.5947 1020.6055 1 -17.7 160.75 34.5
18.7 
(M:18.7) 1 1 0 K.AIETGGPAGGK.G Dimethyl:2H(4): 1, 11

6657 true 1814 1044.5405 1043.5338 1 -0.52 264.09 30.33
32.2 
(M:32.2) 1 1 0 K.NFGLYNER.V Dimethyl:2H(4): 1



6658 true 1814 1684.9389 1683.942 1 -6.15 258.12 35
44.7 
(M:44.7) 1 1 0 R.SLQLGLLHSVPEAHR.M Dimethyl: 1

6659 true 1814 1835.9542 1834.9577 1 -5.88 304.44 32.33
66.7 
(M:66.7) 2 1 0 R.AGYSAATLPVTAQPAAYR.A Dimethyl: 1

6660 true 1814 1912.8952 1911.9 1 -6.29 274.66 29.17
21.1 
(M:21.1) 1 1 0 R.AVYDEQGTVDEEGEALR.A Dimethyl:2H(4): 1

6661 true 1815 1064.5737 1063.5662 1 0.16 256.46 30.33
47.6 
(M:47.6) 2 1 0 R.QILFSADSR.V Dimethyl: 1

6662 false 1815 1064.5737 1063.5761 1 -9.14 354.02 30.33
18.0 
(M:18.0) 1 50 6 1 K.KSLSEETSK.A Dimethyl: 1, 9

6663 false 1815 1064.5737 1063.5699 1 -3.32 257.86 30.33
18.4 
(M:18.4) 1 3 1 K.QEEDKEAK.V Dimethyl:2H(4): 5; Dimethyl: 1, 8

6664 true 1815 1349.703 1348.6962 1 -0.31 320.83 35.83
55.7 
(M:55.7) 1 1 0 K.FGYHIIMVEGR.K Dimethyl: 1



6665 true 1815 1688.9666 1687.9671 1 -4.63 304.37 35
64.7 
(M:64.7) 1 1 0 R.SLQLGLLHSVPEAHR.M Dimethyl:2H(4): 1

6666 true 1815 1877.9843 1877.0131 1 -19.23 334.63 32.33
38.3 
(M:38.3) 2 1 0 R.VLTRPNAAELPSMYQR.L Dimethyl:2H(4): 1

6667 true 1816 797.451 796.4567 1 -16.37 482.9 32.67
23.0 
(M:23.0) 1 1 0 K.GICFIR.T

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

6668 true 1816 1068.5977 1067.5913 1 -0.8 241.74 30.33
65.0 
(M:65.0) 1 1 0 R.QILFSADSR.V Dimethyl:2H(4): 1

6669 false 1816 1068.5977 1067.595 1 -4.27 263.29 30.33
23.9 
(M:23.9) 1 2 1 K.QEEDKEAK.V Dimethyl:2H(4): 1, 5; Dimethyl: 8

6670 false 1816 1068.5977 1067.6012 1 -10.06 230.02 30.33
20.1 
(M:20.1) 1 50 6 1 K.KSLSEETSK.A Dimethyl:2H(4): 1; Dimethyl: 9

6671 false 1816 1068.5977 1067.6021 1 -10.87 386.05 30.33
20.4 
(M:20.4) 1 5 1 R.NMPMSKLK.Q

Dimethyl:2H(4): 6; Oxidation: 2, 4; 
Dimethyl: 1, 8



6672 true 1816 1616.861 1615.8471 1 4.14 191.13 36
80.5 
(M:80.5) 1 1 0 R.FQSGDFHVINGVLR.T Dimethyl: 1

6673 true 1816 1751.0254 1750.0113 1 3.89 160.38 37.83
20.5 
(M:20.5) 1 1 1 R.NILGGTVFREAIICK.N

Carbamidomethyl: 14; Dimethyl:2H(4): 
15; Dimethyl: 1

6674 true 1817 996.5575 995.544 1 6.23 191.75 34.83
35.2 
(M:35.2) 2 1 0 K.NIGNTFFK.S Dimethyl: 1, 8

6675 true 1817 1049.6287 1048.6253 1 -3.69 236.36 34.5
17.6 
(M:17.6) 1 1 0 R.ELLGMSVLR.H Dimethyl:2H(4): 1

6676 true 1817 1620.8848 1619.8722 1 3.3 282.93 36
63.0 
(M:63.0) 1 1 0 R.FQSGDFHVINGVLR.T Dimethyl:2H(4): 1

6677 true 1817 2327.3082 2326.3083 1 -3.17 180.76 35
22.1 
(M:22.1) 1 56.4 1 1 K.NLKPIKPMQFLGDEETVRK.A Dimethyl: 1, 3, 19

6678 true 1817 2393.1645 2392.1619 1 -1.93 135.19 29.17
97.2 
(M:97.2) 1 1 0

R.DIGATAQVHAENGDIIAEEQQ
R.I Dimethyl: 1



6679 false 1818 987.5611 986.576 1 -22.53 194.23 33.33
18.0 
(M:18.0) 1 3 1 R.ELTRALEK.S Dimethyl: 8

6680 true 1818 987.5611 986.5739 1 -20.33 197.7 33.33
31.2 
(M:31.2) 1 1 0 K.YVIYIER.V Dimethyl:2H(4): 1

6681 true 1818 1004.601 1003.5942 1 -0.46 244.52 34.83
35.9 
(M:35.9) 2 1 0 K.NIGNTFFK.S Dimethyl:2H(4): 1, 8

6682 true 1818 1505.7966 1504.7773 1 7.96 131.77 30
38.5 
(M:38.5) 1 1 0 R.GNPTVEVDLYTNK.G Dimethyl: 1, 13

6683 true 1818 2397.192 2396.187 1 -0.94 137.82 29.17
60.5 
(M:60.5) 1 1 0

R.DIGATAQVHAENGDIIAEEQQ
R.I Dimethyl:2H(4): 1

6684 true 1819 795.4815 794.4622 1 15.04 456.66 38.17
15.0 
(M:15.0) 1 50 1 1 R.KLGDMR.N

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 1

6685 false 1819 811.5216 810.4963 1 22.12 23.9 32.5
15.6 
(M:15.6) 1 3 0 R.LDLPIGR.Q Dimethyl: 1



6686 false 1819 811.5216 810.5215 1 -8.88 362.01 32.5
16.8 
(M:16.8) 1 2 0 K.AEIVPVK.T Dimethyl: 1, 7

6687 true 1819 1091.538 1090.5263 1 4.02 326.63 30.17
33.1 
(M:33.1) 1 1 0 K.MNGMLLNDR.K Dimethyl: 1

6688 true 1819 1091.538 1090.5263 1 4.02 326.63 30.17
33.1 
(M:33.1) 1 1 0 K.MNGMLLNDR.K Dimethyl: 1

6689 true 1819 1123.6519 1122.6369 1 6.92 501.91 32.67
22.2 
(M:22.2) 1 1 1 K.MAENIKLTR.D Dimethyl:2H(4): 6; Oxidation: 1

6690 true 1819 1513.8421 1512.8275 1 4.8 124.24 30
33.1 
(M:33.1) 1 1 0 R.GNPTVEVDLYTNK.G Dimethyl:2H(4): 1, 13

6691 true 1820 809.3913 808.3823 1 2.11 510.15 35.33
22.5 
(M:22.5) 5 1 0 K.IMEMAAK.G Oxidation: 2

6692 true 1820 839.4698 838.48 1 -20.81 488.56 32.5
32.9 
(M:32.9) 1 63.53 1 0 K.LSTSYLK.E Dimethyl: 7



6693 false 1820 839.4698 838.4701 1 -9.02 436.45 32.5
18.7 
(M:18.7) 1 6 0 R.AAAFYIR.G Dimethyl: 1

6694 true 1820 1095.5567 1094.5514 1 -1.85 326.35 30.17
40.9 
(M:40.9) 1 1 0 K.MNGMLLNDR.K Dimethyl:2H(4): 1

6695 true 1820 1095.5567 1094.5514 1 -1.85 326.35 30.17
40.9 
(M:40.9) 1 1 0 K.MNGMLLNDR.K Dimethyl:2H(4): 1

6696 true 1820 1519.7601 1518.7504 1 1.57 183.1 30.83
97.1 
(M:97.1) 2 1 0 R.TTPSYVAFTDTER.L Dimethyl:2H(4): 1

6697 true 1820 1519.7601 1518.7504 1 1.57 183.1 30.83
97.1 
(M:97.1) 2 1 0 R.TTPSYVAFTDTER.L Dimethyl:2H(4): 1

6698 true 1820 2422.0712 2421.0608 1 1.28 98.07 29.17
57.0 
(M:57.0) 1 1 1

R.KVVDYSQFQESDDADEDYGR.
D Dimethyl: 1, 1

6699 true 1821 822.3832 821.3589 1 20.66 712.97 30.83
15.5 
(M:15.5) 1 1 0 R.CADGESK.S Carbamidomethyl: 1; Dimethyl: 1, 7



6700 false 1821 858.5122 857.5222 1 -20.16 475.76 33.17
36.5 
(M:36.5) 1 2 0 K.QIIETAK.Q Dimethyl: 1, 7

6701 true 1821 1100.6793 1099.6729 1 -0.75 337.89 30.33
76.3 
(M:76.3) 3 1 0 K.VLTSFGDAVK.N Dimethyl:2H(4): 1, 10

6702 true 1821 1229.7248 1228.718 1 -0.33 205.33 35
73.1 
(M:73.1) 1 1 0 K.QALGIPAAASFK.H Dimethyl: 1, 12

6703 true 1821 2430.1205 2429.111 1 0.89 178.48 29.17
50.7 
(M:50.7) 1 1 1

R.KVVDYSQFQESDDADEDYGR.
D Dimethyl:2H(4): 1, 1

6704 false 1822 1080.6123 1079.6227 1 -16.35 238.98 38
15.6 
(M:15.6) 1 4 0 R.NPPIDDLIK.S Dimethyl: 1, 9

6705 true 1822 1080.6123 1079.6049 1 0.09 174.75 38
22.3 
(M:22.3) 1 1 0 R.CTILNYLK.L Carbamidomethyl: 1; Dimethyl: 1, 8

6706 false 1822 1080.6123 1079.6124 1 -6.89 281.47 38
18.6 
(M:18.6) 1 69.22 2 1 K.SSKSNNDLK.V Dimethyl:2H(4): 1; Dimethyl: 3, 9



6707 false 1822 1198.7465 1197.7383 1 0.78 103.29 34.67
17.5 
(M:17.5) 1 3 1 K.HKDVIISQAK.M Dimethyl:2H(4): 1; Dimethyl: 10

6708 true 1822 1198.7465 1197.7383 1 0.78 133.67 34.67
39.1 
(M:39.1) 2 1 0 R.AVAQALEVIPR.T Dimethyl:2H(4): 1

6709 true 1822 1254.7572 1253.7244 1 20.31 185.65 32.67
30.3 
(M:30.3) 1 1 0 K.ALIGLYHGQVR.C Dimethyl: 1

6710 true 1822 1812.9265 1811.8995 1 10.9 226.33 36
70.0 
(M:70.0) 1 1 0 R.FLFENQTPAHVYYR.W Dimethyl: 1

6711 false 1822 1812.9265 1811.9616 1 -23.35 297 36
18.4 
(M:18.4) 1 54.54 2 0 K.MMPQPYNKPGGTFIK.K

Dimethyl:2H(4): 8; Oxidation: 1; 
Dimethyl: 1, 15

6712 false 1822 1812.9265 1811.9029 1 9.04 242.46 36
16.2 
(M:16.2) 1 5 0 R.FMLFATQNPPGLYGGR.K Oxidation: 2; Dimethyl: 1

6713 true 1822 2588.2836 2587.2726 1 1.46 104.52 29.17
89.3 
(M:89.3) 1 1 0

K.LVQDVANNTNEEAGDGTTTA
TVLAR.A Dimethyl: 1



6714 true 1823 1258.7707 1257.7495 1 11.04 234.98 32.67
32.7 
(M:32.7) 1 1 0 K.ALIGLYHGQVR.C Dimethyl:2H(4): 1

6715 true 1823 1616.8968 1615.8781 1 7.04 187.23 30
66.3 
(M:66.3) 1 1 1 R.ELISNSSDALDKIR.Y Dimethyl: 1, 12

6716 true 1823 1816.951 1815.9246 1 10.5 318.7 36.17
71.8 
(M:71.8) 1 1 0 R.FLFENQTPAHVYYR.W Dimethyl:2H(4): 1

6717 true 1824 1088.4797 1087.4943 1 -20.13 416.5 32.67
48.7 
(M:48.7) 3 1 0 K.MYANMFQR.L Dimethyl: 1

6718 true 1824 1111.6245 1110.6186 1 -1.26 317.69 35.17
34.1 
(M:34.1) 1 1 0 K.DLPFIVSHR.L Dimethyl: 1

6719 true 1824 1432.7327 1431.7043 1 14.74 366.77 35.17
24.2 
(M:24.2) 1 1 1 K.FKEYCPMVFR.N Carbamidomethyl: 5; Dimethyl: 1, 2

6720 true 1824 1443.7535 1442.7518 1 -3.81 276.01 32.83
61.5 
(M:61.5) 2 1 0 K.IVLDNSVFSEHR.N Dimethyl: 1



6721 true 1824 1624.9493 1623.9283 1 8.43 155.1 30
32.2 
(M:32.2) 1 1 1 R.ELISNSSDALDKIR.Y Dimethyl:2H(4): 1, 12

6722 true 1825 1092.5061 1091.5194 1 -18.88 426.85 32.67
43.8 
(M:43.8) 1 1 0 K.MYANMFQR.L Dimethyl:2H(4): 1

6723 true 1825 1139.586 1138.5771 1 1.38 276.98 30.67
26.7 
(M:26.7) 2 1 0 R.QDIAFAYQR.R Dimethyl: 1

6724 true 1825 1447.7751 1446.7769 1 -6.26 273.3 32.83
60.3 
(M:60.3) 2 1 0 K.IVLDNSVFSEHR.N Dimethyl:2H(4): 1

6725 true 1825 1477.7369 1476.7249 1 3.2 357.15 34.5
52.4 
(M:52.4) 2 1 0 K.GVTQYYAYVTER.Q Dimethyl: 1

6726 true 1826 1154.6076 1153.6029 1 -2.3 351.57 30.67
21.7 
(M:21.7) 1 1 0 K.NQGDFSLSVR.V Dimethyl:2H(4): 1

6727 false 1826 1269.6704 1268.6911 1 -22 259.87 35.33
16.3 
(M:16.3) 1 4 1 R.AVVRCVPSEPK.L Carbamidomethyl: 5; Dimethyl: 11



6728 true 1826 1269.6704 1268.6666 1 -2.71 242.55 35.33
49.2 
(M:49.2) 1 1 0 K.AFIHWVSEPR.V Dimethyl: 1

6729 true 1826 1481.7601 1480.75 1 1.9 391.54 34.5
38.2 
(M:38.2) 1 1 0 K.GVTQYYAYVTER.Q Dimethyl:2H(4): 1

6730 true 1827 1162.6319 1161.6142 1 8.94 472.96 30.67
46.0 
(M:46.0) 1 1 0 R.DAGLQLQAYR.Y Dimethyl: 1

6731 false 1828 1158.6636 1157.6292 1 23.37 522.68 32.5
16.5 
(M:16.5) 1 3 1 M.SEEKPKEGVK.T Dimethyl: 10

6732 true 1828 1293.5967 1292.5934 1 -3.03 242.5 38
15.8 
(M:15.8) 1 1 0 K.CMPTFQFYK.N

Carbamidomethyl: 1; Oxidation: 2; 
Dimethyl: 1, 9

6733 true 1828 1325.6529 1324.6412 1 3.35 228.45 30.33
52.7 
(M:52.7) 1 1 0 R.SANTIPYDFNR.V Dimethyl: 1

6734 true 1828 1332.7277 1331.7197 1 0.53 197.25 30.67
37.4 
(M:37.4) 1 1 0 K.HPTLLQDPDLR.Q Dimethyl: 1



6735 true 1828 1476.7928 1475.7857 1 -0.08 382.66 35.17
38.8 
(M:38.8) 1 1 0 K.VNMYNEAVHLVR.F Dimethyl:2H(4): 1

6736 false 1828 1476.7928 1475.784 1 1.05 401.42 35.17
16.4 
(M:16.4) 1 2 1 R.MLGSMASIIPERK.N Oxidation: 1; Dimethyl: 13

6737 true 1828 1588.8696 1587.8592 1 1.92 278.7 34.67
131.9 
(M:131.9) 5 1 0 R.VPTPNVSVVDLTCR.L

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

6738 true 1829 1301.6529 1300.6436 1 1.6 216.25 38
36.9 
(M:36.9) 2 1 0 K.CMPTFQFYK.N

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 9; Oxidation: 2

6739 true 1829 1336.7509 1335.7449 1 -0.92 222.77 30.67
21.8 
(M:21.8) 1 1 0 K.HPTLLQDPDLR.Q Dimethyl:2H(4): 1

6740 true 1829 1554.8555 1553.8354 1 8.22 188.87 36.17
25.0 
(M:25.0) 1 1 0 K.EAFPNHLPLYVAR.L Dimethyl: 1

6741 true 1829 1903.979 1902.9628 1 4.65 299.47 35.5
62.2 
(M:62.2) 1 1 0 K.TYFPHFDLSHGSAQIK.G Dimethyl: 1, 16



6742 true 1830 1342.7332 1341.6971 1 21.45 168.58 30.67
16.6 
(M:16.6) 1 1 1 R.KMVMYLNMLR.T Oxidation: 4; Dimethyl: 1

6743 true 1830 1631.853 1630.8256 1 12.35 267.61 36.33
69.3 
(M:69.3) 1 1 0 R.QWYEAHYALPLGR.K Dimethyl: 1

6744 false 1830 1760.9412 1759.9035 1 17.27 191.4 32.83
16.4 
(M:16.4) 1 50 2 1 K.KDCEVVMMIGLPGAGK.T Carbamidomethyl: 3; Dimethyl: 1, 16

6745 true 1830 2185.1363 2184.1266 1 1.11 249.67 35.33
87.9 
(M:87.9) 1 1 0

K.GPHTVNVTYDGVPVPNSPFR.
V Dimethyl:2H(4): 1

6746 true 1831 1362.6987 1361.7013 1 -7.23 281.27 30.17
33.1 
(M:33.1) 1 1 0 R.YVDIAIPCNNK.G Carbamidomethyl: 8; Dimethyl: 1, 11

6747 true 1831 1597.8947 1596.8708 1 10.4 236.29 34.83
56.3 
(M:56.3) 3 1 0 K.NVALLSQLCHSPAR.R

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

6748 false 1831 1597.8947 1596.9199 1 -20.33 191.01 34.83
19.0 
(M:19.0) 1 2 1 K.LQSTSIKLALSPSPR.N



6749 true 1831 1638.9385 1637.9141 1 10.42 238.45 36.17
41.5 
(M:41.5) 1 1 0 K.FPSLLTHNENLVAK.V Dimethyl: 1, 14

6750 true 1832 1067.5645 1066.5631 1 -5.49 106.44 29.33
20.2 
(M:20.2) 1 1 0 R.ELLTTMGDR.F Dimethyl:2H(4): 1

6751 true 1832 1182.7105 1181.6921 1 9.46 151.93 32.67
51.7 
(M:51.7) 2 1 1 K.IKVPVDWNR.V Dimethyl: 1, 2

6752 true 1832 1370.7574 1369.7515 1 -1.01 282.27 30.17
36.5 
(M:36.5) 1 1 0 R.YVDIAIPCNNK.G

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 11

6753 true 1832 1383.7462 1382.7278 1 8.03 342.66 38
38.4 
(M:38.4) 1 1 0 R.CSVLAAANSVFGR.W

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

6754 true 1832 1674.8386 1673.8052 1 15.63 192.67 36.17
50.3 
(M:50.3) 1 1 0 R.EMAAMCLGLAHSLSR.Y Carbamidomethyl: 6; Dimethyl: 1

6755 true 1833 825.4562 824.4615 1 -15.26 348.12 33
32.9 
(M:32.9) 3 1 0 R.IGETAMK.Q

Dimethyl:2H(4): 1; Oxidation: 6; 
Dimethyl: 7



6756 false 1833 825.4562 824.4505 1 -1.81 379.15 33
23.9 
(M:23.9) 2 2 0 K.VGHVTER.T Dimethyl: 1

6757 false 1833 1371.7687 1370.7642 1 -2 313.33 35.33
17.4 
(M:17.4) 1 2 0 K.GLQHILTEICR.L

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

6758 true 1833 1476.7444 1475.7377 1 -0.43 321.82 38.17
41.8 
(M:41.8) 2 1 0 K.CSWLVVQCLQR.V Carbamidomethyl: 1, 8; Dimethyl: 1

6759 true 1833 1737.9381 1736.9066 1 13.96 207.46 36.17
77.3 
(M:77.3) 1 1 0 R.VLDIGCPQLAMHSIR.E Carbamidomethyl: 6; Dimethyl: 1

6760 true 1833 2209.2325 2208.2055 1 8.91 217.8 35
43.5 
(M:43.5) 2 1 0 R.SAFVHVPPLGKPYSAEQLGR.A Dimethyl: 1, 11

6761 true 1834 861.4614 860.4545 1 -0.43 453 33.83
31.4 
(M:31.4) 2 1 0 K.WFPEVR.H Dimethyl: 1

6762 false 1834 1405.7261 1404.717 1 1.29 377.77 30.17
16.5 
(M:16.5) 1 6 1 R.MTELKDALEAEK.D Dimethyl: 12



6763 false 1834 1405.7261 1404.7511 1 -22.92 338.1 30.17
18.7 
(M:18.7) 1 3 1 K.INASKNQQDDGK.M Dimethyl:2H(4): 5; Dimethyl: 1, 12

6764 true 1834 1540.8243 1539.8185 1 -0.9 190.26 30.67
45.9 
(M:45.9) 1 1 1 K.SALGFEYKGEVEK.H Dimethyl: 1, 8, 13

6765 true 1834 1741.9561 1740.9317 1 9.84 219.25 36.17
63.0 
(M:63.0) 1 1 0 R.VLDIGCPQLAMHSIR.E

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

6766 true 1835 952.524 951.5178 1 -1.12 148.7 33.33
45.6 
(M:45.6) 2 1 0 R.VVFQEFR.Q Dimethyl: 1

6767 true 1835 1585.844 1584.8388 1 -1.26 152.09 30.83
39.1 
(M:39.1) 1 1 1 R.KLYGDHDFLEER.H Dimethyl:2H(4): 1, 1

6768 true 1835 2080.0522 2078.9996 1 21.78 208.84 36.33
83.8 
(M:83.8) 2 1 0 K.ICQQIEYYFGNHNLPR.D Carbamidomethyl: 2; Dimethyl: 1

6769 false 1836 1038.5764 1037.5869 1 -17.13 209.39 30
15.4 
(M:15.4) 1 5 0 K.TLHELLER.I Dimethyl: 1



6770 true 1836 1038.5764 1037.5695 1 -0.35 245.73 30
30.8 
(M:30.8) 1 1 0 K.YPSLELER.R Dimethyl:2H(4): 1

6771 false 1836 1038.5764 1037.5848 1 -15.04 211.38 30
18.9 
(M:18.9) 1 2 0 R.YHFAALEK.A Dimethyl:2H(4): 1; Dimethyl: 8

6772 true 1836 1046.5967 1045.5842 1 4.98 274.18 34.67
15.8 
(M:15.8) 1 1 0 K.EMVLELIR.D Oxidation: 2; Dimethyl: 1

6773 true 1836 1046.5967 1045.5842 1 4.98 274.18 34.67
15.8 
(M:15.8) 1 1 0 R.EMVLEIIR.E Oxidation: 2; Dimethyl: 1

6774 true 1836 1630.9504 1629.9566 1 -8.27 208.41 35.33
56.3 
(M:56.3) 1 1 1 R.AGKLDPHLVLDQLR.C Dimethyl: 1, 3

6775 true 1836 1630.9504 1629.9566 1 -8.27 208.41 35.33
56.3 
(M:56.3) 1 1 1 K.AGKLDPHLVLDQLR.C Dimethyl: 1, 3

6776 true 1836 2084.0616 2083.0247 1 14.17 225.81 36.33
53.4 
(M:53.4) 2 1 0 K.ICQQIEYYFGNHNLPR.D

Carbamidomethyl: 2; Dimethyl:2H(4): 
1



6777 false 1837 973.5547 972.5678 1 -20.89 252.35 33.17
15.8 
(M:15.8) 1 2 1 K.ALSKDMPK.V Dimethyl: 1, 4, 8

6778 false 1837 1110.571 1109.5461 1 15.9 292.6 34.83
15.3 
(M:15.3) 1 3 0 R.GVTMDVGMTK.F Oxidation: 8; Dimethyl: 1, 10

6779 true 1837 1274.6184 1273.6085 1 2.09 94.33 31
31.8 
(M:31.8) 1 1 0 M.AGIEQSICQAR.A Carbamidomethyl: 8; Acetyl: 1

6780 true 1837 1509.7073 1508.7082 1 -5.39 258.97 30.17
48.1 
(M:48.1) 1 1 0 K.EQDYLCHVYVR.S Carbamidomethyl: 6; Dimethyl: 1

6781 true 1837 1680.0277 1679.0334 1 -7.74 239.19 35.33
18.4 
(M:18.4) 1 1 1 R.KLEHLITELVHQR.D Dimethyl:2H(4): 1, 1

6782 true 1837 1861.8243 1860.8209 1 -2.05 205.55 30.67
48.5 
(M:48.5) 1 1 0 R.CVICGGPGVSDAYYCK.E

Carbamidomethyl: 1, 4, 15; Dimethyl: 
1, 16

6783 true 1838 1156.6534 1155.6322 1 12.05 251.16 30
19.7 
(M:19.7) 1 1 0 K.TVESPVPMLR.D Dimethyl: 1



6784 true 1838 1177.6618 1176.6593 1 -4.08 137.17 34.83
37.5 
(M:37.5) 1 1 0 K.HFTEFVPLR.T Dimethyl:2H(4): 1

6785 true 1839 1160.6798 1159.675 1 -2.19 290.36 30
26.7 
(M:26.7) 1 1 0 R.VLSTPDLEVR.K Dimethyl:2H(4): 1

6786 true 1839 1238.7263 1237.7445 1 -20.51 198.21 35.17
53.4 
(M:53.4) 1 1 0 R.HNNLDLVIIR.E Dimethyl:2H(4): 1

6787 true 1839 1295.6805 1294.7046 1 -24.22 297.96 36.33
19.6 
(M:19.6) 1 1 0 R.MVNHFIAEFK.R Dimethyl:2H(4): 10; Dimethyl: 1

6788 true 1839 1375.6722 1374.6537 1 8.21 323.55 32.5
47.0 
(M:47.0) 2 1 0 K.NMSVHLSPCFR.D Carbamidomethyl: 9; Dimethyl: 1

6789 true 1839 1520.833 1519.8358 1 -6.66 203.21 30.17
43.6 
(M:43.6) 1 1 0 R.LDDTVHVVIATPGR.I Dimethyl: 1

6790 true 1839 1912.0274 1911.013 1 3.68 315.87 35.5
61.0 
(M:61.0) 1 1 0 K.TYFPHFDLSHGSAQIK.G Dimethyl:2H(4): 1, 16



6791 true 1840 1170.6095 1169.5968 1 4.57 376.68 30
28.7 
(M:28.7) 1 1 0 R.QETEFYLGK.R Dimethyl: 1, 9

6792 true 1840 1379.6957 1378.6788 1 6.99 328.23 32.5
38.2 
(M:38.2) 3 1 0 K.NMSVHLSPCFR.D

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

6793 true 1841 1096.5808 1095.5713 1 2.05 280.4 33.17
35.3 
(M:35.3) 1 1 0 K.QFYINVER.E Dimethyl: 1

6794 true 1841 1237.7795 1236.7682 1 3.28 168.43 35
44.0 
(M:44.0) 1 1 0 K.QALGIPAAASFK.H Dimethyl:2H(4): 1, 12

6795 true 1841 1260.7444 1259.7365 1 0.48 146.64 34.67
15.9 
(M:15.9) 1 1 0 R.LVQAFQFTDK.H Dimethyl:2H(4): 1, 10

6796 true 1841 1370.6662 1369.6486 1 7.59 252.34 29.83
20.2 
(M:20.2) 1 1 0 K.DYEEIGPSICR.H

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

6797 true 1841 1595.7917 1594.7852 1 -0.51 226.3 30.17
24.4 
(M:24.4) 1 1 0 R.ANEHQGIGFLNDPR.R Dimethyl: 1



6798 false 1841 2018.9966 2017.9972 1 -3.91 214.73 35.33
16.1 
(M:16.1) 1 3 1

K.MAAGGARPGVVLGAMEMG
RR.A Oxidation: 1, 15

6799 true 1842 1100.6059 1099.5964 1 1.98 291.84 33.17
55.2 
(M:55.2) 1 1 0 K.QFYINVER.E Dimethyl:2H(4): 1

6800 true 1842 1277.5947 1276.5767 1 8.42 242.52 35.17
60.4 
(M:60.4) 4 1 0 K.YMACCLLYR.G Carbamidomethyl: 4, 5; Dimethyl: 1

6801 true 1842 1277.5947 1276.5767 1 8.42 242.52 35.17
60.4 
(M:60.4) 4 1 0 K.YMACCLLYR.G Carbamidomethyl: 4, 5; Dimethyl: 1

6802 true 1842 1832.8541 1831.8603 1 -7.39 112.71 38.17
62.0 
(M:62.0) 1 1 0 R.NCYPSPLNYYNFPK.S Carbamidomethyl: 2; Dimethyl: 1, 14

6803 true 1842 2181.1134 2180.1015 1 2.16 240.88 35.33
60.6 
(M:60.6) 1 1 0

K.GPHTVNVTYDGVPVPNSPFR.
V Dimethyl: 1

6804 true 1843 1370.8162 1369.7969 1 8.78 328.98 36.5
90.8 
(M:90.8) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl: 1, 12



6805 true 1843 1370.8162 1369.7969 1 8.78 328.98 36.5
90.8 
(M:90.8) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl: 1, 12

6806 true 1844 1378.8702 1377.8472 1 11.47 318.6 36.5
78.8 
(M:78.8) 2 1 0 R.EHALLAYTLGVK.Q Dimethyl:2H(4): 1, 12

6807 true 1844 1378.8702 1377.8472 1 11.47 318.6 36.5
78.8 
(M:78.8) 2 1 0 R.EHALLAYTLGVK.Q Dimethyl:2H(4): 1, 12

6808 true 1844 1634.7838 1633.777 1 -0.26 288.25 30.17
49.2 
(M:49.2) 1 1 0 K.NTFSQLSELHCDK.L Carbamidomethyl: 11; Dimethyl: 1, 13

6809 true 1845 2541.3632 2540.3639 1 -3.14 298.42 35.33
25.9 
(M:25.9) 1 1 1 R.VPVPDDRFDFLCQYHKPPSK.I

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 16, 20

6810 false 1846 2612.2582 2611.2377 1 5.08 189.31 30.67
20.3 
(M:20.3) 1 2 1

R.HFDCAYVYQNEKEVGDGIQQ
K.I

Carbamidomethyl: 4; Dimethyl: 1, 12, 
21

6811 true 1846 2612.2582 2611.2377 1 5.08 164.39 30.67
70.6 
(M:70.6) 1 1 1

R.HFDCAYVYQNENEVGEGIQK
K.I

Carbamidomethyl: 4; Dimethyl: 1, 20, 
21



6812 false 1847 1297.7556 1296.7554 1 -5.49 197.92 35.5
19.5 
(M:19.5) 1 72.32 2 1 R.IKDLEVLFHR.S Dimethyl: 2

6813 true 1847 1635.8878 1634.8507 1 18.21 291.7 36.33
52.4 
(M:52.4) 1 1 0 R.QWYEAHYALPLGR.K Dimethyl:2H(4): 1

6814 true 1847 1706.8292 1705.8159 1 3.54 99.48 29.33
35.3 
(M:35.3) 1 1 0 R.LGATPEEESAYVAGER.R Dimethyl: 1

6815 false 1848 1395.7743 1394.7994 1 -23.17 377.32 35.5
18.0 
(M:18.0) 2 3 1 K.AVDSLVPIGRGQR.E Dimethyl: 1

6816 true 1848 1837.8486 1836.8329 1 4.59 198.83 29.33
36.6 
(M:36.6) 1 1 0 R.SGGDFQQDFHVDPSNR.L Dimethyl:2H(4): 1

6817 true 1849 1248.6575 1247.651 1 -0.59 125.05 30
19.1 
(M:19.1) 1 1 0 R.ESVFIVEGGQR.A Dimethyl: 1

6818 true 1849 1284.7265 1283.7097 1 7.39 359.66 34
18.1 
(M:18.1) 1 50 1 1 K.KDVDNAYMIK.V Dimethyl:2H(4): 1; Dimethyl: 1, 10



6819 true 1849 1678.8558 1677.8111 1 22.32 217.31 36.33
44.2 
(M:44.2) 1 1 0 R.STYNHLSSWLTDAR.N Dimethyl: 1

6820 false 1850 852.5383 851.5229 1 9.49 514.83 36.67
15.3 
(M:15.3) 1 10 1 K.HTKTPLK.F Dimethyl: 7

6821 false 1850 1292.804 1291.8053 1 -6.66 46.09 33
16.1 
(M:16.1) 1 2 1 R.IGKIEGFEVLK.K Dimethyl:2H(4): 1; Dimethyl: 11

6822 true 1850 1892.9534 1891.9502 1 -2.18 350.82 30.67
32.0 
(M:32.0) 1 1 1 K.DKFNECGHVLYADIK.M

Carbamidomethyl: 6; Dimethyl: 1, 2, 
15

6823 false 1851 1573.7695 1572.7797 1 -11.12 155.89 34.67
15.7 
(M:15.7) 1 2 0 R.YHQQNPAAVVYQR.S

6824 true 1851 1573.7695 1572.7573 1 3.16 187.34 34.67
38.3 
(M:38.3) 2 1 0 K.GAVYSFDPVGSYQR.D Dimethyl: 1

6825 false 1852 931.5476 930.5572 1 -18.11 254.63 32.83
16.7 
(M:16.7) 1 3 1 K.IIKEAMAK.G Dimethyl: 1



6826 false 1852 972.558 971.5637 1 -13.29 251.17 38.5
18.8 
(M:18.8) 2 2 1 K.QLKACHR.D

Carbamidomethyl: 5; Dimethyl:2H(4): 
3; Dimethyl: 1

6827 true 1852 1577.7936 1576.7824 1 2.48 210.32 34.67
51.8 
(M:51.8) 2 1 0 K.GAVYSFDPVGSYQR.D Dimethyl:2H(4): 1

6828 true 1852 1782.9278 1781.9247 1 -2.32 234.54 35.5
33.6 
(M:33.6) 1 1 0 K.AEHVMVPIVTFNNQR.Q Dimethyl: 1

6829 true 1852 2031.9765 2030.9657 1 1.71 118.32 29.5
152.8 
(M:152.8) 1 1 0

R.GTVQPASNFNDDGDAQVLR.
K Dimethyl: 1

6830 false 1853 949.481 948.4699 1 4.04 347.46 32.83
16.4 
(M:16.4) 1 5 1 K.DDQMLKR.R Oxidation: 4; Dimethyl: 6

6831 true 1853 1473.7938 1472.7835 1 2.04 222.19 30
24.6 
(M:24.6) 1 1 0 K.TAIANASTLAEVER.L Dimethyl: 1

6832 true 1853 1606.8625 1605.8411 1 8.75 282.39 35.17
58.8 
(M:58.8) 2 1 0 K.MIKPFFHSLCDK.F

Carbamidomethyl: 10; Dimethyl: 1, 3, 
12



6833 true 1853 1895.0028 1894.0349 1 -20.79 60.85 34.83
17.7 
(M:17.7) 1 1 1 R.VVDALGNPIDGKSSFTSK.S Dimethyl:2H(4): 1; Dimethyl: 18

6834 true 1853 2036.0022 2034.9909 1 1.98 151.4 29.5
114.5 
(M:114.5) 1 1 0

R.GTVQPASNFNDDGDAQVLR.
K Dimethyl:2H(4): 1

6835 true 1853 2347.1174 2346.1029 1 3.09 244.76 30.33
77.0 
(M:77.0) 1 1 1 R.ASFNHFDRDHSGTLGPEEFK.A Dimethyl: 1, 20

6836 true 1854 986.5429 985.5193 1 16.55 272.26 38.5
18.1 
(M:18.1) 1 1 0 K.VALQGDEVR.K

6837 true 1854 1520.7762 1519.7631 1 3.86 181.96 30
22.4 
(M:22.4) 1 1 0 R.AQEEFSQGILTNR.S Dimethyl: 1

6838 true 1854 2045.9283 2044.9086 1 6.07 145.41 29.33
34.3 
(M:34.3) 1 1 0

R.AASPDGSGSWQAADLGNEER
.K Dimethyl: 1

6839 true 1854 2223.1741 2222.1518 1 6.78 228.26 34.67
71.7 
(M:71.7) 1 1 0 R.LHTVYQTVELPETHQMLR.Q Dimethyl: 1



6840 true 1854 2355.1669 2354.1531 1 2.75 257.64 30.33
33.9 
(M:33.9) 1 1 1 R.ASFNHFDRDHSGTLGPEEFK.A Dimethyl:2H(4): 1, 20

6841 true 1855 972.554 971.5553 1 -8.77 276.29 32.83
78.8 
(M:78.8) 22 1 0 R.AGLQFPVGR.V Dimethyl: 1

6842 true 1855 972.554 971.5553 1 -8.77 276.29 32.83
78.8 
(M:78.8) 22 1 0 R.AGLQFPVGR.V Dimethyl: 1

6843 true 1855 972.554 971.5553 1 -8.77 276.29 32.83
78.8 
(M:78.8) 22 1 0 R.AGLQFPVGR.I Dimethyl: 1

6844 true 1855 2096.1574 2095.1538 1 -1.74 239.03 35.5
50.8 
(M:50.8) 3 1 0 R.NTINNIAVRPGLEGYALPR.K Dimethyl: 1

6845 false 1855 2227.1905 2226.1905 1 -3.23 340.83 34.67
16.7 
(M:16.7) 1 2 1 K.FLMANGQLVKMLLYTEVTR.Y

6846 true 1855 2227.1905 2226.1769 1 2.87 315.92 34.67
60.1 
(M:60.1) 1 1 0 R.LHTVYQTVELPETHQMLR.Q Dimethyl:2H(4): 1



6847 false 1856 976.5778 975.5552 1 15.66 287.14 32.83
21.6 
(M:21.6) 3 3 1 R.AGDRWLAR.G Dimethyl:2H(4): 1

6848 true 1856 1594.7973 1593.7821 1 4.94 168.24 30
46.4 
(M:46.4) 1 1 1 R.CQSLQEDLDFRK.N Carbamidomethyl: 1; Dimethyl: 1, 12

6849 true 1856 1618.9452 1617.9164 1 13.25 280.57 35.17
50.9 
(M:50.9) 2 1 0 K.MIKPFFHSLCDK.F

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 3, 12

6850 true 1856 1742.9538 1741.9185 1 16.07 185.75 36.83
42.2 
(M:42.2) 1 1 0 K.IFVMATHGLLSSDAPR.L Dimethyl: 1

6851 true 1856 2309.2918 2308.2825 1 0.89 201.13 35.5
61.8 
(M:61.8) 1 1 1 K.LKGEMMDLQHGSLFLQTHK.I Dimethyl:2H(4): 1, 2, 19

6852 true 1856 2537.1483 2536.1297 1 4.46 251.37 30.33
45.1 
(M:45.1) 1 1 0

K.CESAPGCGTWQRPMIDNPNY
K.G

Carbamidomethyl: 1, 7; Dimethyl: 1, 
21

6853 true 1857 2674.1259 2673.0932 1 9.49 222.72 30.17
139.7 
(M:139.7) 1 1 0

R.SMDSYLNQSYGMESHGGGG
GGGGGGGNR.F Dimethyl: 1



6854 false 1858 884.5519 883.5379 1 7.6 446.58 34.83
19.0 
(M:19.0) 2 6 1 K.KEDPVLK.V Dimethyl: 1, 7

6855 true 1858 884.5519 883.5491 1 -5.1 444.98 34.83
27.4 
(M:27.4) 1 1 0 K.GAIDVLIR.E Dimethyl: 1

6856 true 1858 926.4576 925.4514 1 -1.15 217.37 35.83
33.5 
(M:33.5) 1 1 0 K.NMMLFSR.Q Dimethyl: 1

6857 false 1858 1069.6369 1068.6555 1 -24.2 213.92 38.33
16.2 
(M:16.2) 1 50 2 1 K.KMILTFEK.R Dimethyl:2H(4): 1; Dimethyl: 8

6858 false 1858 1786.9803 1785.9825 1 -5.26 209.77 33.17
18.7 
(M:18.7) 1 4 1 R.SEATKHIQSSVENHK.W Dimethyl:2H(4): 1, 5; Dimethyl: 15

6859 true 1858 1786.9803 1785.9625 1 5.91 179.84 33.17
50.4 
(M:50.4) 2 1 0 R.ISQPTYIPTQQDVLR.T Dimethyl: 1

6860 false 1858 1786.9803 1785.9737 1 -0.37 159.85 33.17
33.6 
(M:33.6) 2 2 1 R.IARADYIPTQQDVLR.T Dimethyl: 1



6861 true 1858 1922.9972 1921.9686 1 11.08 279.27 36.83
71.5 
(M:71.5) 2 1 0 R.QYYTLLNQAPDYLHR.F Dimethyl: 1

6862 true 1858 2678.1539 2677.1183 1 10.55 316.86 30.17
119.7 
(M:119.7) 1 1 0

R.SMDSYLNQSYGMESHGGGG
GGGGGGGNR.F Dimethyl:2H(4): 1

6863 true 1859 906.527 905.5273 1 -8.3 142.83 34.83
28.3 
(M:28.3) 2 1 0 R.GDFIPGLR.V Dimethyl:2H(4): 1

6864 true 1859 985.4538 984.4553 1 -8.83 77.75 29.5
33.1 
(M:33.1) 1 1 0 R.EYVDFER.E Dimethyl: 1

6865 false 1859 985.4538 984.4553 1 -8.83 111.58 29.5
18.7 
(M:18.7) 1 2 0 R.EFEEYIR.D

6866 true 1859 1927.0258 1925.9938 1 12.85 182.38 36.83
109.8 
(M:109.8) 2 1 0 R.QYYTLLNQAPDYLHR.F Dimethyl:2H(4): 1

6867 false 1860 1034.5107 1033.4975 1 5.75 216.11 35.67
15.1 
(M:15.1) 1 2 1 R.LEAEGRGMR.E Oxidation: 8



6868 true 1860 1099.5981 1098.6033 1 -11.36 203.11 29.5
21.2 
(M:21.2) 1 1 0 K.QGDQIEIIR.L Dimethyl: 1

6869 false 1860 1099.5981 1098.6033 1 -11.36 150.55 29.5
15.7 
(M:15.7) 1 2 0 R.ETSLAIGQPR.S Dimethyl: 1

6870 true 1860 1148.6696 1147.6675 1 -4.51 299.53 38.33
45.1 
(M:45.1) 1 1 0 K.CIPYSVLLK.D Carbamidomethyl: 1; Dimethyl: 1, 9

6871 true 1860 1191.6867 1190.7073 1 -23.42 177.01 33
24.1 
(M:24.1) 1 1 1 R.RGDLPFVVTR.R Dimethyl:2H(4): 1

6872 true 1860 1691.0339 1690.0141 1 7.36 225.15 35
88.1 
(M:88.1) 2 1 1 K.TKDGQILPVPNVVVR.D Dimethyl: 1, 2

6873 true 1860 2000.0387 1999.0157 1 7.85 101.27 30
47.9 
(M:47.9) 1 1 1 K.KANLQIDQMNADLNAER.S Dimethyl: 1, 1

6874 true 1860 3214.7278 3213.6618 1 18.27 287.72 30.17
67.2 
(M:67.2) 1 1 0

K.IYQNIQDGSLDLNAAESGVQH
KPSAPQGGR.L Dimethyl:2H(4): 1, 22



6875 true 1861 741.3891 740.3857 1 -5.26 281.61 30.33
27.9 
(M:27.9) 1 1 0 R.FDIYR.K Dimethyl: 1

6876 false 1861 741.3891 740.3857 1 -5.26 264.44 30.33
23.0 
(M:23.0) 1 3 0 R.FDYIR.I Dimethyl: 1

6877 true 1861 741.3891 740.3857 1 -5.26 281.61 30.33
27.9 
(M:27.9) 1 1 0 R.FDLYR.A Dimethyl: 1

6878 true 1861 1113.5468 1112.5502 1 -9.58 271.21 29.67
59.3 
(M:59.3) 1 1 0 K.EQIYDVYR.Y Dimethyl: 1

6879 true 1861 1195.6876 1194.691 1 -8.94 188.93 32.83
35.9 
(M:35.9) 2 1 0 K.TLTPLASAYAR.S Dimethyl:2H(4): 1

6880 true 1861 1577.798 1576.7886 1 1.36 189.02 30.83
23.4 
(M:23.4) 1 1 1 R.KLYGDHDFLEER.H Dimethyl: 1, 1

6881 true 1861 2008.0896 2007.0659 1 8.19 181.3 30
49.3 
(M:49.3) 1 1 1 K.KANLQIDQMNADLNAER.S Dimethyl:2H(4): 1, 1



6882 true 1861 2321.3152 2320.2903 1 7.61 191.08 36.83
105.0 
(M:105.0) 1 1 1 K.LVINGHAITIFQERDPSNIK.W Dimethyl: 1, 20

6883 true 1862 1117.5716 1116.5753 1 -9.87 270.77 29.67
24.2 
(M:24.2) 1 1 0 K.EQIYDVYR.Y Dimethyl:2H(4): 1

6884 false 1862 1311.7734 1310.7446 1 16.43 406.49 35.83
18.8 
(M:18.8) 1 7 0 K.QLQAETEPIVK.M Dimethyl: 1, 11

6885 true 1862 2164.1886 2163.18 1 0.58 254.49 33.17
80.2 
(M:80.2) 1 1 0 K.WLNQNAVEVVNVKPQVDR.Y Dimethyl: 1, 13

6886 false 1863 886.5334 885.5284 1 -2.48 625.43 30.5
23.7 
(M:23.7) 1 5 0 R.QLESLIR.L Dimethyl: 1

6887 true 1863 1473.7953 1472.7776 1 7.06 329.88 36.83
30.4 
(M:30.4) 1 1 0 R.IHVQFFDVSPTR.G Dimethyl: 1

6888 true 1864 1011.5813 1010.5699 1 4.13 141.66 33.17
17.2 
(M:17.2) 1 1 0 R.SETFINLR.E Dimethyl:2H(4): 1



6889 false 1864 1161.648 1160.6653 1 -21.09 325.5 35.17
17.6 
(M:17.6) 1 6 1 K.ESDKLVATSK.I Dimethyl: 1, 4, 10

6890 true 1864 1161.648 1160.6302 1 9.08 441.26 35.17
54.8 
(M:54.8) 3 1 0 R.QANTGLFNLR.Q Dimethyl: 1

6891 true 1864 1477.8259 1476.8027 1 10.78 426.54 36.83
47.9 
(M:47.9) 1 1 0 R.IHVQFFDVSPTR.G Dimethyl:2H(4): 1

6892 true 1864 2051.0858 2050.0645 1 6.83 220.64 30
18.2 
(M:18.2) 1 1 0 -.MEDYHKPDQQTLQALK.D Dimethyl:2H(4): 6, 16; Acetyl: 1

6893 true 1865 1016.553 1015.5372 1 8.36 207.58 33.33
22.4 
(M:22.4) 1 1 1 R.NPMSDPKK.K Oxidation: 3; Dimethyl: 1, 7, 8

6894 true 1866 1080.5588 1079.54 1 10.69 279.48 31.5
29.4 
(M:29.4) 1 1 0 K.NTPAFFAER.L Dimethyl: 1

6895 true 1866 1420.7407 1419.7395 1 -4.3 248.26 30.17
17.4 
(M:17.4) 1 1 0 K.APSLESSAAAAEEK.D Dimethyl:2H(4): 1; Dimethyl: 14



6896 true 1867 1092.6314 1091.6227 1 1.35 298.23 30.33
46.7 
(M:46.7) 2 1 0 K.VLTSFGDAVK.N Dimethyl: 1, 10

6897 false 1867 1092.6314 1091.6311 1 -6.34 240.65 30.33
18.0 
(M:18.0) 1 2 0 K.AGAMEVVLVR.M Dimethyl:2H(4): 1; Oxidation: 4

6898 true 1867 1140.72 1139.7154 1 -2.31 353.55 35
38.7 
(M:38.7) 1 1 1 R.GLFIIDDKR.I Dimethyl:2H(4): 1, 8

6899 false 1867 1434.7549 1433.725 1 15.78 244.59 30.17
20.7 
(M:20.7) 2 54.48 5 1 -.KEDSLSGDASELK.M Dimethyl: 1, 13

6900 false 1868 1173.6367 1172.6398 1 -8.85 125.45 34.83
18.8 
(M:18.8) 1 2 1 R.HMKTHMHK.A

Dimethyl:2H(4): 1, 3; Oxidation: 2, 6; 
Dimethyl: 8

6901 true 1868 1173.6367 1172.6342 1 -4.09 152.91 34.83
20.5 
(M:20.5) 1 1 0 K.HFTEFVPLR.T Dimethyl: 1

6902 true 1868 1480.7044 1479.7028 1 -3.8 273.43 29.67
93.2 
(M:93.2) 1 1 0 K.QLICDPSYVSDR.V Carbamidomethyl: 4; Dimethyl: 1



6903 true 1868 1715.8326 1714.8216 1 2.15 261.58 33.67
57.8 
(M:57.8) 2 1 0 R.YFHFYNTGLQNQR.V Dimethyl: 1

6904 true 1868 1731.8564 1730.845 1 2.34 212.74 38.5
95.9 
(M:95.9) 5 1 0 R.NVVTIFSAPNYCYR.C Carbamidomethyl: 12; Dimethyl: 1

6905 true 1868 2262.1464 2261.1449 1 -2.55 281.65 35.83
52.6 
(M:52.6) 1 1 0 K.IAHSFHCTPIEGMLSHQLK.Q Carbamidomethyl: 7; Dimethyl: 1, 19

6906 true 1869 895.5145 894.5062 1 1.06 519.5 31
19.1 
(M:19.1) 1 1 0 R.DLSYLTK.Y Dimethyl: 1, 7

6907 true 1869 1484.7214 1483.7279 1 -9.3 92.73 29.67
29.4 
(M:29.4) 1 1 0 K.QLICDPSYVSDR.V

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

6908 true 1869 1735.8787 1734.8701 1 0.77 236.32 38.5
94.5 
(M:94.5) 4 1 0 R.NVVTIFSAPNYCYR.C

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

6909 true 1869 1736.0098 1734.9855 1 9.83 227.39 37
50.3 
(M:50.3) 1 1 1 K.EMVELPLRHPALFK.A Dimethyl: 1, 14



6910 true 1869 2270.2003 2269.1951 1 -0.94 360.67 35.83
44.8 
(M:44.8) 1 1 0 K.IAHSFHCTPIEGMLSHQLK.Q

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 19

6911 true 1869 2606.3433 2605.3298 1 2.38 247.97 30
73.3 
(M:73.3) 1 1 1

R.IPNQFQASPPCPSDESIKIEER.
Q

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 18

6912 false 1870 800.5131 799.5055 1 0.39 425.03 30.17
20.2 
(M:20.2) 1 7 0 K.IEIEIK.I Dimethyl: 1, 6

6913 false 1870 800.5131 799.5055 1 0.39 425.03 30.17
20.2 
(M:20.2) 1 7 0 K.LELEIK.N Dimethyl: 1, 6

6914 true 1870 1293.5882 1292.5716 1 7.2 247.93 35.17
19.9 
(M:19.9) 2 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; Oxidation: 2; 
Dimethyl: 1

6915 true 1870 1293.5882 1292.5716 1 7.2 247.93 35.17
19.9 
(M:19.9) 2 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; Oxidation: 2; 
Dimethyl: 1

6916 true 1870 1422.8313 1421.8242 1 -0.11 156.5 33.17
16.3 
(M:16.3) 1 1 0 K.SVPLATAPIIEQR.A Dimethyl: 1



6917 true 1870 1489.7359 1488.7308 1 -1.46 114.42 29.5
43.1 
(M:43.1) 1 1 0 K.ILDSVGIETDDER.L Dimethyl: 1

6918 true 1870 1746.9601 1745.9436 1 5.24 304.36 36.83
44.1 
(M:44.1) 1 1 0 K.IFVMATHGLLSSDAPR.L Dimethyl:2H(4): 1

6919 true 1871 1297.6103 1296.5967 1 4.9 258.26 35.17
41.6 
(M:41.6) 2 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1; Oxidation: 2

6920 true 1871 1297.6103 1296.5967 1 4.9 258.26 35.17
41.6 
(M:41.6) 2 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1; Oxidation: 2

6921 false 1871 1340.8136 1339.7976 1 6.47 215.26 34.83
22.9 
(M:22.9) 1 2 0 K.IYHSVIQLVLR.D

6922 true 1871 1580.7781 1579.7664 1 2.75 198.22 33.33
34.0 
(M:34.0) 1 1 0 R.LNPQEYLTSTACR.R Carbamidomethyl: 12; Dimethyl: 1

6923 true 1872 1002.5979 1001.5885 1 2.15 144.73 30.17
42.7 
(M:42.7) 1 1 0 K.GYESLLEK.C Dimethyl:2H(4): 1, 8



6924 true 1872 1356.764 1355.7561 1 0.44 235.7 34.83
28.5 
(M:28.5) 1 1 0 R.HYVVQEVLSVR.E Dimethyl: 1

6925 true 1872 1496.7955 1495.7894 1 -0.77 110.94 29.5
16.0 
(M:16.0) 1 1 0 K.EWLVGMLGAESTK.L

Dimethyl:2H(4): 1; Oxidation: 6; 
Dimethyl: 13

6926 true 1872 1784.9745 1783.9621 1 2.85 227.32 36.83
75.9 
(M:75.9) 1 1 0 K.QTELFAHFIQPAAQK.T Dimethyl: 1, 15

6927 true 1873 930.4914 929.4765 1 8.26 219.91 35.83
38.8 
(M:38.8) 1 1 0 K.NMMLFSR.Q Dimethyl:2H(4): 1

6928 true 1873 965.5109 964.5052 1 -1.61 122.39 31
34.6 
(M:34.6) 1 1 0 K.CGDLVFAK.M Carbamidomethyl: 1; Dimethyl: 1, 8

6929 true 1873 1094.6232 1093.6383 1 -20.47 240.1 30.17
26.6 
(M:26.6) 1 1 0 K.GGILPPEEVK.E Dimethyl: 1, 10

6930 true 1873 1240.7169 1239.7187 1 -7.32 223.55 30.5
52.0 
(M:52.0) 2 1 0 R.ETQALILAPTR.E Dimethyl: 1



6931 true 1873 1793.0183 1792.0123 1 -0.72 214.57 36.83
23.8 
(M:23.8) 1 1 0 K.QTELFAHFIQPAAQK.T Dimethyl:2H(4): 1, 15

6932 false 1874 821.4868 820.4663 1 16.07 830.09 32.83
26.6 
(M:26.6) 1 4 1 R.MIRMAK.E Oxidation: 4; Dimethyl: 1, 6

6933 false 1874 821.4868 820.4993 1 -24.12 311.58 32.83
16.4 
(M:16.4) 1 46.84 9 1 R.MKFLVR.R Dimethyl: 2

6934 true 1874 971.5303 970.5236 1 -0.63 150.32 31.17
33.5 
(M:33.5) 1 1 0 K.HELIEFR.R Dimethyl: 1

6935 false 1874 971.5303 970.5236 1 -0.63 167.26 31.17
16.6 
(M:16.6) 1 2 0 R.LNHQEFK.S Dimethyl: 1, 7

6936 true 1874 992.5534 991.5525 1 -6.38 165.61 38.5
20.1 
(M:20.1) 1 1 0 R.NLLAAFCK.L Carbamidomethyl: 7; Dimethyl: 1, 8

6937 true 1874 1244.7535 1243.7438 1 1.97 202.6 30.33
23.0 
(M:23.0) 1 1 0 R.ETQALILAPTR.E Dimethyl:2H(4): 1



6938 true 1874 1589.7657 1588.7555 1 1.82 152.6 29.67
79.8 
(M:79.8) 1 1 0 R.ELPPDQAEYCIAR.M Carbamidomethyl: 10; Dimethyl: 1

6939 true 1875 826.4772 825.467 1 3.48 505.59 33
22.2 
(M:22.2) 1 1 0 R.MSYILK.D Oxidation: 1; Dimethyl: 1, 6

6940 true 1875 975.5545 974.5487 1 -1.51 103.88 31.17
29.3 
(M:29.3) 1 1 0 K.HELIEFR.R Dimethyl:2H(4): 1

6941 true 1875 1593.7928 1592.7806 1 3.07 207.69 29.67
58.3 
(M:58.3) 1 1 0 R.ELPPDQAEYCIAR.M

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

6942 false 1875 1593.7928 1592.8195 1 -21.33 233.34 29.67
30.7 
(M:30.7) 1 2 0 R.ILGADTSAELEETGR.V Dimethyl:2H(4): 1

6943 true 1876 837.4828 836.4728 1 3.29 449.79 33
15.7 
(M:15.7) 1 1 0 K.AVLMSER.V Dimethyl:2H(4): 1

6944 true 1876 1527.7147 1526.7138 1 -4.18 207.23 34.83
35.1 
(M:35.1) 1 1 0 K.CDFTHMSQYFK.A

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 11



6945 false 1877 772.4881 771.4742 1 8.57 313.49 33.5
27.2 
(M:27.2) 1 9 0 R.LIEELK.N Dimethyl: 6

6946 false 1877 772.4881 771.4742 1 8.57 340.35 33.5
33.9 
(M:33.9) 2 2 0 K.LELEIK.N Dimethyl: 6

6947 true 1877 772.4881 771.4742 1 8.57 340.35 33.5
39.1 
(M:39.1) 2 1 0 K.IEIEIK.I Dimethyl: 6

6948 true 1877 1204.6021 1203.5896 1 4.34 184.27 31.33
41.5 
(M:41.5) 1 1 0 K.FVMQEEFSR.D Dimethyl:2H(4): 1

6949 true 1877 1329.6792 1328.6663 1 4.28 210.18 30.33
32.3 
(M:32.3) 1 1 0 R.SANTIPYDFNR.V Dimethyl:2H(4): 1

6950 true 1877 1565.8004 1564.7936 1 -0.33 263.71 34.83
78.6 
(M:78.6) 1 1 0 K.AQPNQTTFWEGVR.N Dimethyl:2H(4): 1

6951 true 1877 2108.1988 2107.179 1 5.93 232.38 36.83
59.8 
(M:59.8) 1 1 0 K.QQAHDLLISKPDGTFLLR.F Dimethyl: 1, 10



6952 true 1878 849.462 848.4612 1 -7.66 509 32.83
19.3 
(M:19.3) 1 1 0 R.TILMMGR.Y Dimethyl: 1

6953 false 1878 1356.6819 1355.6834 1 -6.41 277.97 30.33
22.4 
(M:22.4) 1 2 0 K.SHPVDDFVGLSR.L Dimethyl: 1

6954 true 1878 1373.7502 1372.7537 1 -7.8 230.98 38.67
17.4 
(M:17.4) 1 1 0 K.NLYTAMPLPIGR.D Dimethyl: 1

6955 true 1878 2116.2496 2115.2292 1 6.21 257.78 36.83
37.0 
(M:37.0) 1 1 0 K.QQAHDLLISKPDGTFLLR.F Dimethyl:2H(4): 1, 10

6956 true 1878 2124.0364 2123.0243 1 2.24 145.09 29.5
73.2 
(M:73.2) 1 1 0 R.INNVPAEGENEVNNELANR.M Dimethyl: 1

6957 false 1879 853.4826 852.4863 1 -12.87 462.96 32.83
15.6 
(M:15.6) 1 2 0 R.TILMMGR.Y Dimethyl:2H(4): 1

6958 true 1879 898.566 897.5648 1 -6.73 195.78 33.5
15.6 
(M:15.6) 1 1 0 K.LAVEAVLR.L Dimethyl: 1



6959 true 1879 2128.0622 2127.0494 1 2.59 195.08 29.5
68.8 
(M:68.8) 1 1 0 R.INNVPAEGENEVNNELANR.M Dimethyl:2H(4): 1

6960 true 1879 2146.1798 2145.1582 1 6.63 209.39 37
45.0 
(M:45.0) 1 1 0 R.IHTYLQSTRPIIDLYER.M Dimethyl: 1

6961 true 1880 1159.5928 1158.5815 1 3.44 319.74 31.67
36.3 
(M:36.3) 1 1 0 R.DAAAALAAMNGR.K Dimethyl: 1

6962 true 1880 1235.618 1234.5982 1 10.11 151 30.33
51.2 
(M:51.2) 1 1 0 R.FPFESPEAQR.L Dimethyl: 1

6963 true 1880 2145.0445 2144.0346 1 1.24 140.63 29.5
72.8 
(M:72.8) 1 1 1 R.QAQQERDELADEIANSSGK.G Dimethyl: 1, 19

6964 false 1881 897.5266 896.5371 1 -19.86 538.08 32.83
15.2 
(M:15.2) 1 2 0 R.IFSAYIK.E Dimethyl: 1, 7

6965 true 1881 1139.6704 1138.675 1 -10.46 372.96 35.83
20.4 
(M:20.4) 1 1 0 K.LPSFELLHK.E Dimethyl: 1, 9



6966 true 1881 1689.9038 1688.9148 1 -10.82 238.98 35
84.4 
(M:84.4) 2 1 0 R.GPTGAVLFDGAGQAQLR.H Dimethyl:2H(4): 1

6967 true 1881 2153.091 2152.0848 1 -0.48 143.58 29.5
80.9 
(M:80.9) 1 1 1 R.QAQQERDELADEIANSSGK.G Dimethyl:2H(4): 1, 19

6968 true 1882 983.5512 982.5488 1 -4.88 193.74 33.33
32.7 
(M:32.7) 1 1 0 K.YVIYIER.V Dimethyl: 1

6969 true 1882 1147.7278 1146.7252 1 -4.15 395.05 35.83
23.4 
(M:23.4) 1 1 0 K.LPSFELLHK.E Dimethyl:2H(4): 1, 9

6970 false 1882 1289.6581 1288.6632 1 -9.6 84.95 30.17
21.4 
(M:21.4) 1 2 0 R.DVVCLVQCLR.L Carbamidomethyl: 4, 8; Dimethyl: 1

6971 true 1882 2265.063 2264.0557 1 0.01 204.52 29.5
39.1 
(M:39.1) 1 1 1

R.AVYDEQGTVDEEGEALRAER.
D Dimethyl: 1

6972 true 1883 1269.7382 1268.7241 1 5.39 268.76 37.17
60.6 
(M:60.6) 1 1 0 R.YIHLENLLAR.S Dimethyl: 1



6973 true 1883 1389.7434 1388.7131 1 16.59 210.13 31.17
19.6 
(M:19.6) 1 50 1 1 K.KAMELADDAMSK.D Dimethyl:2H(4): 1, 12; Oxidation: 3

6974 true 1883 1807.9356 1806.9337 1 -2.94 219.14 34.83
70.3 
(M:70.3) 1 1 0 R.NDGAAIHAAVSTIAQNAR.T Dimethyl: 1

6975 true 1884 1811.9531 1810.9588 1 -7.15 283.78 34.83
81.3 
(M:81.3) 1 1 0 R.NDGAAIHAAVSTIAQNAR.T Dimethyl:2H(4): 1

6976 true 1884 2608.2476 2607.2565 1 -6.22 213.73 29.67
52.6 
(M:52.6) 1 1 1

R.NPPAVAQPDFSSDEEREPTPI
GAR.G Dimethyl: 1

6977 true 1885 1009.5381 1008.5426 1 -11.68 200.01 33
22.8 
(M:22.8) 1 1 0 K.TIVMGASFR.N Dimethyl: 1

6978 true 1885 1338.6797 1337.6616 1 8.11 251.36 30.17
43.5 
(M:43.5) 1 1 0 R.YGEPSEVFINR.D Dimethyl: 1

6979 true 1885 1645.7908 1644.7834 1 0.06 281.31 30.5
86.8 
(M:86.8) 2 1 0 R.GYAFNHSADFETVR.M Dimethyl:2H(4): 1



6980 true 1886 1047.5878 1046.5873 1 -6.44 297.32 33
57.0 
(M:57.0) 2 1 0 R.SALFAQINR.G Dimethyl: 1

6981 true 1886 1342.699 1341.6867 1 3.75 283.53 30.17
33.1 
(M:33.1) 1 1 0 R.YGEPSEVFINR.D Dimethyl:2H(4): 1

6982 true 1886 1892.0233 1890.9952 1 11 292.88 37
27.1 
(M:27.1) 1 1 0 K.LLGPTSGGSHDGLIPWTR.F Dimethyl: 1

6983 true 1887 764.3852 763.3865 1 -11.2 249.34 29.67
22.6 
(M:22.6) 1 1 0 R.DAFDLR.M Dimethyl: 1

6984 true 1887 1051.6137 1050.6124 1 -5.63 335.29 33
33.4 
(M:33.4) 2 1 0 R.SALFAQINR.G Dimethyl:2H(4): 1

6985 false 1887 1165.6848 1164.6553 1 19.01 406.44 35.33
16.5 
(M:16.5) 1 2 0 R.QANTGLFNLR.Q Dimethyl:2H(4): 1

6986 true 1887 1325.7976 1324.7867 1 2.73 318.65 36
61.9 
(M:61.9) 1 1 1 R.IKDLEVLFHR.S Dimethyl: 1, 2



6987 false 1888 1167.6583 1166.6379 1 11.21 174.48 35.5
29.6 
(M:29.6) 1 3 1 R.ALKTQMSQGR.S Dimethyl:2H(4): 1; Oxidation: 6

6988 false 1888 1167.6583 1166.6408 1 8.79 412.05 35.5
20.7 
(M:20.7) 2 6 1 R.ETHLKNELR.K Dimethyl: 1

6989 true 1888 1167.6583 1166.6448 1 5.35 412.58 35.5
67.0 
(M:67.0) 2 1 0 K.QLFLQTYAR.G Dimethyl: 1

6990 true 1888 1333.8372 1332.8369 1 -5.25 384.72 36
52.9 
(M:52.9) 1 1 1 R.IKDLEVLFHR.S Dimethyl:2H(4): 1, 2

6991 true 1888 2150.1974 2149.1833 1 3.14 271.76 37
35.4 
(M:35.4) 1 1 0 R.IHTYLQSTRPIIDLYER.M Dimethyl:2H(4): 1

6992 true 1889 860.5369 859.528 1 1.97 543.35 38.83
26.7 
(M:26.7) 3 1 0 K.NFLAVLR.G Dimethyl: 1

6993 true 1889 1171.7022 1170.6699 1 21.38 111.23 35.5
28.2 
(M:28.2) 1 1 0 K.QLFLQTYAR.G Dimethyl:2H(4): 1



6994 true 1889 1187.6818 1186.6822 1 -6.5 158.37 33
50.2 
(M:50.2) 2 1 1 R.RGDLPFVVTR.R Dimethyl: 1

6995 true 1889 1240.5738 1239.574 1 -6.02 192.5 33.33
22.7 
(M:22.7) 1 1 0 R.MGLAMGSNFER.T Dimethyl: 1

6996 false 1889 1443.8065 1442.7927 1 4.52 355.49 30.17
17.8 
(M:17.8) 1 6 1 K.MNIASGFKQMLK.E

Dimethyl:2H(4): 8; Oxidation: 10; 
Dimethyl: 12

6997 true 1889 1734.9022 1733.8787 1 9.34 248.34 30.33
127.5 
(M:127.5) 1 1 0 K.FFHNGNAIDDGVQIR.G Dimethyl:2H(4): 1

6998 true 1890 1244.5986 1243.5991 1 -6.27 165.77 33.33
32.9 
(M:32.9) 1 1 0 R.MGLAMGSNFER.T Dimethyl:2H(4): 1

6999 true 1890 1706.8797 1705.8747 1 -1.34 103.58 31
40.1 
(M:40.1) 1 1 0 K.HQNSVDDTIVALNPR.A Dimethyl: 1

7000 true 1890 1862.9355 1861.9323 1 -2.16 229.95 30.5
78.5 
(M:78.5) 1 1 0 R.IFHELTQSDQALYNR.L Dimethyl: 1



7001 false 1890 1862.9355 1861.9179 1 5.57 228.15 30.5
18.1 
(M:18.1) 1 2 1 R.LNPMAIESPAMDFSRR.L Dimethyl: 1

7002 true 1890 2417.3139 2416.2545 1 21.57 178.22 37
16.2 
(M:16.2) 1 1 1

K.RVIISAPSADAPMFVMGVNH
EK.Y Dimethyl:2H(4): 22; Oxidation: 16

7003 false 1891 815.5212 814.5214 1 -9.24 652.88 35
18.7 
(M:18.7) 2 5 0 K.INGQPVK.I Dimethyl:2H(4): 1; Dimethyl: 7

7004 false 1891 815.5212 814.5214 1 -9.24 425 35
23.3 
(M:23.3) 1 2 0 R.IGLLDPR.W Dimethyl:2H(4): 1

7005 true 1891 1255.7583 1254.766 1 -11.91 148.53 33.33
24.1 
(M:24.1) 1 1 1 K.LREEVVTLIR.S Dimethyl: 1

7006 true 1891 1269.7139 1268.7241 1 -13.76 206.66 32.83
25.7 
(M:25.7) 1 1 1 K.DKWSPALQIR.T Dimethyl: 1, 2

7007 false 1891 1269.7139 1268.7201 1 -10.59 190.65 32.83
21.5 
(M:21.5) 1 2 1 R.NEISPRSGLIR.V Dimethyl: 1



7008 true 1891 1503.7382 1502.7327 1 -1.14 250.93 30.17
15.9 
(M:15.9) 1 1 0 -.MAEYLASIFGTEK.D Oxidation: 1; Dimethyl: 13

7009 true 1891 1866.9637 1865.9574 1 -0.5 298.16 30.5
100.0 
(M:100.0) 1 1 0 R.IFHELTQSDQALYNR.L Dimethyl:2H(4): 1

7010 true 1891 2425.2804 2424.2658 1 3.05 164.45 37
57.9 
(M:57.9) 2 1 1

K.RVIISAPSADAPMFVMGVNH
EK.Y Dimethyl: 1, 22

7011 true 1892 1785.8375 1784.8457 1 -8.66 356.36 35.83
19.5 
(M:19.5) 1 1 0 R.GFHCENSAHWPIFK.W Carbamidomethyl: 4; Dimethyl: 1, 14

7012 true 1892 1895.9456 1894.936 1 1.25 347.48 30.33
24.6 
(M:24.6) 2 1 0 R.LAGGPTPCEGHIEVFQR.G Carbamidomethyl: 8; Dimethyl: 1

7013 true 1892 2433.3334 2432.316 1 4.19 199.44 37
56.4 
(M:56.4) 1 1 1

K.RVIISAPSADAPMFVMGVNH
EK.Y Dimethyl:2H(4): 1, 22

7014 true 1893 1019.6126 1018.5961 1 9.09 577.41 35
19.8 
(M:19.8) 1 1 1 R.LGREVEEK.I Dimethyl:2H(4): 1; Dimethyl: 8



7015 true 1893 1316.6941 1315.6918 1 -3.82 224.31 33.33
53.8 
(M:53.8) 2 1 0 R.GLCAIAQAESLR.Y Carbamidomethyl: 3; Dimethyl: 1

7016 true 1893 1528.7567 1527.7392 1 6.68 205.37 30.17
19.7 
(M:19.7) 1 1 1 K.GDKFVMQEEFSR.D Dimethyl: 1, 3

7017 true 1894 1498.8171 1497.798 1 7.88 178.72 35.5
23.5 
(M:23.5) 1 1 1 R.RAAVFNPYTEFK.E Dimethyl: 1, 12

7018 true 1894 2040.0115 2039.0072 1 -1.45 182.87 30.33
57.3 
(M:57.3) 1 1 0 K.GGLNTPLHESDFSGVTPQR.Q Dimethyl: 1

7019 true 1895 1051.5638 1050.5648 1 -7.83 186.22 30
52.3 
(M:52.3) 2 1 0 K.GDYPLEAVR.M Dimethyl:2H(4): 1

7020 true 1895 1226.692 1225.6853 1 -0.44 108.33 37.17
19.3 
(M:19.3) 1 1 0 R.MVLAAAGGISHK.E Oxidation: 1; Dimethyl: 1, 12

7021 true 1895 1544.8131 1543.7995 1 4.12 129.05 30.17
47.9 
(M:47.9) 1 1 0 K.LPAENVQVNFTER.S Dimethyl: 1



7022 true 1896 1273.7637 1272.7492 1 5.68 227.89 37.17
57.3 
(M:57.3) 1 1 0 R.YIHLENLLAR.S Dimethyl:2H(4): 1

7023 true 1896 1548.8381 1547.8246 1 4.07 194.76 30.17
67.7 
(M:67.7) 1 1 0 K.LPAENVQVNFTER.S Dimethyl:2H(4): 1

7024 false 1897 1302.6505 1301.6688 1 -19.6 335.4 36.17
18.0 
(M:18.0) 1 4 1 R.SLQSVAEERAGR.H

7025 false 1897 1302.6505 1301.6438 1 -0.43 329.31 36.17
22.9 
(M:22.9) 1 2 1 K.LDKMPWEEVR.N

7026 true 1897 1562.9086 1561.894 1 4.69 214.37 37.17
67.5 
(M:67.5) 1 1 0 R.LVSLQHLDLLNNR.L Dimethyl: 1

7027 false 1898 772.4925 771.4854 1 -0.28 144.79 31.33
19.1 
(M:19.1) 1 4 1 K.VLDAVKK.H

7028 true 1898 1265.5858 1264.587 1 -6.72 135.97 29.67
62.3 
(M:62.3) 2 1 0 K.EAFNMIDQNR.D Dimethyl: 1



7029 true 1898 1597.8471 1596.8372 1 1.62 208.42 35
36.9 
(M:36.9) 1 1 0 K.NQDHYAVLGLGNIR.Y Dimethyl: 1

7030 false 1899 880.5131 879.5004 1 6.24 547.13 31.33
17.2 
(M:17.2) 1 9 0 K.DINPFSK.F Dimethyl:2H(4): 1; Dimethyl: 7

7031 true 1899 1269.6097 1268.6121 1 -7.68 115.95 29.67
57.0 
(M:57.0) 1 1 0 K.EAFNMIDQNR.D Dimethyl:2H(4): 1

7032 true 1899 1472.8359 1471.8187 1 6.71 411.5 32.83
51.3 
(M:51.3) 1 1 0 R.AYYHLLNQVAPK.G Dimethyl: 1, 12

7033 true 1899 1478.848 1477.8617 1 -14.18 346.79 33.33
25.6 
(M:25.6) 1 1 0 R.IETLDPALIRPGR.I Dimethyl: 1

7034 true 1900 1480.8607 1479.8689 1 -10.51 450.27 32.83
62.5 
(M:62.5) 1 1 0 R.AYYHLLNQVAPK.G Dimethyl:2H(4): 1, 12

7035 true 1900 1592.7804 1591.7817 1 -5.36 188.51 33.33
63.4 
(M:63.4) 1 1 0 K.HIGLVYSGMGPDYR.V Dimethyl: 1



7036 true 1901 728.4656 727.4592 1 -1.24 175.02 30.5
18.7 
(M:18.7) 1 1 0 R.ELGLIR.K Dimethyl: 1

7037 true 1901 1220.7028 1219.6875 1 6.58 158.75 35.67
67.0 
(M:67.0) 4 1 0 K.QQYFCGILK.Q

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 9

7038 true 1901 1596.8088 1595.8068 1 -3.29 248.63 33.33
94.0 
(M:94.0) 2 1 0 K.HIGLVYSGMGPDYR.V Dimethyl:2H(4): 1

7039 true 1901 1752.9034 1751.8842 1 6.75 154.81 30.17
66.5 
(M:66.5) 1 1 1 R.KLEVEANNAFDQYR.D Dimethyl: 1, 1

7040 false 1901 1752.9034 1751.9247 1 -16.3 269.3 30.17
19.8 
(M:19.8) 1 3 1 K.SKYDDFILVLTPWR.A

7041 true 1902 759.4052 758.4075 1 -12.64 266.02 30.5
33.5 
(M:33.5) 2 1 0 R.DAWALR.H Dimethyl: 1

7042 true 1902 1614.7477 1613.7521 1 -7.24 262.57 33
39.4 
(M:39.4) 1 1 0 R.HWAQICSGNPFNR.I Carbamidomethyl: 6; Dimethyl: 1



7043 true 1902 1760.9554 1759.9345 1 7.77 223.94 30.17
66.5 
(M:66.5) 1 1 1 R.KLEVEANNAFDQYR.D Dimethyl:2H(4): 1, 1

7044 false 1903 1248.7495 1247.7639 1 -17.34 250.46 36.17
18.1 
(M:18.1) 1 2 1 K.SKENISLLEK.E Dimethyl:2H(4): 10; Dimethyl: 1, 2

7045 true 1903 1684.8933 1683.8882 1 -1.33 259.98 33.5
26.6 
(M:26.6) 1 1 0 K.TDERPASYFAVAVAR.K Dimethyl:2H(4): 1

7046 false 1904 864.4251 863.4236 1 -6.75 568.56 30.67
19.5 
(M:19.5) 2 6 0 R.ETSDAITK.E

7047 true 1904 1677.8769 1676.8494 1 12.04 345.2 32.83
29.1 
(M:29.1) 1 50 1 1 R.KYEMFAQTLQQSR.G Dimethyl:2H(4): 1; Oxidation: 4

7048 true 1904 1753.8502 1752.8723 1 -16.76 131.81 33.83
15.7 
(M:15.7) 1 1 1 K.LKEFVDYYYSTNR.K Dimethyl: 1, 2

7049 false 1905 890.5286 889.5022 1 21.5 548.92 32
39.2 
(M:39.2) 1 2 0 K.LADFGLAR.A Dimethyl: 1



7050 false 1905 890.5286 889.5022 1 21.5 548.92 32
39.2 
(M:39.2) 1 2 0 K.LADFGLAR.A Dimethyl: 1

7051 false 1905 890.5286 889.5022 1 21.5 548.92 32
39.2 
(M:39.2) 1 2 0 K.IADFGLAR.L Dimethyl: 1

7052 false 1905 890.5286 889.5022 1 21.5 548.92 32
39.2 
(M:39.2) 1 2 0 K.LADFGLAR.I Dimethyl: 1

7053 true 1905 1710.9991 1709.9902 1 0.92 182.07 38.67
26.9 
(M:26.9) 1 1 1 R.CPVVLAPLLYPEKR.D Carbamidomethyl: 1; Dimethyl: 1, 13

7054 false 1906 901.5075 900.5078 1 -8.37 660.53 35.17
15.3 
(M:15.3) 1 4 1 R.EKEEMK.T

Dimethyl:2H(4): 1, 2; Oxidation: 5; 
Dimethyl: 6

7055 false 1906 901.5075 900.4826 1 19.53 715.08 35.17
15.3 
(M:15.3) 1 4 1 K.EKEEMR.K Dimethyl:2H(4): 1, 2; Oxidation: 5

7056 false 1906 903.5368 902.5487 1 -21.28 123.22 31.17
15.4 
(M:15.4) 1 4 0 R.DKPSQIR.F Dimethyl:2H(4): 1; Dimethyl: 2



7057 true 1906 1097.6353 1096.6353 1 -6.63 233.01 31.17
21.7 
(M:21.7) 1 1 1 R.LRLSPGPSSR.V Dimethyl: 1

7058 true 1906 1431.7354 1430.734 1 -4.11 378.82 36.17
47.0 
(M:47.0) 1 1 0 K.GISDLAQHYLMR.A Dimethyl: 1

7059 true 1906 1693.907 1692.9109 1 -6.57 205.02 33
84.8 
(M:84.8) 2 1 1 R.KYEMFAQTLQQSR.G Dimethyl:2H(4): 1, 1

7060 false 1906 1693.907 1692.8832 1 9.77 311.72 33
24.2 
(M:24.2) 1 50 2 1 K.KVQELQNSDTEQSK.K Dimethyl:2H(4): 1; Dimethyl: 14

7061 true 1906 1714.9628 1713.9414 1 8.26 232.53 35.67
50.5 
(M:50.5) 3 1 0 R.QVVQTPNTVLSTPFR.T Dimethyl: 1

7062 false 1907 1320.7219 1319.7235 1 -6.72 327.6 30.67
16.1 
(M:16.1) 1 6 1 R.QTPESKSSAPTK.S Dimethyl:2H(4): 12; Dimethyl: 1

7063 true 1907 1320.7219 1319.7085 1 4.59 261.5 30.67
73.1 
(M:73.1) 1 1 0 K.QVVESAYEVIR.L Dimethyl: 1



7064 false 1907 1320.7219 1319.6908 1 18.03 261.19 30.67
18.3 
(M:18.3) 1 3 0 R.LLYNSMDPVLR.A

7065 true 1907 1435.7637 1434.7591 1 -1.89 433.39 36.17
50.3 
(M:50.3) 1 1 0 K.GISDLAQHYLMR.A Dimethyl:2H(4): 1

7066 true 1907 1915.9642 1914.9476 1 4.86 235.83 35.5
68.1 
(M:68.1) 1 1 0 K.FNLSGTPGQYVPYSTTR.K Dimethyl: 1

7067 true 1908 1026.5881 1025.5869 1 -5.92 257.22 35.17
21.4 
(M:21.4) 1 1 0 K.AVDSLVPIGR.G

7068 true 1908 1324.7449 1323.7336 1 2.99 141.92 30.5
68.0 
(M:68.0) 1 1 0 K.QVVESAYEVIR.L Dimethyl:2H(4): 1

7069 true 1908 1380.7711 1379.7598 1 2.92 184.16 29.67
18.7 
(M:18.7) 1 1 1 K.EEFAEALRDLK.I Dimethyl:2H(4): 1; Dimethyl: 11

7070 true 1908 1470.7029 1469.7126 1 -11.49 285.89 36.17
32.4 
(M:32.4) 1 1 0 R.ICYIFHETFGR.T Carbamidomethyl: 2; Dimethyl: 1



7071 false 1909 919.549 918.5539 1 -13.24 294.4 33.5
15.8 
(M:15.8) 1 4 0 K.INYIQLK.L Dimethyl: 7

7072 true 1909 1012.504 1011.5025 1 -5.75 126.44 30.5
18.8 
(M:18.8) 1 1 0 R.AFFSEVER.R Dimethyl: 1

7073 true 1909 1135.6099 1134.6033 1 -0.61 265.05 31.17
27.2 
(M:27.2) 1 1 0 R.NLLEATYQR.K Dimethyl: 1

7074 true 1909 1880.0222 1879.0366 1 -11.52 250.72 36.17
25.2 
(M:25.2) 1 1 0 R.AHHFVEQVAQQLTLAR.R Dimethyl:2H(4): 1

7075 true 1909 1922.125 1921.1262 1 -4.37 304.51 33
37.1 
(M:37.1) 1 1 0 K.SIVIRPLEPQPAPHLAR.E Dimethyl: 1

7076 true 1910 2157.0803 2156.0763 1 -1.53 256.84 36.17
54.7 
(M:54.7) 1 1 0 K.ITSEQLHHFVQNNFTSAR.M Dimethyl: 1

7077 false 1911 961.5246 960.5175 1 -0.14 146.16 39
16.7 
(M:16.7) 1 4 1 K.NMLKNASR.K Dimethyl: 1



7078 true 1911 1009.5954 1008.5654 1 22.51 210.62 33.5
17.6 
(M:17.6) 2 1 1 R.ERLEFQR.Q Dimethyl:2H(4): 1

7079 true 1911 1032.6107 1031.6015 1 1.8 258.04 30.83
48.5 
(M:48.5) 1 1 0 K.QLFDQVVK.T Dimethyl: 1, 8

7080 true 1911 1032.6107 1031.6015 1 1.8 258.04 30.83
48.5 
(M:48.5) 1 1 0 K.QLFDQVVK.T Dimethyl: 1, 8

7081 true 1911 1032.6107 1031.6015 1 1.8 258.04 30.83
48.5 
(M:48.5) 1 1 0 K.QLFDQVVK.T Dimethyl: 1, 8

7082 true 1911 1387.8407 1386.8094 1 17.31 177.51 29.67
19.6 
(M:19.6) 1 1 1 K.EVLQDMVPPKK.H

Dimethyl:2H(4): 10; Oxidation: 6; 
Dimethyl: 1, 11

7083 true 1911 2161.0947 2160.1014 1 -6.47 287.5 36.17
50.8 
(M:50.8) 1 1 0 K.ITSEQLHHFVQNNFTSAR.M Dimethyl:2H(4): 1

7084 false 1912 868.5042 867.4854 1 13.21 447.25 35.83
16.3 
(M:16.3) 1 2 1 R.EKGFGFK.G Dimethyl: 1, 7



7085 true 1912 1037.5415 1036.5087 1 24.6 -1 33.5
41.4 
(M:41.4) 1 1 0 R.GAANTSNGDAK.E Dimethyl:2H(4): 11

7086 true 1912 1108.5964 1107.5924 1 -2.96 288.3 30.5
34.3 
(M:34.3) 1 1 0 K.STIGVEFATR.S Dimethyl: 1

7087 true 1912 1764.0091 1762.9941 1 4.38 213.3 37.33
31.4 
(M:31.4) 1 1 0 K.TTIENIQLPHTLLSR.F Dimethyl: 1

7088 false 1913 888.5421 887.5328 1 2.35 534.32 35.83
38.9 
(M:38.9) 4 3 0 R.GSDSLLLK.Q Dimethyl: 1, 8

7089 false 1913 888.5421 887.544 1 -10.29 583.07 35.83
33.7 
(M:33.7) 1 6 1 R.SSLLNAKK.L Dimethyl: 8

7090 true 1913 888.5421 887.5263 1 9.69 635.75 35.83
53.3 
(M:53.3) 3 1 0 R.QMSLLLR.R Dimethyl: 1

7091 true 1913 1045.6012 1044.5703 1 22.6 147.19 33.67
18.4 
(M:18.4) 2 1 0 K.EIVLETADK.E Dimethyl: 9



7092 true 1913 1270.6726 1269.6605 1 3.8 106.36 31.5
78.8 
(M:78.8) 1 1 0 K.NLQYYDISAK.S Dimethyl: 1, 10

7093 true 1913 1768.0254 1767.0192 1 -0.62 230.22 37.5
81.3 
(M:81.3) 1 1 0 K.TTIENIQLPHTLLSR.F Dimethyl:2H(4): 1

7094 true 1914 1411.607 1410.6085 1 -6.27 219.71 29.67
30.9 
(M:30.9) 1 1 0 R.GGAEQFMEETER.S Dimethyl: 1

7095 true 1915 1041.6251 1040.6168 1 0.96 260.74 36.5
15.3 
(M:15.3) 1 1 0 K.AAPQSPSVPK.K Dimethyl:2H(4): 1; Dimethyl: 10

7096 false 1915 1058.6353 1057.6019 1 24.62 252.61 39
18.2 
(M:18.2) 1 2 0 K.ILNDDTALK.E Dimethyl: 1, 9

7097 true 1915 1234.731 1233.7194 1 3.57 170.32 35.17
46.2 
(M:46.2) 1 1 0 R.HNNLDLVIIR.E Dimethyl: 1

7098 true 1915 1415.6368 1414.6337 1 -2.92 204.93 29.67
25.4 
(M:25.4) 1 1 0 R.GGAEQFMEETER.S Dimethyl:2H(4): 1



7099 true 1916 1311.7046 1310.6983 1 -0.73 184.29 31.17
34.6 
(M:34.6) 1 1 0 K.HRPDLIDFDK.L Dimethyl: 1, 10

7100 false 1917 972.5572 971.5651 1 -15.69 314.82 30.67
17.2 
(M:17.2) 1 2 1 R.SSEKLGPAK.D Dimethyl: 4, 9

7101 false 1917 972.5572 971.54 1 10.17 202.66 30.67
15.1 
(M:15.1) 1 5 1 R.AAEKVAEAR.K Dimethyl: 4

7102 false 1917 1138.7032 1137.706 1 -8.78 352.77 33.67
15.3 
(M:15.3) 1 2 1 K.LETYLKIAR.L Dimethyl:2H(4): 1

7103 true 1917 1138.7032 1137.706 1 -8.78 350.08 33.67
29.7 
(M:29.7) 2 1 0 R.LELVPVPPSR.H Dimethyl:2H(4): 1

7104 true 1917 1393.5825 1392.5842 1 -6.5 272.99 31.17
85.6 
(M:85.6) 1 1 0 K.CDPAGYYCGFK.A

Carbamidomethyl: 1, 8; Dimethyl: 1, 
11

7105 true 1917 1536.7164 1535.7079 1 0.8 130.7 30.83
82.8 
(M:82.8) 1 1 0 K.DFTPECQAAWQK.L Carbamidomethyl: 6; Dimethyl: 1, 12



7106 true 1917 2106.1018 2105.084 1 5 256.42 37.5
98.1 
(M:98.1) 1 1 0 R.ECLQALEFLHANQVIHR.D Carbamidomethyl: 2; Dimethyl: 1

7107 true 1918 1063.494 1062.4957 1 -8.38 309.1 33.17
29.2 
(M:29.2) 1 1 0 R.YLFYCNR.Y Carbamidomethyl: 5; Dimethyl: 1

7108 false 1918 1143.6739 1142.6659 1 0.6 568.42 33.67
15.1 
(M:15.1) 1 9 1 K.TDSRDKPLK.D Dimethyl: 1, 6, 9

7109 false 1918 1143.6739 1142.6659 1 0.6 275.74 33.67
22.6 
(M:22.6) 1 3 1 K.ELSAQQKALK.E Dimethyl: 10

7110 false 1918 1143.6739 1142.6659 1 0.6 247.9 33.67
15.8 
(M:15.8) 1 8 1 K.TLLADKGEIR.V Dimethyl: 1

7111 true 1918 1401.6384 1400.6345 1 -2.38 232.22 31.17
92.8 
(M:92.8) 1 1 0 K.CDPAGYYCGFK.A

Carbamidomethyl: 1, 8; 
Dimethyl:2H(4): 1, 11

7112 true 1918 1546.7095 1545.7133 1 -7.21 93.43 29.67
24.9 
(M:24.9) 1 1 0 K.YDPPLEDGAMPSAR.L Dimethyl: 1



7113 true 1919 1147.696 1146.691 1 -2.01 345.44 33.67
34.8 
(M:34.8) 3 1 0 R.IALTDNSLIR.K Dimethyl:2H(4): 1

7114 false 1919 1147.696 1146.691 1 -2.01 347.44 33.67
15.5 
(M:15.5) 1 9 1 K.TLLADKGEIR.V Dimethyl:2H(4): 1

7115 true 1919 1254.7064 1253.6881 1 8.8 231.17 36.5
37.0 
(M:37.0) 2 1 0 K.DGLAFNALIHR.H Dimethyl: 1

7116 true 1919 1286.613 1285.6097 1 -3.05 268.26 30.5
23.0 
(M:23.0) 1 1 0 K.CPSLEQYAMR.A

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

7117 true 1919 1464.7205 1463.7157 1 -1.72 281.39 31.17
32.1 
(M:32.1) 1 1 1 K.WFLNGREETER.V Dimethyl: 1

7118 true 1919 1579.7919 1578.789 1 -2.74 117.21 29.83
53.1 
(M:53.1) 1 1 0 R.TYLVNSDGEEVAVR.T Dimethyl: 1

7119 true 1920 1151.5847 1150.5805 1 -2.64 332.27 33.67
49.2 
(M:49.2) 1 1 0 R.MGSGIGFGIER.M Dimethyl: 1



7120 true 1920 1258.7394 1257.7132 1 15.08 241.33 36.5
63.8 
(M:63.8) 1 1 0 K.DGLAFNALIHR.H Dimethyl:2H(4): 1

7121 false 1920 1369.7749 1368.7765 1 -6.53 247.83 30.5
20.1 
(M:20.1) 1 2 1 R.LEKHELIEFR.R Dimethyl: 1, 3

7122 true 1921 1286.6905 1285.6601 1 17.99 311.65 36.67
69.4 
(M:69.4) 1 1 0 K.DGLGFCALIHR.H Carbamidomethyl: 6; Dimethyl: 1

7123 true 1921 1332.7948 1331.7925 1 -3.75 289.41 37.5
44.2 
(M:44.2) 1 1 0 R.ETVPVLLQHLR.K Dimethyl: 1

7124 true 1922 1068.564 1067.5508 1 5.58 270.54 35.67
35.0 
(M:35.0) 2 1 0 K.SAFLCGVMK.T Carbamidomethyl: 5; Dimethyl: 1, 9

7125 true 1922 1068.564 1067.5508 1 5.58 270.54 35.67
35.0 
(M:35.0) 2 1 0 K.SAFLCGVMK.T Carbamidomethyl: 5; Dimethyl: 1, 9

7126 true 1922 1226.6237 1225.6199 1 -2.87 178.76 33.17
19.9 
(M:19.9) 2 1 0 K.MLFSSNGGMVK.G Dimethyl: 1, 11



7127 true 1922 1290.7185 1289.6852 1 20.13 242.28 36.67
55.4 
(M:55.4) 1 1 0 K.DGLGFCALIHR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

7128 false 1922 1520.71 1519.7347 1 -21.06 168.26 31.5
21.9 
(M:21.9) 1 70.96 3 0 K.IYANFFPYGDASK.F Dimethyl: 13

7129 false 1922 1520.71 1519.7307 1 -18.41 191.73 31.5
37.6 
(M:37.6) 1 2 0 K.HPDASVNFSEFSK.K Dimethyl: 1, 13

7130 true 1922 1520.71 1519.7056 1 -1.87 190.25 31.5
116.8 
(M:116.8) 1 1 0 K.HPDSSVNFAEFSR.K Dimethyl: 1

7131 true 1923 890.5426 889.5385 1 -3.63 467.98 39
29.9 
(M:29.9) 4 1 0 K.NISFLLR.K Dimethyl: 1

7132 true 1923 1208.6896 1207.6863 1 -3.3 142.03 33.67
44.5 
(M:44.5) 4 1 0 K.GDFILTVQQR.G Dimethyl:2H(4): 1

7133 true 1923 1526.7924 1525.7889 1 -2.45 247.92 30.67
103.7 
(M:103.7) 1 1 0 K.QADLYISEGLHPR.I Dimethyl: 1



7134 true 1923 1688.82 1687.8166 1 -2.27 152.1 29.67
34.5 
(M:34.5) 1 1 0 R.ELGLQEDNPGVYNGR.W Dimethyl: 1

7135 true 1924 1530.8184 1529.814 1 -1.85 193.43 30.67
99.0 
(M:99.0) 1 1 0 K.QADLYISEGLHPR.I Dimethyl:2H(4): 1

7136 true 1924 1692.787 1691.7825 1 -1.64 174.77 29.83
80.0 
(M:80.0) 1 1 0 K.MDATANDVPSPYEVR.G Dimethyl: 1

7137 true 1925 1696.8081 1695.8076 1 -3.97 147.45 29.83
107.3 
(M:107.3) 1 1 0 K.MDATANDVPSPYEVR.G Dimethyl:2H(4): 1

7138 false 1926 1625.8412 1624.8359 1 -1.18 162.92 30.5
15.1 
(M:15.1) 1 2 0 K.DAYGSNAPSLTSAALR.W Dimethyl:2H(4): 1

7139 true 1926 2110.1281 2109.1091 1 5.53 246.51 37.5
59.2 
(M:59.2) 1 1 0 R.ECLQALEFLHANQVIHR.D

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

7140 true 1927 1458.8413 1457.8152 1 12.89 298.77 35.67
60.8 
(M:60.8) 1 1 0 R.SLVANLAAANCYK.K

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 13



7141 true 1927 2202.0863 2201.0688 1 4.66 244.94 37.5
90.1 
(M:90.1) 1 1 0 R.FQPGNGFSLLGAHTDSPCLR.V Carbamidomethyl: 18; Dimethyl: 1

7142 true 1928 1144.6548 1143.6478 1 -0.23 348.27 39.17
30.9 
(M:30.9) 1 1 0 M.TTQYGILFK.Q Dimethyl:2H(4): 9; Acetyl: 1

7143 false 1928 1144.6548 1143.6412 1 5.47 334.74 39.17
22.1 
(M:22.1) 1 2 1 K.FMKLYGTPR.N Dimethyl:2H(4): 3

7144 false 1928 1324.696 1323.6662 1 17 318.74 33
15.6 
(M:15.6) 1 4 0 K.FNGTWWAAPSR.C Dimethyl:2H(4): 1

7145 true 1928 1535.7897 1534.7643 1 11.82 275.81 36.5
65.1 
(M:65.1) 1 1 0 K.WYAPECILYHK.F Carbamidomethyl: 6; Dimethyl: 1, 11

7146 true 1928 1692.7283 1691.7357 1 -8.68 110.06 31.17
15.5 
(M:15.5) 1 1 1 R.MMGSEFDFEEMKR.K Dimethyl: 1, 12

7147 true 1928 2206.1108 2205.0939 1 4.39 283.03 37.5
108.7 
(M:108.7) 1 1 0 R.FQPGNGFSLLGAHTDSPCLR.V

Carbamidomethyl: 18; Dimethyl:2H(4): 
1



7148 true 1929 1716.8293 1715.8519 1 -17.39 159.58 31.33
85.0 
(M:85.0) 1 1 0 K.HQEPVYSVAFSPDGK.Y Dimethyl: 1, 15

7149 true 1929 2612.2679 2611.2816 1 -8.04 206.06 29.67
47.9 
(M:47.9) 1 1 1

R.NPPAVAQPDFSSDEEREPTPI
GAR.G Dimethyl:2H(4): 1

7150 false 1930 1397.8324 1396.8078 1 12.38 288.55 33.67
18.1 
(M:18.1) 1 4 1 R.SPKGWLVDLINK.F Dimethyl: 12

7151 true 1930 1516.9022 1515.8773 1 11.61 175.11 35.67
41.1 
(M:41.1) 3 1 1 K.RLDYQVALQNLK.R Dimethyl: 1, 12

7152 true 1930 1720.8537 1719.877 1 -17.78 150.46 31.33
50.5 
(M:50.5) 1 1 0 K.HQEPVYSVAFSPDGK.Y Dimethyl:2H(4): 1; Dimethyl: 15

7153 true 1930 2587.3208 2586.2941 1 7.52 227.57 37.5
20.4 
(M:20.4) 1 1 1

R.RSFDIPPPPMQSDHPFFSTISK.
D Dimethyl: 1, 22

7154 true 1931 853.4844 852.4677 1 11.01 306.06 35.33
18.2 
(M:18.2) 1 1 0 K.LGMDLTR.V Dimethyl:2H(4): 1; Oxidation: 3



7155 false 1931 1368.7831 1367.7421 1 24.68 329.35 33
16.5 
(M:16.5) 1 4 0 R.LLYNSMDPVLR.A Dimethyl:2H(4): 1; Oxidation: 6

7156 false 1931 1434.7041 1433.6973 1 -0.36 247.75 30.67
15.7 
(M:15.7) 1 3 0 R.WTELAGCTAEIR.N Carbamidomethyl: 7; Dimethyl: 1

7157 true 1931 1434.7041 1433.6868 1 6.99 228.69 30.67
19.4 
(M:19.4) 1 1 1 K.GSTCRIVCTQPR.R Carbamidomethyl: 4, 8

7158 true 1931 2595.3688 2594.3443 1 6.65 232.7 37.5
26.0 
(M:26.0) 1 1 1

R.RSFDIPPPPMQSDHPFFSTISK.
D Dimethyl:2H(4): 1, 22

7159 true 1932 956.5436 955.5491 1 -13.33 92.86 35.33
23.4 
(M:23.4) 1 1 0 K.IEPPGLFR.G Dimethyl: 1

7160 true 1932 1295.69 1294.6777 1 3.86 167.38 39
46.4 
(M:46.4) 1 1 0 R.CGNIASIMVFK.D Carbamidomethyl: 1; Dimethyl: 1, 11

7161 true 1933 1601.8946 1600.8937 1 -4 231.63 33
19.3 
(M:19.3) 1 1 0 K.VNKPTGFALGSIEGR.V Dimethyl: 1, 3



7162 true 1933 1709.9324 1708.9261 1 -0.57 183 36.5
25.6 
(M:25.6) 1 1 0 K.AYAHITGGGLLENIPR.V Dimethyl: 1

7163 true 1933 1827.8315 1826.8291 1 -2.66 176.38 31.17
41.7 
(M:41.7) 1 1 0 K.MTNGFSGADLTEICQR.A Carbamidomethyl: 14; Dimethyl: 1

7164 true 1934 1022.5704 1021.5758 1 -12.36 163.42 35.33
23.3 
(M:23.3) 2 1 0 K.GMAYIEFK.T Dimethyl:2H(4): 1, 8

7165 true 1934 1024.4354 1023.4444 1 -15.9 92.14 29.83
31.2 
(M:31.2) 1 1 0 -.MEGASFGAGR.A Acetyl: 1

7166 true 1934 1214.659 1213.6434 1 6.91 199.93 37.83
80.3 
(M:80.3) 6 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1

7167 true 1934 1214.659 1213.6434 1 6.91 199.93 37.83
80.3 
(M:80.3) 6 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1

7168 true 1934 1214.659 1213.6434 1 6.91 199.93 37.83
80.3 
(M:80.3) 6 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1



7169 true 1934 1515.733 1514.7253 1 0.29 171.31 30.83
77.5 
(M:77.5) 2 1 0 R.TTPSYVAFTDTER.L Dimethyl: 1

7170 true 1934 1515.733 1514.7253 1 0.29 171.31 30.83
77.5 
(M:77.5) 2 1 0 R.TTPSYVAFTDTER.L Dimethyl: 1

7171 true 1935 1780.9261 1779.9203 1 -0.8 264.5 33
64.8 
(M:64.8) 1 1 0 K.HIANYICGIQTIGHR.V Carbamidomethyl: 7; Dimethyl: 1

7172 true 1935 1937.9952 1936.9894 1 -0.8 102.71 31.17
17.8 
(M:17.8) 1 1 0 K.IRPGEQEQYESTIGFK.L Dimethyl: 1, 16

7173 true 1936 1047.5376 1046.5397 1 -8.93 170.78 30
41.0 
(M:41.0) 1 1 0 K.GDYPLEAVR.M Dimethyl: 1

7174 true 1936 1275.6588 1274.6547 1 -2.52 223.49 35.33
55.6 
(M:55.6) 1 1 0 R.AAYFGIYDTAK.G Dimethyl: 1, 11

7175 true 1936 1275.6588 1274.6547 1 -2.52 223.49 35.33
55.6 
(M:55.6) 1 1 0 R.AAYFGIYDTAK.G Dimethyl: 1, 11



7176 true 1936 1663.8174 1662.8036 1 3.95 220.05 30.67
54.6 
(M:54.6) 1 1 0 R.FGVAESCGLSPEQVR.R Carbamidomethyl: 7; Dimethyl: 1

7177 true 1936 1784.9508 1783.9454 1 -1.03 279.57 33
46.7 
(M:46.7) 1 1 0 K.HIANYICGIQTIGHR.V

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

7178 false 1937 1278.6811 1277.6723 1 1.16 277.69 36.33
15.2 
(M:15.2) 1 4 1 R.LKEETCVMLK.D Carbamidomethyl: 6; Dimethyl: 10

7179 true 1937 1278.6811 1277.6951 1 -16.67 369.48 36.33
22.0 
(M:22.0) 1 1 1 K.QVLKQEMENK.N Dimethyl:2H(4): 4

7180 true 1937 1926.1514 1925.1513 1 -3.72 187.02 33
31.6 
(M:31.6) 1 1 0 K.SIVIRPLEPQPAPHLAR.E Dimethyl:2H(4): 1

7181 true 1937 2186.3564 2185.3264 1 10.38 313.4 36.5
62.7 
(M:62.7) 1 1 0 K.LVEKPSPLTLAPHDFANIK.A Dimethyl:2H(4): 1, 4, 19

7182 false 1938 1283.7183 1282.7071 1 3.08 145.78 35.33
16.4 
(M:16.4) 1 3 1 R.LANKFEDSTVK.Y Dimethyl:2H(4): 1



7183 true 1938 1283.7183 1282.7049 1 4.77 181.31 35.33
33.2 
(M:33.2) 1 1 0 R.AAYFGIYDTAK.G Dimethyl:2H(4): 1, 11

7184 true 1938 1283.7183 1282.7049 1 4.77 181.31 35.33
33.2 
(M:33.2) 1 1 0 R.AAYFGIYDTAK.G Dimethyl:2H(4): 1, 11

7185 true 1938 1661.818 1660.8099 1 0.5 181.56 33.5
65.0 
(M:65.0) 1 1 0 R.MVPAGMGTGMGQVIER.M Dimethyl: 1

7186 true 1939 1148.6043 1147.5981 1 -0.91 204.26 29.83
23.1 
(M:23.1) 1 1 0 R.QTDPMIMLK.Q Oxidation: 5; Dimethyl: 1, 9

7187 false 1939 1148.6043 1147.6159 1 -16.37 140.11 29.83
20.8 
(M:20.8) 1 4 0 R.TVLQMDELK.C Oxidation: 5; Dimethyl: 1, 9

7188 false 1939 1148.6043 1147.6125 1 -13.44 285.15 29.83
23.0 
(M:23.0) 1 2 0 K.FDQLLAEEK.N Dimethyl: 1, 9

7189 true 1939 1292.6785 1291.6499 1 16.48 258.51 36.33
45.4 
(M:45.4) 1 1 0 K.GNFNYIEFTR.I Dimethyl:2H(4): 1



7190 true 1939 1665.8461 1664.835 1 2.26 247.01 33.5
64.1 
(M:64.1) 1 1 0 R.MVPAGMGTGMGQVIER.M Dimethyl:2H(4): 1

7191 true 1939 1810.9312 1809.9261 1 -1.19 276.03 31
111.2 
(M:111.2) 1 1 1 R.VFDKDGNGYISAAELR.H Dimethyl: 1, 4

7192 true 1939 2582.3148 2581.3096 1 -0.8 281.97 30.5
90.7 
(M:90.7) 1 1 0

R.SLTAASAALPSAGAGGAGGTG
TAGAAGPDIR.R Dimethyl: 1

7193 true 1940 1166.5538 1165.5553 1 -7.53 313.89 29.83
21.1 
(M:21.1) 1 1 0 K.QPEDDLFDR.L Dimethyl:2H(4): 1

7194 true 1940 1298.7341 1297.7441 1 -13.36 321.37 35.33
17.3 
(M:17.3) 1 1 1 K.NNSISSQNSKK.T Dimethyl:2H(4): 1, 10; Dimethyl: 11

7195 true 1941 1300.7148 1299.6761 1 24.17 164.43 35.5
25.4 
(M:25.4) 3 1 0 R.GTVTAFSPFDAR.A Dimethyl:2H(4): 1

7196 true 1941 1638.9436 1637.9253 1 6.73 252.48 37.83
79.3 
(M:79.3) 1 1 0 K.LVINGHAITIFQER.D Dimethyl: 1



7197 false 1942 829.5035 828.5069 1 -12.86 311.66 30.67
24.7 
(M:24.7) 2 6 0 K.LISDIIR.E

7198 true 1942 1382.8115 1381.8333 1 -21.07 253.8 35.83
26.8 
(M:26.8) 1 1 1 R.WLENSLKALPK.E Dimethyl: 1, 7, 11

7199 true 1942 1645.8713 1644.8875 1 -14.29 249.54 37.67
34.3 
(M:34.3) 1 1 0 K.VTVHYTGWLLDGTK.F Dimethyl: 1, 14

7200 false 1943 894.5645 893.5524 1 5.42 707.12 39.17
15.0 
(M:15.0) 1 6 0 K.AQFDLLK.N Dimethyl:2H(4): 1; Dimethyl: 7

7201 false 1943 894.5645 893.5636 1 -7.14 471.43 39.17
19.9 
(M:19.9) 1 3 0 K.NISFLLR.K Dimethyl:2H(4): 1

7202 true 1943 1377.7552 1376.7374 1 7.69 258.39 35.5
63.1 
(M:63.1) 4 1 0 K.GAFTGEISPAMIK.D Dimethyl: 1, 13

7203 true 1943 1675.8694 1674.873 1 -6.45 108.49 37.67
33.9 
(M:33.9) 1 1 0 K.TVQIPVYDFVSHSR.K Dimethyl: 1



7204 true 1944 929.5413 928.5342 1 -0.14 82.36 31.83
27.9 
(M:27.9) 1 1 0 K.NILSADLR.S Dimethyl: 1

7205 false 1944 929.5413 928.5528 1 -20.18 104.33 31.83
18.0 
(M:18.0) 1 2 0 R.QMAAVLLR.R Dimethyl: 1

7206 true 1944 1385.8041 1384.7876 1 6.66 254.46 35.5
71.7 
(M:71.7) 2 1 0 K.GAFTGEISPAMIK.D Dimethyl:2H(4): 1, 13

7207 true 1944 2640.2935 2639.3014 1 -5.74 236.55 33
65.8 
(M:65.8) 1 1 0

R.SLSTTNVFACSDRPTVIYSSNH
K.L Carbamidomethyl: 10; Dimethyl: 1, 23

7208 false 1945 1140.6302 1139.6161 1 5.92 330.89 39.17
15.9 
(M:15.9) 1 4 1 K.FMKLYGTPR.N Dimethyl: 1

7209 true 1945 1140.6302 1139.6227 1 0.2 367.64 39.17
70.1 
(M:70.1) 1 1 0 M.TTQYGILFK.Q Acetyl: 1; Dimethyl: 9

7210 false 1945 1773.0179 1772.0419 1 -17.68 255.07 36.17
18.1 
(M:18.1) 1 4 1 R.MKPELLQENLEKLK.I Dimethyl:2H(4): 12; Dimethyl: 14



7211 true 1945 1947.0671 1946.0698 1 -5.11 152.77 37.67
35.4 
(M:35.4) 1 1 0 R.QAQGLQQELGGLHSALLR.L Dimethyl: 1

7212 false 1945 2019.0488 2018.0433 1 -0.88 148.77 33.5
16.1 
(M:16.1) 1 2 1 R.EESPPSEATAAVAKKPGPPR.G

7213 true 1946 724.4041 723.4068 1 -13.75 261.08 33.33
28.0 
(M:28.0) 2 1 0 R.GFAFVR.F Dimethyl: 1

7214 true 1946 1308.6392 1307.6357 1 -2.9 155.12 30.67
40.9 
(M:40.9) 1 1 0 K.NLYESELADAR.R Dimethyl: 1

7215 true 1946 2605.3159 2604.3184 1 -3.75 137 33.5
30.2 
(M:30.2) 1 1 1

R.RAQQGPPEIYSDTQFPSLQST
AK.L Dimethyl: 1, 23

7216 true 1947 728.4329 727.4319 1 -8.63 299.8 33.33
26.3 
(M:26.3) 1 1 0 R.GFAFVR.F Dimethyl:2H(4): 1

7217 true 1947 885.5089 884.5021 1 -0.5 502.61 33.17
31.0 
(M:31.0) 1 1 0 K.WIHFVR.G Dimethyl: 1



7218 true 1947 1017.5667 1016.5655 1 -5.91 139.04 33.83
27.3 
(M:27.3) 1 1 0 R.SPIAEAVFR.K Dimethyl: 1

7219 true 1947 1028.6034 1027.6026 1 -6.25 204.43 30.67
25.6 
(M:25.6) 2 1 0 R.VLSIGDGIAR.V Dimethyl: 1

7220 true 1947 1200.7463 1199.7328 1 5.14 98.33 39.17
32.1 
(M:32.1) 2 1 0 R.NPGVVFLPGLR.S Dimethyl:2H(4): 1

7221 true 1947 1469.7236 1468.6922 1 16.47 414.83 36.67
29.2 
(M:29.2) 1 1 0 K.GLIDYNFHCFR.K Carbamidomethyl: 9; Dimethyl: 1

7222 true 1947 1510.8199 1509.8242 1 -7.65 249.2 35.33
32.0 
(M:32.0) 2 1 0 K.LDFIRPYDVANR.K Dimethyl:2H(4): 1

7223 true 1948 1021.595 1020.5906 1 -2.83 174.56 33.83
38.0 
(M:38.0) 2 1 0 R.SPIAEAVFR.K Dimethyl:2H(4): 1

7224 true 1948 1048.5574 1047.5713 1 -20.23 215.19 32.5
39.8 
(M:39.8) 2 1 0 R.EQLFQSLR.E Dimethyl: 1



7225 false 1948 1048.5574 1047.5448 1 5.04 285.48 32.5
18.3 
(M:18.3) 1 5 1 K.EVDDKSSLK.S Dimethyl: 9

7226 true 1948 1473.7502 1472.7173 1 17.4 391.67 36.67
39.8 
(M:39.8) 1 1 0 K.GLIDYNFHCFR.K

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

7227 true 1948 1621.7391 1620.7631 1 -19.31 121.16 30
36.2 
(M:36.2) 1 1 1 M.ADKEAAFDDAVEER.V Dimethyl: 1, 3

7228 true 1949 1049.6259 1048.5954 1 22.15 298.73 33.67
16.6 
(M:16.6) 1 1 0 K.EIVLETADK.E Dimethyl:2H(4): 1

7229 true 1949 1079.5702 1078.5749 1 -11.1 396.13 33.33
50.8 
(M:50.8) 3 1 0 K.YFGYTGALR.C Dimethyl:2H(4): 1

7230 false 1949 1093.6265 1092.6291 1 -9.04 310.11 30.67
22.4 
(M:22.4) 1 2 0 K.LDQPPNLLR.M Dimethyl: 1

7231 false 1949 1093.6265 1092.6291 1 -9.04 310.11 30.67
22.4 
(M:22.4) 1 2 0 K.LDQPPNLLR.M Dimethyl: 1



7232 false 1949 1163.6975 1162.6933 1 -2.64 352.29 36
22.7 
(M:22.7) 1 2 1 -.MAGLTPIEKK.L

Dimethyl:2H(4): 9; Oxidation: 1; 
Dimethyl: 10

7233 true 1949 1457.7801 1456.7886 1 -10.76 352.98 31.17
53.0 
(M:53.0) 1 1 0 R.TINEVENQILTR.D Dimethyl: 1

7234 true 1949 1502.8706 1501.8405 1 15.14 93.6 37.83
20.0 
(M:20.0) 1 1 0 R.GHIPLAFDPAAIPR.G Dimethyl: 1

7235 false 1950 1097.6357 1096.6543 1 -23.51 347.24 30.67
22.6 
(M:22.6) 2 2 0 K.LDQPPNLLR.M Dimethyl:2H(4): 1

7236 false 1950 1097.6357 1096.6543 1 -23.51 347.24 30.67
22.6 
(M:22.6) 2 2 0 K.LDQPPNLLR.M Dimethyl:2H(4): 1

7237 true 1950 1155.6179 1154.6056 1 4.33 322.26 33.67
17.8 
(M:17.8) 1 1 0 R.MGSGIGFGIER.M Dimethyl:2H(4): 1

7238 true 1950 1212.8172 1211.8039 1 4.95 145.77 36
28.0 
(M:28.0) 1 61.37 1 1 R.KMIGLVIAIVK.G Dimethyl: 1



7239 true 1950 1739.9431 1738.9155 1 11.69 199.84 36.83
54.7 
(M:54.7) 1 1 0 K.VWDLPQQAVLHSYR.A Dimethyl: 1

7240 true 1951 1213.6685 1212.6826 1 -17.64 108.05 32.17
31.8 
(M:31.8) 1 1 0 K.DLQNVNITLR.I Dimethyl: 1

7241 true 1951 1744.9309 1743.9057 1 10.3 272.24 37.83
34.2 
(M:34.2) 1 1 0 K.GQFAEHLLAAGFVNSR.D Dimethyl: 1

7242 true 1952 1142.5893 1141.5842 1 -1.85 386.08 30.83
22.0 
(M:22.0) 1 1 0 K.QFAEMYVAK.F Dimethyl: 1, 9

7243 true 1952 1194.7157 1193.7132 1 -3.96 83.98 33.83
50.8 
(M:50.8) 2 1 0 R.AVAQALEVIPR.T Dimethyl: 1

7244 true 1953 1150.63 1149.6344 1 -10.11 496.82 30.83
37.6 
(M:37.6) 1 1 0 K.QFAEMYVAK.F Dimethyl:2H(4): 1, 9

7245 false 1953 1231.6437 1230.6204 1 12.96 172.69 32.17
15.0 
(M:15.0) 1 7 1 R.SDPTSNLERGK.G Dimethyl: 11



7246 true 1953 1231.6437 1230.6391 1 -2.16 83.17 32.17
41.0 
(M:41.0) 1 1 0 R.CLSQAVEGLAR.A Carbamidomethyl: 1; Dimethyl: 1

7247 true 1953 1292.6968 1291.6772 1 9.51 169.89 33.67
22.6 
(M:22.6) 2 1 0 R.LWDLTTGTTTR.R Dimethyl: 1

7248 true 1953 1295.5341 1294.5331 1 -4.85 259.32 33.17
18.0 
(M:18.0) 1 1 0 K.YMACCMLYR.G Carbamidomethyl: 4, 5; Dimethyl: 1

7249 true 1953 1295.5341 1294.5331 1 -4.85 259.32 33.17
18.0 
(M:18.0) 1 1 0 K.YMACCMLYR.G Carbamidomethyl: 4, 5; Dimethyl: 1

7250 true 1953 1295.5341 1294.5331 1 -4.85 259.32 33.17
18.0 
(M:18.0) 1 1 0 K.YMACCMLYR.G Carbamidomethyl: 4, 5; Dimethyl: 1

7251 false 1953 1927.0176 1926.0521 1 -21.72 163.58 36.83
15.9 
(M:15.9) 1 50 2 1 K.KVMQMLLNGLYYIHR.N Dimethyl:2H(4): 1; Oxidation: 5

7252 true 1954 1251.6646 1250.6619 1 -3.66 220.1 31.67
58.0 
(M:58.0) 1 1 0 R.AGVLAHLEEER.D Dimethyl: 1



7253 true 1954 1251.6646 1250.6619 1 -3.66 220.1 31.67
58.0 
(M:58.0) 1 1 0 R.AGVLAHLEEER.D Dimethyl: 1

7254 true 1954 1306.6821 1305.7041 1 -22.41 154.71 33.67
18.6 
(M:18.6) 1 1 0 K.AVANQTSATFLR.V Dimethyl: 1

7255 true 1954 1782.8969 1781.8948 1 -2.91 160.7 30.83
53.0 
(M:53.0) 1 50.52 1 1 R.VFDKDGNGYISAAELR.H Dimethyl: 1

7256 true 1954 1795.8493 1794.8396 1 1.35 126.53 30
30.3 
(M:30.3) 1 1 0 R.QEIPEIDCDQYPTR.K

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

7257 true 1955 1020.5748 1019.5764 1 -8.66 191.58 33.33
16.4 
(M:16.4) 1 1 0 R.AIAFLSQSR.G Dimethyl: 1

7258 true 1955 1802.9561 1801.9484 1 0.21 247.69 30.83
19.1 
(M:19.1) 1 1 1 R.VFDKEGNGTVMGAELR.H Dimethyl:2H(4): 1, 4; Oxidation: 11

7259 true 1955 2179.1976 2178.1586 1 14.55 280.24 36.67
60.2 
(M:60.2) 1 1 0 R.IPPYHYIHVLDLNSNVTR.V Dimethyl: 1



7260 true 1956 1272.6935 1271.6874 1 -0.89 144.13 31.33
37.6 
(M:37.6) 1 1 0 K.NFGIGQDIQPK.R Dimethyl: 1, 11

7261 false 1956 1387.8032 1386.8235 1 -19.86 174.72 36.17
16.1 
(M:16.1) 1 4 1 R.FLKIAEVGAGGNK.S Dimethyl: 1, 3, 13

7262 true 1956 1387.8032 1386.7772 1 13.49 275.84 36.17
32.9 
(M:32.9) 2 1 1 K.FLVGPDGVPFRR.Y Dimethyl: 1

7263 true 1956 1818.9837 1817.9763 1 0.08 323.44 31
113.2 
(M:113.2) 1 1 1 R.VFDKDGNGYISAAELR.H Dimethyl:2H(4): 1, 4

7264 true 1956 2183.2186 2182.1837 1 12.67 302.91 36.67
36.6 
(M:36.6) 1 1 0 R.IPPYHYIHVLDLNSNVTR.V Dimethyl:2H(4): 1

7265 true 1957 1047.55 1046.5521 1 -8.94 275.3 33.33
18.1 
(M:18.1) 1 1 0 K.IYFMAGASR.K Dimethyl:2H(4): 1

7266 true 1957 1278.7152 1277.7107 1 -2.19 140.35 31.5
74.9 
(M:74.9) 1 1 0 K.NLQYYDISAK.S Dimethyl:2H(4): 1, 10



7267 true 1957 1334.75 1333.7394 1 2.45 116.51 33.67
15.8 
(M:15.8) 1 1 1 K.KFAEAFEAIPR.A Dimethyl: 1, 1

7268 true 1957 1787.0368 1786.024 1 3.04 263.13 36.17
34.4 
(M:34.4) 2 1 1 R.VVGSELIQKYLGDGPK.L Dimethyl: 1, 9, 16

7269 true 1957 1853.9177 1852.9142 1 -2.05 221.5 31
70.9 
(M:70.9) 2 1 0 R.IMDPNIVGPEHYDVAR.G Dimethyl: 1

7270 true 1957 2071.9112 2070.913 1 -4.39 158.19 29.83
39.5 
(M:39.5) 1 1 1 R.AADEEAFEDNSEEYIRR.D Dimethyl: 1

7271 true 1958 1187.6779 1186.6995 1 -24.37 231.31 39.5
17.3 
(M:17.3) 1 1 1 -.MAGLTPIEKK.L Oxidation: 1; Dimethyl: 1, 9, 10

7272 true 1958 1270.7023 1269.7041 1 -7.18 161.01 30.67
29.8 
(M:29.8) 1 1 0 R.QDAGTAGLLLQR.E Dimethyl: 1

7273 true 1958 1280.742 1279.7376 1 -2.23 120.58 31.33
38.2 
(M:38.2) 1 1 0 K.NFGIGQDIQPK.R Dimethyl:2H(4): 1, 11



7274 true 1958 1342.7908 1341.798 1 -10.76 207.43 33.67
21.0 
(M:21.0) 1 1 1 K.SVGLKIDNISIR.T Dimethyl: 1

7275 false 1958 1342.7908 1341.7896 1 -4.53 174.14 33.67
16.4 
(M:16.4) 1 3 1 K.KFAEAFEAIPR.A Dimethyl:2H(4): 1, 1

7276 true 1958 1857.9431 1856.9393 1 -1.88 316.59 31
95.1 
(M:95.1) 2 1 0 R.IMDPNIVGPEHYDVAR.G Dimethyl:2H(4): 1

7277 false 1959 1004.5993 1003.5927 1 -0.66 223 36.33
16.1 
(M:16.1) 1 4 0 K.QVIHAVGPR.W Dimethyl: 1

7278 true 1959 1004.5993 1003.5815 1 10.52 245.32 36.33
50.1 
(M:50.1) 3 1 0 R.NILGGTVFR.E Dimethyl: 1

7279 true 1959 1004.5993 1003.5815 1 10.52 245.32 36.33
50.1 
(M:50.1) 3 1 0 R.NILGGTVFR.E Dimethyl: 1

7280 true 1959 1280.7131 1279.7074 1 -1.23 185 30.67
20.7 
(M:20.7) 1 1 0 K.FTITPGSEQIR.A Dimethyl:2H(4): 1



7281 true 1959 1767.0438 1766.0342 1 1.33 249.38 38
84.0 
(M:84.0) 1 1 0 K.LVLLHSIVPEQSTFK.V Dimethyl: 1, 15

7282 true 1960 1087.6137 1086.6186 1 -11.18 423.33 33.33
30.3 
(M:30.3) 1 1 0 R.VWQVTIGTR.- Dimethyl: 1

7283 false 1960 1087.6137 1086.6033 1 2.85 226 33.33
18.4 
(M:18.4) 1 3 0 K.VSSVQDLLAR.L

7284 false 1960 1087.6137 1086.6285 1 -20.28 269.65 33.33
15.3 
(M:15.3) 1 7 1 K.VKLDEGSALK.K Dimethyl: 10

7285 false 1960 1229.7107 1228.7264 1 -18.65 184.04 36.83
16.8 
(M:16.8) 1 3 1 K.TREAIAMLHK.D Dimethyl:2H(4): 1; Dimethyl: 10

7286 false 1960 1229.7107 1228.7329 1 -23.96 218.25 36.83
21.9 
(M:21.9) 1 2 0 K.AQGPGLDISALK.V Dimethyl:2H(4): 1; Dimethyl: 12

7287 true 1960 1461.8174 1460.8137 1 -2.39 365.74 31.17
35.6 
(M:35.6) 1 1 0 R.TINEVENQILTR.D Dimethyl:2H(4): 1



7288 true 1960 1484.8459 1483.8358 1 1.86 135.23 33.67
43.4 
(M:43.4) 2 1 0 K.GQIQEIVLVGGSTR.I Dimethyl: 1

7289 true 1960 1775.1014 1774.0844 1 5.44 198.24 38
26.9 
(M:26.9) 1 1 0 K.LVLLHSIVPEQSTFK.V Dimethyl:2H(4): 1, 15

7290 true 1961 1136.6362 1135.6134 1 13.66 399.82 36.17
60.8 
(M:60.8) 2 1 0 K.MGVPYCIIK.S Carbamidomethyl: 6; Dimethyl: 1, 9

7291 true 1961 1439.7843 1438.7416 1 24.59 353.03 31.5
19.2 
(M:19.2) 1 1 0 -.GILADATETAGQHK.D Dimethyl: 14

7292 false 1961 1439.7843 1438.7715 1 3.85 419.35 31.5
15.2 
(M:15.2) 1 4 1 R.MGHAGAIIAGGKGGAK.E Oxidation: 1; Dimethyl: 16

7293 true 1962 1330.7066 1329.6863 1 9.76 224.97 37
46.6 
(M:46.6) 1 1 0 K.GFLVSCLVDHR.G Carbamidomethyl: 6; Dimethyl: 1

7294 true 1962 1506.7177 1505.7122 1 -1.23 198.98 31
26.5 
(M:26.5) 1 1 0 R.MFAEYLSNESQR.D Dimethyl:2H(4): 1



7295 true 1963 1187.6658 1186.638 1 17.24 131.21 34.67
21.1 
(M:21.1) 1 1 0 R.MGVVIVGPSGAGK.S Oxidation: 1

7296 true 1963 1302.6794 1301.655 1 13.14 256.17 36.17
67.9 
(M:67.9) 5 1 0 R.NWMNSLGVTPR.V Dimethyl: 1

7297 true 1963 1493.6833 1492.6769 1 -0.56 131.18 31.33
50.7 
(M:50.7) 1 1 0 R.EHPNYVDCYLR.L Carbamidomethyl: 8; Dimethyl: 1

7298 true 1963 1561.7393 1560.7355 1 -2.24 181.05 31.17
71.5 
(M:71.5) 1 1 0 R.GWEEGVAQMSVGQR.A Dimethyl: 1

7299 true 1963 1958.9273 1957.9111 1 4.55 176.76 38.17
83.6 
(M:83.6) 1 1 0 K.FNFLNPNDPYHAYYR.H Dimethyl: 1

7300 true 1964 948.5539 947.559 1 -12.95 87.29 30.17
63.9 
(M:63.9) 1 1 0 K.ELSDIALR.I Dimethyl:2H(4): 1

7301 false 1964 1036.615 1035.5862 1 20.69 436.8 35.67
18.1 
(M:18.1) 1 5 0 K.STTKPGGGSGK.D Dimethyl:2H(4): 4; Dimethyl: 1



7302 true 1964 1306.7063 1305.6801 1 14.48 279.28 36.17
38.0 
(M:38.0) 2 1 0 R.NWMNSLGVTPR.V Dimethyl:2H(4): 1

7303 true 1964 1497.7054 1496.702 1 -2.6 150.74 31.33
51.8 
(M:51.8) 1 1 0 R.EHPNYVDCYLR.L

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

7304 true 1964 1962.9452 1961.9362 1 0.87 153.42 38.17
47.9 
(M:47.9) 1 1 0 K.FNFLNPNDPYHAYYR.H Dimethyl:2H(4): 1

7305 true 1965 1274.6685 1273.6601 1 0.86 283.82 33.33
24.5 
(M:24.5) 1 1 0 K.VHCLNTLFSR.L Carbamidomethyl: 3; Dimethyl: 1

7306 false 1965 1524.7319 1523.7558 1 -20.44 180.29 31.5
36.0 
(M:36.0) 1 98.45 2 0 K.HPDASVNFSEFSK.K Dimethyl:2H(4): 1; Dimethyl: 13

7307 true 1965 1524.7319 1523.7307 1 -3.94 212.51 31.5
100.7 
(M:100.7) 1 1 0 K.HPDSSVNFAEFSR.K Dimethyl:2H(4): 1

7308 true 1965 1712.8831 1711.8831 1 -4.29 193.6 33.83
51.0 
(M:51.0) 2 1 0 K.EAFTNQPNAFSVVTR.G Dimethyl:2H(4): 1



7309 true 1965 2097.0516 2096.0369 1 3.52 203.87 38.17
66.6 
(M:66.6) 1 1 0 R.MIPCDFMIPVQTQHPVR.N Carbamidomethyl: 4; Dimethyl: 1

7310 true 1966 1528.7813 1527.7809 1 -4.5 136.44 31.33
56.4 
(M:56.4) 1 1 0 K.HPDASVNFSEFSK.K Dimethyl:2H(4): 1, 13

7311 true 1966 1852.8544 1851.8583 1 -6 294.58 33.17
31.2 
(M:31.2) 1 1 0 K.QGFQCQVCCFVVHK.R

Carbamidomethyl: 5, 8, 9; Dimethyl: 1, 
14

7312 true 1966 2101.0771 2100.0621 1 3.69 289.2 38.17
71.1 
(M:71.1) 1 1 0 R.MIPCDFMIPVQTQHPVR.N

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

7313 true 1967 1392.7489 1391.7231 1 13.25 339.91 30.67
64.8 
(M:64.8) 1 1 0 K.QLVAEQVMYQR.N Dimethyl: 1

7314 false 1967 1392.7489 1391.733 1 6.15 349.61 30.67
16.1 
(M:16.1) 1 6 0 R.QVTGTMLASLVEK.Y Oxidation: 6

7315 false 1967 1392.7489 1391.7449 1 -2.38 292.05 30.67
17.9 
(M:17.9) 1 50 3 1 R.KAGNYYVPAEPK.L Dimethyl: 1, 12



7316 true 1968 1560.854 1559.8559 1 -5.91 162.89 31.33
30.0 
(M:30.0) 1 1 1 K.LRYPINEETLEK.I Dimethyl: 1, 12

7317 false 1968 1560.854 1559.8821 1 -22.68 112.6 31.33
16.0 
(M:16.0) 1 2 0 K.IGNAASETVGLLQQK.E Dimethyl:2H(4): 1

7318 true 1968 2893.5162 2892.4618 1 16.3 186.3 38
149.7 
(M:149.7) 1 1 0

K.FAPEHTIFTSNTSSLQITQLANS
TTR.Q Dimethyl: 1

7319 false 1969 975.5836 974.5521 1 24.82 188.95 33.83
15.6 
(M:15.6) 1 6 1 K.APPMDKLR.G Dimethyl:2H(4): 1; Oxidation: 4

7320 false 1969 1044.5879 1043.5876 1 -6.68 260.81 40.33
23.3 
(M:23.3) 2 4 1 M.ARSGVLFPR.S Acetyl: 1

7321 false 1969 1044.5879 1043.5876 1 -6.68 240.97 40.33
17.4 
(M:17.4) 3 7 1 K.LRTVVWDR.N

7322 true 1969 1165.6432 1164.6288 1 6.11 483.87 30.17
34.5 
(M:34.5) 1 1 1 R.EDAVSKEVTR.K Dimethyl:2H(4): 6



7323 false 1969 1165.6432 1164.6515 1 -13.32 326.73 30.17
19.7 
(M:19.7) 1 7 0 K.AWDIAVATMK.V Dimethyl:2H(4): 1; Dimethyl: 10

7324 false 1969 1165.6432 1164.6503 1 -12.29 328 30.17
17.4 
(M:17.4) 1 8 1 R.ASDYSLKVVR.M Dimethyl: 7

7325 true 1969 1431.7225 1430.734 1 -13.12 278.08 33.33
22.6 
(M:22.6) 1 1 0 K.ASAFLICPGSQPR.A Carbamidomethyl: 7; Dimethyl: 1

7326 false 1969 1883.9924 1882.965 1 10.7 464.12 33.33
16.0 
(M:16.0) 2 2 0 K.NGAAQNFPAEINKPASVR.E

7327 true 1969 2310.1716 2309.1779 1 -5.91 178.14 31.17
31.5 
(M:31.5) 1 1 1 K.YNGSTIVPGDQGVDYETFKR.K Dimethyl:2H(4): 1, 19

7328 true 1969 2897.5462 2896.4869 1 17.97 181.84 38
118.9 
(M:118.9) 1 1 0

K.FAPEHTIFTSNTSSLQITQLANS
TTR.Q Dimethyl:2H(4): 1

7329 false 1970 1023.5619 1022.5471 1 7.35 211.43 34
20.3 
(M:20.3) 1 4 0 R.DAGMAVLYK.V Dimethyl: 1, 9



7330 true 1970 1023.5619 1022.5549 1 -0.33 183 34
31.5 
(M:31.5) 1 1 0 K.QFFVAVER.E Dimethyl: 1

7331 false 1970 1023.5619 1022.5695 1 -14.6 163.6 34
20.3 
(M:20.3) 1 3 1 K.RMVVVFTR.R Oxidation: 2

7332 true 1970 1114.591 1113.5852 1 -1.33 296.81 31.17
36.9 
(M:36.9) 1 1 0 K.VELDNMPLR.G Dimethyl: 1

7333 true 1970 1232.6243 1231.6138 1 2.56 151.09 38.17
34.2 
(M:34.2) 1 1 0 K.DWLFAPHYR.Y Dimethyl: 1

7334 true 1970 1619.8195 1618.8262 1 -8.6 138.9 31.5
25.0 
(M:25.0) 1 1 1 K.HFVQMLPEKDCR.Y

Carbamidomethyl: 11; Dimethyl:2H(4): 
1; Dimethyl: 9

7335 true 1970 1666.8457 1665.8413 1 -1.69 332.36 32
121.7 
(M:121.7) 2 1 0 K.LGDVYVNDAFGTAHR.A Dimethyl:2H(4): 1

7336 true 1971 1027.5767 1026.58 1 -10.33 173.96 34
25.3 
(M:25.3) 1 1 0 K.QFFVAVER.E Dimethyl:2H(4): 1



7337 false 1971 1196.6913 1195.6912 1 -5.94 100.61 30
16.9 
(M:16.9) 1 2 1 R.DSSFIEKMK.K Dimethyl:2H(4): 1, 7, 9; Oxidation: 8

7338 true 1971 1196.6913 1195.6878 1 -3.12 83.25 30
40.9 
(M:40.9) 1 1 1 R.DGKYDLDFK.S Dimethyl:2H(4): 1, 3, 9

7339 true 1971 1435.7525 1434.7591 1 -9.69 424.88 33.33
15.5 
(M:15.5) 1 1 0 K.ASAFLICPGSQPR.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

7340 true 1972 1108.5595 1107.5713 1 -17.22 238.26 34.33
20.2 
(M:20.2) 1 1 0 K.SFFLQPGER.L Dimethyl: 1

7341 true 1972 1370.7021 1369.6853 1 6.95 278.44 40.33
62.2 
(M:62.2) 3 1 0 R.CSFGYPFPLVR.R Carbamidomethyl: 1; Dimethyl: 1

7342 true 1972 1691.8278 1690.8349 1 -8.46 143.67 31.5
50.9 
(M:50.9) 1 1 0 K.NQVAMNPTNTIFDAK.R Dimethyl: 1

7343 true 1972 1704.8877 1703.8982 1 -10.41 253.66 30.67
21.3 
(M:21.3) 1 1 1 K.EAQDTKFTEEIPLK.I Dimethyl: 1, 14



7344 true 1973 1152.6263 1151.6311 1 -10.48 334.87 34.5
57.4 
(M:57.4) 2 1 0 K.MTPLVQEFR.E Dimethyl:2H(4): 1

7345 true 1973 1200.574 1199.5645 1 1.85 200.06 31.33
35.0 
(M:35.0) 1 1 0 K.FVMQEEFSR.D Dimethyl: 1

7346 true 1973 1261.6862 1260.6863 1 -5.86 105.18 30.17
62.3 
(M:62.3) 1 1 0 R.LDIDSEPTIAR.N Dimethyl:2H(4): 1

7347 true 1973 1408.8218 1407.8086 1 4.23 340.26 38.33
82.3 
(M:82.3) 1 1 0 K.SLGELIHTLNGAK.L Dimethyl: 1, 13

7348 true 1973 1499.7313 1498.7463 1 -14.89 250.96 33.33
52.2 
(M:52.2) 1 1 0 R.ACNQLGQFLQHR.E Carbamidomethyl: 2; Dimethyl: 1

7349 true 1973 1705.8439 1704.8505 1 -8.14 212.34 31.67
88.5 
(M:88.5) 1 1 0 K.NQVAMNPTNTVFDAK.R Dimethyl: 1, 15

7350 false 1973 1705.8439 1704.8319 1 2.78 203.45 31.67
21.5 
(M:21.5) 1 77.97 2 0 K.NQLTSNPENTVFDAK.R Dimethyl: 15



7351 true 1973 1743.9582 1742.9406 1 5.93 258.03 36.83
23.8 
(M:23.8) 1 1 0 K.VWDLPQQAVLHSYR.A Dimethyl:2H(4): 1

7352 true 1974 1271.5876 1270.583 1 -2.08 174.34 30.17
49.0 
(M:49.0) 1 1 0 K.FEDYLNAESR.V Dimethyl: 1

7353 true 1974 1416.8722 1415.8588 1 4.35 362.01 38.33
78.0 
(M:78.0) 1 1 0 K.SLGELIHTLNGAK.L Dimethyl:2H(4): 1, 13

7354 true 1974 1503.7658 1502.7714 1 -8.57 328.69 33.33
62.4 
(M:62.4) 1 1 0 R.ACNQLGQFLQHR.E

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

7355 true 1975 851.5282 850.5214 1 -0.62 404.75 35.83
31.8 
(M:31.8) 1 1 0 K.GDIFLVR.G Dimethyl:2H(4): 1

7356 false 1975 851.5282 850.5102 1 12.57 173.64 35.83
18.0 
(M:18.0) 1 2 0 K.IDIFPSK.E Dimethyl:2H(4): 7

7357 false 1975 1099.6607 1098.6397 1 12.46 301.96 36.33
22.6 
(M:22.6) 1 63.31 6 1 R.LKLSPSPSSR.V Dimethyl: 2



7358 false 1975 1099.6607 1098.6649 1 -10.41 465.99 36.33
23.3 
(M:23.3) 1 5 0 R.VGDALLLAISK.G

7359 false 1975 1099.6607 1098.6285 1 22.67 355.63 36.33
22.1 
(M:22.1) 1 7 0 R.SNTPILVDGK.D Dimethyl: 1, 10

7360 false 1975 1198.7371 1197.7333 1 -2.85 92.85 33.83
16.9 
(M:16.9) 1 4 1 K.EKAVLEANLK.K Dimethyl: 1, 2, 10

7361 true 1975 1275.6158 1274.6081 1 0.31 160.54 30.17
67.5 
(M:67.5) 1 1 0 K.FEDYLNAESR.V Dimethyl:2H(4): 1

7362 true 1975 1275.686 1274.6842 1 -4.29 160.16 31.17
27.1 
(M:27.1) 1 1 0 K.MPVPSDIEISR.S Dimethyl:2H(4): 1

7363 true 1975 1847.9683 1846.9611 1 -0.05 282.87 30.83
64.7 
(M:64.7) 2 1 0 K.AASDIAMTELPPTHPIR.L Dimethyl: 1

7364 true 1976 1282.7066 1281.7056 1 -4.91 98.23 30.17
17.2 
(M:17.2) 1 1 0 K.VDFPQDQLEK.L Dimethyl:2H(4): 1, 10



7365 true 1976 1851.9851 1850.9862 1 -4.56 328.44 30.83
122.0 
(M:122.0) 2 1 0 K.AASDIAMTELPPTHPIR.L Dimethyl:2H(4): 1

7366 true 1976 1859.9166 1858.9214 1 -6.47 182.09 31.5
41.2 
(M:41.2) 1 1 1 R.QHLASIYEKEEDWR.N Dimethyl: 1, 9

7367 true 1977 1312.6706 1311.6609 1 1.87 204.26 30.67
38.1 
(M:38.1) 1 1 0 K.NLYESELADAR.R Dimethyl:2H(4): 1

7368 false 1977 1449.7303 1448.7069 1 11.15 287.4 31.17
16.2 
(M:16.2) 1 7 1 K.AMESAEEEKEIK.K Dimethyl: 1, 12

7369 false 1977 1449.7303 1448.7446 1 -14.87 330.67 31.17
22.4 
(M:22.4) 1 2 0 R.QFTLVMNALDNR.A Dimethyl: 1

7370 true 1977 1449.7303 1448.726 1 -2.02 305.76 31.17
39.6 
(M:39.6) 1 1 1 K.NVFEEEIRETR.K Dimethyl: 1

7371 true 1977 1632.8595 1631.846 1 3.83 198.37 39.67
59.5 
(M:59.5) 2 1 0 R.NNPATFWINPQFK.I Dimethyl: 1, 13



7372 true 1978 1561.8012 1560.7837 1 6.52 263.67 38.33
28.9 
(M:28.9) 1 1 0 K.FWNFVEASQHIR.T Dimethyl: 1

7373 true 1979 974.577 973.5858 1 -16.54 168.88 36.33
20.1 
(M:20.1) 1 1 0 R.AQELAAAIR.D Dimethyl:2H(4): 1

7374 true 1979 1088.6151 1087.6179 1 -9.21 393.07 33.5
20.6 
(M:20.6) 1 1 1 R.AKWFPEVR.H Dimethyl: 1, 2

7375 true 1979 1252.6892 1251.6863 1 -3.49 127.62 33.83
53.5 
(M:53.5) 3 1 0 R.LVQAFQFTDK.H Dimethyl: 1, 10

7376 false 1979 1252.6892 1251.6533 1 22.87 156.99 33.83
18.5 
(M:18.5) 1 3 0 K.SCLLLQFTDK.R Carbamidomethyl: 2; Dimethyl: 10

7377 false 1979 1389.72 1388.7082 1 3.24 283.06 30.5
15.9 
(M:15.9) 1 3 1 K.NVKDLMDSNGIR.I Dimethyl: 1

7378 true 1979 1481.7786 1480.7708 1 0.38 325.95 31.17
36.1 
(M:36.1) 1 1 0 K.VMAAENIPENPLR.F Dimethyl: 1



7379 true 1979 1599.8942 1598.878 1 5.53 253.79 38.33
78.2 
(M:78.2) 1 1 0 K.VSHLLGINVTDFTR.G Dimethyl: 1

7380 true 1979 1941.9464 1940.9381 1 0.54 220.43 30.67
41.6 
(M:41.6) 1 1 0 K.TPPGLQHENTAPADYFR.I Dimethyl: 1

7381 true 1980 1485.8019 1484.7959 1 -0.86 133.43 31.17
47.8 
(M:47.8) 1 1 0 K.VMAAENIPENPLR.F Dimethyl:2H(4): 1

7382 true 1980 1603.9187 1602.9031 1 5.18 286.49 38.33
88.1 
(M:88.1) 1 1 0 K.VSHLLGINVTDFTR.G Dimethyl:2H(4): 1

7383 false 1980 1603.9187 1602.9457 1 -21.37 370.53 38.33
19.3 
(M:19.3) 1 4 0 K.QLLNLVVIGHVDAGK.S Dimethyl: 15

7384 false 1980 1844.943 1843.969 1 -18.01 312.3 35.5
17.7 
(M:17.7) 1 2 1 R.AEAAAGQALRAELEEQR.A Dimethyl:2H(4): 1

7385 true 1980 2012.9412 2011.9422 1 -4.1 196.99 30.83
125.5 
(M:125.5) 1 1 0 R.LTEADYLCSHLTDGPHR.V Carbamidomethyl: 8; Dimethyl: 1



7386 true 1981 999.5569 998.5509 1 -1.26 82.49 40.67
16.6 
(M:16.6) 1 1 1 R.ANKDDKPR.E Dimethyl: 1, 6

7387 true 1981 1128.6228 1127.6277 1 -10.75 350.69 33.67
32.5 
(M:32.5) 1 1 0 R.LGLQSYYPR.K Dimethyl:2H(4): 1

7388 true 1981 1525.7708 1524.7573 1 4.09 83.27 30
37.3 
(M:37.3) 1 1 0 K.FLDEHPGGEEVLR.E Dimethyl: 1

7389 true 1981 1576.7427 1575.7351 1 0.17 194.85 31.17
46.7 
(M:46.7) 1 1 0 R.GLPWSCSTEEVQR.F Carbamidomethyl: 6; Dimethyl: 1

7390 true 1981 1707.9377 1706.9216 1 5.15 218.88 38.17
37.4 
(M:37.4) 1 1 1 K.DIGAAWVILGHSERR.H Dimethyl: 1

7391 true 1981 2016.9653 2015.9673 1 -4.59 231.63 30.83
96.0 
(M:96.0) 1 1 0 R.LTEADYLCSHLTDGPHR.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

7392 true 1982 1529.7917 1528.7824 1 1.37 164.45 30
44.9 
(M:44.9) 1 1 0 K.FLDEHPGGEEVLR.E Dimethyl:2H(4): 1



7393 true 1982 2028.01 2027.0106 1 -3.87 181.03 30.83
61.5 
(M:61.5) 1 1 0 R.LQQVLQMESHIQSTSDR.I Dimethyl: 1

7394 true 1983 1331.7281 1330.7245 1 -2.78 116.08 33.83
27.2 
(M:27.2) 1 1 0 R.LGQSSLEPVAFR.A Dimethyl: 1

7395 true 1983 1614.8377 1613.8137 1 10.4 229.62 36.5
49.5 
(M:49.5) 2 1 0 R.QLHMQLYPGWSAR.D Dimethyl: 1

7396 true 1983 1883.9671 1882.9941 1 -18.2 316.44 33.33
65.3 
(M:65.3) 3 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl: 1, 9

7397 true 1983 1883.9671 1882.9941 1 -18.2 316.44 33.33
65.3 
(M:65.3) 3 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl: 1, 9

7398 true 1983 2032.0321 2031.0357 1 -5.33 202.63 30.83
69.8 
(M:69.8) 1 1 0 R.LQQVLQMESHIQSTSDR.I Dimethyl:2H(4): 1

7399 false 1984 759.4126 758.3923 1 17.17 303.39 31.5
17.4 
(M:17.4) 1 5 0 R.NEAELR.K Dimethyl: 1



7400 true 1984 1334.7242 1333.7114 1 4.09 282.84 37
28.3 
(M:28.3) 1 1 0 K.GFLVSCLVDHR.G

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

7401 true 1984 1368.7628 1367.7521 1 2.51 315.69 34.17
20.8 
(M:20.8) 1 1 1 K.VGVEAKQPNSAIR.K

7402 false 1984 1368.7628 1367.7421 1 9.84 196.8 34.17
20.7 
(M:20.7) 1 2 1 K.QCQYKDTLPK.Y

Carbamidomethyl: 2; Dimethyl:2H(4): 
1; Dimethyl: 5, 10

7403 true 1984 1892.0166 1891.0443 1 -18.52 343.13 33.33
60.3 
(M:60.3) 2 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl:2H(4): 1, 9

7404 true 1984 1892.0166 1891.0443 1 -18.52 343.13 33.33
60.3 
(M:60.3) 2 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl:2H(4): 1, 9

7405 true 1984 2313.1239 2312.1219 1 -2.28 197.61 30.67
72.5 
(M:72.5) 1 1 0

R.ESGSLNPEYGPVVVHCSAGIG
R.S Carbamidomethyl: 16; Dimethyl: 1

7406 true 1985 933.5584 932.5593 1 -8.78 129.69 31.83
27.9 
(M:27.9) 1 1 0 K.NILSADLR.S Dimethyl:2H(4): 1



7407 false 1985 1256.7314 1255.7227 1 1.17 268.6 35.83
17.6 
(M:17.6) 1 4 1 R.LGLQSYYPRK.M Dimethyl:2H(4): 1

7408 true 1985 1635.8452 1634.8417 1 -2.26 212.51 31.5
98.5 
(M:98.5) 1 1 0 R.DQQLVLPEHFPER.S Dimethyl: 1

7409 true 1985 2113.019 2112.0319 1 -9.55 262.82 38.17
24.1 
(M:24.1) 1 73.77 1 0 R.MIPCDFMIPVQTQHPVR.N

Carbamidomethyl: 4; Oxidation: 1; 
Dimethyl: 1

7410 true 1985 2317.1486 2316.147 1 -2.46 198.75 30.67
45.5 
(M:45.5) 1 1 0

R.ESGSLNPEYGPVVVHCSAGIG
R.S

Carbamidomethyl: 16; Dimethyl:2H(4): 
1

7411 true 1986 724.4147 723.4068 1 0.86 194.3 36.5
28.5 
(M:28.5) 2 1 0 R.NLFFR.V Dimethyl: 1

7412 true 1986 1635.7526 1634.7424 1 1.81 163.66 30
84.6 
(M:84.6) 1 1 1 M.ADKEAAFDDAVEER.V Acetyl: 1; Dimethyl: 3

7413 true 1986 1651.8619 1650.8493 1 3.21 224.54 31.33
60.4 
(M:60.4) 1 1 1 K.SIYGDRFPDENFK.L Dimethyl:2H(4): 1, 13



7414 true 1987 1639.7813 1638.7675 1 3.98 227.12 30
80.8 
(M:80.8) 1 1 1 M.ADKEAAFDDAVEER.V Dimethyl:2H(4): 3; Acetyl: 1

7415 false 1987 1639.7813 1638.7784 1 -2.67 187.16 30
16.6 
(M:16.6) 1 2 1 R.AEACGNGKSTGYQIR.L Carbamidomethyl: 4; Dimethyl: 1

7416 true 1988 1642.9589 1641.9504 1 0.71 331.02 37.83
73.0 
(M:73.0) 1 1 0 K.LVINGHAITIFQER.D Dimethyl:2H(4): 1

7417 true 1988 1658.7969 1657.7708 1 11.33 247.7 30.67
35.0 
(M:35.0) 1 1 0 R.LEDGSPAYTGPFCGR.A

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

7418 false 1989 1032.6163 1031.5913 1 17.13 100.28 31.5
15.6 
(M:15.6) 1 4 0 K.IEQELAAAR.K Dimethyl:2H(4): 1

7419 true 1989 1032.6163 1031.6277 1 -18.11 156.26 31.5
16.5 
(M:16.5) 1 1 0 R.VLSIGDGIAR.V Dimethyl:2H(4): 1

7420 false 1989 1032.6163 1031.6165 1 -7.23 131.6 31.5
16.1 
(M:16.1) 1 3 0 K.LQATDSLPK.G Dimethyl:2H(4): 1; Dimethyl: 9



7421 false 1989 1061.567 1060.5625 1 -2.63 295.71 31
15.2 
(M:15.2) 1 6 1 K.NSVNRSNSK.E Dimethyl: 1, 9

7422 true 1989 1569.8226 1568.8311 1 -10.05 181.13 35.83
19.5 
(M:19.5) 1 1 0 R.NAFLSELSPHAVTR.C Dimethyl: 1

7423 true 1989 1650.9366 1649.9381 1 -5.29 127.72 37
29.4 
(M:29.4) 1 1 0 R.VWFVSNIDGTHIAK.T Dimethyl:2H(4): 1, 14

7424 true 1990 1371.7301 1370.734 1 -8.19 380.58 33.33
27.1 
(M:27.1) 1 1 0 K.QNINLSAPIMSR.F Dimethyl: 1

7425 true 1990 1948.9621 1947.96 1 -2.66 145.36 31.17
48.5 
(M:48.5) 1 1 0 K.TNCDLLHDHGEADFLK.S

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 16

7426 false 1991 943.5653 942.5498 1 8.72 174.87 33.67
20.2 
(M:20.2) 1 3 1 K.RVEDVLGK.G Dimethyl: 8

7427 true 1991 943.5653 942.5651 1 -7.45 190.92 33.67
40.8 
(M:40.8) 1 1 0 K.AGVIFPVGR.M Dimethyl: 1



7428 true 1991 1130.5916 1129.5914 1 -6.28 204.97 31.67
48.5 
(M:48.5) 1 1 0 K.CAAGLAELAAR.K Carbamidomethyl: 1; Dimethyl: 1

7429 true 1991 1158.6206 1157.6193 1 -5.2 455.15 31
65.3 
(M:65.3) 4 1 0 R.FPGQLNADLR.K Dimethyl: 1

7430 true 1991 1158.6206 1157.6193 1 -5.2 455.15 31
65.3 
(M:65.3) 4 1 0 R.FPGQLNADLR.K Dimethyl: 1

7431 true 1991 1158.6206 1157.6193 1 -5.2 455.15 31
65.3 
(M:65.3) 4 1 0 R.FPGQLNADLR.K Dimethyl: 1

7432 true 1991 1158.6206 1157.6193 1 -5.2 455.15 31
65.3 
(M:65.3) 4 1 0 R.FPGQLNADLR.K Dimethyl: 1

7433 true 1991 1447.7815 1446.7806 1 -4.4 437.96 33.5
69.5 
(M:69.5) 3 1 1 R.MVNHFIAEFKR.K Dimethyl: 1, 10

7434 true 1992 947.5034 946.5059 1 -10.23 236.37 33.67
30.6 
(M:30.6) 1 1 0 K.APAMFNIR.N Dimethyl: 1



7435 false 1992 947.5034 946.5174 1 -22.44 227.66 33.67
15.2 
(M:15.2) 1 4 0 K.AAHSYNPK.D Dimethyl:2H(4): 1; Dimethyl: 8

7436 true 1992 1782.8346 1781.8254 1 1.05 142.59 30
22.0 
(M:22.0) 1 1 0 K.FSNQETCVEIGESVR.G Carbamidomethyl: 7; Dimethyl: 1

7437 true 1992 2071.1083 2070.0997 1 0.64 214.87 31.33
92.9 
(M:92.9) 1 1 1 K.VILHLKEDQTEYLEER.R Dimethyl: 1, 6

7438 true 1993 1576.8837 1575.8661 1 6.56 259.98 38.33
77.1 
(M:77.1) 1 1 0 R.LHSLLGDYYQAIK.V Dimethyl: 1, 13

7439 true 1993 1640.8677 1639.8821 1 -13.23 270.15 33.33
48.2 
(M:48.2) 1 1 1 K.LTFDTTFSPNTGKK.S Dimethyl: 1, 13, 14

7440 true 1993 1786.8749 1785.8505 1 9.58 165.14 30
29.9 
(M:29.9) 1 1 0 K.FSNQETCVEIGESVR.G

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

7441 true 1993 1830.9623 1829.9549 1 0.07 344.67 37.17
40.6 
(M:40.6) 1 1 0 K.DLLPYGFAIHHAGMTR.V Dimethyl:2H(4): 1



7442 true 1993 2079.155 2078.1499 1 -1.07 239.78 31.33
74.7 
(M:74.7) 1 1 1 K.VILHLKEDQTEYLEER.R Dimethyl:2H(4): 1, 6

7443 true 1994 1835.8101 1834.8091 1 -3.37 226.38 30.67
122.9 
(M:122.9) 1 1 0 K.AGLDGENIGNCPFCQR.L Carbamidomethyl: 11, 14; Dimethyl: 1

7444 true 1994 2326.9766 2325.9671 1 0.98 185.33 31.33
92.4 
(M:92.4) 1 1 0 K.FYCDYCDTYLTHDSPSVR.K Carbamidomethyl: 3, 6; Dimethyl: 1

7445 true 1995 1208.647 1207.6449 1 -4.24 118.06 32
80.0 
(M:80.0) 5 1 0 R.ISGLIYEETR.G Dimethyl: 1

7446 true 1995 1236.644 1235.6299 1 5.5 140.55 36.17
33.2 
(M:33.2) 1 1 0 K.HSGDYFTLLR.H Dimethyl: 1

7447 true 1995 1415.7689 1414.778 1 -11.59 326.56 31
28.7 
(M:28.7) 1 1 0 R.QAALSVAEQTITR.M Dimethyl: 1

7448 true 1995 2331.0029 2329.9922 1 1.46 255.19 31.33
91.3 
(M:91.3) 1 1 0 K.FYCDYCDTYLTHDSPSVR.K

Carbamidomethyl: 3, 6; 
Dimethyl:2H(4): 1



7449 true 1996 1255.6897 1254.687 1 -3.67 146.25 31.67
58.5 
(M:58.5) 1 1 0 R.AGVLAHLEEER.D Dimethyl:2H(4): 1

7450 true 1996 1255.6897 1254.687 1 -3.67 146.25 31.67
58.5 
(M:58.5) 1 1 0 R.AGVLAHLEEER.D Dimethyl:2H(4): 1

7451 true 1996 1288.6473 1287.6248 1 11.79 250.49 36.33
52.0 
(M:52.0) 3 1 0 K.GNFNYIEFTR.I Dimethyl: 1

7452 true 1996 2045.0576 2044.0543 1 -1.9 152.76 30
38.1 
(M:38.1) 1 1 1 R.SFDYQVDKEGYDNIQK.H Dimethyl:2H(4): 1, 8, 16

7453 true 1997 1298.6654 1297.6638 1 -4.36 269.12 31.5
23.0 
(M:23.0) 1 1 0 K.CGDLSISPVYR.A

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

7454 true 1997 1334.7169 1333.7064 1 2.41 213.45 36.17
32.6 
(M:32.6) 1 1 0 K.GPIVMELQTYR.Y Dimethyl: 1

7455 true 1998 1338.7498 1337.7315 1 8.2 223.75 36.17
28.6 
(M:28.6) 2 1 0 K.GPIVMELQTYR.Y Dimethyl:2H(4): 1



7456 true 1998 1662.8288 1661.8162 1 3.24 248.51 32
96.4 
(M:96.4) 2 1 0 K.LGDVYVNDAFGTAHR.A Dimethyl: 1

7457 true 1998 1803.0159 1802.0029 1 3.18 296.69 38.67
59.8 
(M:59.8) 1 1 0 R.IHFPLATYAPVVSAER.A Dimethyl:2H(4): 1

7458 true 1998 2118.0098 2117.0059 1 -1.6 198.74 30.17
95.9 
(M:95.9) 2 1 0

R.ESTGAQVQVAGDMLPNSTER
.A Dimethyl: 1

7459 true 1999 1021.6191 1020.6005 1 11.14 246.23 37.17
19.4 
(M:19.4) 1 1 1 K.AEDKETLK.K Dimethyl:2H(4): 4; Dimethyl: 1, 8

7460 true 1999 2122.0337 2121.031 1 -2.14 258.64 30.17
102.6 
(M:102.6) 1 1 0

R.ESTGAQVQVAGDMLPNSTER
.A Dimethyl:2H(4): 1

7461 false 2000 906.5248 905.512 1 6.07 206.28 34
16.0 
(M:16.0) 1 3 0 K.TATVTEPR.G Dimethyl:2H(4): 1

7462 true 2001 1867.9768 1866.9811 1 -6.24 302.38 30.83
62.8 
(M:62.8) 1 1 0 K.AASDIAMTELPPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 7



7463 true 2001 2038.0207 2036.999 1 7.08 186.82 38.5
47.2 
(M:47.2) 1 1 0 K.VHYENNSPFLTITSMTR.V Dimethyl: 1

7464 true 2001 2493.149 2492.1343 1 2.96 110.69 30
45.4 
(M:45.4) 1 1 1 K.IYHLPDAESDEDEDFKEQTR.L Dimethyl: 1, 16

7465 true 2002 1015.5736 1014.5862 1 -19.55 126.35 34.17
41.3 
(M:41.3) 1 1 0 R.LPEAAFLAR.T Dimethyl: 1

7466 false 2002 1169.7005 1168.718 1 -21.12 446.11 33.67
17.7 
(M:17.7) 1 3 1 K.LELQKLLER.V Dimethyl: 1

7467 false 2002 1169.7005 1168.6816 1 9.98 477.58 33.67
15.7 
(M:15.7) 1 4 0 K.QEAGIAGVLQK.E Dimethyl: 1, 11

7468 true 2002 1492.672 1491.6743 1 -6.39 126.48 31.5
22.8 
(M:22.8) 1 1 0 K.HPDSSVNFAEFSR.K

7469 true 2002 1499.7575 1498.7854 1 -23.45 196.74 37.17
39.3 
(M:39.3) 1 1 0 K.CLTALQGLYYNK.E Carbamidomethyl: 1; Dimethyl: 1, 12



7470 true 2002 2042.0448 2041.0241 1 6.59 254.13 38.5
88.3 
(M:88.3) 1 1 0 K.VHYENNSPFLTITSMTR.V Dimethyl:2H(4): 1

7471 true 2002 2501.2014 2500.1845 1 3.84 169.35 30
21.1 
(M:21.1) 1 1 1 K.IYHLPDAESDEDEDFKEQTR.L Dimethyl:2H(4): 1, 16

7472 true 2003 1019.6136 1018.6006 1 5.57 131 34.17
16.0 
(M:16.0) 1 1 1 R.MSSKAMLK.V

Dimethyl:2H(4): 1, 4; Oxidation: 1, 6; 
Dimethyl: 8

7473 true 2003 1054.5628 1053.5607 1 -4.93 242.71 33.5
42.9 
(M:42.9) 1 1 0 K.SYLAQFAAR.A Dimethyl: 1

7474 true 2003 1362.8294 1361.8031 1 13.94 283.41 36.5
62.3 
(M:62.3) 1 1 0 K.AGVAPLEVVVAGPR.G Dimethyl: 1

7475 true 2003 1411.8312 1410.8446 1 -14.64 297.17 40
33.7 
(M:33.7) 1 1 1 K.AVILKGANDLEIK.A Dimethyl: 13

7476 true 2003 1468.7409 1467.7507 1 -11.64 359.64 31.33
23.6 
(M:23.6) 2 1 0 R.LSGASDLTAFSDPR.V Dimethyl:2H(4): 1



7477 true 2003 1945.9607 1944.9632 1 -5.01 194.86 30.83
40.8 
(M:40.8) 1 1 0 K.TPPGLQHENTAPADYFR.I Dimethyl:2H(4): 1

7478 true 2003 2477.2308 2476.2025 1 8.47 187.82 38.5
76.8 
(M:76.8) 1 1 0

K.VILALGDYMGATCHACIGGTN
VR.N Carbamidomethyl: 13, 16; Dimethyl: 1

7479 true 2004 830.4636 829.4658 1 -11.34 329.25 30.17
17.9 
(M:17.9) 2 1 0 R.EVQTAVR.L Dimethyl: 1

7480 true 2004 1366.8534 1365.8282 1 13.09 282.74 36.5
69.9 
(M:69.9) 2 1 0 K.AGVAPLEVVVAGPR.G Dimethyl:2H(4): 1

7481 false 2004 1366.8534 1365.8232 1 16.78 307.49 36.5
19.6 
(M:19.6) 1 2 1 R.EADGSLKPLPKK.S Dimethyl: 1, 11, 12

7482 true 2004 1426.8312 1425.8265 1 -1.85 325.58 36.5
65.8 
(M:65.8) 1 1 0 K.TIIPLISQCTPK.V Carbamidomethyl: 9; Dimethyl: 1, 12

7483 true 2004 1471.8361 1470.8145 1 9.78 355.39 40.17
54.9 
(M:54.9) 3 1 0 K.NLSFFLNPPCAK.W

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 12



7484 true 2004 1578.8366 1577.8202 1 5.78 184.98 37.33
31.7 
(M:31.7) 1 1 0 K.ISNLLSDYGYHLR.G Dimethyl: 1

7485 true 2005 1582.8622 1581.8453 1 6.11 263.87 37.33
35.9 
(M:35.9) 1 1 0 K.ISNLLSDYGYHLR.G Dimethyl:2H(4): 1

7486 true 2005 2842.3281 2841.3335 1 -4.48 219.58 31
112.7 
(M:112.7) 1 1 0

R.NLKPVCGTDGSTYSNECGICLY
NR.E

Carbamidomethyl: 6, 17, 20; 
Dimethyl:2H(4): 1, 3

7487 true 2006 792.461 791.4541 1 -0.58 458.18 31
21.2 
(M:21.2) 1 1 0 R.ELFLSR.Q Dimethyl: 1

7488 true 2006 1689.8032 1688.7907 1 3.09 169.19 31.33
27.6 
(M:27.6) 1 1 0 K.SVFPEQANNNEWAR.Y Dimethyl: 1

7489 false 2007 857.5013 856.5131 1 -22.21 495.33 30.5
19.6 
(M:19.6) 2 7 0 K.GTIANILR.K

7490 true 2007 1713.8961 1712.9007 1 -6.95 164.25 31.67
99.8 
(M:99.8) 2 1 0 K.NQVAMNPTNTVFDAK.R Dimethyl:2H(4): 1, 15



7491 true 2008 955.5439 954.5287 1 8.28 200.38 36.67
45.7 
(M:45.7) 2 1 0 K.AGPIWDLR.L Dimethyl: 1

7492 false 2008 955.5439 954.5134 1 24.25 247.7 36.67
17.8 
(M:17.8) 1 9 0 K.QGEEPVIR.L Dimethyl: 1

7493 true 2008 955.5439 954.5287 1 8.28 200.38 36.67
45.7 
(M:45.7) 2 1 0 K.AGPIWDLR.L Dimethyl: 1

7494 false 2008 955.5439 954.5386 1 -2.08 195 36.67
25.9 
(M:25.9) 2 4 0 K.LSSAPPDLK.E Dimethyl: 9

7495 true 2008 1189.6806 1188.6867 1 -11.19 74.55 34
20.7 
(M:20.7) 1 1 0 K.LTFEVVNLAR.N Dimethyl: 1

7496 true 2008 1243.7952 1242.7974 1 -7.56 205.55 33.67
30.4 
(M:30.4) 1 1 0 R.VICILSHPIK.N

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 10

7497 true 2008 1646.0821 1645.0608 1 8.56 292.33 40
74.3 
(M:74.3) 3 1 0 K.NILFVITKPDVYK.S Dimethyl:2H(4): 1, 8, 13



7498 false 2009 861.5271 860.5371 1 -20.07 424.4 30.33
17.0 
(M:17.0) 1 8 0 K.FGDLILK.A Dimethyl: 1, 7

7499 false 2009 913.535 912.5393 1 -12.63 246.99 31
19.2 
(M:19.2) 1 2 0 R.LDLLQQR.V Dimethyl: 1

7500 true 2009 1117.6969 1116.6805 1 8.19 255.78 36.67
49.6 
(M:49.6) 1 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

7501 false 2009 1117.6969 1116.6754 1 12.7 389.49 36.67
26.5 
(M:26.5) 1 2 0 K.VSTAVLSITAK.A Dimethyl: 1

7502 true 2009 1117.6969 1116.6805 1 8.19 255.78 36.67
49.6 
(M:49.6) 1 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

7503 true 2009 1341.8089 1340.7944 1 5.36 263.75 38.5
34.8 
(M:34.8) 1 1 0 K.YLSGIAHFLEK.L Dimethyl:2H(4): 1, 11

7504 false 2010 944.5308 943.5239 1 -0.45 160.42 30.17
17.9 
(M:17.9) 1 4 1 K.RNWEALK.N Dimethyl: 7



7505 true 2010 944.5308 943.5338 1 -10.93 78.14 30.17
26.4 
(M:26.4) 1 1 0 K.ELSDIALR.I Dimethyl: 1

7506 true 2010 1460.766 1459.746 1 8.74 369.32 36.83
49.8 
(M:49.8) 4 1 0 R.APDALFSSPPQFR.H Dimethyl: 1

7507 true 2010 1803.8982 1802.8873 1 1.99 237.87 31.5
49.0 
(M:49.0) 1 1 0 M.SYGRPPPDVEGMTSLK.V Acetyl: 1; Dimethyl: 16

7508 true 2011 1007.5216 1006.5386 1 -24.04 349.42 40
15.8 
(M:15.8) 1 1 0 K.NGDGLVSWK.E Dimethyl:2H(4): 9

7509 true 2011 1019.5561 1018.5555 1 -6.58 290.59 31
32.6 
(M:32.6) 1 1 0 K.LLCDMIAK.H Carbamidomethyl: 3; Dimethyl: 1, 8

7510 false 2011 1161.6143 1160.6077 1 -0.64 263.24 30.17
19.7 
(M:19.7) 1 3 0 K.EQFPGLTDVK.I Dimethyl: 10

7511 true 2011 1807.92 1806.9124 1 0.2 262.49 31.5
35.9 
(M:35.9) 1 1 0 M.SYGRPPPDVEGMTSLK.V Dimethyl:2H(4): 16; Acetyl: 1



7512 true 2011 1813.9795 1812.9803 1 -4.45 277.16 37.17
39.0 
(M:39.0) 1 1 0 R.FFTYGNFPLEHHLK.Q Dimethyl:2H(4): 1, 14

7513 true 2012 1367.7976 1366.7973 1 -5.05 299.5 38.67
101.6 
(M:101.6) 1 1 0 K.VHLVGIDIFNGK.K Dimethyl: 1, 12

7514 true 2012 1826.9393 1825.9298 1 1.26 248 37.17
33.6 
(M:33.6) 1 1 0 K.DLLPYGFAIHHAGMTR.V Dimethyl: 1

7515 false 2013 1065.5875 1064.5838 1 -3.31 347.19 31
15.4 
(M:15.4) 1 4 0 K.EGILIDAMR.K Dimethyl:2H(4): 1; Oxidation: 8

7516 true 2013 1375.8585 1374.8475 1 2.74 345.05 38.67
89.3 
(M:89.3) 1 1 0 K.VHLVGIDIFNGK.K Dimethyl:2H(4): 1, 12

7517 true 2013 1561.7686 1560.7685 1 -4.56 173.43 34
101.3 
(M:101.3) 2 1 0 K.AQPNQTTFWEGVR.N Dimethyl: 1

7518 true 2013 1650.9488 1649.9392 1 1.36 276.59 36.67
56.7 
(M:56.7) 1 1 1 K.FKGPFTDVVTTNLK.L Dimethyl: 1, 2, 14



7519 true 2013 1860.9811 1859.9741 1 -0.19 249.35 31.33
32.5 
(M:32.5) 2 1 0 K.VFADEVQQQAQLSTIR.S Dimethyl: 1

7520 true 2014 843.5324 842.5353 1 -12.11 343.69 37.33
16.7 
(M:16.7) 1 1 0 R.DASLVFK.V Dimethyl:2H(4): 1, 7

7521 true 2014 1271.6838 1270.6856 1 -7.17 279.86 33.67
51.2 
(M:51.2) 2 1 0 K.HGVVPLATYMR.I Dimethyl: 1

7522 true 2014 1297.6374 1296.631 1 -0.65 110.85 30.5
41.5 
(M:41.5) 1 1 0 M.AAPAGGLDDAELR.E Acetyl: 1

7523 false 2014 1297.6374 1296.6612 1 -23.92 84.61 30.5
17.7 
(M:17.7) 1 2 0 K.DGNGYISAAELR.H Dimethyl:2H(4): 1

7524 true 2014 1707.7954 1706.7763 1 6.94 189.31 38.5
47.6 
(M:47.6) 1 1 0 K.FCFSNEFSTFTHK.T Carbamidomethyl: 2; Dimethyl: 1, 13

7525 true 2014 1774.9336 1773.9301 1 -2.13 120.04 34.17
15.0 
(M:15.0) 1 1 1 K.KLEENVYYFGTTVR.G Dimethyl: 1, 1



7526 true 2014 1884.1737 1883.1521 1 7.61 283.29 36.83
87.3 
(M:87.3) 2 1 1 R.IINEPTAAAIAYGLDKK.V Dimethyl:2H(4): 1, 16, 17

7527 true 2014 1884.1737 1883.1521 1 7.61 283.29 36.83
87.3 
(M:87.3) 2 1 1 R.IINEPTAAAIAYGLDKK.G Dimethyl:2H(4): 1, 16, 17

7528 true 2014 2224.1667 2223.1569 1 1.14 224.69 31.33
34.4 
(M:34.4) 1 1 1

R.GENLVSMTVEGPPPKDTGIAR
.V Dimethyl: 1, 15

7529 true 2015 1275.7098 1274.7107 1 -6.42 296.53 33.67
52.8 
(M:52.8) 2 1 0 K.HGVVPLATYMR.I Dimethyl:2H(4): 1

7530 false 2015 1300.6339 1299.6319 1 -4.01 90.95 30.17
17.4 
(M:17.4) 1 2 0 R.VAEMYEEELR.E Dimethyl:2H(4): 1

7531 true 2015 1782.972 1781.9803 1 -8.77 183.25 34.17
47.7 
(M:47.7) 1 1 1 K.KLEENVYYFGTTVR.G Dimethyl:2H(4): 1, 1

7532 true 2015 1813.0342 1812.0186 1 4.59 277.01 39.5
94.0 
(M:94.0) 1 1 0 R.IHFPLATYAPVISAEK.A Dimethyl: 1, 16



7533 false 2015 1813.0342 1812.0186 1 4.59 274.66 39.5
47.2 
(M:47.2) 1 65.06 2 0 R.IHFPLVTYAPVISAEK.A Dimethyl: 16

7534 true 2015 2408.1806 2407.1678 1 2.31 168.48 31.5
60.5 
(M:60.5) 1 1 0

K.TDNPAECYANAQEQLNQHIK.
E

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 20

7535 false 2016 1107.6274 1106.6056 1 13.14 352.43 31
18.4 
(M:18.4) 1 2 1 K.EIDKCLNR.E

Carbamidomethyl: 5; Dimethyl:2H(4): 
4; Dimethyl: 1

7536 true 2016 1113.6691 1112.6554 1 5.83 353.92 36.83
28.3 
(M:28.3) 1 1 0 R.GETLGIIGLGR.V Dimethyl: 1

7537 true 2016 1113.6691 1112.6554 1 5.83 353.92 36.83
28.3 
(M:28.3) 1 1 0 R.GETLGIIGLGR.V Dimethyl: 1

7538 true 2016 1857.9669 1856.9745 1 -7.97 203.74 34
63.4 
(M:63.4) 1 1 0 R.LQAQFSQLSQLGPQER.L Dimethyl: 1

7539 true 2017 1062.5593 1061.5506 1 1.39 117.21 31.5
19.7 
(M:19.7) 1 1 0 K.NFAEEVGLR.V Dimethyl: 1



7540 true 2017 1155.7224 1154.7151 1 0.03 367.54 37.67
70.1 
(M:70.1) 1 1 0 K.AVNLFTDAIK.L Dimethyl:2H(4): 1, 10

7541 true 2017 1193.6239 1192.6063 1 8.65 228.31 37.5
37.4 
(M:37.4) 1 1 0 K.GLEYLHFMR.K Dimethyl: 1

7542 true 2017 1321.6251 1320.6384 1 -15.56 199.29 31.5
63.0 
(M:63.0) 1 1 0 R.IEYDCELVPR.R Carbamidomethyl: 5; Dimethyl: 1

7543 false 2017 1371.7201 1370.7095 1 2.42 325.04 33.67
23.9 
(M:23.9) 1 2 0 K.FPFGISPAQSHR.N Dimethyl: 1

7544 true 2017 1371.7201 1370.7245 1 -8.47 303.86 33.67
24.3 
(M:24.3) 1 1 0 K.AVNGFFTSNGAVR.D Dimethyl:2H(4): 1

7545 true 2017 1861.9926 1860.9996 1 -7.66 282.2 34
43.2 
(M:43.2) 1 1 0 R.LQAQFSQLSQLGPQER.L Dimethyl:2H(4): 1

7546 false 2018 889.5273 888.5103 1 10.94 648.76 36.83
22.9 
(M:22.9) 1 8 1 K.AQMEKAK.T Dimethyl: 1, 5, 7



7547 false 2018 889.5273 888.5103 1 10.94 535.11 36.83
25.2 
(M:25.2) 1 5 1 R.KMVENIK.Q Dimethyl: 7

7548 true 2018 1066.5746 1065.5757 1 -7.85 66.12 31.5
26.1 
(M:26.1) 1 1 0 K.NFAEEVGLR.V Dimethyl:2H(4): 1

7549 false 2018 1111.6513 1110.6521 1 -7.28 31.82 31.5
17.5 
(M:17.5) 1 4 1 R.GINMRYLGK.V Dimethyl:2H(4): 1; Dimethyl: 9

7550 true 2018 1197.6489 1196.6314 1 8.5 179.07 37.33
29.2 
(M:29.2) 1 1 0 K.GLEYLHFMR.K Dimethyl:2H(4): 1

7551 true 2018 1472.8428 1471.8623 1 -18.22 395.04 33.5
55.8 
(M:55.8) 1 1 0 K.QIGNVAALPGIVHR.S Dimethyl: 1

7552 true 2018 1992.9805 1991.9912 1 -9.05 85.45 34
34.0 
(M:34.0) 2 1 0 R.GSGSQSSVPSVDQFTGVGIR.V Dimethyl: 1

7553 true 2019 1113.5873 1112.5917 1 -10.4 392.67 31
37.9 
(M:37.9) 2 1 0 K.FAFQAEVNR.M Dimethyl:2H(4): 1



7554 true 2019 1186.7239 1185.7093 1 6.12 79.05 36.83
39.5 
(M:39.5) 2 1 0 R.IVIPMESPIR.V Dimethyl:2H(4): 1

7555 false 2019 1404.797 1403.7996 1 -7.02 255.28 30.33
19.0 
(M:19.0) 1 4 1 R.SEDGQPMVLKLK.D Dimethyl:2H(4): 12; Dimethyl: 1

7556 true 2019 1476.8772 1475.8874 1 -11.88 459 33.5
67.3 
(M:67.3) 2 1 0 K.QIGNVAALPGIVHR.S Dimethyl:2H(4): 1

7557 true 2020 925.5194 924.5177 1 -6.02 219.43 36.67
16.4 
(M:16.4) 1 1 0 R.FLTVMMK.H Dimethyl: 1, 7

7558 false 2020 1464.782 1463.7632 1 7.86 342.44 36.83
15.6 
(M:15.6) 1 4 1 K.GQDVKSSVYFMK.Q

Dimethyl:2H(4): 1; Oxidation: 11; 
Dimethyl: 12

7559 true 2020 1464.782 1463.7711 1 2.49 392.85 36.83
84.2 
(M:84.2) 1 1 0 R.APDALFSSPPQFR.H Dimethyl:2H(4): 1

7560 true 2020 2200.1469 2199.1214 1 8.27 190.93 38.5
20.9 
(M:20.9) 1 1 1 K.DKLNLSCIHSPMVTELMR.G Carbamidomethyl: 7; Dimethyl: 1, 2



7561 true 2021 1150.5656 1149.5601 1 -1.5 179.26 31.5
17.9 
(M:17.9) 1 1 0 K.CPFTGNVSIR.G Carbamidomethyl: 1

7562 true 2021 2130.0089 2129.0212 1 -9.16 154.22 34
69.4 
(M:69.4) 1 1 0 K.VIEAYCTGAGFQQALSSGSR.K Carbamidomethyl: 6; Dimethyl: 1

7563 true 2021 2481.2461 2480.2276 1 4.53 214.13 38.5
90.0 
(M:90.0) 1 1 0

K.VILALGDYMGATCHACIGGTN
VR.N

Carbamidomethyl: 13, 16; 
Dimethyl:2H(4): 1

7564 true 2021 2723.3726 2722.3814 1 -5.9 114.06 31.5
30.3 
(M:30.3) 1 1 0

R.SEAEEAITNFNGHKPPGSSEPI
TVK.F Dimethyl: 1, 14, 25

7565 false 2022 868.5079 867.4902 1 12.05 482.68 34.33
25.3 
(M:25.3) 1 5 1 R.EKENER.S Dimethyl:2H(4): 1, 2

7566 true 2022 868.5079 867.5106 1 -11.48 446.62 34.33
29.1 
(M:29.1) 2 1 0 R.YIEIFK.S Dimethyl: 1, 6

7567 false 2022 868.5079 867.4967 1 4.55 406.67 34.33
21.7 
(M:21.7) 1 10 1 R.YQVKFR.R Dimethyl: 4



7568 true 2022 868.5079 867.5106 1 -11.48 446.62 34.33
29.1 
(M:29.1) 2 1 0 R.YIEIFK.S Dimethyl: 1, 6

7569 false 2023 876.556 875.5608 1 -13.76 532 34.33
21.4 
(M:21.4) 1 2 0 R.YIEIFK.S Dimethyl:2H(4): 1, 6

7570 false 2023 876.556 875.5608 1 -13.76 532 34.33
21.4 
(M:21.4) 1 2 0 R.YIEIFK.S Dimethyl:2H(4): 1, 6

7571 true 2023 970.5351 969.5356 1 -7.97 214.09 38.67
20.3 
(M:20.3) 4 1 1 R.GRAEEKPR.N Dimethyl: 6

7572 true 2023 1199.653 1198.667 1 -17.68 123.28 32.5
59.6 
(M:59.6) 1 1 0 K.ESAAINQILGR.R Dimethyl: 1

7573 false 2023 1199.653 1198.667 1 -17.68 180.57 32.5
27.9 
(M:27.9) 1 2 0 K.DAGTIAGLNVLR.I

7574 true 2023 2069.1094 2068.0953 1 3.32 195.22 37.5
67.3 
(M:67.3) 1 1 0 R.GLLGALTSTPYSPTQHLER.E Dimethyl: 1



7575 true 2024 1246.7007 1245.7081 1 -11.79 142.69 31.5
57.0 
(M:57.0) 3 1 0 R.VAQLEQVYIR.G Dimethyl: 1

7576 true 2024 1257.5895 1256.5826 1 -0.27 258.26 31.5
26.6 
(M:26.6) 1 1 0 R.YQQPFEDFR.V Dimethyl: 1

7577 true 2024 1669.8672 1668.8664 1 -3.88 264.05 33.67
26.9 
(M:26.9) 1 1 1 R.INFDKYHPGYFGK.V Dimethyl: 1, 5, 13

7578 true 2024 1880.1174 1879.127 1 -8.99 291.82 36.83
60.3 
(M:60.3) 2 95.53 1 1 R.IINEPTAAAIAYGLDKK.G Dimethyl:2H(4): 16, 17; Dimethyl: 1

7579 true 2024 1880.1174 1879.127 1 -8.99 291.82 36.83
60.3 
(M:60.3) 2 95.53 1 1 R.IINEPTAAAIAYGLDKK.V Dimethyl:2H(4): 16, 17; Dimethyl: 1

7580 true 2024 2073.1345 2072.1204 1 3.26 247.9 37.5
91.6 
(M:91.6) 1 1 0 R.GLLGALTSTPYSPTQHLER.E Dimethyl:2H(4): 1

7581 true 2025 946.5615 945.5648 1 -11.15 117.27 34.17
41.4 
(M:41.4) 1 1 0 R.VGEIVVFR.I Dimethyl: 1



7582 true 2025 1041.6308 1040.6342 1 -10.31 72.97 31.67
16.9 
(M:16.9) 1 1 0 K.VLQSALAAIR.H

7583 true 2025 1251.6846 1250.6983 1 -16.77 210.17 31
23.5 
(M:23.5) 1 1 0 R.IDESIHLQLR.E Dimethyl: 1

7584 true 2025 2587.3774 2586.3617 1 3.25 215.59 37.33
87.0 
(M:87.0) 1 1 0

K.GLFNVVQGGAATGQFLCHHP
DVAK.I

Carbamidomethyl: 17; Dimethyl:2H(4): 
1, 24

7585 true 2026 950.581 949.5899 1 -16.98 90.3 34.17
19.8 
(M:19.8) 1 1 0 R.VGEIVVFR.I Dimethyl:2H(4): 1

7586 true 2026 1192.6786 1191.6686 1 2.35 217.59 36.67
40.7 
(M:40.7) 1 1 0 R.QFLTQLMQK.E Dimethyl: 1, 9

7587 true 2026 1298.7301 1297.7242 1 -1.02 84.01 31.5
25.0 
(M:25.0) 1 1 0 R.NTVEITELPVR.T Dimethyl: 1

7588 true 2026 1511.782 1510.7646 1 6.72 102.04 40.33
59.9 
(M:59.9) 3 1 0 M.ATAPYNYSYIFK.Y Dimethyl:2H(4): 12; Acetyl: 1



7589 true 2026 1719.8482 1718.8467 1 -3.35 278.18 33.67
30.8 
(M:30.8) 2 1 0 R.YFHFYNTGLQNQR.V Dimethyl:2H(4): 1

7590 true 2027 1327.6612 1326.6506 1 2.52 222.53 31.17
31.8 
(M:31.8) 1 1 0 K.DFSTALAHYDR.A Dimethyl:2H(4): 1

7591 true 2028 859.4657 858.4559 1 2.87 326.2 40.33
18.4 
(M:18.4) 1 1 0 K.DLSQQIR.V

7592 true 2028 1021.6325 1020.627 1 -1.76 217.95 37
33.6 
(M:33.6) 11 1 0 K.VFLENVIR.D Dimethyl:2H(4): 1

7593 true 2028 1112.5879 1111.5964 1 -14.15 303.56 34.17
38.2 
(M:38.2) 1 1 0 K.SFFLQPGER.L Dimethyl:2H(4): 1

7594 true 2028 1155.5749 1154.5618 1 5 320.19 31.67
34.1 
(M:34.1) 1 1 1 R.ADVRDYDNR.V Dimethyl:2H(4): 1

7595 false 2029 1203.6831 1202.7023 1 -22.02 40.3 34.17
16.6 
(M:16.6) 1 2 1 R.LKIDFGEVAR.A Dimethyl: 1, 2



7596 false 2029 1350.7596 1349.7505 1 1.36 406.74 37
19.2 
(M:19.2) 1 2 1 K.LEDFFKNMVK.S Dimethyl:2H(4): 1, 6; Oxidation: 8

7597 true 2029 1350.7596 1349.7471 1 3.85 292.06 37
65.0 
(M:65.0) 1 1 0 R.AAVFNPYTEFK.E Dimethyl:2H(4): 1, 11

7598 true 2029 1600.743 1599.7351 1 0.33 173.8 31.5
50.8 
(M:50.8) 1 1 0 K.IYTFGCNDEGALGR.D Carbamidomethyl: 6; Dimethyl: 1

7599 true 2029 1799.9415 1798.94 1 -3.2 265.68 33.67
59.4 
(M:59.4) 3 1 0 K.HIVLSGGSTMYPGLPSR.L Dimethyl: 1

7600 true 2029 1805.9382 1804.9294 1 0.81 257.99 38.67
53.6 
(M:53.6) 1 1 0 R.FEHSLGVGYLAGCLVR.E Carbamidomethyl: 13; Dimethyl: 1

7601 true 2029 2135.1558 2134.1721 1 -11.03 306.95 33.67
57.8 
(M:57.8) 1 1 0

K.AGPPVPASHITPAAVQPPMIR
.R Dimethyl: 1

7602 false 2030 933.5303 932.5291 1 -6.47 236.62 40.5
24.0 
(M:24.0) 1 3 1 K.SAKNSATAK.K Dimethyl: 1, 9



7603 false 2030 1360.7348 1359.7221 1 3.98 452.13 31.17
15.9 
(M:15.9) 1 3 0 R.TTTQLCWPLLK.Q Carbamidomethyl: 6

7604 true 2030 1360.7348 1359.7398 1 -9.07 265.93 31.17
58.2 
(M:58.2) 1 1 0 K.FLIPNASQAESK.V Dimethyl: 1, 12

7605 true 2030 1412.7952 1411.7908 1 -1.99 356.48 37
80.1 
(M:80.1) 1 1 0 R.HVGMAVAGLLADAR.S Dimethyl:2H(4): 1

7606 true 2030 1540.8702 1539.8449 1 11.66 277.7 36.83
50.0 
(M:50.0) 1 1 1 K.YAALYQPLFDKR.R Dimethyl: 1, 11

7607 true 2030 1540.8702 1539.8449 1 11.66 277.7 36.83
50.0 
(M:50.0) 1 1 1 K.YAALYQPLFDKR.S Dimethyl: 1, 11

7608 true 2030 1604.7748 1603.7602 1 4.55 163.01 31.5
32.9 
(M:32.9) 1 1 0 K.IYTFGCNDEGALGR.D

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

7609 true 2030 1803.9656 1802.9651 1 -3.75 322.79 33.67
79.4 
(M:79.4) 3 1 0 K.HIVLSGGSTMYPGLPSR.L Dimethyl:2H(4): 1



7610 true 2030 1809.9597 1808.9545 1 -1.14 273.09 38.67
61.5 
(M:61.5) 1 1 0 R.FEHSLGVGYLAGCLVR.E

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

7611 true 2030 2232.0806 2231.0939 1 -9.21 259.66 33.5
62.4 
(M:62.4) 1 1 0

R.GPMAGGIQGPGPLNMGASG
PQGPR.Q Dimethyl: 1

7612 false 2031 803.512 802.5065 1 -2.22 349.52 33.67
19.7 
(M:19.7) 1 3 0 K.LVQFLR.E Dimethyl: 1

7613 false 2031 1315.667 1314.6528 1 5.24 245.63 34.17
16.3 
(M:16.3) 1 6 1 R.DAADAVRELDGR.T Dimethyl: 1

7614 false 2031 1315.667 1314.682 1 -16.94 228.77 34.17
16.9 
(M:16.9) 1 50.58 2 1 K.AGTLSKEQYYK.G Dimethyl: 1

7615 true 2031 1368.7849 1367.79 1 -9.05 333.13 31.17
37.0 
(M:37.0) 1 1 0 K.FLIPNASQAESK.V Dimethyl:2H(4): 1, 12

7616 true 2031 1548.9152 1547.8952 1 8.25 189.79 36.83
25.8 
(M:25.8) 2 1 1 K.YAALYQPLFDKR.R Dimethyl:2H(4): 1, 11



7617 true 2031 1548.9152 1547.8952 1 8.25 189.79 36.83
25.8 
(M:25.8) 2 1 1 K.YAALYQPLFDKR.S Dimethyl:2H(4): 1, 11

7618 false 2032 825.491 824.483 1 0.9 481.56 33.67
17.1 
(M:17.1) 1 2 1 R.AKYIMK.R Oxidation: 5; Dimethyl: 1, 6

7619 true 2032 1385.83 1384.834 1 -8.17 211.07 31.67
28.0 
(M:28.0) 4 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 1; Dimethyl: 8

7620 false 2032 1385.83 1384.7926 1 21.72 175.42 31.67
19.5 
(M:19.5) 1 2 0 R.TQIQLQAAEISK.L Dimethyl: 1, 12

7621 true 2032 1414.8417 1413.8316 1 1.99 258.02 40.33
39.7 
(M:39.7) 3 1 0 K.CIPPSLVAAVISR.E

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

7622 true 2032 1700.7424 1699.7366 1 -0.85 93.66 30.33
20.6 
(M:20.6) 1 1 0 R.YSYYDESQGEIYR.S Dimethyl: 1

7623 true 2032 2436.3048 2435.3074 1 -4.04 243.4 33.5
34.6 
(M:34.6) 1 1 1 K.YILENHPGTNSNFQVHLLKR.T Dimethyl: 1, 19



7624 true 2033 901.5055 900.5007 1 -2.76 272.44 37.17
28.3 
(M:28.3) 1 1 0 R.GFELTFR.T Dimethyl:2H(4): 1

7625 true 2033 918.5666 917.5698 1 -11.43 151.2 33.67
31.9 
(M:31.9) 2 1 0 K.LVYILNR.D Dimethyl: 1

7626 false 2033 918.5666 917.5368 1 24.51 234.59 33.67
16.1 
(M:16.1) 1 5 0 K.MLLAALSR.V Oxidation: 1; Dimethyl: 1

7627 true 2033 1353.7456 1352.7565 1 -13.42 238.01 34.17
18.0 
(M:18.0) 2 1 1 R.LAAGERYVPPPR.K Dimethyl: 1

7628 false 2033 1385.8294 1384.7926 1 21.31 265.53 31
15.6 
(M:15.6) 1 4 0 R.NELLTLNGQSLK.D Dimethyl: 1, 12

7629 true 2033 1663.0294 1662.0146 1 4.53 280.02 36.67
21.0 
(M:21.0) 1 1 1 K.FKGPFTDVVTTNLK.L Dimethyl:2H(4): 1, 2, 14

7630 true 2033 2041.0983 2040.0499 1 20.14 156.03 38.67
17.5 
(M:17.5) 1 1 1 R.EGEQPTKDMLQITFTAR.S

Dimethyl:2H(4): 1; Oxidation: 9; 
Dimethyl: 7



7631 true 2034 950.5087 949.5022 1 -0.76 255.27 37.17
64.8 
(M:64.8) 1 1 0 R.GIFEPFGR.F Dimethyl: 1

7632 false 2034 950.5087 949.5243 1 -24.06 382.01 37.17
16.6 
(M:16.6) 1 3 1 K.GGKSNASGGR.G Dimethyl:2H(4): 3; Dimethyl: 1

7633 false 2034 950.5087 949.5055 1 -4.31 166.65 37.17
25.4 
(M:25.4) 1 2 0 K.IGFEAVMR.I Dimethyl: 1

7634 true 2034 1751.936 1750.9577 1 -16.54 231.76 31.5
37.0 
(M:37.0) 1 1 0 R.IQQEIAVQNPLVSER.L Dimethyl: 1

7635 false 2035 890.4856 889.4869 1 -9.63 392.84 40.5
16.2 
(M:16.2) 1 7 0 K.ATVLTTER.K

7636 false 2035 890.4856 889.4579 1 22.93 433.64 40.5
21.0 
(M:21.0) 1 3 0 K.AMGDAEIK.D Dimethyl: 1, 8

7637 true 2035 954.5339 953.5273 1 -0.64 211.64 37.17
61.2 
(M:61.2) 1 1 0 R.GIFEPFGR.F Dimethyl:2H(4): 1



7638 false 2035 954.5339 953.5306 1 -4.17 193.14 37.17
26.5 
(M:26.5) 1 2 0 K.IGFEAVMR.I Dimethyl:2H(4): 1

7639 true 2035 1059.6001 1058.6062 1 -12.7 288.07 35.33
45.5 
(M:45.5) 1 1 0 K.SYAVIFATR.V Dimethyl:2H(4): 1

7640 true 2035 1541.7924 1540.7936 1 -5.5 205.5 31.83
61.0 
(M:61.0) 2 1 0 R.EHQISPGDFPNLR.K Dimethyl:2H(4): 1

7641 true 2036 1072.5988 1071.6015 1 -9.32 331.53 33.83
38.2 
(M:38.2) 1 1 0 R.YQGGFLISR.L Dimethyl:2H(4): 1

7642 true 2036 1396.7665 1395.7544 1 3.46 311.17 37.5
52.2 
(M:52.2) 5 1 0 R.GDGPICLVLAPTR.E Carbamidomethyl: 6; Dimethyl: 1

7643 true 2036 1396.7665 1395.7544 1 3.46 311.17 37.5
52.2 
(M:52.2) 5 1 0 R.GDGPICLVLAPTR.E Carbamidomethyl: 6; Dimethyl: 1

7644 true 2036 1419.7985 1418.8031 1 -8.36 271.6 31
17.9 
(M:17.9) 1 1 0 R.QAALSVAEQTITR.M Dimethyl:2H(4): 1



7645 true 2036 1812.8138 1811.8043 1 1.25 223.58 31.5
30.2 
(M:30.2) 1 1 0 R.STAYEDYYYYPPPR.M Dimethyl: 1

7646 true 2036 1871.8968 1870.9021 1 -6.69 245.42 30.17
16.4 
(M:16.4) 1 1 0 R.GDIAVLEATVQNNQDER.R

7647 true 2037 937.5503 936.5483 1 -5.66 158.94 40.5
36.1 
(M:36.1) 2 1 0 K.NFGIWLR.Y Dimethyl:2H(4): 1

7648 true 2037 1253.7077 1252.6962 1 3.4 212.23 38.83
35.6 
(M:35.6) 1 1 0 R.SIIDMLHLQR.S Dimethyl: 1

7649 true 2037 1721.8493 1720.8454 1 -1.96 108.33 31.67
21.0 
(M:21.0) 1 1 0 K.NQVAMNPTNTVFDAK.R Oxidation: 5; Dimethyl: 1, 15

7650 true 2037 1816.8376 1815.8294 1 0.53 278.96 31.5
37.4 
(M:37.4) 1 1 0 R.STAYEDYYYYPPPR.M Dimethyl:2H(4): 1

7651 false 2038 947.5122 946.5092 1 -4.52 149.08 40.5
17.4 
(M:17.4) 1 8 0 K.VCQMLLR.G Carbamidomethyl: 2; Dimethyl: 1



7652 false 2038 947.5122 946.4906 1 15.14 166.56 40.5
20.0 
(M:20.0) 1 5 1 K.MQDKEIR.A Dimethyl: 1

7653 true 2038 1148.6421 1147.635 1 -0.11 287.29 33.67
32.7 
(M:32.7) 2 1 0 K.TAVLTAFANGR.S Dimethyl: 1

7654 true 2038 1217.6299 1216.6353 1 -10.41 186.12 33.83
34.1 
(M:34.1) 2 1 0 R.VATWFNQPAR.K Dimethyl: 1

7655 true 2038 1257.7395 1256.7213 1 8.7 227.43 38.83
44.0 
(M:44.0) 1 1 0 R.SIIDMLHLQR.S Dimethyl:2H(4): 1

7656 true 2038 1729.8899 1728.8956 1 -7.54 192.91 31.67
74.0 
(M:74.0) 1 1 0 K.NQVAMNPTNTVFDAK.R Dimethyl:2H(4): 1, 15; Oxidation: 5

7657 true 2038 1997.9413 1996.9378 1 -1.91 107.88 30.33
65.0 
(M:65.0) 1 1 0 R.IDSAATSTYEIGNPPDYR.G Dimethyl: 1

7658 true 2039 1228.6987 1227.6976 1 -5.03 194.54 35.33
40.0 
(M:40.0) 3 1 0 K.SILFVPNSAPR.G Dimethyl: 1



7659 true 2039 1751.8959 1750.9002 1 -6.65 180.31 31.83
88.4 
(M:88.4) 1 1 0 K.HGGTIPVVPTAEFQDR.I Dimethyl: 1

7660 true 2039 1955.9071 1954.903 1 -1.62 88.66 31.67
32.1 
(M:32.1) 2 1 0 R.WMVGQCGEDIPQPTPGR.D Carbamidomethyl: 6; Dimethyl: 1

7661 true 2039 2265.9327 2264.9346 1 -4.04 149.25 30.33
63.0 
(M:63.0) 1 1 0 K.VVDYSQFQESDDADEDYGR.D Dimethyl: 1

7662 true 2040 1304.8151 1303.7976 1 7.81 206.18 38.83
36.7 
(M:36.7) 1 1 0 K.ALLLHQLEALR.Q Dimethyl: 1

7663 true 2040 1400.7976 1399.7795 1 7.68 316.54 37.5
30.6 
(M:30.6) 1 1 0 R.GDGPICLVLAPTR.E

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

7664 true 2040 1400.7976 1399.7795 1 7.68 316.54 37.5
30.6 
(M:30.6) 1 1 0 R.GDGPICLVLAPTR.E

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

7665 true 2040 1755.922 1754.9253 1 -6.03 203.66 31.83
109.4 
(M:109.4) 1 1 0 K.HGGTIPVVPTAEFQDR.I Dimethyl:2H(4): 1



7666 true 2040 2269.9633 2268.9597 1 -1.6 223.28 30.33
82.5 
(M:82.5) 1 1 0 K.VVDYSQFQESDDADEDYGR.D Dimethyl:2H(4): 1

7667 true 2041 1215.6832 1214.6772 1 -1.04 231.62 34
77.7 
(M:77.7) 1 1 0 K.GPLQSVQVFGR.K Dimethyl: 1

7668 true 2041 1235.7506 1234.7472 1 -3.12 162.02 33.67
21.3 
(M:21.3) 1 1 0 R.VICILSHPIK.N Carbamidomethyl: 3; Dimethyl: 1, 10

7669 true 2041 1537.7713 1536.7685 1 -2.91 216.08 31
42.1 
(M:42.1) 2 1 0 R.EHQISPGDFPNLR.K Dimethyl: 1

7670 true 2041 1737.9151 1736.9032 1 2.66 176.44 37.67
49.6 
(M:49.6) 1 1 0 K.LWSVPDCNLVHTLR.G Carbamidomethyl: 7; Dimethyl: 1

7671 true 2041 1881.0308 1880.0407 1 -9.18 203.5 34.17
69.5 
(M:69.5) 2 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl: 1, 18

7672 true 2041 1881.0308 1880.0407 1 -9.18 203.5 34.17
69.5 
(M:69.5) 2 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl: 1, 18



7673 true 2041 1881.0308 1880.0407 1 -9.18 203.5 34.17
69.5 
(M:69.5) 2 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl: 1, 18

7674 true 2041 2020.0173 2019.0095 1 0.22 200.66 31.5
55.4 
(M:55.4) 1 1 0 K.QATVGDVNTDRPGMLDFK.G Dimethyl: 1, 18

7675 true 2042 1448.8667 1447.8551 1 2.95 351.96 39.17
37.0 
(M:37.0) 1 1 0 K.YAPLHLVPLIER.L Dimethyl: 1

7676 true 2042 2028.0672 2027.0597 1 0.09 188.81 31.5
77.5 
(M:77.5) 1 1 0 K.QATVGDVNTDRPGMLDFK.G Dimethyl:2H(4): 1, 18

7677 true 2043 1035.5366 1034.5397 1 -10 93.95 30.33
34.9 
(M:34.9) 1 1 0 K.DVFISAAER.D Dimethyl: 1

7678 false 2043 1092.5344 1091.5393 1 -11.19 379.06 40.67
17.8 
(M:17.8) 1 3 0 K.QQQMATLTR.E Oxidation: 4

7679 false 2043 1092.5344 1091.5281 1 -0.91 264.79 40.67
16.5 
(M:16.5) 1 6 0 R.LSSSDMPGVR.D Oxidation: 6; Dimethyl: 1



7680 true 2043 1938.9885 1937.9815 1 -0.17 115.24 37.67
43.5 
(M:43.5) 1 1 0 K.GMLQLLSNCPAETAHLR.K Carbamidomethyl: 9; Dimethyl: 1

7681 true 2043 2042.0461 2041.0418 1 -1.48 192.11 31.5
18.1 
(M:18.1) 1 1 0 K.LPYDVTPEQALNHEEVR.T Dimethyl:2H(4): 1

7682 true 2044 1039.5475 1038.5648 1 -23.58 100.88 30.33
29.6 
(M:29.6) 1 1 0 K.DVFISAAER.D Dimethyl:2H(4): 1

7683 true 2044 1115.5815 1114.5771 1 -2.57 260.35 31.67
33.2 
(M:33.2) 1 1 0 K.QWLQEIDR.Y Dimethyl: 1

7684 true 2044 1121.7174 1120.6984 1 10.52 376.2 36.83
28.4 
(M:28.4) 2 1 0 K.FYTVISSLK.T Dimethyl:2H(4): 1, 9

7685 true 2044 1287.6736 1286.6805 1 -11.06 151.96 33.67
18.8 
(M:18.8) 1 1 0 K.HGVVPLATYMR.I Oxidation: 10; Dimethyl: 1

7686 true 2044 1905.951 1904.9632 1 -10.23 235.55 34.17
74.3 
(M:74.3) 1 1 1 R.KEEGSAPSNSFIPSFPR.A Dimethyl: 1, 1



7687 true 2045 1154.6303 1153.6281 1 -4.41 248.09 31.67
25.6 
(M:25.6) 1 1 0 K.NYITVDELR.R Dimethyl:2H(4): 1

7688 true 2045 1307.7009 1306.6744 1 14.73 265.41 34
54.7 
(M:54.7) 2 1 0 K.GVLFYGPPGCGK.T Carbamidomethyl: 10; Dimethyl: 1, 12

7689 false 2046 1188.6978 1187.6862 1 3.62 124.55 37.5
15.5 
(M:15.5) 1 2 1 R.LHGGKDSASPR.Y Dimethyl:2H(4): 1, 5

7690 true 2046 1394.7715 1393.7718 1 -5.43 338.33 33.83
40.6 
(M:40.6) 2 1 0 K.QPSPPFLVPTQR.F Dimethyl: 1

7691 true 2046 1989.9675 1988.9778 1 -8.87 83.37 34.17
75.6 
(M:75.6) 1 1 0 R.IFAQYMVPHNLETNER.M Dimethyl: 1

7692 false 2047 1328.741 1327.7347 1 -0.76 214.08 31.83
15.8 
(M:15.8) 1 2 1 R.NDEELNKLLGK.V Dimethyl: 1, 11

7693 true 2047 1336.7972 1335.7735 1 12.27 213 36.83
21.8 
(M:21.8) 1 1 0 R.SRPETGRPRPK.G Dimethyl: 1, 11



7694 false 2047 1336.7972 1335.7948 1 -3.68 215.67 36.83
17.2 
(M:17.2) 1 2 1 K.MTPPIKDLLPR.L Dimethyl: 1, 6

7695 false 2047 1450.8421 1449.8014 1 23.05 392.28 34
16.4 
(M:16.4) 1 4 1 R.ESLMQFSKPRK.L Oxidation: 4; Dimethyl: 1, 8, 11

7696 true 2047 1993.9854 1993.0029 1 -12.44 158.84 34.17
37.9 
(M:37.9) 1 1 0 R.IFAQYMVPHNLETNER.M Dimethyl:2H(4): 1

7697 true 2048 879.4606 878.465 1 -13.37 491.34 34.33
28.5 
(M:28.5) 2 1 0 K.LFDFPGR.G Dimethyl: 1

7698 false 2048 879.4606 878.4498 1 3.97 594.8 34.33
18.0 
(M:18.0) 1 3 0 K.LDFSDVR.M Dimethyl: 1

7699 false 2048 879.4606 878.4498 1 3.97 824.41 34.33
18.8 
(M:18.8) 1 2 0 K.IGEDYVR.D Dimethyl: 1

7700 false 2048 1344.6902 1343.6834 1 -0.32 165.46 31.83
65.2 
(M:65.2) 1 2 0 K.LQIWDTAGQER.F Dimethyl: 1



7701 false 2048 1344.6902 1343.6834 1 -0.32 165.46 31.83
65.2 
(M:65.2) 1 2 0 R.LQLWDTAGQER.F Dimethyl: 1

7702 false 2048 1344.6902 1343.6834 1 -0.32 165.46 31.83
65.2 
(M:65.2) 1 2 0 K.LQIWDTAGQER.F Dimethyl: 1

7703 false 2048 1344.6902 1343.6834 1 -0.32 165.46 31.83
65.2 
(M:65.2) 1 2 0 K.LQIWDTAGQER.F Dimethyl: 1

7704 false 2048 1344.6902 1343.6834 1 -0.32 165.46 31.83
65.2 
(M:65.2) 1 2 0 K.LQIWDTAGQER.F Dimethyl: 1

7705 false 2048 1344.6902 1343.6834 1 -0.32 165.46 31.83
65.2 
(M:65.2) 1 2 0 K.LQIWDTAGQER.F Dimethyl: 1

7706 true 2049 960.58 959.5742 1 -1.56 165.74 34.33
34.8 
(M:34.8) 1 1 0 K.IEPPGLFR.G Dimethyl:2H(4): 1

7707 false 2049 1192.5929 1191.6149 1 -24.55 106.24 30.33
15.2 
(M:15.2) 1 8 1 K.AFRDSYHLR.R Dimethyl: 1



7708 true 2049 1192.5929 1191.5884 1 -2.34 92.63 30.33
34.5 
(M:34.5) 1 1 0 K.LSDGFNGADLR.N Dimethyl: 1

7709 true 2049 1303.7567 1302.7675 1 -13.9 242.07 37.5
30.7 
(M:30.7) 1 1 0 R.GPYFLTAETLK.S Dimethyl:2H(4): 1, 11

7710 false 2049 1303.7567 1302.7313 1 13.84 244.66 37.5
15.3 
(M:15.3) 1 3 1 R.MKMVTTQCLK.-

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 10

7711 false 2049 1356.7725 1355.7959 1 -22.59 225.01 32.17
17.4 
(M:17.4) 1 8 1 K.ILKAECLALLGR.Y Carbamidomethyl: 6

7712 true 2049 1356.7725 1355.766 1 -0.58 264.93 32.17
64.5 
(M:64.5) 1 1 1 R.NDEELNKLLGK.V Dimethyl: 1, 7, 11

7713 false 2049 1356.7725 1355.7925 1 -20.1 234.5 32.17
20.4 
(M:20.4) 1 4 0 R.ISTGLGIAWILGR.L

7714 true 2049 1378.7494 1377.7439 1 -1.26 249.56 37.67
34.2 
(M:34.2) 2 1 0 K.CQTVIVQSFLR.A Carbamidomethyl: 1; Dimethyl: 1



7715 true 2049 1717.9366 1716.9199 1 5.48 267.81 39.17
44.9 
(M:44.9) 1 1 1 R.FPSHFSSDLKDLLR.N Dimethyl: 1, 10

7716 true 2049 1782.8752 1781.9032 1 -19.79 282.73 31
15.3 
(M:15.3) 1 1 0 K.ISNQVDLANVCAQYR.Q

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

7717 true 2050 1311.7413 1310.733 1 0.78 216.24 37.5
32.9 
(M:32.9) 1 1 0 R.CIMFLEGHLK.E

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 10

7718 false 2050 1398.7964 1397.7969 1 -5.55 273.94 33.67
18.6 
(M:18.6) 1 3 0 K.QPSPPFLVPTQR.F Dimethyl:2H(4): 1

7719 false 2051 976.5719 975.5763 1 -12.03 191.4 41.17
15.5 
(M:15.5) 1 8 1 R.QIRQGNTK.Q Dimethyl:2H(4): 1

7720 false 2051 976.5719 975.5763 1 -12.03 191.4 41.17
15.5 
(M:15.5) 1 8 1 R.QIRQGNTK.Q Dimethyl:2H(4): 1

7721 false 2051 976.5719 975.5763 1 -12.03 191.4 41.17
15.5 
(M:15.5) 1 8 1 R.QIRQGNTK.Q Dimethyl:2H(4): 1



7722 false 2051 1014.5346 1013.5216 1 5.68 296.37 34.33
16.3 
(M:16.3) 1 3 0 K.AIIEHEMK.N Oxidation: 7; Dimethyl: 8

7723 false 2051 1014.5346 1013.5256 1 1.71 176.9 34.33
19.7 
(M:19.7) 1 2 0 K.GMAYIEFK.T Dimethyl: 1, 8

7724 true 2051 1442.768 1441.7565 1 2.93 282.52 31.67
35.1 
(M:35.1) 2 1 0 R.YGVIILDEAHER.T Dimethyl: 1

7725 true 2051 1799.0172 1797.9778 1 17.9 277.38 39.33
60.7 
(M:60.7) 1 1 0 R.IHFPLATYAPVVSAER.A Dimethyl: 1

7726 true 2051 1809.0063 1807.9866 1 6.84 191.39 36.83
45.0 
(M:45.0) 2 1 1 R.MRIESLSYQLSGLQK.Q Dimethyl: 1, 15

7727 true 2051 2127.0722 2126.0756 1 -5.03 178.14 31.67
38.2 
(M:38.2) 1 1 1 K.KVWLDPNETNEIANANSR.Q Dimethyl: 1, 1

7728 true 2052 1339.7641 1338.7268 1 22.44 297.57 37.5
17.3 
(M:17.3) 1 1 0 K.AVENYLIQMAR.F Dimethyl:2H(4): 1



7729 true 2052 1418.8175 1417.7969 1 9.35 426.5 37.83
44.8 
(M:44.8) 1 1 0 K.AFLEILHTYQK.E Dimethyl: 1, 11

7730 false 2052 1418.8175 1417.8221 1 -8.38 296.95 37.83
21.7 
(M:21.7) 1 66.87 3 0 R.IVFELFADIVPK.T Dimethyl: 1

7731 true 2053 1035.5646 1034.5549 1 2.31 154.61 34.5
23.0 
(M:23.0) 1 1 0 K.YIQELWR.K Dimethyl: 1

7732 true 2053 1639.8421 1638.8668 1 -19.48 216.15 31.67
79.7 
(M:79.7) 1 1 0 R.DQQLVLPEHFPER.S Dimethyl:2H(4): 1

7733 true 2053 1843.8385 1842.8215 1 5.26 233.93 36.83
24.4 
(M:24.4) 1 1 0 R.TNMSGGGFAGYPPLMCR.R Carbamidomethyl: 16; Dimethyl: 1

7734 true 2053 2092.0687 2091.0749 1 -6.46 247.32 31.33
102.1 
(M:102.1) 1 1 0

K.GDGPVEGVIHFQQQGSGPVK.
V Dimethyl: 1, 20

7735 true 2053 2284.9695 2283.9711 1 -3.89 136.91 31.67
43.2 
(M:43.2) 1 1 0 R.CIVHSPTNPGFMTCSDDYR.A Carbamidomethyl: 1, 14; Dimethyl: 1



7736 true 2054 1410.8253 1409.818 1 0.01 290.17 37.67
18.6 
(M:18.6) 1 1 1 K.LIKEAPTAQHDK.S Dimethyl:2H(4): 12; Dimethyl: 3

7737 true 2054 1521.8008 1520.781 1 8.27 301.84 37.83
44.0 
(M:44.0) 1 1 0 K.VDFILSHAIYCR.D Carbamidomethyl: 11; Dimethyl: 1

7738 true 2054 1629.8402 1628.8457 1 -7.82 177.42 33.67
23.8 
(M:23.8) 1 1 0 R.SHAVACVNQFIISR.T Carbamidomethyl: 6; Dimethyl: 1

7739 true 2054 1821.085 1820.0688 1 4.92 282.28 39.5
66.3 
(M:66.3) 1 1 0 R.IHFPLATYAPVISAEK.A Dimethyl:2H(4): 1, 16

7740 true 2055 1665.882 1664.8846 1 -5.94 270.91 34
15.6 
(M:15.6) 1 1 1 K.LQDEISIAKQEAHR.L Dimethyl: 1

7741 true 2055 1676.8537 1675.848 1 -0.89 213.73 31.83
47.5 
(M:47.5) 1 1 1 K.ADPERNECFLSFK.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 13

7742 true 2055 2100.1191 2099.1251 1 -6.32 297.37 31.33
85.5 
(M:85.5) 1 1 0

K.GDGPVEGVIHFQQQGSGPVK.
V Dimethyl:2H(4): 1, 20



7743 true 2056 1467.8185 1466.8071 1 2.82 317.86 37.5
19.8 
(M:19.8) 1 1 0 R.IPQTTLAEFYPR.D Dimethyl:2H(4): 1

7744 true 2056 1601.861 1600.8362 1 10.94 230.26 37.83
52.7 
(M:52.7) 1 1 0 K.AGGLIYQLDHYAPR.S Dimethyl: 1

7745 true 2056 1679.898 1678.8944 1 -2.18 318.66 34.17
80.2 
(M:80.2) 3 1 0 K.HWPFTVVNDAGRPK.V Dimethyl: 1, 14

7746 true 2056 1750.8866 1749.872 1 4.18 180.82 31.67
36.9 
(M:36.9) 1 1 1 K.AGADREFSGLGDCLVK.I Carbamidomethyl: 13; Dimethyl: 1, 16

7747 true 2056 1750.8866 1749.872 1 4.18 180.82 31.67
36.9 
(M:36.9) 1 1 1 K.AGADREFSGLGDCLVK.I Carbamidomethyl: 13; Dimethyl: 1, 16

7748 true 2057 1996.1092 1995.1041 1 -1.09 123.08 32
29.2 
(M:29.2) 1 1 0 R.IAPEEHPVLLTEAPLNPK.A Dimethyl: 18

7749 false 2059 831.4647 830.4749 1 -21.08 424.46 31.33
21.4 
(M:21.4) 1 4 0 K.LDTVLDK.D Dimethyl: 7



7750 true 2059 831.4647 830.4684 1 -13.23 422.34 31.33
29.4 
(M:29.4) 1 1 0 R.MGLVLDR.M Dimethyl: 1

7751 true 2059 1136.6253 1135.6362 1 -15.94 291.5 34.5
26.1 
(M:26.1) 1 1 0 K.VIVPNMEFR.A Dimethyl:2H(4): 1

7752 true 2059 1148.57 1147.5696 1 -5.96 285.9 32
24.2 
(M:24.2) 2 1 0 R.DSCYLPPLR.Y Carbamidomethyl: 3; Dimethyl: 1

7753 true 2059 1513.762 1512.7784 1 -15.66 131.94 30.33
22.6 
(M:22.6) 2 1 0 R.QAEILLQEEEQR.R Dimethyl: 1

7754 true 2059 1953.1212 1952.0993 1 7.5 250.29 38.17
142.0 
(M:142.0) 1 1 0 K.ISSVQSIVPALEIANSHR.K Dimethyl:2H(4): 1

7755 false 2059 1953.1212 1952.1117 1 1.14 215.03 38.17
21.0 
(M:21.0) 1 2 1 R.DVKPHNVMIDHQQKK.L

Dimethyl:2H(4): 14, 15; Oxidation: 8; 
Dimethyl: 1, 3

7756 true 2059 1989.1504 1988.1335 1 4.86 176.67 38.83
28.8 
(M:28.8) 1 1 0 R.IHAALAQNPPIGSFDVFK.E Dimethyl:2H(4): 1, 18



7757 true 2059 2010.1263 2009.1197 1 -0.35 209.95 32.17
100.9 
(M:100.9) 2 1 0 R.VAPEEHPVLLTEAPLNPK.A Dimethyl: 1, 18

7758 true 2059 2010.1263 2009.1197 1 -0.35 209.95 32.17
100.9 
(M:100.9) 2 1 0 R.VAPEEHPVLLTEAPLNPK.A Dimethyl: 1, 18

7759 true 2060 1335.78 1334.7632 1 7.14 197.83 37
17.8 
(M:17.8) 1 1 0 K.FLCAVGTVLTAK.Y Carbamidomethyl: 3; Dimethyl: 1, 12

7760 true 2060 2176.0719 2175.0535 1 5.13 226.44 31.67
62.3 
(M:62.3) 1 1 0 R.VADPDHDHTGFLTEYVATR.W Dimethyl:2H(4): 1

7761 true 2060 2373.1953 2372.1695 1 7.78 153.62 38.83
62.2 
(M:62.2) 1 1 0

R.FQVVHGAGSSAGPACGLLQD
AFR.R Carbamidomethyl: 15; Dimethyl: 1

7762 true 2061 871.5511 870.5426 1 1.38 503.65 31.83
24.1 
(M:24.1) 1 1 0 K.ELEALIK.N Dimethyl: 1, 7

7763 false 2061 871.5511 870.5426 1 1.38 549.44 31.83
20.6 
(M:20.6) 1 2 0 K.EALELLK.T Dimethyl: 1, 7



7764 true 2061 1343.8327 1342.8134 1 8.93 196.08 37
46.7 
(M:46.7) 2 1 0 K.FLCAVGTVLTAK.Y

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 12

7765 false 2061 1723.8562 1722.8577 1 -5.11 191.35 39.33
15.2 
(M:15.2) 1 2 1 K.KTVQGPPSSDYIFER.E

7766 true 2061 2377.225 2376.1947 1 9.7 193.1 38.83
98.8 
(M:98.8) 1 1 0

R.FQVVHGAGSSAGPACGLLQD
AFR.R

Carbamidomethyl: 15; Dimethyl:2H(4): 
1

7767 true 2063 761.4641 760.4517 1 6.68 502.26 33.83
16.6 
(M:16.6) 1 1 0 K.IQLLMK.A Oxidation: 5

7768 false 2063 761.4641 760.4629 1 -8.07 401.87 33.83
15.8 
(M:15.8) 1 2 1 K.GKLIMR.F Oxidation: 5; Dimethyl: 1

7769 true 2063 1009.5197 1008.5063 1 6.1 226.35 31.17
33.0 
(M:33.0) 1 1 0 R.MEFGTAGLR.A Dimethyl: 1

7770 false 2063 1168.6019 1167.578 1 14.23 762.38 32
15.5 
(M:15.5) 1 4 0 R.VMALFEQMR.A Oxidation: 2; Dimethyl: 1



7771 true 2063 1168.6019 1167.5924 1 1.92 400.51 32
45.7 
(M:45.7) 2 1 0 K.QYIEFVADR.L Dimethyl: 1

7772 true 2063 1515.7064 1514.7154 1 -10.73 184.43 32.67
62.6 
(M:62.6) 1 1 0 R.NPAIQNDFSYYR.R Dimethyl: 1

7773 true 2063 1610.7594 1609.7624 1 -6.4 134.97 30.33
32.1 
(M:32.1) 1 1 1 K.YDLDFKSPDDPSR.Y Dimethyl: 1, 6

7774 true 2064 1125.7085 1124.6958 1 4.82 341.58 38
32.5 
(M:32.5) 1 1 0 R.IILLFDAHK.L Dimethyl: 1, 9

7775 true 2064 1519.7489 1518.7405 1 0.74 185.29 32.67
59.6 
(M:59.6) 1 1 0 R.NPAIQNDFSYYR.R Dimethyl:2H(4): 1

7776 true 2064 1618.7959 1617.8126 1 -14.8 181.85 30.33
15.1 
(M:15.1) 1 1 1 K.YDLDFKSPDDPSR.Y Dimethyl:2H(4): 1, 6

7777 true 2065 1034.554 1033.5478 1 -1.02 263.27 31.33
20.1 
(M:20.1) 1 68.98 1 1 K.SKVGDMLEK.A Dimethyl: 1



7778 false 2065 1034.554 1033.5664 1 -19.03 185.48 31.33
20.1 
(M:20.1) 1 2 1 K.LMKEMNIK.Y Dimethyl: 8

7779 true 2065 1133.7675 1132.746 1 12.55 467.78 37.83
44.8 
(M:44.8) 1 1 0 R.IILLFDAHK.L Dimethyl:2H(4): 1, 9

7780 false 2065 1342.7551 1341.7616 1 -10.26 380.71 32
16.7 
(M:16.7) 1 2 0 R.AGVQSGTNAVLVVK.H

7781 false 2065 1342.7551 1341.7326 1 11.34 237.6 32
15.6 
(M:15.6) 1 5 0 K.ISLMEGLLADPR.E Dimethyl: 1

7782 true 2066 970.5357 969.5104 1 18.5 335.84 33.83
19.9 
(M:19.9) 1 1 1 R.GGVTRGGGPGR.G

7783 true 2066 1275.6487 1274.6653 1 -18.72 202.98 34.33
17.6 
(M:17.6) 1 1 1 K.LDVNISSPMRK.A Oxidation: 9

7784 false 2066 1348.7159 1347.7085 1 0.12 337.13 31.83
31.4 
(M:31.4) 1 2 0 K.LQIWDTAGQER.F Dimethyl:2H(4): 1



7785 false 2066 1348.7159 1347.7085 1 0.12 337.13 31.83
31.4 
(M:31.4) 1 2 0 K.LQIWDTAGQER.F Dimethyl:2H(4): 1

7786 false 2066 1348.7159 1347.7085 1 0.12 337.13 31.83
31.4 
(M:31.4) 1 2 0 R.LQLWDTAGQER.F Dimethyl:2H(4): 1

7787 false 2066 1348.7159 1347.7085 1 0.12 337.13 31.83
31.4 
(M:31.4) 1 2 0 K.LQIWDTAGQER.F Dimethyl:2H(4): 1

7788 false 2066 1348.7159 1347.7085 1 0.12 337.13 31.83
31.4 
(M:31.4) 1 2 0 K.LQIWDTAGQER.F Dimethyl:2H(4): 1

7789 false 2066 1348.7159 1347.7085 1 0.12 337.13 31.83
31.4 
(M:31.4) 1 2 0 K.LQIWDTAGQER.F Dimethyl:2H(4): 1

7790 true 2066 1690.8353 1689.8356 1 -4.48 116.75 30.5
114.5 
(M:114.5) 1 1 0 K.EILGTAQSVGCSIDGR.H Carbamidomethyl: 11; Dimethyl: 1

7791 true 2067 979.5855 978.5834 1 -5.24 221.95 33.83
26.4 
(M:26.4) 2 1 1 -.MPKTISVR.V Dimethyl:2H(4): 1; Oxidation: 1



7792 true 2067 1694.8533 1693.8607 1 -8.67 163.96 30.5
96.4 
(M:96.4) 1 1 0 K.EILGTAQSVGCSIDGR.H

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

7793 true 2067 2393.2659 2392.2501 1 3.55 213.58 37.5
105.6 
(M:105.6) 2 1 0

K.AFIGKPAPDFTATAVMPDGQ
FK.D Dimethyl: 1, 5, 22

7794 true 2068 1068.5675 1067.5764 1 -15.07 326.05 33.83
25.1 
(M:25.1) 2 1 0 R.YQGGFLISR.L Dimethyl: 1

7795 true 2068 2405.345 2404.3254 1 5.13 284.12 37.5
45.9 
(M:45.9) 1 1 0

K.AFIGKPAPDFTATAVMPDGQ
FK.D Dimethyl:2H(4): 1, 5, 22

7796 false 2069 838.4593 837.4568 1 -5.63 232.75 37.33
16.7 
(M:16.7) 2 9 0 K.MGIGGLDK.E Dimethyl:2H(4): 8; Oxidation: 1

7797 false 2069 838.4593 837.4316 1 24.36 408.92 37.33
31.3 
(M:31.3) 2 2 0 K.QENIMR.H Dimethyl:2H(4): 1; Oxidation: 5

7798 true 2069 838.4593 837.4497 1 2.8 404 37.33
35.2 
(M:35.2) 2 1 0 R.NFNLFR.L Dimethyl: 1



7799 true 2069 985.5354 984.5187 1 9.62 207.98 34
20.3 
(M:20.3) 1 1 0 R.LLCNFMR.Q

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

7800 true 2070 976.6002 975.6055 1 -12.92 240.86 37.67
36.0 
(M:36.0) 1 1 0 R.ALEIVPFR.V Dimethyl:2H(4): 1

7801 false 2070 1205.6469 1204.634 1 4.67 310.88 33.83
21.0 
(M:21.0) 2 2 0 K.IDFVGELNDK.M Dimethyl: 1, 10

7802 true 2070 1450.7867 1449.7766 1 1.97 277.51 31.83
24.1 
(M:24.1) 1 1 0 K.GFSVVADTPELQR.I Dimethyl:2H(4): 1

7803 false 2071 810.5236 809.5061 1 12.6 292.18 41.33
15.5 
(M:15.5) 1 3 0 K.HPQIQK.E Dimethyl:2H(4): 1; Dimethyl: 6

7804 true 2071 1072.6004 1071.6077 1 -13.6 260.11 33.83
21.1 
(M:21.1) 1 1 0 R.TGFPLGPTVR.A Dimethyl: 1

7805 true 2071 1211.599 1210.6016 1 -8.17 221.21 31.33
43.4 
(M:43.4) 1 1 0 K.FNVTTVDMTR.K Dimethyl: 1



7806 false 2071 1211.599 1210.5951 1 -2.78 393.36 31.33
19.2 
(M:19.2) 1 2 0 R.LMLHMHVDR.D Oxidation: 2, 5; Dimethyl: 1

7807 true 2071 1474.7634 1473.7514 1 3.23 288.8 31.83
46.4 
(M:46.4) 1 1 0 K.NVLFAHLDDNER.S Dimethyl:2H(4): 1

7808 true 2071 2001.9627 2000.9629 1 -3.75 114.61 30.33
85.3 
(M:85.3) 1 1 0 R.IDSAATSTYEIGNPPDYR.G Dimethyl:2H(4): 1

7809 true 2073 1044.6228 1043.6379 1 -21.41 203.7 37.17
54.7 
(M:54.7) 2 1 0 K.NVTLPAVFK.A Dimethyl: 1, 9

7810 true 2073 1236.6458 1235.651 1 -10.06 164.36 31.33
22.0 
(M:22.0) 1 1 0 K.QGYVLSSIEGR.V Dimethyl: 1

7811 true 2073 1443.9134 1442.8861 1 13.89 333.59 37.83
54.4 
(M:54.4) 1 1 0 K.LLLDIPLQTPHK.L Dimethyl: 1, 12

7812 true 2073 1524.8177 1523.7847 1 16.88 231.78 39.33
58.7 
(M:58.7) 1 1 0 R.FYTLIPHDFGMK.K Dimethyl: 1, 12



7813 true 2073 1652.9661 1651.9596 1 -0.48 187.56 31.83
16.6 
(M:16.6) 1 1 1 K.KSDIDEIVLVGGSTR.I Dimethyl:2H(4): 1, 1

7814 true 2074 1131.6656 1130.6488 1 8.39 382.4 37.17
61.2 
(M:61.2) 2 1 0 R.QAFAPFGPIK.S Dimethyl: 1, 10

7815 false 2074 1131.6656 1130.6597 1 -1.26 361.49 37.17
19.2 
(M:19.2) 2 10 0 K.VETVKPANNK.D Dimethyl:2H(4): 5

7816 true 2074 1131.6656 1130.6488 1 8.39 382.4 37.17
61.2 
(M:61.2) 2 1 0 R.QAFAPFGPIK.S Dimethyl: 1, 10

7817 false 2074 1185.6731 1184.6628 1 2.58 239.07 34
24.2 
(M:24.2) 1 2 1 R.IKGCYGYIK.T Carbamidomethyl: 4; Dimethyl: 1, 2, 9

7818 true 2074 1185.6731 1184.6666 1 -0.66 209.83 34
74.9 
(M:74.9) 1 1 0 K.LGVPIGQGGFGR.L Dimethyl: 1

7819 true 2074 1210.634 1209.6182 1 6.98 204.28 38
73.1 
(M:73.1) 6 1 0 K.APDFVFYAPR.L Dimethyl: 1



7820 true 2074 1210.634 1209.6182 1 6.98 204.28 38
73.1 
(M:73.1) 6 1 0 K.APDFVFYAPR.L Dimethyl: 1

7821 true 2074 1210.634 1209.6182 1 6.98 204.28 38
73.1 
(M:73.1) 6 1 0 K.APDFVFYAPR.L Dimethyl: 1

7822 true 2074 1228.7532 1227.7339 1 9.77 116.06 41.33
41.9 
(M:41.9) 3 1 0 K.NIISAFGIIPR.N Dimethyl: 1

7823 true 2074 1451.9693 1450.9363 1 17.75 299.16 37.83
24.3 
(M:24.3) 1 1 0 K.LLLDIPLQTPHK.L Dimethyl:2H(4): 1, 12

7824 true 2074 1532.8517 1531.8349 1 6.23 250.83 39.33
40.2 
(M:40.2) 1 1 0 R.FYTLIPHDFGMK.K Dimethyl:2H(4): 1, 12

7825 false 2074 1532.8517 1531.8184 1 16.96 322.76 39.33
15.3 
(M:15.3) 1 50 3 1 K.WKNSDEADLVPAK.E Dimethyl:2H(4): 2; Dimethyl: 13

7826 true 2075 902.4485 901.4505 1 -10.3 119.68 30.5
19.6 
(M:19.6) 1 1 0 M.SELDQLR.Q Acetyl: 1



7827 true 2075 1139.7094 1138.699 1 2.72 438.87 37.17
48.0 
(M:48.0) 2 1 0 R.QAFAPFGPIK.S Dimethyl:2H(4): 1, 10

7828 true 2075 1139.7094 1138.699 1 2.72 438.87 37.17
48.0 
(M:48.0) 2 1 0 R.QAFAPFGPIK.S Dimethyl:2H(4): 1, 10

7829 false 2075 1139.7094 1138.69 1 10.67 383.44 37.17
17.0 
(M:17.0) 1 2 1 K.AVYAKEASLK.N Dimethyl:2H(4): 10; Dimethyl: 1

7830 true 2075 1238.6932 1237.6968 1 -8.82 113.25 37.67
21.3 
(M:21.3) 1 1 0 R.GLETFSQLVGR.D Dimethyl:2H(4): 1

7831 true 2075 1470.8024 1469.7813 1 9.42 348.81 38
54.4 
(M:54.4) 1 1 0 K.AQLVEIIGCHFR.T Carbamidomethyl: 9; Dimethyl: 1

7832 false 2076 1268.6132 1267.6118 1 -4.69 248.26 31.33
15.6 
(M:15.6) 1 2 0 K.DQIGSSAMPYK.R Oxidation: 8; Dimethyl: 1, 11

7833 true 2076 1268.6132 1267.6019 1 3.12 234.31 31.33
35.5 
(M:35.5) 1 1 1 K.DKDNFWMTR.Q Dimethyl: 1, 2



7834 true 2076 2018.178 2017.1699 1 0.4 184.01 32.17
120.1 
(M:120.1) 3 1 0 R.VAPEEHPVLLTEAPLNPK.A Dimethyl:2H(4): 1, 18

7835 true 2076 2018.178 2017.1699 1 0.4 184.01 32.17
120.1 
(M:120.1) 3 1 0 R.VAPEEHPVLLTEAPLNPK.A Dimethyl:2H(4): 1, 18

7836 true 2077 1219.7042 1218.7023 1 -4.39 253 34
79.8 
(M:79.8) 1 1 0 K.GPLQSVQVFGR.K Dimethyl:2H(4): 1

7837 true 2078 1605.8942 1604.8613 1 15.97 278.92 37.83
44.3 
(M:44.3) 1 1 0 K.AGGLIYQLDHYAPR.S Dimethyl:2H(4): 1

7838 true 2078 1614.7701 1613.733 1 18.44 257.28 37.67
39.9 
(M:39.9) 1 1 0 R.IIPGFMCQGGDFTR.H Carbamidomethyl: 7; Oxidation: 6

7839 false 2079 889.5431 888.5433 1 -8.34 422.18 34.5
17.3 
(M:17.3) 1 3 0 R.VVVLFER.C Dimethyl: 1

7840 false 2079 962.5263 961.5267 1 -7.9 233.03 32
26.0 
(M:26.0) 1 50 2 1 K.KLSAECAK.Y Carbamidomethyl: 6; Dimethyl: 1, 8



7841 false 2079 962.5263 961.5018 1 17.89 201.31 32
19.7 
(M:19.7) 1 7 0 R.EASPEEIR.R Dimethyl:2H(4): 1

7842 true 2079 962.5263 961.5233 1 -4.4 222.09 32
40.4 
(M:40.4) 1 1 0 R.QLFEELR.R Dimethyl: 1

7843 true 2079 1333.7486 1332.7475 1 -4.63 233.57 33.83
40.4 
(M:40.4) 1 89.18 1 1 K.AVIFCLSPDKK.C Carbamidomethyl: 5; Dimethyl: 1, 11

7844 true 2080 966.5553 965.5484 1 -0.4 181.17 32
55.4 
(M:55.4) 1 1 0 R.QLFEELR.R Dimethyl:2H(4): 1

7845 false 2080 966.5553 965.5518 1 -3.89 186.45 32
20.9 
(M:20.9) 2 6 0 R.QLASAAMAK.Y

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 9

7846 false 2080 966.5553 965.5518 1 -3.89 194.58 32
25.0 
(M:25.0) 1 57.65 2 1 K.KLSAECAK.Y

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Dimethyl: 8

7847 true 2080 1465.7571 1464.7685 1 -12.73 339.49 31.33
66.5 
(M:66.5) 1 1 0 R.IGNLQHDLSDGLR.L Dimethyl: 1



7848 true 2080 2078.9979 2077.9956 1 -2.41 102.65 32.17
43.6 
(M:43.6) 1 1 1 K.QGTQYTFSSIEREEYGK.L Dimethyl: 1, 17

7849 true 2081 1027.6113 1026.6073 1 -3.2 232.09 32.17
48.4 
(M:48.4) 1 1 0 K.LLQLIEDR.G Dimethyl: 1

7850 false 2081 1027.6113 1026.6198 1 -15.3 226.94 32.17
24.7 
(M:24.7) 1 2 1 K.LLGAMKYR.I

Dimethyl:2H(4): 6; Oxidation: 5; 
Dimethyl: 1

7851 false 2081 1027.6113 1026.6198 1 -15.3 243.56 32.17
24.7 
(M:24.7) 1 2 1 K.LLQKYMR.D

Dimethyl:2H(4): 4; Oxidation: 6; 
Dimethyl: 1

7852 true 2081 1216.6382 1215.6437 1 -10.53 52.75 30.5
22.1 
(M:22.1) 1 1 0 K.EVLDQVYYR.V Dimethyl:2H(4): 1

7853 true 2081 1469.7862 1468.7936 1 -9.97 406.97 31.33
57.9 
(M:57.9) 1 1 0 R.IGNLQHDLSDGLR.L Dimethyl:2H(4): 1

7854 false 2081 1739.8489 1738.8374 1 2.45 308.41 41.67
15.5 
(M:15.5) 1 3 0 K.QEEPAAASAPAASSEAPK.T Dimethyl: 18



7855 true 2082 1031.6379 1030.6325 1 -1.75 209.96 32.17
44.2 
(M:44.2) 1 1 0 K.LLQLIEDR.G Dimethyl:2H(4): 1

7856 false 2082 1361.7776 1360.7384 1 23.39 393.62 34
17.6 
(M:17.6) 1 4 1 R.NVLLNNSEKMK.V Oxidation: 10; Dimethyl: 9, 11

7857 true 2082 1361.7776 1360.7788 1 -6.29 334.47 34
60.2 
(M:60.2) 2 1 1 K.AVIFCLSPDKK.C

Carbamidomethyl: 5; Dimethyl: 1, 10, 
11

7858 true 2083 1290.676 1289.6649 1 2.96 113.83 31.17
30.3 
(M:30.3) 1 1 0 R.TIAMDGTEGLVR.G Dimethyl: 1

7859 true 2083 1552.9626 1551.9454 1 6.4 233.82 37.17
65.8 
(M:65.8) 1 1 1 R.KYAALYQPLFDK.R Dimethyl:2H(4): 1, 1, 12

7860 true 2083 1552.9626 1551.9454 1 6.4 233.82 37.17
65.8 
(M:65.8) 1 1 1 R.KYAALYQPLFDK.R Dimethyl:2H(4): 1, 1, 12

7861 false 2083 1796.921 1795.9179 1 -2.29 142.9 37.83
19.5 
(M:19.5) 1 3 0 K.ALLQMVQQFGVDFEK.R Oxidation: 5; Dimethyl: 15



7862 true 2083 2413.1328 2412.1388 1 -5.52 143.78 31.83
57.2 
(M:57.2) 1 1 0 R.HILIHTGEKPFECDVCDMR.F

Carbamidomethyl: 13, 16; Dimethyl: 1, 
9

7863 true 2084 1335.6 1334.5959 1 -2.37 171.09 30.67
33.0 
(M:33.0) 1 1 0 M.SCEEIAVCAVR.L Carbamidomethyl: 2, 8; Acetyl: 1

7864 true 2084 1373.8612 1372.8542 1 -0.21 316.48 34
49.0 
(M:49.0) 2 1 1 K.AVIFCLSPDKK.C

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 10, 11

7865 true 2084 1556.9028 1555.8934 1 1.37 171.65 37.17
60.7 
(M:60.7) 1 1 0 R.TQNVTAASAIANIVK.S Dimethyl: 1, 15

7866 true 2084 1898.0046 1896.988 1 4.91 221.06 37.83
27.9 
(M:27.9) 1 1 0 K.HTYLPLEVCNIVAGQR.C Carbamidomethyl: 9; Dimethyl: 1

7867 true 2084 1967.0009 1966.0135 1 -10.12 181.03 34
15.6 
(M:15.6) 1 1 0 R.ERPAYAVHGNMLYYVK.D Dimethyl: 1, 16

7868 true 2085 1909.9574 1908.9718 1 -11.35 342.46 37.67
29.8 
(M:29.8) 1 1 0 K.CIGGVIFFHETMYQK.A

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 15; Oxidation: 12



7869 true 2085 1949.0955 1948.0742 1 7.19 170.5 38.17
99.4 
(M:99.4) 1 1 0 K.ISSVQSIVPALEIANSHR.K Dimethyl: 1

7870 true 2085 2613.2067 2612.2323 1 -12.59 188.44 31.83
20.2 
(M:20.2) 1 1 0

R.MVAAATNNLCEAANAAVQG
HASEEK.L Carbamidomethyl: 10; Dimethyl: 1, 25

7871 true 2086 1444.7927 1443.802 1 -11.47 363.91 33.83
31.4 
(M:31.4) 1 1 0 R.SNPIPIIIPCHR.V Carbamidomethyl: 10; Dimethyl: 1

7872 true 2086 1795.8463 1794.8554 1 -9.11 278.2 31.17
95.2 
(M:95.2) 1 1 0 R.MMSNLCSQQDVFSGK.I

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 15

7873 true 2087 1843.9884 1842.9952 1 -7.62 286.08 31.33
58.5 
(M:58.5) 1 1 0 R.EQLEHLNPIAQPLASR.K Dimethyl: 1

7874 true 2088 1455.7249 1454.7191 1 -1.02 256.35 30.5
40.3 
(M:40.3) 1 1 0 K.SVDSGILPDDSYR.M Dimethyl:2H(4): 1

7875 true 2089 1654.7449 1653.7457 1 -4.89 182.49 30.67
49.3 
(M:49.3) 1 1 0 R.LEDGSPAYTGPFCGR.A Carbamidomethyl: 13; Dimethyl: 1



7876 true 2089 2305.0776 2304.0771 1 -2.93 177.08 31.33
90.0 
(M:90.0) 1 1 0 R.FQSSHHESNLTSLDQYVER.M Dimethyl: 1

7877 false 2090 753.4093 752.3925 1 12.66 262.69 41.67
18.3 
(M:18.3) 1 2 1 K.KCMSK.I

Carbamidomethyl: 2; Oxidation: 3; 
Dimethyl: 1, 1, 5

7878 true 2090 908.5217 907.5201 1 -6.29 176.98 34
36.8 
(M:36.8) 2 1 0 R.FCVSLVK.K Carbamidomethyl: 2; Dimethyl: 1, 7

7879 false 2090 908.5217 907.5211 1 -7.41 154.74 34
17.4 
(M:17.4) 1 9 1 R.GMRELVR.Q Dimethyl:2H(4): 1; Oxidation: 2

7880 false 2090 908.5217 907.4987 1 17.32 211.66 34
21.1 
(M:21.1) 1 6 0 K.AAVAEMEK.S Dimethyl:2H(4): 1; Dimethyl: 8

7881 true 2090 974.5499 973.5498 1 -7.35 188.74 38
25.9 
(M:25.9) 1 1 1 K.RHPFFSK.I Dimethyl: 1, 7

7882 false 2090 974.5499 973.5456 1 -3.08 262.24 38
19.3 
(M:19.3) 1 63.47 2 1 R.EKYIMSK.T

Dimethyl:2H(4): 2; Oxidation: 5; 
Dimethyl: 7



7883 true 2090 1114.6201 1113.6121 1 0.66 321.77 34.5
25.4 
(M:25.4) 1 1 0 R.VSEQIFFGR.I Dimethyl:2H(4): 1

7884 true 2090 1420.749 1419.7408 1 0.61 555.78 32
19.3 
(M:19.3) 1 1 1 K.DSNVNWNNLKGK.K Dimethyl:2H(4): 12

7885 true 2090 1676.8066 1675.7926 1 3.98 198.16 30.83
53.5 
(M:53.5) 1 1 0 K.QDDGNPCLPQFPTR.K

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

7886 true 2090 2309.098 2308.1022 1 -4.97 253.76 31.33
172.5 
(M:172.5) 1 1 0 R.FQSSHHESNLTSLDQYVER.M Dimethyl:2H(4): 1

7887 false 2091 1111.6229 1110.5971 1 16.63 330.22 37.33
18.2 
(M:18.2) 1 2 1 R.GYGEKGEALR.Q Dimethyl:2H(4): 5

7888 true 2091 1132.6145 1131.6111 1 -3.39 219.32 34.5
37.9 
(M:37.9) 1 1 0 K.VIVPNMEFR.A Dimethyl: 1

7889 true 2091 1559.8289 1558.8243 1 -1.67 173.25 32
29.1 
(M:29.1) 1 1 0 K.IFVGGLNPEATEEK.I Dimethyl: 1, 14



7890 true 2091 1698.9407 1697.944 1 -6.2 116.42 30.5
21.9 
(M:21.9) 1 1 1 R.VEVGKDQEFVIDTR.G Dimethyl:2H(4): 1, 5

7891 true 2091 2716.306 2715.3365 1 -13.9 218.89 31.33
69.1 
(M:69.1) 1 1 1

K.NIDDGTSDRPYSHALVAGIDR
YPR.K Dimethyl: 1

7892 true 2092 835.4886 834.4935 1 -14.59 359.02 31.33
18.8 
(M:18.8) 1 1 0 R.MGLVLDR.M Dimethyl:2H(4): 1

7893 false 2092 1086.6586 1085.6445 1 6.35 193.38 41.67
16.0 
(M:16.0) 1 2 1 K.AKNLDINSK.L Dimethyl: 1, 2, 9

7894 true 2092 1728.9004 1727.9181 1 -14.45 147.32 30.67
36.6 
(M:36.6) 1 1 1 R.EQGFETEDIKEIAR.K Dimethyl:2H(4): 1, 10

7895 true 2093 1167.5965 1166.572 1 14.72 328.58 38
18.8 
(M:18.8) 1 1 0 K.GKPYDYSGPR.E Dimethyl: 2

7896 true 2093 1647.8604 1646.8566 1 -2.09 272.89 32
74.6 
(M:74.6) 2 1 0 R.NALTQEFGPVPDTAR.Y Dimethyl:2H(4): 1



7897 true 2093 2684.3308 2683.3098 1 5.11 254.28 39.33
64.9 
(M:64.9) 1 1 0

K.VLVNSLGCDQSTTYLTHCFATL
R.A Carbamidomethyl: 8, 18; Dimethyl: 1

7898 true 2094 1665.8583 1664.8494 1 0.95 263.72 32.33
83.0 
(M:83.0) 1 1 0 R.GPCIIYNEDNGIIR.A

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

7899 true 2094 1756.8368 1755.84 1 -5.94 131.89 30.5
17.1 
(M:17.1) 1 1 0 R.DALQQEAETCYQLR.L

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

7900 true 2094 2759.4306 2758.4112 1 4.37 163.95 39.33
71.5 
(M:71.5) 1 1 0

R.QTVADQVLVGSYCVFSNQGGI
VHPK.T Carbamidomethyl: 13; Dimethyl: 1, 25

7901 true 2095 847.4588 846.4447 1 8.01 365.58 31.33
19.5 
(M:19.5) 1 1 1 K.DESKQGK.E Dimethyl: 1, 7

7902 true 2095 1277.6104 1276.5984 1 3.69 263.63 38
51.2 
(M:51.2) 2 1 0 K.CMPTFQFYK.N Carbamidomethyl: 1; Dimethyl: 1, 9

7903 true 2095 1777.7853 1776.7843 1 -3.52 136.55 30.5
57.4 
(M:57.4) 1 1 0 K.EVYENYPSYDLSDR.K Dimethyl: 1



7904 true 2095 1828.9086 1827.9043 1 -1.61 192.78 32.33
35.9 
(M:35.9) 1 1 1 R.YLAEKYEWDVTEAR.K Dimethyl: 1, 5

7905 true 2095 2767.4745 2766.4614 1 2.08 177.5 39.33
78.1 
(M:78.1) 1 1 0

R.QTVADQVLVGSYCVFSNQGGI
VHPK.T

Carbamidomethyl: 13; Dimethyl:2H(4): 
1, 25

7906 true 2096 1781.8087 1780.8094 1 -4.44 156.44 30.5
64.4 
(M:64.4) 1 1 0 K.EVYENYPSYDLSDR.K Dimethyl:2H(4): 1

7907 true 2097 1436.8036 1435.7779 1 12.84 446.67 32.67
43.5 
(M:43.5) 1 1 0 K.MQVTMSLASLVGK.S Oxidation: 5; Dimethyl: 1, 13

7908 false 2097 1436.8036 1435.8122 1 -11.08 401.83 32.67
31.4 
(M:31.4) 1 3 1 K.IDENENNGVLKK.F Dimethyl:2H(4): 1, 12

7909 false 2097 1436.8036 1435.7973 1 -0.68 411.85 32.67
38.7 
(M:38.7) 1 2 1 R.LTPYEVEELRR.K Dimethyl:2H(4): 1

7910 false 2097 1436.8036 1435.8072 1 -7.57 427.43 32.67
23.4 
(M:23.4) 1 8 1 R.ETSDAITKEVQK.F Dimethyl:2H(4): 8; Dimethyl: 1, 12



7911 true 2098 988.5736 987.5753 1 -9.12 169.82 31.33
36.2 
(M:36.2) 1 1 0 R.YLVPDVVR.A Dimethyl: 1

7912 true 2098 1839.839 1838.8342 1 -1.32 243.73 30.67
77.9 
(M:77.9) 2 1 0 K.AGLDGENIGNCPFCQR.L

Carbamidomethyl: 11, 14; 
Dimethyl:2H(4): 1

7913 true 2098 1902.0385 1901.0131 1 9.5 310.87 37.83
52.3 
(M:52.3) 1 1 0 K.HTYLPLEVCNIVAGQR.C

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

7914 true 2099 1015.5618 1014.5359 1 18.3 219.49 31.5
18.1 
(M:18.1) 1 1 1 K.DAHRYGLR.G Dimethyl: 1

7915 true 2099 1532.8621 1531.8399 1 9.73 265.64 38
47.2 
(M:47.2) 1 1 0 R.GLVFDTHYGNLLK.V Dimethyl: 1, 13

7916 true 2099 1539.809 1538.7735 1 18.37 155.22 32.17
25.4 
(M:25.4) 1 50 1 1 R.VKEGMNVVEAMER.C Dimethyl:2H(4): 2; Oxidation: 5

7917 false 2099 1539.809 1538.7701 1 20.56 227.12 32.17
16.5 
(M:16.5) 1 3 0 K.DIVHSGLAYTMER.S Dimethyl:2H(4): 1; Oxidation: 11



7918 true 2100 1292.7092 1291.722 1 -15.55 251.25 34
17.8 
(M:17.8) 1 1 0 K.SAGGIGLAVSCIR.A

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

7919 true 2100 1540.9194 1539.8901 1 14.31 264.6 38
20.1 
(M:20.1) 1 1 0 R.GLVFDTHYGNLLK.V Dimethyl:2H(4): 1, 13

7920 true 2101 799.4777 798.4752 1 -6 502.37 34
18.6 
(M:18.6) 1 1 0 R.WVPTLR.A Dimethyl: 1

7921 true 2101 1261.6598 1260.6475 1 4.04 213.05 38.17
68.1 
(M:68.1) 2 1 0 R.ISEQFTAMFR.R Dimethyl:2H(4): 1

7922 true 2101 1261.6598 1260.6475 1 4.04 213.05 38.17
68.1 
(M:68.1) 2 1 0 R.ISEQFTAMFR.R Dimethyl:2H(4): 1

7923 true 2101 1261.6598 1260.6475 1 4.04 213.05 38.17
68.1 
(M:68.1) 2 1 0 R.ISEQFTAMFR.R Dimethyl:2H(4): 1

7924 false 2101 1547.7885 1546.7561 1 16.24 243.47 32.33
18.4 
(M:18.4) 1 63.95 2 1 K.EMSKEFIEAEMK.L

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 12



7925 true 2101 1547.7885 1546.7847 1 -2.28 226.03 32.33
92.8 
(M:92.8) 2 1 1 R.VKEGMNVVEAMER.C Dimethyl: 1, 2

7926 true 2101 1677.0049 1675.9873 1 6.18 312.42 38
104.1 
(M:104.1) 1 1 0 K.ALPLLTGTQLIHTDK.L Dimethyl: 1, 15

7927 true 2101 1965.0126 1964.0215 1 -8.24 97.09 30.5
67.4 
(M:67.4) 1 1 1 K.LPGGELNPGEDEVEGLKR.L Dimethyl: 1, 17

7928 false 2102 1054.6227 1053.6042 1 10.68 259.63 31.33
17.2 
(M:17.2) 1 50 3 1 R.IAESLSKMK.L Dimethyl:2H(4): 7; Oxidation: 8

7929 true 2102 1296.7032 1295.7176 1 -16.67 204.7 35.17
40.5 
(M:40.5) 1 1 1 R.RAPFDLFENK.K Dimethyl:2H(4): 1; Dimethyl: 10

7930 true 2102 1704.952 1703.9297 1 8.82 261.73 38
72.4 
(M:72.4) 1 1 0 R.LAAIPIASHFNDTFR.F Dimethyl:2H(4): 1

7931 true 2102 2026.9127 2025.9214 1 -7.92 95.76 30.5
48.5 
(M:48.5) 1 1 0 R.HLCEPGADGAETFADGVPR.E Carbamidomethyl: 3; Dimethyl: 1



7932 false 2103 827.529 826.5074 1 17.35 393.09 37.5
18.9 
(M:18.9) 1 2 1 K.MEKLDK.D Dimethyl:2H(4): 1, 3

7933 true 2103 1555.8386 1554.8349 1 -2.32 296.92 32.33
80.5 
(M:80.5) 1 1 1 R.VKEGMNVVEAMER.C Dimethyl:2H(4): 1, 2

7934 false 2103 1555.8386 1554.8629 1 -20.3 373.91 32.33
21.8 
(M:21.8) 1 2 1 -.MSASAVYVLDLKGK.V Dimethyl:2H(4): 12; Acetyl: 1

7935 true 2103 1925.1732 1924.1609 1 2.6 413.44 38
26.9 
(M:26.9) 1 1 1 K.LKGEMLDLQHGSLFLK.T Dimethyl:2H(4): 1, 2, 16

7936 true 2104 1084.567 1083.5651 1 -5 300.83 31.5
27.0 
(M:27.0) 1 1 0 K.NTPAFFAER.L Dimethyl:2H(4): 1

7937 true 2104 1188.7545 1187.739 1 6.89 183.18 38.33
55.9 
(M:55.9) 1 1 0 K.IVIPILEAHR.D Dimethyl: 1

7938 true 2105 1013.488 1012.4866 1 -5.81 135.72 30.67
28.8 
(M:28.8) 1 1 0 R.EFEEYIR.D Dimethyl: 1



7939 true 2105 1192.7797 1191.7641 1 6.95 183.12 38.33
53.2 
(M:53.2) 1 1 0 K.IVIPILEAHR.D Dimethyl:2H(4): 1

7940 false 2105 1192.7797 1191.7579 1 12.14 158.18 38.33
16.7 
(M:16.7) 1 2 1 R.DFLKTVLHR.I Dimethyl:2H(4): 1, 4

7941 true 2106 1105.5899 1104.6012 1 -16.75 340.82 31.5
24.4 
(M:24.4) 1 1 0 K.MAANNAVLNR.L Dimethyl:2H(4): 1

7942 true 2106 1539.8524 1538.8286 1 10.73 223.99 39.33
16.3 
(M:16.3) 1 1 0 K.YPFWPHKPIADL.- Dimethyl: 1, 7

7943 false 2106 1573.8209 1572.8483 1 -22.07 187.99 32.17
15.8 
(M:15.8) 1 3 1 K.LLEMKAHLGGDEGK.H

Dimethyl:2H(4): 5; Oxidation: 4; 
Dimethyl: 14

7944 true 2106 1573.8209 1572.8198 1 -3.94 181.65 32.17
25.3 
(M:25.3) 1 1 0 R.GEAHLAVNDFELAR.G Dimethyl:2H(4): 1

7945 true 2106 1620.8051 1619.7944 1 2.11 225.32 34
38.9 
(M:38.9) 1 1 0 K.ASGFASQYIYGSSVR.F Dimethyl: 1



7946 true 2107 1137.6441 1136.6492 1 -10.85 417.51 31.33
21.9 
(M:21.9) 1 1 0 K.QLLAETFQR.E Dimethyl:2H(4): 1

7947 true 2107 1661.8365 1660.8243 1 2.95 215.81 32.33
46.1 
(M:46.1) 1 1 0 R.GPCIIYNEDNGIIR.A Carbamidomethyl: 3; Dimethyl: 1

7948 false 2109 1093.5471 1092.5423 1 -2.29 147.55 30.67
16.1 
(M:16.1) 1 3 0 K.LGMLDPDER.D Dimethyl:2H(4): 1; Oxidation: 3

7949 false 2110 1038.6012 1037.5943 1 -0.41 237.44 37.5
17.4 
(M:17.4) 1 8 1 R.QYQKIMK.R Oxidation: 6; Dimethyl: 1, 4, 7

7950 true 2110 1038.6012 1037.591 1 2.83 294.37 37.5
49.9 
(M:49.9) 1 1 0 R.FGGGSIGLFK.L Dimethyl: 1, 10

7951 true 2110 1475.7835 1474.7581 1 12.33 489.08 38.33
58.7 
(M:58.7) 1 1 0 R.IMYTVFEHTFR.I Dimethyl:2H(4): 1

7952 true 2111 1617.8859 1616.8802 1 -1 201.68 34.5
27.0 
(M:27.0) 1 1 1 K.LKDYAFIHFDER.D Dimethyl:2H(4): 1, 2



7953 true 2111 1687.9459 1686.9446 1 -3.55 346.16 34.17
27.6 
(M:27.6) 2 1 0 K.HWPFTVVNDAGRPK.V Dimethyl:2H(4): 1, 14

7954 true 2112 1114.5534 1113.547 1 -0.83 209.64 30.67
32.4 
(M:32.4) 1 1 0 R.DYFEEYGK.I Dimethyl:2H(4): 1, 8

7955 false 2112 1189.6976 1188.6879 1 2.08 229.74 34
21.8 
(M:21.8) 1 2 1 R.IKGCYGYIK.T

Carbamidomethyl: 4; Dimethyl:2H(4): 
1; Dimethyl: 2, 9

7956 true 2112 1189.6976 1188.6917 1 -1.14 193.2 34
48.3 
(M:48.3) 1 1 0 K.LGVPIGQGGFGR.L Dimethyl:2H(4): 1

7957 true 2112 1385.8224 1384.7813 1 24.36 198.75 38.17
15.3 
(M:15.3) 1 1 0 R.NLDLDSIIAEVK.A Dimethyl: 1, 12

7958 true 2112 1385.8224 1384.7813 1 24.36 198.75 38.17
15.3 
(M:15.3) 1 1 0 R.NLDLDSIIAEVK.A Dimethyl: 1, 12

7959 true 2112 1385.8224 1384.7813 1 24.36 198.75 38.17
15.3 
(M:15.3) 1 1 0 R.NLDLDSIIAEVK.A Dimethyl: 1, 12



7960 true 2113 1119.5604 1118.5608 1 -6.84 153.68 30.67
37.2 
(M:37.2) 1 1 0 K.SPVLFDEER.C Dimethyl: 1

7961 true 2113 1200.6915 1199.6713 1 10.76 165.38 34.67
59.6 
(M:59.6) 3 1 0 K.TGPNLHGLFGR.K Dimethyl:2H(4): 1

7962 true 2113 1399.8398 1398.8235 1 6.46 363.26 38.17
32.1 
(M:32.1) 1 1 0 K.GFDILGIKPVER.M Dimethyl: 1, 8

7963 true 2113 1431.6826 1430.683 1 -5.38 324.37 31.5
62.1 
(M:62.1) 1 1 0 R.YSGAYGDYLPAAR.V Dimethyl: 1

7964 false 2113 2067.1075 2066.1048 1 -2.2 250.41 32.5
15.1 
(M:15.1) 1 3 1 R.QVRFYEGVVELSLTAAEK.K Dimethyl: 1

7965 true 2114 1123.5776 1122.5859 1 -13.88 267.3 30.67
34.8 
(M:34.8) 1 1 0 K.SPVLFDEER.C Dimethyl:2H(4): 1

7966 true 2114 1315.7347 1314.7246 1 2.12 289.66 34
54.6 
(M:54.6) 1 1 0 K.GVLFYGPPGCGK.T

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 12



7967 false 2114 1315.7347 1314.7268 1 0.47 426.78 34
23.3 
(M:23.3) 1 61.37 2 1 R.KLFSGATMASSR.G Dimethyl:2H(4): 1; Dimethyl: 1

7968 true 2114 1407.8698 1406.8737 1 -7.93 341.8 38.17
27.3 
(M:27.3) 1 1 0 K.GFDILGIKPVER.M Dimethyl:2H(4): 1, 8

7969 true 2115 2054.1361 2053.132 1 -1.57 180.12 34.17
60.4 
(M:60.4) 1 1 0 K.ITKPGLIDSNNQLFAPGGR.L Dimethyl: 1, 3

7970 false 2115 2081.1281 2080.1025 1 8.81 289.82 32.67
16.9 
(M:16.9) 1 2 1 R.QGSPSATTRQKPQSDVPLR.M Dimethyl: 1

7971 true 2116 1242.6028 1241.6012 1 -4.59 87.4 30.83
30.4 
(M:30.4) 1 1 0 K.QDFMLEASNR.L Dimethyl:2H(4): 1

7972 true 2116 2062.1847 2061.1822 1 -2.32 271.78 34.17
58.4 
(M:58.4) 1 1 0 K.ITKPGLIDSNNQLFAPGGR.L Dimethyl:2H(4): 1, 3

7973 true 2116 2641.2999 2640.282 1 4.01 226.88 32.33
90.0 
(M:90.0) 1 1 0

K.YPALHKPENQDIDWSSIEGET
R.E Dimethyl: 1, 6



7974 true 2117 1265.7043 1264.6965 1 0.43 160.85 32.67
31.2 
(M:31.2) 1 1 0 K.TVFGVEPDLTR.E Dimethyl:2H(4): 1

7975 true 2118 1329.7899 1328.7816 1 0.78 170.73 37.5
29.0 
(M:29.0) 1 1 1 R.RLPLNFLSGEK.F Dimethyl: 1, 11

7976 true 2118 1353.7374 1352.7238 1 4.68 232.65 32.5
17.0 
(M:17.0) 1 1 0 K.STQLIDNEVFR.A Dimethyl:2H(4): 1

7977 true 2118 1589.6543 1588.6585 1 -7.21 197.8 31.33
19.9 
(M:19.9) 1 1 0 K.NFICEQCCGAFR.S Carbamidomethyl: 4, 7, 8; Dimethyl: 1

7978 true 2119 1675.7574 1674.7606 1 -6.28 224.9 31.33
28.1 
(M:28.1) 1 1 0 R.CDACHAIAFQLEGR.L Carbamidomethyl: 1, 4; Dimethyl: 1

7979 true 2119 1695.9799 1694.9657 1 4.05 187.83 38.33
25.8 
(M:25.8) 2 1 0 R.ALYYLEIRPQELR.Q Dimethyl:2H(4): 1

7980 false 2120 782.4528 781.4306 1 19.04 395.33 34.17
19.9 
(M:19.9) 1 8 0 R.EVSMLR.S Dimethyl:2H(4): 1; Oxidation: 4



7981 false 2120 782.4528 781.4458 1 -0.45 371.37 34.17
24.4 
(M:24.4) 1 2 0 -.MSPFLR.I Dimethyl:2H(4): 1

7982 true 2120 867.506 866.5014 1 -3.11 501.38 34.33
34.0 
(M:34.0) 1 1 0 R.AVYIFAR.C Dimethyl: 1

7983 true 2120 1299.7306 1298.7308 1 -5.75 199.61 34.83
16.8 
(M:16.8) 1 1 1 K.VFDAIMTFKK.E Oxidation: 6; Dimethyl: 1, 9, 10

7984 true 2120 1471.7575 1470.733 1 11.71 402.84 38.33
42.9 
(M:42.9) 2 1 0 R.IMYTVFEHTFR.I Dimethyl: 1

7985 true 2120 1594.8179 1593.8039 1 4.24 232.58 32.67
108.5 
(M:108.5) 1 1 0 R.ITPSYVAFTPEGER.L Dimethyl: 1

7986 true 2121 1467.7375 1466.7405 1 -7.03 232.38 30.67
53.1 
(M:53.1) 1 1 0 R.ELFAPEPESPAPR.- Dimethyl: 1

7987 true 2121 1598.8423 1597.829 1 3.79 251.09 32.67
83.2 
(M:83.2) 2 1 0 R.ITPSYVAFTPEGER.L Dimethyl:2H(4): 1



7988 true 2121 1627.8546 1626.8341 1 8.13 204.53 37.83
40.7 
(M:40.7) 2 1 0 K.NVLNCFAAGFHPPK.I Carbamidomethyl: 5; Dimethyl: 1, 14

7989 false 2122 985.579 984.5492 1 22.9 231.08 34.17
18.7 
(M:18.7) 1 9 1 K.EDKLAPEK.G Dimethyl: 1, 8

7990 false 2122 985.579 984.5604 1 11.51 221.92 34.17
23.9 
(M:23.9) 1 3 0 R.EDQLLALR.T Dimethyl: 1

7991 true 2122 1348.834 1347.8366 1 -7.28 268.02 35
102.5 
(M:102.5) 2 1 1 K.LPFPIIADKDR.E Dimethyl:2H(4): 1, 9

7992 true 2122 1502.5596 1501.5636 1 -7.52 152.56 30.67
47.7 
(M:47.7) 1 1 0 R.GANDFMCDEMER.S Carbamidomethyl: 7; Dimethyl: 1

7993 true 2122 1709.9155 1708.9199 1 -6.79 196.48 31.33
49.1 
(M:49.1) 1 1 0 K.AELNEHVQPLPFQR.E Dimethyl:2H(4): 1

7994 true 2122 1840.0058 1838.9859 1 6.84 252.65 37.5
44.2 
(M:44.2) 2 1 0 R.QLIMANPQMQQLIQR.N Dimethyl: 1



7995 false 2123 989.6126 988.5967 1 8.63 237.64 34.17
25.8 
(M:25.8) 1 4 0 K.AGAGGSVGLIR.L Dimethyl:2H(4): 1

7996 false 2123 989.6126 988.5855 1 19.98 538.74 34.17
20.4 
(M:20.4) 1 50 7 1 K.KNPSENLK.E Dimethyl:2H(4): 1; Dimethyl: 8

7997 true 2123 1401.7666 1400.7602 1 -0.6 178.04 34.67
29.8 
(M:29.8) 1 1 0 K.IYLYTLNENAR.S Dimethyl:2H(4): 1

7998 true 2123 1506.5864 1505.5887 1 -6.38 147.82 30.67
27.9 
(M:27.9) 1 1 0 R.GANDFMCDEMER.S

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

7999 true 2123 1684.9017 1683.8773 1 10.17 322.46 38.5
46.2 
(M:46.2) 1 1 0 K.YPVPESAPIPFFHR.C Dimethyl: 1

8000 true 2123 1825.853 1824.8431 1 1.46 265.41 32.5
52.6 
(M:52.6) 1 1 0 K.QQDHFFQASYLEER.D Dimethyl: 1

8001 true 2123 1826.9155 1825.9145 1 -3.45 215.47 31.5
58.5 
(M:58.5) 2 1 0 K.IFVGGIPHNCGETELR.E Carbamidomethyl: 10; Dimethyl: 1



8002 false 2124 944.5543 943.5702 1 -24.59 133.97 34.17
19.6 
(M:19.6) 1 4 0 K.EVLSSILR.I Dimethyl: 1

8003 false 2124 944.5543 943.5525 1 -5.79 143.46 34.17
21.3 
(M:21.3) 1 3 0 R.ISMSPILR.T Dimethyl: 1

8004 false 2125 819.4747 818.48 1 -15.37 469.74 37.67
15.6 
(M:15.6) 1 6 0 K.IQEELR.G Dimethyl:2H(4): 1

8005 true 2125 1559.8424 1558.8355 1 -0.23 98.95 34.67
32.3 
(M:32.3) 1 1 0 R.GLVVTAYSPLGSPDR.M Dimethyl: 1

8006 true 2125 1631.8301 1630.8414 1 -11.4 128.01 30.83
47.0 
(M:47.0) 1 1 0 R.TVQIEASTVEIEER.G Dimethyl: 1

8007 true 2125 1631.8301 1630.8414 1 -11.4 128.01 30.83
47.0 
(M:47.0) 1 1 0 R.TVQIEASTVEIEER.G Dimethyl: 1

8008 true 2125 1829.8844 1828.8682 1 4.84 299.15 32.5
53.3 
(M:53.3) 1 1 0 K.QQDHFFQASYLEER.D Dimethyl:2H(4): 1



8009 true 2125 1951.9281 1950.9258 1 -2.55 129.14 31.33
40.3 
(M:40.3) 1 1 0 R.FHQFLVSETECGNISR.Q Carbamidomethyl: 11; Dimethyl: 1

8010 true 2126 983.5716 982.5572 1 7.29 278.32 34.17
19.8 
(M:19.8) 1 1 1 R.LCKFQQK.K

Carbamidomethyl: 2; Dimethyl:2H(4): 
7

8011 true 2126 1087.5873 1086.5856 1 -5.06 313.35 32.33
57.3 
(M:57.3) 1 1 0 K.NVDCVLLAR.H Carbamidomethyl: 4; Dimethyl: 1

8012 true 2126 1176.6767 1175.6737 1 -3.56 122.99 34.17
55.2 
(M:55.2) 2 1 0 K.FLMANGQLVK.M Dimethyl: 1, 10

8013 false 2126 1176.6767 1175.6663 1 2.72 117.86 34.17
16.4 
(M:16.4) 1 2 0 R.FLGVQLATSGR.F Dimethyl: 1

8014 true 2126 1563.851 1562.8606 1 -10.83 174.9 34.83
48.8 
(M:48.8) 1 1 0 R.GLVVTAYSPLGSPDR.M Dimethyl:2H(4): 1

8015 true 2127 1037.5864 1036.5739 1 4.98 282.56 37.67
43.8 
(M:43.8) 3 1 0 R.FLSILCTR.S Carbamidomethyl: 6; Dimethyl: 1



8016 false 2127 1037.5864 1036.5665 1 12.1 -1 37.67
19.4 
(M:19.4) 1 6 1 K.TTSAFRNLK.L

8017 false 2127 1052.6346 1051.615 1 11.71 348.45 34.17
16.9 
(M:16.9) 1 3 0 K.IFIIQACR.G

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

8018 true 2127 1091.6135 1090.6107 1 -4.1 254.29 32.33
41.3 
(M:41.3) 1 1 0 K.NVDCVLLAR.H

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

8019 false 2127 1091.6135 1090.6284 1 -20.36 282.16 32.33
17.8 
(M:17.8) 1 7 0 K.SSGTKPGEIR.E Dimethyl:2H(4): 5; Dimethyl: 1

8020 true 2127 1184.7116 1183.7239 1 -16.46 174.57 34.17
44.7 
(M:44.7) 1 1 0 K.FLMANGQLVK.M Dimethyl:2H(4): 1, 10

8021 true 2127 1762.9092 1761.9199 1 -10.22 161.49 31.67
52.0 
(M:52.0) 1 1 1 R.LEELREDELQPGFR.K Dimethyl:2H(4): 1

8022 false 2127 1762.9092 1761.941 1 -22.2 180.39 31.67
26.1 
(M:26.1) 1 2 1 K.QALESERAELSNEVK.V Dimethyl:2H(4): 1; Dimethyl: 15



8023 true 2127 2048.966 2047.9278 1 15.1 241.51 31.33
75.9 
(M:75.9) 1 1 0 R.CYCADVVHPMAAVATAER.G Carbamidomethyl: 1, 3; Dimethyl: 1

8024 true 2128 1056.6251 1055.6161 1 1.64 281.12 34.17
29.6 
(M:29.6) 1 1 0 R.VTLMQLPAR.Q Dimethyl: 1

8025 true 2128 1987.0103 1985.9881 1 7.54 187.77 32.5
41.9 
(M:41.9) 1 1 1 R.GCPENEIEFPVNEIKR.T Carbamidomethyl: 2; Dimethyl: 1, 15

8026 true 2128 2052.9607 2051.9529 1 0.27 251.59 31.33
46.9 
(M:46.9) 1 1 0 R.CYCADVVHPMAAVATAER.G

Carbamidomethyl: 1, 3; 
Dimethyl:2H(4): 1

8027 true 2129 1075.5918 1074.58 1 4.17 400.21 35.33
50.2 
(M:50.2) 2 1 0 R.AFGYYGPLR.S Dimethyl:2H(4): 1

8028 false 2129 1075.5918 1074.5971 1 -11.74 409.52 35.33
16.5 
(M:16.5) 1 7 0 R.QLDNIVGER.G Dimethyl:2H(4): 1

8029 false 2129 1217.7104 1216.7077 1 -3.76 134.61 32.17
20.2 
(M:20.2) 1 3 1 K.AENRIVQAEK.Q Dimethyl:2H(4): 1; Dimethyl: 10



8030 true 2129 1217.7104 1216.7077 1 -3.76 100.18 32.17
24.7 
(M:24.7) 1 1 0 K.DLQNVNITLR.I Dimethyl:2H(4): 1

8031 true 2129 2042.225 2041.1936 1 11.85 216.87 38.33
40.4 
(M:40.4) 1 1 0 K.GVTIASGGVLPNIHPELLAK.K Dimethyl: 1, 20

8032 false 2130 1091.664 1090.6648 1 -7.42 382.81 38
17.1 
(M:17.1) 1 4 1 K.ISPKSTGSVR.Q Dimethyl:2H(4): 4; Dimethyl: 1

8033 true 2130 2039.1168 2038.1133 1 -1.83 147.48 32.5
56.7 
(M:56.7) 2 1 1 R.IMNVIGEPIDERGPITTK.Q Dimethyl: 1, 18

8034 true 2130 2060.1703 2059.1404 1 10.96 313.28 38.5
84.5 
(M:84.5) 1 1 0 K.GFPVLLHYQTVSEPATIR.R Dimethyl:2H(4): 1

8035 true 2130 2065.9802 2064.9758 1 -1.37 144.81 30.67
83.3 
(M:83.3) 1 1 0 K.IPEIDCGDMTAQVTSPSGR.N

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

8036 true 2131 1379.8108 1378.7832 1 14.73 415.15 34.33
22.5 
(M:22.5) 1 66.67 1 0 R.IMNTFSVVPSPK.V Dimethyl:2H(4): 1; Dimethyl: 12



8037 true 2131 1379.8108 1378.7832 1 14.73 415.15 34.33
22.5 
(M:22.5) 1 66.67 1 0 R.IMNTFSVVPSPK.V Dimethyl:2H(4): 1; Dimethyl: 12

8038 true 2131 2095.957 2094.964 1 -6.81 118.25 30.67
49.9 
(M:49.9) 1 1 0 R.DSLGVCVEQQNGYDSLQR.D Carbamidomethyl: 6; Dimethyl: 1

8039 true 2131 2145.9858 2144.9803 1 -0.84 221.17 32.67
74.5 
(M:74.5) 1 1 0 K.FVINYDYPNSSEDYVHR.I Dimethyl: 1

8040 true 2131 2360.12 2359.1193 1 -2.79 239.28 31.33
102.6 
(M:102.6) 1 1 0

R.QPYAVSELAGHQTSAESWGT
GR.A Dimethyl: 1

8041 false 2133 1380.7229 1379.7483 1 -23.65 284.66 33.5
18.1 
(M:18.1) 1 2 0 R.LTLSMSVAVEFR.D Dimethyl: 1

8042 true 2133 1380.7229 1379.7136 1 1.5 351.61 33.5
71.3 
(M:71.3) 1 1 0 K.HFSVEGQLEFR.A Dimethyl:2H(4): 1

8043 true 2133 2199.1322 2198.1331 1 -3.74 269.79 32.5
34.9 
(M:34.9) 1 1 1 K.ARPFPDGLAEDIDKGEVSAR.Q Dimethyl: 1, 14



8044 true 2133 2263.9908 2262.9967 1 -5.83 175.89 30.67
17.7 
(M:17.7) 1 1 0

K.YEGSGDDSGAAGQSLYVANH
AY.- Dimethyl:2H(4): 1

8045 true 2134 1363.7422 1362.7296 1 3.91 262.61 39.83
43.8 
(M:43.8) 1 1 0 R.SLLHVFSTEFR.A Dimethyl: 1

8046 false 2134 1422.6749 1421.6457 1 15.41 344.58 34.83
30.6 
(M:30.6) 1 2 1 K.EEESNCLETRK.E Carbamidomethyl: 6; Dimethyl: 11

8047 true 2134 1422.6749 1421.6795 1 -8.4 264.67 34.83
69.3 
(M:69.3) 2 1 0 K.ACATFGIPCELR.V Carbamidomethyl: 2, 9; Dimethyl: 1

8048 true 2134 2207.1737 2206.1834 1 -7.69 290.54 32.83
75.9 
(M:75.9) 1 1 1 K.ARPFPDGLAEDIDKGEVSAR.Q Dimethyl:2H(4): 1, 14

8049 true 2135 754.4097 753.4021 1 0.42 66.6 30.83
17.3 
(M:17.3) 1 1 0 R.IEDPPR.R Dimethyl: 1

8050 true 2135 970.5508 969.5356 1 8.23 260.53 38.67
20.9 
(M:20.9) 2 1 1 K.AERAGIPTR.V



8051 true 2135 1358.7834 1357.8032 1 -19.93 286.81 38.17
36.3 
(M:36.3) 1 1 0 K.MLKPAFIFDGR.R Dimethyl:2H(4): 1, 3

8052 true 2135 1426.6947 1425.7046 1 -12.07 340.95 35
40.3 
(M:40.3) 1 1 0 K.ACATFGIPCELR.V

Carbamidomethyl: 2, 9; 
Dimethyl:2H(4): 1

8053 true 2135 1428.7657 1427.7629 1 -3.11 376.65 34.33
66.3 
(M:66.3) 3 1 0 K.MATQLSGPVMPIR.N Dimethyl: 1

8054 false 2135 1468.8241 1467.802 1 10.04 312.89 34.33
15.2 
(M:15.2) 1 7 0 R.ILHGLGFTPAMQR.K Dimethyl: 1

8055 false 2135 1468.8241 1467.8428 1 -17.7 355.73 34.33
17.9 
(M:17.9) 1 2 0 -.AIWVFADPPPPAK.G Dimethyl:2H(4): 13; Dimethyl: 1

8056 true 2136 1432.7781 1431.788 1 -11.96 359.45 34.33
49.8 
(M:49.8) 2 1 0 K.MATQLSGPVMPIR.N Dimethyl:2H(4): 1

8057 true 2136 1524.874 1523.8581 1 5.64 248.4 39.33
22.4 
(M:22.4) 2 1 1 R.IGETAMKQAQQQK.T Dimethyl:2H(4): 7, 13



8058 true 2137 1120.5956 1119.5924 1 -3.66 343 32.83
52.8 
(M:52.8) 1 1 0 K.AELNEFLTR.E Dimethyl: 1

8059 false 2138 837.417 836.4248 1 -18.06 542.7 31.67
20.6 
(M:20.6) 1 5 1 R.LMKMDR.G Oxidation: 2; Dimethyl: 1

8060 true 2138 837.417 836.4181 1 -10.01 489.59 31.67
24.1 
(M:24.1) 1 1 0 K.NFPFER.L Dimethyl: 1

8061 true 2138 934.4883 933.4841 1 -3.26 86.02 31.67
25.4 
(M:25.4) 1 1 0 R.IEEQLMK.L Oxidation: 6; Dimethyl: 7

8062 false 2138 1124.6202 1123.5957 1 15.29 337.81 32.83
18.7 
(M:18.7) 1 5 0 K.QQQMATLTR.E Dimethyl:2H(4): 1; Oxidation: 4

8063 true 2138 1124.6202 1123.6175 1 -4.08 353.32 32.83
48.9 
(M:48.9) 1 1 0 K.AELNEFLTR.E Dimethyl:2H(4): 1

8064 true 2138 1530.7295 1529.7275 1 -3.46 258.44 34.33
45.3 
(M:45.3) 2 1 0 R.YYCLQGTQFYR.F

Carbamidomethyl: 3; Dimethyl:2H(4): 
1



8065 true 2138 1590.867 1589.8678 1 -5.1 244.76 34.17
33.6 
(M:33.6) 1 1 0 R.GPSPFSPVQLHQLR.A Dimethyl: 1

8066 false 2139 841.4383 840.4432 1 -14.51 529.37 31.5
16.3 
(M:16.3) 1 4 0 K.NFPFER.L Dimethyl:2H(4): 1

8067 false 2139 964.5003 963.5025 1 -9.89 136.24 30.83
16.1 
(M:16.1) 1 2 0 K.IGDTIDFR.G Dimethyl: 1

8068 false 2139 964.5003 963.5059 1 -13.39 123.26 30.83
15.4 
(M:15.4) 1 3 1 K.ERESIMK.E Oxidation: 6; Dimethyl: 1, 7

8069 true 2139 1223.6153 1222.6016 1 5.23 92.32 32.67
36.9 
(M:36.9) 1 1 0 R.TLFCLEQER.A Carbamidomethyl: 4; Dimethyl: 1

8070 true 2139 1594.9065 1593.8929 1 3.94 276.92 34.17
34.2 
(M:34.2) 1 1 0 R.GPSPFSPVQLHQLR.A Dimethyl:2H(4): 1

8071 true 2139 1688.9332 1687.9024 1 13.89 319.39 38.5
25.5 
(M:25.5) 1 1 0 K.YPVPESAPIPFFHR.C Dimethyl:2H(4): 1



8072 true 2139 1975.978 1974.9873 1 -8.41 167.74 34.83
55.1 
(M:55.1) 1 1 1 R.QITQVYGFYDECLRK.Y Carbamidomethyl: 12; Dimethyl: 1, 15

8073 true 2140 968.5326 967.5277 1 -2.41 100.62 30.83
26.1 
(M:26.1) 1 1 0 K.IGDTIDFR.G Dimethyl:2H(4): 1

8074 true 2140 996.5987 995.5932 1 -1.73 246.7 38.17
47.0 
(M:47.0) 3 1 0 R.YLNFFTK.A Dimethyl:2H(4): 1, 7

8075 true 2140 1693.9505 1692.9352 1 4.78 182.72 38.67
36.4 
(M:36.4) 2 1 0 R.IIPNFYPPLEAHVR.Q Dimethyl: 1

8076 true 2140 1904.0055 1902.9986 1 -0.17 185.77 34.17
45.8 
(M:45.8) 1 1 0 K.MVPLQVQQSVSVYNQR.K Dimethyl: 1

8077 false 2141 883.4626 882.4497 1 6.33 526.61 31.67
18.9 
(M:18.9) 1 2 0 K.AAANFSDR.S Dimethyl:2H(4): 1

8078 true 2141 883.4626 882.46 1 -5.23 601.95 31.67
37.7 
(M:37.7) 2 1 0 R.DYIAFAR.G Dimethyl: 1



8079 true 2141 1057.6495 1056.6332 1 8.57 328.56 38
20.6 
(M:20.6) 1 1 1 K.KGIWLEAGK.A Dimethyl: 1, 1

8080 true 2141 1697.9819 1696.9603 1 8.43 282.8 38.67
43.2 
(M:43.2) 1 1 0 R.IIPNFYPPLEAHVR.Q Dimethyl:2H(4): 1

8081 true 2141 1735.7945 1734.7962 1 -5.12 204.62 34.33
32.2 
(M:32.2) 1 1 0 K.GSLGGGFSSGGFSGGSFSR.G Dimethyl: 1

8082 false 2141 1889.0314 1888.067 1 -22.66 292.74 38.33
17.6 
(M:17.6) 1 3 1 K.LIYDLKDQGGELLSLR.Y Dimethyl: 1, 6

8083 true 2141 1889.0314 1888.0128 1 6.01 256.11 38.33
40.0 
(M:40.0) 1 1 0 K.ASIPFCVVGSNQLIEAK.G Carbamidomethyl: 6; Dimethyl: 1, 17

8084 true 2141 2010.0252 2009.0218 1 -1.94 162.85 35
120.4 
(M:120.4) 3 1 0 K.TVTNAVVTVPAYFNDSQR.Q Dimethyl: 1

8085 true 2142 1739.8148 1738.8213 1 -7.89 202.91 34.33
82.9 
(M:82.9) 1 1 0 K.GSLGGGFSSGGFSGGSFSR.G Dimethyl:2H(4): 1



8086 true 2142 1923.1049 1922.0989 1 -0.67 326.35 34.17
65.4 
(M:65.4) 1 1 1 K.AGKFPSLLTHNENLVAK.V Dimethyl: 1, 3, 17

8087 true 2143 867.518 866.5266 1 -18.32 568.54 34.67
22.4 
(M:22.4) 1 1 0 R.VFIGTFK.A Dimethyl: 1, 7

8088 false 2143 945.5141 944.5039 1 3.05 199.98 31.5
17.0 
(M:17.0) 1 6 1 K.QGSQKEIR.D

8089 false 2143 945.5141 944.5179 1 -11.67 184.54 31.5
15.3 
(M:15.3) 1 10 0 R.QDDSLVLK.E Dimethyl: 8

8090 false 2143 945.5141 944.4927 1 14.93 67.83 31.5
23.9 
(M:23.9) 1 3 0 K.EASIEQLR.K

8091 true 2143 1406.7063 1405.6816 1 12.4 293.69 32.67
20.2 
(M:20.2) 1 1 0 K.YGEYFPGTGDLR.D Dimethyl:2H(4): 1

8092 true 2143 1406.7063 1405.6816 1 12.4 293.69 32.67
20.2 
(M:20.2) 1 1 0 K.YGEYFPGTGDLR.D Dimethyl:2H(4): 1



8093 false 2144 1092.5813 1091.5947 1 -18.93 232.1 31.5
17.5 
(M:17.5) 2 2 1 M.MTDIKDGPR.S Dimethyl:2H(4): 5; Dimethyl: 1

8094 true 2144 1225.7207 1224.719 1 -4.53 140.85 35
51.5 
(M:51.5) 2 1 0 R.LLLNNDNLLR.E Dimethyl: 1

8095 true 2144 1225.7207 1224.719 1 -4.53 140.85 35
51.5 
(M:51.5) 2 1 0 R.LLLNNDNLLR.E Dimethyl: 1

8096 true 2144 1563.7814 1562.7796 1 -3.5 273.67 32.33
36.5 
(M:36.5) 2 98.71 1 1 R.VKEGMNVVEAMER.C Oxidation: 5; Dimethyl: 1, 2

8097 true 2144 2056.1371 2055.1153 1 7.05 238.31 38.5
46.0 
(M:46.0) 1 1 0 K.GFPVLLHYQTVSEPATIR.R Dimethyl: 1

8098 false 2145 1114.7084 1113.6994 1 1.48 341.34 38
16.0 
(M:16.0) 1 53.79 3 1 K.SHKLMLIGR.R Dimethyl:2H(4): 1; Dimethyl: 3

8099 true 2145 1229.7469 1228.7441 1 -3.67 160 35
59.3 
(M:59.3) 1 1 0 R.LLLNNDNLLR.E Dimethyl:2H(4): 1



8100 false 2145 1229.7469 1228.7326 1 5.73 123.38 35
15.1 
(M:15.1) 1 5 1 R.CVVQSLLAKR.E Carbamidomethyl: 1; Dimethyl: 1, 9

8101 true 2145 1229.7469 1228.7441 1 -3.67 160 35
59.3 
(M:59.3) 1 1 0 R.LLLNNDNLLR.E Dimethyl:2H(4): 1

8102 true 2145 1571.8322 1570.8299 1 -3.14 216.94 32.33
36.8 
(M:36.8) 2 97.1 1 1 R.VKEGMNVVEAMER.C Dimethyl:2H(4): 1, 2; Oxidation: 5

8103 false 2145 1571.8322 1570.8216 1 2.12 273.92 32.33
15.2 
(M:15.2) 1 3 0 K.QNGSALTVWGTGKPR.R

8104 true 2145 2210.2298 2209.1979 1 11.1 265.36 38.5
32.9 
(M:32.9) 1 1 0 K.IPIFSAAGLPHNEIAAQICR.Q

Carbamidomethyl: 19; Dimethyl:2H(4): 
1

8105 true 2146 1761.8937 1760.8861 1 0.17 270.48 32.67
32.5 
(M:32.5) 1 1 1 R.GYFEYIEENKYSR.A Dimethyl:2H(4): 1, 10

8106 true 2147 1119.6066 1118.6084 1 -8.08 360.93 31.67
70.8 
(M:70.8) 4 1 0 -.VNFTVDQIR.A Dimethyl: 1



8107 true 2147 2013.0107 2011.969 1 17.1 259.53 39.83
17.6 
(M:17.6) 1 1 0 K.QFEHLNHQNPDTFEPK.D Dimethyl:2H(4): 1

8108 false 2147 2013.0107 2012.0257 1 -11.07 258.48 39.83
16.3 
(M:16.3) 1 2 1 R.CLSVISLATKCAMPSFR.M

Carbamidomethyl: 1, 11; Oxidation: 
13; Dimethyl: 1, 10

8109 false 2148 1123.6337 1122.6471 1 -18.36 421.32 31.67
20.8 
(M:20.8) 1 63.15 6 1 -.MPPKKPEPK.K Oxidation: 1; Dimethyl: 5, 9

8110 true 2148 1123.6337 1122.6335 1 -6.27 386.88 31.67
54.4 
(M:54.4) 3 1 0 -.VNFTVDQIR.A Dimethyl:2H(4): 1

8111 true 2148 1252.6771 1251.6761 1 -5.02 92.62 30.83
18.5 
(M:18.5) 2 1 0 R.ESVFIVEGGQR.A Dimethyl:2H(4): 1

8112 true 2148 2118.2163 2117.1997 1 4.38 187.21 39.83
30.8 
(M:30.8) 1 1 0 R.IIPPGSGIIHQVNLEYLAR.V Dimethyl: 1

8113 true 2149 1637.9162 1636.9148 1 -3.61 156.82 32.17
58.6 
(M:58.6) 1 1 1 K.HEKEDGAISTILIR.G Dimethyl: 1, 3



8114 true 2149 1939.0074 1938.0098 1 -5.02 138.77 32.83
113.9 
(M:113.9) 1 1 1 K.IFVGGIKEDTEEYNLR.E Dimethyl: 1, 7

8115 true 2149 2122.2422 2121.2248 1 4.76 269.54 39.83
57.2 
(M:57.2) 1 1 0 R.IIPPGSGIIHQVNLEYLAR.V Dimethyl:2H(4): 1

8116 false 2150 961.5708 960.5841 1 -21.33 317.96 35.83
16.1 
(M:16.1) 1 3 1 R.IQRMLPR.D Dimethyl:2H(4): 1; Oxidation: 4

8117 false 2150 1028.5912 1027.5774 1 6.26 255.2 43
15.1 
(M:15.1) 1 4 1 -.QVDIQNKR.F Dimethyl: 1

8118 true 2150 1119.6109 1118.6084 1 -4.32 258.74 34.33
40.5 
(M:40.5) 1 1 0 K.SIAFPSIGSGR.N Dimethyl: 1

8119 true 2150 1262.6073 1261.6224 1 -17.74 176.52 31.5
51.2 
(M:51.2) 1 1 0 K.IETIEVMEDR.Q Dimethyl: 1

8120 true 2150 1281.8217 1280.7978 1 12.97 156.9 37.83
33.4 
(M:33.4) 1 1 0 R.TLMNLGSLAVAK.G Dimethyl:2H(4): 1, 12



8121 true 2150 1645.966 1644.965 1 -3.86 203.62 32.17
61.2 
(M:61.2) 1 1 1 K.HEKEDGAISTILIR.G Dimethyl:2H(4): 1, 3

8122 true 2150 1947.0573 1946.0601 1 -5.14 163.09 32.83
89.7 
(M:89.7) 1 1 1 K.IFVGGIKEDTEEYNLR.E Dimethyl:2H(4): 1, 7

8123 true 2151 1033.614 1032.623 1 -15.7 149.45 43
16.7 
(M:16.7) 1 1 1 K.QNDTKVLR.S Dimethyl:2H(4): 1; Dimethyl: 5

8124 true 2151 1087.6557 1086.6437 1 4.27 275.56 38.5
16.6 
(M:16.6) 1 1 0 K.AVDLLYPIR.Y Dimethyl: 1

8125 false 2151 1087.6557 1086.6471 1 1.17 283.51 38.5
15.5 
(M:15.5) 1 2 0 R.ALVMLLEVR.M Oxidation: 4; Dimethyl: 1

8126 true 2151 1162.7021 1161.6982 1 -2.9 496.03 34.33
42.3 
(M:42.3) 3 1 0 R.QLHLNQLIR.T Dimethyl: 1

8127 true 2151 1270.6538 1269.6565 1 -7.85 95.33 31
30.6 
(M:30.6) 1 1 0 R.EVDIGIPDATGR.L Dimethyl: 1



8128 true 2151 1601.7953 1600.7919 1 -2.44 150.99 35
18.0 
(M:18.0) 1 1 0 K.LLTSYGFIQCSER.Q Carbamidomethyl: 10; Dimethyl: 1

8129 true 2151 2040.07 2039.1023 1 -19.39 138.29 32.83
28.4 
(M:28.4) 1 1 0 R.VVVLEHGTVAEMGTPAELR.T Dimethyl:2H(4): 1

8130 true 2151 2143.9793 2142.9656 1 3.03 367.3 39.83
33.9 
(M:33.9) 1 1 0 K.QPTFCSHCTDFIWGFGK.Q

Carbamidomethyl: 5, 8; Dimethyl: 1, 
17

8131 false 2152 1037.638 1036.6555 1 -23.84 132.34 42.83
16.6 
(M:16.6) 1 2 0 K.MKPDVVLR.H Dimethyl:2H(4): 1, 2; Oxidation: 1

8132 false 2152 1166.7372 1165.7121 1 15.3 530.11 34.33
24.7 
(M:24.7) 1 54.99 3 0 K.GAKPAGEIHVK.T Dimethyl:2H(4): 1; Dimethyl: 3

8133 true 2152 1605.8182 1604.817 1 -3.79 185.7 35
35.6 
(M:35.6) 1 1 0 K.LLTSYGFIQCSER.Q

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

8134 true 2152 2150.0494 2149.0054 1 17.04 263.54 32.67
79.4 
(M:79.4) 1 1 0 K.FVINYDYPNSSEDYVHR.I Dimethyl:2H(4): 1



8135 true 2152 2785.4845 2784.4745 1 0.96 157.35 39.83
101.9 
(M:101.9) 1 1 0

R.VSQMLILPPFQGEGHGAQLLE
TVHR.Y Dimethyl: 1

8136 true 2153 946.5369 945.5066 1 24.29 149.21 39.83
17.4 
(M:17.4) 1 1 1 -.KMAAAGALR.L Acetyl: 1; Oxidation: 2

8137 true 2153 1435.7058 1434.7081 1 -6.66 436.17 31.5
46.2 
(M:46.2) 1 1 0 R.YSGAYGDYLPAAR.V Dimethyl:2H(4): 1

8138 true 2153 1618.8611 1617.8515 1 1.45 220.36 35.17
63.7 
(M:63.7) 1 1 0 R.HIITYSLSPFEQR.A Dimethyl: 1

8139 true 2154 1422.7297 1421.73 1 -5.32 213.86 30.83
15.9 
(M:15.9) 1 1 0 K.QSLEASLAETEGR.Y Dimethyl:2H(4): 1

8140 true 2154 1796.9237 1795.9257 1 -5.17 184.23 35
26.1 
(M:26.1) 1 1 0 R.DIRPGAAFEPTYIYR.L Dimethyl: 1

8141 true 2155 983.5111 982.5124 1 -8.73 199.72 32.83
22.2 
(M:22.2) 1 1 0 K.VYELFER.A Dimethyl: 1



8142 false 2155 1230.7133 1229.7322 1 -21.22 204.77 34.33
19.0 
(M:19.0) 1 2 1 K.KWDLNELPK.F Dimethyl:2H(4): 1; Dimethyl: 1, 9

8143 false 2155 1230.7133 1229.7322 1 -21.22 192.58 34.33
19.0 
(M:19.0) 1 2 1 K.KWNLDELPK.F Dimethyl:2H(4): 1; Dimethyl: 1, 9

8144 true 2155 1493.7304 1492.731 1 -5.28 212.42 31.67
91.1 
(M:91.1) 1 1 0 K.DITSNIHFEAYR.V Dimethyl: 1

8145 true 2155 1800.94 1799.9508 1 -10.06 272.24 35
50.4 
(M:50.4) 1 1 0 R.DIRPGAAFEPTYIYR.L Dimethyl:2H(4): 1

8146 true 2156 1304.6127 1303.6197 1 -10.94 265 34.33
21.0 
(M:21.0) 1 1 0 R.SWLSYSYQSR.F Dimethyl: 1

8147 true 2156 1495.8241 1494.8356 1 -12.56 253.36 31.5
29.6 
(M:29.6) 1 1 0 R.IHQIEYAMEAVK.Q Dimethyl:2H(4): 1, 12

8148 true 2156 1925.9166 1924.9135 1 -2.19 219.18 35.17
71.2 
(M:71.2) 3 1 0 K.LSLDGQNIYNACCTLR.I Carbamidomethyl: 12, 13; Dimethyl: 1



8149 true 2157 1032.6195 1031.6255 1 -12.86 243.57 34.33
43.9 
(M:43.9) 1 1 0 R.GNVGFVFTK.E Dimethyl:2H(4): 1, 9

8150 true 2157 1083.6606 1082.6587 1 -4.96 174.14 33
22.4 
(M:22.4) 1 1 0 K.VPLSLEEIK.A Dimethyl: 1, 9

8151 true 2157 1313.7562 1312.7537 1 -3.64 166.25 34.33
19.1 
(M:19.1) 1 1 0 -.MAAAAALALLVTR.G Acetyl: 1

8152 true 2157 1497.7561 1496.7561 1 -4.89 195.66 31.67
33.9 
(M:33.9) 1 1 0 K.DITSNIHFEAYR.V Dimethyl:2H(4): 1

8153 true 2157 1517.7483 1516.731 1 6.58 187.11 38.5
34.7 
(M:34.7) 1 1 0 K.AASDVSTFNFFQR.S Dimethyl: 1

8154 true 2157 1553.7579 1552.7559 1 -3.38 104.01 31
46.0 
(M:46.0) 1 1 0 K.FLDETADLSPEER.A Dimethyl:2H(4): 1

8155 false 2158 1171.6643 1170.6761 1 -16.25 72.01 33
33.1 
(M:33.1) 1 2 0 K.FSPAGPVLSIR.V Dimethyl: 1



8156 true 2158 1499.7878 1498.7908 1 -6.85 174.84 32
57.9 
(M:57.9) 1 1 0 K.SPYQEFTDHLAK.T Dimethyl:2H(4): 1, 12

8157 true 2158 1622.786 1621.7948 1 -9.86 124.31 30.83
40.3 
(M:40.3) 1 1 0 R.FASEVAGVDDLGTTGR.G Dimethyl: 1

8158 false 2159 1175.681 1174.7012 1 -23.38 79.3 33
26.3 
(M:26.3) 1 2 0 K.FSPAGPVLSIR.V Dimethyl:2H(4): 1

8159 true 2159 1672.7707 1671.7675 1 -2.41 165.2 30.83
43.1 
(M:43.1) 1 1 0 K.QDDGNPCLPQFPTR.K Carbamidomethyl: 7; Dimethyl: 1

8160 true 2159 1725.897 1724.8958 1 -3.56 210.47 31.5
83.4 
(M:83.4) 1 1 1 R.RGEAHLAVNDFELAR.G Dimethyl: 1

8161 true 2159 2093.1704 2092.1463 1 8.05 184.36 37.83
45.1 
(M:45.1) 2 1 0 K.QQGPQVQQIILVSPMGVSR.L Dimethyl: 1

8162 true 2160 1364.8001 1363.7914 1 1.01 355.12 34.5
30.1 
(M:30.1) 2 1 0 R.FVFDRPLPVSR.L Dimethyl:2H(4): 1



8163 true 2160 1729.919 1728.9209 1 -5.33 237.08 31.5
55.9 
(M:55.9) 1 1 1 R.RGEAHLAVNDFELAR.G Dimethyl:2H(4): 1

8164 true 2160 1802.7615 1801.769 1 -8.19 140.83 30.83
26.9 
(M:26.9) 1 1 1 K.SFFDNISCDDNRER.R Carbamidomethyl: 8; Dimethyl: 1

8165 true 2160 1997.0117 1996.0054 1 -0.48 88.7 35.17
41.3 
(M:41.3) 1 1 0 K.VAQGVVSFGYDSPPGVYAR.I Dimethyl: 1

8166 false 2160 2179.1613 2178.1816 1 -12.64 145.96 37.83
15.2 
(M:15.2) 1 2 1 K.RINMAHLCIVGSHAVNGVAK.I

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

8167 true 2161 1622.8408 1621.8253 1 5.07 198.69 38.5
19.3 
(M:19.3) 1 1 0 K.NNGAGYFVEHLAFK.G Dimethyl: 1, 14

8168 true 2161 1901.8892 1900.8856 1 -1.93 289.14 31.67
74.7 
(M:74.7) 1 1 0 K.EPFFHGHDNYDQLVR.I Dimethyl: 1

8169 true 2161 1928.9813 1927.9682 1 3.03 103.84 40
28.1 
(M:28.1) 1 1 0 K.LNLSCIHSPMVTELMR.G Carbamidomethyl: 5; Dimethyl: 1



8170 true 2161 2030.0737 2029.0633 1 1.57 165.72 35
30.8 
(M:30.8) 1 1 0 R.VLRPPGGGSNFSLGFDEPK.E Dimethyl: 1, 19

8171 false 2162 1166.719 1165.7121 1 -0.29 508.35 34.33
20.1 
(M:20.1) 2 3 0 K.GAKPAGEIHVK.T Dimethyl:2H(4): 3; Dimethyl: 11

8172 true 2162 1166.719 1165.7233 1 -9.92 531.77 34.33
53.3 
(M:53.3) 3 1 0 R.QLHLNQLIR.T Dimethyl:2H(4): 1

8173 true 2162 1326.6285 1325.6041 1 12.96 200.07 33
39.4 
(M:39.4) 1 1 0 K.DYAFVHFEDR.G Dimethyl: 1

8174 true 2162 1905.9153 1904.9108 1 -1.43 331.46 31.67
71.6 
(M:71.6) 1 1 0 K.EPFFHGHDNYDQLVR.I Dimethyl:2H(4): 1

8175 false 2163 974.5695 973.5743 1 -12.36 145.2 35.33
18.3 
(M:18.3) 1 4 1 R.VMKALVNR.K Oxidation: 2; Dimethyl: 3

8176 false 2163 974.5695 973.563 1 -0.83 147.99 35.33
15.5 
(M:15.5) 1 9 1 -.MAVQISKK.R Acetyl: 1; Dimethyl: 8



8177 false 2163 974.5695 973.5704 1 -8.42 319.16 35.33
15.8 
(M:15.8) 1 8 0 R.MVLLPVMK.F Oxidation: 7; Dimethyl: 8

8178 true 2163 1383.8084 1382.8083 1 -5.21 318.56 34.5
28.2 
(M:28.2) 2 1 0 R.IMNTFSVVPSPK.V Dimethyl:2H(4): 1, 12

8179 true 2163 1383.8084 1382.8083 1 -5.21 318.56 34.5
28.2 
(M:28.2) 2 1 0 R.IMNTFSVVPSPK.V Dimethyl:2H(4): 1, 12

8180 false 2163 1383.8084 1382.8245 1 -16.94 330.84 34.5
22.8 
(M:22.8) 2 2 1 K.SGVKNIVVVEGVR.I Dimethyl: 4

8181 true 2163 2259.9596 2258.9716 1 -8.53 164.54 30.83
17.7 
(M:17.7) 1 1 0

K.YEGSGDDSGAAGQSLYVANH
AY.- Dimethyl: 1

8182 true 2163 2468.107 2467.1049 1 -2.11 254.98 31.5
61.7 
(M:61.7) 1 1 0

K.ACEFAGYQCQIQFGPHNEQK.
H

Carbamidomethyl: 2, 9; Dimethyl: 1, 
20

8183 false 2164 1071.6579 1070.6699 1 -18.06 343.21 38
39.0 
(M:39.0) 2 75 2 1 R.QIIGEISKK.V Dimethyl: 1, 8



8184 true 2164 1071.6579 1070.6488 1 1.66 328.67 38
83.9 
(M:83.9) 2 1 0 K.QLITGLWGK.V Dimethyl: 1, 9

8185 true 2164 1371.7232 1370.7209 1 -3.66 293.9 32.83
89.0 
(M:89.0) 2 1 0 R.YALYDASFETK.E Dimethyl:2H(4): 1, 11

8186 true 2164 2196.0348 2195.0283 1 -0.39 283.69 32.33
43.0 
(M:43.0) 1 1 0 K.TLFHNPHVNALPTGYEDEN.- Dimethyl: 1

8187 true 2164 2267.2014 2266.1899 1 1.87 303.02 39.83
45.1 
(M:45.1) 1 1 0 R.FAHIDGDHLTLLNVYHAFK.Q Dimethyl: 1, 19

8188 true 2164 2309.0827 2308.0893 1 -6.02 174.9 30.83
18.7 
(M:18.7) 1 1 0

K.AMEVDERPTEQYSDIGGLDK.
Q Dimethyl: 1, 20

8189 true 2165 1100.6712 1099.6853 1 -19.42 343.78 38
16.7 
(M:16.7) 1 50 1 1 K.KLLEATELK.G Dimethyl: 1, 9

8190 true 2165 1236.7732 1235.7729 1 -5.66 197.87 34.5
35.9 
(M:35.9) 1 1 0 R.GILLYGPPGTGK.T Dimethyl:2H(4): 1, 12



8191 true 2165 1454.8471 1453.8327 1 4.91 169.51 32.83
18.8 
(M:18.8) 1 1 0 K.IAGAIGPCVSLNVK.G Carbamidomethyl: 8; Dimethyl: 1, 14

8192 true 2165 2275.2612 2274.2401 1 6.07 333.49 39.83
20.6 
(M:20.6) 1 1 0 R.FAHIDGDHLTLLNVYHAFK.Q Dimethyl:2H(4): 1, 19

8193 true 2165 2452.1887 2451.1918 1 -4.21 144.28 30.83
100.5 
(M:100.5) 1 1 1 R.NVDIYDKHDGPLLPEEEEQR.A Dimethyl: 1, 7

8194 false 2166 1468.867 1467.8661 1 -4.35 282.09 33
22.6 
(M:22.6) 1 3 0 K.ALQSVGQIVGEVLK.Q Dimethyl: 14

8195 false 2166 1468.867 1467.8661 1 -4.35 309.35 33
21.1 
(M:21.1) 1 6 1 R.IEAAVAEGAKNVLK.I Dimethyl: 1, 14

8196 true 2166 1468.867 1467.8661 1 -4.35 345.78 33
69.0 
(M:69.0) 1 1 1 R.ALELENDRLLVK.I Dimethyl: 1, 12

8197 false 2166 1468.867 1467.8599 1 -0.14 409.81 33
22.1 
(M:22.1) 1 5 1 R.LRTTVGVDGSLYK.M Dimethyl:2H(4): 13; Dimethyl: 1



8198 true 2166 2181.0775 2180.0463 1 10.97 153.72 44
84.4 
(M:84.4) 2 1 0 R.IEIESFFEGEDFSETLTR.A Dimethyl:2H(4): 1

8199 true 2167 1539.7697 1538.7729 1 -6.78 161.19 32.83
45.4 
(M:45.4) 1 1 0 K.FGEAISYQQLAER.A Dimethyl: 1

8200 true 2167 2789.5073 2788.4996 1 0.16 173.94 39.83
87.4 
(M:87.4) 1 1 0

R.VSQMLILPPFQGEGHGAQLLE
TVHR.Y Dimethyl:2H(4): 1

8201 false 2168 817.4824 816.4779 1 -3.43 352.63 32.5
27.1 
(M:27.1) 1 2 0 K.CILDLK.A Carbamidomethyl: 1; Dimethyl: 1, 6

8202 false 2168 903.5042 902.4961 1 0.99 164.66 31
18.1 
(M:18.1) 1 6 0 K.TDEELLK.A Dimethyl: 1, 7

8203 true 2168 1375.7581 1374.7581 1 -5.31 288.19 34.33
59.6 
(M:59.6) 2 1 0 R.IMNTFSVVPSPK.V Dimethyl: 1, 12

8204 true 2168 1375.7581 1374.7581 1 -5.31 288.19 34.33
59.6 
(M:59.6) 2 1 0 R.IMNTFSVVPSPK.V Dimethyl: 1, 12



8205 true 2168 1564.8704 1563.8748 1 -7.46 199.54 32.83
34.1 
(M:34.1) 1 1 1 K.FKLEAPDADELPR.L Dimethyl:2H(4): 1, 2

8206 false 2169 987.5572 986.5284 1 21.78 241.06 44.33
17.9 
(M:17.9) 1 4 0 K.QEAIDEVK.R Dimethyl: 1, 8

8207 false 2169 987.5572 986.5549 1 -5.05 169.76 44.33
20.5 
(M:20.5) 1 2 1 R.EDWKIIR.A Dimethyl: 1

8208 true 2169 987.5572 986.5549 1 -5.05 125.24 44.33
20.6 
(M:20.6) 1 67.88 1 1 K.KQYEHVK.R Dimethyl: 1, 7

8209 false 2169 1089.6421 1088.6264 1 7.8 388.34 35.83
16.9 
(M:16.9) 1 5 1 K.TKAMLAAEAK.K Dimethyl: 1, 10

8210 true 2169 1089.6421 1088.623 1 10.89 183.18 35.83
21.8 
(M:21.8) 1 1 1 R.AKLPYELQK.M

8211 false 2169 1383.8032 1382.8245 1 -20.71 320.09 34.33
15.3 
(M:15.3) 1 29.18 4 1 K.SGVKNIVVVEGVR.I Dimethyl: 1



8212 false 2169 1383.8032 1382.8133 1 -12.59 296.95 34.33
23.8 
(M:23.8) 1 2 0 R.LQTQASATVAIPK.E Dimethyl: 1, 13

8213 true 2169 1892.884 1891.8853 1 -4.52 243.78 32.83
32.1 
(M:32.1) 1 1 0 K.EPFFHGQDNYDQLVR.I Dimethyl: 1

8214 true 2170 922.4762 921.4742 1 -5.72 137.12 31.67
23.4 
(M:23.4) 1 1 0 R.VFDMLNR.R Dimethyl: 1

8215 false 2170 973.5893 972.5716 1 10.65 168.55 31
18.8 
(M:18.8) 1 7 1 R.ISGTGKALAR.A

8216 false 2170 973.5893 972.5604 1 22.19 144.15 31
18.1 
(M:18.1) 1 8 0 K.ITSALNLNK.E

8217 true 2170 1073.5417 1072.5593 1 -23.17 340.36 38.67
32.6 
(M:32.6) 1 1 0 K.GFGFVSFEK.H Dimethyl: 1, 9

8218 false 2170 1105.5982 1104.5961 1 -4.74 167 32.33
16.9 
(M:16.9) 1 2 1 K.VQSMKEIVR.S Oxidation: 4



8219 false 2170 1161.6017 1160.6111 1 -14.4 357.31 35.33
19.5 
(M:19.5) 1 5 0 K.EIDMLNNLK.V Oxidation: 4; Dimethyl: 1, 9

8220 true 2170 1308.8402 1307.8227 1 7.82 222.81 38.83
36.0 
(M:36.0) 1 1 0 K.ALLLHQLEALR.Q Dimethyl:2H(4): 1

8221 true 2171 924.4873 923.4865 1 -6.96 142.18 31.83
36.1 
(M:36.1) 1 1 0 R.FLFEGQR.I Dimethyl: 1

8222 false 2171 924.4873 923.4973 1 -18.61 189.47 31.83
17.6 
(M:17.6) 1 2 1 R.MLMKWK.E Oxidation: 1, 3; Dimethyl: 1, 6

8223 true 2171 1077.5697 1076.5593 1 2.88 328.48 38.67
38.9 
(M:38.9) 2 1 0 K.GFGFVSFER.H Dimethyl:2H(4): 1

8224 true 2171 1077.5697 1076.5844 1 -20.46 310.76 38.67
38.9 
(M:38.9) 2 1 0 K.GFGFVSFEK.H Dimethyl:2H(4): 1; Dimethyl: 9

8225 true 2171 1505.8241 1504.8334 1 -11 176.49 34.33
21.3 
(M:21.3) 2 1 0 K.SGALLACGIVNSGVR.N

Carbamidomethyl: 7; Dimethyl:2H(4): 
1



8226 true 2171 1985.0225 1984.0378 1 -11.36 147.21 32.83
62.4 
(M:62.4) 1 1 0 K.RPSELVDDPQFIVGGATR.T Dimethyl: 1

8227 true 2172 926.5017 925.4993 1 -5.35 143.93 31.67
21.8 
(M:21.8) 2 1 0 R.VFDMLNR.R Dimethyl:2H(4): 1

8228 true 2172 1111.5623 1110.5458 1 8.28 341.73 32.5
31.6 
(M:31.6) 1 1 0 K.NLFQQYDR.D Dimethyl: 1

8229 true 2172 1292.6762 1291.6925 1 -18.24 215.05 35.17
54.2 
(M:54.2) 1 1 1 R.RAPFDLFENK.K Dimethyl: 1, 10

8230 true 2172 1508.8766 1507.904 1 -22.94 197.46 34.33
18.6 
(M:18.6) 1 1 1 R.KEFSPFGTITSAK.V Dimethyl:2H(4): 1, 1, 13

8231 true 2172 1989.0513 1988.0629 1 -9.48 154.8 32.83
79.4 
(M:79.4) 1 1 0 K.RPSELVDDPQFIVGGATR.T Dimethyl:2H(4): 1

8232 true 2173 928.508 927.5116 1 -11.72 140.13 31.83
29.7 
(M:29.7) 1 1 0 R.FLFEGQR.I Dimethyl:2H(4): 1



8233 false 2173 928.508 927.5224 1 -23.31 176.52 31.83
16.3 
(M:16.3) 1 2 1 R.MLMKWK.E

Dimethyl:2H(4): 1; Oxidation: 1, 3; 
Dimethyl: 6

8234 true 2173 1115.5764 1114.5709 1 -1.59 342.37 32.5
33.2 
(M:33.2) 1 1 0 K.NLFQQYDR.D Dimethyl:2H(4): 1

8235 true 2173 1121.5755 1120.5764 1 -7.32 257.98 31.17
38.4 
(M:38.4) 1 1 0 K.YLVLDEADR.M Dimethyl: 1

8236 true 2173 1501.8107 1500.8082 1 -3.22 224.88 34.33
33.4 
(M:33.4) 2 1 0 K.SGALLACGIVNSGVR.N Carbamidomethyl: 7; Dimethyl: 1

8237 false 2174 942.4933 941.4942 1 -8.68 390.42 31.67
15.3 
(M:15.3) 1 2 0 R.VFDMLNR.R Dimethyl:2H(4): 1; Oxidation: 4

8238 true 2174 1125.6008 1124.6015 1 -7.12 298.28 31.17
24.1 
(M:24.1) 1 1 0 K.YLVLDEADR.M Dimethyl:2H(4): 1

8239 true 2174 1528.9632 1527.9476 1 5.43 260.88 38.83
69.7 
(M:69.7) 1 1 0 K.IPLLSDLTHQISK.D Dimethyl:2H(4): 1, 13



8240 true 2174 1540.6921 1539.685 1 -0.11 257.87 34.5
81.5 
(M:81.5) 5 1 0 K.MSSYAYFVQTCR.E Carbamidomethyl: 11; Dimethyl: 1

8241 true 2174 1795.874 1794.8723 1 -3.09 189.71 35.17
49.0 
(M:49.0) 2 1 0 K.AIELNPSNAVYFCNR.A Carbamidomethyl: 13; Dimethyl: 1

8242 true 2175 1018.5874 1017.5831 1 -2.93 188.91 33.17
39.0 
(M:39.0) 1 1 0 K.EMVELPLR.H Dimethyl:2H(4): 1

8243 true 2175 1130.6216 1129.6231 1 -7.74 314.27 31.17
42.1 
(M:42.1) 1 1 0 K.DLSLEEIQK.K Dimethyl: 1, 9

8244 false 2175 1130.6216 1129.6343 1 -17.67 232.56 31.17
15.9 
(M:15.9) 1 5 1 K.KGQSEEIQK.K Dimethyl: 1, 1, 9

8245 true 2175 1466.8645 1465.8617 1 -3.06 399.34 38.67
38.3 
(M:38.3) 2 1 0 R.IDILDSALLRPGR.I Dimethyl: 1

8246 false 2175 1544.7144 1543.7101 1 -1.97 268.88 34.5
27.1 
(M:27.1) 2 2 0 K.MSSYAFFVQTCR.E

Carbamidomethyl: 11; Dimethyl:2H(4): 
1; Oxidation: 1



8247 true 2175 1544.7144 1543.7101 1 -1.97 291.74 34.5
73.3 
(M:73.3) 2 1 0 K.MSSYAYFVQTCR.E

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

8248 true 2175 2001.0491 2000.0305 1 5.65 161.67 35.17
59.7 
(M:59.7) 1 1 0 K.VAQGVVSFGYDSPPGVYAR.I Dimethyl:2H(4): 1

8249 true 2176 1470.8999 1469.8868 1 3.97 367.82 38.67
54.5 
(M:54.5) 1 1 0 R.IDILDSALLRPGR.I Dimethyl:2H(4): 1

8250 true 2177 1330.6294 1329.6292 1 -5.27 198.75 33
26.7 
(M:26.7) 2 1 0 K.DYAFVHFEDR.G Dimethyl:2H(4): 1

8251 true 2177 1350.7636 1349.753 1 2.46 242.19 38.17
19.7 
(M:19.7) 1 1 0 K.MLKPAFIFDGR.R Dimethyl: 1, 3

8252 true 2177 1495.7987 1494.7831 1 5.59 222.96 38.67
71.5 
(M:71.5) 2 1 0 K.GTQGVVTNFEIFR.M Dimethyl: 1

8253 true 2177 1600.9236 1599.9249 1 -5.39 152.56 34.5
46.0 
(M:46.0) 1 1 0 K.IFILGPSHHVPLSR.C Dimethyl: 1



8254 false 2178 837.4657 836.4615 1 -3.73 595.44 34.67
19.8 
(M:19.8) 1 4 0 -.MPSDLAK.K

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 7

8255 false 2178 837.4657 836.4578 1 0.69 558.05 34.67
20.0 
(M:20.0) 1 3 0 K.TCLLFR.F Carbamidomethyl: 2; Dimethyl: 1

8256 true 2178 1379.7313 1378.7027 1 15.42 276.7 38.17
53.2 
(M:53.2) 2 1 0 R.CSVLAAANSVFGR.W Carbamidomethyl: 1; Dimethyl: 1

8257 true 2178 1414.7732 1413.765 1 0.68 334.35 33.17
65.2 
(M:65.2) 1 1 0 K.VVIEVICENVGR.D Carbamidomethyl: 7; Dimethyl: 1

8258 true 2178 1499.8238 1498.8082 1 5.56 208.97 38.67
67.2 
(M:67.2) 2 1 0 K.GTQGVVTNFEIFR.M Dimethyl:2H(4): 1

8259 true 2178 1594.8404 1593.8403 1 -4.49 208.48 32.5
22.0 
(M:22.0) 1 1 1 R.APIFYGSLEEKER.E Dimethyl: 1, 11

8260 false 2178 1594.8404 1593.7933 1 24.93 223.37 32.5
16.2 
(M:16.2) 1 2 1 R.QVAVTMFNAERER.V Oxidation: 6; Dimethyl: 1



8261 true 2178 1851.0128 1849.9988 1 3.6 271.8 40.17
75.4 
(M:75.4) 1 1 0 K.EQLIAAYTQLFHTQR.F Dimethyl:2H(4): 1

8262 true 2179 1418.8006 1417.7901 1 2.28 342.58 33.17
39.8 
(M:39.8) 1 1 0 K.VVIEVICENVGR.D

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

8263 true 2179 1700.8593 1699.8563 1 -2.51 162.51 32.33
53.4 
(M:53.4) 1 1 0 R.NDTPCGTTIGPILASR.L Carbamidomethyl: 5; Dimethyl: 1

8264 true 2179 1853.0862 1852.0683 1 5.71 276.42 38.83
53.6 
(M:53.6) 1 1 0 R.LQDHHLVIPSVLQGLR.A Dimethyl: 1

8265 true 2180 1491.8102 1490.8093 1 -4.28 102 33
20.9 
(M:20.9) 1 1 1 K.LIVSYVDDLDRR.G Dimethyl: 1

8266 true 2180 1950.9821 1949.9636 1 5.75 113.17 38
49.0 
(M:49.0) 1 1 0 R.YNVYGYTGQGVFSNVVR.A Dimethyl: 1

8267 false 2181 958.5479 957.5178 1 23.8 237.48 38.67
16.9 
(M:16.9) 1 4 0 R.GAAMSLRPR.A



8268 true 2181 958.5479 957.5607 1 -20.96 100.67 38.67
19.4 
(M:19.4) 1 57.37 1 1 R.KNLESALR.F Dimethyl: 1

8269 true 2181 1289.6528 1288.6445 1 0.79 166.1 31
28.6 
(M:28.6) 2 1 0 K.CAGNEDIITLR.A Carbamidomethyl: 1; Dimethyl: 1

8270 true 2181 1583.8068 1582.7991 1 0.23 198.96 33
27.7 
(M:27.7) 1 1 0 K.SLTNDWEDHLAVK.H Dimethyl: 1, 13

8271 true 2181 1583.8068 1582.7991 1 0.23 198.96 33
27.7 
(M:27.7) 1 1 0 K.SLTNDWEDHLAVK.L Dimethyl: 1, 13

8272 true 2181 2407.2949 2406.2705 1 7.12 175.93 35.67
163.6 
(M:163.6) 5 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl:2H(4): 1, 1

8273 true 2181 2407.2949 2406.2705 1 7.12 175.93 35.67
163.6 
(M:163.6) 5 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl:2H(4): 1, 1

8274 false 2182 872.496 871.4854 1 3.85 534.08 34.5
15.5 
(M:15.5) 1 3 0 R.GNSLFFR.K Dimethyl:2H(4): 1



8275 true 2182 1293.6669 1292.6696 1 -7.74 137.07 31
38.4 
(M:38.4) 1 1 0 K.CAGNEDIITLR.A

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

8276 true 2182 1599.8876 1598.8708 1 5.94 266.3 38.67
66.5 
(M:66.5) 1 1 1 R.GFKDQIYEIFQK.L Dimethyl: 1, 3, 12

8277 true 2182 1626.8426 1625.8413 1 -3.66 220.98 33
82.9 
(M:82.9) 1 1 0 R.IVSHTDIDGFPELR.W Dimethyl: 1

8278 true 2182 2542.4055 2541.3744 1 9.36 227.8 39.17
73.1 
(M:73.1) 1 1 0

K.LAQQYFLVYHEPIPTAQLVQR.
I Dimethyl: 1

8279 true 2183 988.5541 987.543 1 3.94 301.52 38.17
52.7 
(M:52.7) 3 1 0 R.YLNFFTK.A Dimethyl: 1, 7

8280 false 2183 988.5692 987.5825 1 -20.81 221.98 34.5
15.1 
(M:15.1) 1 4 1 R.ALRALSSSR.L Dimethyl: 1

8281 true 2183 1630.8644 1629.8664 1 -5.72 247.37 33
77.0 
(M:77.0) 1 1 0 R.IVSHTDIDGFPELR.W Dimethyl:2H(4): 1



8282 true 2183 1690.961 1689.9364 1 10.28 126.03 35.67
31.2 
(M:31.2) 1 1 1 R.VIKDFMIQGGDFTR.G Dimethyl:2H(4): 1, 3

8283 true 2183 2546.4323 2545.3995 1 10.02 252.63 38.83
71.6 
(M:71.6) 1 1 0

K.LAQQYFLVYHEPIPTAQLVQR.
I Dimethyl:2H(4): 1

8284 true 2184 1125.6841 1124.6706 1 5.48 445.42 40.33
71.4 
(M:71.4) 1 1 0 K.LHLGFIEIR.E Dimethyl: 1

8285 true 2184 1611.9625 1610.9462 1 5.6 233.12 38.67
55.0 
(M:55.0) 1 1 1 R.GFKDQIYEIFQK.L Dimethyl:2H(4): 1, 3, 12

8286 true 2184 2200.0608 2199.0535 1 0.02 267.01 32.33
33.0 
(M:33.0) 1 1 0 K.TLFHNPHVNALPTGYEDEN.- Dimethyl:2H(4): 1

8287 true 2185 1039.5439 1038.5354 1 1.17 278.59 34.67
44.6 
(M:44.6) 3 1 0 R.YAVLMQMR.F Dimethyl: 1

8288 false 2185 1129.7088 1128.6754 1 23.06 392.95 40.33
22.4 
(M:22.4) 1 50 4 1 R.IKSLENELK.L Dimethyl: 2, 9



8289 true 2185 1129.7088 1128.6957 1 5.09 435.95 40.33
45.2 
(M:45.2) 1 1 0 K.LHLGFIEIR.E Dimethyl:2H(4): 1

8290 true 2185 1245.6852 1244.6877 1 -7.9 182.74 33.5
61.5 
(M:61.5) 2 1 0 K.QVAEQFLNIR.S Dimethyl: 1

8291 true 2185 1728.8321 1727.8267 1 -1.13 238.6 33.17
95.3 
(M:95.3) 1 1 0 K.HGYIGEFEIIDDHR.A Dimethyl: 1

8292 true 2185 1975.1415 1974.1262 1 4.06 121.09 35.83
70.2 
(M:70.2) 1 1 1 K.VLDSGAPIRIPVGPETLGR.I Dimethyl: 1

8293 true 2186 1043.5688 1042.5605 1 0.96 345.95 34.67
32.2 
(M:32.2) 1 1 0 R.YAVLMQMR.F Dimethyl:2H(4): 1

8294 true 2186 1732.8572 1731.8518 1 -1.08 241.05 33.17
75.0 
(M:75.0) 1 1 0 K.HGYIGEFEIIDDHR.A Dimethyl:2H(4): 1

8295 true 2186 2179.0765 2178.1024 1 -15.26 278.59 38.67
16.8 
(M:16.8) 1 1 1 K.AIVVEDSMILNVMDRASQK.V Oxidation: 8, 13; Dimethyl: 19



8296 true 2186 2399.2434 2398.2202 1 6.62 159.3 35.67
128.2 
(M:128.2) 4 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl: 1, 1

8297 true 2186 2399.2434 2398.2202 1 6.62 159.3 35.67
128.2 
(M:128.2) 4 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl: 1, 1

8298 false 2187 890.5409 889.5273 1 7.15 478.77 39.17
22.0 
(M:22.0) 1 5 0 K.AQFDLLK.N Dimethyl: 1, 7

8299 false 2187 890.5409 889.5357 1 -2.3 450.17 39.17
15.6 
(M:15.6) 1 9 0 -.MAAPSLLR.G Dimethyl:2H(4): 1

8300 false 2187 989.5516 988.5379 1 6.53 209.21 35.83
16.6 
(M:16.6) 1 4 0 M.PSVGEESPK.S Dimethyl:2H(4): 1; Dimethyl: 9

8301 true 2187 1186.6944 1185.687 1 0.08 150.81 34.67
42.2 
(M:42.2) 2 1 0 R.QPLALNIAYR.R Dimethyl: 1

8302 true 2187 1263.6309 1262.6267 1 -2.47 196.8 31.67
27.9 
(M:27.9) 1 1 0 R.YCTDTGIVFR.Q

Carbamidomethyl: 2; Dimethyl:2H(4): 
1



8303 true 2188 1275.6752 1274.6955 1 -21.59 200.94 31.83
41.9 
(M:41.9) 1 1 0 R.QITMNDLPVGR.S Dimethyl:2H(4): 1

8304 true 2188 1643.8163 1642.8315 1 -13.64 150.05 32.67
73.0 
(M:73.0) 2 1 0 R.NALTQEFGPVPDTAR.Y Dimethyl: 1

8305 true 2188 2414.1829 2413.1637 1 4.91 184.87 38.67
66.8 
(M:66.8) 1 1 1 M.AYHSFLLEPISCHAWNKDR.T

Carbamidomethyl: 12; Acetyl: 1; 
Dimethyl: 17

8306 true 2188 2788.3144 2787.3286 1 -7.72 230.15 33
36.9 
(M:36.9) 1 1 0

K.FACNGTVIEHPEYGEVIQLQG
DQR.K Carbamidomethyl: 3; Dimethyl: 1

8307 false 2189 845.5172 844.5171 1 -8.51 270.32 38.83
18.1 
(M:18.1) 1 2 1 K.KQFIGPK.I Dimethyl: 7

8308 true 2189 845.5172 844.5058 1 4.78 364.96 38.83
18.6 
(M:18.6) 1 1 0 K.VDFVIPK.E Dimethyl: 7

8309 true 2189 1610.9006 1609.8862 1 4.42 310.05 40.33
114.2 
(M:114.2) 1 1 0 R.SLHDALCVLAQTVK.D Carbamidomethyl: 7; Dimethyl: 1, 14



8310 true 2189 1697.7217 1696.725 1 -6.23 182.18 31
26.5 
(M:26.5) 1 1 0 R.ELGSECGIEFDEER.T Carbamidomethyl: 6; Dimethyl: 1

8311 true 2190 1196.6476 1195.6462 1 -4.93 181.61 34.5
46.0 
(M:46.0) 3 1 0 K.TGPNLHGLFGR.K Dimethyl: 1

8312 true 2190 1618.9557 1617.9364 1 7.42 288.23 40.33
94.4 
(M:94.4) 1 1 0 R.SLHDALCVLAQTVK.D

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 14

8313 true 2190 1701.7493 1700.7501 1 -4.78 149.17 31
58.1 
(M:58.1) 1 1 0 R.ELGSECGIEFDEER.T

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

8314 true 2191 887.4871 886.4851 1 -5.86 436.29 32.5
28.5 
(M:28.5) 2 1 0 R.DYIAFAR.G Dimethyl:2H(4): 1

8315 true 2191 992.5685 991.564 1 -2.81 188.42 33.33
51.0 
(M:51.0) 1 1 0 K.ALIPDEFR.I Dimethyl:2H(4): 1

8316 true 2191 1058.636 1057.6284 1 0.32 238.47 39.17
42.2 
(M:42.2) 3 1 0 R.NLILSAFPR.N Dimethyl: 1



8317 false 2191 1163.6372 1162.6383 1 -7.2 465.81 35.83
18.6 
(M:18.6) 1 54.65 4 1 R.KIEDEEVNK.D Dimethyl:2H(4): 1; Dimethyl: 9

8318 false 2192 908.5608 907.5531 1 0.48 153.57 38.33
23.4 
(M:23.4) 1 2 0 K.FVQLAFK.A Dimethyl: 1, 7

8319 true 2192 908.5608 907.5531 1 0.48 158.66 38.33
40.3 
(M:40.3) 2 1 0 R.QFVLAFK.K Dimethyl: 1, 7

8320 true 2192 996.5073 995.5076 1 -7.64 168.11 33.17
28.7 
(M:28.7) 1 1 0 K.EAFGFIER.G Dimethyl: 1

8321 true 2192 1166.652 1165.6455 1 -0.65 352.07 32.67
25.5 
(M:25.5) 2 1 0 K.HGDVLTIIDR.S Dimethyl: 1

8322 true 2192 1784.9085 1783.9105 1 -5.16 159.75 31.17
69.3 
(M:69.3) 1 1 0 K.VPVGDQPQDIEYQIR.D Dimethyl: 1

8323 true 2193 1000.5373 999.5327 1 -2.75 147.54 33.17
29.2 
(M:29.2) 1 1 0 K.EAFGFIER.G Dimethyl:2H(4): 1



8324 true 2193 1170.6735 1169.6706 1 -3.75 239.18 32.67
16.9 
(M:16.9) 1 1 0 K.HGDVLTIIDR.S Dimethyl:2H(4): 1

8325 true 2193 1360.771 1359.7663 1 -1.92 311.04 34.67
40.2 
(M:40.2) 3 1 0 R.FVFDRPLPVSR.L Dimethyl: 1

8326 true 2194 1014.5644 1013.558 1 -0.82 177.13 33.17
34.6 
(M:34.6) 1 1 0 K.EMVELPLR.H Dimethyl: 1

8327 true 2195 1021.5071 1020.4771 1 22.23 358.13 39
19.1 
(M:19.1) 1 1 1 K.GSMNDGRLR.L Oxidation: 3

8328 true 2195 1090.656 1089.6444 1 3.97 370.2 38.33
18.0 
(M:18.0) 1 1 0 K.TKPTQNSVR.E Dimethyl:2H(4): 1; Dimethyl: 2

8329 false 2195 1090.656 1089.658 1 -8.49 283.62 38.33
15.9 
(M:15.9) 1 2 1 R.RMLLTTIAK.N Oxidation: 2; Dimethyl: 9

8330 true 2195 1562.8643 1561.8464 1 6.82 148.53 35.83
83.3 
(M:83.3) 1 1 0 K.LGSSLAGYGNVVELR.I Dimethyl: 1



8331 true 2195 1605.7922 1604.7947 1 -6.09 214.33 31.67
66.3 
(M:66.3) 1 1 0 R.GAYEHAVLAAGTDFR.S Dimethyl: 1

8332 true 2195 1846.9898 1845.9737 1 4.78 246.5 40.17
88.6 
(M:88.6) 1 1 0 K.EQLIAAYTQLFHTQR.F Dimethyl: 1

8333 true 2196 1100.5697 1099.5444 1 16.32 315.74 38.33
16.9 
(M:16.9) 1 1 0 R.TDMIGHINR.H Oxidation: 3; Dimethyl: 1

8334 false 2196 1100.5697 1099.5622 1 0.19 652.84 38.33
15.8 
(M:15.8) 1 2 0 K.EEAVQGQVGR.D Dimethyl: 1

8335 true 2196 1249.699 1248.6798 1 9.52 144.84 33.17
59.4 
(M:59.4) 1 1 0 K.DAGTIAGLNVMR.I Dimethyl:2H(4): 1

8336 true 2196 1381.7964 1380.7911 1 -1.49 344.46 34.67
54.2 
(M:54.2) 3 1 0 K.LVILANNCPALR.K Carbamidomethyl: 8; Dimethyl: 1

8337 true 2196 1494.8543 1493.8276 1 13 147.82 39.17
20.5 
(M:20.5) 2 1 1 K.TVTAMDVVYALKR.Q Dimethyl: 1



8338 true 2196 1566.8885 1565.8715 1 6.22 200.94 35.83
99.5 
(M:99.5) 1 1 0 K.LGSSLAGYGNVVELR.I Dimethyl:2H(4): 1

8339 true 2196 1609.8195 1608.8198 1 -4.73 285.34 31.67
56.5 
(M:56.5) 1 1 0 R.GAYEHAVLAAGTDFR.S Dimethyl:2H(4): 1

8340 true 2196 1953.8975 1952.8963 1 -3.15 116.7 31
22.7 
(M:22.7) 1 1 0 M.AAPGGESVEDEEAEPVLGR.L Acetyl: 1

8341 true 2197 1385.8275 1384.8162 1 2.89 317.68 34.67
49.5 
(M:49.5) 2 1 0 K.LVILANNCPALR.K

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

8342 true 2197 1583.8692 1582.8467 1 9.58 204.55 36.17
110.0 
(M:110.0) 1 1 0 K.VPPAINQFSQALDR.Q Dimethyl: 1

8343 true 2197 2046.9615 2045.9654 1 -5.45 90.2 31
25.3 
(M:25.3) 1 1 1 R.LTAQWSVEDEEEAARER.R Dimethyl: 1

8344 false 2198 1146.6969 1145.7082 1 -16.24 371.85 38.33
18.9 
(M:18.9) 1 2 1 R.SRMLATLFK.D Dimethyl:2H(4): 1, 9; Oxidation: 3



8345 true 2198 1146.6969 1145.6759 1 11.99 334.47 38.33
24.8 
(M:24.8) 1 1 0 R.QYVIPGMFK.E Dimethyl:2H(4): 1, 9

8346 true 2198 1195.7161 1194.7134 1 -3.8 98.7 33.17
20.8 
(M:20.8) 1 1 0 K.MELQEIQLK.E Dimethyl:2H(4): 1, 9

8347 true 2198 1195.7161 1194.7134 1 -3.8 98.7 33.17
20.8 
(M:20.8) 1 1 0 K.MEIQEIQLK.E Dimethyl:2H(4): 1, 9

8348 false 2198 1432.7794 1431.7755 1 -2.39 404.17 32.67
21.8 
(M:21.8) 1 5 1 K.LEAMTNSKQAIAK.K Dimethyl: 8

8349 true 2198 1432.7794 1431.7722 1 -0.03 316.79 32.67
43.0 
(M:43.0) 1 1 1 R.LTPYEVEELRR.K Dimethyl: 1

8350 true 2198 1587.8954 1586.8718 1 10.27 178.93 36.17
126.2 
(M:126.2) 3 1 0 K.VPPAINQFSQALDR.Q Dimethyl:2H(4): 1

8351 true 2199 2143.0542 2142.0357 1 5.25 264.21 40.33
96.2 
(M:96.2) 2 1 0 M.AYHSFLLEPISCHAWNK.D

Carbamidomethyl: 12; Acetyl: 1; 
Dimethyl: 17



8352 true 2199 2335.1102 2334.1128 1 -4.25 137.17 31
61.8 
(M:61.8) 2 1 1 K.EYQFKVDDEENEHQLSLR.T Dimethyl: 1, 5

8353 true 2200 1520.7225 1519.7123 1 1.95 143.14 33.17
27.5 
(M:27.5) 1 1 0 K.LCLNICVGESGDR.L Carbamidomethyl: 2, 6; Dimethyl: 1

8354 true 2200 1635.9072 1634.8992 1 0.43 225.41 32.67
92.6 
(M:92.6) 1 1 1 R.AGVLAHLEEERDLK.I Dimethyl: 1, 14

8355 true 2200 1635.9072 1634.8992 1 0.43 225.41 32.67
92.6 
(M:92.6) 1 1 1 R.AGVLAHLEEERDLK.I Dimethyl: 1, 14

8356 false 2200 1635.9072 1634.9184 1 -11.35 227.45 32.67
17.1 
(M:17.1) 1 50 3 1 K.KVGYTPDWIFLLR.N Dimethyl: 1

8357 true 2200 2141.087 2140.0702 1 4.47 275.87 39.17
41.3 
(M:41.3) 1 1 0 K.GPIPSLFSSQHGSPLFGDNR.G Dimethyl: 1

8358 true 2200 2147.0558 2146.0608 1 -5.73 341.92 40.17
46.0 
(M:46.0) 1 1 0 M.AYHSFLLEPISCHAWNK.D

Carbamidomethyl: 12; Dimethyl:2H(4): 
17; Acetyl: 1



8359 true 2201 1604.9491 1603.95 1 -5.1 214.81 34.5
23.2 
(M:23.2) 1 1 0 K.IFILGPSHHVPLSR.C Dimethyl:2H(4): 1

8360 true 2201 2057.0679 2056.0618 1 -0.58 265.03 31.67
32.1 
(M:32.1) 1 1 1 R.KEPFFHGQDNYDQLVR.I Dimethyl:2H(4): 1, 1

8361 true 2202 928.5299 927.5389 1 -17.54 127.43 31.17
35.7 
(M:35.7) 1 1 0 R.ELLEQLR.T Dimethyl: 1

8362 true 2202 2230.948 2229.9428 1 -0.9 298.5 31.67
70.6 
(M:70.6) 1 1 0 K.CPLSGACYCPEFQGQICR.V

Carbamidomethyl: 1, 7, 9, 17; 
Dimethyl: 1

8363 true 2203 932.5588 931.564 1 -13.46 80.17 31.17
39.4 
(M:39.4) 1 1 0 R.ELLEQLR.T Dimethyl:2H(4): 1

8364 false 2203 932.5588 931.5338 1 18.92 153.1 31.17
16.2 
(M:16.2) 1 10 1 K.EASSAVKGK.S Dimethyl: 7, 9

8365 true 2203 1151.7164 1150.7074 1 1.48 306.65 36.33
22.9 
(M:22.9) 1 1 0 R.VGQVLELPLR.I Dimethyl: 1



8366 true 2203 1373.689 1372.7021 1 -14.82 239.45 38.5
17.3 
(M:17.3) 1 1 0 K.VDMLSEINIAPR.I Oxidation: 3

8367 false 2203 1545.8381 1544.8599 1 -18.82 154.6 33.17
18.1 
(M:18.1) 2 50 3 1 R.KDVEVESVQPAEK.T Dimethyl:2H(4): 1; Dimethyl: 1, 13

8368 true 2203 2034.0056 2033.0079 1 -4.68 197.51 34.67
175.7 
(M:175.7) 2 1 0

R.GNFAGNFAGSLGGTGGPAAG
VAR.K Dimethyl: 1

8369 true 2203 2234.967 2233.9679 1 -3.67 376.69 31.67
29.4 
(M:29.4) 1 1 0 K.CPLSGACYCPEFQGQICR.V

Carbamidomethyl: 1, 7, 9, 17; 
Dimethyl:2H(4): 1

8370 true 2204 1155.744 1154.7325 1 3.61 255.73 36.33
26.4 
(M:26.4) 1 1 0 R.VGQVLELPLR.I Dimethyl:2H(4): 1

8371 true 2204 1507.9535 1506.9749 1 -19 201.01 38.83
20.0 
(M:20.0) 1 1 1 K.LDSKVNIIPIIAK.A Dimethyl: 1, 4, 13

8372 true 2204 1507.9535 1506.9749 1 -19 201.01 38.83
20.0 
(M:20.0) 1 1 1 K.LDSKVNIIPIIAK.S Dimethyl: 1, 4, 13



8373 false 2204 1507.9535 1506.9211 1 16.69 226.33 38.83
15.9 
(M:15.9) 1 2 0 K.IYVDDGLISLLVK.E Dimethyl:2H(4): 1; Dimethyl: 13

8374 true 2204 1810.9771 1809.9737 1 -2.13 226.78 32.67
71.0 
(M:71.0) 1 1 0 K.HLEINPDHPIVETLR.Q Dimethyl: 1

8375 true 2204 2413.0686 2412.0661 1 -1.98 128.71 31.67
20.0 
(M:20.0) 1 50 1 1

M.PKHEFFVDMTCEGCSNAVTR
.V Carbamidomethyl: 11, 14; Dimethyl: 1

8376 false 2205 1182.6909 1181.7042 1 -17.35 215.35 36.33
17.4 
(M:17.4) 1 3 1 K.IGLNSKMPSR.F Dimethyl:2H(4): 1, 6; Oxidation: 7

8377 false 2205 1182.6909 1181.6768 1 5.79 178.7 36.33
15.5 
(M:15.5) 1 4 0 K.NGSNANIVPLK.F Dimethyl: 1, 11

8378 false 2205 1182.6909 1181.7094 1 -21.73 140.36 36.33
23.4 
(M:23.4) 1 2 0 R.DPLLLAMIPK.Y Oxidation: 7; Dimethyl: 1, 10

8379 true 2205 1182.6909 1181.6842 1 -0.46 106.57 36.33
58.9 
(M:58.9) 2 1 0 R.IVIPMESPIR.V Dimethyl: 1



8380 false 2205 1249.6894 1248.6914 1 -7.42 281.24 40.5
19.4 
(M:19.4) 1 2 1 K.SQAEKHDSQK.D Dimethyl:2H(4): 1, 5; Dimethyl: 10

8381 true 2205 1249.6894 1248.6783 1 3.05 237.79 40.5
22.7 
(M:22.7) 1 1 0 K.SEHFPFFFK.C Dimethyl:2H(4): 1, 9

8382 true 2205 1619.8404 1618.8315 1 1.04 178.07 34.33
75.3 
(M:75.3) 1 1 0 K.GLLFVGSGVSGGEEGAR.Y Dimethyl: 1

8383 true 2205 2427.0864 2426.0453 1 13.91 260.51 31.67
50.4 
(M:50.4) 1 1 1

M.PKHEFFVDMTCEGCSNAVTR
.V Carbamidomethyl: 11, 14; Acetyl: 1

8384 false 2206 1063.5413 1062.5267 1 6.92 167.5 32
24.4 
(M:24.4) 1 2 0 -.MGLAEEEIK.A Oxidation: 1; Dimethyl: 9

8385 true 2206 1063.5413 1062.5346 1 -0.47 166.46 32
57.2 
(M:57.2) 1 1 0 K.NVFEEEIR.E Dimethyl: 1

8386 false 2206 1186.7175 1185.7345 1 -20.43 91.75 36.33
18.2 
(M:18.2) 1 2 0 R.DPLLLAMIPK.Y

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 10



8387 true 2207 1198.6889 1197.6791 1 2.06 75.4 36.33
27.5 
(M:27.5) 1 1 0 R.IVIPMESPIR.V Oxidation: 5; Dimethyl: 1

8388 true 2208 1079.5715 1078.5786 1 -13.37 210.29 31.17
28.6 
(M:28.6) 1 1 0 R.GLFDEYGSK.K Dimethyl:2H(4): 1, 9

8389 false 2209 950.5423 949.5385 1 -3.65 173.86 34.83
32.5 
(M:32.5) 2 3 0 K.IFNLYPR.K Dimethyl: 1

8390 true 2209 998.5764 997.5709 1 -1.81 203.87 34.67
22.5 
(M:22.5) 1 1 0 K.WSPALQIR.T Dimethyl: 1

8391 true 2209 1391.7989 1390.8122 1 -14.77 268.07 36.33
41.2 
(M:41.2) 1 1 0 R.LLPGTFSEQVIR.V Dimethyl:2H(4): 1

8392 false 2210 893.5454 892.532 1 6.85 576.53 39.67
20.4 
(M:20.4) 1 2 1 K.FLDPKNK.I Dimethyl:2H(4): 7

8393 true 2210 1106.5746 1105.5768 1 -8.5 216.38 31.17
39.0 
(M:39.0) 1 1 0 R.DGTGVVEFVR.K Dimethyl: 1



8394 true 2210 1145.6288 1144.6241 1 -2.2 398.16 32
29.2 
(M:29.2) 2 1 0 K.ELLQTPNFR.I Dimethyl: 1

8395 true 2211 1110.5961 1109.6019 1 -11.8 209.61 31.17
33.1 
(M:33.1) 1 1 0 R.DGTGVVEFVR.K Dimethyl:2H(4): 1

8396 true 2212 990.6078 989.591 1 9.67 221.54 34.67
22.8 
(M:22.8) 1 1 0 K.SGVGNIFIK.N Dimethyl: 1, 9

8397 false 2212 990.6078 989.591 1 9.67 236.51 34.67
15.7 
(M:15.7) 1 51.84 6 1 K.LSAKFGSKP.- Dimethyl: 1, 4

8398 true 2212 1192.6363 1191.6248 1 3.57 115.73 32
22.8 
(M:22.8) 1 1 0 K.QNLLSVGDYR.H Dimethyl: 1

8399 true 2212 1544.8821 1543.8738 1 0.69 153.58 36.33
42.3 
(M:42.3) 1 1 0 R.TGFPLGPTVYAETK.G Dimethyl:2H(4): 1, 14

8400 true 2212 2095.0703 2094.0608 1 1.06 205.63 40.5
58.6 
(M:58.6) 2 1 0 R.FLSQPFQVAEVFTGHMGK.L Oxidation: 16; Dimethyl: 1, 18



8401 true 2213 1200.5787 1199.5761 1 -3.88 51.44 31.17
15.8 
(M:15.8) 1 1 0 K.YEWDVTEAR.K Dimethyl:2H(4): 1

8402 true 2213 1681.8927 1680.8835 1 1.16 189.26 36.33
41.9 
(M:41.9) 1 1 1 K.DREGFFTNGLTLGAK.K Dimethyl: 1, 15

8403 true 2213 2099.0734 2098.0859 1 -9.43 175.26 40.33
23.7 
(M:23.7) 1 50.35 1 0 R.FLSQPFQVAEVFTGHMGK.L

Dimethyl:2H(4): 18; Oxidation: 16; 
Dimethyl: 1

8404 true 2213 2356.1725 2355.1567 1 3.59 196.37 32.67
101.0 
(M:101.0) 1 1 0

K.NQALNTDNYGHDLASVQALQ
R.K Dimethyl: 1

8405 true 2214 1101.5717 1100.5655 1 -0.93 401.12 34.83
59.9 
(M:59.9) 2 1 0 R.AFSYYGPLR.T Dimethyl: 1

8406 true 2214 1219.6152 1218.6216 1 -11.21 91.54 31.17
19.8 
(M:19.8) 1 1 0 R.EAMNDPLLER.Y Dimethyl:2H(4): 1

8407 true 2214 1689.9407 1688.9337 1 -0.21 117.2 36.33
41.2 
(M:41.2) 1 1 1 K.DREGFFTNGLTLGAK.K Dimethyl:2H(4): 1, 15



8408 true 2215 1105.598 1104.5906 1 0.14 425.39 34.83
46.4 
(M:46.4) 2 1 0 R.AFSYYGPLR.T Dimethyl:2H(4): 1

8409 true 2215 1251.7876 1250.7761 1 3.36 204.22 34.67
21.3 
(M:21.3) 1 1 0 R.HLGGVLAVANIR.G Dimethyl:2H(4): 1

8410 true 2215 1294.679 1293.69 1 -14.14 101.95 31.17
32.3 
(M:32.3) 1 1 0 R.TIAMDGTEGLVR.G Dimethyl:2H(4): 1

8411 false 2216 1306.6552 1305.6421 1 4.48 76.18 32
19.0 
(M:19.0) 1 59.22 2 1 K.MMEESKINPR.T Oxidation: 1; Dimethyl: 1, 6

8412 true 2216 1306.6552 1305.6565 1 -6.53 157.78 32
40.5 
(M:40.5) 1 1 0 R.ELDLYDNQIR.K Dimethyl: 1

8413 true 2216 1379.6776 1378.6737 1 -2.5 271.83 32.5
28.1 
(M:28.1) 1 1 0 K.CVLNEGMPIYR.R Carbamidomethyl: 1; Dimethyl: 1

8414 false 2216 1465.8272 1464.7987 1 14.48 374.43 39.33
15.8 
(M:15.8) 1 4 0 R.LGATIDVEHSHVR.F Dimethyl:2H(4): 1



8415 true 2216 2213.9083 2212.8976 1 1.52 263.03 33.17
72.0 
(M:72.0) 2 1 0 R.ECPSEECGAGVFMASHFDR.H Carbamidomethyl: 2, 7; Dimethyl: 1

8416 false 2217 1163.6895 1162.6896 1 -6.37 406.19 36.83
16.2 
(M:16.2) 1 10 1 R.AVVRMGIYVK.A Dimethyl: 10

8417 false 2217 1163.6895 1162.675 1 6.18 467.14 36.83
27.4 
(M:27.4) 2 77.74 3 0 K.IPFSGQFLVK.T Dimethyl: 10

8418 true 2217 1163.6895 1162.675 1 6.18 430.35 36.83
35.9 
(M:35.9) 2 1 0 K.VGLFPANYVK.L Dimethyl: 1, 10

8419 true 2217 2187.1719 2186.1194 1 20.66 397.1 40.5
16.4 
(M:16.4) 1 1 1 K.YHMEEGGNLPPKLSNLFIK.C

8420 true 2218 1446.7394 1445.7514 1 -13.35 248.57 31.33
71.8 
(M:71.8) 1 1 0 R.ADYIPTQQDVLR.T Dimethyl: 1

8421 true 2218 1872.0654 1871.0516 1 3.44 204.54 36.5
140.3 
(M:140.3) 2 1 1 R.IINEPTAAAIAYGLDKR.E Dimethyl: 1, 16



8422 true 2218 1872.0654 1871.0768 1 -10 197.85 36.5
140.3 
(M:140.3) 2 1 1 R.IINEPTAAAIAYGLDKK.G Dimethyl: 1, 16, 17

8423 true 2218 1872.0654 1871.0768 1 -10 197.85 36.5
140.3 
(M:140.3) 2 1 1 R.IINEPTAAAIAYGLDKK.V Dimethyl: 1, 16, 17

8424 true 2218 2746.4205 2745.4297 1 -6.01 181.24 33.17
62.3 
(M:62.3) 1 1 1

R.ILVSLALGNRDEGPENLTQAH
EDAK.V Dimethyl: 1, 25

8425 true 2219 938.474 937.4613 1 5.78 143.17 32.67
15.9 
(M:15.9) 1 1 1 K.KMEMDLK.D Oxidation: 4; Dimethyl: 7

8426 true 2219 1190.7279 1189.7121 1 7.18 117.09 34.67
36.8 
(M:36.8) 1 1 0 R.QPLALNIAYR.R Dimethyl:2H(4): 1

8427 true 2219 1309.719 1308.7303 1 -14.14 325.76 34.83
29.4 
(M:29.4) 1 1 0 R.ATLHQWVTGIR.I Dimethyl: 1

8428 true 2219 1450.7437 1449.7554 1 -13.13 408.83 32.67
58.5 
(M:58.5) 1 1 0 R.YIDILPYDHNR.V Dimethyl:2H(4): 1



8429 true 2219 1522.8774 1521.8589 1 7.41 275.16 39.67
111.4 
(M:111.4) 9 1 1 K.TVTAMDVVYALKR.Q Dimethyl: 1, 12

8430 false 2219 1522.8774 1521.8349 1 23.14 319.37 39.67
17.1 
(M:17.1) 2 2 1 K.AAPGYHMAKMIIK.L

Dimethyl:2H(4): 1; Oxidation: 7, 10; 
Dimethyl: 13

8431 true 2219 2368.3506 2367.3212 1 9.31 153.32 40.33
86.3 
(M:86.3) 1 1 0

R.TAIGSFNGALSALPAHELGAA
VIR.E Dimethyl:2H(4): 1

8432 true 2220 944.5269 943.524 1 -4.55 114.91 32.83
46.5 
(M:46.5) 3 1 0 R.AGLQFPVGR.V

8433 true 2220 944.5269 943.524 1 -4.55 114.91 32.83
46.5 
(M:46.5) 3 1 0 R.AGLQFPVGR.I

8434 true 2220 944.5269 943.524 1 -4.55 114.91 32.83
46.5 
(M:46.5) 3 1 0 R.AGLQFPVGR.V

8435 true 2220 1455.7499 1454.7518 1 -6.28 286.45 31.83
61.2 
(M:61.2) 1 1 0 K.NLYSDEIPHALR.E Dimethyl: 1



8436 true 2220 2194.0281 2193.0095 1 5.12 194.01 36.33
100.0 
(M:100.0) 4 1 0

R.FGQGSAMEGLGAMGGNPPA
FNR.G Dimethyl: 1

8437 true 2220 2466.342 2465.3257 1 3.69 193.64 40.33
18.9 
(M:18.9) 1 1 0

R.FLHEYVSSYGQAPLPVLLGSTR
.N Dimethyl:2H(4): 1

8438 true 2220 3006.3764 3005.3719 1 -0.93 205.17 33.33
93.6 
(M:93.6) 2 1 1

K.ESQLHTIYYYSEGQSYSYGEFK
DR.I Dimethyl: 1, 22

8439 false 2221 954.5308 953.5228 1 0.81 111.69 39
16.7 
(M:16.7) 1 10 0 K.MLCEILK.V

Carbamidomethyl: 3; Dimethyl:2H(4): 
1; Oxidation: 1

8440 true 2221 954.5308 953.5372 1 -14.26 -1 39
29.5 
(M:29.5) 1 1 0 R.AVITEDFK.V Dimethyl:2H(4): 1

8441 false 2221 954.5308 953.5043 1 20.18 263.36 39
26.6 
(M:26.6) 1 2 1 R.ESREHLR.L Dimethyl: 1

8442 true 2221 988.5408 987.5389 1 -5.44 207.46 33.33
49.3 
(M:49.3) 1 1 0 K.ALIPDEFR.I Dimethyl: 1



8443 true 2221 1459.773 1458.7769 1 -7.62 358.63 31.83
51.1 
(M:51.1) 1 1 0 K.NLYSDEIPHALR.E Dimethyl:2H(4): 1

8444 true 2221 1538.8721 1537.8538 1 7.16 295.78 39.5
66.3 
(M:66.3) 7 1 1 K.TVTAMDVVYALKR.Q Oxidation: 5; Dimethyl: 1, 12

8445 true 2221 2558.3395 2557.3249 1 2.88 129.5 40.33
42.5 
(M:42.5) 1 1 0

R.THTPDIGGQGTTSGAVQSILS
HLPR.A Dimethyl: 1

8446 true 2222 970.5448 969.5495 1 -12.29 117.75 32.83
26.0 
(M:26.0) 11 1 0 M.ADVAASPVGK.R Dimethyl: 1, 10

8447 true 2222 1044.5799 1043.5764 1 -3.58 244.11 40.67
57.3 
(M:57.3) 8 1 0 M.AASIFAAVPR.A Acetyl: 1

8448 true 2222 1281.6048 1280.6018 1 -3.31 281.86 34.83
47.2 
(M:47.2) 3 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1

8449 true 2222 1281.6048 1280.6018 1 -3.31 281.86 34.83
47.2 
(M:47.2) 3 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1



8450 true 2222 1848.1029 1847.0669 1 15.56 346.72 39.5
60.2 
(M:60.2) 1 1 0 R.AAAAFVLANEHNIPLLK.H Dimethyl: 1, 17

8451 true 2223 1306.7863 1305.7809 1 -1.42 290.2 35.17
40.4 
(M:40.4) 2 1 0 K.VLPPPAGYVPIR.T Dimethyl: 1

8452 true 2223 1461.834 1460.8239 1 1.93 356.41 33.5
64.3 
(M:64.3) 1 1 1 K.EIKDILIQYDR.T Dimethyl: 1, 3

8453 true 2223 1856.1554 1855.1171 1 16.68 419.04 39.33
48.6 
(M:48.6) 1 1 0 R.AAAAFVLANEHNIPLLK.H Dimethyl:2H(4): 1, 17

8454 true 2224 1277.7437 1276.7441 1 -6 128.31 36.67
24.8 
(M:24.8) 1 1 0 K.VIQQLFDNLR.N Dimethyl:2H(4): 1

8455 false 2224 1469.8833 1468.9105 1 -23.43 262.56 33.5
16.5 
(M:16.5) 1 6 1 R.TVGQLYKEQLAK.L Dimethyl:2H(4): 1, 7; Dimethyl: 12

8456 true 2224 1469.8833 1468.8741 1 1.32 402.78 33.5
49.0 
(M:49.0) 1 1 1 K.EIKDILIQYDR.T Dimethyl:2H(4): 1, 3



8457 true 2224 1491.7412 1490.7405 1 -4.43 199.14 32
35.6 
(M:35.6) 1 1 0 K.SPYQEFTDHLAK.T Dimethyl: 1, 12

8458 true 2224 1690.8554 1689.8661 1 -10.63 173.89 34.83
61.2 
(M:61.2) 1 1 0 R.AITHLNNNFMFGQK.L Dimethyl: 1, 14

8459 false 2225 1041.4714 1040.4662 1 -2.01 358.25 39.17
18.6 
(M:18.6) 1 2 0 R.EESTTGFDK.S Dimethyl: 1

8460 true 2225 1241.6308 1240.6281 1 -3.68 192.25 40.5
15.1 
(M:15.1) 1 1 0 K.SEHFPFFFK.C Dimethyl: 1, 9

8461 true 2225 1580.7809 1579.7851 1 -7.24 203.52 36.5
75.9 
(M:75.9) 2 1 0 K.ITDVIIGFQACCR.G Carbamidomethyl: 11, 12; Dimethyl: 1

8462 true 2225 1582.8837 1581.8839 1 -4.68 287.66 32
61.7 
(M:61.7) 1 1 1 K.NREPVQLETLSIR.G Dimethyl: 1

8463 true 2225 1698.908 1697.9163 1 -9.19 248.56 34.83
37.8 
(M:37.8) 1 1 0 R.AITHLNNNFMFGQK.L Dimethyl:2H(4): 1, 14



8464 true 2226 1252.7535 1251.7501 1 -3.1 227.25 40.67
73.2 
(M:73.2) 2 1 0 K.SAEFLLHMLK.N Dimethyl:2H(4): 1, 10

8465 true 2226 1584.822 1583.8102 1 2.9 213.24 36.5
81.1 
(M:81.1) 1 1 0 K.ITDVIIGFQACCR.G

Carbamidomethyl: 11, 12; 
Dimethyl:2H(4): 1

8466 true 2226 1586.885 1585.909 1 -19.71 241.73 32
48.1 
(M:48.1) 1 1 1 K.NREPVQLETLSIR.G Dimethyl:2H(4): 1

8467 true 2226 1624.7308 1623.7376 1 -8.67 176.06 31.33
50.4 
(M:50.4) 1 1 1 K.DTDSEEEIREAFR.V Dimethyl: 1

8468 true 2226 1677.7864 1676.7835 1 -2.58 229.23 34.5
83.9 
(M:83.9) 1 1 0 R.FAQPGTFEFEYASR.W Dimethyl: 1

8469 true 2227 1152.6344 1151.6522 1 -21.8 254.75 32.67
25.2 
(M:25.2) 1 86.16 1 1 R.LMAEKESLR.E

Dimethyl:2H(4): 5; Oxidation: 2; 
Dimethyl: 1

8470 true 2227 1268.7452 1267.745 1 -5.58 260.7 40.67
45.2 
(M:45.2) 1 1 0 K.SAEFLLHMLK.N Dimethyl:2H(4): 1, 10; Oxidation: 8



8471 true 2227 1595.8238 1594.8144 1 1.36 248.99 32.5
54.6 
(M:54.6) 2 1 1 K.LKDYAFVHFEDR.G Dimethyl: 1, 2

8472 true 2227 1628.761 1627.7628 1 -5.53 193.22 31.33
72.5 
(M:72.5) 1 1 1 K.DTDSEEEIREAFR.V Dimethyl:2H(4): 1

8473 true 2227 1917.1544 1916.1459 1 0.65 260.05 34.67
33.2 
(M:33.2) 2 1 0 R.LSSLIRPTAVTLEHVPK.A Dimethyl: 1, 17

8474 false 2228 975.5615 974.5583 1 -4.12 175.02 39.17
17.6 
(M:17.6) 1 3 0 R.MNLSTLLR.T Dimethyl: 1

8475 true 2228 975.5615 974.5583 1 -4.12 166.28 39.17
18.3 
(M:18.3) 1 50.29 1 1 R.MRVSDLVK.D Dimethyl: 8

8476 true 2228 1305.8242 1304.818 1 -0.79 224.03 40.5
16.8 
(M:16.8) 1 1 0 R.ILVTLLHALER.T Dimethyl: 1

8477 false 2228 1606.855 1605.8235 1 15.08 297.24 34.67
16.9 
(M:16.9) 1 2 1 K.RFNLPGTPPESMGR.G Dimethyl:2H(4): 1; Oxidation: 12



8478 true 2228 1626.8473 1625.8526 1 -7.68 209.45 31.83
49.4 
(M:49.4) 1 1 0 K.QVLEEIHANLYNR.A Dimethyl: 1

8479 true 2228 1650.7761 1649.7798 1 -6.61 142.5 31.17
76.3 
(M:76.3) 1 1 0 K.QPAHDAWAEDVDLR.V Dimethyl: 1

8480 true 2228 1720.7989 1719.7893 1 1.37 214.13 33.5
91.9 
(M:91.9) 1 1 0 R.FAQPGSFEFEYSQR.W Dimethyl: 1

8481 false 2228 1880.0971 1879.127 1 -19.79 193 36.5
90.7 
(M:90.7) 2 61.53 2 1 R.IINEPTAAAIAYGLDKK.V Dimethyl:2H(4): 1, 16; Dimethyl: 17

8482 true 2228 1880.0971 1879.1019 1 -6.42 198.65 36.5
91.7 
(M:91.7) 2 1 1 R.IINEPTAAAIAYGLDKR.E Dimethyl:2H(4): 1, 16

8483 false 2228 1880.0971 1879.127 1 -19.79 193 36.5
90.7 
(M:90.7) 2 61.53 2 1 R.IINEPTAAAIAYGLDKK.G Dimethyl:2H(4): 1, 16; Dimethyl: 17

8484 false 2229 875.5305 874.5198 1 3.88 437.04 36.67
22.7 
(M:22.7) 1 6 0 R.IVVEMIK.R Oxidation: 5; Dimethyl: 7



8485 false 2229 1279.7017 1278.6944 1 0.04 237.64 32.67
15.0 
(M:15.0) 1 4 0 K.CAVVDVPFGGAK.A

Carbamidomethyl: 1; Dimethyl:2H(4): 
1; Dimethyl: 12

8486 true 2229 1309.6915 1308.6867 1 -1.88 291.06 40.5
49.9 
(M:49.9) 1 1 0 K.FNIDSFVFHK.V Dimethyl: 1, 10

8487 true 2229 1624.9774 1623.9712 1 -0.65 245.06 34.83
67.5 
(M:67.5) 2 1 0 K.LVKPPIQVYGLEGR.Y Dimethyl: 1, 3

8488 true 2229 1724.8254 1723.8144 1 2.17 224.42 33.5
81.2 
(M:81.2) 1 1 0 R.FAQPGSFEFEYSQR.W Dimethyl:2H(4): 1

8489 true 2229 1778.8632 1777.8808 1 -13.96 189.07 32
67.6 
(M:67.6) 1 1 1 M.SDKPDMAEIEKFDK.S Acetyl: 1; Dimethyl: 3, 11, 14

8490 true 2229 2038.0373 2037.033 1 -1.43 239.35 34.67
184.4 
(M:184.4) 2 1 0

R.GNFAGNFAGSLGGTGGPAAG
VAR.K Dimethyl:2H(4): 1

8491 true 2230 1116.7041 1115.6954 1 1.28 379.42 38.83
42.0 
(M:42.0) 1 1 0 R.QLYLPVLSK.V Dimethyl: 1, 9



8492 false 2230 1116.7041 1115.7216 1 -22.15 453.25 38.83
19.7 
(M:19.7) 1 2 1 K.NEKNLVIAK.M Dimethyl:2H(4): 1; Dimethyl: 3, 9

8493 true 2230 1284.7396 1283.7337 1 -1.08 106.98 32.67
24.7 
(M:24.7) 1 1 0 K.IEPSEVVQSLK.I Dimethyl: 1, 11

8494 true 2230 1633.0299 1632.0214 1 0.7 278.08 34.83
82.0 
(M:82.0) 3 1 0 K.LVKPPIQVYGLEGR.Y Dimethyl:2H(4): 1, 3

8495 true 2230 1782.8633 1781.892 1 -20.17 191.47 31.33
66.8 
(M:66.8) 1 1 0 R.LTVVDTPGYGDAINCR.D

Carbamidomethyl: 15; Dimethyl:2H(4): 
1

8496 true 2230 1928.0674 1927.0626 1 -1.28 125.72 33.33
49.8 
(M:49.8) 1 1 1 K.SLLVTELGSNRDPETIK.I Dimethyl: 1, 17

8497 true 2231 1124.7586 1123.7456 1 5.02 313.84 38.67
23.1 
(M:23.1) 1 1 0 R.QLYLPVLSK.V Dimethyl:2H(4): 1, 9

8498 true 2231 1273.6543 1272.6173 1 23.39 134.76 37.83
34.6 
(M:34.6) 1 1 0 R.ISEQFTAMFR.R Oxidation: 8; Dimethyl: 1



8499 true 2231 1273.6543 1272.6173 1 23.39 134.76 37.83
34.6 
(M:34.6) 1 1 0 R.ISEQFTAMFR.R Oxidation: 8; Dimethyl: 1

8500 true 2231 1273.6543 1272.6173 1 23.39 134.76 37.83
34.6 
(M:34.6) 1 1 0 R.ISEQFTAMFR.R Oxidation: 8; Dimethyl: 1

8501 true 2231 1641.9101 1640.8998 1 1.85 243.77 34.67
57.4 
(M:57.4) 1 1 0 R.QLLASGNTHGSFLIR.E Dimethyl: 1

8502 true 2231 1788.9335 1787.9356 1 -5.22 208.42 31.17
69.1 
(M:69.1) 1 1 0 K.VPVGDQPQDIEYQIR.D Dimethyl:2H(4): 1

8503 true 2231 2160.0103 2158.996 1 3.28 207.16 33.5
69.5 
(M:69.5) 1 1 0 K.FVINYDYPNSSEDYIHR.I Dimethyl: 1

8504 true 2232 1806.8527 1805.8333 1 6.75 170.43 31.33
31.8 
(M:31.8) 1 1 0 R.NQYDNDVTVWSPQGR.I Dimethyl: 1

8505 true 2232 2164.0353 2163.0211 1 3.22 210.89 33.5
70.4 
(M:70.4) 1 1 0 K.FVINYDYPNSSEDYIHR.I Dimethyl:2H(4): 1



8506 false 2233 744.4634 743.4402 1 21.34 269.74 39.67
15.4 
(M:15.4) 1 6 1 R.RGQSIR.Y Dimethyl: 1

8507 true 2233 936.524 935.5263 1 -10.23 169.9 35
28.6 
(M:28.6) 3 1 0 K.YNLMIVR.L Dimethyl: 1

8508 false 2233 1046.6028 1045.5954 1 0.15 202.04 33.67
18.4 
(M:18.4) 1 8 1 K.LKAMNLER.C Oxidation: 4; Dimethyl: 1, 2

8509 false 2233 1332.8356 1331.8064 1 16.39 273.36 32.83
15.3 
(M:15.3) 1 5 1 R.GAVVEKYLLEK.S Dimethyl: 1, 6, 11

8510 true 2233 1977.915 1976.9163 1 -4.34 167.64 32
30.2 
(M:30.2) 1 1 0 R.ENVDQGSFFLQHCVNR.N Carbamidomethyl: 13; Dimethyl: 1

8511 true 2234 1178.6263 1177.6132 1 4.95 157.82 33.67
61.8 
(M:61.8) 1 1 0 K.FAEAFEAIPR.A Dimethyl: 1

8512 true 2234 1340.8124 1339.8075 1 -1.8 165.47 32.83
61.8 
(M:61.8) 1 1 1 R.KLVIIEGDLER.A Dimethyl: 1, 1



8513 true 2234 1340.8124 1339.8075 1 -1.8 165.47 32.83
61.8 
(M:61.8) 1 1 1 R.KLVIIEGDLER.T Dimethyl: 1, 1

8514 true 2234 1409.7509 1408.7653 1 -15.34 128.3 36.67
19.8 
(M:19.8) 1 1 0 K.VLPNFDYPGSIR.D Dimethyl:2H(4): 1

8515 true 2234 1800.9323 1799.9294 1 -2.43 311.98 34.83
36.9 
(M:36.9) 1 1 1 K.FREWHHFLVTNMK.G Dimethyl: 1, 13

8516 true 2234 1857.0479 1856.0196 1 11.31 319.91 40.67
36.5 
(M:36.5) 1 1 0 R.IHFPLVTYAPIISSDR.A Dimethyl: 1

8517 true 2234 2238.9501 2237.947 1 -1.88 282.65 32
113.1 
(M:113.1) 3 1 0

R.MGMGNNYSGGYGTPDGLGG
YSR.G Dimethyl: 1

8518 true 2235 1182.6517 1181.6383 1 5.2 73.13 33.67
61.9 
(M:61.9) 1 1 0 K.FAEAFEAIPR.A Dimethyl:2H(4): 1

8519 true 2235 1348.8637 1347.8577 1 -0.93 182.54 32.83
83.0 
(M:83.0) 1 1 1 R.KLVIIEGDLER.A Dimethyl:2H(4): 1, 1



8520 false 2235 1348.8637 1347.8713 1 -11.01 238.49 32.83
17.1 
(M:17.1) 1 50 3 1 K.VKVIVMLTELK.E

Dimethyl:2H(4): 2; Oxidation: 6; 
Dimethyl: 11

8521 true 2235 1348.8637 1347.8577 1 -0.93 182.54 32.83
83.0 
(M:83.0) 1 1 1 R.KLVIIEGDLER.T Dimethyl:2H(4): 1, 1

8522 true 2235 1423.7951 1422.7905 1 -1.87 324.51 38.83
17.1 
(M:17.1) 1 1 1 K.SIISKMVAFNNK.I Oxidation: 6; Dimethyl: 5, 12

8523 true 2235 1871.0672 1870.0353 1 13.16 293.08 40.67
34.4 
(M:34.4) 1 1 0 R.IHFPLVTYAPIISSER.A Dimethyl: 1

8524 true 2235 2242.9759 2241.9721 1 -1.55 302.23 32
119.9 
(M:119.9) 2 1 0

R.MGMGNNYSGGYGTPDGLGG
YSR.G Dimethyl:2H(4): 1

8525 true 2236 1070.655 1069.6648 1 -15.92 331.08 34.83
30.4 
(M:30.4) 1 1 0 R.GVPPLPPIPR.- Dimethyl: 1

8526 true 2236 1263.64 1262.6329 1 -0.18 88.58 33.5
25.0 
(M:25.0) 1 1 0 K.TFEVCDLPVR.A Carbamidomethyl: 5; Dimethyl: 1



8527 true 2236 1424.7583 1423.7606 1 -6.73 265.62 36.67
17.6 
(M:17.6) 1 1 0 R.HVGMAVAGLLADAR.S Oxidation: 4; Dimethyl: 1

8528 true 2237 896.5259 895.5167 1 2.11 550.68 35
43.4 
(M:43.4) 2 1 0 K.GYGFGLVK.L Dimethyl: 1, 8

8529 true 2237 1120.5769 1119.5958 1 -23.37 302.67 35
22.0 
(M:22.0) 1 1 1 K.GMTQKDLATK.I Dimethyl: 10

8530 false 2237 1370.7802 1369.7802 1 -5.31 255.79 32.67
15.8 
(M:15.8) 1 4 1 R.RPKGLPDMQPR.L

Dimethyl:2H(4): 3; Oxidation: 8; 
Dimethyl: 1

8531 true 2237 1370.7802 1369.769 1 2.89 300.5 32.67
76.4 
(M:76.4) 5 1 0 K.GCDVVVIPAGVPR.K

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

8532 false 2238 904.5648 903.5691 1 -12.86 152.15 35
16.3 
(M:16.3) 1 6 1 R.ENKAALVK.D Dimethyl:2H(4): 8

8533 true 2238 904.5648 903.567 1 -10.47 144.85 35
42.5 
(M:42.5) 2 1 0 K.GYGFGLVK.L Dimethyl:2H(4): 1, 8



8534 true 2238 1163.6865 1162.6962 1 -14.52 336.85 34.83
34.9 
(M:34.9) 1 1 0 R.VFSGLVSTGLK.V Dimethyl: 1, 11

8535 true 2238 1518.801 1517.7912 1 1.66 116.92 36.83
33.9 
(M:33.9) 1 1 0 R.LSESVLSPPCFVR.N Carbamidomethyl: 10; Dimethyl: 1

8536 true 2238 1550.9582 1549.9543 1 -2.13 219.03 38.67
33.2 
(M:33.2) 1 1 1 R.KTVTAMDVVYALK.R Dimethyl:2H(4): 1, 1, 13; Oxidation: 6

8537 true 2238 1900 1898.985 1 4.07 251.48 33.67
59.5 
(M:59.5) 1 1 0 R.QNLIANDQLYQPLGER.N Dimethyl: 1

8538 true 2238 2103.1122 2102.111 1 -2.89 277.06 40.5
53.8 
(M:53.8) 1 1 0 R.FLSQPFQVAEVFTGHMGK.L Dimethyl:2H(4): 1, 18; Oxidation: 16

8539 false 2239 1171.6792 1170.6543 1 15 170.3 37.83
17.0 
(M:17.0) 2 3 1 R.LNKCGVISPR.F Carbamidomethyl: 4; Dimethyl: 1

8540 true 2239 1171.6792 1170.6583 1 11.57 162.68 37.83
66.2 
(M:66.2) 3 1 0 K.LAVNMVPFPR.L Dimethyl: 1



8541 true 2239 1171.6792 1170.6583 1 11.57 162.68 37.83
66.2 
(M:66.2) 3 1 0 K.LAVNMVPFPR.L Dimethyl: 1

8542 true 2239 1171.6792 1170.6583 1 11.57 162.68 37.83
66.2 
(M:66.2) 3 1 0 K.LAVNMVPFPR.L Dimethyl: 1

8543 true 2239 1171.6792 1170.6583 1 11.57 162.68 37.83
66.2 
(M:66.2) 3 1 0 K.LAVNMVPFPR.L Dimethyl: 1

8544 true 2239 1464.7499 1463.7442 1 -1.1 267.04 32.83
69.2 
(M:69.2) 2 1 0 K.NCIVLVDSTPYR.Q Carbamidomethyl: 2; Dimethyl: 1

8545 true 2239 1956.9586 1955.9377 1 6.94 175.23 33.67
118.9 
(M:118.9) 1 1 0 R.SLGYAYVNFQQPADAER.A Dimethyl: 1

8546 true 2240 1468.7749 1467.7694 1 -1.19 343.31 32.83
55.2 
(M:55.2) 1 1 0 K.NCIVLVDSTPYR.Q

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

8547 true 2240 1960.9805 1959.9628 1 5.3 146.8 33.67
111.2 
(M:111.2) 1 1 0 R.SLGYAYVNFQQPADAER.A Dimethyl:2H(4): 1



8548 true 2240 2383.0947 2382.1097 1 -9.31 127.89 36.67
62.4 
(M:62.4) 1 1 0

R.LTQSPCALVASQYGWSGNME
R.I Carbamidomethyl: 6; Dimethyl: 1

8549 true 2241 940.5596 939.5514 1 0.97 162.81 35
32.9 
(M:32.9) 1 1 0 K.YNLMIVR.L Dimethyl:2H(4): 1

8550 true 2241 974.5679 973.5746 1 -14.34 155.21 32.17
16.0 
(M:16.0) 1 1 0 M.ADVAASPVGK.R Dimethyl:2H(4): 1; Dimethyl: 10

8551 false 2241 1179.6391 1178.6039 1 23.67 209.92 36.83
23.7 
(M:23.7) 1 4 1 R.CEVDMLKIK.S

Carbamidomethyl: 1; Oxidation: 5; 
Dimethyl: 9

8552 true 2242 1244.7032 1243.6999 1 -3.19 237.03 40.67
72.4 
(M:72.4) 1 1 0 K.SAEFLLHMLK.N Dimethyl: 1, 10

8553 true 2242 1361.781 1360.7715 1 1.68 255.63 36.83
69.8 
(M:69.8) 2 1 0 K.LFVTNDAATILR.E Dimethyl: 1

8554 true 2243 954.5595 953.5636 1 -11.96 153.45 34.83
21.4 
(M:21.4) 1 1 0 K.IFNLYPR.K Dimethyl:2H(4): 1



8555 false 2243 1078.5383 1077.5237 1 6.76 207.77 33.67
18.9 
(M:18.9) 1 2 0 K.SNGSCAVISR.G Carbamidomethyl: 5; Dimethyl: 1

8556 true 2243 1078.5383 1077.5243 1 6.15 271.29 33.67
35.7 
(M:35.7) 1 1 0 R.NFEWVAER.V Dimethyl: 1

8557 true 2243 1260.6943 1259.6948 1 -6.14 207.2 40.67
18.9 
(M:18.9) 1 1 0 K.SAEFLLHMLK.N Oxidation: 8; Dimethyl: 1, 10

8558 false 2243 1365.8092 1364.7887 1 9.67 238.68 36.83
17.4 
(M:17.4) 1 2 1 R.EVCKSTIAEIK.E

Carbamidomethyl: 3; Dimethyl:2H(4): 
4; Dimethyl: 1, 11

8559 true 2243 1365.8092 1364.7966 1 3.92 277.2 36.83
64.4 
(M:64.4) 2 1 0 K.LFVTNDAATILR.E Dimethyl:2H(4): 1

8560 true 2243 1640.8631 1639.8603 1 -2.78 249.89 32.67
31.3 
(M:31.3) 1 1 0 R.DLSHIGDAVVISCAK.D Carbamidomethyl: 13; Dimethyl: 1, 15

8561 true 2243 1648.0081 1646.977 1 14.45 259.85 39.67
21.8 
(M:21.8) 1 63.15 1 1 K.VKPGDRIQVVGTYR.C Dimethyl:2H(4): 2; Dimethyl: 1



8562 true 2244 957.58 956.5807 1 -8.41 107.17 35.83
29.4 
(M:29.4) 1 1 0 K.LFIGNLPR.E Dimethyl: 1

8563 true 2244 1643.9574 1642.9494 1 0.43 202.58 32.67
17.7 
(M:17.7) 1 1 1 R.AGVLAHLEEERDLK.I Dimethyl:2H(4): 1, 14

8564 true 2244 1643.9574 1642.9494 1 0.43 202.58 32.67
17.7 
(M:17.7) 1 1 1 R.AGVLAHLEEERDLK.I Dimethyl:2H(4): 1, 14

8565 true 2245 1018.5189 1017.5277 1 -15.81 137.39 31.33
15.5 
(M:15.5) 1 1 0 K.ICLENTLR.E Carbamidomethyl: 2

8566 true 2245 1385.8228 1384.8078 1 5.52 297.06 39
56.0 
(M:56.0) 1 1 0 K.QYPISLVLAPTR.E Dimethyl: 1

8567 true 2245 1696.9088 1695.8978 1 2.21 175.19 33.83
99.9 
(M:99.9) 1 1 0 R.AAVEEGIVPGGGCALLR.C Carbamidomethyl: 13; Dimethyl: 1

8568 true 2245 1815.0117 1813.9988 1 3.06 250.22 32.67
63.0 
(M:63.0) 2 1 0 K.HLEINPDHPIVETLR.Q Dimethyl:2H(4): 1



8569 true 2246 1120.5905 1119.5924 1 -8.23 198.54 34.83
15.8 
(M:15.8) 1 1 0 R.FEALEAAVSR.W Dimethyl: 1

8570 true 2246 1188.6965 1187.6914 1 -1.81 66.95 37.17
47.5 
(M:47.5) 2 1 0 R.IYVISLAEPR.L Dimethyl: 1

8571 false 2246 1188.6965 1187.6886 1 0.56 166.81 37.17
18.6 
(M:18.6) 1 3 1 K.GCSLPKLEPK.F

Carbamidomethyl: 2; Dimethyl:2H(4): 
6; Dimethyl: 10

8572 true 2246 1389.8446 1388.8329 1 3.13 373.15 39
44.5 
(M:44.5) 2 1 0 K.QYPISLVLAPTR.E Dimethyl:2H(4): 1

8573 true 2246 1700.9292 1699.9229 1 -0.55 244.97 33.67
112.4 
(M:112.4) 1 1 0 R.AAVEEGIVPGGGCALLR.C

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

8574 false 2247 1158.7175 1157.6907 1 16.83 436.05 34.83
19.1 
(M:19.1) 1 50 6 1 K.IKELETEIK.R Dimethyl: 2, 9

8575 false 2247 1158.7175 1157.7028 1 6.39 213.99 34.83
21.8 
(M:21.8) 1 4 1 K.RMVLLPVMK.F Oxidation: 8; Dimethyl: 1, 9



8576 false 2247 1398.7654 1397.7605 1 -1.7 67.68 37
15.0 
(M:15.0) 1 5 1 R.FEEAFRVDVVR.E Dimethyl:2H(4): 1

8577 true 2247 1746.9449 1745.9312 1 3.66 217.3 33.67
80.9 
(M:80.9) 1 1 0 R.IIDVVYNASNNELVR.T Dimethyl: 1

8578 true 2247 1926.0012 1924.9757 1 9.46 289.54 39.83
84.5 
(M:84.5) 1 1 0 R.ALIQYFSPYVSADMHK.M Dimethyl: 1, 16

8579 true 2248 1132.5187 1131.5309 1 -17.19 279.15 31.33
30.4 
(M:30.4) 1 1 0 M.SAGGDFGNPLR.K Acetyl: 1

8580 true 2248 1750.9703 1749.9563 1 3.82 237.79 33.67
123.2 
(M:123.2) 1 1 0 R.IIDVVYNASNNELVR.T Dimethyl:2H(4): 1

8581 true 2249 1158.6161 1157.6292 1 -17.59 233.99 31.33
15.8 
(M:15.8) 1 1 0 K.EGSITQGTPLK.Y Dimethyl: 11

8582 true 2249 1168.6295 1167.6032 1 16.28 473.72 32
15.8 
(M:15.8) 1 1 1 R.LAFMEDKMK.N Dimethyl: 7, 9



8583 true 2249 1192.6246 1191.6049 1 10.46 138.16 35.67
21.1 
(M:21.1) 1 1 0 K.YYAVNFPMR.D Dimethyl:2H(4): 1

8584 true 2250 1163.6278 1162.6496 1 -24.98 274.31 31.33
30.3 
(M:30.3) 1 1 0 K.QIDLSTADLR.K Dimethyl:2H(4): 1

8585 true 2250 2315.2677 2314.2321 1 12.2 133.56 33.67
40.0 
(M:40.0) 1 1 0 R.FIPSSEPAPVPPIPNEQQLAR.L Dimethyl: 1

8586 true 2250 2360.2068 2359.1818 1 7.5 239.92 32.67
97.3 
(M:97.3) 1 1 0

K.NQALNTDNYGHDLASVQALQ
R.K Dimethyl:2H(4): 1

8587 true 2250 2379.2418 2378.2891 1 -22.95 177.41 37
15.1 
(M:15.1) 1 1 1

R.LMSFDDLEQVVVHVTMSLKK.
V Dimethyl:2H(4): 20; Dimethyl: 1

8588 true 2251 724.4228 723.4068 1 12.09 225.01 35.5
39.0 
(M:39.0) 2 1 0 K.GFGFIR.L Dimethyl: 1

8589 true 2251 724.4228 723.4068 1 12.09 225.01 35.5
39.0 
(M:39.0) 2 1 0 R.GFGFIR.L Dimethyl: 1



8590 true 2251 724.4228 723.4319 1 -22.63 216.55 35.5
39.0 
(M:39.0) 1 1 0 K.GFGFIK.L Dimethyl: 1, 6

8591 true 2251 961.5299 960.5175 1 5.33 470.75 39
20.6 
(M:20.6) 1 1 1 R.MIDRNLR.E Oxidation: 1; Dimethyl: 1

8592 true 2251 1270.715 1269.7041 1 2.89 164.98 32.67
40.4 
(M:40.4) 1 1 0 K.DAGQISGLNVLR.V Dimethyl: 1

8593 true 2252 1546.8461 1545.8403 1 -0.96 163.44 33.83
55.5 
(M:55.5) 1 1 0 K.IASILEEQFQQGK.L Dimethyl: 1, 13

8594 false 2252 1546.8461 1545.8163 1 14.52 171.36 33.83
16.0 
(M:16.0) 1 50 2 1 R.AFKYIQEAEMLR.S Dimethyl:2H(4): 3; Oxidation: 10

8595 true 2252 2526.149 2525.1394 1 0.92 230.17 32.67
55.0 
(M:55.0) 1 1 1

K.LSALDYHNPGGFNCRDETEFR.
N Carbamidomethyl: 14; Dimethyl: 1

8596 false 2253 818.4273 817.4116 1 10.25 486.02 35
17.7 
(M:17.7) 1 7 0 K.QENIMR.H Dimethyl: 1



8597 false 2253 818.4273 817.4368 1 -20.49 462.52 35
16.9 
(M:16.9) 1 9 1 M.DKMVQK.K Acetyl: 1; Dimethyl: 6

8598 false 2253 818.4273 817.4181 1 2.27 744.39 35
17.7 
(M:17.7) 1 7 1 K.KENDEK.S Dimethyl: 1, 6

8599 true 2253 1554.8931 1553.8905 1 -3 177.29 33.83
44.8 
(M:44.8) 1 1 0 K.IASILEEQFQQGK.L Dimethyl:2H(4): 1, 13

8600 true 2254 849.4579 848.4426 1 9.44 526.71 35.17
15.8 
(M:15.8) 1 1 0 R.LAMLTER.I Oxidation: 3

8601 true 2254 1057.5931 1056.5815 1 4.03 339.74 37.33
17.0 
(M:17.0) 1 1 0 R.TSLGPNGLDK.M Dimethyl: 1, 10

8602 true 2255 1100.6437 1099.639 1 -2.35 287.72 37.33
22.1 
(M:22.1) 1 1 0 R.LLELFPANR.Q Dimethyl: 1

8603 false 2255 1118.6097 1117.5979 1 4.06 249.21 40.83
15.1 
(M:15.1) 1 4 1 K.QQSKDSEIK.K Dimethyl: 1, 9



8604 true 2255 1223.5909 1222.6016 1 -14.72 89.59 31.33
41.0 
(M:41.0) 1 1 0 K.EGVIECSFVR.S Carbamidomethyl: 6; Dimethyl: 1

8605 false 2256 911.5427 910.5348 1 0.65 315.53 35
15.8 
(M:15.8) 1 6 1 K.GEIRVGPR.Y Dimethyl: 1

8606 true 2256 1003.5993 1002.5896 1 2.47 186.9 34.67
26.2 
(M:26.2) 5 1 1 K.IMKSEVLR.V Dimethyl: 3

8607 true 2256 1227.6186 1226.6267 1 -12.58 74.97 31.33
48.6 
(M:48.6) 1 1 0 K.EGVIECSFVR.S

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

8608 true 2256 1366.7511 1365.7439 1 -0.06 221.31 32.17
81.7 
(M:81.7) 5 1 0 K.GCDVVVIPAGVPR.K Carbamidomethyl: 2; Dimethyl: 1

8609 true 2257 1108.5945 1107.6126 1 -22.84 367.47 35
18.0 
(M:18.0) 1 1 0 R.MVFDEYLK.I Dimethyl:2H(4): 1, 8

8610 true 2257 1192.7079 1191.7165 1 -13.36 83.98 37.17
41.1 
(M:41.1) 2 1 0 R.IYVISLAEPR.L Dimethyl:2H(4): 1



8611 true 2257 1325.6523 1324.6635 1 -13.94 175.9 31.33
52.0 
(M:52.0) 1 1 0 R.IEYDCELVPR.R

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

8612 false 2258 890.5387 889.5498 1 -20.65 592.21 39.17
17.5 
(M:17.5) 1 7 0 K.VHPAVVIR.Q

8613 true 2258 1253.6515 1252.6452 1 -0.74 85.56 34
29.6 
(M:29.6) 1 1 0 K.QLAVYEEFAR.N Dimethyl: 1

8614 true 2258 1332.6688 1331.6834 1 -16.36 193.29 31.33
27.9 
(M:27.9) 2 1 0 R.QIEIQFAQGDR.K Dimethyl: 1

8615 true 2258 1414.7385 1413.736 1 -3.37 382.17 32.17
77.0 
(M:77.0) 1 1 1 R.VVDLMVHMASKE.- Dimethyl: 1, 11

8616 false 2259 1088.6627 1087.6651 1 -8.93 348.9 39.83
21.4 
(M:21.4) 1 3 1 R.QGAKINEIR.Q Dimethyl:2H(4): 4; Dimethyl: 1

8617 false 2259 1088.6627 1087.6601 1 -4.3 397.58 39.83
27.2 
(M:27.2) 1 2 1 K.ESISLRISK.K Dimethyl: 1, 9



8618 true 2259 1088.6627 1087.6489 1 6.02 428.81 39.83
41.8 
(M:41.8) 1 1 1 R.EAESLISKK.I Dimethyl: 1, 8, 9

8619 true 2259 1423.6804 1422.6813 1 -5.74 245.63 31.33
100.2 
(M:100.2) 1 1 0 R.DFTPVCTTELGR.A Carbamidomethyl: 6; Dimethyl: 1

8620 true 2260 1102.678 1101.6587 1 10.92 351.7 39.83
40.8 
(M:40.8) 1 1 0 R.EFLLIFHK.A Dimethyl: 1, 8

8621 true 2260 1422.7915 1421.7862 1 -1.41 357.76 32.17
44.9 
(M:44.9) 1 1 1 R.VVDLMVHMASKE.- Dimethyl:2H(4): 1, 11

8622 true 2260 1427.694 1426.7064 1 -13.77 278.38 31.33
56.8 
(M:56.8) 1 1 0 R.DFTPVCTTELGR.A

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

8623 true 2260 1530.9341 1529.9381 1 -7.38 194.65 34.83
22.5 
(M:22.5) 1 1 0 R.SIPSLVDGLKPGQR.K Dimethyl:2H(4): 1, 10

8624 true 2260 1530.9341 1529.9381 1 -7.38 194.65 34.83
22.5 
(M:22.5) 1 1 0 R.SIPSLVDGLKPGQR.K Dimethyl:2H(4): 1, 10



8625 true 2261 1026.6209 1025.6183 1 -4.61 246.64 35
32.3 
(M:32.3) 1 1 0 K.APGFAQMLK.E Dimethyl:2H(4): 1, 9

8626 false 2261 1110.729 1109.7412 1 -17.52 412.16 39.83
18.8 
(M:18.8) 1 4 1 K.ELFLGALRK.E Dimethyl:2H(4): 1, 9

8627 true 2261 1110.729 1109.7089 1 11.62 430.41 39.83
54.4 
(M:54.4) 1 1 0 R.EFLLIFHK.A Dimethyl:2H(4): 1, 8

8628 true 2261 1450.7616 1449.7766 1 -15.31 330.69 31.33
59.2 
(M:59.2) 1 1 0 R.ADYIPTQQDVLR.T Dimethyl:2H(4): 1

8629 false 2262 1187.7289 1186.7161 1 4.58 -1 39.83
15.3 
(M:15.3) 1 5 1 R.GHLDKLEPSK.I Dimethyl:2H(4): 1, 5

8630 true 2262 1442.7879 1441.7889 1 -5.71 343.13 32.17
35.8 
(M:35.8) 1 1 0 K.QLQALSSELAQAR.D Dimethyl: 1

8631 true 2262 1472.672 1471.6831 1 -12.47 258.82 31.33
41.6 
(M:41.6) 1 1 0 R.IFTSIGEDYDER.V Dimethyl: 1



8632 true 2262 1618.8858 1617.881 1 -1.58 181.75 37.17
20.0 
(M:20.0) 1 1 0 K.LAAVDATVNQMLANR.Y Dimethyl:2H(4): 1

8633 true 2262 1709.9282 1708.9148 1 3.59 175.9 34
46.0 
(M:46.0) 1 1 0 K.TPVEEVPAAIAPFQGR.V Dimethyl: 1

8634 true 2262 1747.945 1746.9345 1 1.82 246.34 41
72.8 
(M:72.8) 1 1 0 K.YISPFHDIPLFAGSK.E Dimethyl: 1, 15

8635 true 2262 1810.0207 1809.0149 1 -0.8 216.8 35.17
60.4 
(M:60.4) 3 1 0 K.IIPLYSTLPPQQQQR.I Dimethyl: 1

8636 true 2263 1476.6992 1475.7082 1 -11.03 293.77 31.33
33.4 
(M:33.4) 1 1 0 R.IFTSIGEDYDER.V Dimethyl:2H(4): 1

8637 true 2263 1713.946 1712.9399 1 -0.7 170.89 34
54.7 
(M:54.7) 1 1 0 K.TPVEEVPAAIAPFQGR.V Dimethyl:2H(4): 1

8638 true 2263 1755.997 1754.9847 1 2.88 264.17 41
46.7 
(M:46.7) 1 1 0 K.YISPFHDIPLFAGSK.E Dimethyl:2H(4): 1, 15



8639 true 2263 1766.0283 1765.0138 1 4.09 147.1 37.33
30.6 
(M:30.6) 1 1 0 K.VLVQVGYEPLPPTLGR.N Dimethyl: 1

8640 true 2264 1258.7057 1257.6904 1 6.37 195.25 39.17
29.7 
(M:29.7) 2 1 0 K.SLCIPFQPLR.E Carbamidomethyl: 3; Dimethyl: 1

8641 true 2264 1356.8452 1355.8227 1 11.2 380.54 39.83
48.6 
(M:48.6) 1 1 0 K.LLAQDIIHFVR.R Dimethyl:2H(4): 1

8642 true 2264 1793.9625 1792.9444 1 6.04 187.26 34
47.4 
(M:47.4) 1 1 0 R.FLEQQNALMVAEVNR.L Dimethyl:2H(4): 1

8643 true 2265 1920.0447 1919.0305 1 3.61 306.44 40.83
46.1 
(M:46.1) 1 1 0 R.LAQEGIYTLYPFIHAR.I Dimethyl: 1

8644 true 2265 2042.1019 2041.0878 1 3.34 196.28 34
48.5 
(M:48.5) 1 1 0 R.DVQIGDIVTVGECRPLSK.T Carbamidomethyl: 13; Dimethyl: 1, 18

8645 true 2266 1104.6748 1103.6641 1 3.13 276.13 37.33
59.0 
(M:59.0) 1 1 0 R.LLELFPANR.Q Dimethyl:2H(4): 1



8646 true 2266 2059.9677 2058.9391 1 10.37 241.53 34.17
103.9 
(M:103.9) 1 1 0 K.EMFPYEVSTPTGISASCR.R Carbamidomethyl: 17; Dimethyl: 1

8647 true 2267 835.5087 834.5037 1 -2.73 464.09 35
35.8 
(M:35.8) 1 1 0 K.MIFAGIK.K Dimethyl: 1, 7

8648 true 2267 1957.968 1956.9516 1 4.68 183.79 41
21.5 
(M:21.5) 1 1 0 R.TDSPNFLCSVLPTHWR.C Carbamidomethyl: 8; Dimethyl: 1

8649 true 2267 2294.1379 2293.1083 1 9.74 144.6 34.17
121.8 
(M:121.8) 4 1 0

R.IPSAVGYQPTLATDMGTMQE
R.I Dimethyl: 1

8650 true 2268 1146.7339 1145.7322 1 -4.8 284.62 37.33
33.8 
(M:33.8) 2 1 0 R.VLITTDLLAR.G Dimethyl:2H(4): 1

8651 false 2268 2126.1178 2125.1106 1 -0.03 217.37 41.17
17.1 
(M:17.1) 1 3 1 K.SYELPDGQVITIGNERFR.C Dimethyl:2H(4): 1

8652 false 2268 2126.1178 2125.1106 1 -0.03 217.37 41.17
17.1 
(M:17.1) 1 3 1 K.SYELPDGQVITIGNERFR.C Dimethyl:2H(4): 1



8653 false 2268 2126.1178 2125.1106 1 -0.03 217.37 41.17
17.1 
(M:17.1) 1 3 1 K.SYELPDGQVITIGNERFR.C Dimethyl:2H(4): 1

8654 true 2268 2126.1178 2125.0997 1 5.1 199.96 41.17
76.6 
(M:76.6) 1 1 0 R.FFVTTLPTIYHANDGVFR.R Dimethyl: 1

8655 false 2268 2126.1178 2125.1106 1 -0.03 217.37 41.17
17.1 
(M:17.1) 1 3 1 K.SYELPDGQVITIGNERFR.C Dimethyl:2H(4): 1

8656 false 2268 2126.1178 2125.1106 1 -0.03 217.37 41.17
17.1 
(M:17.1) 1 3 1 K.SYELPDGQVITIGNERFR.C Dimethyl:2H(4): 1

8657 true 2268 2298.1559 2297.1334 1 6.66 149.41 34.17
152.4 
(M:152.4) 1 1 0

R.IPSAVGYQPTLATDMGTMQE
R.I Dimethyl:2H(4): 1

8658 true 2269 886.5333 885.5324 1 -7.23 540.07 35
30.5 
(M:30.5) 1 1 0 R.SVPTWLK.L Dimethyl: 1, 7

8659 false 2269 886.5333 885.5284 1 -2.69 662.47 35
15.4 
(M:15.4) 1 10 0 K.GGVAGGSILK.G Dimethyl: 10



8660 true 2269 1179.677 1178.6597 1 8.47 52.78 34.17
48.2 
(M:48.2) 2 1 0 R.EQLAIAEFAR.S Dimethyl:2H(4): 1

8661 true 2269 1692.8676 1691.8603 1 0.01 246.86 32.17
81.8 
(M:81.8) 1 1 0 K.ICGDIHGQYTDLLR.L

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

8662 true 2269 1706.7702 1705.7584 1 2.68 144.16 31.5
46.7 
(M:46.7) 1 1 0 R.FGPYESYDSGSSLGGR.D Dimethyl: 1

8663 true 2270 1189.6545 1188.6503 1 -2.58 116.47 34.17
40.6 
(M:40.6) 1 1 0 R.ALLEDGAFAVR.A Dimethyl: 1

8664 false 2270 1428.7781 1427.767 1 2.66 126.99 32.83
21.1 
(M:21.1) 1 2 1 R.HEQNSELDRIK.D Dimethyl:2H(4): 1; Dimethyl: 11

8665 true 2270 1428.7781 1427.762 1 6.19 189.66 32.83
25.9 
(M:25.9) 1 1 1 K.IDENENNGVLKK.F Dimethyl: 11, 12

8666 true 2270 1735.893 1734.909 1 -13.4 136.2 32
77.8 
(M:77.8) 1 1 0 K.ILEQGEEFAANEVVR.I Dimethyl:2H(4): 1



8667 true 2270 1758.7881 1757.7832 1 -1.32 269.03 32
66.6 
(M:66.6) 1 1 0 K.MYSTDDGVQFHAFGR.V Dimethyl: 1

8668 true 2271 1225.7146 1224.7078 1 -0.37 93.69 34.17
29.9 
(M:29.9) 1 1 0 R.AEVSELPAIIR.D Dimethyl: 1

8669 false 2271 1447.8083 1446.7752 1 17.82 403.48 39.33
22.1 
(M:22.1) 1 2 0 K.AEIGIAMGSGTAVAK.S Oxidation: 7; Dimethyl: 1, 15

8670 true 2271 1762.8051 1761.8083 1 -5.89 269.23 32
46.9 
(M:46.9) 1 1 0 K.MYSTDDGVQFHAFGR.V Dimethyl:2H(4): 1

8671 true 2271 1934.061 1933.0259 1 14.37 119.16 39.83
25.7 
(M:25.7) 1 1 0 R.ALIQYFSPYVSADMHK.M Dimethyl:2H(4): 1, 16

8672 true 2272 1229.7449 1228.7329 1 3.81 133.49 34.17
22.8 
(M:22.8) 1 1 0 R.AEVSELPAIIR.D Dimethyl:2H(4): 1

8673 true 2272 1516.7874 1515.7868 1 -4.38 212.7 35
41.8 
(M:41.8) 1 1 0 R.GSQPMAPGVFLTQR.R Dimethyl: 1



8674 true 2272 1675.8803 1674.8689 1 2.42 251.96 33
116.5 
(M:116.5) 2 1 0 R.NFILDQTNVSAAAQR.R Dimethyl: 1

8675 false 2272 1675.8803 1674.8726 1 0.21 279 33
25.7 
(M:25.7) 1 79.4 2 1 R.EEDAEKAVIDLNNR.W Dimethyl:2H(4): 6; Dimethyl: 1

8676 true 2272 1827.9085 1826.8945 1 3.68 256.16 32
52.8 
(M:52.8) 1 1 0 K.AADGASQCVTDISHLVR.K Carbamidomethyl: 8; Dimethyl: 1

8677 true 2272 2990.6538 2989.6116 1 11.68 224.46 40.83
35.5 
(M:35.5) 1 1 0

R.QLGALPVFPAVGNHEATPVN
AFPPPYVR.G Dimethyl:2H(4): 1

8678 true 2273 1239.6454 1238.6295 1 6.97 177.53 34.17
59.5 
(M:59.5) 1 1 0 K.YQQLFEDLR.A Dimethyl: 1

8679 false 2273 1679.9063 1678.8977 1 0.78 508.92 33
18.5 
(M:18.5) 1 4 1 R.EEDAEKAVIDLNNR.W Dimethyl:2H(4): 1, 6

8680 true 2273 1679.9063 1678.894 1 2.99 356.31 33
88.9 
(M:88.9) 1 1 0 R.NFILDQTNVSAAAQR.R Dimethyl:2H(4): 1



8681 true 2273 1814.0387 1813.04 1 -4.71 308.75 35
67.3 
(M:67.3) 2 1 0 K.IIPLYSTLPPQQQQR.I Dimethyl:2H(4): 1

8682 true 2273 1963.0215 1961.9703 1 22.39 168.61 32.67
47.2 
(M:47.2) 2 1 1 K.WGTLTDCVVMRDPQTK.R Carbamidomethyl: 7; Dimethyl: 1, 16

8683 true 2274 1243.6713 1242.6546 1 7.55 163.15 34.17
30.1 
(M:30.1) 1 1 0 K.YQQLFEDLR.A Dimethyl:2H(4): 1

8684 true 2274 1797.9259 1796.9203 1 -0.97 181.53 32.83
85.7 
(M:85.7) 1 1 0 R.NLNTLCINQPDQALR.T Carbamidomethyl: 6; Dimethyl: 1

8685 true 2274 1876.0473 1875.0479 1 -4.22 294.02 35.17
43.7 
(M:43.7) 1 1 0 K.APIRPDVVNFVHTNLR.K Dimethyl: 1

8686 false 2275 1366.7666 1365.7338 1 18.67 241.86 41
15.6 
(M:15.6) 1 5 0 -.MATMLPAEWIK.N

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 11

8687 true 2275 1623.8674 1622.8566 1 2.18 201.74 34.33
106.5 
(M:106.5) 1 1 0 K.GLLFVGSGVSGGEEGAR.Y Dimethyl:2H(4): 1



8688 true 2275 1801.9488 1800.9454 1 -2.15 178.02 32.83
110.6 
(M:110.6) 1 1 0 R.NLNTLCINQPDQALR.T

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

8689 true 2276 710.4243 709.4061 1 15.45 206.92 35.17
28.6 
(M:28.6) 1 1 0 K.QLFDR.H Dimethyl:2H(4): 1

8690 false 2276 710.4243 709.4163 1 1.07 461.47 35.17
21.8 
(M:21.8) 1 7 0 K.GFLFAK.L Dimethyl: 6

8691 false 2276 1129.7149 1128.723 1 -13.69 463.48 40.17
17.3 
(M:17.3) 1 2 1 K.LLIIGTTSRK.D Dimethyl: 10

8692 true 2276 1219.7031 1218.6972 1 -1.12 198.89 35.17
47.7 
(M:47.7) 1 1 0 K.LSILYPATTGR.N Dimethyl: 1

8693 false 2276 1675.8836 1674.8916 1 -9.14 80.95 34.17
16.4 
(M:16.4) 1 2 1 K.EKEEFSVAETSSIR.Q Dimethyl:2H(4): 1, 2

8694 true 2276 1981.9454 1980.9414 1 -1.64 243.45 32
51.5 
(M:51.5) 1 1 0 R.ENVDQGSFFLQHCVNR.N

Carbamidomethyl: 13; Dimethyl:2H(4): 
1



8695 true 2278 873.4928 872.4868 1 -1.5 568.94 35.17
28.4 
(M:28.4) 1 1 0 R.GNLSWLR.E Dimethyl: 1

8696 false 2278 873.4928 872.4967 1 -12.83 489.99 35.17
18.3 
(M:18.3) 1 3 1 K.KAVELGEK.L

8697 true 2278 1223.7315 1222.7223 1 1.52 212.06 35
36.6 
(M:36.6) 2 1 0 K.LSILYPATTGR.N Dimethyl:2H(4): 1

8698 true 2278 1435.8471 1434.8347 1 3.58 277.03 41
30.3 
(M:30.3) 1 1 0 R.FHLAEPLQLLAR.R Dimethyl: 1

8699 true 2278 1723.7859 1722.7712 1 4.3 179.6 34.33
62.7 
(M:62.7) 1 1 0 R.FAQPGSFEYEYAMR.W Dimethyl: 1

8700 true 2278 2191.0078 2190.0272 1 -12.15 199.84 32
49.9 
(M:49.9) 1 1 0 R.QAHLCVLASNCDEPMYVK.L

Carbamidomethyl: 5, 11; Dimethyl: 1, 
18

8701 true 2279 1439.8734 1438.8598 1 4.35 340.64 41
46.0 
(M:46.0) 1 1 0 R.FHLAEPLQLLAR.R Dimethyl:2H(4): 1



8702 true 2279 1727.8102 1726.7963 1 3.84 234.05 34.33
60.8 
(M:60.8) 1 1 0 R.FAQPGSFEYEYAMR.W Dimethyl:2H(4): 1

8703 true 2279 1868.8973 1867.9163 1 -14.08 186.89 31.33
38.8 
(M:38.8) 1 1 0 K.IVGDDPDEDAINNALNK.V Dimethyl: 1, 17

8704 true 2279 2199.0775 2198.0774 1 -3.26 249.37 32
55.4 
(M:55.4) 1 1 0 R.QAHLCVLASNCDEPMYVK.L

Carbamidomethyl: 5, 11; 
Dimethyl:2H(4): 1, 18

8705 false 2280 891.5141 890.5048 1 2.23 543.96 35.33
21.1 
(M:21.1) 2 2 0 K.MLPTFVR.S Dimethyl: 1

8706 false 2280 891.5141 890.4895 1 19.34 482.02 35.33
18.0 
(M:18.0) 1 4 1 K.GTKALMDK.V Dimethyl: 8

8707 true 2280 891.5141 890.4895 1 19.34 400.92 35.33
22.6 
(M:22.6) 1 1 0 R.ASMTNLVK.V Dimethyl: 8

8708 true 2280 1196.7242 1195.7077 1 7.7 197.95 39.33
34.3 
(M:34.3) 2 1 0 R.NPGVVFLPGLR.S Dimethyl: 1



8709 true 2280 1768.982 1767.9731 1 0.91 156.84 34.33
62.6 
(M:62.6) 1 1 0 R.AIVAIENPADVSVISSR.N Dimethyl: 1

8710 true 2280 2449.2115 2448.1984 1 2.38 220.92 32
49.5 
(M:49.5) 1 1 0

R.FFHNGNAIDDGVQISGSGYCV
K.L

Carbamidomethyl: 20; Dimethyl:2H(4): 
1, 22

8711 true 2281 796.4265 795.4279 1 -10.89 388.57 32.17
20.4 
(M:20.4) 1 1 0 R.FLADFR.D Dimethyl: 1

8712 true 2281 1773.0052 1771.9982 1 -0.13 168.49 34.33
53.4 
(M:53.4) 1 1 0 R.AIVAIENPADVSVISSR.N Dimethyl:2H(4): 1

8713 true 2281 2141.9738 2140.9913 1 -11.57 160.16 31.5
55.0 
(M:55.0) 1 1 0

R.QLEVYTSGGDPESVAGEYGR.
H Dimethyl: 1

8714 true 2282 800.4654 799.453 1 6.33 573.73 32.17
15.8 
(M:15.8) 1 1 0 R.FLADFR.D Dimethyl:2H(4): 1

8715 true 2282 1210.6756 1209.6546 1 11.29 156.4 39.33
30.2 
(M:30.2) 2 1 0 K.YAFVNWINK.A Dimethyl: 1, 9



8716 true 2282 1817.0878 1816.0437 1 20.3 297.71 41.17
43.9 
(M:43.9) 1 87.37 1 0 R.IHFPLATYAPVISAEK.A Dimethyl:2H(4): 1; Dimethyl: 16

8717 false 2282 1817.0878 1816.0437 1 20.3 280.1 41.17
20.2 
(M:20.2) 1 3 0 R.IHFPLVTYAPVISAEK.A Dimethyl:2H(4): 16

8718 true 2282 2145.9977 2145.0164 1 -12.1 263.14 31.5
62.2 
(M:62.2) 1 1 0

R.QLEVYTSGGDPESVAGEYGR.
H Dimethyl:2H(4): 1

8719 true 2283 1987.0463 1986.0244 1 7.36 127.81 34.17
26.3 
(M:26.3) 1 1 0 R.ITNQVIYLNPPIEECR.Y Carbamidomethyl: 15; Dimethyl: 1

8720 true 2283 2280.0413 2279.0553 1 -9.37 83.27 31.33
35.2 
(M:35.2) 1 1 0 R.QQIESYPTDSILEDQSDQR.V Dimethyl: 1

8721 true 2284 1035.61 1034.6074 1 -4.53 235.59 35.17
40.6 
(M:40.6) 1 1 0 R.LFCVGFTK.K

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 8

8722 true 2284 1642.774 1641.7643 1 1.44 238.34 37.5
66.7 
(M:66.7) 6 1 0 R.IIPGFMCQGGDFTR.H

Carbamidomethyl: 7; Oxidation: 6; 
Dimethyl: 1



8723 true 2284 1717.9113 1716.9015 1 1.45 146.18 35
28.8 
(M:28.8) 1 1 0 R.SNTVVIMNMQGQIVR.S Dimethyl: 1

8724 true 2284 2028.936 2027.9047 1 11.82 185.62 34.17
48.8 
(M:48.8) 1 1 0 R.QIFDEYENETFLCHR.F Carbamidomethyl: 13; Dimethyl: 1

8725 true 2284 2944.4647 2943.4549 1 0.85 223.35 32.83
30.4 
(M:30.4) 1 1 1

K.FACNGTVIEHPEYGEVIQLQG
DQRK.N Carbamidomethyl: 3; Dimethyl: 1, 25

8726 true 2285 2063.9901 2062.9642 1 9.03 293.55 34.17
88.2 
(M:88.2) 1 1 0 K.EMFPYEVSTPTGISASCR.R

Carbamidomethyl: 17; Dimethyl:2H(4): 
1

8727 true 2286 1071.5641 1070.5549 1 1.75 336.14 35.33
51.4 
(M:51.4) 2 1 0 R.AFGYYGPLR.S Dimethyl: 1

8728 true 2286 1646.7943 1645.7894 1 -1.44 237.15 37.5
65.8 
(M:65.8) 5 1 0 R.IIPGFMCQGGDFTR.H

Carbamidomethyl: 7; Dimethyl:2H(4): 
1; Oxidation: 6

8729 true 2287 1998.8913 1997.8917 1 -3.81 99.75 35
28.0 
(M:28.0) 1 1 0 K.SYPLCPYCYNHPPFR.D Carbamidomethyl: 5, 8; Dimethyl: 1



8730 true 2288 1055.6326 1054.6135 1 11.22 281.96 40.33
22.2 
(M:22.2) 1 1 1 K.AQSNKALPVK.V

8731 true 2288 1227.6199 1226.6118 1 0.71 135.61 32.33
78.4 
(M:78.4) 1 1 0 K.YFVDAGAMAVR.R Dimethyl: 1

8732 true 2288 1404.7635 1403.7271 1 20.68 364.09 39.33
35.2 
(M:35.2) 1 1 0 R.QTLMWSATWPK.E Dimethyl: 1, 11

8733 true 2288 1404.7635 1403.7271 1 20.68 364.09 39.33
35.2 
(M:35.2) 1 1 0 R.QTLMWSATWPK.E Dimethyl: 1, 11

8734 true 2288 2249.1083 2248.1059 1 -2.18 281.08 35
45.1 
(M:45.1) 1 1 0 R.LCNYLSHNLTISPQSGNFR.Q Carbamidomethyl: 2; Dimethyl: 1

8735 true 2289 1045.6126 1044.623 1 -16.85 161.84 33
15.7 
(M:15.7) 1 1 0 R.DLAQALINR.G Dimethyl:2H(4): 1

8736 true 2289 1231.637 1230.6369 1 -5.82 127.29 32.33
50.8 
(M:50.8) 1 1 0 K.YFVDAGAMAVR.R Dimethyl:2H(4): 1



8737 true 2289 1770.0501 1769.0389 1 2.19 172.39 37.33
24.4 
(M:24.4) 1 1 0 K.VLVQVGYEPLPPTLGR.N Dimethyl:2H(4): 1

8738 true 2290 1270.5781 1269.5846 1 -10.81 142.8 32.17
26.6 
(M:26.6) 1 1 0 R.MCTLFNEATR.Q Carbamidomethyl: 2; Dimethyl: 1

8739 true 2290 1775.9274 1774.9226 1 -1.39 204.62 37.5
38.6 
(M:38.6) 1 1 0 R.EYVLSQQGLIYMGSR.D Dimethyl:2H(4): 1

8740 false 2291 1299.7741 1298.7496 1 13.24 329.18 35.33
17.9 
(M:17.9) 1 2 1 K.ADTIAKNELHK.F Dimethyl:2H(4): 11; Dimethyl: 1

8741 true 2291 2130.138 2129.1248 1 2.79 285.08 41.17
80.4 
(M:80.4) 1 1 0 R.FFVTTLPTIYHANDGVFR.R Dimethyl:2H(4): 1

8742 true 2292 1310.8021 1309.806 1 -8.51 264.68 35.17
38.1 
(M:38.1) 2 1 0 K.VLPPPAGYVPIR.T Dimethyl:2H(4): 1

8743 true 2293 1074.4867 1073.4964 1 -15.79 219.05 31.5
48.1 
(M:48.1) 1 1 0 K.ECADLWPR.I Carbamidomethyl: 2; Dimethyl: 1



8744 true 2293 1321.7703 1320.7666 1 -2.7 290.66 35.17
49.1 
(M:49.1) 1 1 0 K.AVGHPFVIQLGR.I Dimethyl: 1

8745 true 2293 1430.6852 1429.7024 1 -17.1 320.28 32.83
62.4 
(M:62.4) 1 1 0 R.FNLPGTPPESMGR.G Dimethyl: 1

8746 true 2293 1595.9003 1594.8781 1 9.31 250.36 40.17
59.0 
(M:59.0) 1 1 0 K.GFLGCFPDIIGAHK.G

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 14

8747 false 2294 891.5123 890.5123 1 -8.21 513.42 35.33
26.7 
(M:26.7) 2 2 1 K.VKDLDNR.G Dimethyl:2H(4): 1

8748 false 2294 891.5123 890.5011 1 4.39 537.59 35.33
21.4 
(M:21.4) 1 7 0 K.DAAQEAVK.L Dimethyl:2H(4): 1; Dimethyl: 8

8749 true 2294 1089.5675 1088.5536 1 6.09 141.42 31.5
16.0 
(M:16.0) 1 1 0 K.GTCVEGTIPK.L Carbamidomethyl: 3; Dimethyl: 10

8750 true 2294 1271.6268 1270.6162 1 2.61 131.74 33
32.0 
(M:32.0) 1 1 0 R.DHGLEVMGMVR.V Dimethyl: 1



8751 true 2294 1325.7943 1324.7917 1 -3.57 301.22 35.17
46.6 
(M:46.6) 1 1 0 K.AVGHPFVIQLGR.I Dimethyl:2H(4): 1

8752 true 2294 1446.7312 1445.7303 1 -4.45 311.07 32.67
50.6 
(M:50.6) 1 1 0 R.YIDILPYDHNR.V Dimethyl: 1

8753 true 2294 1605.973 1604.9542 1 7.21 277.26 40.17
28.8 
(M:28.8) 1 50 1 0 K.NILFVITKPDVYK.S Dimethyl: 1, 8

8754 true 2294 2255.2525 2254.2407 1 1.98 292.19 41
15.3 
(M:15.3) 1 1 1 K.ILGKEFQQYLPVVMGPLMK.T Dimethyl:2H(4): 1; Oxidation: 14, 18

8755 true 2295 895.5286 894.5299 1 -9.6 472.49 35.33
22.2 
(M:22.2) 2 1 0 K.MLPTFVR.S Dimethyl:2H(4): 1

8756 false 2295 1060.6207 1059.5924 1 19.81 264.05 34.67
19.0 
(M:19.0) 1 3 1 K.DQKTSNVLK.D Dimethyl: 9

8757 false 2296 871.5075 870.5175 1 -19.77 477.16 39.67
17.2 
(M:17.2) 1 6 0 K.LEAIQNK.G Dimethyl: 1, 7



8758 false 2296 871.5075 870.5175 1 -19.77 546.47 39.67
16.4 
(M:16.4) 1 8 0 K.VAQQEIK.A Dimethyl: 1, 7

8759 false 2296 871.5075 870.5175 1 -19.77 558.74 39.67
22.1 
(M:22.1) 1 2 0 -.VVDIQNK.R Dimethyl: 1, 7

8760 true 2296 1027.5583 1026.5572 1 -6.05 226.55 35.17
36.7 
(M:36.7) 2 1 0 R.LFCVGFTK.K Carbamidomethyl: 3; Dimethyl: 1, 8

8761 false 2296 1429.8109 1428.8188 1 -10.64 224.59 33
22.4 
(M:22.4) 1 3 1 K.RLTEDEIATILK.S Dimethyl: 12

8762 true 2296 1429.8109 1428.801 1 1.78 307.06 33
46.9 
(M:46.9) 1 1 1 R.MKQEILEEVVR.E Dimethyl: 1, 2

8763 false 2296 1429.8109 1428.7725 1 21.72 264.59 33
18.3 
(M:18.3) 1 7 0 R.GNEEAQIFRPLK.F Dimethyl: 12

8764 false 2296 1429.8109 1428.8129 1 -6.54 263.84 33
21.3 
(M:21.3) 1 4 1 R.DWAAKGPFLLGVK.A Dimethyl: 13



8765 true 2296 1630.0578 1629.0659 1 -9.43 297.31 40.33
26.4 
(M:26.4) 2 1 0 K.NILFVITKPDVFK.S Dimethyl:2H(4): 1, 8, 13

8766 false 2297 1437.8646 1436.8512 1 4.24 298.84 33
17.6 
(M:17.6) 1 3 1 R.MKQEILEEVVR.E Dimethyl:2H(4): 1, 2

8767 true 2297 1642.8663 1641.8661 1 -4.33 261.69 35.33
76.7 
(M:76.7) 2 1 0 R.IWSVPNASCVQVVR.A Carbamidomethyl: 9; Dimethyl: 1

8768 true 2297 1681.8222 1680.8086 1 3.74 246.9 34.5
66.2 
(M:66.2) 1 1 0 R.FAQPGTFEFEYASR.W Dimethyl:2H(4): 1

8769 true 2297 2067.069 2066.0401 1 10.46 257.02 40.17
69.2 
(M:69.2) 2 1 0 R.VCNALALLQCVASHPETR.S Carbamidomethyl: 2, 10; Dimethyl: 1

8770 true 2298 1044.6054 1043.6128 1 -13.99 274.59 35.17
22.6 
(M:22.6) 1 1 0 K.ANPALYVLR.E Dimethyl: 1

8771 true 2298 1388.7985 1387.7646 1 19.16 277.38 39.83
29.6 
(M:29.6) 1 1 0 K.QLQPFQVLMTR.K Dimethyl: 1



8772 true 2298 2071.096 2070.0652 1 11.34 317.1 40.17
82.6 
(M:82.6) 1 1 0 R.VCNALALLQCVASHPETR.S

Carbamidomethyl: 2, 10; 
Dimethyl:2H(4): 1

8773 false 2299 1164.5912 1163.593 1 -7.82 534.67 41.17
15.6 
(M:15.6) 1 3 0 K.MVAEAMAELK.A Oxidation: 6; Dimethyl: 1, 10

8774 false 2299 1164.5912 1163.5744 1 8.18 613.73 41.17
15.5 
(M:15.5) 1 4 0 K.ELTSEELCK.Q Carbamidomethyl: 8; Dimethyl: 1, 9

8775 false 2299 1236.5908 1235.5969 1 -10.81 126.4 31.5
15.3 
(M:15.3) 1 2 0 K.CDLFIQEGAR.L Carbamidomethyl: 1; Dimethyl: 1

8776 true 2299 1446.7955 1445.7816 1 4.54 328.76 33.17
26.4 
(M:26.4) 2 1 0 R.YGVIILDEAHER.T Dimethyl:2H(4): 1

8777 true 2299 1639.8074 1638.8002 1 -0.07 234.25 32.17
23.4 
(M:23.4) 1 1 0 R.NGYELSPTAAANFTR.R Dimethyl: 1

8778 true 2299 2016.9767 2015.9663 1 1.57 168.8 34.83
52.5 
(M:52.5) 2 1 0 K.YPIEHGIITNWDDMEK.I Dimethyl: 1, 16



8779 true 2299 2016.9767 2015.9663 1 1.57 168.8 34.83
52.5 
(M:52.5) 2 1 0 K.YPIEHGIITNWDDMEK.I Dimethyl: 1, 16

8780 true 2299 2016.9767 2015.9663 1 1.57 168.8 34.83
52.5 
(M:52.5) 2 1 0 K.YPIEHGIITNWDDMEK.I Dimethyl: 1, 16

8781 true 2299 2098.1789 2097.1483 1 11.1 207.61 40.17
37.4 
(M:37.4) 1 1 0 R.SPSELFAQHIVTIVHHVR.E Dimethyl: 1

8782 true 2300 1538.7814 1537.7678 1 4.16 216.27 33.17
43.1 
(M:43.1) 1 1 0 R.HQDFFQPPLPER.K Dimethyl: 1

8783 true 2300 1643.8263 1642.8253 1 -3.78 247.81 32.17
41.6 
(M:41.6) 1 1 0 R.NGYELSPTAAANFTR.R Dimethyl:2H(4): 1

8784 true 2301 1257.6292 1256.6223 1 -0.33 192.59 37.83
85.5 
(M:85.5) 3 1 0 R.ISEQFTAMFR.R Dimethyl: 1

8785 true 2301 1257.6292 1256.6223 1 -0.33 192.59 37.83
85.5 
(M:85.5) 3 1 0 R.ISEQFTAMFR.R Dimethyl: 1



8786 true 2301 1257.6292 1256.6223 1 -0.33 192.59 37.83
85.5 
(M:85.5) 3 1 0 R.ISEQFTAMFR.R Dimethyl: 1

8787 false 2301 1476.8303 1475.8534 1 -20.56 263.33 39.67
18.1 
(M:18.1) 1 2 1 K.SLAGMLTPYIARK.L Dimethyl: 1, 13

8788 true 2301 1476.8303 1475.8497 1 -18.06 298.36 39.67
20.0 
(M:20.0) 1 1 1 K.AEVTGDKLEVTVR.E Dimethyl:2H(4): 7; Dimethyl: 1

8789 true 2301 1880.076 1879.073 1 -2.29 322.02 35.17
53.1 
(M:53.1) 1 1 0 K.APIRPDVVNFVHTNLR.K Dimethyl:2H(4): 1

8790 false 2302 1261.659 1260.6686 1 -13.39 156.83 37.83
17.6 
(M:17.6) 1 2 1 R.TMEIYSKTTR.F Dimethyl:2H(4): 7

8791 true 2302 1282.5957 1281.5911 1 -2.06 226.79 31.83
54.7 
(M:54.7) 1 1 0 R.LGDLYEEEMR.E Dimethyl: 1

8792 true 2302 1672.8425 1671.8369 1 -0.98 288.04 32.33
86.4 
(M:86.4) 2 1 0 R.VDEYLSWQQAHIR.G Dimethyl: 1



8793 false 2303 1064.6343 1063.6277 1 -0.71 326 34.67
15.2 
(M:15.2) 1 3 0 K.STLINTLFK.S Dimethyl: 9

8794 false 2303 1064.6343 1063.644 1 -16 286.73 34.67
17.4 
(M:17.4) 1 2 1 R.IREAAGLFR.L Dimethyl:2H(4): 1

8795 true 2303 1305.714 1304.7067 1 0.05 148.88 37.67
41.9 
(M:41.9) 1 1 0 R.YAAQEFYLIR.D Dimethyl:2H(4): 1

8796 false 2303 1480.8346 1479.7933 1 22.98 332.7 39.67
17.9 
(M:17.9) 1 6 1 M.ASSSGSKAEFIVGGK.Y Dimethyl: 1, 15

8797 true 2303 1688.8416 1687.8352 1 -0.5 252.01 32.17
94.2 
(M:94.2) 1 1 0 K.ICGDIHGQYTDLLR.L Carbamidomethyl: 2; Dimethyl: 1

8798 false 2304 714.47 713.4687 1 -8.41 205.28 35.33
21.7 
(M:21.7) 1 51.55 8 0 K.LIDVVK.K Dimethyl: 1

8799 false 2304 714.47 713.4588 1 5.45 174.68 35.33
24.9 
(M:24.9) 1 2 0 R.ILWVR.A Dimethyl: 1



8800 false 2304 1003.4991 1002.5134 1 -21.53 276.12 40.33
16.3 
(M:16.3) 2 2 0 K.NGDGLVSWK.E Dimethyl: 9

8801 true 2304 1124.5844 1123.5518 1 22.48 321.66 35.17
26.6 
(M:26.6) 2 1 0 K.SMFAGVPTMR.E Dimethyl: 1

8802 false 2304 1138.6225 1137.603 1 10.71 440.94 34.67
16.3 
(M:16.3) 1 7 1 R.QKSAFLSTEK.E

8803 false 2304 1138.6225 1137.6138 1 1.25 402.61 34.67
16.8 
(M:16.8) 1 50.12 5 1 R.KETMTMILK.A Oxidation: 4; Dimethyl: 1

8804 true 2304 1367.8238 1366.8184 1 -1.38 195.28 37.67
46.8 
(M:46.8) 2 1 0 R.IASLILNTPELR.K Dimethyl: 1

8805 true 2304 1399.7306 1398.7467 1 -16.66 273.26 31.5
28.1 
(M:28.1) 1 1 1 K.DILLQVDDERR.N Dimethyl: 1

8806 true 2304 1840.0363 1839.0074 1 11.78 583.5 41.17
15.4 
(M:15.4) 1 1 1 K.QKSGNIINMSSVASSIK.G

Dimethyl:2H(4): 1; Oxidation: 9; 
Dimethyl: 2



8807 true 2305 728.4401 727.4319 1 1.33 310.53 35.5
27.1 
(M:27.1) 1 1 0 R.GFGFIR.L Dimethyl:2H(4): 1

8808 true 2305 728.4401 727.4319 1 1.33 310.53 35.5
27.1 
(M:27.1) 1 1 0 K.GFGFIR.L Dimethyl:2H(4): 1

8809 true 2305 1128.5901 1127.5769 1 5.19 436.34 35.17
35.3 
(M:35.3) 2 1 0 K.SMFAGVPTMR.E Dimethyl:2H(4): 1

8810 false 2305 1152.6345 1151.6083 1 16.45 403.16 34.83
33.7 
(M:33.7) 2 2 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; Oxidation: 1; 
Dimethyl: 1, 9

8811 true 2305 1152.6345 1151.6227 1 3.97 370.79 34.83
71.5 
(M:71.5) 2 1 0 K.FADENFILK.H Dimethyl: 1, 9

8812 true 2305 1371.8468 1370.8435 1 -2.88 210.75 37.67
77.7 
(M:77.7) 1 1 0 R.IASLILNTPELR.K Dimethyl:2H(4): 1

8813 false 2305 1371.8468 1370.8687 1 -21.21 175.65 37.67
17.4 
(M:17.4) 1 50 9 1 K.KLVESLPQEIK.A Dimethyl:2H(4): 1; Dimethyl: 1, 11



8814 false 2305 1371.8468 1370.8588 1 -14 295.07 37.67
18.7 
(M:18.7) 1 7 0 R.VALTIALFHVAGK.V Dimethyl:2H(4): 1

8815 false 2306 732.4826 731.4843 1 -12.36 242.74 35.33
15.3 
(M:15.3) 1 5 0 K.VANQIK.E Dimethyl:2H(4): 6; Dimethyl: 1

8816 true 2306 732.4826 731.4822 1 -9.39 224.88 35.33
20.4 
(M:20.4) 1 1 0 K.GFGFIK.L Dimethyl:2H(4): 1, 6

8817 false 2306 732.4826 731.4731 1 2.98 257.92 35.33
16.9 
(M:16.9) 1 3 0 R.IPDSLK.N Dimethyl:2H(4): 6; Dimethyl: 1

8818 true 2306 1160.6854 1159.6729 1 4.51 359.54 34.83
72.8 
(M:72.8) 2 1 0 K.FADENFILK.H Dimethyl:2H(4): 1, 9

8819 false 2306 1160.6854 1159.6585 1 16.9 269.42 34.83
25.8 
(M:25.8) 2 2 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 9; Oxidation: 1

8820 true 2306 1436.7048 1435.6983 1 -0.55 278.08 32
35.3 
(M:35.3) 1 1 0 R.AVFDETYPDPVR.V Dimethyl: 1



8821 true 2307 847.5332 846.5327 1 -8.02 421.94 35.33
20.1 
(M:20.1) 1 1 0 R.AVTIFIR.G Dimethyl: 1

8822 false 2307 847.5332 846.5327 1 -8.02 394.78 35.33
16.3 
(M:16.3) 1 2 0 K.GYLVVLR.F Dimethyl: 1

8823 true 2307 1223.6505 1222.6346 1 7.02 65.3 34.83
36.2 
(M:36.2) 1 1 0 K.IVAFENAFER.L Dimethyl: 1

8824 true 2307 1893.9437 1892.9381 1 -0.87 361.24 32.17
44.3 
(M:44.3) 1 1 1 K.YGYTHLSAGDLLRDER.K Dimethyl: 1

8825 true 2308 983.609 982.6125 1 -10.93 245.78 35.33
34.6 
(M:34.6) 1 1 0 R.GVFPVLCK.Q

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 8

8826 true 2308 1227.6747 1226.6597 1 6.28 84.03 34.67
33.3 
(M:33.3) 1 1 0 K.IVAFENAFER.L Dimethyl:2H(4): 1

8827 true 2308 2332.1785 2331.151 1 8.66 154.68 41.33
26.4 
(M:26.4) 1 1 0

R.QTMFFYPPSPDPLHGPFAVR.
L Dimethyl: 1



8828 true 2309 1232.7249 1231.7227 1 -4.08 181.35 35.33
50.0 
(M:50.0) 3 1 0 K.SILFVPNSAPR.G Dimethyl:2H(4): 1

8829 true 2309 1471.8321 1470.8138 1 7.47 426.15 40.5
37.9 
(M:37.9) 3 1 1 K.LAEMKTNICVGR.A

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 5; Oxidation: 4

8830 true 2309 1580.7813 1579.7614 1 7.98 221.5 34.67
32.3 
(M:32.3) 1 1 1 K.NYDPMKDFEAMR.A Dimethyl:2H(4): 1, 6

8831 true 2309 1768.8397 1767.8216 1 6.09 250.28 33.17
78.0 
(M:78.0) 1 1 0 K.GYGFVHFETQEAAER.A Dimethyl: 1

8832 true 2309 2336.2012 2335.1762 1 7.6 176.94 41.33
42.3 
(M:42.3) 1 1 0

R.QTMFFYPPSPDPLHGPFAVR.
L Dimethyl:2H(4): 1

8833 true 2310 1300.7673 1299.7551 1 3.79 108.7 37.83
25.1 
(M:25.1) 1 1 0 R.LEIAPQIYGLR.W Dimethyl: 1

8834 true 2310 1633.9894 1632.9855 1 -2.06 273.34 40.33
65.4 
(M:65.4) 1 1 0 K.NILFVITKPDVYK.S Dimethyl: 1, 8, 13



8835 true 2310 1772.857 1771.8468 1 1.66 280.46 33.17
86.5 
(M:86.5) 1 1 0 K.GYGFVHFETQEAAER.A Dimethyl:2H(4): 1

8836 true 2311 1201.6765 1200.6615 1 6.45 171.93 35.5
55.7 
(M:55.7) 1 1 0 R.ALQASALSAWR.G Dimethyl: 1

8837 true 2312 1205.7068 1204.6866 1 10.7 179.53 35.5
43.2 
(M:43.2) 1 1 0 R.ALQASALSAWR.G Dimethyl:2H(4): 1

8838 true 2312 1904.0918 1903.0779 1 3.51 264.49 33.17
81.9 
(M:81.9) 1 1 1 K.KLSPALPEEDAPVVNIR.N Dimethyl: 1, 1

8839 false 2312 1916.8808 1915.8656 1 4.18 269.56 39.33
15.8 
(M:15.8) 1 2 1 R.DSLYVDGDCTMDIRTK.S Carbamidomethyl: 9; Dimethyl: 16

8840 true 2313 1453.8544 1452.8453 1 1.26 269.61 37.83
18.5 
(M:18.5) 1 1 1 R.EVPREPLAFVIR.C Dimethyl: 1

8841 true 2313 1739.9364 1738.9093 1 11.4 302.08 40.5
37.0 
(M:37.0) 1 1 0 R.AQLADSFHLQQFFR.D Dimethyl:2H(4): 1



8842 true 2314 965.5149 964.5052 1 2.51 121.52 34.83
27.7 
(M:27.7) 1 1 0 K.LMFEELR.N Dimethyl: 1

8843 false 2314 965.5149 964.5314 1 -24.59 125.18 34.83
15.1 
(M:15.1) 1 4 1 K.ECKAELR.E

Carbamidomethyl: 2; Dimethyl:2H(4): 
1; Dimethyl: 3

8844 true 2314 1457.883 1456.8704 1 3.68 304.68 37.83
18.3 
(M:18.3) 1 1 1 R.EVPREPLAFVIR.C Dimethyl:2H(4): 1

8845 true 2315 1111.6113 1110.6073 1 -2.98 254.41 34.83
36.8 
(M:36.8) 1 1 0 K.LPPPDELFR.K Dimethyl: 1

8846 true 2315 1313.7447 1312.7326 1 3.7 235.08 41.33
41.8 
(M:41.8) 1 1 0 K.LHVLALDMFAR.G Dimethyl: 1

8847 true 2315 1521.9306 1520.9228 1 0.34 129.93 37.83
49.2 
(M:49.2) 1 1 0 R.TLIGAENPPLPVLR.K Dimethyl:2H(4): 1

8848 true 2315 1683.8379 1682.8516 1 -12.42 191.66 31.5
85.0 
(M:85.0) 1 1 1 K.DYGVLKEDEGIAYR.G Dimethyl: 1, 6



8849 false 2316 885.5209 884.5092 1 5.07 426.27 39.67
28.6 
(M:28.6) 1 5 1 R.DLFRMK.L

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 6

8850 false 2316 885.5209 884.516 1 -2.65 550.71 39.67
30.5 
(M:30.5) 1 3 0 K.FLQFFK.H Dimethyl: 1, 6

8851 true 2316 885.5209 884.517 1 -3.8 481.06 39.67
39.7 
(M:39.7) 1 1 1 K.DIRFFR.E Dimethyl:2H(4): 1

8852 false 2316 885.5209 884.5058 1 8.88 543.58 39.67
18.6 
(M:18.6) 1 8 1 R.DPYRFK.K Dimethyl:2H(4): 1; Dimethyl: 6

8853 false 2316 1284.7387 1283.7085 1 17.81 297.52 35.5
22.2 
(M:22.2) 1 61.59 2 1 R.SKTPQISQDPK.G Dimethyl: 1, 11

8854 false 2316 1284.7387 1283.7337 1 -1.77 296.79 35.5
15.6 
(M:15.6) 1 8 0 K.LTPVSLSESPVK.S Dimethyl: 12

8855 true 2316 1284.7387 1283.739 1 -5.94 207.79 35.5
30.6 
(M:30.6) 1 1 0 R.IWDVRPFAPK.E Dimethyl: 1, 10



8856 true 2316 1332.6994 1331.6834 1 6.61 218.81 35
45.7 
(M:45.7) 1 1 0 R.NNLAGAEELFAR.K Dimethyl: 1

8857 true 2316 1691.8857 1690.9018 1 -13.79 160.66 31.5
87.5 
(M:87.5) 1 1 1 K.DYGVLKEDEGIAYR.G Dimethyl:2H(4): 1, 6

8858 true 2317 1020.5699 1019.5434 1 18.85 192.6 32.33
19.6 
(M:19.6) 1 1 1 K.TVLKMAADR.G Oxidation: 5

8859 true 2317 1319.7545 1318.751 1 -2.87 294.65 35.5
37.5 
(M:37.5) 2 1 0 K.IHPQTIIAGWR.A Dimethyl: 1

8860 true 2317 1333.7113 1332.7038 1 0.18 255.73 34.83
21.9 
(M:21.9) 1 1 0 K.SIFLADINQER.G Dimethyl: 1

8861 true 2317 1570.886 1569.8705 1 5.3 164.66 37.83
30.8 
(M:30.8) 1 1 0 K.LYDAGVTPVFLTSR.Q Dimethyl:2H(4): 1

8862 true 2317 1710.7689 1709.7835 1 -12.8 144.11 31.5
56.1 
(M:56.1) 1 1 0 R.FGPYESYDSGSSLGGR.D Dimethyl:2H(4): 1



8863 true 2318 1097.6553 1096.6543 1 -5.63 372.68 32.5
29.4 
(M:29.4) 1 1 0 R.LDEAIHVLR.N Dimethyl:2H(4): 1

8864 false 2318 1261.7574 1260.7703 1 -15.99 141.82 39.5
19.9 
(M:19.9) 1 2 1 K.LAEKTQTAIVR.H Dimethyl:2H(4): 4

8865 true 2318 1663.9013 1662.8803 1 8.19 302.8 41.5
93.2 
(M:93.2) 1 1 0 R.SNFLVLCYLHDVK.N Carbamidomethyl: 7; Dimethyl: 1, 13

8866 true 2318 1691.9468 1690.9406 1 -0.64 166.93 38
51.5 
(M:51.5) 2 1 0 R.ALYYLEIRPQELR.Q Dimethyl: 1

8867 false 2319 1035.626 1034.6161 1 2.5 205.72 39.83
16.5 
(M:16.5) 1 5 1 K.DIKDSEIK.E Dimethyl:2H(4): 1; Dimethyl: 3, 8

8868 true 2319 1035.626 1034.6165 1 2.19 216.81 39.83
26.4 
(M:26.4) 2 1 0 K.QLFSFPIK.H Dimethyl: 1, 8

8869 false 2319 1114.6126 1113.6043 1 0.93 360.02 32.5
21.2 
(M:21.2) 1 65.43 3 1 K.INKHAFSGGR.D Dimethyl: 3



8870 true 2319 1114.6126 1113.6182 1 -11.56 417.83 32.5
37.6 
(M:37.6) 1 1 0 R.FLSLPQPER.D Dimethyl: 1

8871 true 2319 1337.7351 1336.7289 1 -0.78 155.69 34.83
35.2 
(M:35.2) 1 1 0 K.SIFLADINQER.G Dimethyl:2H(4): 1

8872 true 2319 1671.9523 1670.9306 1 8.64 299.19 41.5
63.5 
(M:63.5) 1 1 0 R.SNFLVLCYLHDVK.N

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 13

8873 false 2320 876.5394 875.5378 1 -6.5 792.6 35.33
17.1 
(M:17.1) 1 3 0 R.GNVSKPSK.R Dimethyl:2H(4): 5; Dimethyl: 8

8874 true 2320 876.5394 875.5229 1 10.54 512.59 35.33
21.6 
(M:21.6) 1 60.82 1 1 R.KNVANFK.K Dimethyl: 1, 7

8875 false 2320 1386.7346 1385.7085 1 13.54 465.74 35.5
19.0 
(M:19.0) 1 2 1 -.MAGLSVRDPAVDR.S

8876 true 2320 1776.9307 1775.9107 1 7.11 260.29 41.5
55.6 
(M:55.6) 1 1 0 R.FGNQAEHFLGALAFAR.A Dimethyl: 1



8877 true 2320 2119.147 2118.1361 1 1.73 247.94 33
49.9 
(M:49.9) 1 1 1 K.YIDEEELNKTKPIWTR.N Dimethyl: 1, 9, 11

8878 true 2321 888.532 887.544 1 -21.68 585.94 35.5
46.6 
(M:46.6) 3 1 0 R.TSASIILR.G Dimethyl: 1

8879 true 2321 1190.6856 1189.6834 1 -4.26 99.08 32.33
28.6 
(M:28.6) 1 1 0 R.FDVSGYPTIK.I Dimethyl:2H(4): 1, 10

8880 false 2321 1397.6928 1396.6918 1 -4.52 413.32 35.33
20.1 
(M:20.1) 1 2 1 R.SRNTDEMVELR.I Dimethyl:2H(4): 1; Oxidation: 7

8881 false 2321 1416.7638 1415.7887 1 -22.7 186.69 39.83
15.7 
(M:15.7) 1 2 0 K.LYFYQMLLAVK.Y Dimethyl: 11

8882 true 2321 1527.7304 1526.7188 1 2.88 176.63 34.83
56.2 
(M:56.2) 1 1 0 R.HGIVEDWDLMER.F Dimethyl: 1

8883 true 2321 1780.9635 1779.9358 1 11.44 316.8 41.5
37.4 
(M:37.4) 1 1 0 R.FGNQAEHFLGALAFAR.A Dimethyl:2H(4): 1



8884 true 2323 1309.8606 1308.8431 1 7.83 330.41 40.5
60.2 
(M:60.2) 1 1 0 R.ILVTLLHALER.T Dimethyl:2H(4): 1

8885 true 2323 2353.3483 2352.3206 1 8.71 190.23 41.33
39.0 
(M:39.0) 1 1 0 K.LFTHTIVPGQILFVPETSVAR.L Dimethyl: 1

8886 true 2324 1289.626 1288.6268 1 -6.26 208.49 32.33
48.0 
(M:48.0) 1 1 0 R.LMMDPLSGQNR.G Dimethyl: 1

8887 true 2324 1539.8627 1538.8569 1 -0.97 121.5 38
45.6 
(M:45.6) 1 1 0 R.HQVAYLGLLENVR.V Dimethyl: 1

8888 true 2324 1792.9511 1791.9784 1 -19.32 229.03 39.5
16.8 
(M:16.8) 1 1 1 K.LFHTAPNVPHYAKNK.A Dimethyl: 13, 15

8889 true 2325 1293.6392 1292.6519 1 -15.42 232.73 32.33
27.0 
(M:27.0) 1 1 0 R.LMMDPLSGQNR.G Dimethyl:2H(4): 1

8890 true 2325 1463.7832 1462.7643 1 7.95 427.52 40.5
38.2 
(M:38.2) 2 1 0 K.NLSFFLNPPCAK.W Carbamidomethyl: 10; Dimethyl: 1, 12



8891 false 2325 1463.7832 1462.7636 1 8.39 343.2 40.5
15.1 
(M:15.1) 1 2 1 K.LAEMKTNICVGR.A

Carbamidomethyl: 9; Oxidation: 4; 
Dimethyl: 1, 5

8892 true 2325 1560.8396 1559.817 1 9.79 178.71 38
19.5 
(M:19.5) 1 1 1 K.MAFTEWIEPPKR.E Dimethyl: 1, 11

8893 false 2325 1948.9266 1947.936 1 -8.57 249.76 35.33
15.1 
(M:15.1) 1 2 0

R.AAVDAGFVPNDMQVGQTGK
.I Oxidation: 12; Dimethyl: 19

8894 true 2325 2655.3353 2654.3275 1 0.21 240.62 41.33
25.0 
(M:25.0) 1 1 0

K.GHNGWVTQIATTPQFPDMIL
SASR.D Dimethyl: 1

8895 true 2326 1888.0086 1887.0229 1 -11.47 220.68 31.5
27.6 
(M:27.6) 1 1 0 R.ELQELVQYPVEHPDK.F Dimethyl:2H(4): 1, 15

8896 true 2326 2005.0073 2004.0251 1 -12.52 174.21 35.33
57.2 
(M:57.2) 3 1 0 R.FVTGFSHPLTQSAVLGCR.S Carbamidomethyl: 17; Dimethyl: 1

8897 false 2326 2032.9704 2031.9612 1 0.95 160.64 34.83
15.2 
(M:15.2) 1 2 0 K.YPIEHGIITNWDDMEK.I Oxidation: 14; Dimethyl: 1, 16



8898 false 2326 2032.9704 2031.9612 1 0.95 160.64 34.83
15.2 
(M:15.2) 1 2 0 K.YPIEHGIITNWDDMEK.I Oxidation: 14; Dimethyl: 1, 16

8899 false 2326 2032.9704 2031.9612 1 0.95 160.64 34.83
15.2 
(M:15.2) 1 2 0 K.YPIEHGIITNWDDMEK.I Oxidation: 14; Dimethyl: 1, 16

8900 true 2327 1025.6054 1024.607 1 -8.58 236.26 35.5
23.8 
(M:23.8) 2 1 0 R.QLALWNPK.N Dimethyl: 1, 8

8901 false 2327 1204.6379 1203.6095 1 17.47 101.88 35
17.8 
(M:17.8) 1 9 1 K.DIAKASDEVTR.L

8902 true 2327 1327.6823 1326.682 1 -5.25 196.1 32.33
51.7 
(M:51.7) 1 1 0 R.STGEAFVQFASK.E Dimethyl: 1, 12

8903 true 2327 2033.9423 2032.9531 1 -8.86 139.3 31.5
34.8 
(M:34.8) 1 1 1 K.FFDANYDGKEYDPVAAR.Q Dimethyl: 1, 9

8904 true 2327 2101.0069 2100 1 -0.15 225.35 39.5
32.7 
(M:32.7) 1 1 0 K.QFHLDGFDHNFCLPLGR.A Carbamidomethyl: 12; Dimethyl: 1



8905 true 2328 1257.6355 1256.619 1 7.32 199.25 35.17
68.6 
(M:68.6) 1 1 0 R.FFEQFLEGGR.S Dimethyl: 1

8906 true 2328 2042.027 2041.0418 1 -10.81 173.1 33.17
26.5 
(M:26.5) 1 1 0 R.FLEEHPGGEEVLLEQAGR.D Dimethyl:2H(4): 1

8907 false 2328 2042.027 2041.0691 1 -24.19 132.32 33.17
23.5 
(M:23.5) 1 2 0 K.ASSAIAIDESEPVTNIQIR.L Dimethyl: 1

8908 true 2328 2105.0346 2104.0251 1 1.06 312.9 39.5
26.8 
(M:26.8) 1 1 0 K.QFHLDGFDHNFCLPLGR.A

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

8909 true 2329 1197.6105 1196.614 1 -9 117.74 35.33
21.7 
(M:21.7) 1 1 0 R.YNFFTGCPK.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 9

8910 true 2329 1261.661 1260.6441 1 7.63 177.63 35.17
65.7 
(M:65.7) 1 1 0 R.FFEQFLEGGR.S Dimethyl:2H(4): 1

8911 false 2329 1337.7634 1336.7653 1 -6.82 252.11 32.5
16.1 
(M:16.1) 1 7 1 K.NLNKQAYDLAK.A Dimethyl:2H(4): 4; Dimethyl: 11



8912 false 2329 1337.7634 1336.7752 1 -14.21 287.46 32.5
23.0 
(M:23.0) 1 4 1 K.SESEIVSSKVLK.S Dimethyl:2H(4): 1

8913 true 2329 1337.7634 1336.7653 1 -6.82 216.99 32.5
69.3 
(M:69.3) 1 1 0 K.QLIQSSFVVER.Q Dimethyl:2H(4): 1

8914 false 2330 1220.6917 1219.7114 1 -22.1 180.41 35.33
20.3 
(M:20.3) 2 2 1 K.NYVPPKGETK.K Dimethyl:2H(4): 6; Dimethyl: 1, 10

8915 true 2330 1735.9076 1734.8842 1 9.3 303.29 40.5
33.0 
(M:33.0) 1 1 0 R.AQLADSFHLQQFFR.D Dimethyl: 1

8916 true 2331 719.4479 718.4378 1 4.01 203.75 39.83
18.3 
(M:18.3) 1 1 1 R.GSPFKK.I Dimethyl: 1, 6

8917 true 2331 886.5641 885.5698 1 -14.68 377.8 33.17
19.9 
(M:19.9) 1 1 1 R.NLIKNPR.A Dimethyl:2H(4): 1

8918 false 2331 886.5641 885.5586 1 -2.01 519.08 33.17
19.7 
(M:19.7) 1 3 0 R.DLAPLGIR.V Dimethyl:2H(4): 1



8919 true 2331 1498.7612 1497.7504 1 2.38 175.51 32.33
28.6 
(M:28.6) 1 1 0 K.AVYDEYGFHITK.A Dimethyl: 1, 12

8920 true 2332 762.4427 761.4218 1 17.86 675.28 39.83
17.0 
(M:17.0) 1 1 1 R.VSLKCR.K Carbamidomethyl: 5

8921 false 2332 974.5885 973.5709 1 10.56 264.36 37.5
16.4 
(M:16.4) 1 2 0 K.GFGGIGGILR.Y Dimethyl: 1

8922 false 2332 1506.8064 1505.8006 1 -0.98 198.24 32.33
15.3 
(M:15.3) 1 2 0 K.AVYDEYGFHITK.A Dimethyl:2H(4): 1, 12

8923 true 2332 1519.8829 1518.8657 1 6.47 137.41 35
32.0 
(M:32.0) 1 1 1 K.KIEEVVYDLSIR.G Dimethyl: 1, 1

8924 true 2332 2136.1491 2135.1231 1 8.74 296.59 40.5
66.5 
(M:66.5) 1 1 0 K.IGDTGLALLCQGLLHPNCK.I

Carbamidomethyl: 10, 18; Dimethyl: 1, 
19

8925 true 2333 918.5364 917.5335 1 -4.75 123.09 33.33
53.9 
(M:53.9) 2 1 0 R.DAFVAIVR.S Dimethyl: 1



8926 false 2333 918.5364 917.5484 1 -21.01 333.23 33.33
22.4 
(M:22.4) 2 2 0 R.GQGDVAALK.A Dimethyl:2H(4): 1; Dimethyl: 9

8927 true 2333 1260.7575 1259.7602 1 -7.85 181.81 35.33
22.5 
(M:22.5) 1 1 1 R.KTEQVIAFLR.K Dimethyl: 1, 1

8928 true 2333 1554.7731 1553.7548 1 7.1 201.33 35.17
56.3 
(M:56.3) 1 1 0 K.CPQVVISFYEER.L Carbamidomethyl: 1; Dimethyl: 1

8929 true 2333 1581.8053 1580.7623 1 22.57 250.75 33
87.3 
(M:87.3) 1 1 0 R.EAYPGDVFYLHSR.L Dimethyl: 1

8930 true 2333 1889.9844 1888.9618 1 8.1 206.63 41.5
45.7 
(M:45.7) 1 1 0 R.LLLADALCYAHNFNAR.A Carbamidomethyl: 8; Dimethyl: 1

8931 true 2333 2144.1964 2143.1733 1 7.35 289.01 40.5
68.9 
(M:68.9) 1 1 0 K.IGDTGLALLCQGLLHPNCK.I

Carbamidomethyl: 10, 18; 
Dimethyl:2H(4): 1, 19

8932 false 2334 922.5603 921.5507 1 2.53 220.29 33.33
16.9 
(M:16.9) 1 4 1 K.DVKDMVK.A Dimethyl:2H(4): 1; Dimethyl: 3, 7



8933 true 2334 1006.5716 1005.5681 1 -3.73 236.87 35.67
17.9 
(M:17.9) 1 1 1 R.VMLYPSRI.- Dimethyl: 1

8934 true 2334 1180.6406 1179.6322 1 0.96 210.35 39.67
17.8 
(M:17.8) 1 1 1 K.GKSVFLDQMK.K Dimethyl: 10

8935 true 2336 976.5751 975.5641 1 3.79 192.13 35.17
53.7 
(M:53.7) 1 1 0 R.GLFIIDDK.R Dimethyl: 1, 8

8936 true 2336 1025.5732 1024.5706 1 -4.5 286.39 35.83
42.8 
(M:42.8) 1 1 0 R.AGFITIGYR.G Dimethyl: 1

8937 true 2336 1369.7273 1368.7224 1 -1.73 241.32 35.5
21.8 
(M:21.8) 1 1 0 K.VYQGLYCVAIR.D Carbamidomethyl: 7; Dimethyl: 1

8938 true 2336 1538.8322 1537.8225 1 1.57 210.13 39
81.2 
(M:81.2) 2 1 0 R.AQFEQLCAALLSR.V

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

8939 false 2336 1538.8322 1537.8286 1 -2.45 186.5 39
27.2 
(M:27.2) 1 2 0 R.VQELGHGCAALVTK.A Carbamidomethyl: 8; Dimethyl: 1, 14



8940 true 2337 990.587 989.5797 1 -0.03 179.56 35.33
58.5 
(M:58.5) 1 1 0 R.GLFIIDEK.G Dimethyl: 1, 8

8941 true 2337 1031.6163 1030.6175 1 -8.2 229.2 35.67
42.0 
(M:42.0) 2 1 0 K.IGLFGGAGVGK.T Dimethyl: 1, 11

8942 true 2337 1033.5401 1032.5352 1 -2.39 172.22 33.17
18.4 
(M:18.4) 1 1 0 K.NIDNFLNR.Y Dimethyl: 1

8943 true 2337 1051.557 1050.5648 1 -14.26 192.58 31.67
24.2 
(M:24.2) 1 1 0 K.DVFSPIGER.L Dimethyl:2H(4): 1

8944 true 2337 1303.8084 1302.7995 1 1.25 258.92 40
17.6 
(M:17.6) 1 1 1 K.LALQKNVICGK.C

Carbamidomethyl: 9; Dimethyl:2H(4): 
5; Dimethyl: 11

8945 true 2337 1311.8025 1310.7962 1 -0.76 281.79 39.67
35.6 
(M:35.6) 1 1 0 K.YHLLLQELVK.H Dimethyl: 1, 10

8946 true 2337 1507.7551 1506.7395 1 5.51 214.47 40.67
59.1 
(M:59.1) 2 1 0 M.ATAPYNYSYIFK.Y Acetyl: 1; Dimethyl: 12



8947 true 2337 1552.8819 1551.8807 1 -3.92 169.15 38.17
61.5 
(M:61.5) 2 1 0 K.VVADQIPMLVQGVR.G Dimethyl: 1

8948 true 2338 1037.5659 1036.5603 1 -1.69 189.56 33.17
24.2 
(M:24.2) 1 1 0 K.NIDNFLNR.Y Dimethyl:2H(4): 1

8949 false 2338 1141.5771 1140.5961 1 -23.01 254.83 31.67
18.9 
(M:18.9) 1 2 0 K.ACVVHGSDLK.D Carbamidomethyl: 2; Dimethyl: 1, 10

8950 true 2338 1448.8837 1447.8762 1 0.13 373.9 41.83
71.5 
(M:71.5) 1 1 0 R.SQLQEALIHLIK.N Dimethyl: 1, 12

8951 true 2338 1556.9053 1555.9058 1 -4.99 153.52 38.17
35.5 
(M:35.5) 2 1 0 K.VVADQIPMLVQGVR.G Dimethyl:2H(4): 1

8952 true 2338 1558.7956 1557.7799 1 5.38 210.29 35.17
50.9 
(M:50.9) 1 1 0 K.CPQVVISFYEER.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

8953 true 2339 1107.5613 1106.5543 1 -0.25 313.19 33.17
30.2 
(M:30.2) 1 1 0 R.NEFLQLCR.A Carbamidomethyl: 7; Dimethyl: 1



8954 true 2339 1226.7237 1225.7295 1 -10.69 109.35 31.67
37.8 
(M:37.8) 1 1 0 R.AVFPSIVGRPR.H Dimethyl: 1

8955 true 2339 1226.7237 1225.7295 1 -10.69 109.35 31.67
37.8 
(M:37.8) 1 1 0 R.AVFPSIVGRPR.H Dimethyl: 1

8956 true 2339 1226.7237 1225.7295 1 -10.69 109.35 31.67
37.8 
(M:37.8) 1 1 0 R.AVFPSIVGRPR.H Dimethyl: 1

8957 true 2339 1226.7237 1225.7295 1 -10.69 109.35 31.67
37.8 
(M:37.8) 1 1 0 R.AVFPSIVGRPR.H Dimethyl: 1

8958 true 2339 1226.7237 1225.7295 1 -10.69 109.35 31.67
37.8 
(M:37.8) 1 1 0 R.AVFPSIVGRPR.H Dimethyl: 1

8959 true 2339 1416.7756 1415.7773 1 -6.34 242.02 35.5
23.7 
(M:23.7) 1 1 0 R.QPTPLSTVLYNR.K Dimethyl: 1

8960 false 2339 1559.8897 1558.8541 1 18.14 262.51 40.67
16.3 
(M:16.3) 1 2 1 R.MWELSAVAKVELR.G Dimethyl: 9



8961 true 2339 1559.8897 1558.8847 1 -1.42 250.8 40.67
23.5 
(M:23.5) 1 1 0 K.VSDILHSIFSSYK.E Dimethyl:2H(4): 1, 13

8962 true 2340 1222.6764 1221.6655 1 2.95 126.35 35.5
37.7 
(M:37.7) 1 1 0 K.NVFENALEVR.L Dimethyl:2H(4): 1

8963 false 2340 1392.8044 1391.7897 1 5.35 311.58 39.83
18.0 
(M:18.0) 2 2 0 K.QLQPFQVLMTR.K Dimethyl:2H(4): 1

8964 true 2340 1593.9189 1592.9039 1 4.88 257.69 40.67
38.9 
(M:38.9) 1 1 0 R.VGLEAVLLSAHPGFR.V Dimethyl: 1

8965 false 2341 1245.6653 1244.6547 1 2.66 130.25 33.17
20.4 
(M:20.4) 1 2 0 K.DAGTIAGLNVMR.I Dimethyl: 1

8966 true 2341 1362.7057 1361.6918 1 4.88 314.18 35.33
35.9 
(M:35.9) 1 1 0 R.GFAYVQFEDVR.D Dimethyl:2H(4): 1

8967 true 2341 1776.9801 1775.9505 1 12.59 290.22 40.83
59.5 
(M:59.5) 1 1 0 K.AVAVMAQWLALPDHAR.Q Dimethyl: 1



8968 true 2342 1508.7903 1507.7783 1 3.1 186.63 35.33
81.8 
(M:81.8) 1 1 1 R.ARFEELNADLFR.G Dimethyl: 1

8969 true 2342 1508.7903 1507.7783 1 3.1 186.63 35.33
81.8 
(M:81.8) 1 1 1 R.ARFEELNADLFR.G Dimethyl: 1

8970 true 2342 1780.9986 1779.9756 1 8.83 286.42 40.83
37.4 
(M:37.4) 1 1 0 K.AVAVMAQWLALPDHAR.Q Dimethyl:2H(4): 1

8971 true 2343 1512.8139 1511.8034 1 2.1 233.24 35.33
65.7 
(M:65.7) 1 1 1 R.ARFEELNADLFR.G Dimethyl:2H(4): 1

8972 false 2343 1512.8139 1511.8207 1 -9.33 230.95 35.33
26.8 
(M:26.8) 1 71.99 2 1 K.EFLKANTELMEK.L Dimethyl:2H(4): 4; Dimethyl: 12

8973 true 2343 1512.8139 1511.8034 1 2.1 233.24 35.33
65.7 
(M:65.7) 1 1 1 R.ARFEELNADLFR.G Dimethyl:2H(4): 1

8974 false 2344 1598.8999 1597.8563 1 22.7 267.65 35.33
17.2 
(M:17.2) 1 5 1 K.GAKLTPEEEEILNK.K Dimethyl: 1



8975 true 2344 2389.3488 2388.3318 1 4.07 250.52 41.83
48.9 
(M:48.9) 1 1 0 K.TLAYLLPAIVHINHQPYLER.G Dimethyl: 1

8976 true 2345 1264.794 1263.7915 1 -3.75 204.89 35.67
37.4 
(M:37.4) 2 1 0 K.ILITTVPPNLR.K Dimethyl: 1

8977 true 2345 1612.9306 1611.9196 1 2.34 227.28 35.33
70.2 
(M:70.2) 1 1 1 K.QLDDLKVELSQLR.V Dimethyl: 1, 6

8978 false 2345 1612.9306 1611.956 1 -20.22 163.73 35.33
15.8 
(M:15.8) 1 6 1 K.TALALEVGDIVKVTR.M Dimethyl: 1

8979 true 2345 1624.9538 1623.9348 1 7.22 224.03 39.83
30.9 
(M:30.9) 2 1 0 R.QIYPPINVLPSLSR.L Dimethyl: 1

8980 true 2345 1861.9534 1860.941 1 2.71 232.62 39.83
39.9 
(M:39.9) 1 1 1 R.AAVFNPYTEFKEFSR.R Dimethyl: 1, 11

8981 true 2345 1913.9687 1912.9618 1 -0.21 205.96 38.33
53.7 
(M:53.7) 2 1 0 R.VILQPDVNPGNCWAFR.G Carbamidomethyl: 12; Dimethyl: 1



8982 true 2345 2157.1089 2156.1199 1 -8.47 545.82 40.67
15.6 
(M:15.6) 1 50 1 1 R.MKCLYYLYATLDSNAVK.A

Carbamidomethyl: 3; Dimethyl:2H(4): 
1; Oxidation: 1; Dimethyl: 2, 17

8983 true 2345 2242.1342 2241.1229 1 1.82 303.72 32.5
83.4 
(M:83.4) 1 1 0 R.AHIVFDFHQAADGIQEQQR.Q Dimethyl:2H(4): 1

8984 true 2346 1268.8217 1267.8166 1 -1.7 254.28 35.67
31.2 
(M:31.2) 1 1 0 K.ILITTVPPNLR.K Dimethyl:2H(4): 1

8985 true 2346 1620.9743 1619.9698 1 -1.71 234.4 35.33
35.4 
(M:35.4) 1 1 1 K.QLDDLKVELSQLR.V Dimethyl:2H(4): 1, 6

8986 true 2346 2356.0614 2355.059 1 -2.05 172.88 32.33
43.7 
(M:43.7) 1 1 0

K.GNLYSFGCPEYGQLGHNSDG
K.F Carbamidomethyl: 8; Dimethyl: 1, 21

8987 true 2347 1639.7823 1638.789 1 -8.51 137.97 31.67
21.2 
(M:21.2) 1 1 0 K.IGTAEPDYGALYEGR.H Dimethyl: 1

8988 true 2347 1869.9787 1868.9835 1 -6.48 251.38 35.33
61.5 
(M:61.5) 1 1 0 R.QLYYFAQQNSGHLLR.G Dimethyl:2H(4): 1



8989 true 2348 1001.5621 1000.5531 1 1.66 163.91 35.67
47.2 
(M:47.2) 1 1 0 K.ELEFYLR.K Dimethyl:2H(4): 1

8990 false 2348 1332.7299 1331.7387 1 -12.08 468.63 42
17.8 
(M:17.8) 2 47.47 5 1 R.GSSSKYLVEFR.A Dimethyl:2H(4): 5; Dimethyl: 1

8991 true 2349 1218.6509 1217.6404 1 2.65 135.61 35.5
63.6 
(M:63.6) 1 1 0 K.NVFENALEVR.L Dimethyl: 1

8992 true 2349 2103.1613 2102.1542 1 -0.09 184.81 38.33
94.1 
(M:94.1) 1 1 0

K.VLPLAPSVGDMPMEAMKPR.
S Dimethyl:2H(4): 1, 17

8993 true 2349 2634.4139 2633.4243 1 -6.68 287.53 32.5
61.8 
(M:61.8) 1 1 1

R.YPDSHQLFVGNLPHDVDKSEL
K.D Dimethyl:2H(4): 1, 18, 22

8994 true 2350 1244.6365 1243.6237 1 4.38 142.29 35.5
42.2 
(M:42.2) 1 1 0 R.IAEFAFEYAR.N Dimethyl: 1

8995 true 2350 1376.6984 1375.6884 1 1.96 278.87 33.5
68.8 
(M:68.8) 1 1 0 K.HFSVEGQLEFR.A Dimethyl: 1



8996 true 2350 1757.8916 1756.9029 1 -10.58 124.45 31.67
15.3 
(M:15.3) 1 1 1 R.DVLICPDASLEDARK.E Carbamidomethyl: 5; Dimethyl: 1, 15

8997 true 2350 2146.1125 2145.1219 1 -7.74 97.68 38.17
35.0 
(M:35.0) 1 1 0 K.VFVYNNTSIVQDEILAHR.L Dimethyl: 1

8998 true 2350 2452.369 2451.3526 1 3.73 239.25 39.67
87.2 
(M:87.2) 2 37.84 1 1

R.KPEELKDLAPGTNPPFLLFNR.
E Dimethyl: 1, 6

8999 true 2351 739.4556 738.4428 1 7.47 311.42 35.67
27.8 
(M:27.8) 2 1 0 R.YFLLR.A Dimethyl: 1

9000 false 2351 882.5352 881.5335 1 -6.3 587.21 32.5
16.2 
(M:16.2) 1 2 0 R.DLAPLGIR.V Dimethyl: 1

9001 true 2351 950.5973 949.5899 1 0.14 166.09 38.5
55.2 
(M:55.2) 1 1 0 K.ELFLGALR.K Dimethyl:2H(4): 1

9002 true 2351 1248.656 1247.6488 1 -0.06 81.44 35.67
19.7 
(M:19.7) 1 1 0 R.IAEFAFEYAR.N Dimethyl:2H(4): 1



9003 false 2352 796.4716 795.4531 1 14.13 489.03 35.67
21.6 
(M:21.6) 1 2 0 K.FLADFK.R Dimethyl: 1, 6

9004 false 2352 997.5358 996.5426 1 -14.19 172.1 35.67
15.6 
(M:15.6) 1 7 1 R.MRSGSYIK.A Dimethyl: 1, 8

9005 true 2352 997.5358 996.528 1 0.45 157.67 35.67
35.3 
(M:35.3) 1 1 0 K.ELEFYLR.K Dimethyl: 1

9006 false 2352 1032.6331 1031.6277 1 -1.82 162.13 38.33
17.3 
(M:17.3) 1 4 1 K.IQEELRGK.E Dimethyl:2H(4): 1; Dimethyl: 8

9007 true 2352 1660.8398 1659.8403 1 -4.67 223.88 35.67
39.0 
(M:39.0) 1 1 0 R.AAQGTPSFTIGLPGCR.G Carbamidomethyl: 15; Dimethyl: 1

9008 false 2353 811.4498 810.4496 1 -8.71 410.51 35.5
17.1 
(M:17.1) 1 2 1 R.MAMFKK.S Dimethyl: 1, 6

9009 false 2353 811.4498 810.4276 1 18.4 424.84 35.5
17.1 
(M:17.1) 1 4 0 R.FVDFQK.V Dimethyl: 6



9010 true 2353 811.4498 810.4428 1 -0.4 469.68 35.5
18.9 
(M:18.9) 1 1 0 K.WFFQK.L Dimethyl: 1, 5

9011 true 2353 1073.5366 1072.5342 1 -4.56 304.93 38.5
37.6 
(M:37.6) 2 1 0 K.GFGFVSFER.H Dimethyl: 1

9012 false 2354 1045.601 1044.6002 1 -6.12 207.58 32.67
15.2 
(M:15.2) 1 5 0 R.ELLGMSVLR.H Dimethyl: 1

9013 false 2354 1045.601 1044.5703 1 22.44 258.8 32.67
17.2 
(M:17.2) 1 48.62 2 0 K.EIVLETADK.E Dimethyl: 1

9014 true 2354 1140.598 1139.6165 1 -22.61 320.91 35.83
69.1 
(M:69.1) 2 1 0 R.APFDLFENK.K Dimethyl:2H(4): 1; Dimethyl: 9

9015 false 2354 1202.6375 1201.6554 1 -20.94 140.73 38.5
24.7 
(M:24.7) 2 64.01 2 1 K.KVNALSEEEK.T Dimethyl: 1, 10

9016 true 2354 3265.4933 3264.5015 1 -4.75 204.17 39.83
97.3 
(M:97.3) 1 1 0

K.HHDAGTAFIQTQQLHAAMA
DTFLEHMCR.L Carbamidomethyl: 27; Dimethyl: 1



9017 true 2355 940.464 939.4637 1 -7.37 180.38 35.5
31.8 
(M:31.8) 1 1 0 R.SGMYWIR.F Dimethyl: 1

9018 false 2355 940.464 939.4736 1 -17.89 190.01 35.5
16.2 
(M:16.2) 1 3 0 K.LCSIYEK.F Carbamidomethyl: 2; Dimethyl: 7

9019 true 2355 1052.5901 1051.5964 1 -12.92 223.19 32.5
22.6 
(M:22.6) 2 1 0 R.EQLFQSLR.E Dimethyl:2H(4): 1

9020 true 2355 1421.7462 1420.7351 1 2.69 304.34 35.67
92.5 
(M:92.5) 2 1 0 K.FVEGLPINDFSR.E Dimethyl: 1

9021 false 2355 1627.9945 1626.9469 1 24.75 328.4 41
17.3 
(M:17.3) 1 2 1 R.IPMVGLGTWKAPPGK.V

Dimethyl:2H(4): 15; Oxidation: 3; 
Dimethyl: 1

9022 true 2355 2064.8922 2063.9041 1 -9.25 139.67 31.67
71.5 
(M:71.5) 1 1 0 R.AAAELEPQGFDCECLGGGR.I Carbamidomethyl: 12, 14; Dimethyl: 1

9023 true 2355 3269.513 3268.5266 1 -6.41 269.71 39.83
91.4 
(M:91.4) 1 1 0

K.HHDAGTAFIQTQQLHAAMA
DTFLEHMCR.L

Carbamidomethyl: 27; Dimethyl:2H(4): 
1



9024 false 2356 860.5252 859.5178 1 0.15 654.9 35.83
30.1 
(M:30.1) 1 3 0 R.AAGLVNGAR.Q Dimethyl:2H(4): 1

9025 true 2356 860.5252 859.528 1 -11.72 621.42 35.83
55.2 
(M:55.2) 2 1 0 K.LGFAGIVR.E Dimethyl: 1

9026 false 2356 963.5464 962.5471 1 -8.21 250.86 35.67
22.6 
(M:22.6) 1 3 1 R.VMEKGSIK.C Oxidation: 2; Dimethyl: 1, 8

9027 true 2356 963.5464 962.5372 1 2.06 221.27 35.67
36.6 
(M:36.6) 2 1 0 K.QCFLVLR.Q Carbamidomethyl: 2; Dimethyl: 1

9028 false 2356 1093.6317 1092.6114 1 11.9 288.57 32.67
17.3 
(M:17.3) 1 3 0 K.HLHSTMVIK.L Dimethyl: 9

9029 true 2356 1093.6317 1092.6291 1 -4.34 281.34 32.67
22.5 
(M:22.5) 1 1 0 R.LDEAIHVLR.N Dimethyl: 1

9030 true 2356 1425.7763 1424.7602 1 6.24 280.66 35.67
72.1 
(M:72.1) 2 1 0 K.FVEGLPINDFSR.E Dimethyl:2H(4): 1



9031 true 2356 2020.1238 2019.1125 1 1.97 233.54 41.83
42.9 
(M:42.9) 1 1 0 K.VLNEAVGALMYHTITLSR.Q Dimethyl:2H(4): 1

9032 true 2356 2068.9118 2067.9292 1 -11.9 168 31.67
73.0 
(M:73.0) 1 1 0 R.AAAELEPQGFDCECLGGGR.I

Carbamidomethyl: 12, 14; 
Dimethyl:2H(4): 1

9033 true 2357 967.5682 966.5623 1 -1.35 232.17 35.67
23.2 
(M:23.2) 1 1 0 K.QCFLVLR.Q

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

9034 true 2357 1143.6682 1142.6659 1 -4.4 360.08 32.67
47.7 
(M:47.7) 4 1 0 R.IALTDNSLIR.K Dimethyl: 1

9035 true 2357 1320.7583 1319.7489 1 1.58 283.36 39.83
62.2 
(M:62.2) 2 1 0 R.AFITNIPFDVK.W Dimethyl: 1, 11

9036 true 2357 2129.0223 2128.0396 1 -11.58 167.38 31.67
51.9 
(M:51.9) 1 1 0 K.QLSNPVTGLTNVEDENSQR.Y Dimethyl: 1

9037 false 2358 864.5461 863.5201 1 21.73 565.54 35.83
16.8 
(M:16.8) 1 10 0 R.LGMGLVSR.S Dimethyl:2H(4): 1



9038 false 2358 864.5461 863.5531 1 -16.46 587.15 35.83
25.5 
(M:25.5) 1 2 0 K.LGFAGIVR.E Dimethyl:2H(4): 1

9039 false 2358 864.5461 863.5531 1 -16.46 387.48 35.83
19.3 
(M:19.3) 1 5 1 R.VVFSPKR.M Dimethyl:2H(4): 6

9040 false 2358 980.608 979.6117 1 -11.14 193.68 35.67
16.8 
(M:16.8) 1 2 1 R.RVYEILR.L Dimethyl:2H(4): 1

9041 true 2358 980.608 979.6004 1 0.32 211.81 35.67
26.7 
(M:26.7) 1 1 0 R.SLIPSYIR.D Dimethyl:2H(4): 1

9042 true 2358 1156.5721 1155.5685 1 -3.18 362.68 32.67
48.0 
(M:48.0) 2 1 0 R.DYFIPCPGR.G

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

9043 true 2358 1328.8068 1327.7991 1 0.32 199.17 39.83
51.2 
(M:51.2) 2 1 0 R.AFITNIPFDVK.W Dimethyl:2H(4): 1, 11

9044 false 2358 1328.8068 1327.8203 1 -15.58 160.91 39.83
16.1 
(M:16.1) 1 55.79 3 1 R.LKYALTGDEVK.K Dimethyl:2H(4): 1, 11; Dimethyl: 2



9045 true 2358 1836.9582 1835.9359 1 8.19 265.01 41
39.5 
(M:39.5) 1 1 0 K.GFFNIYHPLDPVAYR.I Dimethyl: 1

9046 true 2359 1222.6196 1221.6176 1 -4.31 177.8 32.5
32.3 
(M:32.3) 1 1 0 R.MESVFNQAIR.N Dimethyl: 1

9047 true 2359 1819.9031 1818.8611 1 19.08 189.25 35.67
22.5 
(M:22.5) 1 1 0 R.QITQVYGFYDECLR.K Carbamidomethyl: 12; Dimethyl: 1

9048 true 2359 1840.9834 1839.961 1 8.23 363.31 41
39.2 
(M:39.2) 1 1 0 K.GFFNIYHPLDPVAYR.I Dimethyl:2H(4): 1

9049 true 2359 1912.1383 1911.1281 1 1.53 358.49 33.17
57.0 
(M:57.0) 1 1 1 K.KLSPALPEEDAPVVNIR.N Dimethyl:2H(4): 1, 1

9050 true 2360 1249.6956 1248.7128 1 -19.57 147.83 33.5
32.4 
(M:32.4) 1 1 0 K.QVAEQFLNIR.S Dimethyl:2H(4): 1

9051 false 2360 1571.8689 1570.8429 1 11.94 326.76 42
15.6 
(M:15.6) 1 2 1 K.KYLPGMAVGYSSAK.L Oxidation: 6; Dimethyl: 1, 1, 14



9052 true 2360 1571.8689 1570.8541 1 4.79 245.55 42
29.6 
(M:29.6) 1 1 0 R.LQLLSNLFHGMDK.N Dimethyl: 1, 13

9053 true 2360 2123.9682 2122.99 1 -13.67 274.23 34.33
63.0 
(M:63.0) 1 1 0 R.HFIMQVVCEATQCPDTR.V

Carbamidomethyl: 8, 13; 
Dimethyl:2H(4): 1

9054 true 2361 981.537 980.5514 1 -22.09 146.93 35.83
33.0 
(M:33.0) 1 50 1 1 K.KQLEMEK.Q

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 7

9055 true 2361 1049.6135 1048.6103 1 -3.89 251.58 35.5
15.4 
(M:15.4) 1 1 0 K.NLMFIVLR.D Oxidation: 3; Dimethyl: 1

9056 true 2361 1253.7192 1252.7139 1 -1.62 186.25 32.67
75.1 
(M:75.1) 5 1 0 R.QITINDLPVGR.S Dimethyl: 1

9057 false 2361 1253.7192 1252.6888 1 18.44 246.56 32.67
22.1 
(M:22.1) 1 3 0 R.QSPSPSTRPIR.R Dimethyl: 1

9058 false 2362 1022.6205 1021.592 1 20.76 257.58 35.83
17.5 
(M:17.5) 1 7 0 R.LQHAADLVK.T Dimethyl: 9



9059 false 2362 1022.6205 1021.5916 1 21.22 217.17 35.83
16.7 
(M:16.7) 1 9 0 R.IMMLSVLK.H Oxidation: 2, 3; Dimethyl: 1, 8

9060 false 2362 1080.6495 1079.6376 1 4.24 242.84 40.17
18.0 
(M:18.0) 1 50 5 1 K.KLSEDSLTK.Q Dimethyl:2H(4): 9; Dimethyl: 1

9061 false 2362 1080.6495 1079.6165 1 23.79 471.72 40.17
23.6 
(M:23.6) 1 2 0 K.QFLAPETSK.Q Dimethyl:2H(4): 1; Dimethyl: 9

9062 false 2362 1085.6643 1084.6757 1 -17.22 187.25 35.5
15.9 
(M:15.9) 1 2 1 R.AGLFKGLAPR.L Dimethyl: 1, 5

9063 false 2362 1257.7445 1256.7089 1 22.56 230.34 32.67
17.6 
(M:17.6) 1 5 1 R.SSPQLESGLKR.I Dimethyl: 1, 10

9064 true 2362 1257.7445 1256.739 1 -1.45 209.31 32.67
47.5 
(M:47.5) 3 1 0 R.QITINDLPVGR.S Dimethyl:2H(4): 1

9065 true 2363 1136.5753 1135.5914 1 -20.52 307.85 35.83
29.6 
(M:29.6) 1 1 0 R.APFDLFENK.K Dimethyl: 1, 9



9066 true 2363 1146.7292 1145.7285 1 -5.7 467.46 35.67
53.0 
(M:53.0) 2 1 0 R.LLSIPIHGIR.A Dimethyl: 1

9067 true 2363 1274.7307 1273.7292 1 -4.54 168.71 32.67
49.5 
(M:49.5) 2 1 0 K.DAGQISGLNVLR.V Dimethyl:2H(4): 1

9068 false 2363 1795.8841 1794.8794 1 -1.42 185.79 39.83
15.3 
(M:15.3) 1 3 1 K.AEENLLMLCEEKER.Q

Carbamidomethyl: 9; Dimethyl:2H(4): 
12

9069 true 2363 1911.0088 1909.9978 1 1.93 274.11 42
61.5 
(M:61.5) 1 1 0 R.DIPFSAIYFPVYAHSK.L Dimethyl: 1, 16

9070 true 2363 2766.1841 2765.2264 1 -17.91 111.6 31.67
107.6 
(M:107.6) 1 1 0

K.QPEIDQEVYDDVGEQDSISSQ
SGGR.N Dimethyl: 1

9071 true 2364 1154.5831 1153.5838 1 -6.93 382.42 35.83
18.8 
(M:18.8) 1 1 0 R.DNISELMEK.C

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 9

9072 false 2364 1169.698 1168.6816 1 7.79 565.29 35.67
15.1 
(M:15.1) 1 5 0 K.IQNLEALLQK.S



9073 true 2364 1169.698 1168.6928 1 -1.82 400.7 35.67
23.6 
(M:23.6) 1 1 0 R.GQNLLLTNLR.T Dimethyl: 1

9074 true 2364 1302.6422 1301.6404 1 -4.2 246.68 32.67
19.5 
(M:19.5) 1 1 0 R.QYFEQFGTVR.R Dimethyl: 1

9075 false 2365 946.5738 945.543 1 24.91 150.8 38.5
21.9 
(M:21.9) 1 2 1 R.IMKAQALR.D Oxidation: 2

9076 false 2365 946.5738 945.543 1 24.91 150.8 38.5
21.9 
(M:21.9) 1 2 1 R.IMKAQALR.D Oxidation: 2

9077 false 2365 1158.6054 1157.627 1 -24.94 627.62 35.83
16.7 
(M:16.7) 1 2 1 K.YADPEFTKK.L Dimethyl:2H(4): 1; Dimethyl: 9

9078 true 2365 1317.6919 1316.6877 1 -2.34 280.87 32.5
61.2 
(M:61.2) 1 1 0 K.FFLHQALEER.K Dimethyl: 1

9079 true 2365 2006.0671 2005.0623 1 -1.21 179.7 42.33
24.1 
(M:24.1) 1 1 0 R.DIPFSAIYFPCYAHLK.A

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 16



9080 false 2366 967.5595 966.5386 1 14.11 307.59 38.67
16.6 
(M:16.6) 1 8 0 K.SSLGGYTVK.I Dimethyl: 1, 9

9081 true 2366 967.5595 966.5539 1 -1.66 183.61 38.67
42.5 
(M:42.5) 1 1 0 K.LIFYDLR.G Dimethyl: 1

9082 true 2366 1234.7581 1233.7809 1 -24.32 237.43 35.67
60.6 
(M:60.6) 1 1 0 K.IPGIVIAATPVR.A Dimethyl: 1

9083 true 2366 1321.7164 1320.7128 1 -2.78 310.37 32.5
36.9 
(M:36.9) 1 1 0 K.FFLHQALEER.K Dimethyl:2H(4): 1

9084 true 2367 971.583 970.579 1 -3.29 147.27 38.67
31.5 
(M:31.5) 1 1 0 K.LIFYDLR.G Dimethyl:2H(4): 1

9085 true 2367 1238.7947 1237.806 1 -14.96 207.4 35.67
51.1 
(M:51.1) 1 1 0 K.IPGIVIAATPVR.A Dimethyl:2H(4): 1

9086 true 2367 1333.7434 1332.7402 1 -3.03 259.17 32.5
35.6 
(M:35.6) 1 1 0 K.QLIQSSFVVER.Q Dimethyl: 1



9087 true 2367 1364.6674 1363.6628 1 -1.95 305.46 35.83
58.0 
(M:58.0) 2 1 0 R.MLDMGFEPQIR.K Dimethyl: 1

9088 true 2367 1364.6674 1363.6628 1 -1.95 305.46 35.83
58.0 
(M:58.0) 2 1 0 R.MLDMGFEPQIR.K Dimethyl: 1

9089 true 2367 1364.6674 1363.6628 1 -1.95 305.46 35.83
58.0 
(M:58.0) 2 1 0 R.MLDMGFEPQIR.R Dimethyl: 1

9090 true 2367 2108.1724 2107.1578 1 3.44 228.05 42.17
34.6 
(M:34.6) 1 1 0 R.VRPHTGQLLWFLDEAAAK.E Dimethyl: 1, 18

9091 true 2367 2150.1176 2149.0997 1 4.98 180.03 40
44.2 
(M:44.2) 1 1 1 K.AANPIPPEVDRWFYYQK.N Dimethyl: 1, 17

9092 false 2368 1319.7604 1318.747 1 4.66 309.7 35.5
17.0 
(M:17.0) 1 4 1 R.RAITGHIPDALR.N

9093 true 2368 1368.6948 1367.6879 1 -0.29 289.7 35.83
66.7 
(M:66.7) 2 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1



9094 true 2368 1368.6948 1367.6879 1 -0.29 289.7 35.83
66.7 
(M:66.7) 2 1 0 R.MLDMGFEPQIR.R Dimethyl:2H(4): 1

9095 true 2368 1368.6948 1367.6879 1 -0.29 289.7 35.83
66.7 
(M:66.7) 2 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1

9096 true 2368 2162.1498 2161.132 1 4.85 280 42.17
91.5 
(M:91.5) 1 1 0 K.EAQTSFLHLGYLPNQLFR.T Dimethyl: 1

9097 true 2369 1072.6181 1071.6338 1 -21.45 118.7 38.5
16.4 
(M:16.4) 1 1 0 K.NLGSGSPKPR.Q Dimethyl:2H(4): 1; Dimethyl: 8

9098 true 2370 1180.6033 1179.6136 1 -14.84 139.71 31.83
17.6 
(M:17.6) 1 1 0 R.ISGLIYEETR.G

9099 true 2370 1343.7578 1342.7497 1 0.64 209.91 33.5
49.6 
(M:49.6) 1 1 0 K.HALIIYDDLSK.Q Dimethyl: 1, 11

9100 false 2371 1077.5666 1076.5844 1 -23.32 312.54 38.5
21.6 
(M:21.6) 1 5.9 4 0 K.GFGFVSFEK.H Dimethyl:2H(4): 9; Dimethyl: 1



9101 true 2371 1348.6572 1347.6571 1 -5.36 318.49 33.33
31.4 
(M:31.4) 1 1 0 K.HFSVEGQLEFR.A

9102 true 2371 1374.7934 1373.7947 1 -6.28 351.89 35.83
57.0 
(M:57.0) 3 1 1 K.KAPDFVFYAPR.L Dimethyl:2H(4): 1, 1

9103 true 2371 1374.7934 1373.7947 1 -6.28 351.89 35.83
57.0 
(M:57.0) 3 1 1 K.KAPDFVFYAPR.L Dimethyl:2H(4): 1, 1

9104 true 2371 1374.7934 1373.7947 1 -6.28 351.89 35.83
57.0 
(M:57.0) 3 1 1 K.KAPDFVFYAPR.L Dimethyl:2H(4): 1, 1

9105 true 2371 1386.744 1385.7085 1 20.31 496.01 36.67
24.3 
(M:24.3) 1 1 0 -.MANQVNGNAVQLK.E

9106 true 2371 1783.8991 1782.8946 1 -1.6 177.85 35.83
44.8 
(M:44.8) 1 1 0 R.SMLEVNYPMENGIVR.N Dimethyl:2H(4): 1

9107 true 2372 1079.5988 1078.5845 1 6.52 171.01 38.67
25.0 
(M:25.0) 1 1 0 R.TFVLEVMGR.H Dimethyl: 1



9108 true 2372 1351.8073 1350.7999 1 0.12 273.59 33.5
55.0 
(M:55.0) 1 1 0 K.HALIIYDDLSK.Q Dimethyl:2H(4): 1, 11

9109 false 2372 1462.8419 1461.8242 1 7.14 356.86 35.67
17.3 
(M:17.3) 1 6 1 K.AKGLEISGTFSHR.Q Dimethyl:2H(4): 2; Dimethyl: 1

9110 false 2372 1462.8419 1461.8344 1 0.15 443.09 35.67
15.6 
(M:15.6) 1 9 0 R.VLAHLAPLFDNPK.L Dimethyl: 13

9111 false 2372 1462.8419 1461.8555 1 -14.29 184.83 35.67
21.7 
(M:21.7) 1 3 0 R.SLLLGPDGTPVLPR.S Dimethyl: 1

9112 false 2372 1462.8419 1461.8378 1 -2.15 380.62 35.67
18.3 
(M:18.3) 1 4 1 K.MALLGKIYAGTPR.Y Oxidation: 1; Dimethyl: 1, 6

9113 true 2373 1083.6092 1082.6096 1 -7.12 221.5 38.67
26.4 
(M:26.4) 1 1 0 R.TFVLEVMGR.H Dimethyl:2H(4): 1

9114 true 2373 1286.6095 1285.6162 1 -10.87 185.33 31.83
57.3 
(M:57.3) 1 1 0 R.LGDLYEEEMR.E Dimethyl:2H(4): 1



9115 true 2373 1422.7642 1421.7377 1 13.53 336.6 35.67
52.6 
(M:52.6) 2 1 0 R.YWLCAATGPSIK.I Carbamidomethyl: 4; Dimethyl: 1, 12

9116 true 2373 1552.814 1551.8443 1 -24.22 153.08 32.5
30.4 
(M:30.4) 1 1 0 K.TLINAENPPMAVVR.K Dimethyl: 1

9117 false 2374 1160.6109 1159.5972 1 5.49 330.12 39.33
17.6 
(M:17.6) 1 6 1 K.ELKEEIDEK.N Dimethyl: 1

9118 false 2374 1390.8953 1389.872 1 11.56 338.41 42.17
15.4 
(M:15.4) 1 2 1 K.IRFLILPDMLK.N Dimethyl:2H(4): 11

9119 true 2374 1390.8953 1389.8835 1 3.25 354.05 42.17
46.8 
(M:46.8) 1 1 0 K.EGGFVLLHTLLK.E Dimethyl:2H(4): 1, 12

9120 false 2374 1471.8363 1470.8294 1 -0.2 374.59 40.5
26.5 
(M:26.5) 1 90.24 2 1 R.LATALQKLEEAEK.A Dimethyl: 7

9121 false 2374 1471.8363 1470.8294 1 -0.2 374.59 40.5
26.5 
(M:26.5) 1 90.24 2 1 R.LATALQKLEEAEK.A Dimethyl: 7



9122 true 2374 1608.8236 1607.8308 1 -8.94 235.84 33.33
75.2 
(M:75.2) 1 1 0 R.YGPLTGVNVVYDQR.T Dimethyl: 1

9123 false 2374 1608.8236 1607.8043 1 7.52 504.95 33.33
18.4 
(M:18.4) 1 2 1 K.SDQDYILKDGDLVK.I

9124 true 2374 2117.0444 2116.0378 1 -0.3 182.43 35.83
85.0 
(M:85.0) 2 1 0 K.FITHAPPGEFNEVFNDVR.L Dimethyl: 1

9125 true 2375 1440.716 1439.7235 1 -10.24 231.25 32
23.4 
(M:23.4) 1 1 0 R.AVFDETYPDPVR.V Dimethyl:2H(4): 1

9126 true 2375 1462.8479 1461.8378 1 1.94 406.57 35.67
44.7 
(M:44.7) 2 1 1 K.LKEVFSMAGAVVR.A Dimethyl: 1, 2

9127 false 2376 775.4962 774.5004 1 -14.76 368.72 35.83
21.1 
(M:21.1) 1 3 0 R.ALAGFLK.L Dimethyl: 1, 7

9128 true 2376 1204.6552 1203.6499 1 -1.67 67.8 39.33
32.0 
(M:32.0) 1 1 0 K.EFVEAVIELR.K



9129 false 2376 1748.8837 1747.8893 1 -7.38 159.28 32.5
21.3 
(M:21.3) 1 2 0 K.YAIAVNDLGTEYVHR.Y Dimethyl: 1

9130 false 2377 789.5119 788.4909 1 17.43 348.3 36
20.8 
(M:20.8) 1 10 0 R.LIGFAIR.D

9131 false 2377 789.5119 788.516 1 -14.42 365.29 36
27.4 
(M:27.4) 1 71.62 3 0 K.LIGAFIK.E Dimethyl: 7

9132 true 2377 1228.7197 1227.7227 1 -8.4 176.43 40.5
55.4 
(M:55.4) 1 1 0 R.GLALALFGGEPK.N Dimethyl: 1, 12

9133 true 2377 1229.7249 1228.718 1 -0.28 113.93 38.67
27.4 
(M:27.4) 1 1 0 R.LLNFPTIVER.G Dimethyl: 1

9134 true 2378 832.43 831.4392 1 -19.71 409.88 35.83
23.4 
(M:23.4) 1 1 0 K.LWSWGR.N Dimethyl: 1

9135 true 2378 1269.7479 1268.7452 1 -3.59 147.36 38.67
44.5 
(M:44.5) 1 1 0 K.IEGLQSLVNLR.E Dimethyl: 1



9136 false 2378 1412.7468 1411.7307 1 6.25 337.79 40
16.7 
(M:16.7) 1 2 1 K.GLVKEAEENDPR.V Dimethyl: 1, 4

9137 true 2378 1495.6659 1494.6595 1 -0.61 109.69 31.83
35.2 
(M:35.2) 1 1 0 R.EGGDFVCCALSPR.G Carbamidomethyl: 7, 8; Dimethyl: 1

9138 false 2378 1495.6659 1494.6699 1 -7.54 128.85 31.83
16.8 
(M:16.8) 1 2 1 R.SYESANGRSEDPR.S Dimethyl: 1

9139 true 2378 1873.9065 1872.9006 1 -0.76 239.34 32.5
52.7 
(M:52.7) 1 1 0 K.NYLSNPSYNYEIVNR.A Dimethyl: 1

9140 true 2379 1517.7815 1516.8035 1 -19.26 139.44 31.83
70.1 
(M:70.1) 1 1 0 K.GVVDSDDLPLNVSR.E Dimethyl:2H(4): 1

9141 false 2379 1517.7815 1516.7773 1 -2.02 141.84 31.83
15.8 
(M:15.8) 1 4 0 K.ESQIFPPTTGGAEK.M Dimethyl: 1, 14

9142 true 2379 1877.9311 1876.9257 1 -1.02 288.48 32.5
32.0 
(M:32.0) 1 1 0 K.NYLSNPSYNYEIVNR.A Dimethyl:2H(4): 1



9143 true 2380 1777.8255 1776.8107 1 4.2 206.77 36.17
114.2 
(M:114.2) 2 1 0 K.LVSWYDNEFGYSNR.V Dimethyl: 1

9144 true 2380 1906.9045 1905.8899 1 3.81 295.59 33.5
50.8 
(M:50.8) 1 1 1 K.HMNLILCDCDEFRK.I

Carbamidomethyl: 7, 9; Dimethyl: 1, 
14

9145 true 2380 1946.939 1945.939 1 -3.74 94.68 35.5
46.3 
(M:46.3) 2 1 0 R.VTNQATIMCTSYVQFR.E Carbamidomethyl: 9; Dimethyl: 1

9146 true 2380 2166.1745 2165.1571 1 4.67 346.26 42.17
65.8 
(M:65.8) 1 1 0 K.EAQTSFLHLGYLPNQLFR.T Dimethyl:2H(4): 1

9147 true 2381 1596.7539 1595.758 1 -7.13 149.86 32
51.9 
(M:51.9) 1 1 0 K.LEVEANNAFDQYR.D Dimethyl: 1

9148 true 2381 1781.8486 1780.8359 1 3.06 197.29 36.17
91.7 
(M:91.7) 1 1 0 K.LVSWYDNEFGYSNR.V Dimethyl:2H(4): 1

9149 true 2381 1950.9716 1949.9641 1 0.1 161.16 35.5
52.6 
(M:52.6) 1 1 0 R.VTNQATIMCTSYVQFR.E

Carbamidomethyl: 9; Dimethyl:2H(4): 
1



9150 true 2381 2066.1372 2065.1448 1 -7.19 197.02 32.5
19.7 
(M:19.7) 1 1 0 K.LDGEVIPHFPANHEVLSK.V Dimethyl:2H(4): 1, 18

9151 false 2382 1008.5773 1007.5804 1 -10.28 219.61 35.83
16.9 
(M:16.9) 1 7 0 R.FAVFGLGNK.T Dimethyl: 1, 9

9152 true 2382 1380.7563 1379.7489 1 0.06 237.69 38.5
52.8 
(M:52.8) 1 1 0 R.YVWLVYEQPK.Q Dimethyl: 1, 10

9153 true 2382 1600.7784 1599.7831 1 -7.49 156.99 32
77.0 
(M:77.0) 1 1 0 K.LEVEANNAFDQYR.D Dimethyl:2H(4): 1

9154 false 2383 960.5486 959.5474 1 -6.35 187.53 40.17
15.7 
(M:15.7) 1 2 1 R.MALKNAEK.E Dimethyl: 4, 8

9155 true 2383 1629.8972 1628.8814 1 5.21 214.9 36.33
72.4 
(M:72.4) 1 1 1 K.IVLEDKDYYLFR.D Dimethyl: 1, 6

9156 true 2383 2141.0845 2140.0735 1 1.74 248.63 32.5
66.5 
(M:66.5) 1 1 0 -.MDIRPNHTIYINNINDK.I Acetyl: 1; Dimethyl: 17



9157 false 2384 1022.5886 1021.592 1 -10.46 220.24 36
17.5 
(M:17.5) 1 8 0 K.VEHLLQQK.E Dimethyl: 1

9158 true 2384 1429.7502 1428.7402 1 1.91 221.25 38.5
23.8 
(M:23.8) 1 1 0 R.LQYYAAIAGEFR.N Dimethyl: 1

9159 true 2384 1637.9461 1636.9316 1 4.38 210.16 36.17
58.2 
(M:58.2) 1 1 1 K.IVLEDKDYYLFR.D Dimethyl:2H(4): 1, 6

9160 true 2384 1731.8768 1730.8839 1 -8.28 131.76 32
67.3 
(M:67.3) 1 1 0 K.ILEQGEEFAANEVVR.I Dimethyl: 1

9161 true 2384 2145.1114 2144.0986 1 2.54 239.27 32.5
38.1 
(M:38.1) 1 1 0 -.MDIRPNHTIYINNINDK.I Dimethyl:2H(4): 17; Acetyl: 1

9162 true 2385 1030.6372 1029.6463 1 -15.84 282.86 35.83
30.8 
(M:30.8) 1 1 0 K.VFQFLNAK.C Dimethyl:2H(4): 1, 8

9163 true 2385 1433.7705 1432.7653 1 -1.42 301.15 38.5
36.4 
(M:36.4) 1 1 0 R.LQYYAAIAGEFR.N Dimethyl:2H(4): 1



9164 true 2385 2035.0043 2034.0008 1 -1.89 201.94 33.33
17.9 
(M:17.9) 1 1 0 K.VAMSHFEPNEYINYEK.L Dimethyl:2H(4): 1, 16

9165 false 2386 1258.7361 1257.7366 1 -6.2 261.58 40.17
18.2 
(M:18.2) 1 2 1 K.AMLKVQEDIK.A Dimethyl: 1, 4, 10

9166 true 2386 1691.9844 1690.9593 1 10.53 199.43 41.67
46.1 
(M:46.1) 1 1 0 R.LVLLEPVFPIACHR.L Carbamidomethyl: 12; Dimethyl: 1

9167 true 2386 2238.108 2237.0978 1 1.32 281.77 32.5
56.4 
(M:56.4) 1 1 0 R.AHIVFDFHQAADGIQEQQR.Q Dimethyl: 1

9168 true 2387 1424.7665 1423.75 1 6.49 305.41 40.17
26.4 
(M:26.4) 1 1 0 K.VEGFPTIYFAPR.D Dimethyl: 1

9169 false 2387 1499.8088 1498.8256 1 -16.07 128.93 38.5
21.1 
(M:21.1) 1 2 1 R.EISYAIKNIHGVR.T

9170 true 2387 1534.8854 1533.8701 1 5.2 242.85 42.5
48.7 
(M:48.7) 1 1 0 K.SGILPILVHCLER.D Carbamidomethyl: 10; Dimethyl: 1



9171 true 2387 2162.0725 2161.0449 1 9.44 241.29 41.5
39.6 
(M:39.6) 2 1 0

K.GAGHMVPTDQPLAAFTMFSR
.F Dimethyl: 1

9172 true 2387 2443.2411 2442.2292 1 1.89 182.29 32.67
87.5 
(M:87.5) 1 100 1 1

R.QLFHPEQLITGKEDAANNYAR
.G Dimethyl: 1

9173 true 2387 2443.2411 2442.2292 1 1.89 182.29 32.67
87.5 
(M:87.5) 1 100 1 1

R.QLFHPEQLITGKEDAANNYAR
.G Dimethyl: 1

9174 true 2387 2443.2411 2442.2292 1 1.89 182.29 32.67
87.5 
(M:87.5) 1 100 1 1

R.QLFHPEQLITGKEDAANNYAR
.G Dimethyl: 1

9175 true 2387 2443.2411 2442.2292 1 1.89 182.29 32.67
87.5 
(M:87.5) 1 100 1 1

R.QLFHPEQLITGKEDAANNYAR
.G Dimethyl: 1

9176 true 2388 1538.9083 1537.8952 1 3.74 279.19 42.5
59.0 
(M:59.0) 1 1 0 K.SGILPILVHCLER.D

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

9177 true 2388 1770.8544 1769.822 1 14.15 159.34 32.83
39.4 
(M:39.4) 1 1 0 K.NQDLFLNSEATDYGR.Q Dimethyl: 1



9178 true 2388 2166.1 2165.07 1 10.52 159.08 41.67
48.0 
(M:48.0) 1 1 0

K.GAGHMVPTDQPLAAFTMFSR
.F Dimethyl:2H(4): 1

9179 true 2389 1511.7605 1510.7416 1 7.72 170.19 36.33
48.7 
(M:48.7) 1 1 0 K.GSFSEQGINEFLR.E Dimethyl: 1

9180 false 2389 1774.9081 1773.8946 1 3.46 191.73 31.83
25.1 
(M:25.1) 1 66.56 2 1 M.SDKPDMAEIEKFDK.S

Dimethyl:2H(4): 11, 14; Acetyl: 1; 
Oxidation: 6

9181 true 2389 2488.3234 2487.3234 1 -2.94 187.64 32.5
34.5 
(M:34.5) 1 1 1

K.QEILENKDVVVQHVHFDGLGR
.T Dimethyl: 1, 7

9182 true 2390 1188.5861 1187.5798 1 -0.76 152.46 35.67
32.7 
(M:32.7) 1 1 0 K.YYAVNFPMR.D Dimethyl: 1

9183 true 2390 1515.7835 1514.7667 1 6.28 242.14 36.33
100.9 
(M:100.9) 1 1 0 K.GSFSEQGINEFLR.E Dimethyl:2H(4): 1

9184 true 2390 1695.9643 1694.9548 1 1.26 246.06 42.33
81.5 
(M:81.5) 1 1 0 R.FVIFPIQHPDIWK.M Dimethyl: 1, 13



9185 true 2390 1722.9037 1721.9039 1 -4.31 235.11 38.5
36.6 
(M:36.6) 1 1 0 R.AVTLFLSHAFADNER.T Dimethyl:2H(4): 1

9186 true 2390 1790.9468 1789.9561 1 -9.29 221.31 32
91.3 
(M:91.3) 1 1 1 M.SDKPDMAEIEKFDK.S Dimethyl:2H(4): 3, 11, 14; Acetyl: 1

9187 false 2390 1790.9468 1789.9309 1 4.78 240.53 32
22.3 
(M:22.3) 1 2 1 K.KDGSETVISGSLDDLVK.V Dimethyl: 17

9188 false 2391 989.5648 988.5488 1 8.81 132.46 34.67
17.0 
(M:17.0) 1 3 1 -.MAANRNLK.Q Oxidation: 1; Dimethyl: 1, 8

9189 true 2391 989.5648 988.5706 1 -13.2 197.68 34.67
45.1 
(M:45.1) 3 1 0 K.VFLENVIR.D

9190 true 2391 1243.7325 1242.7246 1 0.55 218.94 35.67
55.9 
(M:55.9) 3 1 0 K.SFLMNQLAQK.R Dimethyl:2H(4): 1, 10

9191 true 2391 1770.952 1769.9465 1 -0.98 173.16 38.5
57.4 
(M:57.4) 1 1 0 R.INSAPQQIEVFPPFR.L Dimethyl: 1



9192 false 2391 1770.952 1769.9325 1 6.88 154.66 38.5
15.8 
(M:15.8) 1 2 1 K.GVWKPRQIDNPNYR.G Dimethyl: 4

9193 true 2391 1838.8863 1837.8931 1 -7.61 149.15 32
30.6 
(M:30.6) 1 1 0 R.DPTQSCFINNDVLQR.F

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

9194 false 2392 890.492 889.4869 1 -2.41 540.95 40.83
17.9 
(M:17.9) 1 9 0 -.LSATTELR.D

9195 false 2392 890.492 889.4943 1 -10.71 483.08 40.83
20.6 
(M:20.6) 1 2 0 R.GMTVEGLK.Q Dimethyl: 1, 8

9196 true 2392 1338.5883 1337.5897 1 -6.47 279.4 35.83
44.5 
(M:44.5) 2 1 0 K.GCCFVTFYTR.K Carbamidomethyl: 2, 3; Dimethyl: 1

9197 true 2392 1774.9765 1773.9716 1 -1.3 178.28 38.5
61.3 
(M:61.3) 1 1 0 R.INSAPQQIEVFPPFR.L Dimethyl:2H(4): 1

9198 false 2393 875.4896 874.4621 1 23.08 615.65 33.5
15.3 
(M:15.3) 1 4 1 M.ISDRNSR.R Dimethyl: 1



9199 true 2393 933.5349 932.5232 1 4.69 212.44 40.83
46.5 
(M:46.5) 4 1 0 K.NFGIWLR.Y Dimethyl: 1

9200 true 2393 1136.5759 1135.5696 1 -0.87 391.08 33.5
27.0 
(M:27.0) 1 1 1 K.NNLKDCGLF.- Carbamidomethyl: 6; Dimethyl: 1, 4

9201 true 2393 1342.6094 1341.6148 1 -9.44 341.55 35.83
24.1 
(M:24.1) 1 1 0 K.GCCFVTFYTR.K

Carbamidomethyl: 2, 3; 
Dimethyl:2H(4): 1

9202 true 2393 1803.9651 1802.956 1 1 172.63 38.5
36.1 
(M:36.1) 1 1 0 R.LTAINILTTCASDVQR.H Carbamidomethyl: 10; Dimethyl: 1

9203 true 2393 2229.0565 2228.0709 1 -9.76 170.89 31.83
61.1 
(M:61.1) 1 1 0 K.IEGYDDQVLITEHGDLGNGR.F Dimethyl: 1

9204 false 2393 2229.0565 2228.0961 1 -21.05 160.34 31.83
60.9 
(M:60.9) 1 2 0 K.IDGYDEQVLITEHGDLGNGK.F Dimethyl: 1, 20

9205 false 2394 2233.0815 2232.1212 1 -21.03 205.48 31.83
72.7 
(M:72.7) 1 2 0 K.IDGYDEQVLITEHGDLGNGK.F Dimethyl:2H(4): 1; Dimethyl: 20



9206 true 2394 2233.0815 2232.096 1 -9.77 210.82 31.83
99.5 
(M:99.5) 1 1 0 K.IEGYDDQVLITEHGDLGNGR.F Dimethyl:2H(4): 1

9207 true 2395 859.4193 858.4024 1 11.21 654.94 42
38.5 
(M:38.5) 6 1 0 M.SFFNFR.K Acetyl: 1

9208 true 2395 900.4992 899.5076 1 -17.47 414.17 32
16.6 
(M:16.6) 1 1 0 M.ALVETAVR.G Acetyl: 1

9209 true 2395 922.5658 921.5586 1 -0.03 134.4 32.67
45.1 
(M:45.1) 2 1 0 R.DAFVAIVR.S Dimethyl:2H(4): 1

9210 true 2395 1696.0096 1694.9844 1 10.6 215.04 40.17
20.6 
(M:20.6) 1 1 0 R.CHAVHVALVLFELK.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1; Dimethyl: 14

9211 true 2395 1998.0195 1997.0121 1 0.08 186.87 42.33
21.7 
(M:21.7) 1 1 0 R.DIPFSAIYFPCYAHLK.A Carbamidomethyl: 11; Dimethyl: 1, 16

9212 false 2396 965.5378 964.5174 1 13.56 450.41 40.83
18.5 
(M:18.5) 1 2 1 K.TRMQNQR.S Dimethyl:2H(4): 1



9213 false 2396 965.5378 964.5174 1 13.56 450.41 40.83
18.5 
(M:18.5) 1 2 1 K.TRMQNQR.S Dimethyl:2H(4): 1

9214 true 2396 1037.5784 1036.5706 1 0.52 243.02 38.83
53.6 
(M:53.6) 5 1 0 R.AENFFILR.R Dimethyl: 1

9215 true 2396 1292.5389 1291.5325 1 -0.7 239.28 33.5
47.2 
(M:47.2) 1 1 0 K.NSNSYDMFMR.G Dimethyl: 1

9216 true 2397 1041.602 1040.5957 1 -0.87 237.24 38.83
39.9 
(M:39.9) 3 1 0 R.AENFFILR.R Dimethyl:2H(4): 1

9217 true 2397 1049.6295 1048.647 1 -23.66 234.29 32.67
17.5 
(M:17.5) 1 1 1 K.EIPDFIKK.I Dimethyl:2H(4): 1; Dimethyl: 8

9218 true 2397 1067.5866 1066.5597 1 18.41 184.08 32
30.4 
(M:30.4) 1 1 0 K.NVFEEEIR.E Dimethyl:2H(4): 1

9219 false 2397 1067.5866 1066.5961 1 -15.68 188.85 32
21.3 
(M:21.3) 1 4 0 K.DILIQYDR.T Dimethyl:2H(4): 1



9220 true 2397 1296.5649 1295.5576 1 0 206.13 33.5
62.3 
(M:62.3) 1 1 0 K.NSNSYDMFMR.G Dimethyl:2H(4): 1

9221 false 2397 1717.8934 1716.9196 1 -19.48 199.39 36.67
15.4 
(M:15.4) 1 2 1 R.DNLVSATPAQVEDAKK.Y Dimethyl:2H(4): 1

9222 true 2397 1717.8934 1716.8795 1 3.86 196.88 36.67
90.6 
(M:90.6) 1 1 0 K.FSLVGIAGQDLNEGNR.T Dimethyl: 1

9223 true 2397 2030.1226 2029.103 1 6.04 172.91 42.33
38.9 
(M:38.9) 1 1 0 K.VLNEAVGALMYHTITLTR.E Dimethyl: 1

9224 true 2398 1070.5329 1069.545 1 -18.07 121.26 32
15.1 
(M:15.1) 1 1 0 K.MCDTLNLK.F

Carbamidomethyl: 2; Dimethyl:2H(4): 
1; Oxidation: 1; Dimethyl: 8

9225 false 2398 1092.6708 1091.6743 1 -9.82 313.15 40.67
20.4 
(M:20.4) 1 3 1 K.VSWKTFLK.Y Dimethyl: 1, 4, 8

9226 true 2398 1092.6708 1091.659 1 4.14 341.08 40.67
32.9 
(M:32.9) 1 1 0 K.STLINTLFK.S Dimethyl: 1, 9



9227 true 2398 1127.6135 1126.6097 1 -3.03 309.19 38.67
18.7 
(M:18.7) 1 1 0 K.VFDAIMTFK.K Dimethyl: 1, 9

9228 true 2398 1721.9175 1720.9046 1 3.25 178.55 36.67
102.8 
(M:102.8) 1 1 0 K.FSLVGIAGQDLNEGNR.T Dimethyl:2H(4): 1

9229 true 2398 2034.1394 2033.1281 1 1.93 227.8 42.33
49.5 
(M:49.5) 1 1 0 K.VLNEAVGALMYHTITLTR.E Dimethyl:2H(4): 1

9230 true 2399 746.4854 745.485 1 -9.29 285.11 36
24.5 
(M:24.5) 1 1 0 K.LAFVIR.I Dimethyl: 1

9231 true 2399 1135.6574 1134.6599 1 -8.58 332.09 38.67
46.3 
(M:46.3) 1 1 0 K.VFDAIMTFK.K Dimethyl:2H(4): 1, 9

9232 true 2399 1366.7588 1365.7445 1 5.16 305.33 35.83
68.8 
(M:68.8) 2 1 1 K.KAPDFVFYAPR.L Dimethyl: 1, 1

9233 true 2399 1366.7588 1365.7445 1 5.16 305.33 35.83
68.8 
(M:68.8) 2 1 1 K.KAPDFVFYAPR.L Dimethyl: 1, 1



9234 true 2399 1366.7588 1365.7445 1 5.16 305.33 35.83
68.8 
(M:68.8) 2 1 1 K.KAPDFVFYAPR.L Dimethyl: 1, 1

9235 true 2399 1760.9706 1759.9596 1 2.13 230.88 36.83
61.0 
(M:61.0) 1 1 1 K.AFAQFLTDEIKEER.K Dimethyl:2H(4): 1, 11

9236 false 2400 1147.6859 1146.7063 1 -24.14 327.66 32.67
15.1 
(M:15.1) 1 4 1 K.SVVINYKHK.F Dimethyl:2H(4): 1; Dimethyl: 9

9237 true 2400 1233.7468 1232.7431 1 -2.85 128.43 38.67
34.5 
(M:34.5) 1 1 0 R.LLNFPTIVER.G Dimethyl:2H(4): 1

9238 false 2400 1421.9506 1420.9683 1 -17.55 330.28 41.83
18.4 
(M:18.4) 1 58.38 2 1 K.LKPIVKSQPVPK.N Dimethyl:2H(4): 1; Dimethyl: 2, 12

9239 true 2400 1820.959 1819.9468 1 2.68 197.97 36.67
55.5 
(M:55.5) 1 1 0 R.GLIVYQLENQPSEFR.R Dimethyl: 1

9240 false 2401 1115.579 1114.5982 1 -23.74 270.36 32
19.3 
(M:19.3) 1 2 0 K.DQGGELLSLR.Y Dimethyl: 1



9241 true 2401 1273.7732 1272.7703 1 -3.44 99.86 38.67
24.6 
(M:24.6) 1 1 0 K.IEGLQSLVNLR.E Dimethyl:2H(4): 1

9242 false 2401 1387.7875 1386.7541 1 18.83 288.8 35.67
18.5 
(M:18.5) 1 2 1 -.MVLSAADKNNVK.G Acetyl: 1; Dimethyl: 8, 12

9243 true 2402 1181.5777 1180.5733 1 -2.42 136.39 32.67
46.1 
(M:46.1) 1 1 0 K.MDQAIIFCR.T Carbamidomethyl: 8; Dimethyl: 1

9244 true 2402 1355.7659 1354.7643 1 -4.17 256.9 38.67
42.2 
(M:42.2) 1 1 0 K.AELGSVALPAIMR.T Dimethyl: 1

9245 true 2402 1429.7912 1428.7653 1 13 315.95 36.5
67.8 
(M:67.8) 2 1 0 R.GYISPYFINTAK.G Dimethyl: 1, 12

9246 true 2403 1165.6271 1164.6328 1 -11.15 334.16 32.17
19.0 
(M:19.0) 1 1 0 R.VLELPYDER.E Dimethyl:2H(4): 1

9247 true 2403 1185.5991 1184.5984 1 -5.57 148.43 32.67
41.0 
(M:41.0) 1 1 0 K.MDQAIIFCR.T

Carbamidomethyl: 8; Dimethyl:2H(4): 
1



9248 true 2403 1327.7311 1326.7155 1 6.22 123.66 37
36.8 
(M:36.8) 1 1 0 K.MALDIEIATYR.K Dimethyl:2H(4): 1

9249 true 2403 1563.818 1562.8028 1 5.09 197.22 35.67
55.9 
(M:55.9) 1 1 0 K.QAMGVYITNFHVR.M Dimethyl: 1

9250 true 2403 1598.961 1597.9494 1 2.7 151.85 38.83
76.3 
(M:76.3) 1 1 0 R.QVAVVPQEPLLFAR.S Dimethyl:2H(4): 1

9251 true 2403 1716.875 1715.8603 1 4.31 187.07 33.67
75.2 
(M:75.2) 1 1 0 R.GVPIIFHGVCGEDER.E

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

9252 false 2404 1205.7052 1204.7155 1 -14.54 88.18 32
15.5 
(M:15.5) 1 7 0 R.GDLGIEIPAEK.V Dimethyl:2H(4): 1, 11

9253 false 2404 1205.7052 1204.7118 1 -11.47 173.86 32
26.9 
(M:26.9) 1 2 1 R.LQWADGKSIK.N Dimethyl:2H(4): 1; Dimethyl: 10

9254 true 2404 1316.8071 1315.7802 1 14.95 290.43 40.33
56.9 
(M:56.9) 2 1 0 R.LPLPESVGGFLR.L Dimethyl:2H(4): 1



9255 true 2404 1656.9573 1655.9582 1 -4.95 136.5 38.67
36.1 
(M:36.1) 1 1 0 K.LLGCGELPIVTPSLR.A

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

9256 true 2404 1757.9253 1756.893 1 14.23 188.3 33.5
17.8 
(M:17.8) 1 1 0 K.MAFRPGVVDLPEENR.E Dimethyl: 1

9257 false 2405 965.5675 964.5593 1 0.95 183.08 42.17
16.4 
(M:16.4) 1 7 0 K.FNTTSVIK.I Dimethyl: 1, 8

9258 true 2405 1509.8969 1508.8765 1 8.63 269.43 36
51.8 
(M:51.8) 1 1 0 R.LPNNHIGISFIPR.E Dimethyl:2H(4): 1

9259 true 2405 1716.9649 1715.957 1 0.34 139.83 38.67
94.1 
(M:94.1) 1 1 0 K.LFIGGLNVQTTEAGLR.E Dimethyl: 1

9260 false 2406 1092.5299 1091.5405 1 -16.39 318.27 40.83
16.5 
(M:16.5) 1 3 0 -.MAAPAMAEPR.S Dimethyl:2H(4): 1; Oxidation: 1

9261 true 2406 1229.6187 1228.6122 1 -0.57 107.78 32.17
26.0 
(M:26.0) 1 1 0 R.EGPLCDELIR.N Carbamidomethyl: 5; Dimethyl: 1



9262 false 2406 1229.6187 1228.6199 1 -6.86 118.32 32.17
21.9 
(M:21.9) 1 2 0 K.MEEYDELLK.D Dimethyl:2H(4): 1; Dimethyl: 9

9263 true 2406 1720.991 1719.9821 1 0.91 176.51 38.67
76.1 
(M:76.1) 1 1 0 K.LFIGGLNVQTTEAGLR.E Dimethyl:2H(4): 1

9264 true 2407 1201.6517 1200.6291 1 12.71 139.5 42
17.2 
(M:17.2) 1 1 0 K.NIFSFYLNR.D Dimethyl: 1

9265 true 2407 1310.681 1309.6816 1 -5.98 165.37 32
36.2 
(M:36.2) 1 1 0 R.ELDLYDNQIR.K Dimethyl:2H(4): 1

9266 true 2407 1752.9574 1751.957 1 -3.96 117.04 38.67
47.8 
(M:47.8) 1 1 0 K.ASVITQVFHVPLEER.K Dimethyl: 1

9267 true 2407 1832.9677 1831.968 1 -4.11 233.15 37.5
117.5 
(M:117.5) 2 1 0 R.AAVPSGASTGIYEALELR.D Dimethyl: 1

9268 true 2407 1874.0103 1872.9999 1 1.69 260.06 35.67
16.0 
(M:16.0) 1 1 1 K.QVFLGGVDKHTQFWR.Y Dimethyl: 1, 9



9269 true 2407 2079.0768 2078.0659 1 1.74 227.27 42.67
80.3 
(M:80.3) 1 1 0 R.FLSQPFQVAEVFTGHMGK.L Dimethyl: 1, 18

9270 true 2408 766.4676 765.4537 1 8.52 435.32 36.5
41.8 
(M:41.8) 2 1 0 R.LFGFVR.F Dimethyl: 1

9271 false 2408 766.4676 765.4497 1 13.77 385.87 36.5
15.8 
(M:15.8) 1 10 0 R.IVAPPGGR.A

9272 true 2408 1205.6779 1204.6543 1 13.55 113.25 42
28.4 
(M:28.4) 2 1 0 K.NIFSFYLNR.D Dimethyl:2H(4): 1

9273 false 2408 1219.724 1218.6894 1 22.41 168.93 40.83
15.8 
(M:15.8) 1 2 1 R.EVLKMDTSIK.N Dimethyl: 1, 10

9274 true 2408 1362.6398 1361.6497 1 -12.56 191.84 32
36.5 
(M:36.5) 1 1 0 K.DLMVGDEASELR.S Dimethyl: 1

9275 true 2408 1756.9794 1755.9821 1 -5.7 192.33 38.67
49.8 
(M:49.8) 1 1 0 K.ASVITQVFHVPLEER.K Dimethyl:2H(4): 1



9276 true 2408 1836.9942 1835.9931 1 -3.35 245.19 37.5
179.3 
(M:179.3) 1 1 0 R.AAVPSGASTGIYEALELR.D Dimethyl:2H(4): 1

9277 true 2408 1914.9581 1913.9402 1 5.57 305.03 33.5
48.7 
(M:48.7) 1 1 1 K.HMNLILCDCDEFRK.I

Carbamidomethyl: 7, 9; 
Dimethyl:2H(4): 1, 14

9278 true 2408 2087.1251 2086.1161 1 0.81 236.89 42.67
110.8 
(M:110.8) 1 1 0 R.FLSQPFQVAEVFTGHMGK.L Dimethyl:2H(4): 1, 18

9279 true 2409 770.4934 769.4789 1 9.43 365.41 36.5
29.0 
(M:29.0) 1 1 0 R.LFGFVR.F Dimethyl:2H(4): 1

9280 false 2409 860.5331 859.5392 1 -15.58 729.22 35.83
19.3 
(M:19.3) 1 7 1 R.LFQIRR.N Dimethyl: 1

9281 true 2409 1320.8369 1319.8177 1 9.01 345.51 42
65.7 
(M:65.7) 1 1 0 R.LLALLDALASHK.A Dimethyl: 1, 12

9282 true 2409 1366.6675 1365.6748 1 -10.65 176.93 32
53.2 
(M:53.2) 1 1 0 K.DLMVGDEASELR.S Dimethyl:2H(4): 1



9283 true 2409 1832.0523 1831.0505 1 -3.03 135.08 38.67
54.8 
(M:54.8) 1 1 0 R.QVALVGQEPVLFSGSIR.D Dimethyl:2H(4): 1

9284 true 2409 1988.9659 1987.9496 1 4.57 152.2 33.5
35.2 
(M:35.2) 1 1 1 R.MCTLIDKFDEHDGPVR.G Carbamidomethyl: 2; Dimethyl: 1, 7

9285 true 2409 2059.0849 2058.0472 1 14.76 267.01 40.33
30.3 
(M:30.3) 1 1 0

K.GGFSFGNVESAPASQFVLGR.
T Dimethyl:2H(4): 1

9286 true 2409 2358.0394 2357.0423 1 -4.31 199.52 37.33
98.0 
(M:98.0) 2 1 0

R.AFVHWYVGEGMEEGEFSEAR
.E Dimethyl: 1

9287 true 2409 2358.0394 2357.0423 1 -4.31 199.52 37.33
98.0 
(M:98.0) 2 1 0

R.AFVHWYVGEGMEEGEFSEAR
.E Dimethyl: 1

9288 true 2409 2358.0394 2357.0423 1 -4.31 199.52 37.33
98.0 
(M:98.0) 2 1 0

R.AFVHWYVGEGMEEGEFSEAR
.E Dimethyl: 1

9289 false 2410 863.5408 862.5317 1 2.16 432.99 35.83
20.5 
(M:20.5) 1 5 0 K.IFAPIFK.N Dimethyl: 7



9290 true 2410 1839.9733 1838.9673 1 -0.7 244.56 38.83
125.4 
(M:125.4) 1 1 0 K.ACANPANGSVILLENLR.F Carbamidomethyl: 2; Dimethyl: 1

9291 true 2410 1997.0215 1995.9998 1 7.25 99.55 33.5
27.3 
(M:27.3) 1 1 1 R.MCTLIDKFDEHDGPVR.G

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 7

9292 true 2411 1010.5462 1009.5385 1 0.37 209.9 35.83
22.0 
(M:22.0) 1 1 0 K.FFVGGNWK.M Dimethyl: 1, 8

9293 false 2411 1133.6602 1132.658 1 -4.45 344.05 37.5
23.6 
(M:23.6) 1 2 0 K.ISFTGSTATGK.I Dimethyl:2H(4): 1, 11

9294 true 2411 1844.002 1842.9924 1 1.26 250.83 38.83
124.4 
(M:124.4) 1 1 0 K.ACANPANGSVILLENLR.F

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

9295 false 2412 1022.6036 1021.5998 1 -3.32 186.04 36
20.6 
(M:20.6) 1 4 0 K.DLVPYLDK.L Dimethyl:2H(4): 1; Dimethyl: 8

9296 false 2412 1022.6036 1021.5961 1 0.3 308.08 36
17.8 
(M:17.8) 1 9 0 K.QVFQFAVK.E Dimethyl: 1, 8



9297 true 2412 1022.6036 1021.5961 1 0.3 226.72 36
46.8 
(M:46.8) 2 1 0 K.VFQFLNAK.C Dimethyl: 1, 8

9298 false 2412 1166.6935 1165.6747 1 9.91 528.67 40.67
18.4 
(M:18.4) 2 8 0 K.LQYEGIFIK.D Dimethyl: 1, 9

9299 false 2412 1166.6935 1165.6797 1 5.59 496.03 40.67
35.4 
(M:35.4) 2 2 0 R.AAFILPEFAR.K Dimethyl:2H(4): 1

9300 true 2413 976.5602 975.5473 1 5.74 206.26 41.5
15.7 
(M:15.7) 1 1 0 -.MAAPLGTGAR.A Dimethyl:2H(4): 1

9301 true 2413 1026.605 1025.6212 1 -22.87 233.66 35.83
21.4 
(M:21.4) 1 1 0 K.VFQFLNAK.C Dimethyl:2H(4): 1; Dimethyl: 8

9302 false 2413 1236.7854 1235.7791 1 -0.78 222.38 40.5
23.3 
(M:23.3) 1 85.28 3 1 K.QLLALKAEYK.E Dimethyl:2H(4): 1; Dimethyl: 10

9303 true 2413 1236.7854 1235.7729 1 4.23 217.1 40.5
70.2 
(M:70.2) 1 1 0 R.GLALALFGGEPK.N Dimethyl:2H(4): 1, 12



9304 false 2413 1368.7429 1367.7091 1 19.39 304.64 37.5
15.9 
(M:15.9) 1 2 0 K.SLAMEMVLTGER.I Dimethyl:2H(4): 1

9305 true 2413 1402.6794 1401.6565 1 11.17 214.27 33.17
37.4 
(M:37.4) 2 1 0 K.YGEYFPGTGDLR.D Dimethyl: 1

9306 true 2413 1402.6794 1401.6565 1 11.17 214.27 33.17
37.4 
(M:37.4) 2 1 0 K.YGEYFPGTGDLR.D Dimethyl: 1

9307 true 2414 1071.6353 1070.627 1 0.96 295.03 35.83
38.1 
(M:38.1) 1 1 0 R.VLGLGLGCVR.L Carbamidomethyl: 8; Dimethyl: 1

9308 false 2414 1317.8092 1316.7966 1 4.09 461.75 40.5
15.8 
(M:15.8) 1 2 1 K.LGIRSALLDAEK.D Dimethyl:2H(4): 1

9309 true 2414 1318.7131 1317.7041 1 1.29 277.42 32.67
44.9 
(M:44.9) 1 1 0 K.VQQTVQDLFGR.A Dimethyl: 1

9310 true 2415 894.5174 893.5011 1 10.05 557.24 36.67
29.6 
(M:29.6) 1 1 0 K.GFSTWLK.L Dimethyl: 1, 7



9311 false 2415 894.5174 893.5008 1 10.41 575.64 36.67
16.7 
(M:16.7) 1 4 0 K.TTEQDLK.E Dimethyl:2H(4): 1; Dimethyl: 7

9312 true 2415 1322.7287 1321.7292 1 -5.9 248.31 32.67
55.5 
(M:55.5) 2 1 0 K.VQQTVQDLFGR.A Dimethyl:2H(4): 1

9313 false 2415 1338.7459 1337.76 1 -16.01 116.23 40.5
18.0 
(M:18.0) 1 60.22 3 1 R.LKEETCVMLK.D

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Dimethyl: 2, 10

9314 true 2415 2139.109 2138.1484 1 -21.82 144.92 38.67
72.2 
(M:72.2) 1 1 0

K.AQFGQPEILLGTIPGAGGTQR.
L Dimethyl: 1

9315 false 2416 1384.7657 1383.7584 1 -0.05 357.29 42.33
16.0 
(M:16.0) 1 2 0 K.MLGYFSLVGLLR.L Oxidation: 1

9316 false 2416 1552.7824 1551.7402 1 22.48 225.71 37.67
17.1 
(M:17.1) 1 2 1 K.LYCKNHSGNDER.D

Carbamidomethyl: 3; Dimethyl:2H(4): 
1; Dimethyl: 4

9317 true 2416 1552.7824 1551.7755 1 -0.3 249.53 37.67
69.6 
(M:69.6) 1 1 0 K.CPQIVIAFYEER.L Carbamidomethyl: 1; Dimethyl: 1



9318 true 2416 2143.1752 2142.1735 1 -2.59 191.2 38.67
113.8 
(M:113.8) 1 1 0

K.AQFGQPEILLGTIPGAGGTQR.
L Dimethyl:2H(4): 1

9319 true 2417 1556.8063 1555.8007 1 -1.02 202.16 37.67
38.7 
(M:38.7) 1 1 0 K.CPQIVIAFYEER.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

9320 true 2417 1815.9018 1814.9084 1 -7.62 193.85 32
19.4 
(M:19.4) 1 1 0 K.MLDAEDIVGTARPDEK.A Dimethyl: 1, 16

9321 false 2418 951.5756 950.5772 1 -9.41 229.78 36.67
16.4 
(M:16.4) 1 3 1 R.VATKAMDK.A Dimethyl:2H(4): 1; Dimethyl: 4, 8

9322 true 2418 1434.7089 1433.7275 1 -18.06 331.51 32.83
51.2 
(M:51.2) 1 1 0 R.FNLPGTPPESMGR.G Dimethyl:2H(4): 1

9323 true 2418 1576.8568 1575.8571 1 -4.8 293.49 37.67
82.9 
(M:82.9) 1 1 1 R.AKFEELNMDLFR.S Dimethyl:2H(4): 1, 2

9324 false 2418 1823.9469 1822.9586 1 -10.44 213.88 32
23.6 
(M:23.6) 1 2 0 K.MLDAEDIVGTARPDEK.A Dimethyl:2H(4): 1, 16



9325 true 2418 1970.0559 1969.0421 1 3.3 227.74 42.67
17.7 
(M:17.7) 1 1 0 R.SALNWHQLENLSNFIK.A Dimethyl: 1, 16

9326 false 2419 1144.6708 1143.6636 1 -0.06 344.35 35.83
18.9 
(M:18.9) 1 2 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 9

9327 true 2419 1843.8826 1842.8894 1 -7.62 150.94 32.17
79.1 
(M:79.1) 2 1 0 K.ANLQIDQMNADLNAER.S Dimethyl: 1

9328 true 2419 2599.4728 2598.4706 1 -1.98 214.45 38.83
89.5 
(M:89.5) 1 1 0

R.VETGVLKPGMVVTFAPVNVT
TEVK.S Dimethyl: 1, 7, 24

9329 true 2420 1156.7062 1155.6976 1 1.15 243.11 35.83
19.7 
(M:19.7) 1 1 0 K.SLAVSGLGVIGR.D Dimethyl: 1

9330 false 2420 1156.7062 1155.6863 1 10.87 263.99 35.83
16.9 
(M:16.9) 1 3 1 R.IDALEKAGQK.L Dimethyl: 1, 6, 10

9331 true 2420 1534.7736 1533.7576 1 5.68 222.21 33.33
66.2 
(M:66.2) 1 1 0 K.FNSLNELVDYHR.S Dimethyl: 1



9332 true 2420 1682.8561 1681.8572 1 -4.99 241.2 41.5
42.9 
(M:42.9) 1 1 0 K.GVCYLVLCEAAFPK.K

Carbamidomethyl: 3, 8; Dimethyl: 1, 
14

9333 true 2420 1856.8905 1855.9036 1 -10.99 222.89 32.17
83.4 
(M:83.4) 1 1 0 R.GEDHCGIESEIVAGVPR.M

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

9334 true 2420 2611.5475 2610.546 1 -2.19 162.16 38.67
65.1 
(M:65.1) 2 1 0

R.VETGVLKPGMVVTFAPVNVT
TEVK.S Dimethyl:2H(4): 1, 7, 24

9335 false 2421 914.5685 913.5419 1 21.11 352.58 39
17.1 
(M:17.1) 1 7 1 K.LQCPKIK.T Carbamidomethyl: 3; Dimethyl: 7

9336 true 2421 945.5183 944.5008 1 10.81 211.93 42.5
46.9 
(M:46.9) 5 1 0 M.AYAYLFK.Y Acetyl: 1; Dimethyl: 7

9337 true 2421 1690.9387 1689.9074 1 14.24 188.86 40.5
28.0 
(M:28.0) 1 1 0 K.GVCYLVLCEAAFPK.K

Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1, 14

9338 true 2422 1030.595 1029.5893 1 -1.5 178.38 37.67
41.6 
(M:41.6) 1 1 0 K.EMVLELIR.D Dimethyl: 1



9339 false 2422 1030.595 1029.5753 1 12 387.18 37.67
20.3 
(M:20.3) 1 5 1 R.RENILVMR.L

9340 true 2422 1030.595 1029.5893 1 -1.5 178.38 37.67
41.6 
(M:41.6) 1 1 0 R.EMVLEIIR.E Dimethyl: 1

9341 false 2422 1030.595 1029.5893 1 -1.5 369.66 37.67
25.9 
(M:25.9) 1 3 0 K.QMVEILNK.H Dimethyl: 1, 8

9342 true 2422 1095.6011 1094.5868 1 6.38 351.4 36.67
68.9 
(M:68.9) 1 1 0 K.GPLMMYISK.M Dimethyl: 1, 9

9343 true 2422 1801.9808 1800.9662 1 4.06 304.55 41
35.9 
(M:35.9) 1 1 0 R.TINLYPLTNYTFGTK.E Dimethyl: 1, 15

9344 true 2422 1811.0509 1810.0717 1 -15.47 226.59 41.33
16.2 
(M:16.2) 1 1 1 K.AIIKPQYVDQIPKAAK.G Dimethyl: 16

9345 true 2422 2114.8744 2113.8867 1 -9.28 142.1 32.17
35.2 
(M:35.2) 1 1 0 R.SADEPMTTFVVCNECGNR.W Carbamidomethyl: 12, 15; Dimethyl: 1



9346 false 2423 1034.6074 1033.6004 1 -0.26 284.26 37.67
19.9 
(M:19.9) 1 3 1 R.ELRVQMAR.Y Dimethyl:2H(4): 1

9347 true 2423 1034.6074 1033.6144 1 -13.72 223.23 37.67
24.5 
(M:24.5) 1 1 0 K.EMVLELIR.D Dimethyl:2H(4): 1

9348 true 2423 1034.6074 1033.6144 1 -13.72 223.23 37.67
24.5 
(M:24.5) 1 1 0 R.EMVLEIIR.E Dimethyl:2H(4): 1

9349 false 2423 1034.6074 1033.5957 1 4.29 272.1 37.67
16.0 
(M:16.0) 1 8 1 K.EEPAAKSSK.R Dimethyl:2H(4): 1; Dimethyl: 6, 9

9350 true 2423 1103.6501 1102.637 1 5.21 325.87 36.67
48.2 
(M:48.2) 1 1 0 K.GPLMMYISK.M Dimethyl:2H(4): 1, 9

9351 true 2423 1213.7568 1212.7442 1 4.42 89.78 38.83
37.8 
(M:37.8) 1 1 0 K.TAVETAVLLLR.I Dimethyl: 1

9352 true 2423 1346.7054 1345.699 1 -0.64 282.42 33.67
67.9 
(M:67.9) 1 1 0 R.NPAILSAASFDGR.L Dimethyl: 1



9353 true 2423 1906.8941 1905.8753 1 6.02 250.92 40.5
30.7 
(M:30.7) 1 1 0 R.AGFQFMSSSLPDICYR.C Carbamidomethyl: 14; Dimethyl: 1

9354 true 2424 1177.5864 1176.5928 1 -11.57 95.45 37.67
30.7 
(M:30.7) 1 1 0 K.AIDWAAFAER.V Dimethyl: 1

9355 true 2424 1217.7826 1216.7693 1 4.99 83.63 38.83
39.9 
(M:39.9) 1 1 0 K.TAVETAVLLLR.I Dimethyl:2H(4): 1

9356 true 2424 1350.732 1349.7241 1 0.45 259.49 33.67
29.8 
(M:29.8) 1 1 0 R.NPAILSAASFDGR.L Dimethyl:2H(4): 1

9357 true 2425 1259.7106 1258.7285 1 -19.97 159.23 40.67
47.3 
(M:47.3) 1 1 0 K.SGAYLIPLLER.L Dimethyl: 1

9358 false 2426 1142.6968 1141.7071 1 -15.31 539.12 36.5
17.4 
(M:17.4) 1 3 1 K.DVTGVNLIKK.T Dimethyl: 1, 10

9359 true 2426 1290.7145 1289.7203 1 -10.12 181.31 42.33
22.8 
(M:22.8) 1 1 1 -.MTNEEPLPKK.V

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 9, 10



9360 true 2426 1404.8127 1403.8024 1 2.16 228.11 33.67
34.1 
(M:34.1) 1 1 1 K.LKELIFEETAR.F Dimethyl: 1, 2

9361 true 2426 1596.8157 1595.7944 1 8.77 249.66 32.67
46.3 
(M:46.3) 1 1 0 K.QGGPTYYIDTNALR.V Dimethyl: 1

9362 true 2426 2162.0341 2161.0474 1 -9.51 179.1 32
55.5 
(M:55.5) 1 1 1 R.NIPEDNADMNKQDFSLVR.V Dimethyl: 1, 11

9363 true 2427 1298.8238 1297.8097 1 5.27 148.26 38.83
16.4 
(M:16.4) 1 1 0 K.FLSAVSAVLAEK.Y Dimethyl:2H(4): 1, 12

9364 true 2427 1568.7887 1567.8068 1 -16.22 225.46 37.67
39.6 
(M:39.6) 1 1 1 R.AKFEELNMDLFR.S Dimethyl: 1, 2

9365 false 2427 1600.8413 1599.8705 1 -22.78 129.59 32.67
17.7 
(M:17.7) 1 2 1 R.GMPNLDLSRSLPPR.D Dimethyl:2H(4): 1; Oxidation: 2

9366 true 2427 1600.8413 1599.8195 1 9.07 228 32.67
46.4 
(M:46.4) 1 1 0 K.QGGPTYYIDTNALR.V Dimethyl:2H(4): 1



9367 true 2427 2170.0172 2169.0048 1 2.33 140.79 32.67
56.0 
(M:56.0) 1 1 0 R.SPDVGLYGVTPECAETYQR.E Carbamidomethyl: 13; Dimethyl: 1

9368 true 2428 1398.781 1397.753 1 14.87 380.84 42.33
50.8 
(M:50.8) 1 1 0 K.IPEIFCWLHK.E Carbamidomethyl: 6; Dimethyl: 1, 10

9369 true 2428 2197.1274 2196.146 1 -11.79 157.57 32
32.8 
(M:32.8) 1 1 0 R.MAKPEEVLVVENDQGEVVR.E Dimethyl: 1, 3

9370 true 2429 1312.8562 1311.8428 1 4.71 228.16 38.83
55.0 
(M:55.0) 3 1 0 K.ELLLQPVIISR.N Dimethyl:2H(4): 1

9371 true 2429 1622.6931 1621.6766 1 5.7 211.36 32.67
21.3 
(M:21.3) 1 1 0 -.MDQCWYHGNITR.S Carbamidomethyl: 4; Acetyl: 1

9372 true 2429 1627.7752 1626.7534 1 8.89 176.61 37.83
47.2 
(M:47.2) 1 1 0 R.VMFSPFGQIEECR.I Carbamidomethyl: 12; Dimethyl: 1

9373 true 2429 1712.8644 1711.8352 1 12.82 206.18 33.67
33.7 
(M:33.7) 1 1 0 R.GVPIIFHGVCGEDER.E Carbamidomethyl: 10; Dimethyl: 1



9374 true 2430 1753.8426 1752.8359 1 -0.33 243.73 33.83
69.0 
(M:69.0) 2 1 1 R.GYFEYIEENKYSR.A Dimethyl: 1, 10

9375 false 2431 1315.761 1314.7547 1 -0.77 524.11 43
15.9 
(M:15.9) 2 2 0 K.LEASIISNWVK.S Dimethyl: 1, 11

9376 false 2431 1352.7624 1351.7472 1 5.85 264.37 40.83
15.3 
(M:15.3) 1 5 1 K.IWDVSSGKCLK.T

Carbamidomethyl: 9; Dimethyl:2H(4): 
1; Dimethyl: 11

9377 true 2431 1778.8687 1777.8604 1 0.57 167.99 32.67
47.0 
(M:47.0) 1 1 0 R.NPEIGHMLNNPDIMR.Q Dimethyl: 1

9378 true 2432 935.4815 934.476 1 -1.94 128.44 32.17
16.3 
(M:16.3) 1 1 0 R.IDDIFER.S Dimethyl: 1

9379 true 2432 1329.7757 1328.7704 1 -1.45 234.82 43.17
77.0 
(M:77.0) 6 1 0 M.ASISLAPVNIFK.A Acetyl: 1; Dimethyl: 12

9380 true 2432 1553.8706 1552.8654 1 -1.29 226.1 41.17
71.8 
(M:71.8) 1 1 0 R.QVYQLPGLFAYAK.H Dimethyl: 1, 13



9381 true 2432 1634.932 1633.9164 1 5.12 148.66 38.83
36.4 
(M:36.4) 1 1 0 R.LAVVDQLYGMQPIR.V Dimethyl:2H(4): 1

9382 true 2432 1782.8846 1781.8855 1 -4.59 211.17 32.67
39.7 
(M:39.7) 1 1 0 R.NPEIGHMLNNPDIMR.Q Dimethyl:2H(4): 1

9383 true 2432 1883.9035 1882.903 1 -3.58 272.47 33.83
45.9 
(M:45.9) 1 1 0 R.NCILHPGGSLDASDMLR.K Carbamidomethyl: 2; Dimethyl: 1

9384 true 2432 1969.0694 1968.0568 1 2.71 148.47 37.83
23.9 
(M:23.9) 2 1 1 R.KLFIGGLSFETTDESLR.S Dimethyl: 1, 1

9385 true 2433 939.5072 938.5011 1 -1.29 142.53 32.17
22.6 
(M:22.6) 1 1 0 R.IDDIFER.S Dimethyl:2H(4): 1

9386 false 2433 1197.7459 1196.7493 1 -8.85 159.2 36.67
18.1 
(M:18.1) 1 4 0 K.IIEILTNLLR.S

9387 false 2433 1197.7459 1196.7493 1 -8.85 139.84 36.67
15.8 
(M:15.8) 1 5 1 K.KNAAGALDLLK.E Dimethyl: 1, 1, 11



9388 true 2433 1716.9825 1715.9644 1 6.29 194.19 36
46.2 
(M:46.2) 1 1 0 R.LIVSLMRPPAYSDAK.E Dimethyl: 1, 15

9389 true 2433 1764.0219 1763.0233 1 -4.92 160.82 41.17
74.2 
(M:74.2) 1 1 0 R.QILLYSATFPLSVQK.F Dimethyl: 1, 15

9390 true 2433 1977.1218 1976.107 1 3.8 151.7 37.83
33.3 
(M:33.3) 1 1 1 R.KLFIGGLSFETTDESLR.S Dimethyl:2H(4): 1, 1

9391 true 2434 1101.6834 1100.6743 1 1.68 347.46 38.33
73.0 
(M:73.0) 2 1 0 R.LSPEELLLR.W Dimethyl:2H(4): 1

9392 true 2434 1725.0334 1724.0146 1 6.68 167.87 36
21.4 
(M:21.4) 1 1 0 R.LIVSLMRPPAYSDAK.E Dimethyl:2H(4): 1, 15

9393 true 2434 1869.8967 1868.8851 1 2.3 318.5 32.67
25.5 
(M:25.5) 1 1 0 K.FMADCPHTIGVEFGTR.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

9394 true 2435 1108.5478 1107.5175 1 20.76 252.01 32.67
24.3 
(M:24.3) 1 1 0 R.EFADFEYR.K Dimethyl:2H(4): 1



9395 true 2436 1155.4474 1154.4516 1 -9.96 322.53 32.17
54.3 
(M:54.3) 1 1 0 M.ADFDPYDDR.A Acetyl: 1

9396 true 2437 900.4779 899.4654 1 5.84 665.88 36.17
30.0 
(M:30.0) 2 1 0 R.FQFFQR.D Dimethyl: 1

9397 false 2437 972.5631 971.5776 1 -22.41 524.99 41.5
17.1 
(M:17.1) 1 3 0 R.EILHCLK.E

Carbamidomethyl: 5; Dimethyl:2H(4): 
1; Dimethyl: 7

9398 true 2438 1170.5562 1169.5539 1 -4.3 344.31 33.17
53.0 
(M:53.0) 1 1 0 R.FFDDLCAVR.N Carbamidomethyl: 6; Dimethyl: 1

9399 true 2438 1560.8406 1559.8348 1 -0.96 207.99 38
89.9 
(M:89.9) 1 1 0 K.VLFAGEEIPASPFR.V Dimethyl: 1

9400 false 2439 1177.6176 1176.6251 1 -12.57 57.58 32.67
31.5 
(M:31.5) 1 2 0 K.FNASQLITQR.A

9401 true 2439 1177.6176 1176.6139 1 -3.03 87.15 32.67
47.4 
(M:47.4) 1 1 0 R.FDAGELITQR.E Dimethyl: 1



9402 true 2439 1564.8673 1563.8599 1 0.07 184.41 38
82.6 
(M:82.6) 1 1 0 K.VLFAGEEIPASPFR.V Dimethyl:2H(4): 1

9403 true 2439 2293.2993 2292.259 1 14.4 222.45 40.83
81.9 
(M:81.9) 2 1 0

R.GPGLGAAQGQTIALPAQGLIE
FR.D Dimethyl: 1

9404 true 2439 2415.2153 2414.2152 1 -2.94 167.27 32.67
21.6 
(M:21.6) 1 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Oxidation: 15; Dimethyl: 1, 1

9405 true 2439 2415.2153 2414.2152 1 -2.94 167.27 32.67
21.6 
(M:21.6) 1 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Oxidation: 15; Dimethyl: 1, 1

9406 false 2440 867.5221 866.5276 1 -14.77 475.71 33.83
16.6 
(M:16.6) 1 5 1 R.FVGKASAR.I Dimethyl:2H(4): 4

9407 true 2440 1185.6836 1184.6893 1 -10.9 75.2 32.17
44.1 
(M:44.1) 1 1 0 R.EYQDLLNVK.M Dimethyl:2H(4): 1, 9

9408 true 2440 1185.6836 1184.6893 1 -10.9 75.2 32.17
44.1 
(M:44.1) 1 1 0 R.EYQDLLNVK.M Dimethyl:2H(4): 1, 9



9409 true 2440 1385.8524 1384.8318 1 9.57 289.43 36.17
51.1 
(M:51.1) 1 1 0 K.IRPFLDQFSAK.W Dimethyl:2H(4): 1, 11

9410 false 2440 1402.7532 1401.7286 1 12.32 357.52 41.5
18.5 
(M:18.5) 1 2 1 R.DGCPKIVNLGSSK.T Carbamidomethyl: 3; Dimethyl: 13

9411 true 2440 1578.9186 1577.9141 1 -1.72 196.42 38
72.5 
(M:72.5) 1 1 0 R.ALIAGGGAPEIELALR.L Dimethyl: 1

9412 true 2440 2423.267 2422.2654 1 -2.32 232.3 32.67
31.1 
(M:31.1) 1 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl:2H(4): 1, 1; Oxidation: 15

9413 true 2440 2423.267 2422.2654 1 -2.32 232.3 32.67
31.1 
(M:31.1) 1 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl:2H(4): 1, 1; Oxidation: 15

9414 false 2441 913.5474 912.5393 1 0.93 106.28 34
16.6 
(M:16.6) 2 3 0 K.QEINILR.K Dimethyl: 1

9415 true 2441 1582.9451 1581.9392 1 -0.9 248.08 38
114.9 
(M:114.9) 1 1 0 R.ALIAGGGAPEIELALR.L Dimethyl:2H(4): 1



9416 true 2442 1490.8551 1489.8333 1 9.76 239.48 42.5
52.6 
(M:52.6) 1 1 0 K.VFLDFFTHALPK.Q Dimethyl: 1, 12

9417 true 2442 2471.2656 2470.2605 1 -0.86 219.07 33.33
115.6 
(M:115.6) 1 1 1

R.QLFHPEQLITGKEDAANNYAR
.G Dimethyl: 1, 12

9418 true 2442 2471.2656 2470.2605 1 -0.86 219.07 33.33
115.6 
(M:115.6) 1 1 1

R.QLFHPEQLITGKEDAANNYAR
.G Dimethyl: 1, 12

9419 true 2442 2471.2656 2470.2605 1 -0.86 219.07 33.33
115.6 
(M:115.6) 1 1 1

R.QLFHPEQLITGKEDAANNYAR
.G Dimethyl: 1, 12

9420 true 2442 2471.2656 2470.2605 1 -0.86 219.07 33.33
115.6 
(M:115.6) 1 1 1

R.QLFHPEQLITGKEDAANNYAR
.G Dimethyl: 1, 12

9421 true 2443 1233.6391 1232.6373 1 -4.45 98.39 32.17
37.5 
(M:37.5) 1 1 0 R.EGPLCDELIR.N

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

9422 false 2443 1233.6391 1232.6492 1 -14.09 107.34 32.17
15.7 
(M:15.7) 1 4 0 K.EPQLWEFPR.S Dimethyl:2H(4): 1



9423 false 2443 1261.7553 1260.7442 1 3.02 196.85 39.17
22.1 
(M:22.1) 1 5 1 K.IFKSQGAALDK.Y Dimethyl: 1, 3, 11

9424 true 2443 1261.7553 1260.7442 1 3.02 152.91 39.17
90.1 
(M:90.1) 3 1 0 R.IFGVTTLDIVR.A Dimethyl: 1

9425 false 2443 1614.8485 1613.8348 1 3.99 233.12 36.17
17.6 
(M:17.6) 1 3 0 K.QVPAITCIQSQWR.G Carbamidomethyl: 7; Dimethyl: 1

9426 true 2443 2514.2791 2513.3218 1 -19.91 217.33 32.67
19.2 
(M:19.2) 1 50 1 1

R.ILQHQCIQLIGDCLMKAQQGK
.G

Carbamidomethyl: 6, 13; 
Dimethyl:2H(4): 16

9427 true 2444 1265.7788 1264.7693 1 1.8 176.75 39.17
90.2 
(M:90.2) 4 1 0 R.IFGVTTLDIVR.A Dimethyl:2H(4): 1

9428 false 2444 1366.7756 1365.7541 1 10.4 194.65 41
18.8 
(M:18.8) 3 2 1 K.LSSEDKETIEK.A Dimethyl:2H(4): 6; Dimethyl: 1, 11

9429 true 2445 1270.7719 1269.7557 1 6.97 156.76 39
18.8 
(M:18.8) 1 1 1 R.KQTLLHYLVR.V



9430 true 2446 1259.5587 1258.5652 1 -10.93 102.43 32.33
38.2 
(M:38.2) 1 1 0 K.DYLLCDYNR.D Carbamidomethyl: 5; Dimethyl: 1

9431 true 2446 1570.9598 1569.9494 1 2 223.61 41.67
89.1 
(M:89.1) 1 1 0 R.YAVQLLTPANLLAK.I Dimethyl: 1, 14

9432 true 2447 1087.5246 1086.5168 1 0.46 297.21 34
45.1 
(M:45.1) 2 1 0 R.NFMIDTYR.L Dimethyl: 1

9433 true 2447 1097.6583 1096.6492 1 1.64 357.17 38.33
56.4 
(M:56.4) 1 1 0 R.LSPEELLLR.W Dimethyl: 1

9434 false 2447 1097.6583 1096.6566 1 -5.1 229.23 38.33
19.2 
(M:19.2) 1 7 0 -.MPTPVILLK.E Acetyl: 1; Oxidation: 1; Dimethyl: 9

9435 false 2447 1138.678 1137.6981 1 -24.07 129.68 36.33
16.3 
(M:16.3) 1 5 1 K.SLDLVTMKK.L

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 8, 9

9436 false 2447 1138.678 1137.6808 1 -8.89 243.52 36.33
17.4 
(M:17.4) 1 4 1 R.AVAGALASKYR.N Dimethyl:2H(4): 9



9437 false 2447 1138.678 1137.6981 1 -24.07 129.68 36.33
16.3 
(M:16.3) 1 5 1 K.SLDLVTMKK.L

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 8, 9

9438 true 2447 1138.678 1137.6546 1 14.09 386.03 36.33
57.8 
(M:57.8) 2 1 0 K.IVGNLLYYR.Y Dimethyl: 1

9439 true 2447 1138.678 1137.6546 1 14.09 386.03 36.33
57.8 
(M:57.8) 2 1 0 K.IVGNLLYYR.Y Dimethyl: 1

9440 true 2447 1263.5859 1262.5903 1 -9.23 102.57 32.17
37.9 
(M:37.9) 1 1 0 K.DYLLCDYNR.D

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

9441 false 2447 1414.8102 1413.774 1 20.43 789.25 36.5
16.1 
(M:16.1) 1 2 1 R.ICDFGFAKQLR.A

Carbamidomethyl: 2; Dimethyl:2H(4): 
8; Dimethyl: 1

9442 true 2447 1414.8102 1413.811 1 -5.68 536.45 36.5
16.5 
(M:16.5) 1 1 1 K.AVVLMGKNTMMR.K Dimethyl:2H(4): 1, 7

9443 true 2447 1648.9542 1647.9476 1 -0.42 255.68 41.5
74.0 
(M:74.0) 1 1 0 R.FYAYNPLAGGLLTGK.Y Dimethyl:2H(4): 1, 15



9444 true 2448 1091.5484 1090.5419 1 -0.77 353.25 34
52.9 
(M:52.9) 1 1 0 R.NFMIDTYR.L Dimethyl:2H(4): 1

9445 true 2448 1142.6979 1141.6797 1 9.56 434.84 36.33
32.6 
(M:32.6) 2 1 0 K.IVGNLLYYR.Y Dimethyl:2H(4): 1

9446 true 2448 1142.6979 1141.6797 1 9.56 434.84 36.33
32.6 
(M:32.6) 2 1 0 K.IVGNLLYYR.Y Dimethyl:2H(4): 1

9447 true 2448 1324.7069 1323.7159 1 -12.3 229.27 43.33
17.8 
(M:17.8) 1 1 1 K.IWDVSSGKCLK.T

Carbamidomethyl: 9; Dimethyl:2H(4): 
11

9448 true 2448 1386.7809 1385.7667 1 5.03 304.29 39.17
99.5 
(M:99.5) 5 1 0 R.ASGQAFELILGPR.S Dimethyl: 1

9449 false 2449 1086.668 1085.6557 1 4.68 231.69 41.83
20.5 
(M:20.5) 1 2 1 R.QVLATNTRK.L Dimethyl: 1, 9

9450 true 2449 1103.5151 1102.5117 1 -3.57 253.99 34
16.1 
(M:16.1) 1 1 0 R.NFMIDTYR.L Oxidation: 3; Dimethyl: 1



9451 true 2449 1233.7691 1232.7533 1 6.89 216.25 36.17
50.2 
(M:50.2) 1 1 1 R.VVFIFGPDKK.L Dimethyl: 1, 9, 10

9452 true 2449 1390.8022 1389.7918 1 2.22 309.39 39.17
74.8 
(M:74.8) 2 1 0 R.ASGQAFELILGPR.S Dimethyl:2H(4): 1

9453 true 2449 1437.8425 1436.8155 1 13.68 310.64 36.5
38.9 
(M:38.9) 2 1 0 R.GYISPYFINTAK.G Dimethyl:2H(4): 1, 12

9454 false 2450 1110.5549 1109.5427 1 4.42 343.35 33.83
18.0 
(M:18.0) 1 3 1 K.FEEMAKGDK.A Dimethyl: 1, 9

9455 false 2450 1141.6717 1140.6867 1 -19.45 211.71 41.67
18.3 
(M:18.3) 1 3 1 K.GGELLDKILR.Q Dimethyl: 1

9456 false 2450 1141.6717 1140.6867 1 -19.45 305.49 41.67
18.3 
(M:18.3) 1 3 1 K.KNAAGALDLLK.E Dimethyl: 11

9457 true 2450 1245.8558 1244.8286 1 15.97 226.41 36.17
35.5 
(M:35.5) 1 1 1 R.VVFIFGPDKK.L Dimethyl:2H(4): 1, 9, 10



9458 false 2450 1392.7549 1391.7409 1 4.86 304.21 38.33
15.3 
(M:15.3) 1 9 1 R.DIRAQYESIAAK.N Dimethyl: 12

9459 true 2450 1392.7549 1391.7449 1 1.97 315.57 38.33
97.0 
(M:97.0) 2 1 0 R.LFLDEFQSIPR.I Dimethyl: 1

9460 false 2450 1392.7549 1391.733 1 10.51 381.06 38.33
15.2 
(M:15.2) 1 10 1 K.TLSVKVMTDPTGK.S Oxidation: 7

9461 true 2451 1312.6996 1311.7034 1 -8.45 194 32.33
85.5 
(M:85.5) 1 1 0 K.DIPGLTDTTVPR.R Dimethyl: 1

9462 false 2451 1396.8144 1395.8098 1 -1.92 310.05 39.33
15.4 
(M:15.4) 1 50 4 1 K.KPDATMIFKNK.E

Dimethyl:2H(4): 9; Oxidation: 6; 
Dimethyl: 1, 11

9463 true 2452 1316.7226 1315.7285 1 -10.02 184.7 32.33
73.4 
(M:73.4) 1 1 0 K.DIPGLTDTTVPR.R Dimethyl:2H(4): 1

9464 true 2452 1426.7402 1425.7293 1 2.56 253.82 38.17
25.1 
(M:25.1) 1 1 0 R.LYEAFLPENFR.R Dimethyl: 1



9465 true 2452 1534.8108 1533.7973 1 4.04 207.81 39
66.0 
(M:66.0) 1 1 0 R.AQFEQLCAALLSR.V Carbamidomethyl: 7; Dimethyl: 1

9466 true 2452 1833.1265 1832.1011 1 9.86 312.68 41.17
84.4 
(M:84.4) 5 1 0 K.ALESPERPFLAILGGAK.V Dimethyl:2H(4): 1, 17

9467 true 2453 1537.8448 1536.8428 1 -3.44 248.23 38.17
30.0 
(M:30.0) 1 1 1 R.FKDIFQEIYDR.E Dimethyl:2H(4): 1, 2

9468 true 2453 1558.775 1557.7616 1 3.89 176.78 39
87.5 
(M:87.5) 1 1 0 K.FYGPEGPYGIFAGR.D Dimethyl: 1

9469 false 2454 1262.6636 1261.6751 1 -14.84 273.64 33.83
16.2 
(M:16.2) 1 2 0 R.NGLNNGNCLVK.F

Carbamidomethyl: 8; Dimethyl:2H(4): 
1; Dimethyl: 11

9470 true 2454 1345.6847 1344.6708 1 4.95 191.6 32.17
36.2 
(M:36.2) 1 1 0 K.EGVECEVINLR.T Carbamidomethyl: 5; Dimethyl: 1

9471 true 2454 1434.8935 1433.8767 1 6.58 283.26 36.17
28.6 
(M:28.6) 2 1 0 K.TIIPLISQCTPK.V

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 12



9472 true 2454 1562.801 1561.7867 1 4.51 198.46 39
47.1 
(M:47.1) 1 1 0 K.FYGPEGPYGIFAGR.D Dimethyl:2H(4): 1

9473 true 2454 1588.8352 1587.8269 1 0.67 215.21 38.83
72.9 
(M:72.9) 2 1 0 K.VVIGMDVAASEFYR.D Dimethyl:2H(4): 1

9474 true 2454 1589.807 1588.8322 1 -20.43 161.21 36.5
26.7 
(M:26.7) 1 1 1 K.SGGAIEPQGTRITFR.I

9475 false 2454 1589.807 1588.7891 1 6.65 383.98 36.5
16.2 
(M:16.2) 1 54.65 2 1 R.SEGKSMFAGVPTMR.E

Dimethyl:2H(4): 1; Oxidation: 6, 13; 
Dimethyl: 4

9476 true 2456 1315.6972 1314.6932 1 -2.49 282.88 34
42.4 
(M:42.4) 1 1 0 R.HQELYSLLER.I Dimethyl: 1

9477 true 2456 1406.7021 1405.6937 1 0.86 222.87 34.33
19.7 
(M:19.7) 1 42.06 1 1 -.KEDSLSGDASELK.M Dimethyl: 13

9478 true 2456 1766.956 1765.9552 1 -3.7 198.76 38.17
51.5 
(M:51.5) 1 1 0 R.LVPSAEPGTAFTLEFR.C Dimethyl:2H(4): 1



9479 true 2456 2043.2041 2042.1838 1 6.38 150.81 42.83
95.1 
(M:95.1) 1 1 0 K.IPNIYAIGDVVAGPMLAHK.A Dimethyl:2H(4): 1, 19

9480 true 2458 1460.8526 1459.8676 1 -15.21 385.56 33.83
19.7 
(M:19.7) 1 1 1 K.TKENILEEFNK.V Dimethyl:2H(4): 1, 2, 11

9481 true 2458 1667.7695 1666.7587 1 2.09 136.29 32.33
22.8 
(M:22.8) 1 1 0 K.WAVIGDENYGEGSSR.E Dimethyl: 1

9482 true 2460 1702.8297 1701.8356 1 -7.75 134.38 32.17
40.9 
(M:40.9) 1 1 1 R.VEVERDNLADDIMR.L Dimethyl: 1

9483 true 2461 1617.8612 1616.8522 1 1.04 178.19 38.5
58.2 
(M:58.2) 2 1 0 K.EAINVEQAFQTIAR.N Dimethyl: 1

9484 true 2462 1448.8387 1447.8115 1 13.71 366.43 42.33
28.0 
(M:28.0) 1 1 0 R.FSPIPFPPLSYK.H Dimethyl: 1, 12

9485 true 2462 1555.8167 1554.8154 1 -3.84 203.47 33.83
59.3 
(M:59.3) 1 1 0 K.HLQINQTFEELR.L Dimethyl: 1



9486 true 2462 1706.8549 1705.8458 1 1.12 175.58 38.33
63.5 
(M:63.5) 1 1 0 K.QMEQISQFLQAAER.Y Dimethyl: 1

9487 true 2462 2297.3266 2296.2841 1 15.31 241.46 40.83
64.5 
(M:64.5) 2 1 0

R.GPGLGAAQGQTIALPAQGLIE
FR.D Dimethyl:2H(4): 1

9488 true 2463 1559.84 1558.8405 1 -5.04 197.1 33.83
72.6 
(M:72.6) 1 1 0 K.HLQINQTFEELR.L Dimethyl:2H(4): 1

9489 true 2463 1710.8783 1709.8709 1 0.11 235.31 38.33
58.8 
(M:58.8) 1 1 0 K.QMEQISQFLQAAER.Y Dimethyl:2H(4): 1

9490 false 2463 1710.8783 1709.8732 1 -1.26 237.01 38.33
15.3 
(M:15.3) 1 2 1 K.MCEVALGEFLKEIK.K

Carbamidomethyl: 2; Oxidation: 1; 
Dimethyl: 14

9491 true 2463 1832.8623 1831.8701 1 -8.18 176.28 32.17
78.1 
(M:78.1) 1 1 0 R.AQQEDALAQQAFEEAR.R Dimethyl: 1

9492 false 2463 1840.9773 1839.9996 1 -16.03 270.89 42.33
15.2 
(M:15.2) 1 5 1 K.KTAVVHFFDHASAALAK.K Dimethyl: 17



9493 false 2464 839.5161 838.5288 1 -23.89 381.51 42.33
15.3 
(M:15.3) 1 3 0 K.MIFAGIK.K Dimethyl:2H(4): 1; Dimethyl: 7

9494 true 2464 1707.0878 1706.0594 1 12.36 197.85 36.17
24.3 
(M:24.3) 1 1 0 K.IAILTCPFEPPKPK.T

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 12, 14

9495 false 2464 1756.9772 1755.9855 1 -8.86 145.06 43
17.4 
(M:17.4) 1 4 1 R.IMVSRHEIDLNEIK.A Dimethyl:2H(4): 1; Dimethyl: 14

9496 true 2464 1836.8866 1835.8952 1 -8.64 188.03 32.17
49.2 
(M:49.2) 1 1 0 R.AQQEDALAQQAFEEAR.R Dimethyl:2H(4): 1

9497 true 2464 2331.1846 2330.1477 1 12.68 219.19 41
101.4 
(M:101.4) 2 1 0

K.NNQFQALLQYADPMSAQHA
K.L Dimethyl: 1, 20

9498 true 2465 1807.9431 1806.9516 1 -8.74 176.69 33.83
21.8 
(M:21.8) 1 1 1 K.ILSSQEEWYKAELR.S Dimethyl: 1, 10

9499 true 2465 2339.2356 2338.198 1 12.97 171.32 41
43.0 
(M:43.0) 1 1 0

K.NNQFQALLQYADPMSAQHA
K.L Dimethyl:2H(4): 1, 20



9500 true 2466 1814.9669 1813.9686 1 -4.98 233.56 34.33
76.5 
(M:76.5) 1 1 0 K.HLEINPDHSIIETLR.Q Dimethyl: 1

9501 true 2466 1838.0373 1836.9999 1 16.4 252.53 36.17
26.9 
(M:26.9) 1 1 0 R.ILGIPTQLYSHHFQR.F Dimethyl: 1

9502 false 2467 1197.6884 1196.6743 1 5.67 -1 42.33
16.8 
(M:16.8) 1 2 0 K.SELINWYLK.E Dimethyl:2H(4): 1

9503 true 2467 1889.825 1888.8367 1 -10.05 184.22 32.33
79.2 
(M:79.2) 1 1 0 R.NPDDITNEEYGEFYK.S Dimethyl: 1, 15

9504 true 2468 844.5283 843.5156 1 6.33 450.38 36.33
18.6 
(M:18.6) 1 1 0 K.YIFTLR.T Dimethyl:2H(4): 1

9505 false 2468 900.5706 899.5593 1 4.44 571.85 36.67
23.9 
(M:23.9) 1 4 0 K.IFINLPR.S Dimethyl: 1

9506 false 2468 900.5706 899.5626 1 0.7 531.85 36.67
20.1 
(M:20.1) 1 9 1 K.RVTIMPK.D Dimethyl: 1, 7



9507 false 2468 900.5706 899.5742 1 -12.14 549.18 36.67
29.6 
(M:29.6) 1 3 0 K.AAPLNINK.V Dimethyl:2H(4): 1; Dimethyl: 8

9508 true 2468 1887.9158 1886.9281 1 -10.33 337.83 33.83
64.0 
(M:64.0) 1 1 0 R.NCILHPGGSLDASDMLR.K

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

9509 false 2468 1897.8768 1896.8371 1 17.08 284.37 32.33
19.1 
(M:19.1) 1 2 1 K.KECSSSGSGSDNDVEVIK.V Carbamidomethyl: 3

9510 true 2468 1897.8768 1896.8869 1 -9.16 268.24 32.33
95.2 
(M:95.2) 1 1 0 R.NPDDITNEEYGEFYK.S Dimethyl:2H(4): 1, 15

9511 true 2468 2265.2059 2264.1994 1 -0.33 235.73 39
60.1 
(M:60.1) 1 1 1 R.WVTYFNKPDIDAWELRK.G Dimethyl: 1, 7, 17

9512 false 2469 924.542 923.5378 1 -3.34 399.54 36.83
22.6 
(M:22.6) 1 2 0 K.VLGQGSFGK.V Dimethyl:2H(4): 1

9513 true 2469 924.542 923.5229 1 12.81 235.73 36.83
50.4 
(M:50.4) 2 1 0 R.IAFVSFGR.H Dimethyl: 1



9514 false 2469 1092.6092 1091.6124 1 -9.66 340.5 39.33
15.8 
(M:15.8) 1 3 1 K.ITDKEAAER.L Dimethyl:2H(4): 4; Dimethyl: 1

9515 false 2469 1136.6507 1135.6573 1 -12.2 362.97 41
20.3 
(M:20.3) 1 8 1 R.LMAEKESLR.E Dimethyl:2H(4): 1; Dimethyl: 5

9516 true 2469 1136.6507 1135.6328 1 9.35 401.52 41
65.1 
(M:65.1) 3 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

9517 true 2469 1136.6507 1135.6328 1 9.35 401.52 41
65.1 
(M:65.1) 3 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

9518 true 2469 1136.6507 1135.6328 1 9.35 401.52 41
65.1 
(M:65.1) 3 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

9519 true 2469 1946.959 1945.9745 1 -11.72 102.13 32.67
41.8 
(M:41.8) 1 1 0 K.LIANDTEFQPELSAAGSR.L Dimethyl: 1

9520 true 2470 928.564 927.548 1 9.45 156.12 36.83
31.2 
(M:31.2) 1 1 0 R.IAFVSFGR.H Dimethyl:2H(4): 1



9521 true 2470 1120.5995 1119.5706 1 19.29 310.79 39.17
19.9 
(M:19.9) 1 1 0 K.VMATTGGTNLR.D

9522 false 2470 1120.5995 1119.5822 1 8.97 314.09 39.17
16.7 
(M:16.7) 1 2 1 K.EEEEQRLR.E Dimethyl:2H(4): 1

9523 true 2470 1163.5996 1162.5811 1 9.66 434.54 41.17
55.6 
(M:55.6) 2 1 0 R.GFAFVYFER.I Dimethyl: 1

9524 true 2470 1974.0906 1973.1073 1 -12.17 146.62 33.83
31.4 
(M:31.4) 1 1 0 K.HTQVQVLPESGETPLFK.Q Dimethyl:2H(4): 1, 17

9525 true 2471 965.5888 964.5746 1 7.22 223.72 36.67
51.1 
(M:51.1) 2 1 0 R.GQAFVIFK.E Dimethyl: 1, 8

9526 false 2471 965.5888 964.5593 1 23.02 193.56 36.67
19.5 
(M:19.5) 1 10 1 R.AKTSDFLK.V Dimethyl: 1, 2

9527 false 2471 965.5888 964.5929 1 -11.74 167.84 36.67
19.9 
(M:19.9) 1 9 1 R.KAAEALMK.Y

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 1, 8



9528 false 2471 965.5888 964.5677 1 14.3 183.99 36.67
30.3 
(M:30.3) 1 2 1 R.DGARVLMK.L

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 8

9529 true 2471 2073.0866 2072.0725 1 3.31 213.8 38.33
53.8 
(M:53.8) 1 1 0 R.VQLDIIQCELNAPTQFR.G Carbamidomethyl: 8; Dimethyl: 1

9530 true 2472 1339.7858 1338.766 1 9.34 262.67 41
33.0 
(M:33.0) 1 1 0 R.HTDSLFPILLR.T Dimethyl: 1

9531 true 2472 1377.7677 1376.7635 1 -2.26 292.21 38.5
28.9 
(M:28.9) 1 1 0 R.GNSIIMLEALER.V Dimethyl:2H(4): 1

9532 true 2472 1533.7811 1532.7595 1 9.31 206.05 32.83
16.3 
(M:16.3) 1 1 0 K.YEMFAQTLQQSR.G Dimethyl:2H(4): 1

9533 true 2472 1993.9846 1992.9806 1 -1.63 195.44 34
47.1 
(M:47.1) 1 1 0 R.HPPAFEGAGQESGLQVWR.V Dimethyl: 1

9534 true 2473 1038.6042 1037.591 1 5.76 214.44 36.5
32.0 
(M:32.0) 2 1 0 K.VYPISYLR.I Dimethyl: 1



9535 true 2473 1333.8239 1332.7955 1 15.86 369.51 43.17
64.1 
(M:64.1) 4 1 0 M.ASISLAPVNIFK.A Dimethyl:2H(4): 12; Acetyl: 1

9536 true 2473 1343.8086 1342.7911 1 7.66 267.82 41.17
35.4 
(M:35.4) 1 1 0 R.HTDSLFPILLR.T Dimethyl:2H(4): 1

9537 true 2473 1621.8868 1620.8773 1 1.36 200.6 38.5
46.6 
(M:46.6) 1 1 0 K.EAINVEQAFQTIAR.N Dimethyl:2H(4): 1

9538 true 2474 1155.6447 1154.627 1 8.98 416.34 36.5
56.5 
(M:56.5) 3 1 0 R.WTGMIIGPPR.T Dimethyl: 1

9539 false 2474 1369.7544 1368.7737 1 -19.43 272.77 41
19.9 
(M:19.9) 1 3 1 R.ACAAQTKATFLK.L

Carbamidomethyl: 2; Dimethyl:2H(4): 
7; Dimethyl: 12

9540 true 2474 1517.8246 1516.8191 1 -1.17 147.84 44
28.2 
(M:28.2) 1 1 0 K.DLAHFFFLNPIR.F Dimethyl: 1

9541 true 2475 1172.7096 1171.6787 1 20.15 174.72 36.33
37.1 
(M:37.1) 2 1 0 K.GHLIYLLCK.C Carbamidomethyl: 8; Dimethyl: 1, 9



9542 true 2475 1521.8448 1520.8442 1 -4.36 194.52 44
48.4 
(M:48.4) 1 1 0 K.DLAHFFFLNPIR.F Dimethyl:2H(4): 1

9543 true 2475 1676.9285 1675.8934 1 16.64 264.81 32.83
45.0 
(M:45.0) 1 1 1 R.ALEHFTDLYDIKR.A Dimethyl: 1, 12

9544 true 2475 2901.1613 2900.1699 1 -5.47 179.28 32.17
30.4 
(M:30.4) 1 1 1

R.RGAYGGGYGGYDDYNGYND
GYGFGSDR.F Dimethyl: 1

9545 true 2476 1247.7422 1246.7108 1 19.35 219.9 36.33
22.9 
(M:22.9) 1 1 0 K.TAVMELFRPK.G Dimethyl: 1, 10

9546 true 2476 1447.8667 1446.8509 1 5.91 390.97 41
30.5 
(M:30.5) 1 1 0 K.HPDGLAVVGIFMK.V Dimethyl:2H(4): 1, 13

9547 true 2476 1919.0132 1918.016 1 -5.24 267.35 38.5
83.6 
(M:83.6) 1 1 0 K.LTAELIEQAAQYTNAVR.D Dimethyl: 1

9548 true 2477 895.5084 894.5113 1 -11.35 468.64 32.33
28.0 
(M:28.0) 1 1 0 K.EADFILR.V Dimethyl:2H(4): 1



9549 false 2477 1301.7633 1300.7755 1 -14.94 179.25 36.67
15.5 
(M:15.5) 1 9 0 R.TVVSGLVQFVPK.E Dimethyl: 12

9550 true 2477 1301.7633 1300.7503 1 4.38 217.48 36.67
36.3 
(M:36.3) 1 1 0 R.VFTPSNALVGLR.L Dimethyl: 1

9551 false 2477 1301.7633 1300.7238 1 24.73 301.66 36.67
15.2 
(M:15.2) 1 10 0 K.IIATVSLNEDVK.L

9552 false 2477 1301.7633 1300.7252 1 23.7 127.84 36.67
18.4 
(M:18.4) 1 7 1 K.VHHPGSKDQLK.E Dimethyl: 1, 11

9553 false 2477 1301.7633 1300.7247 1 24.06 126.37 36.67
22.1 
(M:22.1) 1 5 0 R.MAVPTCLLQLK.I Carbamidomethyl: 6; Dimethyl: 11

9554 true 2477 1898.9919 1897.9543 1 16.01 339.36 43.33
72.3 
(M:72.3) 1 1 0 R.GNQLQEFAAMLMPHQK.A Dimethyl: 1, 16

9555 true 2477 1923.0333 1922.0411 1 -7.84 305.63 38.5
48.1 
(M:48.1) 1 1 0 K.LTAELIEQAAQYTNAVR.D Dimethyl:2H(4): 1



9556 false 2477 1923.0333 1922.0527 1 -13.85 316.32 38.5
16.6 
(M:16.6) 1 2 1 R.LADHFGGKLHLGFIEIR.E

9557 true 2478 1502.9014 1501.8806 1 8.97 148.12 41
50.7 
(M:50.7) 2 1 0 K.GVPTGFILPISDVR.A Dimethyl:2H(4): 1

9558 true 2478 2136.1234 2135.1263 1 -4.75 224.53 38.5
52.4 
(M:52.4) 1 1 1 R.VFEVSLADLQNDEVAFRK.F Dimethyl: 1, 18

9559 true 2479 1225.7738 1224.7693 1 -2.25 111.75 38.67
30.9 
(M:30.9) 1 1 0 K.ILLAELEQLK.G Dimethyl: 1, 10

9560 true 2479 1321.7542 1320.7241 1 17.28 307.48 36.83
24.3 
(M:24.3) 2 1 0 K.HALQGFFNSLR.T Dimethyl:2H(4): 1

9561 true 2479 1591.9844 1590.9585 1 11.71 276.16 41
112.6 
(M:112.6) 1 1 0 K.VPIENVLGQIGGGFK.V Dimethyl:2H(4): 1, 15

9562 true 2480 1233.825 1232.8195 1 -1.45 169.69 38.67
51.0 
(M:51.0) 1 1 0 K.ILLAELEQLK.G Dimethyl:2H(4): 1, 10



9563 true 2480 1710.9706 1709.9392 1 14.05 253.8 41
34.4 
(M:34.4) 1 93.6 1 1 R.GFGFILFKEPGSVEK.V Dimethyl: 1, 15

9564 true 2480 2197.0857 2196.0923 1 -6.32 291.34 33.83
84.2 
(M:84.2) 1 1 0 R.NLHQSGFSLSGAQIDDNIPR.R Dimethyl: 1

9565 true 2480 2480.4272 2479.3839 1 14.53 292.31 39.33
104.8 
(M:104.8) 2 1 1

R.KPEELKDLAPGTNPPFLLFNR.
E Dimethyl: 1, 1, 6

9566 true 2481 869.5474 868.5432 1 -3.59 362.83 39.33
33.4 
(M:33.4) 2 1 0 K.AHIDIIR.G Dimethyl:2H(4): 1

9567 false 2481 869.5474 868.5204 1 22.63 406.62 39.33
26.3 
(M:26.3) 1 2 0 R.MHSILIK.N Dimethyl: 7

9568 true 2481 1442.7938 1441.7963 1 -6.79 334.49 38.67
51.4 
(M:51.4) 1 1 0 R.IMVANIEEVLQR.G Dimethyl: 1

9569 false 2481 2201.1046 2200.0871 1 4.62 287.67 33.83
17.0 
(M:17.0) 1 3 1 -.YEDSLSGDASELKMPASQIK.R Dimethyl:2H(4): 1



9570 true 2481 2201.1046 2200.1175 1 -9.16 318.97 33.83
188.2 
(M:188.2) 1 1 0 R.NLHQSGFSLSGAQIDDNIPR.R Dimethyl:2H(4): 1

9571 true 2482 1007.6256 1006.6215 1 -3.18 235.46 43.67
40.0 
(M:40.0) 1 1 0 K.NLGFFLLK.H Dimethyl: 1, 8

9572 false 2482 1394.794 1393.8189 1 -23.1 219.81 36.83
19.4 
(M:19.4) 1 50 2 1 R.FLRIMMLSVLK.H Oxidation: 6; Dimethyl: 11

9573 true 2482 1738.9997 1737.9705 1 12.6 265.72 41.17
67.4 
(M:67.4) 1 1 1 R.GFGFILFKEPGSVEK.V Dimethyl: 1, 8, 15

9574 true 2483 1037.6406 1036.6405 1 -6.97 268.1 43.67
18.6 
(M:18.6) 2 1 0 K.NLMFIVLR.D Dimethyl:2H(4): 1

9575 true 2483 1445.9 1444.8766 1 11.18 325.92 36.67
42.2 
(M:42.2) 1 1 0 R.VGVPVPVPALTVNR.L Dimethyl: 1

9576 true 2483 2430.3301 2429.3708 1 -19.71 247.8 34.83
95.1 
(M:95.1) 1 1 1

K.KGEGYLKPNEGALVEIQFEGR.
Y Dimethyl:2H(4): 1, 1, 7



9577 false 2484 1155.6303 1154.6408 1 -15.35 388.62 39.5
16.2 
(M:16.2) 1 2 1 K.SAPSKGQPSLR.E Dimethyl: 5

9578 true 2484 1241.6011 1240.6088 1 -12.03 67.79 32.33
26.3 
(M:26.3) 1 1 0 R.EGFYVQSLDR.S Dimethyl: 1

9579 true 2484 1449.926 1448.9017 1 11.76 406.21 36.67
41.4 
(M:41.4) 1 1 0 R.VGVPVPVPALTVNR.L Dimethyl:2H(4): 1

9580 true 2485 959.5558 958.5674 1 -19.65 270.16 43
19.0 
(M:19.0) 1 1 1 K.KMGWPLK.E Oxidation: 2; Dimethyl: 1, 1, 7

9581 true 2485 2550.206 2549.2146 1 -6.25 207.72 33.83
62.8 
(M:62.8) 1 1 0

K.FQNVNSVTLFVQSNHGDEETT
R.I Dimethyl: 1

9582 true 2486 1583.0609 1582.0422 1 7.25 260.77 36.67
72.5 
(M:72.5) 2 1 0 R.LLIHQSLAGGIIGVK.G Dimethyl:2H(4): 1, 15

9583 true 2486 2789.3529 2788.3702 1 -8.8 175.6 33.83
71.8 
(M:71.8) 1 1 1

K.KQTVQMESEIYNTPEDIIHGSG
TR.L Dimethyl: 1, 1



9584 false 2486 2789.3529 2788.3266 1 6.83 155.98 33.83
18.4 
(M:18.4) 1 50 2 1

R.KDNDIILSEYNTEMELHYNYIK.
D Oxidation: 14; Dimethyl: 1

9585 true 2487 1620.8721 1619.8565 1 5.17 206.45 37.5
15.6 
(M:15.6) 1 1 0 R.IEALMADMNNILPK.S Dimethyl:2H(4): 14; Oxidation: 5

9586 true 2488 1503.6672 1502.6678 1 -5.23 136.77 32.33
24.1 
(M:24.1) 1 1 0 R.ESDYFTPQGEFR.V Dimethyl: 1

9587 true 2488 2497.2717 2496.2537 1 4.32 265.04 38.83
69.8 
(M:69.8) 1 1 1 K.LFIGGLSFETTDDSLREHFEK.W Dimethyl: 1, 21

9588 true 2489 1212.6897 1211.6556 1 22.11 211.42 44.67
17.4 
(M:17.4) 1 1 1 K.GSTKDCLLMK.G

Carbamidomethyl: 6; Dimethyl:2H(4): 
10; Dimethyl: 1

9589 true 2489 1294.6699 1293.654 1 6.71 117.54 40
32.7 
(M:32.7) 1 1 0 K.WSMVDVQFVR.M Dimethyl: 1

9590 true 2489 1409.9139 1408.9017 1 3.46 395.41 44.17
74.2 
(M:74.2) 1 1 0 R.NLQNLLILTAIK.A Dimethyl: 1, 12



9591 true 2489 2505.3237 2504.3039 1 5.02 228.39 38.83
53.8 
(M:53.8) 1 1 1 K.LFIGGLSFETTDDSLREHFEK.W Dimethyl:2H(4): 1, 21

9592 false 2490 813.5235 812.5211 1 -5.9 385.1 34
16.2 
(M:16.2) 1 5 0 R.LLPWPR.V Dimethyl:2H(4): 1

9593 true 2490 840.5001 839.4905 1 2.77 425.45 36.5
30.0 
(M:30.0) 1 1 0 K.YIFTLR.T Dimethyl: 1

9594 false 2490 840.5001 839.5055 1 -15 -1 36.5
16.8 
(M:16.8) 1 2 0 K.LGNYTLK.L Dimethyl:2H(4): 1

9595 true 2490 1298.6985 1297.6791 1 9.38 151.91 40
20.2 
(M:20.2) 1 1 0 K.WSMVDVQFVR.M Dimethyl:2H(4): 1

9596 true 2490 1417.963 1416.952 1 2.68 334.17 44.17
50.4 
(M:50.4) 1 1 0 R.NLQNLLILTAIK.A Dimethyl:2H(4): 1, 12

9597 true 2490 1929.1798 1928.1471 1 13.19 284.45 41
16.8 
(M:16.8) 1 1 1 K.LNMILVQILKQEWPK.H

Dimethyl:2H(4): 10; Oxidation: 3; 
Dimethyl: 15



9598 false 2490 1929.1798 1928.1546 1 9.28 260.52 41
15.5 
(M:15.5) 1 2 1 R.GGPNIITLADIVKDPVSR.T Dimethyl:2H(4): 1, 13

9599 true 2491 819.4724 818.465 1 0.05 398.94 34
30.4 
(M:30.4) 1 1 0 K.NLEIFR.L Dimethyl: 1

9600 false 2491 819.4724 818.4763 1 -13.66 419.08 34
20.2 
(M:20.2) 1 5 1 R.IDRIFR.Q

9601 false 2491 819.4724 818.4684 1 -4.06 398.4 34
23.0 
(M:23.0) 1 3 1 K.RVELMK.G Oxidation: 5; Dimethyl: 6

9602 true 2491 1042.6273 1041.6161 1 3.77 260.25 36.5
15.7 
(M:15.7) 1 1 0 K.VYPISYLR.I Dimethyl:2H(4): 1

9603 true 2491 1752.923 1751.9079 1 4.45 315.09 36.67
34.6 
(M:34.6) 1 1 0 K.TFAVQGFGNVGLHSMR.Y Dimethyl:2H(4): 1

9604 true 2491 1851.9626 1850.9465 1 4.78 251.79 39
50.6 
(M:50.6) 1 1 0 K.ILFIFIDSDHSDNQR.I Dimethyl:2H(4): 1



9605 false 2492 1081.6164 1080.594 1 14 126.99 37
17.7 
(M:17.7) 1 2 0 K.LCGTFLGGPK.L

Carbamidomethyl: 2; Dimethyl:2H(4): 
10

9606 true 2492 1081.6164 1080.6248 1 -14.51 259.89 37
29.1 
(M:29.1) 1 1 0 R.YHFFLYK.H Dimethyl:2H(4): 1, 7

9607 true 2492 1244.7973 1243.778 1 9.67 220.64 44.17
39.0 
(M:39.0) 1 1 0 K.EPPHLLSLFK.N Dimethyl:2H(4): 1, 10

9608 true 2492 1404.9218 1403.9091 1 3.89 305.14 39.33
49.0 
(M:49.0) 1 1 0 K.IILDLISESPIK.G Dimethyl:2H(4): 1, 12

9609 true 2492 1486.8216 1485.8014 1 8.71 186.09 39.5
65.5 
(M:65.5) 1 1 0 K.LTVPFLEQCPVR.G Carbamidomethyl: 9; Dimethyl: 1

9610 false 2492 1486.8216 1485.8403 1 -17.44 172.2 39.5
16.7 
(M:16.7) 1 5 1 K.IKTALEATQQEVK.M Dimethyl: 13

9611 true 2492 1809.0008 1807.9556 1 20.98 220.16 37.33
45.5 
(M:45.5) 1 1 0 K.LQFAPLAHPCPVQFR.V Carbamidomethyl: 10; Dimethyl: 1



9612 true 2492 1932.8956 1931.9051 1 -8.64 78.07 32.33
87.4 
(M:87.4) 1 1 0 R.FSPDGELYASGSEDGTLR.L Dimethyl:2H(4): 1

9613 true 2493 1090.5995 1089.5859 1 5.81 333.86 36.67
32.5 
(M:32.5) 1 1 0 R.TAYLLYYR.R Dimethyl: 1

9614 true 2493 1490.8466 1489.8265 1 8.62 176.17 39.5
98.8 
(M:98.8) 1 1 0 K.LTVPFLEQCPVR.G

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

9615 true 2493 1823.0304 1822.0135 1 5.29 270.34 36.67
35.5 
(M:35.5) 1 1 0 K.LGTQQNTQIVMPPLVR.G Dimethyl: 1

9616 true 2493 2023.9995 2023.0044 1 -6.04 131.22 32.33
65.2 
(M:65.2) 1 1 0 R.EDAPLGPQLQSMPSEQIR.N Dimethyl: 1

9617 true 2494 1715.9556 1714.9505 1 -1.29 165.74 39.17
50.4 
(M:50.4) 1 1 0 R.ALTVPELTQQVFDAK.N Dimethyl: 1, 15

9618 true 2494 2184.0099 2183.0052 1 -1.19 144.84 32.5
34.9 
(M:34.9) 1 1 0 R.QTNPSAMEVEEDDPVPEIR.R Dimethyl: 1



9619 false 2495 1121.6944 1120.6641 1 20.47 430.95 36.5
23.9 
(M:23.9) 1 4 0 K.NETGLLSSIK.K Dimethyl:2H(4): 10; Dimethyl: 1

9620 true 2495 2427.0683 2426.0424 1 7.67 210.6 36.67
146.6 
(M:146.6) 1 1 0

R.GGGFGGGSSFGGGSGFSGGG
FGGGGFGGGR.F Dimethyl: 1

9621 true 2496 2283.9768 2282.9829 1 -5.85 130.79 32.5
120.1 
(M:120.1) 1 1 0

K.HNDDEQYAWESSAGGSFTVR
.L Dimethyl: 1

9622 true 2496 2283.9768 2282.9829 1 -5.85 130.79 32.5
120.1 
(M:120.1) 1 1 0

K.HNDDEQYAWESSAGGSFTVR
.T Dimethyl: 1

9623 true 2496 2431.0902 2430.0675 1 6.34 286.09 36.67
72.2 
(M:72.2) 1 1 0

R.GGGFGGGSSFGGGSGFSGGG
FGGGGFGGGR.F Dimethyl:2H(4): 1

9624 false 2497 871.5459 870.5539 1 -17.51 898.85 36.83
15.4 
(M:15.4) 1 4 1 R.VKLPSGSK.K Dimethyl: 1, 8

9625 true 2497 1167.6241 1166.6062 1 9.11 487.37 41.17
40.8 
(M:40.8) 2 1 0 R.GFAFVYFER.I Dimethyl:2H(4): 1



9626 true 2497 2241.0391 2240.0394 1 -3.4 278.22 39.17
53.9 
(M:53.9) 1 1 0 R.IVSTCLGNPPETFCWEFR.D Carbamidomethyl: 5, 14; Dimethyl: 1

9627 false 2498 1403.837 1402.852 1 -15.83 218.7 41.33
16.8 
(M:16.8) 1 2 1 -.VLLAAAVCTKAGK.A

Carbamidomethyl: 8; Dimethyl:2H(4): 
10; Acetyl: 1; Dimethyl: 13

9628 true 2498 1952.9325 1951.9536 1 -14.53 106.25 39.33
16.4 
(M:16.4) 2 1 0 R.STMVGTPYWMAPEVVTR.K Dimethyl: 1

9629 true 2498 2496.1826 2495.1897 1 -5.73 212.13 39.17
51.1 
(M:51.1) 1 1 0 R.YFEITDESPYVHYLNTFSSK.E Dimethyl: 1, 20

9630 false 2499 1057.5851 1056.5928 1 -14.08 247.96 32.5
16.3 
(M:16.3) 1 5 1 K.GAKSDPSIVR.L Dimethyl: 3

9631 false 2499 1200.7075 1199.6914 1 7.36 130.02 39.33
15.5 
(M:15.5) 1 5 0 R.GLALALFGGEPK.N Dimethyl: 12

9632 true 2499 1246.6812 1245.6717 1 1.79 140.98 34
50.3 
(M:50.3) 1 1 0 K.DANLYISGLPR.S Dimethyl: 1



9633 true 2500 892.502 891.4814 1 14.92 514.48 44.67
19.2 
(M:19.2) 1 1 0 R.EAYNLVR.D Dimethyl: 1

9634 false 2500 1188.742 1187.754 1 -16.15 302.64 44.33
23.8 
(M:23.8) 1 50 6 1 K.EKAILQASLR.E Dimethyl:2H(4): 2; Dimethyl: 1

9635 false 2500 1269.7993 1268.7944 1 -1.85 196.97 39.33
16.6 
(M:16.6) 1 3 1 K.IFKSQGAALDK.Y Dimethyl:2H(4): 1, 11; Dimethyl: 3

9636 true 2500 1269.7993 1268.7832 1 6.99 205.78 39.33
57.0 
(M:57.0) 1 1 0 R.LISFLDELQK.S Dimethyl:2H(4): 1, 10

9637 true 2500 1271.6723 1270.6769 1 -9.34 159.94 32.67
82.2 
(M:82.2) 1 1 0 R.IQLVEEELDR.A Dimethyl: 1

9638 true 2500 1271.6723 1270.6769 1 -9.34 159.94 32.67
82.2 
(M:82.2) 1 1 0 R.IQLVEEELDR.A Dimethyl: 1

9639 true 2501 1122.6545 1121.6519 1 -4.1 375.08 36.83
22.1 
(M:22.1) 1 1 0 R.VLIFSQMTK.M Dimethyl: 1, 9



9640 true 2501 1122.6545 1121.6267 1 18.3 394.61 36.83
22.1 
(M:22.1) 1 1 0 R.VLIFSQMTR.V Dimethyl: 1

9641 true 2501 1275.7006 1274.702 1 -6.79 150.37 32.67
83.0 
(M:83.0) 1 1 0 R.IQLVEEELDR.A Dimethyl:2H(4): 1

9642 true 2501 1275.7006 1274.702 1 -6.79 150.37 32.67
83.0 
(M:83.0) 1 1 0 R.IQLVEEELDR.A Dimethyl:2H(4): 1

9643 false 2501 1301.6744 1300.6853 1 -13.92 336.53 39.33
19.7 
(M:19.7) 1 4 1 K.DKYADPEFTK.K Dimethyl:2H(4): 1; Dimethyl: 2, 10

9644 true 2501 1301.6744 1300.6703 1 -2.44 229.79 39.33
75.4 
(M:75.4) 1 1 0 K.FTFLEQAFDK.L Dimethyl: 1, 10

9645 false 2501 1301.6744 1300.6697 1 -1.94 261.54 39.33
17.6 
(M:17.6) 1 8 1 R.TMEIYSKTTR.F Oxidation: 2; Dimethyl: 1, 7

9646 true 2502 1274.7961 1273.7798 1 7.06 244.36 44.33
58.7 
(M:58.7) 1 1 0 R.NVFLLGFIPAK.A Dimethyl: 1, 11



9647 false 2502 1383.8248 1382.8184 1 -0.61 377.07 34.67
17.9 
(M:17.9) 1 5 1 K.NPPINTKNQAVK.D Dimethyl:2H(4): 1; Dimethyl: 12

9648 false 2502 1383.8248 1382.8224 1 -3.52 358.69 34.67
19.3 
(M:19.3) 1 4 0 R.LLPPAPPAVYSAR.A Dimethyl:2H(4): 1

9649 true 2502 1383.8248 1382.8184 1 -0.61 355.48 34.67
99.1 
(M:99.1) 1 1 0 K.NQAGLAPVIDVVR.S Dimethyl:2H(4): 1

9650 true 2502 1666.9835 1665.9945 1 -11.02 236.29 41.17
19.6 
(M:19.6) 2 1 0 K.VVLAYEPVWAIGTGK.T Dimethyl:2H(4): 1, 15

9651 false 2503 1150.7395 1149.7093 1 19.92 576.73 37
19.4 
(M:19.4) 1 4 1 R.LAMLTERIK.K

Dimethyl:2H(4): 1; Oxidation: 3; 
Dimethyl: 9

9652 true 2503 1150.7395 1149.7234 1 7.71 410.15 37
37.2 
(M:37.2) 2 1 0 K.ILGVLQNIPR.D Dimethyl: 1

9653 false 2503 1282.8479 1281.8089 1 24.75 293.69 44.33
15.8 
(M:15.8) 1 5 1 K.LKGFPFWPAK.A Dimethyl:2H(4): 1, 2; Dimethyl: 10



9654 true 2503 1282.8479 1281.83 1 8.28 317.77 44.33
59.0 
(M:59.0) 1 1 0 R.NVFLLGFIPAK.A Dimethyl:2H(4): 1, 11

9655 true 2503 1364.7399 1363.746 1 -9.79 161.68 32.5
26.7 
(M:26.7) 2 1 0 R.IGGNEGIDVPIPR.F Dimethyl: 1

9656 true 2503 1455.7972 1454.7882 1 1.19 346.89 34
33.5 
(M:33.5) 1 1 0 R.HLEIIYEINQR.H Dimethyl: 1

9657 true 2503 1704.9561 1703.9458 1 1.76 171.65 41.17
20.1 
(M:20.1) 1 1 1 R.AVQSEKANLTILFDK.Y Dimethyl: 15

9658 true 2504 1377.7471 1376.7551 1 -11.1 233.55 44.5
24.4 
(M:24.4) 4 1 1 K.GVDVKFSIEDLK.A Dimethyl: 12

9659 false 2504 1377.7471 1376.7536 1 -10.02 325.11 44.5
15.7 
(M:15.7) 1 7 1 K.QMWKSPNGTIR.N Dimethyl:2H(4): 4; Dimethyl: 1

9660 true 2504 1459.8211 1458.8133 1 0.39 387.18 34
43.6 
(M:43.6) 1 1 0 R.HLEIIYEINQR.H Dimethyl:2H(4): 1



9661 true 2504 1763.9701 1762.9465 1 9.26 229.27 40
51.9 
(M:51.9) 1 1 1 K.GFGSDKDAILDLITSR.S Dimethyl: 1, 6

9662 true 2504 2492.5169 2491.4592 1 20.24 237.9 39.33
75.5 
(M:75.5) 2 1 1

R.KPEELKDLAPGTNPPFLLFNR.
E Dimethyl:2H(4): 1, 1, 6

9663 true 2505 1168.7076 1167.6838 1 14.1 410.7 36.83
45.8 
(M:45.8) 2 1 0 R.ILNFLMHPK.S Dimethyl: 1, 9

9664 true 2505 1386.6933 1385.6799 1 4.45 246.26 32.67
27.4 
(M:27.4) 1 1 0 R.CTYLVLDEADR.M

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

9665 true 2505 1386.6933 1385.6799 1 4.45 246.26 32.67
27.4 
(M:27.4) 1 1 0 R.CTYLVLDEADR.M

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

9666 true 2505 1575.0202 1573.9919 1 13.29 266.45 36.5
100.5 
(M:100.5) 2 1 0 R.LLIHQSLAGGIIGVK.G Dimethyl: 1, 15

9667 true 2505 1827.9196 1826.9203 1 -4.35 241.83 39.5
111.1 
(M:111.1) 1 1 0 K.AYLPVNESFGFTADLR.S Dimethyl: 1



9668 false 2506 1405.6709 1404.682 1 -13.05 262.99 32.5
19.8 
(M:19.8) 1 2 0 R.QDSPGPGCLPPPR.C Carbamidomethyl: 8; Dimethyl: 1

9669 true 2506 1405.6709 1404.6708 1 -5.06 247.37 32.5
21.6 
(M:21.6) 1 1 0 R.LQADCFIPEER.L Carbamidomethyl: 5; Dimethyl: 1

9670 true 2506 1549.8109 1548.8064 1 -1.77 206.72 34.17
34.8 
(M:34.8) 1 1 0 K.HFLFYDGESVSGK.V Dimethyl:2H(4): 1, 13

9671 true 2506 1831.9447 1830.9454 1 -4.35 272.37 39.5
121.0 
(M:121.0) 1 1 0 K.AYLPVNESFGFTADLR.S Dimethyl:2H(4): 1

9672 false 2507 974.5241 973.5305 1 -14.04 149.87 39.5
15.1 
(M:15.1) 1 4 1 K.TRADVSGIR.H

9673 true 2507 974.5241 973.5332 1 -16.8 198.07 39.5
21.0 
(M:21.0) 1 1 0 K.VLEDSDLK.K Dimethyl: 1, 8

9674 true 2507 1186.7084 1185.687 1 11.89 158.91 37
39.0 
(M:39.0) 1 1 0 R.GFLIGPSLAQR.L Dimethyl: 1



9675 true 2507 1417.7561 1416.7585 1 -6.78 255.25 32.67
88.8 
(M:88.8) 2 1 0 R.IMNVIGEPIDER.G Dimethyl:2H(4): 1

9676 true 2507 1994.9668 1993.9512 1 4.17 142.2 39.33
41.0 
(M:41.0) 1 1 0 R.FESVIHEFDPYFNYR.T Dimethyl:2H(4): 1

9677 true 2508 1190.7348 1189.7121 1 12.96 131.85 37
31.1 
(M:31.1) 1 1 0 R.GFLIGPSLAQR.L Dimethyl:2H(4): 1

9678 true 2508 1425.7177 1424.7449 1 -24.21 212.89 33.33
24.5 
(M:24.5) 1 1 0 K.EALTYDGALLGDR.S Dimethyl:2H(4): 1

9679 true 2509 1700.9624 1699.9749 1 -11.58 241.8 34
67.1 
(M:67.1) 1 1 0 K.EHGPFLVQPDGVTLK.Y Dimethyl:2H(4): 1, 15

9680 true 2509 3014.4787 3013.4783 1 -2.3 143 39.5
60.7 
(M:60.7) 1 1 0

K.ATFMVGSYGPRPEEYEFLTPIE
EAPK.G Dimethyl: 1, 26

9681 true 2510 1477.6355 1476.6377 1 -6.44 298.77 32.5
80.5 
(M:80.5) 1 1 0 K.EMTDAAMFYTNR.I Dimethyl: 1



9682 true 2510 3022.5269 3021.5285 1 -2.94 193.64 39.5
42.4 
(M:42.4) 1 1 0

K.ATFMVGSYGPRPEEYEFLTPIE
EAPK.G Dimethyl:2H(4): 1, 26

9683 true 2511 1335.7469 1334.7558 1 -12.08 203.34 39.5
46.3 
(M:46.3) 2 1 0 K.ALIDLLEDHLR.A Dimethyl: 1

9684 true 2511 1481.6622 1480.6628 1 -5.34 314.08 32.5
79.5 
(M:79.5) 1 1 0 K.EMTDAAMFYTNR.I Dimethyl:2H(4): 1

9685 true 2512 1339.7851 1338.7809 1 -2.32 297.05 39.5
58.5 
(M:58.5) 1 1 0 K.ALIDLLEDHLR.A Dimethyl:2H(4): 1

9686 true 2512 1715.8551 1714.8526 1 -2.81 141.19 32.5
37.7 
(M:37.7) 1 1 0 K.AVYQLLSENPPDGER.F Dimethyl: 1

9687 true 2512 1745.9429 1744.94 1 -2.47 206.99 34
25.8 
(M:25.8) 1 1 1 K.AQLEIEPEWAYGKK.G Dimethyl: 1, 13, 14

9688 true 2512 2164.1035 2163.0684 1 12.86 301.04 41.33
41.1 
(M:41.1) 1 1 0 M.SLHQFLLEPITCHAWNR.D Carbamidomethyl: 12; Acetyl: 1



9689 false 2513 1116.6187 1115.6009 1 9.45 308.98 39.5
15.1 
(M:15.1) 1 2 1 -.MRELEPGLK.M Oxidation: 1; Dimethyl: 9

9690 false 2513 1165.728 1164.6941 1 22.88 476.74 45
15.5 
(M:15.5) 1 5 1 R.QLYAMKVLK.K Oxidation: 5; Dimethyl: 1, 9

9691 true 2513 1409.7316 1408.7351 1 -7.62 290.9 39.5
61.2 
(M:61.2) 1 1 0 R.EALFNEFITAAR.K Dimethyl: 1

9692 true 2513 1755.9108 1754.9163 1 -7.25 136.69 32.67
51.2 
(M:51.2) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl: 1

9693 true 2513 1755.9108 1754.9163 1 -7.25 136.69 32.67
51.2 
(M:51.2) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl: 1

9694 true 2514 1694.9039 1693.9088 1 -7.19 189.55 39.5
82.2 
(M:82.2) 1 1 0 K.SFYPEEISSMVLTK.M Dimethyl:2H(4): 1, 14

9695 true 2515 1852.8306 1851.8349 1 -6.27 196.59 32.5
68.3 
(M:68.3) 1 1 0 R.MENPEESELPYAYPR.E Dimethyl: 1



9696 true 2516 1305.8254 1304.804 1 10.86 222.48 39.67
25.5 
(M:25.5) 1 1 1 R.EMLQQSKILK.V Dimethyl:2H(4): 1; Dimethyl: 7, 10

9697 false 2516 1305.8254 1304.8155 1 2.01 280.64 39.67
21.4 
(M:21.4) 1 3 1 R.GKLDSNPELIK.F Dimethyl:2H(4): 1, 2; Dimethyl: 11

9698 false 2516 1642.803 1641.8185 1 -13.84 172.39 33.17
40.5 
(M:40.5) 1 2 1 R.VIKDFMIQGGDFTR.G Oxidation: 6

9699 true 2516 1827.0166 1825.9839 1 13.9 202.21 36.83
54.2 
(M:54.2) 2 1 0 R.LYGPTNFSPIINHVAR.F Dimethyl: 1

9700 true 2517 1306.7469 1305.7417 1 -1.55 233.66 40
53.0 
(M:53.0) 1 1 0 R.VGVPLQEFMVR.N Dimethyl:2H(4): 1

9701 true 2517 1317.7208 1316.699 1 11.05 249.46 36.67
26.0 
(M:26.0) 1 1 0 K.HALQGFFNSLR.T Dimethyl: 1

9702 true 2517 1526.7808 1525.7777 1 -2.68 219.75 39.67
80.1 
(M:80.1) 1 1 0 R.ISTFINELDSGFR.L Dimethyl: 1



9703 true 2517 1743.8388 1742.812 1 11.2 308.8 43.83
51.9 
(M:51.9) 3 1 0 K.AMGIMNSFVNDIFER.I

9704 true 2517 1831.0421 1830.009 1 14.11 345.23 36.83
92.3 
(M:92.3) 2 1 0 R.LYGPTNFSPIINHVAR.F Dimethyl:2H(4): 1

9705 true 2518 1682.917 1681.8803 1 17.47 291.99 33
36.4 
(M:36.4) 1 1 0 K.YAPSGFYIASGDVSGK.L Dimethyl:2H(4): 1, 16

9706 true 2518 1718.9903 1717.9916 1 -5 191.86 39.67
49.0 
(M:49.0) 1 1 0 R.VLVVQDFTGLPTLER.K Dimethyl:2H(4): 1

9707 true 2518 1958.0646 1957.0323 1 12.81 149.25 37
23.4 
(M:23.4) 2 1 0 K.SGSLFGPAPTHPGLHIWR.V Dimethyl: 1

9708 true 2518 1973.9893 1972.9953 1 -6.74 97.98 32.67
47.3 
(M:47.3) 1 1 1 K.SIQEIQELDKDDESLR.K Dimethyl: 1, 10

9709 true 2519 1109.6038 1108.6241 1 -24.83 511.23 44.67
18.1 
(M:18.1) 1 1 1 K.VTTHPLAKDK.M



9710 true 2519 1708.8897 1707.858 1 14.26 201.76 33
36.7 
(M:36.7) 1 1 0 K.EAFTNQPNAFSVVTR.G Dimethyl: 1

9711 true 2519 1982.047 1981.0455 1 -2.95 82.8 32.67
50.3 
(M:50.3) 1 1 1 K.SIQEIQELDKDDESLR.K Dimethyl:2H(4): 1, 10

9712 false 2520 769.4767 768.4646 1 6.26 308.71 37
20.3 
(M:20.3) 1 2 0 K.GLWPLR.S Dimethyl: 1

9713 true 2520 1409.8248 1408.7976 1 14.08 406.51 39.33
27.7 
(M:27.7) 1 1 0 R.TTNFAGILSQGLR.I Dimethyl:2H(4): 1

9714 true 2520 1431.7899 1430.7592 1 16.35 158.72 44.67
19.8 
(M:19.8) 1 58.88 1 1 K.KGPIIYPDAGGCK.H Carbamidomethyl: 12; Dimethyl: 1, 13

9715 true 2520 1767.9594 1766.9567 1 -2.59 223.88 33
73.7 
(M:73.7) 1 1 0 K.IHYLDTTTLIEPAPR.Y Dimethyl: 1

9716 true 2520 2132.1145 2131.1245 1 -8.09 244.75 39.67
146.5 
(M:146.5) 2 1 0 K.ISDNTPSALAIMENANVLAR.Y Dimethyl:2H(4): 1



9717 true 2521 782.491 781.4822 1 1.94 387.51 37.17
36.6 
(M:36.6) 1 1 0 R.AIFMLR.D Dimethyl:2H(4): 1

9718 true 2521 1347.7691 1346.7558 1 4.45 141.61 39.67
40.5 
(M:40.5) 3 1 0 R.GAAGALLVYDITR.R Dimethyl: 1

9719 false 2521 1347.7691 1346.7558 1 4.45 149.32 39.67
15.6 
(M:15.6) 1 4 1 K.IQKALGEYLER.E Dimethyl: 3

9720 false 2521 1347.7691 1346.7795 1 -13.11 101.46 39.67
25.9 
(M:25.9) 1 2 1 R.CYLLVHQAKR.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1; Dimethyl: 9

9721 true 2521 1727.865 1726.8203 1 21.67 382.49 41.83
43.8 
(M:43.8) 1 78.95 1 1 R.EKAPFSYTDPEPYR.A Dimethyl: 2

9722 true 2521 1771.9628 1770.9818 1 -14.83 295.39 33
65.1 
(M:65.1) 1 1 0 K.IHYLDTTTLIEPAPR.Y Dimethyl:2H(4): 1

9723 true 2521 2108.0575 2107.0586 1 -3.99 235.29 34
93.4 
(M:93.4) 1 1 0 R.NHTLALTETGSVYAFGENK.M Dimethyl: 1, 19



9724 true 2521 2174.0221 2173.0299 1 -6.94 207.07 32.67
87.6 
(M:87.6) 1 1 0 R.SPDVGLYGVTPECAETYQR.E

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

9725 true 2522 1446.7641 1445.7456 1 7.77 293 39.67
41.3 
(M:41.3) 2 1 1 R.FFVDRDGFLFR.Y Dimethyl: 1

9726 false 2522 1446.7641 1445.7812 1 -16.84 119.13 39.67
21.6 
(M:21.6) 2 3 1 -.MIMEETGKIFK.K

Dimethyl:2H(4): 8; Oxidation: 1, 3; 
Dimethyl: 1, 11

9727 true 2522 2188.022 2187.0303 1 -7.14 183.42 32.5
50.2 
(M:50.2) 1 1 0 R.QTNPSAMEVEEDDPVPEIR.R Dimethyl:2H(4): 1

9728 false 2523 897.5209 896.512 1 1.84 528.41 37.17
29.5 
(M:29.5) 1 2 0 R.LFSSFLR.R Dimethyl: 1

9729 true 2523 1851.8473 1850.8257 1 7.69 290.47 33
18.0 
(M:18.0) 1 1 0 R.NWQDSSVSYAAGALMVH.- Oxidation: 15

9730 true 2524 1166.7528 1165.7233 1 19.04 483.99 45.17
15.9 
(M:15.9) 1 1 0 R.HLVLAGGSKPR.D Dimethyl:2H(4): 9



9731 true 2524 1744.0692 1743.0535 1 4.86 225.74 41.33
20.4 
(M:20.4) 1 1 0 R.NEVSFVIHNLPVLAK.M Dimethyl:2H(4): 1, 15

9732 true 2526 1018.5603 1017.5757 1 -22.18 191.56 37
16.8 
(M:16.8) 1 1 0 K.VALQGDEVR.K Dimethyl:2H(4): 1

9733 true 2526 1648.8377 1647.8269 1 2.18 245 39.83
47.5 
(M:47.5) 1 1 0 K.GFYYLMAELPQER.L Dimethyl:2H(4): 1

9734 true 2526 1775.8962 1774.8684 1 11.52 364.34 44
103.8 
(M:103.8) 7 1 0 K.AMGIMNSFVNDIFER.I Dimethyl:2H(4): 1

9735 true 2526 2031.031 2030.005 1 9.19 195.64 41.5
17.7 
(M:17.7) 1 1 0 R.HFYWYLTNEGIQYLR.D Dimethyl: 1

9736 true 2526 2858.2488 2857.2542 1 -4.4 214.18 34
130.6 
(M:130.6) 1 1 0

K.CDNSSMSLQMGSNQGANQS
GQVFGLGR.Q Carbamidomethyl: 1; Dimethyl: 1

9737 true 2526 3171.4707 3170.5029 1 -12.47 181.3 32.67
69.9 
(M:69.9) 1 1 0

K.VSQPDFVQPYQRPASDVICQE
YQDNR.V

Carbamidomethyl: 19; Dimethyl:2H(4): 
1



9738 true 2527 1024.5212 1023.5237 1 -9.53 110 32.83
22.2 
(M:22.2) 1 1 0 K.DLTEYLSR.F Dimethyl: 1

9739 false 2527 1032.569 1031.5838 1 -21.32 335.42 37.67
16.6 
(M:16.6) 1 6 1 R.MPGITKWK.V Oxidation: 1; Dimethyl: 1, 8

9740 false 2527 1032.569 1031.5685 1 -6.55 380.51 37.67
25.6 
(M:25.6) 1 2 0 K.AMAGSVLLDK.R Dimethyl: 10

9741 true 2528 742.3754 741.3697 1 -2.24 265.61 34.33
49.3 
(M:49.3) 5 1 0 R.TLYGFGG.- Dimethyl: 1

9742 true 2528 1028.5457 1027.5488 1 -10.06 109.08 32.83
20.5 
(M:20.5) 1 1 0 K.DLTEYLSR.F Dimethyl:2H(4): 1

9743 true 2528 1082.5899 1081.5743 1 7.75 341.04 37.17
36.3 
(M:36.3) 2 1 0 K.LFFIQACR.G Carbamidomethyl: 7; Dimethyl: 1

9744 true 2528 1663.9508 1662.928 1 9.36 244.99 36.83
38.5 
(M:38.5) 2 1 0 K.HFCPNVPIILVGNK.K Carbamidomethyl: 3; Dimethyl: 1, 14



9745 true 2528 1831.0091 1829.9713 1 16.69 327.39 40.83
93.1 
(M:93.1) 2 1 0 K.LFIGGLSFETTEESLR.N Dimethyl:2H(4): 1

9746 true 2528 2474.1603 2473.144 1 3.64 168.97 39.83
99.5 
(M:99.5) 1 1 0

R.LVTSPCCIVTSTYGWTANMER
.I Carbamidomethyl: 6, 7; Dimethyl: 1

9747 true 2529 1104.4885 1103.4924 1 -10.07 266.39 32.67
28.4 
(M:28.4) 1 1 0 R.EFADFEYR.K Dimethyl: 1

9748 true 2529 1108.6055 1107.5899 1 7.53 412.58 37.17
41.5 
(M:41.5) 2 1 0 K.VFCVGPVFR.A Carbamidomethyl: 3; Dimethyl: 1

9749 true 2529 1357.7177 1356.7078 1 1.97 264.23 40
58.2 
(M:58.2) 1 1 0 R.LFEFAGYDVLR.L Dimethyl: 1

9750 false 2529 1357.7177 1356.686 1 18.02 246.8 40
17.1 
(M:17.1) 1 3 0 -.MPFSNSHNLLK.M Acetyl: 1; Dimethyl: 11

9751 true 2529 1672.0048 1670.9782 1 11.59 280.38 36.83
55.0 
(M:55.0) 3 1 0 K.HFCPNVPIILVGNK.K

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 14



9752 true 2530 1361.7451 1360.7329 1 3.59 329.85 40
24.8 
(M:24.8) 1 1 0 R.LFEFAGYDVLR.L Dimethyl:2H(4): 1

9753 true 2530 1714.9335 1713.909 1 10.07 191.44 36.67
28.1 
(M:28.1) 1 1 0 K.ITSQIFIGPTYYQR.L Dimethyl: 1

9754 false 2530 1807.8833 1806.8529 1 12.78 282.04 44
15.7 
(M:15.7) 1 3 1 -.MSSVASSKEDTMSSEK.A

Dimethyl:2H(4): 8; Oxidation: 12; 
Dimethyl: 1, 16

9755 true 2531 1112.635 1111.615 1 11.43 427.03 37.17
18.4 
(M:18.4) 1 1 0 K.VFCVGPVFR.A

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

9756 true 2531 1181.6337 1180.639 1 -10.61 59.28 32.67
47.9 
(M:47.9) 1 1 0 R.FDAGELITQR.E Dimethyl:2H(4): 1

9757 true 2531 1772.0093 1770.9967 1 2.97 300.57 40
61.9 
(M:61.9) 1 1 1 K.GFGSDKDAILDLITSR.S Dimethyl:2H(4): 1, 6

9758 true 2532 1154.7751 1153.7485 1 16.71 479.73 37
42.9 
(M:42.9) 1 1 0 K.ILGVLQNIPR.D Dimethyl:2H(4): 1



9759 true 2532 1221.636 1220.6401 1 -9.32 113.37 32.83
60.4 
(M:60.4) 2 1 0 K.ALELDSNLYR.I Dimethyl: 1

9760 true 2533 892.4841 891.4814 1 -5.12 459.71 34.33
40.0 
(M:40.0) 1 1 0 R.NLADYLR.S Dimethyl: 1

9761 true 2533 1308.7087 1307.7308 1 -22.46 228.46 45.5
17.3 
(M:17.3) 1 1 0 K.ILVAGDTMDSVK.Q Dimethyl:2H(4): 1; Dimethyl: 12

9762 true 2534 896.5084 895.5065 1 -6 459.7 34.33
31.6 
(M:31.6) 1 1 0 R.NLADYLR.S Dimethyl:2H(4): 1

9763 false 2534 896.5084 895.5218 1 -23.01 868.54 34.33
27.8 
(M:27.8) 1 2 0 K.LLWNYR.S Dimethyl:2H(4): 1

9764 false 2534 1015.5909 1014.571 1 12.5 171.49 40.17
17.5 
(M:17.5) 1 3 1 R.EKEILIDR.I

9765 true 2534 1311.7064 1310.6805 1 14.2 272.46 37.33
47.4 
(M:47.4) 2 1 1 R.RFDTMPFTLR.A Dimethyl: 1



9766 true 2535 1004.5507 1003.5451 1 -1.61 216.39 34.17
22.4 
(M:22.4) 2 1 0 K.DIFNQLAR.S Dimethyl: 1

9767 true 2535 1296.6113 1295.6152 1 -8.59 182.2 32.83
82.4 
(M:82.4) 2 1 0 K.EGMNVVEAMER.C Dimethyl:2H(4): 1

9768 false 2535 1296.6113 1295.5965 1 5.78 207.5 32.83
22.8 
(M:22.8) 1 2 0 K.EGNLSEEEMAR.T Dimethyl:2H(4): 1

9769 true 2535 1435.7916 1434.7843 1 0 307.47 40.17
32.7 
(M:32.7) 1 1 0 R.QVELELFPCLR.Y

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

9770 true 2536 1378.8478 1377.8344 1 4.44 258.76 37
32.4 
(M:32.4) 1 1 0 R.LATLLGLQAPPTR.G Dimethyl: 1

9771 true 2536 1787.8466 1786.8382 1 0.59 228.46 40.5
77.3 
(M:77.3) 8 99.47 1 0 K.AMGIMNSFVNDIFER.I Oxidation: 5; Dimethyl: 1

9772 true 2537 1162.6491 1161.6546 1 -11 311.87 40.33
42.8 
(M:42.8) 2 1 0 R.AAFILPEFAR.K Dimethyl: 1



9773 true 2537 1254.6725 1253.674 1 -6.97 186.61 34.33
57.1 
(M:57.1) 2 1 0 R.DIICQIAYAR.I

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

9774 true 2537 1382.6501 1381.6548 1 -8.65 218.8 32.67
47.1 
(M:47.1) 1 1 0 R.CTYLVLDEADR.M Carbamidomethyl: 1; Dimethyl: 1

9775 true 2537 1382.6501 1381.6548 1 -8.65 218.8 32.67
47.1 
(M:47.1) 1 1 0 R.CTYLVLDEADR.M Carbamidomethyl: 1; Dimethyl: 1

9776 true 2537 1791.8701 1790.8633 1 -0.3 271.26 40.5
81.1 
(M:81.1) 7 99.85 1 0 K.AMGIMNSFVNDIFER.I Dimethyl:2H(4): 1; Oxidation: 5

9777 false 2538 1362.8715 1361.837 1 20 334.98 34.33
16.0 
(M:16.0) 1 4 1 R.LPIDKEEVSLR.R Dimethyl:2H(4): 1, 5

9778 true 2538 1803.8448 1802.8331 1 2.42 257.07 40.33
68.4 
(M:68.4) 8 1 0 K.AMGIMNSFVNDIFER.I Oxidation: 2, 5; Dimethyl: 1

9779 true 2539 965.5804 964.5565 1 17.22 102.33 36.83
22.4 
(M:22.4) 1 1 1 K.MAPSVEKK.I

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 8



9780 true 2539 1423.8085 1422.7921 1 6.38 388.63 37.67
18.1 
(M:18.1) 1 1 0 K.LPFAAAQIGNSFR.N Dimethyl:2H(4): 1

9781 true 2539 1458.8569 1457.8693 1 -13.53 348.28 34.17
34.4 
(M:34.4) 1 1 0 R.HIEGLDQLTQLK.K Dimethyl:2H(4): 1, 12

9782 true 2540 1073.59 1072.5746 1 7.62 333.48 37
57.1 
(M:57.1) 1 1 0 R.YHFFLYK.H Dimethyl: 1, 7

9783 true 2540 1413.7331 1412.7334 1 -5.31 236.47 32.67
68.2 
(M:68.2) 2 1 0 R.IMNVIGEPIDER.G Dimethyl: 1

9784 true 2540 1427.9016 1426.8598 1 24.14 342.1 37
21.1 
(M:21.1) 1 1 0 K.WIGLDLVNGKPR.D Dimethyl:2H(4): 1; Dimethyl: 10

9785 true 2540 1641.9948 1640.9953 1 -4.73 188.48 34.33
42.6 
(M:42.6) 1 1 0 K.VIIEEEQLVLGAHK.E Dimethyl:2H(4): 1, 14

9786 true 2541 1288.7307 1287.7009 1 17.48 172.47 40.5
16.4 
(M:16.4) 1 1 0 K.VPDGMVGFIIGR.G Dimethyl: 1



9787 true 2541 1433.661 1432.6595 1 -4.03 331.62 33.5
67.7 
(M:67.7) 1 1 0 R.EAGDVCYADVFR.D

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

9788 true 2541 1436.8221 1435.8035 1 7.86 359.45 37.17
57.4 
(M:57.4) 1 1 0 K.AFLSTLTAQSLTR.E Dimethyl: 1

9789 false 2541 1757.8891 1756.889 1 -4.07 119.96 42.83
19.1 
(M:19.1) 1 3 1 K.VQENCIDLVGRIADR.G Carbamidomethyl: 5

9790 true 2541 1960.9249 1959.9657 1 -24.54 202.66 43.83
16.5 
(M:16.5) 1 1 1 R.CMNLSEKEVMDLFEK.M

Carbamidomethyl: 1; Dimethyl:2H(4): 
7; Dimethyl: 1, 15

9791 true 2542 1290.6878 1289.6802 1 0.25 121.76 39.83
41.5 
(M:41.5) 1 1 0 R.TLWENLSMIR.R Dimethyl: 1

9792 true 2542 1557.8701 1556.8562 1 4.23 214.45 40.5
56.3 
(M:56.3) 1 1 0 K.EVQLAQIFEPLSR.S Dimethyl: 1

9793 false 2542 1724.8519 1723.8669 1 -12.88 248.48 34.33
15.4 
(M:15.4) 1 2 0 R.YAGPEDDAAITLAFSK.K Dimethyl: 1, 16



9794 true 2543 1351.7952 1350.7809 1 5.19 175.54 39.67
36.8 
(M:36.8) 2 1 0 R.GAAGALLVYDITR.R Dimethyl:2H(4): 1

9795 false 2543 1351.7952 1350.8046 1 -12.31 87.78 39.67
22.8 
(M:22.8) 1 2 1 R.CYLLVHQAKR.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 9

9796 true 2543 1568.7871 1567.7882 1 -5.35 155.8 32.67
32.7 
(M:32.7) 1 1 0 K.YLDTIPSGQYLDR.S Dimethyl: 1

9797 true 2543 1584.8134 1583.8018 1 2.72 180.37 40.5
74.9 
(M:74.9) 3 1 0 K.VVIGMDVAASEFYR.D Dimethyl: 1

9798 true 2544 1572.8114 1571.8133 1 -5.87 123.47 32.67
42.9 
(M:42.9) 1 1 0 K.YLDTIPSGQYLDR.S Dimethyl:2H(4): 1

9799 true 2544 1759.0482 1758.0342 1 3.84 308.74 37.17
68.2 
(M:68.2) 2 1 0 K.IHLITTQSTLPYALR.I Dimethyl:2H(4): 1

9800 true 2544 1905.0594 1904.0557 1 -1.86 308.88 40.67
37.7 
(M:37.7) 1 1 0 K.ITISPLQDLTLYNPER.T Dimethyl:2H(4): 1



9801 true 2545 1204.6618 1203.64 1 12.04 153.38 37
24.7 
(M:24.7) 1 1 0 K.SGYQALPWVR.Y Dimethyl: 1

9802 true 2545 1637.7864 1636.7767 1 1.49 189.59 32.67
19.2 
(M:19.2) 1 1 0 K.TEMQDNTYPEILR.S Dimethyl: 1

9803 true 2545 1786.9281 1785.9373 1 -9.25 204.36 34.33
59.1 
(M:59.1) 1 1 0 K.HLEINPDHSIIETLR.Q

9804 false 2546 1215.6647 1214.6659 1 -6.97 244.23 37
22.3 
(M:22.3) 1 3 0 R.SAVAHVFSLEK.N Dimethyl: 11

9805 true 2546 1215.6647 1214.6448 1 10.41 194.61 37
64.4 
(M:64.4) 1 1 0 R.FQSLGVAFYR.G Dimethyl: 1

9806 true 2546 1478.8093 1477.7929 1 6.19 297.63 39.83
38.6 
(M:38.6) 2 1 0 R.LAQLQDPFSLYR.C Dimethyl: 1

9807 true 2546 1818.9907 1817.9938 1 -5.69 282.51 34.33
113.0 
(M:113.0) 1 1 0 K.HLEINPDHSIIETLR.Q Dimethyl:2H(4): 1



9808 true 2547 1334.7609 1333.7857 1 -24.01 190.33 37
21.4 
(M:21.4) 1 61.26 1 1 K.KLLDIEGLYSK.V Dimethyl: 1, 11

9809 true 2547 1829.0063 1828.0094 1 -5.69 273.38 34.33
34.8 
(M:34.8) 1 1 1 K.IFVGGLNPEATEEKIR.E Dimethyl: 1, 14

9810 true 2547 2349.17 2348.159 1 1.58 166.73 40.5
18.2 
(M:18.2) 1 1 0 R.LIDWGLAEFYHPAQEYNVR.V Dimethyl: 1

9811 false 2548 778.469 777.4687 1 -8.97 311.74 37.17
15.4 
(M:15.4) 1 2 0 K.IVFDPR.Y Dimethyl:2H(4): 1

9812 true 2548 778.469 777.4571 1 5.88 444.22 37.17
27.3 
(M:27.3) 1 1 0 R.AIFMLR.D Dimethyl: 1

9813 false 2548 1315.7625 1314.7507 1 3.45 401.07 40.83
17.4 
(M:17.4) 1 5 1 K.QIDLSTADLRK.L Dimethyl: 1, 11

9814 false 2548 1315.7625 1314.7871 1 -24.2 204.28 40.83
18.4 
(M:18.4) 1 4 1 R.ELTSAKIGSLLR.I Dimethyl: 1



9815 false 2548 1315.7625 1314.7759 1 -15.66 336.65 40.83
15.6 
(M:15.6) 1 8 1 K.LQDLELKTATK.I Dimethyl: 1, 11

9816 false 2548 1338.7853 1337.7966 1 -13.87 270.47 37
16.0 
(M:16.0) 1 4 1 K.MAAAGALRLLVPR.G

9817 false 2548 1338.7853 1337.7489 1 21.69 425.33 37
15.8 
(M:15.8) 1 5 0 R.QAMAILTPAVPAR.M

9818 true 2548 1899.1085 1898.1063 1 -2.71 335.66 41.5
37.0 
(M:37.0) 1 1 0 K.NVAAIHPSLEIPMLIPK.E Dimethyl: 1, 17

9819 true 2549 1571.8506 1570.8395 1 2.42 236.64 33.33
46.5 
(M:46.5) 1 1 1 R.FLQDYFDGNLKK.Y Dimethyl: 1, 11, 12

9820 true 2549 1615.8457 1614.8406 1 -1.34 162.43 39.67
33.3 
(M:33.3) 1 1 0 K.TIAEIFGNQYYLR.L Dimethyl: 1

9821 true 2549 1759.9379 1758.9414 1 -6.12 182.64 32.67
56.5 
(M:56.5) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl:2H(4): 1



9822 true 2549 1759.9379 1758.9414 1 -6.12 182.64 32.67
56.5 
(M:56.5) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl:2H(4): 1

9823 false 2549 1826.9519 1825.9586 1 -7.68 212.69 40.83
18.5 
(M:18.5) 1 67.88 4 1 R.EDKCFYAHSLVELK.V

Carbamidomethyl: 4; Dimethyl:2H(4): 
3; Dimethyl: 1, 14

9824 true 2549 1826.9519 1825.9462 1 -0.88 207.25 40.83
88.9 
(M:88.9) 1 1 0 K.LFIGGLSFETTEESLR.N Dimethyl: 1

9825 true 2549 1907.1742 1906.1565 1 5.47 261.94 41.5
23.3 
(M:23.3) 1 1 0 K.NVAAIHPSLEIPMLIPK.E Dimethyl:2H(4): 1, 17

9826 true 2550 1423.8199 1422.8347 1 -15.51 341.73 36.83
28.3 
(M:28.3) 1 1 0 K.WIGLDLVNGKPR.D Dimethyl: 1, 10

9827 true 2550 2119.96 2118.9649 1 -5.72 256.76 34.33
100.4 
(M:100.4) 1 1 0 R.HFIMQVVCEATQCPDTR.V Carbamidomethyl: 8, 13; Dimethyl: 1

9828 true 2551 1524.7112 1523.6901 1 9.06 285.7 37.17
88.8 
(M:88.8) 4 1 0 K.MSSYAFFVQTCR.E Carbamidomethyl: 11; Dimethyl: 1



9829 true 2551 1916.8825 1915.873 1 1.2 280.39 41.67
18.6 
(M:18.6) 1 50 1 1 R.CMNLSEKEVMDLFEK.M

Carbamidomethyl: 1; Oxidation: 10; 
Dimethyl: 15

9830 true 2551 1950.9995 1949.9996 1 -3.77 108.25 32.67
49.7 
(M:49.7) 1 1 0 K.LIANDTEFQPELSAAGSR.L Dimethyl:2H(4): 1

9831 true 2552 1970.9399 1969.9494 1 -8.51 102.97 32.83
52.3 
(M:52.3) 1 1 0 K.VWLDPNETNEIANANSR.Q Dimethyl: 1

9832 true 2553 838.5228 837.5044 1 13.23 425.75 37.17
23.2 
(M:23.2) 1 1 1 K.MTLKNR.E

Dimethyl:2H(4): 4; Oxidation: 1; 
Dimethyl: 1

9833 true 2553 1612.8708 1611.8559 1 4.74 284.41 33.33
49.0 
(M:49.0) 2 1 0 R.YGPLTGVNVVYDQR.T Dimethyl:2H(4): 1

9834 true 2553 1939.0353 1938.0251 1 1.5 125.97 40.83
56.0 
(M:56.0) 1 1 0 K.ELFEPYGAVYQINVLR.D Dimethyl: 1

9835 true 2553 1960.8987 1959.8992 1 -3.94 147.84 41.67
27.8 
(M:27.8) 1 87.87 1 1 R.CMNLSEKEVMDLFEK.M

Carbamidomethyl: 1; Oxidation: 2, 10; 
Dimethyl: 1, 15



9836 true 2554 1705.9783 1704.9523 1 11.01 264.85 33.17
127.3 
(M:127.3) 1 1 0 R.LVLEVAQHLGENTVR.T Dimethyl: 1

9837 false 2554 1705.9783 1704.9662 1 2.85 212.94 33.17
15.7 
(M:15.7) 1 4 1 K.VTDFKLTLLADNTVK.V Dimethyl: 15

9838 true 2554 1943.0622 1942.0502 1 2.43 177.14 40.67
43.5 
(M:43.5) 1 1 0 K.ELFEPYGAVYQINVLR.D Dimethyl:2H(4): 1

9839 false 2555 1710.005 1708.9696 1 16.43 273.19 33.17
17.7 
(M:17.7) 1 2 1 R.NAALSAQLRQAVLQAR.A

9840 true 2555 1710.005 1708.9774 1 11.91 254.65 33.17
102.5 
(M:102.5) 1 1 0 R.LVLEVAQHLGENTVR.T Dimethyl:2H(4): 1

9841 true 2555 1966.0919 1965.0546 1 15.28 129.72 36.83
27.3 
(M:27.3) 1 1 0 R.VCLLYRPGHYDILYK.- Carbamidomethyl: 2; Dimethyl: 1, 15

9842 true 2555 2039.7073 2038.7171 1 -8.36 131.29 32.67
66.4 
(M:66.4) 1 1 0 K.ECCEGDMVECMDDMAR.M

Carbamidomethyl: 2, 3, 10; 
Dimethyl:2H(4): 1



9843 true 2555 2478.1986 2477.1691 1 8.99 268.92 39.67
83.2 
(M:83.2) 1 1 0

R.LVTSPCCIVTSTYGWTANMER
.I

Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1

9844 true 2556 1794.747 1793.7645 1 -13.83 220.29 33.17
38.4 
(M:38.4) 1 1 0 K.QSTNDFFSYYDSHR.Q Dimethyl: 1

9845 true 2556 2288.02 2287.008 1 2.07 138.16 32.67
46.3 
(M:46.3) 1 1 0

K.HNDDEQYAWESSAGGSFTVR
.T Dimethyl:2H(4): 1

9846 true 2556 2288.02 2287.008 1 2.07 138.16 32.67
46.3 
(M:46.3) 1 1 0

K.HNDDEQYAWESSAGGSFTVR
.L Dimethyl:2H(4): 1

9847 true 2557 2295.0783 2294.083 1 -5.24 122.04 32.67
33.5 
(M:33.5) 1 1 1 K.KDDGTYYEFGEDIPEAPER.F Dimethyl:2H(4): 1, 1

9848 true 2557 3067.608 3066.6082 1 -2.42 273.99 41.5
42.6 
(M:42.6) 1 1 0

K.IQHSITAQDHQPTPDSCILSM
VVGQLK.A

Carbamidomethyl: 17; Dimethyl:2H(4): 
1, 27

9849 true 2558 853.4969 852.4858 1 4.47 373.98 37
16.6 
(M:16.6) 1 1 0 K.SIVFFGR.Y Dimethyl: 1



9850 true 2558 1038.6403 1037.6307 1 2.22 170.19 34.33
37.6 
(M:37.6) 1 1 0 R.LGLMALPAPK.N Dimethyl: 10

9851 false 2558 1038.6403 1037.6233 1 9.34 175.3 34.33
26.3 
(M:26.3) 1 86.24 3 1 R.AVIDSLHKK.I Dimethyl: 9

9852 true 2558 1264.747 1263.7299 1 7.71 235.64 41.83
20.6 
(M:20.6) 1 1 1 R.LHLEGVKLGDR.W Dimethyl: 1

9853 false 2559 857.53 856.5422 1 -22.71 496.22 37.17
20.9 
(M:20.9) 1 2 0 K.SLPPLFK.L Dimethyl: 1, 7

9854 true 2559 857.53 856.5109 1 13.84 562.49 37.17
30.7 
(M:30.7) 2 1 0 K.SIVFFGR.Y Dimethyl:2H(4): 1

9855 false 2559 1046.6021 1045.6182 1 -22.31 217.7 34.67
20.8 
(M:20.8) 1 50 9 1 K.KQQAAALER.T Dimethyl:2H(4): 1

9856 false 2559 1046.6021 1045.5768 1 17.27 283.52 34.67
23.0 
(M:23.0) 2 4 1 K.RETGVDLTK.D Dimethyl: 9



9857 true 2559 2614.2798 2613.2356 1 14.12 212.72 39.83
63.9 
(M:63.9) 2 1 0

R.GFGFVTYSCVEEVDAAMSARP
HK.V Carbamidomethyl: 9; Dimethyl: 1, 23

9858 true 2559 3116.3654 3115.3736 1 -4.95 136.32 32.67
38.8 
(M:38.8) 1 1 0

R.ILSPVCGTDGFTYDNECGICAH
NAEQR.T

Carbamidomethyl: 6, 17, 20; 
Dimethyl:2H(4): 1

9859 true 2560 955.5049 954.4997 1 -2.18 109.07 40
33.5 
(M:33.5) 1 1 0 K.VFFDLMR.E Dimethyl: 1

9860 false 2560 1086.6169 1085.5994 1 9.43 388.52 37.17
35.0 
(M:35.0) 1 2 0 K.LFFIQACR.G

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

9861 true 2560 1885.0202 1884.0083 1 2.44 326.38 41
101.2 
(M:101.2) 1 1 0 K.FVEFFGPGVAQLSIADR.A Dimethyl:2H(4): 1

9862 true 2561 791.4015 790.4007 1 -8.18 345.48 33.67
18.4 
(M:18.4) 1 1 0 -.MAGLSVR.D Acetyl: 1; Oxidation: 1

9863 true 2561 959.5326 958.5248 1 0.48 166.37 40
34.2 
(M:34.2) 1 1 0 K.VFFDLMR.E Dimethyl:2H(4): 1



9864 false 2561 1108.6035 1107.578 1 16.41 413.29 37.17
16.2 
(M:16.2) 1 8 1 R.AMKQVAGTMK.L Oxidation: 9; Dimethyl: 10

9865 false 2561 1354.821 1353.7868 1 19.93 239.59 34.33
18.3 
(M:18.3) 1 3 1 R.LPIDKEEVSLR.R Dimethyl: 1, 5

9866 false 2561 1354.821 1353.8133 1 0.37 220.37 34.33
18.8 
(M:18.8) 1 2 1 K.LVIKNQQYHK.E Dimethyl: 1, 4, 10

9867 true 2561 2084.0697 2083.0676 1 -2.5 248.81 41
95.1 
(M:95.1) 1 1 0 K.LYGADLAAVDFLHAYGEAR.K Dimethyl:2H(4): 1

9868 false 2562 815.5211 814.5214 1 -9.37 626.78 33.33
30.6 
(M:30.6) 2 2 0 R.IDLPGLR.S Dimethyl:2H(4): 1

9869 true 2562 815.5211 814.5214 1 -9.37 626.78 33.33
33.4 
(M:33.4) 2 1 0 R.LDLPIGR.Q Dimethyl:2H(4): 1

9870 false 2562 1118.6354 1117.6103 1 15.93 414.93 40
25.7 
(M:25.7) 1 2 0 K.VELDNMPLR.G Dimethyl:2H(4): 1



9871 true 2562 1118.6354 1117.6495 1 -19.12 265.45 40
26.6 
(M:26.6) 1 1 0 R.GLAVFISDIR.N Dimethyl: 1

9872 true 2562 1523.7873 1522.7926 1 -8.25 199.83 34.33
49.7 
(M:49.7) 1 1 0 K.HENVVNLIEICR.T Carbamidomethyl: 11; Dimethyl: 1

9873 false 2563 829.5065 828.4818 1 21.03 134.45 33.33
23.5 
(M:23.5) 1 3 1 R.IDLERR.I Dimethyl: 1

9874 false 2563 829.5065 828.5069 1 -9.29 127.01 33.33
23.5 
(M:23.5) 1 3 1 R.LDLERK.V Dimethyl: 1, 6

9875 true 2563 829.5065 828.5069 1 -9.29 417.85 33.33
34.8 
(M:34.8) 1 1 0 K.SLLELAR.M Dimethyl: 1

9876 false 2563 829.5065 828.4818 1 21.03 134.45 33.33
23.5 
(M:23.5) 1 3 1 R.LDIERR.K Dimethyl: 1

9877 true 2563 1264.6898 1263.6724 1 7.99 268.44 37.33
49.3 
(M:49.3) 2 1 0 K.LNAFGNAFLNR.F Dimethyl: 1



9878 false 2564 1166.6761 1165.6645 1 3.76 588.31 40.33
17.5 
(M:17.5) 1 9 0 K.ALELYEQLR.Q Dimethyl:2H(4): 1

9879 true 2564 1405.8416 1404.8257 1 6.15 394.98 37.67
23.1 
(M:23.1) 1 74.69 1 1 K.GSFKYAWVLDK.L Dimethyl:2H(4): 4, 11; Dimethyl: 1

9880 true 2564 1405.8416 1404.8257 1 6.15 394.98 37.67
23.1 
(M:23.1) 1 74.69 1 1 K.GSFKYAWVLDK.L Dimethyl:2H(4): 4, 11; Dimethyl: 1

9881 false 2564 1633.9242 1632.9021 1 9.04 217.39 34.33
15.3 
(M:15.3) 1 3 0 K.AGLTHLITMDLHQK.E Dimethyl: 1, 14

9882 true 2564 1633.9242 1632.9451 1 -17.22 180.52 34.33
64.7 
(M:64.7) 1 1 0 K.VIIEEEQLVLGAHK.E Dimethyl: 1, 14

9883 false 2565 879.4661 878.4722 1 -15.32 439.54 33.33
15.5 
(M:15.5) 2 8 0 R.LHQPTAGR.L

9884 false 2565 879.4661 878.4396 1 21.84 563.11 33.33
15.1 
(M:15.1) 1 9 0 R.LDGASDNR.E Dimethyl:2H(4): 1



9885 true 2565 1225.6579 1224.6652 1 -11.92 121.07 32.83
44.0 
(M:44.0) 2 1 0 K.ALELDSNLYR.I Dimethyl:2H(4): 1

9886 false 2565 1273.7353 1272.719 1 7.1 155.02 37.17
19.7 
(M:19.7) 1 3 0 R.LTFASTLSHLR.R Dimethyl: 1

9887 true 2565 2536.3081 2535.3003 1 0.2 225.35 41
140.6 
(M:140.6) 1 1 0

K.GGVAEVEIEDSVISLTGPHCIIG
R.T Carbamidomethyl: 20; Dimethyl: 1

9888 true 2566 913.5363 912.547 1 -19.7 162.71 33.33
18.5 
(M:18.5) 1 1 0 R.TYDTLIK.A Dimethyl:2H(4): 1; Dimethyl: 7

9889 true 2566 1315.7112 1314.7056 1 -1.29 348.62 37.33
38.0 
(M:38.0) 2 1 1 R.RFDTMPFTLR.A Dimethyl:2H(4): 1

9890 true 2566 1427.9041 1426.8788 1 12.6 320.04 37
17.8 
(M:17.8) 1 1 0 R.KPLFFGEGTVLR.Q Dimethyl:2H(4): 1, 1

9891 false 2567 1292.5866 1291.5714 1 6.11 216.16 32.83
21.9 
(M:21.9) 1 2 0 K.EGNLSEEEMAR.T Dimethyl: 1



9892 true 2567 1292.5866 1291.5901 1 -8.3 182.21 32.83
62.3 
(M:62.3) 2 1 0 K.EGMNVVEAMER.C Dimethyl: 1

9893 false 2567 1371.7778 1370.7882 1 -12.84 99.37 37.33
15.2 
(M:15.2) 1 2 1 K.VRALEISSALER.E Dimethyl: 1

9894 true 2568 1302.7486 1301.7166 1 19 207.27 40
27.6 
(M:27.6) 1 1 0 R.VGVPLQEFMVR.N Dimethyl: 1

9895 true 2568 1733.8873 1732.8784 1 0.94 233.67 41
53.6 
(M:53.6) 1 1 0 R.EFESVLVDAFSHVAR.E Dimethyl: 1

9896 true 2569 1440.8283 1439.8286 1 -5.24 386.13 37.17
71.6 
(M:71.6) 1 1 0 K.AFLSTLTAQSLTR.E Dimethyl:2H(4): 1

9897 true 2569 1528.7379 1527.7152 1 10.11 275.63 37.17
71.5 
(M:71.5) 3 1 0 K.MSSYAFFVQTCR.E

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

9898 true 2569 1880.9945 1879.9832 1 2.14 231.78 41
45.6 
(M:45.6) 1 1 0 K.FVEFFGPGVAQLSIADR.A Dimethyl: 1



9899 true 2570 1008.5728 1007.5702 1 -4.62 177.03 33.5
24.1 
(M:24.1) 2 1 0 K.DIFNQLAR.S Dimethyl:2H(4): 1

9900 false 2570 1008.5728 1007.5736 1 -7.96 230.76 33.5
16.8 
(M:16.8) 1 2 1 R.DQAMKALR.A

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 5

9901 true 2570 1540.6971 1539.685 1 3.12 273.18 37.17
49.6 
(M:49.6) 4 1 0 K.MSSYAFFVQTCR.E

Carbamidomethyl: 11; Oxidation: 1; 
Dimethyl: 1

9902 true 2570 1969.9812 1968.9768 1 -1.45 91.59 41
41.3 
(M:41.3) 1 1 0 K.ILYGNMLGEENAYLWR.T Dimethyl: 1

9903 true 2571 822.5292 821.5098 1 14.65 732.71 48
16.9 
(M:16.9) 1 1 1 K.KGADDPK.Q Dimethyl:2H(4): 1, 1; Dimethyl: 7

9904 true 2571 1428.784 1427.7751 1 1.13 288.63 40
65.0 
(M:65.0) 3 1 0 K.VEGFPTIYFAPR.D Dimethyl:2H(4): 1

9905 true 2571 1609.9218 1608.8875 1 16.75 131.88 37
37.5 
(M:37.5) 1 1 0 K.LATGSYLPQTYLVR.E Dimethyl: 1



9906 true 2572 1110.556 1109.5506 1 -1.69 322.91 33.33
53.7 
(M:53.7) 2 1 0 K.FNPFVTSDR.S Dimethyl: 1

9907 false 2572 1342.7347 1341.7326 1 -3.86 183.33 32.83
15.4 
(M:15.4) 1 3 1 K.SDNSPKGMIPLK.G Dimethyl: 1, 12

9908 true 2572 1630.8588 1629.8403 1 6.88 224.67 37
47.5 
(M:47.5) 2 1 0 K.TGTAYTFFTPNNIK.Q Dimethyl: 1, 14

9909 true 2572 1665.8279 1664.8059 1 8.83 257.07 37.17
31.6 
(M:31.6) 2 1 0 R.SAGGPQNQFPFQFGR.D Dimethyl: 1

9910 true 2573 1127.5482 1126.5515 1 -9.39 341.36 33.33
35.3 
(M:35.3) 1 1 0 K.YMTDGMLLR.E Dimethyl: 1

9911 true 2573 1443.6498 1442.6565 1 -9.73 272.58 33
51.4 
(M:51.4) 1 1 0 R.FTDEEVDELYR.E Dimethyl: 1

9912 true 2573 1635.906 1634.8843 1 8.82 228.86 37.5
97.1 
(M:97.1) 3 1 0 K.NVLNCFAAGFHPPK.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 14



9913 true 2573 1911.8935 1910.9156 1 -15.4 150.5 41.67
17.8 
(M:17.8) 1 1 1 R.SLCSNGAAYQLSDLKER.V Carbamidomethyl: 3

9914 true 2574 924.5489 923.5378 1 4.09 90.21 34.67
47.6 
(M:47.6) 2 1 0 R.DFTLQLR.E Dimethyl:2H(4): 1

9915 true 2574 924.5489 923.5378 1 4.09 90.21 34.67
47.6 
(M:47.6) 2 1 0 R.DFTLQLR.A Dimethyl:2H(4): 1

9916 false 2574 924.5489 923.5378 1 4.09 82.1 34.67
21.7 
(M:21.7) 2 2 0 K.FSEIQIR.R Dimethyl:2H(4): 1

9917 false 2574 924.5489 923.5412 1 0.45 110.14 34.67
15.0 
(M:15.0) 1 10 1 K.DMVTVKR.F

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 6

9918 false 2574 1110.5993 1109.5869 1 4.6 287.6 44.83
20.5 
(M:20.5) 2 5 1 K.FFQDKELR.A Dimethyl: 5

9919 false 2574 1110.5993 1109.6089 1 -15.21 326.1 44.83
21.8 
(M:21.8) 4 79.1 3 1 R.MLKQMLFR.Y Oxidation: 5; Dimethyl: 3



9920 false 2574 1110.5993 1109.6121 1 -18.05 316.41 44.83
21.2 
(M:21.2) 1 4 0 R.FQTGFEILK.Q Dimethyl: 9

9921 true 2574 1447.6765 1446.6816 1 -8.58 328.94 33
75.8 
(M:75.8) 1 1 0 R.FTDEEVDELYR.E Dimethyl:2H(4): 1

9922 true 2574 1656.8359 1655.813 1 9.45 189.93 37.17
44.5 
(M:44.5) 2 1 0 K.LVTVWSAPNYCYR.C Carbamidomethyl: 11; Dimethyl: 1

9923 true 2574 2767.4224 2766.4095 1 2.05 341.74 41.83
27.2 
(M:27.2) 1 1 0

K.TTCDAHQLCIISVLPHILDTGAS
GR.N

Carbamidomethyl: 3, 9; 
Dimethyl:2H(4): 1

9924 true 2575 859.4092 858.417 1 -17.55 486.21 41.83
18.2 
(M:18.2) 1 1 1 K.MYRFSR.A

9925 false 2575 1051.5604 1050.5681 1 -14.28 222.41 34.5
16.6 
(M:16.6) 1 8 1 K.GCEQKIEK.G

Carbamidomethyl: 2; Dimethyl:2H(4): 
5; Dimethyl: 8

9926 true 2575 2461.1654 2460.1564 1 0.7 178.23 41
15.1 
(M:15.1) 1 1 1

-
.MDFQHRPGGKTGSGGVASASE
SNR.D Dimethyl: 1



9927 true 2576 1030.5969 1029.5931 1 -3.38 233.42 37.33
37.1 
(M:37.1) 1 86.48 1 1 K.LKANTVSGGR.N Dimethyl: 1

9928 true 2576 1153.6312 1152.6213 1 2.28 426.78 33.5
42.0 
(M:42.0) 1 1 0 K.MLLYTEVTR.Y Dimethyl: 1

9929 true 2576 1871.9808 1870.9797 1 -3.35 325.25 40
34.0 
(M:34.0) 1 1 0 R.VPVFRPMDLMVEASPR.R Dimethyl: 1

9930 true 2576 2540.3293 2539.3254 1 -1.34 288.98 41
151.9 
(M:151.9) 1 1 0

K.GGVAEVEIEDSVISLTGPHCIIG
R.T

Carbamidomethyl: 20; Dimethyl:2H(4): 
1

9931 true 2577 1147.6713 1146.6649 1 -0.73 359.93 41.17
40.4 
(M:40.4) 1 1 0 R.LVTLEEFLR.A Dimethyl: 1

9932 false 2577 1147.6713 1146.6776 1 -11.85 283.92 41.17
15.5 
(M:15.5) 1 5 1 K.EKLEDFFK.N Dimethyl:2H(4): 1, 2; Dimethyl: 8

9933 true 2577 1157.6535 1156.6464 1 -0.1 473.08 33.5
47.6 
(M:47.6) 1 1 0 K.MLLYTEVTR.Y Dimethyl:2H(4): 1



9934 true 2577 1379.8001 1378.7932 1 -0.3 294.09 34.67
85.4 
(M:85.4) 2 1 0 K.NQAGLAPVIDVVR.S Dimethyl: 1

9935 true 2578 963.5953 962.5801 1 8.26 390.65 45.5
16.1 
(M:16.1) 1 1 0 K.LIINSLYK.N

9936 true 2578 1151.6968 1150.69 1 -0.37 410.04 41.17
49.5 
(M:49.5) 1 1 0 R.LVTLEEFLR.A Dimethyl:2H(4): 1

9937 true 2579 1560.8474 1559.8381 1 1.24 191.26 41.17
60.3 
(M:60.3) 1 1 0 R.ALQVPVLVEYMDR.G Dimethyl: 1

9938 true 2580 1185.711 1184.6917 1 10.11 226.2 37.33
77.3 
(M:77.3) 3 1 0 K.FSPAGPILSIR.V Dimethyl: 1

9939 true 2580 1564.8735 1563.8633 1 1.87 201.75 41.17
48.8 
(M:48.8) 1 1 0 R.ALQVPVLVEYMDR.G Dimethyl:2H(4): 1

9940 true 2580 2240.1833 2239.182 1 -2.69 225.62 40
144.2 
(M:144.2) 1 1 0

K.YVAAISSGSVPCVESAVTALAR
.A

Carbamidomethyl: 12; Dimethyl:2H(4): 
1



9941 true 2581 1189.7349 1188.7169 1 9.03 214.04 37.33
88.2 
(M:88.2) 3 1 0 K.FSPAGPILSIR.V Dimethyl:2H(4): 1

9942 false 2582 810.4928 809.4721 1 16.59 566.02 37.33
16.6 
(M:16.6) 2 4 0 R.YLLVMK.G Oxidation: 5; Dimethyl: 1

9943 true 2582 810.4928 809.48 1 6.89 438.19 37.33
29.1 
(M:29.1) 3 1 0 R.YLLFAR.Q Dimethyl: 1

9944 true 2582 872.4584 871.4552 1 -4.62 -1 40
24.1 
(M:24.1) 1 50 1 0 R.LADHFGGK.L Dimethyl: 1

9945 true 2582 872.4584 871.4552 1 -4.62 -1 40
24.1 
(M:24.1) 1 50 1 0 R.LADHFGGK.L Dimethyl: 1

9946 true 2582 1280.7634 1279.7285 1 21.51 279.74 37.33
23.7 
(M:23.7) 2 1 1 R.NSSGKIVSIDTK.L Dimethyl:2H(4): 1

9947 false 2582 1280.7634 1279.7475 1 6.71 223.84 37.33
16.9 
(M:16.9) 1 3 1 R.EQEEAVKDLK.E Dimethyl:2H(4): 1, 7; Dimethyl: 10



9948 true 2582 1803.8953 1802.905 1 -9.42 192.6 32.83
34.5 
(M:34.5) 1 1 0 K.GPDGLTAFEATDNQAIK.T Dimethyl: 1, 17

9949 true 2582 2229.1078 2228.1015 1 -0.41 238.11 34.67
43.8 
(M:43.8) 1 1 0 K.NVPVPEFPEHPFQEEHLR.Q Dimethyl: 1

9950 true 2583 814.5163 813.5051 1 4.84 449.64 37.17
37.1 
(M:37.1) 1 1 0 R.YLLFAR.Q Dimethyl:2H(4): 1

9951 true 2583 2233.1325 2232.1266 1 -0.61 288.43 34.67
60.4 
(M:60.4) 1 1 0 K.NVPVPEFPEHPFQEEHLR.Q Dimethyl:2H(4): 1

9952 true 2584 2279.2666 2278.2598 1 -0.24 136.94 34.5
57.9 
(M:57.9) 1 1 1 K.KGIVEQSQQAYQEAFEISK.K Dimethyl:2H(4): 1, 1, 19

9953 true 2585 1491.7653 1490.753 1 3.41 179.98 41.5
87.1 
(M:87.1) 1 1 0 K.MFAVIDGFEGFAR.G Dimethyl:2H(4): 1

9954 true 2586 1250.6574 1249.6489 1 0.96 216.28 33.67
67.4 
(M:67.4) 3 1 0 R.DIICQIAYAR.I Carbamidomethyl: 4; Dimethyl: 1



9955 true 2586 1535.8468 1534.8367 1 1.87 203.66 41.33
56.7 
(M:56.7) 1 1 0 K.GTPLEITLPFEMR.R Dimethyl:2H(4): 1

9956 false 2586 2590.33 2589.369 1 -17.86 274.35 34.67
15.6 
(M:15.6) 1 2 1

K.ASPSADTTILFVKGEDFPANNI
VK.F Dimethyl: 1, 24

9957 true 2587 1128.6806 1127.655 1 16.21 226.32 40
35.7 
(M:35.7) 1 67.33 1 1 K.KDAEIQQLK.S Dimethyl: 1, 9

9958 true 2587 1558.8972 1557.8667 1 14.9 240.58 37.33
19.8 
(M:19.8) 1 1 0 R.LLYSNFHPLLTGR.L Dimethyl: 1

9959 true 2587 1758.0321 1757.0215 1 1.87 190.1 41.33
77.8 
(M:77.8) 1 1 0 K.GLAPDLPEDLYHLIK.K Dimethyl:2H(4): 1, 15

9960 true 2587 2614.2808 2613.2758 1 -0.87 260.52 34.5
66.0 
(M:66.0) 1 1 1

R.LVPGRHDIAFVEFENECQAGA
AR.D Carbamidomethyl: 17; Dimethyl: 1

9961 true 2587 2763.3903 2762.3844 1 -0.48 143.95 41.83
62.4 
(M:62.4) 1 1 0

K.TTCDAHQLCIISVLPHILDTGAS
GR.N Carbamidomethyl: 3, 9; Dimethyl: 1



9962 false 2588 964.5268 963.5138 1 5.92 112.36 33
26.8 
(M:26.8) 1 4 1 K.VREYELR.K

9963 true 2588 964.5268 963.5212 1 -1.74 177.18 33
28.0 
(M:28.0) 1 1 1 M.RMPYEIK.K Dimethyl: 7

9964 true 2588 1132.6293 1131.6077 1 12.67 317.71 40.83
53.5 
(M:53.5) 5 1 0 K.IGFPWSEIR.N Dimethyl: 1

9965 true 2588 1132.6293 1131.6077 1 12.67 317.71 40.83
53.5 
(M:53.5) 5 1 0 K.IGFPWSEIR.N Dimethyl: 1

9966 true 2588 1132.6293 1131.6077 1 12.67 317.71 40.83
53.5 
(M:53.5) 5 1 0 K.IGFPWSEIR.N Dimethyl: 1

9967 true 2588 1288.7473 1287.7348 1 4.02 426.15 33.33
17.2 
(M:17.2) 1 1 1 K.KDVDNAYMIK.V Dimethyl:2H(4): 1, 1; Dimethyl: 10

9968 true 2588 1487.7373 1486.7279 1 1.48 176.16 41.5
67.6 
(M:67.6) 1 1 0 K.MFAVIDGFEGFAR.G Dimethyl: 1



9969 true 2588 2967.6039 2966.6229 1 -8.87 193.28 34.5
41.7 
(M:41.7) 1 1 1

K.AAVAWEAGKPLSIEEVEVAPP
KAHEVR.I Dimethyl: 1, 9, 22

9970 false 2589 921.5225 920.5229 1 -8.35 334.94 34.67
17.6 
(M:17.6) 1 2 1 R.DSNKEIR.S Dimethyl:2H(4): 4; Dimethyl: 1

9971 false 2589 993.4706 992.4815 1 -18.25 101.78 33
17.2 
(M:17.2) 1 4 0 K.EVDNFVDK.L Dimethyl: 1

9972 false 2589 993.4706 992.4716 1 -8.29 129.12 33
28.8 
(M:28.8) 1 2 0 K.ADAAEFWR.K Dimethyl: 1

9973 true 2589 1304.7126 1303.7136 1 -6.34 150.51 33.33
23.5 
(M:23.5) 1 1 0 R.SGIASPVYVDLR.G Dimethyl: 1

9974 false 2589 1304.7126 1303.6922 1 10.1 275.29 33.33
16.4 
(M:16.4) 1 4 0 K.IDENENNGVLK.K Dimethyl:2H(4): 1; Dimethyl: 11

9975 true 2589 1813.024 1811.9807 1 19.9 296.39 37.33
22.0 
(M:22.0) 1 1 0 K.LQFAPLAHPCPVQFR.V

Carbamidomethyl: 10; Dimethyl:2H(4): 
1



9976 false 2590 1185.7087 1184.7063 1 -4.12 304.53 37.33
24.2 
(M:24.2) 2 2 1 R.AMLRLIPSLR.T Oxidation: 2

9977 true 2590 2025.0161 2024.0003 1 4.17 189.48 41.67
109.0 
(M:109.0) 2 1 0 R.ATENDIYNFFSPLNPVR.V Dimethyl: 1

9978 true 2591 1139.6114 1138.6172 1 -11.47 178.52 33
15.6 
(M:15.6) 1 1 0 K.ELIFEETAR.F Dimethyl:2H(4): 1

9979 false 2591 1152.673 1151.6774 1 -10.1 298.68 40
21.0 
(M:21.0) 1 55.39 2 1 R.VKSLMELEK.E

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 2

9980 false 2591 2029.0355 2028.0285 1 -0.13 228.57 41.67
17.0 
(M:17.0) 1 2 1 R.GCAFVTFSTRAMAQNAIK.A Carbamidomethyl: 2; Dimethyl: 1, 18

9981 true 2591 2039.1294 2038.0847 1 18.31 203.27 37.33
82.5 
(M:82.5) 2 1 0

R.AIFTTGQGASAVGLTAYVQR.
H Dimethyl: 1

9982 false 2592 1308.7602 1307.7238 1 22.28 159.26 42
19.0 
(M:19.0) 1 3 1 R.ALSKVAPYFER.S Dimethyl: 4



9983 true 2592 1349.739 1348.7351 1 -2.5 255.72 33.5
43.5 
(M:43.5) 1 1 0 K.VLATAFDTTLGGR.K Dimethyl: 1

9984 false 2593 1174.5919 1173.6129 1 -24.09 93.76 33.17
16.4 
(M:16.4) 1 2 0 R.GDEELDSLIK.A Dimethyl: 1, 10

9985 true 2593 1174.5919 1173.579 1 4.72 93.12 33.17
46.7 
(M:46.7) 1 1 0 R.FFDDLCAVR.N

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

9986 true 2593 1353.7637 1352.7602 1 -2.78 246.99 33.5
54.1 
(M:54.1) 1 1 0 K.VLATAFDTTLGGR.K Dimethyl:2H(4): 1

9987 false 2593 1353.7637 1352.73 1 19.52 251.89 33.5
29.0 
(M:29.0) 1 2 0 R.DTTAAVEHVINK.C Dimethyl: 1, 12

9988 true 2594 1056.6239 1055.6066 1 9.49 292.7 37.67
22.9 
(M:22.9) 2 1 0 K.FGLAGGVFTR.Y Dimethyl:2H(4): 1

9989 true 2594 1107.7289 1106.7151 1 5.9 272.61 34.67
16.5 
(M:16.5) 1 1 0 R.NLLQVDLTK.R Dimethyl:2H(4): 1, 9



9990 true 2594 1254.6319 1253.6193 1 4.25 151.98 37.17
21.7 
(M:21.7) 1 1 0 K.TGWFPSNYVR.E Dimethyl: 1

9991 false 2595 1471.8437 1470.8042 1 21.9 555.31 42
16.6 
(M:16.6) 1 2 1 R.DLSGLEAEALLKGR.G

9992 true 2595 1619.8095 1618.7991 1 1.94 153.05 33.33
16.1 
(M:16.1) 1 1 0 K.VNQYDYVLTGYTR.D Dimethyl: 1

9993 true 2595 1951.0281 1950.0149 1 3.04 181.34 41.67
91.5 
(M:91.5) 2 1 0 R.ATENDIANFFSPLNPIR.V Dimethyl:2H(4): 1

9994 true 2596 1137.604 1136.595 1 1.53 419.65 34.83
15.3 
(M:15.3) 1 1 0 K.DPNNLFMVR.L Dimethyl:2H(4): 1

9995 true 2596 1274.6233 1273.6303 1 -11.15 90.96 33
18.3 
(M:18.3) 1 1 0 R.WDLSAEQIER.M Dimethyl: 1

9996 true 2596 1623.8322 1622.8242 1 0.43 236.51 33.33
25.3 
(M:25.3) 1 1 0 K.VNQYDYVLTGYTR.D Dimethyl:2H(4): 1



9997 true 2596 1987.0177 1986.0058 1 2.34 202.39 41.83
125.0 
(M:125.0) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl: 1

9998 true 2596 1987.0177 1986.0058 1 2.34 202.39 41.83
125.0 
(M:125.0) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl: 1

9999 true 2596 1987.0177 1986.0058 1 2.34 202.39 41.83
125.0 
(M:125.0) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl: 1

10000 true 2596 1987.0177 1986.0058 1 2.34 202.39 41.83
125.0 
(M:125.0) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl: 1

10001 true 2597 1243.701 1242.6972 1 -2.84 191.88 42
89.0 
(M:89.0) 1 1 0 K.LASDLLEWIR.R Dimethyl: 1

10002 true 2597 1243.701 1242.6972 1 -2.84 191.88 42
89.0 
(M:89.0) 1 1 0 K.LASDLLEWIR.R Dimethyl: 1

10003 true 2597 1674.9037 1673.8923 1 2.43 251.14 33.5
107.0 
(M:107.0) 1 1 0 R.MAPLGIDHIAPNIER.M Dimethyl: 1



10004 true 2598 1407.8674 1406.8609 1 -0.54 255.64 37.67
37.0 
(M:37.0) 1 1 0 R.AVLASGALLALPQR.S Dimethyl: 1

10005 true 2598 1424.7688 1423.7534 1 5.72 319.76 41.17
50.8 
(M:50.8) 3 1 0 R.ITDYAMALPFVR.Q Dimethyl: 1

10006 true 2598 1438.6553 1437.6558 1 -5.44 255.34 33
30.6 
(M:30.6) 1 1 0 R.CQSLQEDLDFR.K Carbamidomethyl: 1; Dimethyl: 1

10007 true 2598 1678.9292 1677.9174 1 2.67 293.17 33.5
78.1 
(M:78.1) 1 1 0 R.MAPLGIDHIAPNIER.M Dimethyl:2H(4): 1

10008 true 2598 1679.8781 1678.86 1 6.44 242.18 42
84.8 
(M:84.8) 1 1 0 K.YSPEEIAMATVTALR.R Dimethyl: 1

10009 true 2598 1759.8727 1758.8767 1 -6.41 392.5 42
22.1 
(M:22.1) 1 61.42 1 1 R.EKAPFSYTDPEPYR.A Dimethyl:2H(4): 1; Dimethyl: 2

10010 true 2599 1683.8986 1682.8851 1 3.71 249.5 42
75.1 
(M:75.1) 1 1 0 K.YSPEEIAMATVTALR.R Dimethyl:2H(4): 1



10011 true 2599 1747.8178 1746.8036 1 3.99 205.52 33.33
77.6 
(M:77.6) 1 1 0 K.MTNPAIQNDFSYYR.R Dimethyl: 1

10012 true 2600 1231.7241 1230.7234 1 -5.35 120.48 35
89.4 
(M:89.4) 3 1 0 K.DAGTIAGLNVLR.I Dimethyl:2H(4): 1

10013 true 2600 1425.7988 1424.7788 1 8.96 395.93 37.67
54.2 
(M:54.2) 2 1 0 R.VTAVIPCFPYAR.Q

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

10014 true 2600 1751.8485 1750.8287 1 7.16 271.39 33.5
18.1 
(M:18.1) 1 1 0 K.MTNPAIQNDFSYYR.R Dimethyl:2H(4): 1

10015 false 2601 1276.6714 1275.6761 1 -9.36 132.69 34.83
18.6 
(M:18.6) 1 2 0 R.VESHFDLELR.A Dimethyl:2H(4): 1

10016 true 2601 1276.6714 1275.6711 1 -5.42 139.49 34.83
55.2 
(M:55.2) 1 1 0 R.LTPYEVEELR.R Dimethyl: 1

10017 false 2601 1276.6714 1275.6857 1 -16.86 116.74 34.83
15.1 
(M:15.1) 1 7 1 K.IMSSPLSKELR.Q Oxidation: 2



10018 true 2601 1535.9844 1534.9574 1 12.79 242.22 37.33
61.3 
(M:61.3) 2 1 0 K.LSPITYPQGLALAK.E Dimethyl:2H(4): 1, 14

10019 true 2602 1290.677 1289.6728 1 -2.38 157.78 34.83
20.2 
(M:20.2) 1 1 0 K.NNGFVNEIISR.T Dimethyl: 1

10020 true 2602 1472.8195 1471.8068 1 3.63 383.32 42
57.8 
(M:57.8) 2 1 1 R.GNSIIMLEALERV.- Dimethyl: 1

10021 true 2602 1552.8144 1551.8045 1 1.64 215.4 40.17
107.9 
(M:107.9) 2 1 0 R.VGNLGLATSFFNER.N Dimethyl: 1

10022 true 2602 1622.8025 1621.8022 1 -4.29 155.78 33
25.3 
(M:25.3) 1 1 1 K.DIEREDIEFICK.T Carbamidomethyl: 11; Dimethyl: 1, 12

10023 true 2602 2197.105 2196.0496 1 21.91 225.46 37.33
44.8 
(M:44.8) 1 1 0 R.TTYQALPCLPTMYGYPHR.N Carbamidomethyl: 8; Dimethyl: 1

10024 true 2603 1476.8405 1475.832 1 0.88 379.52 42
46.5 
(M:46.5) 2 1 1 R.GNSIIMLEALERV.- Dimethyl:2H(4): 1



10025 false 2603 1476.8405 1475.8497 1 -11.14 293.21 42
16.2 
(M:16.2) 1 10 1 K.ELAQSKTAVAAAEK.E Dimethyl:2H(4): 6; Dimethyl: 14

10026 false 2603 1476.8405 1475.8497 1 -11.14 590.12 42
19.1 
(M:19.1) 1 7 1 R.AVSKALSSLPESQK.A Dimethyl:2H(4): 1

10027 true 2603 1556.8397 1555.8296 1 1.78 191.28 40.17
74.7 
(M:74.7) 2 1 0 R.VGNLGLATSFFNER.N Dimethyl:2H(4): 1

10028 true 2603 1889.0796 1888.091 1 -9.89 290.65 33.33
37.9 
(M:37.9) 2 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl:2H(4): 1, 18

10029 true 2603 1889.0796 1888.091 1 -9.89 290.65 33.33
37.9 
(M:37.9) 2 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl:2H(4): 1, 18

10030 true 2603 1889.0796 1888.091 1 -9.89 290.65 33.33
37.9 
(M:37.9) 2 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl:2H(4): 1, 18

10031 false 2604 1018.6211 1017.6372 1 -22.91 265.09 42.17
19.1 
(M:19.1) 1 2 1 K.AVGKEELGK.N Dimethyl:2H(4): 1; Dimethyl: 4, 9



10032 true 2604 1512.7217 1511.7085 1 3.93 184.65 42
35.5 
(M:35.5) 1 1 0 K.GYEENYFFIFR.E Dimethyl: 1

10033 true 2604 1735.8636 1734.8549 1 0.85 128.9 40
17.3 
(M:17.3) 1 1 0 R.SFGGGTGSGFTSLLMER.L Dimethyl:2H(4): 1

10034 true 2605 1591.8458 1590.8262 1 7.77 224.27 37.5
49.5 
(M:49.5) 1 1 0 R.GCALQCAILSPAFK.V

Carbamidomethyl: 2, 6; Dimethyl: 1, 
14

10035 true 2605 1591.8458 1590.8262 1 7.77 224.27 37.5
49.5 
(M:49.5) 1 1 0 R.GCALQCAILSPAFK.V

Carbamidomethyl: 2, 6; Dimethyl: 1, 
14

10036 true 2605 1591.8458 1590.8262 1 7.77 224.27 37.5
49.5 
(M:49.5) 1 1 0 R.GCALQCAILSPAFK.V

Carbamidomethyl: 2, 6; Dimethyl: 1, 
14

10037 true 2605 1967.9589 1966.9608 1 -4.67 106.97 33
41.8 
(M:41.8) 1 1 0 K.LAFDVETGPCPVETSGTR.S

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

10038 false 2606 1041.6142 1040.599 1 7.56 264.05 37.33
28.0 
(M:28.0) 3 2 0 R.FLSILCTR.S

Carbamidomethyl: 6; Dimethyl:2H(4): 
1



10039 true 2606 1599.8902 1598.8764 1 4.09 253.78 37.5
61.8 
(M:61.8) 1 1 0 R.GCALQCAILSPAFK.V

Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1, 14

10040 true 2606 1599.8902 1598.8764 1 4.09 253.78 37.5
61.8 
(M:61.8) 1 1 0 R.GCALQCAILSPAFK.V

Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1, 14

10041 true 2606 1599.8902 1598.8764 1 4.09 253.78 37.5
61.8 
(M:61.8) 1 1 0 R.GCALQCAILSPAFK.V

Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1, 14

10042 true 2606 2038.0227 2037.0167 1 -0.61 127.38 33.17
66.1 
(M:66.1) 1 1 0 R.FLEEHPGGEEVLLEQAGR.D Dimethyl: 1

10043 true 2607 1625.8752 1624.8573 1 6.55 184.45 42
38.2 
(M:38.2) 1 1 0 R.NLFAEVIEAHLADR.R Dimethyl: 1

10044 true 2607 2582.067 2581.0788 1 -7.38 170.15 33.17
72.4 
(M:72.4) 1 1 0

R.TGTCNFDEYFSEGCAPGSPPN
SR.L

Carbamidomethyl: 4, 14; 
Dimethyl:2H(4): 1

10045 true 2608 2591.1845 2590.201 1 -9.15 159.08 33
25.6 
(M:25.6) 1 1 0

K.GVNCIDYYSGGDKPYLISGAD
DR.L Carbamidomethyl: 4; Dimethyl: 1, 13



10046 true 2609 1699.8966 1698.88 1 5.49 210.48 42
46.6 
(M:46.6) 1 1 0 K.YSPEEIAMATVTALR.R Dimethyl:2H(4): 1; Oxidation: 8

10047 true 2609 2070.0224 2068.9839 1 15.07 214.96 37.5
24.7 
(M:24.7) 1 1 0 R.GGNSNGALCHFPFLYNNR.N

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

10048 true 2609 2599.2365 2598.2512 1 -8.43 167.32 33
32.4 
(M:32.4) 1 1 0

K.GVNCIDYYSGGDKPYLISGAD
DR.L

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 13

10049 true 2609 3077.6436 3076.6458 1 -3.08 259.22 40
76.2 
(M:76.2) 1 1 0

R.HIADLAGNPEVILPVPAFNVIN
GGSHAGNK.L Dimethyl: 1, 30

10050 true 2610 743.4844 742.4953 1 -24.42 294.45 37.67
15.2 
(M:15.2) 1 1 1 R.VELKVK.V Dimethyl: 6

10051 true 2610 1244.7749 1243.7652 1 1.87 116.32 37.33
22.0 
(M:22.0) 1 1 1 R.KAVEALLAFAR.S Dimethyl: 1, 1

10052 true 2610 1787.8487 1786.8382 1 1.81 240.39 42.5
105.6 
(M:105.6) 8 99.98 1 0 K.AMGIMNSFVNDIFER.I Oxidation: 2; Dimethyl: 1



10053 true 2610 2263.1719 2262.1757 1 -4.89 272.51 33.33
76.2 
(M:76.2) 1 1 0

K.AGFQQAAAEHGLIVVAPDTSP
R.G Dimethyl: 1

10054 true 2610 3085.7002 3084.696 1 -1 263.01 40
87.8 
(M:87.8) 2 1 0

R.HIADLAGNPEVILPVPAFNVIN
GGSHAGNK.L Dimethyl:2H(4): 1, 30

10055 true 2611 890.4924 889.481 1 4.6 534.26 37.67
30.6 
(M:30.6) 2 1 0 R.SVFPWAR.V Dimethyl: 1

10056 true 2611 2267.1862 2266.2008 1 -9.65 299.96 33.33
63.4 
(M:63.4) 1 1 0

K.AGFQQAAAEHGLIVVAPDTSP
R.G Dimethyl:2H(4): 1

10057 false 2612 977.5962 976.5743 1 14.95 358.36 33.33
18.2 
(M:18.2) 1 3 0 K.ATVEELQK.Q Dimethyl:2H(4): 1; Dimethyl: 8

10058 true 2612 1550.9495 1549.9443 1 -1.37 122.37 40.33
45.5 
(M:45.5) 1 1 0 R.VLLATLSIPITPER.T Dimethyl: 1

10059 true 2612 2282.1275 2281.128 1 -3.42 208.06 33.33
19.7 
(M:19.7) 1 1 1 K.FDKGPWLEQDDVSFHHLR.L Dimethyl: 1, 3



10060 true 2613 1997.0801 1996.0931 1 -10.18 160.28 35
94.3 
(M:94.3) 1 1 0 R.VAEEELTPGVVYVGHLPR.G Dimethyl:2H(4): 1

10061 false 2614 949.5316 948.5331 1 -9.17 160.11 42.5
16.8 
(M:16.8) 2 2 0 R.YIAHGATGK.G Dimethyl:2H(4): 9

10062 false 2615 1136.7618 1135.7329 1 19.08 404.44 42.33
17.4 
(M:17.4) 1 2 0 K.TISHVIIGLK.T Dimethyl: 1, 10

10063 true 2616 1421.7776 1420.7537 1 11.73 332.4 37.5
53.9 
(M:53.9) 3 1 0 R.VTAVIPCFPYAR.Q Carbamidomethyl: 7; Dimethyl: 1

10064 true 2616 2055.0296 2054.0221 1 0.1 183.99 40.17
58.0 
(M:58.0) 2 1 0

K.GGFSFGNVESAPASQFVLGR.
T Dimethyl: 1

10065 true 2617 746.4009 745.3948 1 -1.71 338.56 33.67
26.0 
(M:26.0) 2 1 0 R.TLYGFGG.- Dimethyl:2H(4): 1

10066 true 2617 1190.5829 1189.584 1 -6.99 28.77 33.17
18.0 
(M:18.0) 1 1 1 -.RNVEDFTGPR.E



10067 true 2617 2090.0966 2089.1096 1 -9.68 187.16 34.83
41.6 
(M:41.6) 1 1 0 K.LTIEFTEEYPNKPPTVR.F Dimethyl: 1, 12

10068 false 2618 1157.6902 1156.6816 1 1.13 300.72 40.5
22.1 
(M:22.1) 1 9 0 K.LQTQGLGTALK.I Dimethyl: 11

10069 true 2618 1157.6902 1156.6816 1 1.13 367.44 40.5
58.5 
(M:58.5) 2 1 0 R.TQGLLSEILR.K Dimethyl: 1

10070 true 2618 2098.1469 2097.1598 1 -9.62 223.53 34.83
23.1 
(M:23.1) 1 1 0 K.LTIEFTEEYPNKPPTVR.F Dimethyl:2H(4): 1, 12

10071 false 2619 1292.7305 1291.7071 1 12.47 226.2 40.5
21.6 
(M:21.6) 1 2 1 K.QSDVMRFLLR.V Dimethyl: 1

10072 true 2619 1292.7305 1291.726 1 -2.2 231.69 40.5
47.0 
(M:47.0) 1 1 0 K.VPDGMVGFIIGR.G Dimethyl:2H(4): 1

10073 true 2620 960.5997 959.5932 1 -0.8 182.73 33.5
16.0 
(M:16.0) 1 1 0 K.FVADGIFK.A Dimethyl:2H(4): 1, 8



10074 true 2620 1264.6624 1263.6598 1 -3.69 126.46 33.17
30.4 
(M:30.4) 1 1 0 R.VEVTEFEDIK.S Dimethyl: 1, 10

10075 true 2620 1527.9315 1526.9072 1 11.11 294.94 37.33
37.8 
(M:37.8) 1 1 0 K.LSPITYPQGLALAK.E Dimethyl: 1, 14

10076 true 2620 1773.8297 1772.8226 1 -0.07 223.41 42.33
68.0 
(M:68.0) 4 1 0 K.AMSIMNSFVNDIFER.L

10077 false 2621 1004.548 1003.5298 1 10.86 289.49 33.5
18.9 
(M:18.9) 2 4 1 R.DSAGQKGTGK.W Dimethyl: 1, 10

10078 true 2621 1272.7131 1271.71 1 -3.3 132.73 33.17
19.2 
(M:19.2) 1 1 0 R.VEVTEFEDIK.S Dimethyl:2H(4): 1, 10

10079 true 2621 1456.7668 1455.751 1 5.79 416.33 42.33
37.3 
(M:37.3) 2 1 0 K.GGENLYNFVIFR.N Dimethyl: 1

10080 true 2621 1613.8492 1612.8511 1 -5.66 211.17 37.33
24.6 
(M:24.6) 1 1 1 K.HPDGRFPDLSAELK.R Dimethyl:2H(4): 14



10081 true 2621 1791.8845 1790.8633 1 7.75 240.99 42.5
84.1 
(M:84.1) 7 99.47 1 0 K.AMGIMNSFVNDIFER.I Dimethyl:2H(4): 1; Oxidation: 2

10082 true 2622 1329.6324 1328.6248 1 0.18 162.51 33.17
22.8 
(M:22.8) 1 1 0 R.DYTYDELLNR.V Dimethyl: 1

10083 true 2622 1460.7857 1459.7762 1 1.57 399.81 42.33
19.6 
(M:19.6) 1 1 0 K.GGENLYNFVIFR.N Dimethyl:2H(4): 1

10084 true 2623 1140.6462 1139.6488 1 -8.65 344.98 34.5
46.9 
(M:46.9) 1 1 0 R.SVTAIADYIR.Q Dimethyl:2H(4): 1

10085 true 2623 1363.6674 1362.6707 1 -7.78 198.89 33.33
72.6 
(M:72.6) 2 1 0 R.YALYDASFETK.E Dimethyl: 1, 11

10086 false 2624 1371.7213 1370.7305 1 -12.01 208.78 33.33
17.9 
(M:17.9) 2 2 0 -.MSLYPSLEDLK.V

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 11

10087 true 2625 1108.6023 1107.5874 1 6.86 360.09 35
46.8 
(M:46.8) 1 1 0 R.NECFLSFK.V

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 8



10088 true 2625 1485.7668 1484.7623 1 -1.91 108.08 33.17
75.1 
(M:75.1) 1 1 0 K.ELPQFATGDNLPR.V Dimethyl: 1

10089 false 2625 1485.7668 1484.7677 1 -5.51 107.74 33.17
17.4 
(M:17.4) 1 4 1 K.QWGWTQGRWPK.K Dimethyl: 1, 11

10090 true 2625 1936.0665 1935.0506 1 4.44 155.39 42.5
49.9 
(M:49.9) 1 1 0 K.EISLWFKPAELIDYR.S Dimethyl: 1, 7

10091 true 2626 1489.7717 1488.7606 1 2.52 148.58 33.5
53.8 
(M:53.8) 1 1 0 K.DIELVMSQANVSR.A Dimethyl: 1

10092 true 2626 1762.0758 1761.0513 1 9.8 197.51 37.5
43.3 
(M:43.3) 1 1 0 K.DLVLGPSGVLQGIRPGK.C Dimethyl: 1, 17

10093 true 2626 2288.0303 2287.0194 1 1.62 204.79 45.17
81.2 
(M:81.2) 1 1 0 K.SFEAGHDAFMAEFVYEYSR.R Dimethyl:2H(4): 1

10094 false 2627 1375.758 1374.7507 1 0.02 227.85 40.33
15.8 
(M:15.8) 1 3 1 K.QQAKSWSSEIK.Q Dimethyl: 1, 4, 11



10095 false 2627 1497.7399 1496.7409 1 -5.53 150.48 33.17
19.4 
(M:19.4) 1 2 0 R.AGGIETVANEFSDR.C Dimethyl:2H(4): 1

10096 true 2628 1187.6774 1186.6532 1 14.19 98.5 37.83
25.2 
(M:25.2) 2 1 0 K.LAVNMVPFPR.L Oxidation: 5; Dimethyl: 1

10097 true 2628 1187.6774 1186.6532 1 14.19 98.5 37.83
25.2 
(M:25.2) 2 1 0 K.LAVNMVPFPR.L Oxidation: 5; Dimethyl: 1

10098 true 2628 1187.6774 1186.6532 1 14.19 98.5 37.83
25.2 
(M:25.2) 2 1 0 K.LAVNMVPFPR.L Oxidation: 5; Dimethyl: 1

10099 true 2628 1187.6774 1186.6532 1 14.19 98.5 37.83
25.2 
(M:25.2) 2 1 0 K.LAVNMVPFPR.L Oxidation: 5; Dimethyl: 1

10100 false 2628 1213.6839 1212.6939 1 -14.22 115.5 34.83
17.6 
(M:17.6) 1 2 1 R.SRAQELAAAIR.D Dimethyl: 1

10101 true 2628 1378.7888 1377.7918 1 -7.43 195.54 40.83
27.6 
(M:27.6) 1 1 0 R.LGLQNDLFSLAR.A Dimethyl:2H(4): 1



10102 true 2628 1525.9109 1524.8981 1 3.56 167.76 42.5
41.7 
(M:41.7) 1 1 1 R.FKDIFQEIFDK.H Dimethyl:2H(4): 1, 2, 11

10103 true 2628 1844.0388 1843.011 1 11.12 210.92 37.33
56.9 
(M:56.9) 2 1 0 R.QLIMANPQMQQLIQR.N Dimethyl:2H(4): 1

10104 false 2628 1844.0388 1843.0004 1 16.86 266.29 37.33
15.2 
(M:15.2) 1 3 1 R.FLMYDQTKVPPFVAR.D Dimethyl:2H(4): 1

10105 true 2629 1227.6994 1226.6983 1 -4.99 154.85 35
81.9 
(M:81.9) 4 1 0 K.DAGTIAGLNVLR.I Dimethyl: 1

10106 true 2630 1280.6853 1279.6962 1 -14.14 210.52 34.83
45.9 
(M:45.9) 1 1 0 R.LTPYEVEELR.R Dimethyl:2H(4): 1

10107 true 2630 1541.8042 1540.8097 1 -8.29 191.2 33.33
62.4 
(M:62.4) 2 1 0 R.GVVDSEDLPLNISR.E Dimethyl: 1

10108 false 2630 1541.8042 1540.8348 1 -24.61 243.34 33.33
15.0 
(M:15.0) 1 6 1 R.KDVEVESVQPAEK.T Dimethyl: 1, 1, 13



10109 true 2631 1421.778 1420.7715 1 -0.54 149.01 40.5
31.1 
(M:31.1) 3 1 0 K.VLATTFDPFLGGR.N Dimethyl: 1

10110 true 2631 1428.6948 1427.6867 1 0.53 284.86 33.67
41.3 
(M:41.3) 1 1 0 K.QFLSQFEMQSR.K Dimethyl: 1

10111 false 2631 1428.6948 1427.6577 1 20.82 323.92 33.67
15.1 
(M:15.1) 1 2 1 K.CENWMKFLEK.M

Carbamidomethyl: 1; Oxidation: 5; 
Dimethyl: 10

10112 true 2631 1545.8293 1544.8348 1 -8.25 154.24 33.33
92.3 
(M:92.3) 2 1 0 R.GVVDSEDLPLNISR.E Dimethyl:2H(4): 1

10113 true 2631 1918.0318 1917.0154 1 4.73 277.15 42.5
17.3 
(M:17.3) 1 1 0 K.IPMPVNFNEPLSMLQR.L Dimethyl:2H(4): 1

10114 true 2632 1212.7315 1211.706 1 15.05 139.21 37.67
31.4 
(M:31.4) 1 1 0 K.GGIVGMTLPIAR.D Dimethyl: 1

10115 false 2632 1212.7315 1211.7238 1 0.4 212.78 37.67
18.4 
(M:18.4) 1 68.33 2 1 K.IADRLGLELGK.V Dimethyl: 11



10116 true 2632 1944.1208 1943.1008 1 6.55 107.89 42.5
25.9 
(M:25.9) 1 1 0 K.EISLWFKPAELIDYR.S Dimethyl:2H(4): 1, 7

10117 true 2632 1979.012 1978.0346 1 -15.09 509.83 42.67
18.3 
(M:18.3) 1 57.65 1 1 K.AKYPNLGQKPGGSDFLMK.R Dimethyl: 1

10118 true 2633 1216.7526 1215.7311 1 11.64 125.36 37.67
30.9 
(M:30.9) 1 1 0 K.GGIVGMTLPIAR.D Dimethyl:2H(4): 1

10119 false 2633 1425.8004 1424.7701 1 16.14 286.31 40.5
21.9 
(M:21.9) 2 2 0 R.IGIFTESEDVAGK.A Dimethyl:2H(4): 1; Dimethyl: 13

10120 true 2633 1425.8004 1424.7966 1 -2.44 288.12 40.5
83.2 
(M:83.2) 4 1 0 K.VLATTFDPFLGGR.N Dimethyl:2H(4): 1

10121 true 2633 2043.128 2042.1048 1 7.78 117.38 42.5
71.7 
(M:71.7) 1 1 0 R.GLIEIISNAAEYENIPIR.H Dimethyl: 1

10122 true 2634 1448.7149 1447.7136 1 -4.16 372.1 35
81.0 
(M:81.0) 1 1 0 K.HLWDYTFGPEK.L Dimethyl: 1, 11



10123 true 2634 1473.8011 1472.7966 1 -1.87 274.14 40.5
16.7 
(M:16.7) 1 1 0 R.YGLFPANYVELR.Q Dimethyl:2H(4): 1

10124 true 2634 2181.1791 2180.159 1 5.89 251.47 42.5
98.3 
(M:98.3) 1 1 0 K.HILGFDTGDAVINEAAQILR.L Dimethyl: 1

10125 true 2635 1513.7728 1512.7824 1 -11.17 156.39 34.83
41.1 
(M:41.1) 1 1 0 K.DTNGSQFFITTVK.T Dimethyl: 1, 13

10126 true 2635 1554.9707 1553.9694 1 -3.89 165.4 40.33
43.1 
(M:43.1) 1 1 0 R.VLLATLSIPITPER.T Dimethyl:2H(4): 1

10127 true 2635 1854.8395 1853.8288 1 1.85 194.34 33.17
84.5 
(M:84.5) 1 1 0 K.VDCTADTPLCSEFGVR.G Carbamidomethyl: 3, 10; Dimethyl: 1

10128 true 2635 2434.3172 2433.2904 1 8.02 194.45 42.5
73.0 
(M:73.0) 1 1 1

R.AIDALREFNEEGALSVLQQFK.
E Dimethyl: 1, 21

10129 true 2636 707.4299 706.4265 1 -5.48 71.66 42.67
15.5 
(M:15.5) 2 1 0 K.YELVK.A Dimethyl: 1, 5



10130 false 2636 1032.593 1031.6049 1 -18.58 209.7 42.67
16.7 
(M:16.7) 1 10 1 K.AMLAAEAKK.M Oxidation: 2; Dimethyl: 1, 8, 9

10131 false 2636 1032.593 1031.5764 1 9.04 176.65 42.67
19.7 
(M:19.7) 2 4 0 K.AAALEFLNR.F Dimethyl: 1

10132 true 2636 1091.671 1090.6539 1 9.01 359.93 37.5
44.3 
(M:44.3) 3 1 1 R.KFLPLFDR.V Dimethyl: 1, 1

10133 true 2636 1521.8238 1520.8326 1 -10.6 166.67 34.83
44.9 
(M:44.9) 1 1 0 K.DTNGSQFFITTVK.T Dimethyl:2H(4): 1, 13

10134 true 2636 1566.7375 1565.7297 1 0.35 289.61 33.67
94.5 
(M:94.5) 4 1 0 R.VTWDSSFCAVNPR.F Carbamidomethyl: 8; Dimethyl: 1

10135 true 2636 1858.8645 1857.8539 1 1.78 224.37 33.17
53.2 
(M:53.2) 1 1 0 K.VDCTADTPLCSEFGVR.G

Carbamidomethyl: 3, 10; 
Dimethyl:2H(4): 1

10136 true 2637 1114.7028 1113.691 1 4.02 379.22 37.5
31.8 
(M:31.8) 2 1 1 R.KLDGFPLLR.R Dimethyl: 1, 1



10137 true 2637 1597.8316 1596.8337 1 -5.86 125.54 42.67
17.6 
(M:17.6) 1 1 0 K.LDNVDDTFTVWIK.R Dimethyl:2H(4): 13

10138 true 2637 1695.8179 1694.8304 1 -11.66 177.23 34.83
45.0 
(M:45.0) 1 1 0 R.AHQVVEDGYEFFAK.R Dimethyl: 1, 14

10139 true 2637 1695.8179 1694.8304 1 -11.66 177.23 34.83
45.0 
(M:45.0) 1 1 0 R.AHQVVEDGYEFFAK.R Dimethyl: 1, 14

10140 true 2637 2070.024 2069.0212 1 -2.16 148.77 33.17
51.1 
(M:51.1) 1 1 0

K.VGEAGLLNVDCTEAGPGNLR.
V Carbamidomethyl: 11; Dimethyl: 1

10141 true 2638 1611.846 1610.8304 1 5.18 221.76 42.83
94.5 
(M:94.5) 1 1 0 K.SSINVEEAFFTLAR.D Dimethyl: 1

10142 true 2638 1634.8351 1633.8213 1 4.02 181.15 33.67
55.8 
(M:55.8) 1 1 0 R.QGQVIFSFNGPEQR.I Dimethyl: 1

10143 true 2638 1703.8698 1702.8806 1 -10.62 160.32 34.83
78.4 
(M:78.4) 1 1 0 R.AHQVVEDGYEFFAK.R Dimethyl:2H(4): 1, 14



10144 true 2638 1703.8698 1702.8806 1 -10.62 160.32 34.83
78.4 
(M:78.4) 1 1 0 R.AHQVVEDGYEFFAK.R Dimethyl:2H(4): 1, 14

10145 true 2638 2074.0512 2073.0463 1 -1.11 159.58 33.17
67.1 
(M:67.1) 1 1 0

K.VGEAGLLNVDCTEAGPGNLR.
V

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

10146 true 2639 1122.7572 1121.7412 1 7.72 380.37 37.5
19.4 
(M:19.4) 1 1 1 R.KLDGFPLLR.R Dimethyl:2H(4): 1, 1

10147 true 2639 1615.8693 1614.8555 1 4.02 232.53 42.83
76.7 
(M:76.7) 1 1 0 K.SSINVEEAFFTLAR.D Dimethyl:2H(4): 1

10148 true 2639 1722.8715 1721.8737 1 -5.5 181.53 35.17
84.2 
(M:84.2) 2 1 0 K.NAVITVPAYFNDSQR.Q Dimethyl: 1

10149 true 2640 1726.8975 1725.8988 1 -4.95 190.64 35.17
72.5 
(M:72.5) 2 1 0 K.NAVITVPAYFNDSQR.Q Dimethyl:2H(4): 1

10150 true 2640 1771.8583 1770.8433 1 4.33 212.98 43.67
128.7 
(M:128.7) 22 1 0 K.AMGIMNSFVNDIFER.I Dimethyl: 1



10151 true 2640 1797.8625 1796.8635 1 -4.56 164.27 40.33
25.7 
(M:25.7) 1 1 0 R.FWWENTGVFTAQQR.S Dimethyl: 1

10152 true 2640 2193.1159 2192.1011 1 3.43 220.99 33.17
56.3 
(M:56.3) 1 1 0

R.LPQGYDTEVGELGGQLSGGQ
R.Q Dimethyl:2H(4): 1

10153 true 2641 1175.6978 1174.6834 1 6 157.62 37.67
49.7 
(M:49.7) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

10154 true 2641 1175.6978 1174.6834 1 6 157.62 37.67
49.7 
(M:49.7) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

10155 true 2641 1175.6978 1174.6834 1 6 157.62 37.67
49.7 
(M:49.7) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

10156 false 2641 1175.6978 1174.6794 1 9.42 159.31 37.67
15.4 
(M:15.4) 1 3 1 R.LNKCGVISPR.F

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

10157 true 2641 1175.6978 1174.6834 1 6 157.62 37.67
49.7 
(M:49.7) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1



10158 true 2641 2037.9605 2036.9482 1 2.48 175.1 33.5
100.7 
(M:100.7) 1 1 0 K.LAETYCVCHLATGDMLR.A Carbamidomethyl: 6, 8; Dimethyl: 1

10159 true 2641 2298.1087 2297.0958 1 2.48 110.1 33.17
78.1 
(M:78.1) 1 1 0 R.NIELICQENEGENDPVLQR.I Carbamidomethyl: 6; Dimethyl: 1

10160 true 2642 1896.9806 1895.9535 1 10.43 296.5 40.83
99.7 
(M:99.7) 3 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

10161 true 2642 1896.9806 1895.9535 1 10.43 296.5 40.83
99.7 
(M:99.7) 3 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

10162 true 2642 1896.9806 1895.9535 1 10.43 296.5 40.83
99.7 
(M:99.7) 3 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

10163 true 2642 1896.9806 1895.9535 1 10.43 296.5 40.83
99.7 
(M:99.7) 3 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

10164 true 2642 1896.9806 1895.9535 1 10.43 296.5 40.83
99.7 
(M:99.7) 3 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1



10165 true 2642 2041.9864 2040.9733 1 2.88 231.7 33.5
100.8 
(M:100.8) 1 1 0 K.LAETYCVCHLATGDMLR.A

Carbamidomethyl: 6, 8; 
Dimethyl:2H(4): 1

10166 true 2642 2301.132 2300.1496 1 -10.79 115.12 33.17
55.8 
(M:55.8) 1 1 0

K.GVVPLAGTDGETTTQGLDGLS
ER.C Dimethyl: 1

10167 false 2643 1626.7964 1625.8236 1 -21.14 265.9 37.67
26.2 
(M:26.2) 2 2 1 R.VIKDFMIQGGDFTR.G

10168 true 2643 1906.9932 1905.992 1 -3.23 301.47 42.17
102.2 
(M:102.2) 3 1 0 K.SPPGQVTAAVMAAIDAGYR.H Dimethyl:2H(4): 1

10169 true 2643 2177.2212 2176.2103 1 1.67 252.82 42.83
97.0 
(M:97.0) 2 1 0 K.VVAALIEAANHIDDIAGTLSK.L Dimethyl: 1, 21

10170 true 2644 1745.985 1744.9562 1 12.28 232.21 37.83
55.0 
(M:55.0) 1 1 0 R.GLLLPNNPPYNAGAFR.F Dimethyl:2H(4): 1

10171 true 2644 1910.8934 1909.9004 1 -7.47 249.91 40.33
40.4 
(M:40.4) 2 1 0 R.AGFQFMSSSLPDICYR.C

Carbamidomethyl: 14; Dimethyl:2H(4): 
1



10172 true 2644 2185.2694 2184.2605 1 0.7 238.9 42.83
131.7 
(M:131.7) 2 1 0 K.VVAALIEAANHIDDIAGTLSK.L Dimethyl:2H(4): 1, 21

10173 true 2644 2305.171 2304.1747 1 -4.76 126.88 33.33
129.8 
(M:129.8) 1 1 0

K.GVVPLAGTDGETTTQGLDGLS
ER.C Dimethyl:2H(4): 1

10174 false 2644 2305.171 2304.1796 1 -6.88 136.91 33.33
15.3 
(M:15.3) 1 2 0

R.VIISAPSADAPMFVMGVNHE
K.Y

Dimethyl:2H(4): 1; Oxidation: 12, 15; 
Dimethyl: 21

10175 false 2645 1810.0187 1808.976 1 19.59 337.57 37.83
18.9 
(M:18.9) 1 2 1 R.DLEADVVGDTSGHFKK.M Dimethyl:2H(4): 1, 15; Dimethyl: 16

10176 false 2645 1810.0187 1808.9971 1 7.91 -1 37.83
17.1 
(M:17.1) 1 50 3 1 R.DAEVDSSEGAISGKKPK.L Dimethyl:2H(4): 15, 17; Dimethyl: 14

10177 true 2645 1810.0187 1808.9968 1 8.1 236.33 37.83
51.4 
(M:51.4) 1 1 0 K.GITTALSSLGATCVIASR.K

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

10178 true 2645 2213.2184 2212.1886 1 10.18 225.51 42.67
53.0 
(M:53.0) 1 1 0 K.IENLSNLQLLQMLELGSNR.I Dimethyl: 1



10179 true 2645 2745.0382 2744.0688 1 -13.78 134.97 33.33
176.8 
(M:176.8) 1 1 0

R.GAYGGGYGGYDDYNGYNDG
YGFGSDR.F Dimethyl: 1

10180 true 2646 2217.2396 2216.2137 1 8.44 284.8 42.67
93.8 
(M:93.8) 1 1 0 K.IENLSNLQLLQMLELGSNR.I Dimethyl:2H(4): 1

10181 true 2646 2899.2923 2898.3243 1 -13.55 161.39 33.17
122.0 
(M:122.0) 1 1 0

K.ECPVDRPGQVADFTEAYNEQ
YGAVR.T Carbamidomethyl: 2; Dimethyl: 1

10182 false 2647 1835.9839 1834.9446 1 17.48 309.58 37.67
17.6 
(M:17.6) 1 2 1 K.KPLNAFMLYMKEMR.A Dimethyl:2H(4): 11; Oxidation: 7, 10

10183 true 2647 2418.2718 2417.2955 1 -12.81 247.13 34.83
42.3 
(M:42.3) 1 1 1

K.KGEGYLKPNEGALVEIQFEGR.
Y Dimethyl: 1, 1, 7

10184 true 2647 2903.3226 2902.3494 1 -11.72 201.61 33.17
78.6 
(M:78.6) 1 1 0

K.ECPVDRPGQVADFTEAYNEQ
YGAVR.T

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

10185 false 2648 1003.5905 1002.6008 1 -17.57 201.18 35.17
26.1 
(M:26.1) 6 3 1 -.MLSRLVLR.A Oxidation: 1



10186 true 2648 1397.7939 1396.7755 1 7.95 347.87 37.67
60.1 
(M:60.1) 2 1 1 K.GSFKYAWVLDK.L Dimethyl: 1, 4, 11

10187 true 2648 1397.7939 1396.7755 1 7.95 347.87 37.67
60.1 
(M:60.1) 2 1 1 K.GSFKYAWVLDK.L Dimethyl: 1, 4, 11

10188 true 2648 2801.4227 2800.3866 1 10.28 152.3 42.67
89.0 
(M:89.0) 1 1 0

R.ELGLFGMQIPEEYGGLGLSHT
MYAR.L Dimethyl:2H(4): 1

10189 false 2649 844.4798 843.4814 1 -10.49 437.85 33.33
19.7 
(M:19.7) 1 5 0 R.LVETGAVR.D

10190 true 2649 1568.8101 1567.8109 1 -5.11 144.18 42.67
21.7 
(M:21.7) 1 62.72 1 1 K.FMPWTDKVPTFK.L Oxidation: 2; Dimethyl: 7, 12

10191 true 2649 2381.2051 2380.1958 1 0.89 214.27 33.5
55.5 
(M:55.5) 1 1 0

R.QYCVVLDPVGPNGQPQLGQ
QR.V Carbamidomethyl: 3; Dimethyl: 1

10192 true 2650 934.4877 933.492 1 -12.39 104.48 33.33
34.3 
(M:34.3) 2 1 0 R.NFDEILR.V Dimethyl: 1



10193 true 2650 1199.6926 1198.69 1 -3.89 85.17 42.83
27.4 
(M:27.4) 2 1 0 K.ELYLFDVLR.A Dimethyl:2H(4): 1

10194 true 2651 938.5104 937.5171 1 -14.83 85.53 33.33
39.5 
(M:39.5) 1 1 0 R.NFDEILR.V Dimethyl:2H(4): 1

10195 false 2651 938.5104 937.512 1 -9.46 130.21 33.33
18.4 
(M:18.4) 1 5 0 K.EASYSLIK.K Dimethyl: 8

10196 true 2651 1164.5993 1163.6009 1 -7.61 363.81 35
54.3 
(M:54.3) 1 1 0 R.NLFNVVDCK.L Carbamidomethyl: 8; Dimethyl: 1, 9

10197 true 2651 1271.6866 1270.6859 1 -5.18 189.44 42.83
45.3 
(M:45.3) 1 1 0 R.SLEQIEAFFR.T Dimethyl:2H(4): 1

10198 true 2651 2179.1618 2178.1328 1 9.99 212 37.67
91.3 
(M:91.3) 3 1 0 K.QTINNACGTIGLIHAIANNR.E Carbamidomethyl: 7; Dimethyl: 1

10199 true 2652 1172.6512 1171.6511 1 -6.08 75.84 35
16.2 
(M:16.2) 1 1 0 R.NLFNVVDCK.L

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 9



10200 true 2652 1655.0666 1654.0492 1 6.1 236.46 42.83
103.2 
(M:103.2) 2 1 1 R.GVMLAVDAITAELKK.L Dimethyl:2H(4): 1, 14, 15

10201 true 2653 1037.5776 1036.5855 1 -14.58 160.38 33.33
37.1 
(M:37.1) 1 1 0 K.EEVNLFVR.L Dimethyl:2H(4): 1

10202 false 2653 1037.5776 1036.559 1 10.95 217.13 33.33
23.1 
(M:23.1) 1 2 1 K.EESKEAEK.K Dimethyl:2H(4): 1; Dimethyl: 4, 8

10203 false 2653 1197.6908 1196.6554 1 23.54 179.4 35.17
20.0 
(M:20.0) 1 5 0 R.HYEIAGNPLK.I Dimethyl: 1, 10

10204 true 2653 1245.7179 1244.7213 1 -8.59 77.36 40.5
20.3 
(M:20.3) 1 1 1 R.SLRMPPDIIR.D Dimethyl:2H(4): 1; Oxidation: 4

10205 false 2654 1076.5399 1075.5444 1 -10.95 180.55 33.33
15.4 
(M:15.4) 1 10 0 K.QQQMATLTR.E

10206 false 2654 1076.5399 1075.5335 1 -0.82 88.29 33.33
20.8 
(M:20.8) 1 4 0 K.VSPPSEDADK.K Dimethyl:2H(4): 1



10207 false 2654 1201.721 1200.7281 1 -11.99 87.27 35.17
24.7 
(M:24.7) 1 5 1 K.WPDRITLLR.G Dimethyl:2H(4): 1

10208 true 2654 1542.8913 1541.8678 1 10.48 206.44 37.5
72.4 
(M:72.4) 2 1 1 K.RASGQAFELILGPR.S Dimethyl: 1

10209 false 2655 924.5388 923.5263 1 5.67 204.28 33.83
16.9 
(M:16.9) 1 5 1 K.MYGKIIR.V Oxidation: 1; Dimethyl: 4

10210 true 2656 1562.9488 1561.9381 1 2.16 131.64 43
27.3 
(M:27.3) 1 1 0 R.ILLIFEGTNEILR.M Dimethyl:2H(4): 1

10211 true 2657 1607.9109 1606.9222 1 -11.58 194.02 43.83
44.9 
(M:44.9) 1 1 0 K.SLEEIYLFSLPIK.E Dimethyl: 1, 13

10212 true 2658 1831.9662 1830.9451 1 7.55 221.97 37.67
39.4 
(M:39.4) 1 1 0 R.LGPNYLQIPVNCPYR.A Carbamidomethyl: 12; Dimethyl: 1

10213 true 2659 1760.991 1759.9832 1 0.29 182.18 43
58.0 
(M:58.0) 1 1 0 R.ENIVEAIIHSPELIR.V Dimethyl: 1



10214 false 2659 1760.991 1760.0118 1 -15.9 167.12 43
16.8 
(M:16.8) 1 2 1 K.IKTVDISMILSEAIR.R Oxidation: 8; Dimethyl: 1, 2

10215 true 2659 1835.9927 1834.9702 1 8.28 300.95 37.5
20.7 
(M:20.7) 2 1 0 R.LGPNYLQIPVNCPYR.A

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

10216 true 2660 1432.7372 1431.7118 1 12.62 342.03 33.67
52.5 
(M:52.5) 1 1 0 K.QFLSQFEMQSR.K Dimethyl:2H(4): 1

10217 true 2660 1765.0205 1764.0083 1 2.79 205.48 43
78.8 
(M:78.8) 1 1 0 R.ENIVEAIIHSPELIR.V Dimethyl:2H(4): 1

10218 false 2660 1765.0205 1764.0369 1 -13.37 204.3 43
16.6 
(M:16.6) 1 55.16 4 1 K.IKTVDISMILSEAIR.R

Dimethyl:2H(4): 1; Oxidation: 8; 
Dimethyl: 2

10219 true 2661 1506.8159 1505.7991 1 6.34 237.65 33.67
30.6 
(M:30.6) 1 1 0 K.LDFIRPYDVANR.K Dimethyl: 1

10220 true 2661 1900.0824 1899.0801 1 -2.65 278.01 42.83
71.5 
(M:71.5) 1 1 0 R.VGEALCIEPAVIAGIISR.E

Carbamidomethyl: 6; Dimethyl:2H(4): 
1



10221 false 2661 2179.1553 2178.1685 1 -9.39 297.64 37.67
16.5 
(M:16.5) 1 2 1 R.LQFDVSSPNGILLFRETSK.M Dimethyl: 19

10222 true 2662 938.5711 937.5637 1 0.11 170.43 37.67
27.2 
(M:27.2) 2 1 0 R.IQFFLSK.K Dimethyl: 1, 7

10223 true 2662 1700.9609 1699.9593 1 -3.33 191.41 40.5
25.1 
(M:25.1) 1 1 0 K.SPLVMDVLNIQGVQR.S Dimethyl:2H(4): 1

10224 true 2662 1923.033 1922.02 1 2.98 301.24 43
59.2 
(M:59.2) 1 1 0 R.QNLEPLFEQYINNLR.R Dimethyl:2H(4): 1

10225 true 2663 952.5112 951.5034 1 0.58 166.89 37.67
15.4 
(M:15.4) 1 1 0 K.FAIVMMGR.H Dimethyl: 1

10226 false 2663 959.5714 958.5498 1 14.89 113.62 42.83
17.0 
(M:17.0) 1 2 1 K.RADPAELR.S Dimethyl:2H(4): 1

10227 false 2663 959.5714 958.5749 1 -11.32 187.31 42.83
17.0 
(M:17.0) 1 2 1 K.RADPAELK.T Dimethyl:2H(4): 1; Dimethyl: 8



10228 false 2663 1285.823 1284.7839 1 24.76 240.66 38.17
22.3 
(M:22.3) 1 2 1 K.KVIIMILNGEK.L Dimethyl: 11

10229 true 2663 1285.823 1284.8067 1 7.03 270.14 38.17
47.5 
(M:47.5) 2 1 0 K.GLTPSQIGVILR.D Dimethyl:2H(4): 1

10230 true 2663 1790.8746 1789.8763 1 -5.02 224.73 35
36.7 
(M:36.7) 1 1 0 K.HTTSIFDDFSHYEK.R Dimethyl:2H(4): 1, 14

10231 true 2663 2032.0905 2031.0761 1 3.48 211.57 43
81.1 
(M:81.1) 1 1 0 K.CPALAAVGPIEQLLDYNR.I

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

10232 false 2664 1397.8029 1396.7748 1 14.91 455.73 37.83
16.4 
(M:16.4) 1 8 1 -.MAAETVELHKLK.L Dimethyl: 10

10233 true 2664 1845.9247 1844.9203 1 -1.58 228.37 35.17
66.3 
(M:66.3) 2 1 1 R.AMQNFLQLPEAERDR.I Dimethyl: 1

10234 true 2664 2107.1022 2106.0932 1 0.82 195.46 40.5
15.2 
(M:15.2) 1 1 0 R.LAPSDYFGEIALLMNRPR.A Oxidation: 14; Dimethyl: 1



10235 true 2664 2202.1206 2201.1117 1 0.73 248.9 42.83
68.1 
(M:68.1) 1 1 0 R.AFGFAHLEALLEDSQELQR.F Dimethyl: 1

10236 false 2664 2202.1206 2201.1436 1 -13.75 225.61 42.83
18.7 
(M:18.7) 1 2 0

K.MGIDISVLMGANIANEVAAEK
.F Dimethyl: 1, 21

10237 true 2665 1429.631 1428.6344 1 -7.45 292.3 33.5
74.3 
(M:74.3) 1 1 0 R.EAGDVCYADVFR.D Carbamidomethyl: 6; Dimethyl: 1

10238 true 2665 2206.1421 2205.1368 1 -0.9 257.79 42.83
78.0 
(M:78.0) 1 1 0 R.AFGFAHLEALLEDSQELQR.F Dimethyl:2H(4): 1

10239 true 2666 1473.8268 1472.8021 1 11.8 351.86 43
26.5 
(M:26.5) 2 1 1 R.QKLVSQIDEAMR.K Dimethyl: 1, 2

10240 true 2666 1493.7808 1492.7857 1 -8.17 126 33.5
60.1 
(M:60.1) 1 1 0 K.DIELVMSQANVSR.A Dimethyl:2H(4): 1

10241 true 2667 1628.7854 1627.7988 1 -12.68 100.39 33.5
16.6 
(M:16.6) 1 1 1 K.HEAMITDLEERLR.R Oxidation: 4



10242 true 2667 1754.8866 1753.8759 1 1.94 219.5 33.67
94.6 
(M:94.6) 1 1 0 K.ICGDIHGQYYDLLR.L

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

10243 true 2667 2294.0011 2292.9932 1 0.27 148.35 42.83
34.0 
(M:34.0) 1 1 0 K.SCSTFEQWFNAPFAMTGER.V Carbamidomethyl: 2; Dimethyl: 1

10244 true 2668 1068.6269 1067.6451 1 -23.88 286.56 37.83
16.9 
(M:16.9) 1 1 1 R.IRGINGVSPK.V Dimethyl: 10

10245 false 2668 1164.6143 1163.627 1 -17.21 353.6 40.83
23.6 
(M:23.6) 1 50 2 1 K.GQKLCEIER.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
3

10246 false 2668 1164.6143 1163.6121 1 -4.39 403.16 40.83
15.0 
(M:15.0) 1 10 1 R.NEFLRCGLK.K Carbamidomethyl: 6; Dimethyl: 9

10247 false 2668 1164.6143 1163.6009 1 5.26 288.9 40.83
19.8 
(M:19.8) 1 4 0 R.VFLSGMPELR.L Oxidation: 6

10248 false 2668 1164.6143 1163.593 1 12.01 336.63 40.83
19.0 
(M:19.0) 1 5 0 K.MVAEAMAELK.A Oxidation: 1; Dimethyl: 1, 10



10249 true 2668 1822.9059 1821.8866 1 6.61 206.66 33.67
42.8 
(M:42.8) 1 1 0 R.NPEISHMLNNPELMR.Q Dimethyl: 1

10250 true 2669 1071.6538 1070.6426 1 3.68 413.84 38.67
50.0 
(M:50.0) 2 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1

10251 true 2669 1071.6538 1070.6426 1 3.68 413.84 38.67
50.0 
(M:50.0) 2 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1

10252 true 2669 1177.7192 1176.7169 1 -4.19 74.66 40.67
33.0 
(M:33.0) 1 1 0 R.VAELFQGLLR.A Dimethyl:2H(4): 1

10253 true 2669 1516.7751 1515.7609 1 4.5 172.93 43
51.5 
(M:51.5) 1 1 0 R.ETYLEYLFTPGR.F Dimethyl: 1

10254 true 2669 1993.0625 1992.068 1 -6.45 150.48 35
85.3 
(M:85.3) 1 1 0 R.VAEEELTPGVVYVGHLPR.G Dimethyl: 1

10255 true 2670 1520.7997 1519.7861 1 4.21 221.71 43
37.5 
(M:37.5) 1 1 0 R.ETYLEYLFTPGR.F Dimethyl:2H(4): 1



10256 true 2670 1642.986 1641.9739 1 2.95 278.66 42.83
61.4 
(M:61.4) 1 1 1 R.GVMLAVDAITAELKK.L Dimethyl: 1, 14, 15

10257 false 2670 1734.9239 1733.9022 1 8.34 690.88 37.83
16.1 
(M:16.1) 1 2 0 K.GTTLIEQMLSGLHYK.R Oxidation: 8; Dimethyl: 15

10258 true 2670 2029.081 2028.0965 1 -11.26 174.3 35
26.2 
(M:26.2) 1 1 1 -.MESRPVKEPEIELFVK.A Acetyl: 1; Dimethyl: 7, 16

10259 true 2671 1263.755 1262.7536 1 -4.65 183.18 40.67
42.7 
(M:42.7) 1 1 0 K.SGAYLIPLLER.L Dimethyl:2H(4): 1

10260 true 2671 1671.0483 1670.0442 1 -1.89 227.64 42.83
69.2 
(M:69.2) 1 1 1 R.GVMLAVDAITAELKK.L Dimethyl:2H(4): 1, 14, 15; Oxidation: 3

10261 true 2671 1741.9695 1740.9311 1 17.83 151.01 37.83
23.8 
(M:23.8) 1 1 0 R.GLLLPNNPPYNAGAFR.F Dimethyl: 1

10262 true 2671 1849.9582 1848.9694 1 -9.96 255.64 33.33
51.2 
(M:51.2) 1 1 0 M.AERPEDLNLPNAVITR.I Acetyl: 1



10263 false 2672 1109.643 1108.6281 1 6.86 315.3 37.67
16.1 
(M:16.1) 1 2 0 R.SVYIFPISR.K Dimethyl: 1

10264 false 2672 1366.7636 1365.7541 1 1.62 131.56 40.67
17.9 
(M:17.9) 3 65.01 3 1 K.LSSEDKETIEK.A Dimethyl:2H(4): 11; Dimethyl: 1, 6

10265 false 2672 1678.9233 1677.9174 1 -0.85 246.6 43
22.2 
(M:22.2) 1 2 1 R.ISINVCSQLDWKR.C

Carbamidomethyl: 6; Dimethyl:2H(4): 
12; Dimethyl: 1

10266 true 2672 1678.9233 1677.909 1 4.16 250.78 43
108.3 
(M:108.3) 2 1 0 R.LLSNAFEELIAFQR.A Dimethyl: 1

10267 true 2672 1996.994 1995.9935 1 -3.41 107.52 34
27.2 
(M:27.2) 1 1 0 R.VGMVDYALESAGASVINTR.C Oxidation: 3; Dimethyl: 1

10268 false 2673 1682.9478 1681.9425 1 -1.18 231.63 43
15.6 
(M:15.6) 1 5 1 R.ISINVCSQLDWKR.C

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 12

10269 true 2673 1682.9478 1681.9341 1 3.82 260.45 43
103.6 
(M:103.6) 1 1 0 R.LLSNAFEELIAFQR.A Dimethyl:2H(4): 1



10270 true 2673 1806.0122 1804.9717 1 18.41 271.81 37.83
55.5 
(M:55.5) 1 1 0 K.GITTALSSLGATCVIASR.K Carbamidomethyl: 13; Dimethyl: 1

10271 true 2673 2161.1185 2160.1579 1 -21.62 225.31 34.33
60.1 
(M:60.1) 4 1 1 K.VFLENVIRDAVTYTEHAK.R Dimethyl: 1, 18

10272 true 2674 1949.9865 1949.0106 1 -16.09 188.85 37.83
15.3 
(M:15.3) 1 1 1 R.EVSGIKNLYESELADAR.R Dimethyl: 1, 6

10273 true 2675 2267.173 2266.1845 1 -8.3 239.84 35
115.2 
(M:115.2) 1 1 1 K.GIVEQSQQAYQEAFEISKK.E Dimethyl: 1, 18, 19

10274 false 2676 905.5451 904.5531 1 -16.87 109.91 34
20.9 
(M:20.9) 1 7 1 R.DENAKLK.Y Dimethyl:2H(4): 1; Dimethyl: 5, 7

10275 true 2676 905.5451 904.5382 1 -0.38 117.95 34
32.4 
(M:32.4) 1 1 0 R.FTDILIR.H Dimethyl: 1

10276 true 2676 2617.2584 2616.282 1 -11.8 199.67 35
70.8 
(M:70.8) 1 1 0

R.HLEHYLLNYTPTDSQDSLLSSR.
I Dimethyl: 1



10277 true 2677 1031.5856 1030.5811 1 -2.68 221.74 33.83
28.5 
(M:28.5) 2 1 0 R.GDLPFVVTR.R Dimethyl: 1

10278 true 2677 1498.8526 1497.8555 1 -6.8 184.56 40.67
62.2 
(M:62.2) 2 1 0 K.GVPTGFILPISDVR.A Dimethyl: 1

10279 true 2677 1792.9631 1791.9966 1 -22.75 187.92 43
15.6 
(M:15.6) 1 1 1 K.TMKEDLMVVAQYIK.Q

Dimethyl:2H(4): 1, 3; Oxidation: 2, 7; 
Dimethyl: 14

10280 true 2678 1250.7268 1249.7104 1 7.27 202.75 37.67
26.5 
(M:26.5) 1 1 0 R.TLYGLQLMQK.R Dimethyl: 1, 10

10281 false 2678 1502.88 1501.8868 1 -9.35 148 40.67
20.4 
(M:20.4) 1 3 1 R.LSKDFGVIVEALR.K Dimethyl: 1, 3

10282 true 2678 1801.0598 1800.0509 1 0.87 172.5 43
21.9 
(M:21.9) 1 1 0 K.LLPEALLQELAAAPPAR.A Dimethyl: 1

10283 true 2678 2217.9187 2216.9227 1 -5.09 269.97 33.5
108.8 
(M:108.8) 2 1 0 R.ECPSEECGAGVFMASHFDR.H

Carbamidomethyl: 2, 7; 
Dimethyl:2H(4): 1



10284 true 2679 1051.5557 1050.5532 1 -4.57 256.89 33.83
33.3 
(M:33.3) 1 1 0 K.FICISDLR.A Carbamidomethyl: 3; Dimethyl: 1

10285 false 2679 1051.5557 1050.5346 1 13.14 403.94 33.83
15.7 
(M:15.7) 1 50 7 0 K.VNNFSSDIK.D Dimethyl: 9

10286 false 2679 1051.5557 1050.5233 1 23.83 266.89 33.83
15.0 
(M:15.0) 1 10 0 K.GEVTFEDAK.H Dimethyl: 1, 9

10287 true 2679 1258.7579 1257.7606 1 -7.96 225.78 37.67
45.5 
(M:45.5) 1 1 0 R.TLYGLQLMQK.R Dimethyl:2H(4): 1, 10

10288 true 2679 1877.9852 1876.9683 1 5.14 161.1 43
42.3 
(M:42.3) 1 1 0 R.NNLEPLFETYINNLR.M Dimethyl: 1

10289 true 2679 3271.7648 3270.755 1 0.77 219.3 35.17
55.8 
(M:55.8) 1 1 0

K.SAPAPAPVVETIVTEPPEPVQT
GGVYRPPGAR.E Dimethyl:2H(4): 1

10290 true 2680 1041.6009 1040.6118 1 -17.39 213.23 35.33
17.4 
(M:17.4) 1 1 1 K.IKDLDPEK.E Dimethyl: 1, 2, 8



10291 true 2680 1055.5651 1054.5783 1 -19.37 222.84 33.83
42.1 
(M:42.1) 1 1 0 K.FICISDLR.A

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

10292 true 2680 1152.6823 1151.7002 1 -21.83 502.6 43.17
17.8 
(M:17.8) 1 50.58 1 1 K.LGLVNDKDSK.D Dimethyl:2H(4): 1, 7

10293 true 2680 1919.0084 1917.9949 1 3.28 242.51 43
32.3 
(M:32.3) 1 1 0 R.QNLEPLFEQYINNLR.R Dimethyl: 1

10294 true 2681 909.5602 908.5484 1 4.97 108.15 38
21.2 
(M:21.2) 1 1 0 R.YFAVLLR.D Dimethyl: 1

10295 false 2681 1157.553 1156.5322 1 11.65 402.2 33.83
18.4 
(M:18.4) 1 2 0 R.ADSIYEEMK.Q Oxidation: 8; Dimethyl: 1, 9

10296 true 2681 1157.553 1156.5587 1 -11.23 455.45 33.83
53.1 
(M:53.1) 1 1 0 R.NCFASVFEK.Y Carbamidomethyl: 2; Dimethyl: 1, 9

10297 false 2681 1945.0182 1944.006 1 2.5 102.08 43
19.0 
(M:19.0) 1 2 1 R.IEALMADMNNILPKSEK.K Dimethyl: 1



10298 true 2681 2749.0505 2748.0939 1 -18.43 152.6 33.33
141.6 
(M:141.6) 1 1 0

R.GAYGGGYGGYDDYNGYNDG
YGFGSDR.F Dimethyl:2H(4): 1

10299 true 2682 1187.6722 1186.6744 1 -8 90.54 33.83
19.5 
(M:19.5) 1 1 0 K.VLVVDQLSMR.M Dimethyl: 1

10300 true 2682 1351.8112 1350.8146 1 -7.9 279 37.67
19.3 
(M:19.3) 1 1 1 K.LNGGRHVQGILR.G Dimethyl:2H(4): 1

10301 true 2683 1465.8479 1464.8453 1 -3.19 352.69 37.83
49.1 
(M:49.1) 2 1 0 R.LVPGWTQPITIGR.H Dimethyl: 1

10302 true 2684 1031.6301 1030.6477 1 -24.08 252.44 38.17
35.6 
(M:35.6) 1 1 0 R.EILAWVLR.K Dimethyl:2H(4): 1

10303 true 2684 1230.6168 1229.626 1 -13.45 108.42 35.17
29.1 
(M:29.1) 1 1 0 R.CLGPMLAEVGR.V Carbamidomethyl: 1; Dimethyl: 1

10304 true 2684 1892.9623 1891.9284 1 14.04 268.77 40.83
136.4 
(M:136.4) 5 1 0 R.AVCMLSNTTAIAEAWAR.L Carbamidomethyl: 3; Dimethyl: 1



10305 true 2684 1892.9623 1891.9284 1 14.04 268.77 40.83
136.4 
(M:136.4) 5 1 0 R.AVCMLSNTTAIAEAWAR.L Carbamidomethyl: 3; Dimethyl: 1

10306 true 2684 1892.9623 1891.9284 1 14.04 268.77 40.83
136.4 
(M:136.4) 5 1 0 R.AVCMLSNTTAIAEAWAR.L Carbamidomethyl: 3; Dimethyl: 1

10307 true 2684 1892.9623 1891.9284 1 14.04 268.77 40.83
136.4 
(M:136.4) 5 1 0 R.AVCMLSNTTAIAEAWAR.L Carbamidomethyl: 3; Dimethyl: 1

10308 true 2684 1892.9623 1891.9284 1 14.04 268.77 40.83
136.4 
(M:136.4) 5 1 0 R.AVCMLSNTTAIAEAWAR.L Carbamidomethyl: 3; Dimethyl: 1

10309 true 2684 1980.0399 1979.026 1 3.33 145.55 43.17
82.2 
(M:82.2) 1 1 0 K.LAMQEFMILPVGADNFK.E Dimethyl: 1, 17

10310 true 2685 1321.6593 1320.6781 1 -19.73 169.65 35.17
19.5 
(M:19.5) 1 1 1 K.MLIDCVDAGKK.S

Carbamidomethyl: 5; Oxidation: 1; 
Dimethyl: 1, 11

10311 true 2685 1908.9512 1907.9234 1 10.79 276.93 40.83
66.5 
(M:66.5) 2 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Oxidation: 4; 
Dimethyl: 1



10312 true 2685 1908.9512 1907.9234 1 10.79 276.93 40.83
66.5 
(M:66.5) 2 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Oxidation: 4; 
Dimethyl: 1

10313 true 2685 1908.9512 1907.9234 1 10.79 276.93 40.83
66.5 
(M:66.5) 2 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Oxidation: 4; 
Dimethyl: 1

10314 true 2685 1908.9512 1907.9234 1 10.79 276.93 40.83
66.5 
(M:66.5) 2 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Oxidation: 4; 
Dimethyl: 1

10315 true 2685 1908.9512 1907.9234 1 10.79 276.93 40.83
66.5 
(M:66.5) 2 1 0 R.AVCMLSNTTAIAEAWAR.L

Carbamidomethyl: 3; Oxidation: 4; 
Dimethyl: 1

10316 true 2685 1988.0911 1987.0762 1 3.79 120.59 43.17
77.7 
(M:77.7) 1 1 0 K.LAMQEFMILPVGADNFK.E Dimethyl:2H(4): 1, 17

10317 true 2686 1205.7794 1204.7656 1 5.42 140.76 38
29.7 
(M:29.7) 1 1 0 R.ISNLLVLHLR.K Dimethyl: 1

10318 true 2686 1796.0093 1794.9914 1 5.94 242.31 43
16.7 
(M:16.7) 1 1 0 K.ANIVPLMLSSPEQIQK.Q Dimethyl: 16



10319 true 2686 2167.1985 2166.1405 1 23.41 192.9 40.83
142.1 
(M:142.1) 5 1 0

R.GITNLCVIGGDGSLTGANLFR.
E

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

10320 false 2686 2167.1985 2166.1663 1 11.51 145.35 40.83
20.7 
(M:20.7) 1 3 1 R.TWNDPSVQQDIKYLPFK.V Dimethyl:2H(4): 1; Dimethyl: 12, 17

10321 true 2687 1029.521 1028.5138 1 -0.08 132.39 33.67
24.8 
(M:24.8) 1 1 0 M.ADEELAALR.Q Acetyl: 1

10322 true 2687 1248.6911 1247.673 1 8.7 210.86 38
27.3 
(M:27.3) 1 1 0 K.TLMNTIMQLR.K Dimethyl: 1

10323 false 2687 1248.6911 1247.702 1 -14.52 198.88 38
19.7 
(M:19.7) 1 2 1 K.TRMNLSTLLR.T Oxidation: 3; Dimethyl: 1

10324 true 2687 1631.8939 1630.8592 1 16.82 251.71 37.67
41.7 
(M:41.7) 1 95.74 1 0 K.NVLNCFAAGFHPPK.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1; Dimethyl: 14

10325 true 2687 2028.0651 2027.051 1 3.39 188.28 43
77.0 
(M:77.0) 1 1 0 K.CPALAAVGPIEQLLDYNR.I Carbamidomethyl: 1; Dimethyl: 1



10326 false 2687 2248.2258 2247.2337 1 -6.78 218.95 40.67
28.1 
(M:28.1) 1 22.98 3 1 K.SKELDSFCNPIIYKPKPK.I

Carbamidomethyl: 8; Dimethyl: 2, 16, 
18

10327 true 2687 2248.2258 2247.1973 1 9.41 215.9 40.67
55.2 
(M:55.2) 2 1 0 K.LGYAGNTEPQFIIPSCIAIK.E Carbamidomethyl: 16; Dimethyl: 1, 20

10328 true 2688 1281.7967 1280.7816 1 6.12 267.46 38.17
58.5 
(M:58.5) 1 1 0 K.GLTPSQIGVILR.D Dimethyl: 1

10329 true 2688 2256.2428 2255.2475 1 -5.33 244.63 40.67
41.8 
(M:41.8) 2 1 0 K.LGYAGNTEPQFIIPSCIAIK.E

Carbamidomethyl: 16; Dimethyl:2H(4): 
1, 20

10330 true 2689 1398.6862 1397.6939 1 -10.74 301.29 35.33
58.6 
(M:58.6) 1 1 0 R.NLDLSTFYQNR.A Dimethyl: 1

10331 true 2690 1184.6817 1183.6812 1 -5.73 106.96 33.67
37.5 
(M:37.5) 1 1 0 K.LVIIEGDLER.A Dimethyl: 1

10332 true 2690 1184.6817 1183.6812 1 -5.73 106.96 33.67
37.5 
(M:37.5) 1 1 0 K.LVIIEGDLER.T Dimethyl: 1



10333 true 2690 1402.7108 1401.719 1 -11.06 347.06 35.33
34.2 
(M:34.2) 1 1 0 R.NLDLSTFYQNR.A Dimethyl:2H(4): 1

10334 true 2690 1903.0548 1902.0727 1 -13.22 182.47 38.17
19.1 
(M:19.1) 1 1 1 R.KDVYVQLYLQHLTAR.N Dimethyl: 1, 1

10335 true 2690 2511.3474 2510.3493 1 -3.67 201.12 43
109.4 
(M:109.4) 1 1 0

K.TDQVIQSLIALVNDPQPEHPLR
.A Dimethyl: 1

10336 false 2691 1130.614 1129.6091 1 -2.09 269.67 40.83
23.7 
(M:23.7) 1 3 1 R.SQKIQEELR.G

10337 true 2691 1188.7063 1187.7063 1 -6.12 78.28 33.67
63.1 
(M:63.1) 1 1 0 K.LVIIEGDLER.A Dimethyl:2H(4): 1

10338 true 2691 1188.7063 1187.7063 1 -6.12 78.28 33.67
63.1 
(M:63.1) 1 1 0 K.LVIIEGDLER.T Dimethyl:2H(4): 1

10339 true 2691 1472.7889 1471.7711 1 7.15 422.45 38.17
57.9 
(M:57.9) 2 1 0 K.GTAYTFFTPGNLK.Q Dimethyl: 1, 13



10340 true 2691 2515.3741 2514.3744 1 -3.02 238.23 43
119.8 
(M:119.8) 1 1 0

K.TDQVIQSLIALVNDPQPEHPLR
.A Dimethyl:2H(4): 1

10341 false 2692 1146.6147 1145.6292 1 -18.98 294.69 40.83
22.7 
(M:22.7) 1 2 1 K.QQSKDSEIK.K Dimethyl: 1, 4, 9

10342 false 2692 1146.6147 1145.6114 1 -3.49 220.62 40.83
18.0 
(M:18.0) 1 5 1 K.AGNDEKMLIK.I Dimethyl: 10

10343 true 2692 1184.6756 1183.6536 1 12.44 96.6 43.17
36.3 
(M:36.3) 2 1 1 K.GDGSDGKESLK.T Dimethyl:2H(4): 1, 7; Dimethyl: 11

10344 true 2692 1480.8374 1479.8213 1 5.93 384.41 38.17
39.9 
(M:39.9) 1 1 0 K.GTAYTFFTPGNLK.Q Dimethyl:2H(4): 1, 13

10345 true 2692 2833.3953 2832.3323 1 19.64 144.07 37.67
82.0 
(M:82.0) 1 100 1 0

K.HEGPGVLSMANAGPNTNGS
QFFICTAK.T Carbamidomethyl: 24; Dimethyl: 27

10346 true 2693 1476.7562 1475.7521 1 -2.15 369.33 34
51.0 
(M:51.0) 1 1 0 K.NFIQGNVFEPGAR.N Dimethyl: 1



10347 true 2693 1817.8616 1816.8488 1 3.03 234.28 43.17
75.5 
(M:75.5) 3 99.31 1 0 K.AMSIMNSFVNDIFER.L Oxidation: 2; Dimethyl: 1

10348 true 2693 2847.4153 2846.3844 1 8.29 298.66 37.67
98.5 
(M:98.5) 1 1 0

K.HTGPGILSMANAGPNTNGSQ
FFICTAK.T Carbamidomethyl: 24; Dimethyl: 1, 27

10349 true 2694 1256.6082 1255.6085 1 -6 119.64 33.67
34.9 
(M:34.9) 1 1 0 K.EFTIDVGYER.F Dimethyl: 1

10350 true 2694 1480.7769 1479.7772 1 -5.14 403.06 33.83
28.1 
(M:28.1) 1 1 0 K.NFIQGNVFEPGAR.N Dimethyl:2H(4): 1

10351 true 2694 1517.8538 1516.852 1 -3.57 326.16 40.83
26.2 
(M:26.2) 1 1 1 K.IIAMTCTHAALKR.H

Carbamidomethyl: 6; Dimethyl:2H(4): 
12

10352 true 2694 2855.469 2854.4346 1 9.51 238.88 37.83
89.7 
(M:89.7) 1 1 0

K.HTGPGILSMANAGPNTNGSQ
FFICTAK.T

Carbamidomethyl: 24; Dimethyl:2H(4): 
1, 27

10353 true 2695 870.4931 869.4833 1 2.85 522.83 38
27.4 
(M:27.4) 1 1 0 K.YIMIFR.N Dimethyl: 1



10354 true 2695 1260.6332 1259.6336 1 -6.08 139.9 33.67
22.6 
(M:22.6) 1 1 0 K.EFTIDVGYER.F Dimethyl:2H(4): 1

10355 true 2695 1501.7735 1500.7725 1 -4.19 201.27 34
34.4 
(M:34.4) 1 1 0 R.FGFLHEQELPTR.T Dimethyl: 1

10356 false 2695 1658.951 1657.9655 1 -13.12 249.97 41
15.4 
(M:15.4) 1 2 1 K.IFEAIKTPEKPSSK.T Dimethyl: 1, 6, 14

10357 true 2695 1658.951 1657.9443 1 -0.38 213.54 41
93.4 
(M:93.4) 3 1 0 K.VVLAYEPVWAIGTGK.T Dimethyl: 1, 15

10358 false 2695 1696.8339 1695.8216 1 2.92 233.2 35.33
18.7 
(M:18.7) 1 2 0 R.SAYVTASINASDQWR.S Dimethyl: 1

10359 true 2695 1696.8339 1695.8621 1 -20.89 194.69 35.33
86.6 
(M:86.6) 1 1 1 K.QFYINVEREEWK.L Dimethyl: 1, 12

10360 false 2696 878.5588 877.5357 1 18.01 110.93 38.67
18.6 
(M:18.6) 1 2 0 R.AVLMVTGR.A Dimethyl:2H(4): 1



10361 true 2696 1420.701 1419.7068 1 -9.21 262.72 33.5
33.6 
(M:33.6) 1 1 0 R.YLVLDCVPEER.R Carbamidomethyl: 6; Dimethyl: 1

10362 true 2696 1505.7988 1504.7976 1 -4.07 195.11 33.83
16.4 
(M:16.4) 1 1 0 R.FGFLHEQELPTR.T Dimethyl:2H(4): 1

10363 true 2697 1714.9331 1713.9541 1 -16.52 218.73 35.17
17.7 
(M:17.7) 1 1 0 K.GHPPVIDGELFNEVK.V Dimethyl:2H(4): 1, 15

10364 true 2698 931.5091 930.4963 1 5.93 183.46 37.83
47.7 
(M:47.7) 1 1 0 K.FYTLFGR.S Dimethyl: 1

10365 true 2698 1289.754 1288.7391 1 5.91 215.92 43.5
79.3 
(M:79.3) 1 1 0 K.AFLTLAEDILR.K Dimethyl: 1

10366 true 2698 1453.7556 1452.7573 1 -6.12 248.14 33.5
28.9 
(M:28.9) 1 1 0 K.GVEGLIDIENPNR.V Dimethyl: 1

10367 false 2698 1453.7556 1452.7684 1 -13.75 268.8 33.5
17.3 
(M:17.3) 1 2 1 R.EEIKEISMSDLK.D Dimethyl:2H(4): 12



10368 true 2699 935.5327 934.5214 1 4.21 142.57 37.83
26.5 
(M:26.5) 2 1 0 K.FYTLFGR.S Dimethyl:2H(4): 1

10369 true 2699 1293.7785 1292.7642 1 5.44 242.79 43.5
68.7 
(M:68.7) 1 1 0 K.AFLTLAEDILR.K Dimethyl:2H(4): 1

10370 true 2699 1781.8802 1780.8897 1 -9.41 245.33 35.17
39.1 
(M:39.1) 1 1 0 K.HLEEAFTSEHWLVR.I Dimethyl: 1

10371 true 2700 1233.7151 1232.6958 1 9.77 250.56 38
45.1 
(M:45.1) 1 1 0 K.YPHYFPLLK.K Dimethyl: 1, 9

10372 true 2700 1551.885 1550.8609 1 10.81 216.75 43.17
39.0 
(M:39.0) 4 1 0 K.ADFLQPLPAWPIR.E Dimethyl: 1

10373 false 2700 1564.8446 1563.8369 1 0.24 142.23 43.5
15.4 
(M:15.4) 1 3 1 K.QGLSSSIFTRDLGR.I Dimethyl: 1

10374 true 2700 1564.8446 1563.8331 1 2.69 186.73 43.5
80.5 
(M:80.5) 1 1 0 R.LCLISTFLEDGIR.M Carbamidomethyl: 2; Dimethyl: 1



10375 true 2700 1616.8826 1615.8872 1 -7.32 232.79 33.83
53.3 
(M:53.3) 1 1 0 R.YAEIVHLTLPDGTR.R Dimethyl:2H(4): 1

10376 true 2701 1483.7618 1482.7657 1 -7.53 283.91 33.5
37.6 
(M:37.6) 1 1 0 K.EPFPTIYVDSQR.E Dimethyl:2H(4): 1

10377 true 2701 1555.9058 1554.886 1 8 270.87 43.17
19.8 
(M:19.8) 1 1 0 K.ADFLQPLPAWPIR.E Dimethyl:2H(4): 1

10378 true 2701 1568.8752 1567.8582 1 6.24 238.81 43.33
97.6 
(M:97.6) 1 1 0 R.LCLISTFLEDGIR.M

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

10379 true 2702 1627.951 1626.9345 1 5.7 181.68 43.33
58.8 
(M:58.8) 1 1 0 K.LGLGSVVPVEFLVDR.H Dimethyl: 1

10380 true 2702 1825.0832 1824.0509 1 13.7 185.34 41
59.4 
(M:59.4) 3 1 0 K.ALESPERPFLAILGGAK.V Dimethyl: 1, 17

10381 false 2703 1472.7938 1471.7867 1 -0.15 487.2 38
20.3 
(M:20.3) 1 2 1 K.ALRTNPGCPAEVR.L

Carbamidomethyl: 8; Dimethyl:2H(4): 
1



10382 true 2703 1703.9418 1702.9505 1 -9.4 203.31 43.33
28.0 
(M:28.0) 1 1 1 M.VKSVGNLADFEAELK.A Dimethyl: 1, 2, 15

10383 true 2703 1951.9219 1950.956 1 -21.18 204.21 34.5
87.6 
(M:87.6) 1 1 0 R.FSHQGVQLIDFSPCER.Y

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

10384 true 2704 1585.7486 1584.7784 1 -23.4 211.13 33.5
23.5 
(M:23.5) 1 1 1 K.FVSEDDRNSFTLK.L Dimethyl: 13

10385 false 2704 1707.9667 1706.9756 1 -9.53 212.17 43.33
15.8 
(M:15.8) 1 50 2 1 M.VKSVGNLADFEAELK.A Dimethyl:2H(4): 2; Dimethyl: 1, 15

10386 true 2704 1921.1581 1920.1044 1 24.14 192.1 40.83
22.3 
(M:22.3) 2 1 1 R.GGPNIITLADIVKDPVSR.T Dimethyl: 1, 13

10387 true 2704 1955.8922 1954.8934 1 -4.31 154.4 33.83
54.6 
(M:54.6) 1 1 0 K.QAEEYLSFAFEHCHR.S

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

10388 true 2705 1805.0599 1804.0359 1 9.22 182.75 37.83
27.1 
(M:27.1) 1 1 0 R.SAATLITHPFHVITLR.C Dimethyl: 1



10389 true 2706 1494.8355 1493.7987 1 19.73 298.43 39
22.2 
(M:22.2) 1 1 1 R.SLDSGGNKSVLTER.L Dimethyl:2H(4): 8

10390 true 2706 2175.1884 2174.1568 1 11.18 259.18 37.83
90.0 
(M:90.0) 1 1 0

K.SNFNVAVLNVGAPAAGMNA
AVR.A Dimethyl:2H(4): 1

10391 true 2707 2742.3125 2741.3231 1 -6.53 217.28 34
76.5 
(M:76.5) 1 1 1

K.NTFSQLSELHCDKLHVDPENF
R.L Carbamidomethyl: 11; Dimethyl: 1, 13

10392 false 2708 893.5316 892.5171 1 8.1 579.83 38.17
29.8 
(M:29.8) 1 2 0 K.FGLYLPR.F Dimethyl: 1

10393 false 2708 893.5316 892.5422 1 -20.05 560.05 38.17
29.8 
(M:29.8) 1 2 0 K.FGLYLPK.F Dimethyl: 1, 7

10394 true 2708 1863.9451 1862.9053 1 17.47 192.61 43.33
16.6 
(M:16.6) 1 1 0 K.MQQLEQMLTALDQMR.R Dimethyl: 1

10395 false 2709 897.5518 896.5422 1 2.66 519.85 38.17
27.0 
(M:27.0) 1 2 0 K.FGLYLPR.F Dimethyl:2H(4): 1



10396 false 2709 897.5518 896.5556 1 -12.27 519.31 38.17
18.1 
(M:18.1) 1 5 1 R.LQSRLPR.K Dimethyl: 1

10397 false 2709 897.5518 896.5556 1 -12.27 345.25 38.17
16.5 
(M:16.5) 1 8 1 K.VISLRGPR.R

10398 true 2709 909.5655 908.5633 1 -5.6 157.93 34
25.4 
(M:25.4) 1 1 0 R.FTDILIR.H Dimethyl:2H(4): 1

10399 true 2709 1730.8406 1729.837 1 -2.15 128.13 33.5
21.0 
(M:21.0) 1 1 1 M.ADLEEQLSDEEKVR.I Acetyl: 1; Dimethyl: 12

10400 true 2709 1867.9776 1866.9304 1 21.4 211.82 43.33
25.4 
(M:25.4) 1 1 0 K.MQQLEQMLTALDQMR.R Dimethyl:2H(4): 1

10401 true 2710 943.4978 942.4885 1 2.18 177.9 34
48.9 
(M:48.9) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7

10402 true 2710 943.4978 942.4885 1 2.18 177.9 34
48.9 
(M:48.9) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7



10403 true 2710 943.4978 942.4885 1 2.18 177.9 34
48.9 
(M:48.9) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7

10404 true 2710 943.4978 942.4885 1 2.18 177.9 34
48.9 
(M:48.9) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7

10405 true 2710 943.4978 942.4885 1 2.18 177.9 34
48.9 
(M:48.9) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7

10406 true 2710 1230.6891 1229.6747 1 5.84 197.59 41.33
72.3 
(M:72.3) 2 1 0 K.YPENFFLLR.G Dimethyl:2H(4): 1

10407 true 2710 1230.6891 1229.6747 1 5.84 197.59 41.33
72.3 
(M:72.3) 2 1 0 K.YPENFFLLR.G Dimethyl:2H(4): 1

10408 false 2710 1402.7687 1401.7728 1 -8.15 271.77 43.33
17.0 
(M:17.0) 1 4 1 R.FQQKQIENVLR.R

10409 true 2711 951.545 950.5387 1 -1.05 99.2 34
37.4 
(M:37.4) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7



10410 true 2711 951.545 950.5387 1 -1.05 99.2 34
37.4 
(M:37.4) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

10411 true 2711 951.545 950.5387 1 -1.05 99.2 34
37.4 
(M:37.4) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

10412 true 2711 951.545 950.5387 1 -1.05 99.2 34
37.4 
(M:37.4) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

10413 true 2711 951.545 950.5387 1 -1.05 99.2 34
37.4 
(M:37.4) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

10414 true 2711 1262.6402 1261.6348 1 -1.52 180.85 41
19.3 
(M:19.3) 1 1 0 K.SLSTYMEMLR.K Dimethyl:2H(4): 1

10415 false 2711 1406.8045 1405.7854 1 8.4 528.23 43.33
19.9 
(M:19.9) 2 54.14 3 1 K.LEKTIDDLEDK.S Dimethyl:2H(4): 1; Dimethyl: 3, 11

10416 false 2711 1406.8045 1405.7851 1 8.63 291.08 43.33
23.4 
(M:23.4) 1 2 1 K.GTGDILKGSVMTK.Q Oxidation: 11; Dimethyl: 1, 7, 13



10417 true 2711 1963.9777 1962.9656 1 2.48 107.31 43.33
33.5 
(M:33.5) 1 1 0 R.GCLAGALLGDCLGAVFEGR.S Carbamidomethyl: 2, 11; Dimethyl: 1

10418 true 2712 948.5944 947.5878 1 -0.7 155.03 38
49.6 
(M:49.6) 1 1 0 R.VLVFVMGK.E Dimethyl: 1, 8

10419 false 2712 1064.5526 1063.522 1 21.98 339.26 35.33
21.9 
(M:21.9) 1 2 0 R.ALETQMEAK.V Oxidation: 6; Dimethyl: 9

10420 false 2712 1064.5526 1063.5411 1 4.05 268.4 35.33
17.0 
(M:17.0) 1 6 1 R.ARDGSFEVR.Y Dimethyl: 1

10421 true 2712 1540.9242 1539.9025 1 9.4 181.56 43.5
42.7 
(M:42.7) 3 1 0 K.ALDTVLFGPPLLTR.H Dimethyl: 1

10422 true 2712 1985.0967 1984.0816 1 3.97 121.92 43.33
16.6 
(M:16.6) 1 1 0 K.QLQVVPLFGDMQIELAR.Y Dimethyl: 1

10423 false 2713 1078.5735 1077.5926 1 -24.47 247.1 35.5
18.8 
(M:18.8) 1 57.93 2 1 K.LMKEMNIK.Y Oxidation: 5; Dimethyl: 1, 8



10424 true 2713 1078.5735 1077.5893 1 -21.35 209.77 35.5
43.0 
(M:43.0) 1 1 0 K.CVDFQILK.L Carbamidomethyl: 1; Dimethyl: 1, 8

10425 true 2713 1884.9251 1883.9265 1 -4.59 177.76 33.5
41.6 
(M:41.6) 1 1 0 R.ALEYTIYNQELNETR.A Dimethyl: 1

10426 true 2713 2017.0616 2016.0528 1 0.76 162.15 43.33
31.2 
(M:31.2) 1 1 0 R.LSDEHLAALFTLLSSSER.E Dimethyl: 1

10427 false 2714 916.5763 915.5502 1 20.55 206.6 38.5
22.7 
(M:22.7) 1 4 1 K.TASNAKLR.H Dimethyl: 1, 6

10428 true 2714 916.5763 915.5753 1 -6.9 155.88 38.5
27.7 
(M:27.7) 1 1 1 R.SSLLNAKK.L Dimethyl: 7, 8

10429 true 2714 963.5556 962.5527 1 -4.55 188.49 38.17
40.0 
(M:40.0) 1 1 0 K.YFYLIGR.E Dimethyl:2H(4): 1

10430 true 2714 1086.6244 1085.6395 1 -20.56 237.17 35.33
32.5 
(M:32.5) 1 1 0 K.CVDFQILK.L

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 8



10431 false 2714 1086.6244 1085.5915 1 23.57 248.38 35.33
15.2 
(M:15.2) 1 2 0 R.AMVGFAGVMK.A

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 10

10432 false 2715 972.5583 971.5539 1 -3.01 285.71 38
20.6 
(M:20.6) 1 7 0 R.LEVDIDIK.I Dimethyl: 1

10433 false 2715 1200.6733 1199.6812 1 -12.63 87.54 35.33
15.0 
(M:15.0) 1 2 0 K.HESALETLLR.Y Dimethyl:2H(4): 1

10434 true 2715 1531.8796 1530.877 1 -3.05 146.11 41
42.8 
(M:42.8) 1 1 1 R.SQFEGIVADLIKR.T Dimethyl: 1, 12

10435 false 2715 1531.8796 1530.8505 1 14.24 194.21 41
16.9 
(M:16.9) 1 4 1 R.INEVKTEISVESK.H Dimethyl: 1, 13

10436 true 2715 2016.9731 2015.98 1 -7.01 119.61 33.5
68.5 
(M:68.5) 1 1 0 K.DATNVGDEGGFAPNILENK.E Dimethyl: 1, 19

10437 true 2716 1133.5742 1132.5699 1 -2.62 399.88 34
17.3 
(M:17.3) 2 1 0 K.DPNNLFMVR.L Dimethyl: 1



10438 true 2716 1581.9212 1580.9262 1 -7.73 200.65 42.67
101.7 
(M:101.7) 2 1 0 K.VPGLPTPIENMILR.Y Dimethyl:2H(4): 1

10439 true 2716 2025.0251 2024.0302 1 -6.12 111.99 33.5
65.9 
(M:65.9) 1 1 0 K.DATNVGDEGGFAPNILENK.E Dimethyl:2H(4): 1, 19

10440 true 2718 1135.7232 1134.7314 1 -13.66 367.15 38.5
16.5 
(M:16.5) 1 1 0 K.EPPPVLAKPK.L Dimethyl:2H(4): 1; Dimethyl: 10

10441 true 2718 1137.6227 1136.623 1 -6.66 367.16 35
40.0 
(M:40.0) 1 1 0 K.LLQDFFNGK.E Dimethyl: 1, 9

10442 true 2718 1137.6227 1136.623 1 -6.66 367.16 35
40.0 
(M:40.0) 1 1 0 K.LLQDFFNGK.E Dimethyl: 1, 9

10443 true 2718 2157.2241 2156.2001 1 7.78 125.69 43.33
21.6 
(M:21.6) 1 1 1 K.ATVGLIRNLALCPANHAPLR.E Carbamidomethyl: 12

10444 true 2719 1149.6046 1148.5978 1 -0.46 330.87 34
26.4 
(M:26.4) 1 1 0 K.FQIEANFPR.R Dimethyl: 1



10445 true 2719 1159.7278 1158.7376 1 -14.77 332.91 38.33
31.6 
(M:31.6) 1 1 0 K.EPPPVLAKPK.L Dimethyl: 1, 8, 10

10446 true 2719 2161.1879 2160.1693 1 5.25 136.47 43.33
16.6 
(M:16.6) 1 1 1 K.KEELMFFLWAPEQAPLK.S Dimethyl: 1, 1, 17

10447 true 2719 2600.2729 2599.2878 1 -8.53 163.11 33.5
50.7 
(M:50.7) 1 1 1

K.IIAINVEDPEAENYNDINDVRR.
M Dimethyl: 1

10448 true 2720 1162.6407 1161.6478 1 -12.39 269.99 34.17
18.8 
(M:18.8) 1 1 0 K.NAEIMGNILR.N Dimethyl:2H(4): 1

10449 false 2721 907.4874 906.4963 1 -17.84 121.17 33.67
22.8 
(M:22.8) 1 7 0 K.AEPFFIR.C Dimethyl: 1

10450 true 2721 907.4874 906.4811 1 -1.03 160.88 33.67
34.2 
(M:34.2) 1 1 0 K.ELSDFLR.V Dimethyl: 1

10451 false 2721 907.4874 906.4732 1 7.64 277.18 33.67
22.9 
(M:22.9) 1 5 0 K.EMTDVLK.V Oxidation: 2; Dimethyl: 1, 7



10452 true 2721 1305.7077 1304.6877 1 9.72 270.53 38.5
19.9 
(M:19.9) 2 1 0 K.VTGQFPWSSLR.E Dimethyl: 1

10453 false 2721 1359.7873 1358.7707 1 6.81 225.07 43.5
15.4 
(M:15.4) 1 3 0 R.GLPITVTENDIR.E Dimethyl:2H(4): 1

10454 true 2721 1359.7873 1358.7666 1 9.88 247.57 43.5
58.9 
(M:58.9) 1 1 0 K.ALLCMLLGGVEK.V Carbamidomethyl: 4; Dimethyl: 1, 12

10455 true 2721 1681.9907 1680.9753 1 4.86 234.07 41.17
48.5 
(M:48.5) 1 1 0 K.LIYQAETPIVSFIR.I Dimethyl:2H(4): 1

10456 true 2721 2173.2451 2172.2446 1 -3.16 167.31 43.33
19.4 
(M:19.4) 1 1 1 K.KEELMFFLWAPEQAPLK.S Dimethyl:2H(4): 1, 1, 17

10457 true 2722 1336.9001 1335.873 1 14.81 275.03 38.33
55.5 
(M:55.5) 1 1 0 K.AFAVGVQQVLLK.V Dimethyl:2H(4): 1, 12

10458 true 2722 1367.8223 1366.8168 1 -1.25 276.94 43.5
40.8 
(M:40.8) 1 1 0 K.ALLCMLLGGVEK.V

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 12



10459 true 2722 1718.9709 1717.9443 1 11.2 206.62 41
62.8 
(M:62.8) 2 1 0 R.IVEPYIAWGYPNLK.S Dimethyl: 1, 14

10460 true 2722 2349.2442 2348.2199 1 7.27 196.43 43.5
96.6 
(M:96.6) 3 1 0

K.QGQYVPMAIEEQVAVIYAGV
R.G Dimethyl: 1

10461 false 2722 2349.2442 2348.2046 1 13.76 151.87 43.5
16.4 
(M:16.4) 1 2 1

R.EALENANTNTEVLKNMGFAA
K.A Dimethyl: 1, 14, 21

10462 true 2723 1294.7763 1293.7769 1 -6.09 217.89 38.17
41.7 
(M:41.7) 2 1 0 K.STITLAHLLAAR.E Dimethyl: 1

10463 true 2723 2353.2677 2352.245 1 6.58 192.35 43.5
120.8 
(M:120.8) 2 1 0

K.QGQYVPMAIEEQVAVIYAGV
R.G Dimethyl:2H(4): 1

10464 false 2724 1121.6198 1120.5914 1 18.83 290.72 33.83
21.9 
(M:21.9) 1 2 0 K.DAIAGIGTDEK.C Dimethyl:2H(4): 1

10465 true 2724 1298.7693 1297.7696 1 -5.84 187.83 38
16.5 
(M:16.5) 1 1 0 K.FIATLQYVVGR.S Dimethyl:2H(4): 1



10466 true 2724 2461.3811 2460.3628 1 4.46 181.82 43.33
29.1 
(M:29.1) 1 1 0

R.AELATEEHVPVTPILEGFVILR.
K Dimethyl: 1

10467 true 2725 1974.0535 1973.0159 1 15.35 158.71 41.17
57.2 
(M:57.2) 1 1 0 R.HGDFFVGDAYLVLHTVR.R Dimethyl: 1

10468 true 2726 1302.6724 1301.6351 1 23.07 169.88 33.67
16.3 
(M:16.3) 1 1 0 R.EAEAVEALEEGK.D Dimethyl: 12

10469 true 2726 1544.9486 1543.9276 1 8.91 233.98 43.5
66.8 
(M:66.8) 3 1 0 K.ALDTVLFGPPLLTR.H Dimethyl:2H(4): 1

10470 true 2726 1719.0138 1717.9916 1 8.65 164.47 43.5
27.3 
(M:27.3) 1 1 0 R.IEEGVPQFLVILSSR.K Dimethyl:2H(4): 1

10471 true 2726 1978.0968 1977.041 1 24.53 146.88 41
82.5 
(M:82.5) 1 1 0 R.HGDFFVGDAYLVLHTVR.R Dimethyl:2H(4): 1

10472 true 2727 1321.6602 1320.6561 1 -2.42 201.02 33.67
67.4 
(M:67.4) 1 1 0 K.ELFETELADAR.K Dimethyl: 1



10473 false 2727 1775.8841 1774.8349 1 23.61 228.32 43.67
16.8 
(M:16.8) 1 7 1 R.GLRFEEAPDYMYLR.Q Oxidation: 11

10474 true 2728 1337.6642 1336.6623 1 -4.03 161.73 33.67
76.0 
(M:76.0) 1 1 0 K.DVLSVAFSSDNR.Q Dimethyl: 1

10475 false 2728 1480.8317 1479.7933 1 21.03 366.33 39.17
15.1 
(M:15.1) 1 9 1 M.ASSSGSKAEFIVGGK.Y Dimethyl: 7, 15

10476 true 2728 2007.1389 2006.0877 1 21.9 187.32 41
18.3 
(M:18.3) 1 1 0 K.LGFLTSEQFDQWVKPK.D Dimethyl: 1, 14, 16

10477 true 2729 1283.6785 1282.6631 1 6.26 166.66 34
25.4 
(M:25.4) 1 1 0 R.FSYVCPDLVK.E Carbamidomethyl: 5; Dimethyl: 1, 10

10478 true 2729 1341.6905 1340.6874 1 -3.08 197.75 33.67
61.7 
(M:61.7) 1 1 0 K.DVLSVAFSSDNR.Q Dimethyl:2H(4): 1

10479 true 2729 2099.2214 2098.2228 1 -4.13 194.23 41
18.7 
(M:18.7) 1 1 1 K.LLSSLGGYKLAYGLLEELK.V Dimethyl:2H(4): 19



10480 true 2730 1291.7083 1290.7134 1 -9.57 188.72 34
42.3 
(M:42.3) 1 1 0 R.FSYVCPDLVK.E

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 10

10481 false 2730 1291.7083 1290.7274 1 -20.45 144.27 34
18.6 
(M:18.6) 1 2 1 R.FYSPSRSFLK.I Dimethyl:2H(4): 1; Dimethyl: 10

10482 false 2730 1508.8623 1507.8184 1 24.28 323.02 39
16.9 
(M:16.9) 2 3 1 -.SQAAFQKAAEEVK.Q

Dimethyl:2H(4): 7; Acetyl: 1; Dimethyl: 
13

10483 true 2731 1328.6641 1327.6561 1 0.57 188.15 34
41.8 
(M:41.8) 1 1 0 K.FITYPFDQNR.F Dimethyl: 1

10484 true 2731 1910.0424 1909.0197 1 8.09 232.93 43.67
69.6 
(M:69.6) 2 1 0 K.STLINSLFLTDLYPER.I Dimethyl: 1

10485 true 2731 1910.0424 1909.0197 1 8.09 232.93 43.67
69.6 
(M:69.6) 2 1 0 K.STLINSLFLTDLYPER.Y Dimethyl: 1

10486 true 2732 1914.0687 1913.0448 1 8.71 294.36 43.5
85.4 
(M:85.4) 1 1 0 K.STLINSLFLTDLYPER.I Dimethyl:2H(4): 1



10487 true 2732 1914.0687 1913.0448 1 8.71 294.36 43.5
85.4 
(M:85.4) 1 1 0 K.STLINSLFLTDLYPER.Y Dimethyl:2H(4): 1

10488 true 2732 2466.1841 2465.2088 1 -12.94 257.37 35.5
67.1 
(M:67.1) 1 1 1 R.HYFQNTQGLIFVVDSNDRER.I Dimethyl: 1

10489 true 2733 1562.7594 1561.7525 1 -0.22 142.26 33.67
30.8 
(M:30.8) 1 1 0 R.DSEDIHQFFLQR.K Dimethyl: 1

10490 true 2733 2601.2359 2600.2442 1 -5.97 205.43 35.5
91.6 
(M:91.6) 1 1 0

R.VLGFPCNQFGHQENATNEEIL
R.S Carbamidomethyl: 6; Dimethyl: 1

10491 true 2734 1332.7871 1331.7729 1 5.18 289.87 38.67
61.2 
(M:61.2) 2 1 0 R.GFPTIYFAPAGK.K Dimethyl:2H(4): 1, 12

10492 true 2734 1566.778 1565.7776 1 -4.41 176.18 33.67
46.1 
(M:46.1) 1 1 0 R.DSEDIHQFFLQR.K Dimethyl:2H(4): 1

10493 true 2734 1620.8343 1619.7944 1 20.17 221.18 38
16.8 
(M:16.8) 1 1 0 K.FQSIGVQVEDEWR.N Dimethyl: 1



10494 true 2734 2151.2749 2150.2463 1 9.89 203.92 43.67
31.8 
(M:31.8) 1 1 0 R.GIFEALRPLETLPVEGLIR.I Dimethyl: 1

10495 true 2735 782.4079 781.4123 1 -14.83 334.74 35.5
35.2 
(M:35.2) 2 1 0 R.DGFLFR.Y Dimethyl: 1

10496 true 2735 1639.9221 1638.8854 1 17.94 296.54 38
52.9 
(M:52.9) 1 1 0 R.MTHNLLLNYGLYR.K Dimethyl:2H(4): 1

10497 true 2735 1639.9221 1638.8854 1 17.94 296.54 38
52.9 
(M:52.9) 1 1 0 R.MTHNLLLNYGLYR.K Dimethyl:2H(4): 1

10498 true 2735 1680.837 1679.8301 1 -0.2 170.83 33.67
21.9 
(M:21.9) 1 1 0 -.MEAAHSVPVQDVLSR.F Acetyl: 1

10499 true 2736 1367.7094 1366.7043 1 -1.59 239.13 34.17
30.0 
(M:30.0) 1 1 0 K.NSLESYAFNMK.A Dimethyl:2H(4): 1, 11

10500 true 2736 1447.8172 1446.8004 1 6.59 325.18 43.67
25.8 
(M:25.8) 1 1 0 R.SICTTVLELLDK.Y Carbamidomethyl: 3; Dimethyl: 1, 12



10501 true 2736 1710.8435 1709.8373 1 -0.65 152.83 33.83
34.6 
(M:34.6) 1 1 0 M.AAATAPAQPWSAEELR.S Acetyl: 1

10502 true 2737 1455.8745 1454.8506 1 11.43 332.37 43.67
52.2 
(M:52.2) 1 1 0 R.SICTTVLELLDK.Y

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 12

10503 true 2737 1733.8795 1732.842 1 17.38 189.25 33.67
43.3 
(M:43.3) 1 1 0 K.HFIDVGAGVIDEDYR.G Dimethyl: 1

10504 true 2738 1737.871 1736.8672 1 -1.98 167.01 33.67
68.4 
(M:68.4) 1 1 0 K.HFIDVGAGVIDEDYR.G Dimethyl:2H(4): 1

10505 true 2738 1899.0603 1898.0482 1 2.56 196.93 38
24.2 
(M:24.2) 1 1 1 R.LNRLPAAGVGDMVMATVK.K Dimethyl: 1, 18

10506 false 2740 925.5615 924.5644 1 -11.01 376.49 38.33
17.3 
(M:17.3) 1 3 0 R.DGPLLAALK.A Dimethyl: 9

10507 true 2740 925.5615 924.5433 1 11.82 163.53 38.33
36.4 
(M:36.4) 1 1 0 K.SYFLIVR.K Dimethyl: 1



10508 true 2740 1349.7337 1348.7247 1 1.3 196.12 41.33
23.9 
(M:23.9) 1 1 0 R.LLVPYMMEAVR.L Dimethyl: 1

10509 true 2740 1546.8882 1545.8651 1 10.21 174.11 38.5
17.0 
(M:17.0) 1 1 0 K.GMVMFLQRPEFK.A Dimethyl:2H(4): 1, 12

10510 true 2741 959.5332 958.5276 1 -1.78 204.89 38.17
23.7 
(M:23.7) 1 1 0 K.YFYLIGR.E Dimethyl: 1

10511 true 2741 1438.8139 1437.8242 1 -12.23 361.06 35.5
67.1 
(M:67.1) 1 1 0 R.HENIIGINDIIR.A Dimethyl:2H(4): 1

10512 true 2741 1439.7757 1438.7928 1 -16.89 231.92 41.17
20.1 
(M:20.1) 1 1 1 K.AYMEKVKPMVK.D Oxidation: 3, 9; Dimethyl: 5, 7, 11

10513 true 2741 1667.9914 1666.977 1 4.23 154.54 38.5
37.4 
(M:37.4) 1 1 0 R.GITQPVVVVAIAGPYR.T Dimethyl: 1

10514 true 2742 1476.7448 1475.7555 1 -12.19 296.83 35.67
60.2 
(M:60.2) 1 1 0 K.NIVAVGAGFCDGLR.C Carbamidomethyl: 10; Dimethyl: 1



10515 false 2742 1476.7448 1475.7402 1 -1.86 369.96 35.67
18.0 
(M:18.0) 1 2 1 K.QGGKAPNTVASGSMK.H Oxidation: 14; Dimethyl: 15

10516 true 2742 1672.0228 1671.0021 1 8.02 270.4 38.5
35.2 
(M:35.2) 1 1 0 R.GITQPVVVVAIAGPYR.T Dimethyl:2H(4): 1

10517 false 2742 1755.8386 1754.8516 1 -11.51 183.16 44.33
19.1 
(M:19.1) 1 2 1 R.EKAPFSYTDPEPYR.A Dimethyl: 1, 2

10518 true 2742 1758.9745 1757.9505 1 9.51 263.92 43.83
93.6 
(M:93.6) 3 1 0 K.AAGVNVEPFWPGLFAK.A Dimethyl: 1, 16

10519 true 2742 1807.0124 1806.0073 1 -1.24 289.68 34
65.1 
(M:65.1) 1 1 0 K.LVEALCAEHQINLIK.V Carbamidomethyl: 6; Dimethyl: 1, 15

10520 true 2742 1843.9799 1842.9826 1 -5.41 153.54 33.83
79.2 
(M:79.2) 1 1 0 K.TITLEVEPSDTIENVK.A Dimethyl: 1, 16

10521 true 2743 1815.0636 1814.0576 1 -0.68 256.79 34
50.5 
(M:50.5) 1 1 0 K.LVEALCAEHQINLIK.V

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 15



10522 true 2743 1852.0304 1851.0328 1 -5.24 143.29 33.83
43.1 
(M:43.1) 1 1 0 K.TITLEVEPSDTIENVK.A Dimethyl:2H(4): 1, 16

10523 true 2744 1664.8294 1663.8603 1 -22.93 236.57 35.5
76.1 
(M:76.1) 1 1 0 K.CQLEINFNTLQTK.L Carbamidomethyl: 1; Dimethyl: 1, 13

10524 false 2744 1664.8294 1663.8141 1 4.87 282.25 35.5
15.2 
(M:15.2) 1 2 1 K.SCWPLLQEYRER.L Carbamidomethyl: 2; Dimethyl: 1

10525 true 2744 1664.8294 1663.8603 1 -22.93 236.57 35.5
76.1 
(M:76.1) 1 1 0 K.CQLEINFNTLQTK.L Carbamidomethyl: 1; Dimethyl: 1, 13

10526 true 2744 1731.9717 1730.9567 1 4.47 182.62 41.33
57.2 
(M:57.2) 2 1 0 R.ALESSISPIVIFASNR.G Dimethyl: 1

10527 true 2744 1769.8445 1768.8684 1 -17.64 193 43.67
22.4 
(M:22.4) 2 1 1 R.ATGMQPSIMGASRGMAR.R Dimethyl:2H(4): 1; Oxidation: 9

10528 true 2744 1862.7792 1861.7764 1 -2.37 166.08 33.67
40.4 
(M:40.4) 1 1 0 K.FTDFQPFCCSESGPR.C Carbamidomethyl: 8, 9; Dimethyl: 1



10529 false 2745 1255.6923 1254.6795 1 4.41 165.89 38.17
15.1 
(M:15.1) 1 2 1 K.YFAVMDLKLR.A

10530 true 2745 1736.0037 1734.9818 1 8.42 231.91 41.33
94.0 
(M:94.0) 2 1 0 R.ALESSISPIVIFASNR.G Dimethyl:2H(4): 1

10531 true 2746 1767.0377 1766.0007 1 16.81 246.71 43.83
31.0 
(M:31.0) 1 1 0 K.AAGVNVEPFWPGLFAK.A Dimethyl:2H(4): 1, 16

10532 true 2746 1807.8844 1806.8582 1 10.45 323.25 44.17
65.2 
(M:65.2) 8 1 0 K.AMGIMNSFVNDIFER.I Dimethyl:2H(4): 1; Oxidation: 2, 5

10533 true 2747 1696.0303 1695.0612 1 -22.48 159.87 35.67
60.7 
(M:60.7) 2 1 0 R.VYALPEDLVEVKPK.M Dimethyl:2H(4): 1, 12, 14

10534 true 2747 2019.1838 2018.1524 1 11.95 155.34 41.33
72.6 
(M:72.6) 1 1 1 K.VLKDQPPNSVEGLLNALR.Y Dimethyl: 1, 3

10535 true 2749 1862.0352 1861.0103 1 9.44 185.54 43.67
23.5 
(M:23.5) 1 1 0 K.MVGGIAQIIAAQEEMLR.K Dimethyl:2H(4): 1



10536 true 2749 2014.051 2013.0469 1 -1.56 219.42 34.17
119.9 
(M:119.9) 3 1 0 K.TVTNAVVTVPAYFNDSQR.Q Dimethyl:2H(4): 1

10537 true 2750 2166.1775 2165.1241 1 21.29 84.33 41.33
16.1 
(M:16.1) 1 1 0 R.AVTCPAPTGIENGFLNFAVR.R

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

10538 true 2751 1929.9952 1929.0347 1 -24.24 113.09 35.67
75.5 
(M:75.5) 1 1 1 R.GFCFITYTDEEPVKK.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 14, 15

10539 true 2752 992.572 991.5599 1 4.9 285.64 38.83
47.5 
(M:47.5) 1 1 0 K.APVMLFMK.G Dimethyl: 1, 8

10540 true 2752 1508.8781 1507.8734 1 -1.72 183.89 44
15.8 
(M:15.8) 1 1 1 R.AAMLKDNGKPFTK.E Dimethyl:2H(4): 9; Dimethyl: 1, 13

10541 true 2752 2189.0942 2188.0863 1 0.3 223.15 34
31.8 
(M:31.8) 1 1 0 R.EGAAHAFAQYNMDQFTPVK.I Dimethyl:2H(4): 1, 19

10542 true 2752 2293.0768 2292.0805 1 -4.77 136.73 33.67
97.2 
(M:97.2) 1 1 1

K.ADRDESSPYAAMLAAQDVAQ
R.C Dimethyl: 1



10543 true 2753 1534.9866 1533.9594 1 13.03 174.06 38.33
63.1 
(M:63.1) 3 1 1 R.KTVTAMDVVYALK.R Dimethyl:2H(4): 1, 1, 13

10544 true 2753 2297.1027 2296.1056 1 -4.41 170.11 33.67
106.8 
(M:106.8) 1 1 1

K.ADRDESSPYAAMLAAQDVAQ
R.C Dimethyl:2H(4): 1

10545 true 2754 2470.203 2469.2339 1 -15.45 296.11 35.5
60.3 
(M:60.3) 1 1 1 R.HYFQNTQGLIFVVDSNDRER.I Dimethyl:2H(4): 1

10546 false 2755 1014.5411 1013.5368 1 -2.96 295.16 38.67
26.2 
(M:26.2) 1 2 0 K.AYVSLFMR.H Dimethyl: 1

10547 true 2755 2495.2201 2494.2261 1 -5.33 184.81 33.67
61.8 
(M:61.8) 1 1 1 R.YADLTEDQLPTCESLKDTIAR.A Carbamidomethyl: 12; Dimethyl: 1, 16

10548 false 2756 1110.5957 1109.6128 1 -21.89 315.67 43.83
18.3 
(M:18.3) 1 2 1 R.AHARQCLVK.N Carbamidomethyl: 6; Dimethyl: 9

10549 true 2756 1796.9257 1795.908 1 5.82 228.3 38.17
56.0 
(M:56.0) 3 1 1 K.RSIQFVDWCPTGFK.V Carbamidomethyl: 9; Dimethyl: 1, 14



10550 true 2756 1796.9257 1795.908 1 5.82 228.3 38.17
56.0 
(M:56.0) 3 1 1 K.RSIQFVDWCPTGFK.V Carbamidomethyl: 9; Dimethyl: 1, 14

10551 true 2756 2503.2703 2502.2763 1 -5.33 199.39 33.67
102.2 
(M:102.2) 1 1 1 R.YADLTEDQLPTCESLKDTIAR.A

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 16

10552 true 2756 2605.26 2604.2693 1 -6.34 230.55 35.5
101.0 
(M:101.0) 1 1 0

R.VLGFPCNQFGHQENATNEEIL
R.S

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

10553 true 2756 2714.2728 2713.2918 1 -9.7 133.37 34
35.4 
(M:35.4) 1 65.27 1 1

K.NTFSQLSELHCDKLHVDPENF
R.L Carbamidomethyl: 11; Dimethyl: 1

10554 true 2757 1060.5873 1059.5866 1 -6.19 319.46 38.67
18.6 
(M:18.6) 1 1 0 R.GWALGYLPR.V Dimethyl: 1

10555 false 2757 1144.6867 1143.6751 1 3.77 474.36 41.33
15.3 
(M:15.3) 1 6 0 K.TLLASLDEVK.K Dimethyl: 1, 10

10556 true 2757 1800.9644 1799.9458 1 6.32 272.59 38.17
17.3 
(M:17.3) 1 1 0 K.TLFQPQTSFYSNLAK.D Dimethyl: 1, 15



10557 true 2758 885.4448 884.451 1 -15.2 544.99 35.67
40.9 
(M:40.9) 1 1 1 K.RMLDMR.I Dimethyl:2H(4): 1; Oxidation: 2, 5

10558 true 2758 1067.6311 1066.6175 1 5.89 326.27 38.67
53.1 
(M:53.1) 3 1 0 R.YLTVAAVFR.G Dimethyl: 1

10559 true 2758 1067.6311 1066.6175 1 5.89 326.27 38.67
53.1 
(M:53.1) 3 1 0 R.YLTVAAVFR.G Dimethyl: 1

10560 true 2758 2750.3631 2749.3734 1 -6.36 263.53 34
48.5 
(M:48.5) 1 1 1

K.NTFSQLSELHCDKLHVDPENF
R.L

Carbamidomethyl: 11; Dimethyl:2H(4): 
1, 13

10561 true 2759 921.534 920.5154 1 12.35 123.77 34.67
17.4 
(M:17.4) 1 1 0 R.MIEFVVR.E Dimethyl: 1

10562 false 2759 1264.7464 1263.7159 1 18.38 69.54 41.5
15.7 
(M:15.7) 1 4 1 R.LGLQQMDKAGK.L

Dimethyl:2H(4): 1; Oxidation: 6; 
Dimethyl: 8

10563 true 2759 1615.9894 1614.9724 1 6.03 201.08 43.83
57.0 
(M:57.0) 1 1 0 K.SLEEIYLFSLPIK.E Dimethyl:2H(4): 1, 13



10564 true 2760 1007.588 1006.5634 1 17.2 191.87 38.33
22.9 
(M:22.9) 1 1 0 K.SMIVIFGGR.S Dimethyl: 1

10565 true 2761 1127.6908 1126.6863 1 -2.42 368.52 39
21.3 
(M:21.3) 1 1 0 K.VPVALFALNR.R Dimethyl: 1

10566 true 2761 1161.5785 1160.5773 1 -5.23 477.14 38.83
31.6 
(M:31.6) 2 1 0 K.MCLFAGFQR.K

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

10567 true 2762 1353.7571 1352.7498 1 0.02 252.8 41.33
24.8 
(M:24.8) 1 1 0 R.LLVPYMMEAVR.L Dimethyl:2H(4): 1

10568 true 2762 1746.9901 1745.9716 1 6.4 188.87 43.83
21.2 
(M:21.2) 1 1 0 R.LATLVPFVDAFQLER.S Dimethyl: 1

10569 true 2763 1084.5764 1083.5747 1 -5.07 193.9 34
35.3 
(M:35.3) 1 1 0 -.MEVQVAPLR.S Acetyl: 1

10570 true 2763 1225.7384 1224.7343 1 -2.6 178.66 38.67
18.2 
(M:18.2) 1 1 0 K.IGHLLALTGFR.L Dimethyl: 1



10571 true 2764 1092.5729 1091.5764 1 -9.89 314.21 34.33
37.4 
(M:37.4) 1 1 0 R.FEAPLFNAR.I Dimethyl: 1

10572 true 2764 1102.5543 1101.5455 1 1.43 213.56 33.83
16.0 
(M:16.0) 1 1 0 K.DLEEWNLR.Q Dimethyl: 1

10573 true 2764 1740.7997 1739.8301 1 -21.67 173.06 35.67
51.1 
(M:51.1) 1 1 0 K.NVDPNYIATVCGSFR.R Carbamidomethyl: 11; Dimethyl: 1

10574 true 2764 2265.1483 2264.1187 1 9.82 273.84 43.83
58.6 
(M:58.6) 1 1 0 K.AIGYLIPLMDAEYANYYTR.E Dimethyl: 1

10575 true 2765 1803.0003 1802.0302 1 -20.61 233.62 35.67
70.2 
(M:70.2) 1 1 1 R.VREEVPLELVEAHVK.K Dimethyl: 1, 15

10576 true 2765 2462.1535 2461.144 1 0.91 210.22 44.67
81.2 
(M:81.2) 1 1 0

R.YIECYIAEQNMVSVAVGCATR.
D Carbamidomethyl: 4, 18; Dimethyl: 1

10577 true 2766 1811.0548 1810.0804 1 -18.13 222.82 35.67
29.5 
(M:29.5) 1 1 1 R.VREEVPLELVEAHVK.K Dimethyl:2H(4): 1, 15



10578 true 2766 2588.3518 2587.3282 1 6.31 234.7 43.83
140.3 
(M:140.3) 1 1 0

K.NLSPVVSNELLEQAFSQFGPV
ER.A Dimethyl: 1

10579 true 2767 2592.3653 2591.3533 1 1.82 280.77 43.83
95.2 
(M:95.2) 1 1 0

K.NLSPVVSNELLEQAFSQFGPV
ER.A Dimethyl:2H(4): 1

10580 true 2768 1917.9211 1916.9594 1 -23.74 239.83 35.67
52.5 
(M:52.5) 1 1 1 R.GFCFITYTDEEPVKK.L

Carbamidomethyl: 3; Dimethyl: 1, 14, 
15

10581 true 2770 1414.7456 1413.7115 1 18.98 386.11 38.33
54.2 
(M:54.2) 1 1 0 R.THGNYFLMTFK.E Dimethyl: 1, 11

10582 true 2770 1642.9194 1641.9124 1 -0.17 217.52 44.33
76.2 
(M:76.2) 1 1 0 R.QVLLSAAEAAEMILR.V Dimethyl: 1

10583 true 2771 1646.943 1645.9375 1 -1.07 171.97 44.33
53.2 
(M:53.2) 1 1 0 R.QVLLSAAEAAEMILR.V Dimethyl:2H(4): 1

10584 true 2771 1690.98 1689.9582 1 8.59 176.14 41.5
20.6 
(M:20.6) 1 1 0 R.FAPNIYIQQYLEK.S Dimethyl:2H(4): 1, 13



10585 false 2772 1030.5699 1029.5706 1 -7.81 221.39 36
19.6 
(M:19.6) 1 2 0 R.DSQIAAIEK.T Dimethyl: 1, 9

10586 false 2772 1264.7347 1263.7159 1 9.14 509.59 44.5
18.0 
(M:18.0) 1 4 1 R.AMTKDNNLLGK.F Dimethyl:2H(4): 11; Dimethyl: 4

10587 false 2772 1264.7347 1263.7159 1 9.14 509.59 44.5
18.0 
(M:18.0) 1 4 1 R.AMTKDNNLLGK.F Dimethyl:2H(4): 11; Dimethyl: 4

10588 true 2772 1348.7076 1347.7034 1 -2.29 165.46 34
15.6 
(M:15.6) 1 1 0 R.ELAVQIYEEAR.K Dimethyl: 1

10589 false 2772 1691.9396 1690.9663 1 -20.09 202.26 38.67
15.3 
(M:15.3) 1 2 1 R.LPAAGVGDMVMATVKK.G

Dimethyl:2H(4): 1; Oxidation: 9; 
Dimethyl: 15, 16

10590 true 2772 1810.8714 1809.8502 1 7.7 227.27 34.17
107.7 
(M:107.7) 2 1 0 K.FDTGNLCMVTGGANLGR.I Carbamidomethyl: 7; Dimethyl: 1

10591 true 2773 1266.6526 1265.6438 1 1.2 116.15 35.83
32.7 
(M:32.7) 1 1 0 R.NLVCTDLFTR.G Carbamidomethyl: 4; Dimethyl: 1



10592 true 2773 1814.8747 1813.8753 1 -4.33 237.11 34.17
115.8 
(M:115.8) 1 1 0 K.FDTGNLCMVTGGANLGR.I

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

10593 true 2773 1853.0752 1852.0571 1 5.88 261.88 38.83
51.1 
(M:51.1) 2 1 1 R.LKVPPAINQFSQALDR.Q Dimethyl: 1, 2

10594 true 2774 1270.6741 1269.6689 1 -1.61 114.47 35.83
22.5 
(M:22.5) 1 1 0 R.NLVCTDLFTR.G

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

10595 true 2774 1715.9103 1714.8791 1 13.93 181.92 41.33
39.2 
(M:39.2) 1 1 0 K.AIWNVINWENVSSR.Y Dimethyl: 1

10596 false 2775 1423.7272 1422.7075 1 8.73 348.66 33.83
17.8 
(M:17.8) 1 8 1 R.ERDELQSMLDR.F Dimethyl:2H(4): 1

10597 false 2775 1423.7272 1422.7439 1 -16.83 246.62 33.83
23.1 
(M:23.1) 1 59.77 3 1 R.KNQGNSDICSLK.N

Carbamidomethyl: 9; Dimethyl:2H(4): 
1; Dimethyl: 12

10598 true 2775 1500.6839 1499.6755 1 0.72 146.89 35.83
41.4 
(M:41.4) 1 1 0 R.GFCFLEYEDHK.S Carbamidomethyl: 3; Dimethyl: 1, 11



10599 true 2775 1801.8582 1800.8539 1 -1.61 242.77 44.33
113.4 
(M:113.4) 5 1 0 K.AMSIMNSFVNDIFER.L Dimethyl: 1

10600 false 2775 1801.8582 1800.8564 1 -3 268.14 44.33
19.4 
(M:19.4) 1 2 1 K.DSSHPAKEMVIDDSAK.L Oxidation: 9; Dimethyl: 1, 16

10601 true 2775 1929.9488 1928.9386 1 1.51 152.16 34.17
67.2 
(M:67.2) 2 1 0 K.LSLDGQNIYNACCTLR.I

Carbamidomethyl: 12, 13; 
Dimethyl:2H(4): 1

10602 true 2776 1450.7127 1449.71 1 -3.14 243.73 33.83
20.3 
(M:20.3) 1 1 0 K.ELVLFSNSDNER.S Dimethyl: 1

10603 true 2776 1769.0441 1768.0168 1 11.29 197.06 41.33
65.4 
(M:65.4) 1 1 0 R.AITIAGIPQSIIECVK.Q Carbamidomethyl: 14; Dimethyl: 1, 16

10604 true 2777 1494.945 1493.9343 1 2.31 200.6 44.33
46.8 
(M:46.8) 1 1 0 R.IVSQLLTLMDGLK.Q Dimethyl:2H(4): 1, 13

10605 true 2777 1987.0384 1986.0211 1 5.05 152.23 36
65.4 
(M:65.4) 1 1 0 K.IFAQYLVPHNLETEER.M Dimethyl: 1



10606 true 2778 1777.0897 1776.0671 1 8.67 212.07 41.33
32.3 
(M:32.3) 1 1 0 R.AITIAGIPQSIIECVK.Q

Carbamidomethyl: 14; Dimethyl:2H(4): 
1, 16

10607 true 2779 1255.7489 1254.7424 1 -0.56 188.56 36
60.2 
(M:60.2) 1 1 0 K.NQVSIDQIFK.D Dimethyl:2H(4): 1, 10

10608 true 2779 1700.7295 1699.74 1 -10.42 127.81 33.83
36.9 
(M:36.9) 1 1 0 K.YAMEPEEFDSDALR.Q Dimethyl: 1

10609 true 2779 1906.9823 1905.9585 1 8.65 306.19 44.5
55.1 
(M:55.1) 1 1 0 K.GQETSTNPIASIFAWTR.G Dimethyl: 1

10610 true 2780 1673.8352 1672.8209 1 4.17 228.16 36.17
61.9 
(M:61.9) 1 1 0 R.NGDITYGQFAQLYR.S Dimethyl: 1

10611 true 2780 1704.7623 1703.7651 1 -5.87 133.5 33.83
38.0 
(M:38.0) 1 1 0 K.YAMEPEEFDSDALR.Q Dimethyl:2H(4): 1

10612 true 2780 1906.9798 1905.9597 1 6.72 230.31 44.17
16.0 
(M:16.0) 1 1 0 K.FGVEQNVDMVFASFIR.K Dimethyl:2H(4): 1; Oxidation: 9



10613 true 2781 1747.9534 1746.9516 1 -3.11 138.14 34
111.2 
(M:111.2) 1 1 0 K.LSPALPEEDAPVVNIR.N Dimethyl: 1

10614 false 2781 1839.0586 1838.0451 1 3.37 242.93 38.67
15.8 
(M:15.8) 1 3 1 K.KPKPPAQNEDKEELK.S Dimethyl:2H(4): 11; Dimethyl: 1, 15

10615 true 2781 1951.0894 1950.0575 1 12.65 116.25 41.5
56.7 
(M:56.7) 1 1 0 R.LLQQVAQIYQSIEFSR.L Dimethyl: 1

10616 false 2781 1951.0894 1950.06 1 11.35 111.58 41.5
27.7 
(M:27.7) 1 2 1 -.FFLQHCAPLQAGKAFR.K

Carbamidomethyl: 6; Dimethyl:2H(4): 
13; Dimethyl: 1

10617 true 2782 1173.7329 1172.7219 1 3.13 179.25 39
38.3 
(M:38.3) 1 1 0 K.GAPTGFILPIR.D Dimethyl:2H(4): 1

10618 true 2782 1955.1066 1954.0826 1 8.57 143.41 41.5
74.7 
(M:74.7) 1 1 0 R.LLQQVAQIYQSIEFSR.L Dimethyl:2H(4): 1

10619 true 2782 2190.9969 2189.9986 1 -4.12 180.85 34.33
97.7 
(M:97.7) 1 1 0

K.GPQLFHMDPSGTFVQCDAR.
A Carbamidomethyl: 16; Dimethyl: 1



10620 true 2783 2113.1223 2112.1013 1 6.53 277.07 38.5
31.8 
(M:31.8) 2 1 0 K.DFPRPFDIIKPPAMCPR.D Carbamidomethyl: 15; Dimethyl: 1, 10

10621 true 2784 1100.6333 1099.6194 1 6.07 338.31 41.67
55.3 
(M:55.3) 1 1 0 K.FGFYEVFK.I Dimethyl:2H(4): 1, 8

10622 true 2784 1210.6836 1209.658 1 15.16 184.87 38.83
30.4 
(M:30.4) 1 1 0 R.AAFICGFLQK.L Carbamidomethyl: 5; Dimethyl: 1, 10

10623 true 2784 1898.9784 1897.9574 1 7.22 282.96 36.17
67.8 
(M:67.8) 1 1 0 K.GFSEGLWEIEHNPTVK.A Dimethyl: 1, 16

10624 false 2784 1898.9784 1897.9269 1 23.29 286.9 36.17
19.8 
(M:19.8) 1 74.39 2 1 K.VSDFGLTKEASSTQDTGK.L Dimethyl: 18

10625 true 2784 1959.883 1958.8858 1 -5.11 66.2 35.17
57.0 
(M:57.0) 1 1 0 M.SSIGTGYDLSASTFSPDGR.V Acetyl: 1

10626 false 2785 1067.6289 1066.5961 1 23.92 411.14 38.67
17.2 
(M:17.2) 1 2 1 K.DGKGDVAFVK.H Dimethyl:2H(4): 1



10627 false 2785 1114.6908 1113.6758 1 6.95 197.62 41.67
23.6 
(M:23.6) 1 4 0 K.TTLEQLLIR.C Dimethyl: 1

10628 true 2785 1114.6908 1113.6758 1 6.95 135.2 41.67
34.0 
(M:34.0) 1 1 1 K.KAGEQSILLK.T Dimethyl: 10

10629 true 2785 2011.9096 2010.9105 1 -4.1 152.83 33.83
85.4 
(M:85.4) 1 1 0 K.EVCNAYTELNDPFQQR.Q Carbamidomethyl: 3; Dimethyl: 1

10630 true 2786 1102.6662 1101.6546 1 3.88 294.34 38.67
44.8 
(M:44.8) 2 1 0 K.SVALPIFTAR.I Dimethyl: 1

10631 true 2786 1236.6356 1235.6189 1 7.67 158.61 38.83
30.7 
(M:30.7) 1 1 0 K.TNVALMCMLR.E Carbamidomethyl: 7; Dimethyl: 1

10632 true 2786 2015.9323 2014.9356 1 -5.25 137 33.83
102.5 
(M:102.5) 1 1 0 K.EVCNAYTELNDPFQQR.Q

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

10633 true 2787 1106.6923 1105.6797 1 4.78 321.74 38.67
36.3 
(M:36.3) 2 1 0 K.SVALPIFTAR.I Dimethyl:2H(4): 1



10634 true 2787 2064.1374 2063.1051 1 12.09 156.93 36.33
71.2 
(M:71.2) 1 1 1 R.TLPEIFEAAAGKEPEHIR.A Dimethyl: 1, 12

10635 true 2787 3265.1655 3264.2242 1 -20.2 103.68 34
114.1 
(M:114.1) 1 1 0

R.GGGGYDGGYGGFDDYGGYN
NYGYGNDGYDDR.M Dimethyl: 1

10636 true 2788 1127.7009 1126.6896 1 3.49 316.11 38.5
15.6 
(M:15.6) 1 1 0 K.MLVVLLQGAR.E Dimethyl: 1

10637 true 2788 1214.7655 1213.7686 1 -8.53 161.98 41.67
49.1 
(M:49.1) 1 1 0 R.VVLPTFILEK.R Dimethyl: 1, 10

10638 true 2788 2072.1854 2071.1554 1 10.99 243.28 36.17
72.1 
(M:72.1) 1 1 1 R.TLPEIFEAAAGKEPEHIR.A Dimethyl:2H(4): 1, 12

10639 false 2788 2072.1854 2071.1656 1 6.06 326.42 36.17
15.2 
(M:15.2) 1 2 1 R.GNVGVVLFNFGKETFEVK.K Dimethyl:2H(4): 1; Dimethyl: 12, 18

10640 true 2790 1035.5444 1034.5397 1 -2.48 64.7 34.17
20.9 
(M:20.9) 1 1 0 R.DFSLEQLR.E Dimethyl: 1



10641 true 2790 1218.7857 1217.7937 1 -12.55 122.55 41.67
48.4 
(M:48.4) 1 1 0 R.VVLPTFILEK.R Dimethyl:2H(4): 1; Dimethyl: 10

10642 false 2791 1522.8265 1521.8263 1 -4.67 258.34 44.5
15.0 
(M:15.0) 1 4 1 K.GAVDGGLSIPHSTKR.F Dimethyl: 1

10643 true 2791 1522.8265 1521.8191 1 0.06 209.54 44.5
88.3 
(M:88.3) 1 1 0 K.INVNEIFYDLVR.Q Dimethyl: 1

10644 true 2792 1257.7692 1256.7493 1 10.07 143.76 41.5
37.7 
(M:37.7) 1 1 0 K.TAAFILPVLER.L Dimethyl: 1

10645 true 2792 1396.6544 1395.6639 1 -11.98 302.33 34.5
46.0 
(M:46.0) 1 1 0 R.NVCTEAGMFAIR.A Carbamidomethyl: 3; Dimethyl: 1

10646 true 2792 1526.851 1525.8442 1 -0.33 240.52 44.5
87.2 
(M:87.2) 1 1 0 K.INVNEIFYDLVR.Q Dimethyl:2H(4): 1

10647 false 2793 1130.6062 1129.5728 1 23.15 277.11 34
21.6 
(M:21.6) 1 4 1 R.DELRLEEAR.L



10648 true 2793 1130.6062 1129.5979 1 0.91 263.37 34
50.0 
(M:50.0) 1 1 0 R.SLEAEVADLR.A Dimethyl: 1

10649 false 2793 1130.6062 1129.6053 1 -5.63 287.6 34
20.0 
(M:20.0) 1 5 0 K.DELLSMPAVK.R Dimethyl: 10

10650 true 2793 1195.6877 1194.6761 1 3.62 151.38 38.67
37.7 
(M:37.7) 1 1 0 R.SIIFANYIAR.D Dimethyl: 1

10651 false 2793 1268.7802 1267.7628 1 8.06 283.36 41.5
25.1 
(M:25.1) 1 2 1 K.LYDLAKNPDK.V Dimethyl:2H(4): 1, 6; Dimethyl: 10

10652 true 2793 1623.8692 1622.8457 1 10.03 198.89 36.5
63.9 
(M:63.9) 1 1 1 K.QFFVAVEREEWK.F Dimethyl: 1, 12

10653 false 2793 1623.8692 1622.8814 1 -11.98 211.08 36.5
17.6 
(M:17.6) 1 5 1 K.SRLTLSMSVAVEFR.D Dimethyl: 1

10654 true 2795 1206.5599 1205.5598 1 -5.93 108.68 34
32.2 
(M:32.2) 1 1 0 R.EGESLEDLMR.L Dimethyl: 1



10655 true 2795 1330.7402 1329.7149 1 13.58 241.2 41.5
37.7 
(M:37.7) 1 1 0 K.ELTPLQAMMLR.M Dimethyl: 1

10656 true 2795 1456.7731 1455.7829 1 -11.75 324.31 34.33
52.5 
(M:52.5) 1 1 0 K.QICVVMLESPPK.G Carbamidomethyl: 3; Dimethyl: 1, 12

10657 true 2795 1503.8806 1502.8569 1 10.95 206.99 38.83
46.1 
(M:46.1) 1 1 1 R.GAAGALLVYDITRR.D Dimethyl: 1

10658 true 2795 1658.8694 1657.8424 1 11.88 260.53 36.5
95.2 
(M:95.2) 1 1 0 K.HSGSVSFDEIVNIAR.Q Dimethyl: 1

10659 true 2796 1214.6037 1213.5835 1 10.65 83.22 34
17.8 
(M:17.8) 1 1 0 R.FSMGSASAGMIK.K Dimethyl: 12

10660 true 2796 1464.8159 1463.8332 1 -16.75 284.5 34.33
33.0 
(M:33.0) 1 1 0 K.QICVVMLESPPK.G

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 12

10661 true 2796 1662.8934 1661.8675 1 11.2 275.76 36.5
114.2 
(M:114.2) 1 1 0 K.HSGSVSFDEIVNIAR.Q Dimethyl:2H(4): 1



10662 true 2797 1324.7355 1323.7227 1 4.2 190.64 38.67
54.3 
(M:54.3) 2 1 0 R.GFPTIYFAPAGK.K Dimethyl: 1, 12

10663 true 2797 1911.0153 1909.9836 1 12.82 324.88 44.5
19.8 
(M:19.8) 1 1 0 K.GQETSTNPIASIFAWTR.G Dimethyl:2H(4): 1

10664 true 2798 1579.8975 1578.8589 1 19.84 256.76 39
19.6 
(M:19.6) 1 1 1 K.LKEAQMLSVEVER.L Dimethyl:2H(4): 1; Oxidation: 6

10665 false 2799 890.5162 889.4869 1 24.74 480.24 36.5
17.2 
(M:17.2) 1 7 1 R.GTEAKTQK.G Dimethyl: 8

10666 true 2799 1733.8464 1732.8461 1 -3.99 217.81 44.33
41.9 
(M:41.9) 1 1 0 K.ATPNEILDFFYGYR.V Dimethyl: 1

10667 true 2800 1737.8698 1736.8712 1 -4.98 200.17 44.33
20.4 
(M:20.4) 1 1 0 K.ATPNEILDFFYGYR.V Dimethyl:2H(4): 1

10668 true 2800 1784.9952 1783.9688 1 10.67 201.82 38.83
59.6 
(M:59.6) 1 1 0 K.VALPALSPTMQMGTIAR.W Dimethyl: 1



10669 false 2801 1002.6158 1001.5943 1 14.16 159.01 37.17
16.5 
(M:16.5) 1 50 4 1 K.MKALAVEGK.R Dimethyl: 2, 9

10670 false 2801 1002.6158 1001.6171 1 -8.58 103.4 37.17
16.5 
(M:16.5) 1 6 1 K.VGVSPDKLR.F Dimethyl:2H(4): 1

10671 true 2801 1300.7072 1299.7034 1 -2.68 113.71 34
45.7 
(M:45.7) 1 1 0 R.ADLLIGEGDTLR.F Dimethyl: 1

10672 true 2801 1789.0156 1787.994 1 8.05 226.12 38.83
47.4 
(M:47.4) 1 1 0 K.VALPALSPTMQMGTIAR.W Dimethyl:2H(4): 1

10673 true 2801 1914.9385 1913.9458 1 -7.59 267.58 34.5
66.8 
(M:66.8) 1 1 0 R.GIAAEPLFVGYCPHEAR.W Carbamidomethyl: 12; Dimethyl: 1

10674 true 2802 1332.7248 1331.7247 1 -5.37 161.4 34
56.9 
(M:56.9) 1 1 0 K.TIADGFTAMVDK.C Dimethyl:2H(4): 1, 12

10675 true 2802 1948.0606 1947.0355 1 9.13 99.06 38.83
21.9 
(M:21.9) 1 1 0 K.SGTGIAAMSVMRPELIMK.S Dimethyl: 1, 18



10676 true 2803 1484.7071 1483.6983 1 1 113.08 34
46.5 
(M:46.5) 1 1 0 K.YDEEFQPYLPR.F Dimethyl: 1

10677 true 2803 1947.9178 1946.9309 1 -10.43 175.02 34.5
79.6 
(M:79.6) 1 1 0 R.FSHQGVQLIDFSPCER.Y Carbamidomethyl: 14; Dimethyl: 1

10678 false 2804 1110.5976 1109.5829 1 6.71 370.88 44.83
17.7 
(M:17.7) 4 2 0 R.AQSELAAHQK.K Dimethyl: 10

10679 true 2804 1488.7332 1487.7235 1 1.63 153.23 34
57.5 
(M:57.5) 1 1 0 K.YDEEFQPYLPR.F Dimethyl:2H(4): 1

10680 false 2804 1766.9753 1765.9727 1 -2.61 238.61 44.5
18.5 
(M:18.5) 1 2 0 R.WVGGPEIELIAIATGGR.I Dimethyl: 1

10681 true 2804 1893.1593 1892.1346 1 9.16 216.36 41.5
29.8 
(M:29.8) 1 1 0 K.ILILPATSTALVSPLAER.L Dimethyl: 1

10682 true 2805 1799.0062 1798.0023 1 -1.85 257.98 44.83
48.6 
(M:48.6) 1 1 0 K.LIEVLGSEAIVLAACGR.N Carbamidomethyl: 15; Dimethyl: 1



10683 true 2805 1906.1096 1905.0975 1 2.5 307.16 41.5
67.8 
(M:67.8) 1 1 1 K.GLAPDLPEDLYHLIKK.A Dimethyl: 1, 15, 16

10684 true 2805 1998.0057 1997.0079 1 -4.73 189.79 34.33
34.3 
(M:34.3) 1 1 1 R.RTNSDVTHNGEFVPIQR.K Dimethyl: 1

10685 true 2806 1563.8004 1562.794 1 -0.59 149.35 34
59.0 
(M:59.0) 1 1 0 K.YELVDISQDNALR.E Dimethyl: 1

10686 false 2807 1169.7073 1168.6968 1 2.77 416.1 39
24.2 
(M:24.2) 3 2 0 K.GAPTGFILPIR.D Dimethyl: 1

10687 false 2807 1418.838 1417.8442 1 -9.49 439.56 44.67
15.4 
(M:15.4) 1 5 1 K.LRSIGDSVVIGDK.V Dimethyl:2H(4): 1; Dimethyl: 13

10688 true 2807 1567.823 1566.8191 1 -2.21 116.05 34
55.8 
(M:55.8) 1 1 0 K.YELVDISQDNALR.E Dimethyl:2H(4): 1

10689 true 2807 1805.8806 1804.879 1 -3.11 289.4 44.33
85.3 
(M:85.3) 2 1 0 K.AMSIMNSFVNDIFER.L Dimethyl:2H(4): 1



10690 true 2807 2003.0644 2002.0785 1 -10.7 184.66 34.5
50.3 
(M:50.3) 1 1 0 R.LASTLVHLGEYQAAVDGAR.K Dimethyl:2H(4): 1

10691 true 2808 1192.6566 1191.6434 1 4.99 150.53 39
45.7 
(M:45.7) 1 1 0 K.AIACLLFGGSR.K Carbamidomethyl: 4; Dimethyl: 1

10692 true 2809 859.4114 858.4157 1 -13.5 65.92 41.67
17.2 
(M:17.2) 1 1 0 -.MSFTSSK.N Oxidation: 1; Dimethyl: 1, 7

10693 true 2809 1196.686 1195.6685 1 8.52 183.97 39
25.0 
(M:25.0) 1 1 0 K.AIACLLFGGSR.K

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

10694 false 2809 1446.8094 1445.7667 1 24.51 352.96 44.67
22.6 
(M:22.6) 2 2 1 K.LSNSEQKWWLK.F Dimethyl: 11

10695 false 2809 1446.8094 1445.8279 1 -17.81 285.73 44.67
16.2 
(M:16.2) 1 50 8 1 K.KGPGTVTDLEEIK.K Dimethyl:2H(4): 1; Dimethyl: 13

10696 true 2809 1565.8787 1564.9014 1 -19.16 317.41 38.67
27.2 
(M:27.2) 1 1 0 -.GALDLFTGIGLTEAK.A Dimethyl:2H(4): 15; Dimethyl: 1



10697 true 2809 1751.9825 1750.9767 1 -0.83 205.77 34
87.2 
(M:87.2) 1 1 0 K.LSPALPEEDAPVVNIR.N Dimethyl:2H(4): 1

10698 false 2809 1817.8513 1816.8488 1 -2.62 241.77 44.33
59.4 
(M:59.4) 3 8.25 2 0 K.AMSIMNSFVNDIFER.L Oxidation: 5; Dimethyl: 1

10699 true 2809 2211.2891 2210.2886 1 -3.08 232.4 34.67
111.8 
(M:111.8) 2 1 0 K.NLKPIKPMQFLGDEETVR.K Dimethyl:2H(4): 1, 3, 6

10700 false 2810 1008.6225 1007.6351 1 -19.7 108.71 41.67
17.5 
(M:17.5) 1 2 1 -.MAVQISKK.R

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 7, 8

10701 true 2810 1796.8404 1795.8377 1 -2.56 145.99 34
34.6 
(M:34.6) 1 1 0 R.SYQDPSNAQFLDDIR.R Dimethyl: 1

10702 true 2810 1821.8803 1820.8739 1 -0.47 313.35 44.33
69.2 
(M:69.2) 1 98.63 1 0 K.AMSIMNSFVNDIFER.L Dimethyl:2H(4): 1; Oxidation: 2

10703 true 2811 1833.8456 1832.8437 1 -2.94 308.75 44.33
56.3 
(M:56.3) 2 1 0 K.AMSIMNSFVNDIFER.L Oxidation: 2, 5; Dimethyl: 1



10704 true 2812 2562.2217 2561.2519 1 -14.63 234.7 34.33
74.5 
(M:74.5) 1 1 0

K.GIPVTCEVAPHHLFLCQDDLG
R.L Carbamidomethyl: 6, 16; Dimethyl: 1

10705 true 2813 1092.5825 1091.5692 1 5.51 295.31 41.67
48.5 
(M:48.5) 1 1 0 K.FGFYEVFK.I Dimethyl: 1, 8

10706 true 2813 1800.9094 1799.8955 1 3.68 232.55 36.5
72.3 
(M:72.3) 1 1 0 K.NLHGDGLALWYTQER.L Dimethyl: 1

10707 true 2814 2066.0975 2065.0804 1 4.77 227.87 36.5
120.7 
(M:120.7) 1 1 1 K.HSQAIEELAEQLEQTKR.V Dimethyl: 1, 16

10708 true 2815 1162.635 1161.6144 1 11.46 382.4 41.67
32.8 
(M:32.8) 1 1 0 R.FYMYELLK.A Dimethyl: 1, 8

10709 true 2815 1162.635 1161.6144 1 11.46 382.4 41.67
32.8 
(M:32.8) 1 1 0 R.FYMYEILK.A Dimethyl: 1, 8

10710 true 2815 1174.6999 1173.706 1 -11.37 127.79 34.5
47.3 
(M:47.3) 1 1 0 R.LLDYVPIGPR.F Dimethyl:2H(4): 1



10711 true 2815 1861.1249 1860.1073 1 5.55 357.16 38.67
62.4 
(M:62.4) 2 1 1 R.LKVPPAINQFSQALDR.Q Dimethyl:2H(4): 1, 2

10712 true 2815 1928.9808 1927.9779 1 -2.24 91.13 34
48.0 
(M:48.0) 1 1 1 K.EAFSLFDKDGDGTITTK.E Dimethyl: 1, 8, 17

10713 true 2815 2074.1446 2073.1306 1 3.24 254.14 36.5
124.6 
(M:124.6) 1 1 1 K.HSQAIEELAEQLEQTKR.V Dimethyl:2H(4): 1, 16

10714 true 2816 1941.059 1940.0532 1 -0.75 114.57 34
69.2 
(M:69.2) 1 1 1 K.EAFSLFDKDGDGTITTK.E Dimethyl:2H(4): 1, 8, 17

10715 true 2816 2025.0308 2024.0361 1 -6.2 186.45 44.33
34.5 
(M:34.5) 1 1 1 -.MNVEHEISLLVEEIRR.L Acetyl: 1; Oxidation: 1

10716 true 2817 1285.7214 1284.719 1 -3.82 165.7 41.67
44.0 
(M:44.0) 1 1 0 K.GLNWLVADTLR.A Dimethyl: 1

10717 false 2817 1285.7214 1284.715 1 -0.69 132.87 41.67
18.2 
(M:18.2) 1 2 1 R.VVATREEVNIR.R



10718 true 2817 1305.7457 1304.7452 1 -5.22 226.84 34.5
59.8 
(M:59.8) 1 1 0 R.DLTAEHLPLLR.N Dimethyl: 1

10719 true 2817 2063.0012 2061.9967 1 -1.35 110.14 34.17
128.5 
(M:128.5) 1 1 0 K.QQLSAEELDAQLDAYNAR.M Dimethyl: 1

10720 true 2817 2185.1021 2184.0902 1 2.13 255.65 36.67
92.5 
(M:92.5) 1 1 0 R.HYFQNTQGLIFVVDSNDR.E Dimethyl:2H(4): 1

10721 true 2818 961.5527 960.5314 1 14.63 388.68 36.83
34.6 
(M:34.6) 1 1 0 R.LCDSVLAK.N Carbamidomethyl: 2; Dimethyl: 1, 8

10722 false 2818 1328.7109 1327.6812 1 16.86 238.7 41.83
17.4 
(M:17.4) 3 3 1 K.WSSDFKDFLK.K Dimethyl: 1, 10

10723 false 2818 1328.7109 1327.7136 1 -7.5 259.58 41.83
15.3 
(M:15.3) 1 5 1 R.GSSSKYLVEFR.A Dimethyl: 1, 5

10724 true 2818 2274.1423 2273.1328 1 0.98 226.85 34.17
53.6 
(M:53.6) 1 1 0 R.DGVDLHVYEVPVEYQTVQR.L Dimethyl: 1



10725 true 2819 1025.5391 1024.5342 1 -2.32 184.15 36.67
53.0 
(M:53.0) 1 1 0 K.DASVVGFFR.D Dimethyl: 1

10726 false 2819 1332.7367 1331.7063 1 17.35 351.68 41.83
17.2 
(M:17.2) 2 3 1 K.WSSDFKDFLK.K Dimethyl:2H(4): 1; Dimethyl: 10

10727 false 2819 1332.7367 1331.7387 1 -6.93 313.8 41.83
25.0 
(M:25.0) 3 2 1 R.GSSSKYLVEFR.A Dimethyl:2H(4): 1; Dimethyl: 5

10728 false 2819 1381.7393 1380.7551 1 -16.66 348.55 35.67
22.1 
(M:22.1) 1 2 0 K.NAAQFLLSTNDK.T Dimethyl:2H(4): 1; Dimethyl: 12

10729 true 2819 1381.7393 1380.7402 1 -5.85 369.75 35.67
62.5 
(M:62.5) 1 1 0 R.FIDTSQFILNR.L Dimethyl: 1

10730 false 2820 963.5548 962.5688 1 -22.11 118.7 34.17
22.1 
(M:22.1) 1 3 0 R.EEYLLLK.L Dimethyl: 1, 7

10731 false 2820 963.5548 962.5702 1 -23.5 125.08 34.17
15.6 
(M:15.6) 1 9 1 R.FPRLFQK.Y Dimethyl: 7



10732 false 2820 963.5548 962.5437 1 3.99 76.91 34.17
22.1 
(M:22.1) 1 3 0 R.EEYLLLR.L Dimethyl: 1

10733 false 2820 963.5548 962.5437 1 3.99 172.53 34.17
18.4 
(M:18.4) 1 6 1 K.SEKFGSPK.K Dimethyl: 1, 3, 8

10734 true 2820 1467.8315 1466.8133 1 7.45 331.02 41.83
72.0 
(M:72.0) 2 1 0 R.VALTGLTVAEYFR.D Dimethyl: 1

10735 true 2820 2920.4445 2919.4623 1 -8.58 103.98 44.33
24.7 
(M:24.7) 1 1 0

R.CLQILAAGLFLPGSVGITDPCES
GNFR.V Carbamidomethyl: 1, 21; Dimethyl: 1

10736 true 2821 967.5758 966.5688 1 -0.29 130.53 34.17
38.2 
(M:38.2) 1 1 0 R.EEYLLLR.L Dimethyl:2H(4): 1

10737 false 2821 1008.6117 1007.624 1 -19.41 329.63 38.67
16.9 
(M:16.9) 1 2 0 M.QLLARPLR.S Acetyl: 1

10738 true 2821 1008.6117 1007.5953 1 9 209.04 38.67
20.8 
(M:20.8) 1 1 0 K.YSGGPQIVK.K Dimethyl:2H(4): 1; Dimethyl: 9



10739 true 2821 1413.8445 1412.84 1 -1.97 241.64 34.67
47.3 
(M:47.3) 1 1 0 R.TLTIVDTGIGMTK.A Dimethyl:2H(4): 1, 13

10740 false 2821 1471.8563 1470.8406 1 5.74 247.18 41.83
19.8 
(M:19.8) 1 5 1 K.TAVAAAEKEVASLR.A Dimethyl: 1, 8

10741 true 2821 1471.8563 1470.8384 1 7.21 384.66 41.83
108.5 
(M:108.5) 2 1 0 R.VALTGLTVAEYFR.D Dimethyl:2H(4): 1

10742 true 2821 3237.5596 3236.5965 1 -13.62 96.55 44.5
90.5 
(M:90.5) 1 1 0

R.QLIYNYPEQLFGAAGVMAIEH
ADFAGVER.L Dimethyl: 1

10743 false 2822 1120.6886 1119.6736 1 6.89 448.71 38.67
17.4 
(M:17.4) 1 2 1 R.IGMSVNAIRK.Q Dimethyl:2H(4): 1

10744 true 2822 1120.6886 1119.678 1 3.01 359.33 38.67
40.7 
(M:40.7) 1 1 0 K.STFFNVLTK.S Dimethyl:2H(4): 1, 9

10745 true 2822 1431.7362 1430.7154 1 9.42 413.53 34.5
16.4 
(M:16.4) 1 1 1 R.GGADAHEKSGYQK.L Dimethyl: 1, 8, 13



10746 true 2822 1527.9494 1526.9334 1 5.71 181.6 41.67
45.6 
(M:45.6) 1 1 0 R.LAQVSPELLLASVR.R Dimethyl:2H(4): 1

10747 true 2823 1157.57 1156.5522 1 9.16 495.38 38.83
33.1 
(M:33.1) 2 1 0 K.MCLFAGFQR.K Carbamidomethyl: 2; Dimethyl: 1

10748 true 2823 1386.8157 1385.808 1 0.32 305.21 44.67
56.5 
(M:56.5) 1 1 0 K.GYADIVEMLLAK.G Dimethyl:2H(4): 1, 12

10749 true 2823 1422.9195 1421.9098 1 1.71 356.76 39.17
63.8 
(M:63.8) 2 1 0 R.IITLAGPTNAIFK.A Dimethyl:2H(4): 1, 13

10750 true 2823 1434.7661 1433.7412 1 12.25 320.23 34.67
16.9 
(M:16.9) 1 1 1 K.EALQNLNDKSDR.L Dimethyl:2H(4): 9

10751 true 2824 1134.6327 1133.623 1 2.15 275.08 34.17
18.4 
(M:18.4) 1 1 0 R.SLEAEVADLR.A Dimethyl:2H(4): 1

10752 true 2824 1199.711 1198.7012 1 2.07 170.08 38.67
29.6 
(M:29.6) 1 1 0 R.SIIFANYIAR.D Dimethyl:2H(4): 1



10753 true 2824 1626.7844 1625.7694 1 4.72 220.31 37
118.7 
(M:118.7) 13 1 0 R.IIPGFMCQGGDFTR.H Carbamidomethyl: 7; Dimethyl: 1

10754 true 2824 1655.7992 1654.8104 1 -11.11 209.1 34.5
33.6 
(M:33.6) 1 1 0 R.QFVYNPNSGEFLGR.T Dimethyl: 1

10755 true 2825 1832.9886 1831.9832 1 -1.04 241.31 44.5
49.5 
(M:49.5) 1 1 0 K.FALITWIGEDVSGLQR.A Dimethyl: 1

10756 true 2826 1318.6238 1317.6325 1 -12.12 194.31 34.33
79.3 
(M:79.3) 1 1 0 K.DFMIQGGDFTR.G Dimethyl:2H(4): 1

10757 false 2826 1524.7946 1523.7654 1 14.37 286.08 39.5
16.4 
(M:16.4) 1 8 0 K.FDVSGLTTEQMLR.K Dimethyl: 1

10758 true 2826 1837.018 1836.0083 1 1.28 251.83 44.5
39.1 
(M:39.1) 1 1 0 K.FALITWIGEDVSGLQR.A Dimethyl:2H(4): 1

10759 true 2827 2121.0787 2120.0629 1 4.03 255.08 36.67
108.9 
(M:108.9) 2 1 0 K.FITHAPPGEFNEVFNDVR.L Dimethyl:2H(4): 1



10760 true 2828 1859.9927 1858.9941 1 -4.66 232.31 34.5
62.7 
(M:62.7) 1 1 0 R.EVPIPEHIDIYHLTR.E Dimethyl: 1

10761 true 2828 2181.0737 2180.0651 1 0.64 232.42 36.67
64.9 
(M:64.9) 1 1 0 R.HYFQNTQGLIFVVDSNDR.E Dimethyl: 1

10762 true 2829 1401.8447 1400.8341 1 2.33 345.03 38.67
23.9 
(M:23.9) 1 1 0 R.VVVCNLYPFVK.T

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 11

10763 true 2829 1864.0142 1863.0192 1 -6.59 359.62 34.5
73.4 
(M:73.4) 1 1 0 R.EVPIPEHIDIYHLTR.E Dimethyl:2H(4): 1

10764 true 2829 1931.0554 1930.0524 1 -2.18 160.73 44.5
91.2 
(M:91.2) 1 1 0 K.GTLGGLFSQILQGEDIVR.E Dimethyl: 1

10765 true 2829 3245.8328 3244.8243 1 0.38 213.45 41.83
47.1 
(M:47.1) 1 1 1

R.KDGNASGTTLLEALDCILPPTR
PTDKPLR.L

Carbamidomethyl: 16; Dimethyl:2H(4): 
1, 1, 26

10766 false 2830 1057.6456 1056.6291 1 8.66 312.91 42
27.2 
(M:27.2) 1 3 1 R.GANLTEKIR.K Dimethyl: 1, 7



10767 false 2830 1057.6456 1056.6593 1 -19.89 200.98 42
22.5 
(M:22.5) 1 6 1 K.EKTITHLR.L Dimethyl:2H(4): 2; Dimethyl: 1

10768 true 2830 1057.6456 1056.6332 1 4.86 204.43 42
32.0 
(M:32.0) 2 1 0 K.EVLWTLLR.E Dimethyl: 1

10769 true 2830 1918.9655 1917.9709 1 -6.61 317.41 34.5
50.3 
(M:50.3) 1 1 0 R.GIAAEPLFVGYCPHEAR.W

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

10770 true 2830 1935.0826 1934.0775 1 -1.09 142.32 44.5
94.1 
(M:94.1) 1 1 0 K.GTLGGLFSQILQGEDIVR.E Dimethyl:2H(4): 1

10771 true 2831 1943.0442 1942.0598 1 -11.75 148.9 44.67
18.2 
(M:18.2) 1 1 0 R.LPSVPFETIQALDVVMR.H Dimethyl: 1

10772 true 2831 1999.0397 1998.0534 1 -10.53 180.93 34.5
85.7 
(M:85.7) 1 1 0 R.LASTLVHLGEYQAAVDGAR.K Dimethyl: 1

10773 true 2832 2092.1105 2091.0941 1 4.39 147.43 39.17
49.4 
(M:49.4) 1 1 0

K.VAMANMQPQMLVAGATSIA
R.R Dimethyl:2H(4): 1



10774 true 2833 709.3502 708.3402 1 3.81 148.8 39.33
21.0 
(M:21.0) 1 1 0 R.SSTGTTR.K

10775 false 2833 1125.6921 1124.6968 1 -10.66 647.59 37
16.1 
(M:16.1) 1 2 1 R.VHKINNVNK.A Dimethyl:2H(4): 1; Dimethyl: 3

10776 true 2834 1142.7259 1141.7311 1 -10.93 456.8 36.83
19.9 
(M:19.9) 1 1 1 K.ILKGEYTVR.A Dimethyl:2H(4): 1, 3

10777 true 2834 1150.7879 1149.7737 1 6.01 385.3 42
64.8 
(M:64.8) 3 1 0 K.LLEPVLLLGK.E Dimethyl: 1, 10

10778 true 2835 1146.7244 1145.6958 1 18.63 386.65 36.83
17.3 
(M:17.3) 1 1 1 K.LEGEKELLR.R Dimethyl:2H(4): 1; Dimethyl: 5

10779 true 2835 1158.8383 1157.8239 1 6.14 368.6 42
70.1 
(M:70.1) 3 1 0 K.LLEPVLLLGK.E Dimethyl:2H(4): 1, 10

10780 true 2835 2154.2002 2153.2017 1 -4.1 210.48 44.67
58.8 
(M:58.8) 1 1 0 K.ISTSMPVLDLIDAIQPGSIK.Y Dimethyl: 1, 20



10781 false 2836 976.591 975.5651 1 19.05 237.73 47
16.7 
(M:16.7) 1 3 1 K.EGAENLRK.A Dimethyl:2H(4): 1; Dimethyl: 8

10782 true 2836 2067.0318 2066.0218 1 1.32 183.89 34.17
121.3 
(M:121.3) 1 1 0 K.QQLSAEELDAQLDAYNAR.M Dimethyl:2H(4): 1

10783 true 2836 2162.2545 2161.252 1 -2.21 253.44 44.67
81.0 
(M:81.0) 1 1 0 K.ISTSMPVLDLIDAIQPGSIK.Y Dimethyl:2H(4): 1, 20

10784 true 2836 2171.1384 2170.1299 1 0.57 287.04 35.33
48.3 
(M:48.3) 1 1 0 R.EGAAHAFAQYNLDQFTPVK.I Dimethyl:2H(4): 1, 19

10785 true 2837 998.5464 997.5419 1 -2.82 198.78 39.17
25.6 
(M:25.6) 2 1 0 R.ALGFMYIR.Y Dimethyl: 1

10786 true 2837 2179.2294 2178.2322 1 -4.63 123.37 34.67
36.7 
(M:36.7) 1 63.95 1 0 K.NLKPIKPMQFLGDEETVR.K Dimethyl:2H(4): 1, 3

10787 true 2839 1956.1003 1955.0858 1 3.71 167.87 38.67
85.3 
(M:85.3) 2 1 0 K.SGTGIAAMSVMRPELIMK.S Dimethyl:2H(4): 1, 18



10788 true 2839 2195.2582 2194.2271 1 10.83 229.78 34.67
50.8 
(M:50.8) 1 81.76 1 0 K.NLKPIKPMQFLGDEETVR.K Dimethyl:2H(4): 1, 3; Oxidation: 8

10789 true 2839 2234.1212 2233.1089 1 2.27 279.43 44.67
28.4 
(M:28.4) 1 1 1

K.AGYSDKVVIGMDVAASEFYR.
D Dimethyl: 1, 6

10790 true 2840 913.4286 912.4341 1 -14.05 102.3 34.5
36.2 
(M:36.2) 1 1 0 M.ASDFYLR.Y Acetyl: 1

10791 false 2840 1220.6856 1219.6482 1 24.67 212.37 39.33
16.9 
(M:16.9) 1 2 0 K.QGDTILVSGMK.T Oxidation: 10; Dimethyl: 1, 11

10792 true 2840 2278.176 2277.1681 1 0.25 262.7 44.5
81.3 
(M:81.3) 1 1 0 R.LGVVSTFEQYQFLYDTIAR.T Dimethyl: 1

10793 true 2841 2125.1518 2124.1401 1 2.04 297.54 36.83
16.6 
(M:16.6) 1 1 0 R.NHMDITTPPLPPVAPEVLR.V Dimethyl: 1

10794 true 2841 2282.1999 2281.1932 1 -0.29 214.95 44.5
94.7 
(M:94.7) 1 1 0 R.LGVVSTFEQYQFLYDTIAR.T Dimethyl:2H(4): 1



10795 true 2841 2391.2352 2390.209 1 7.92 85.74 34.5
17.9 
(M:17.9) 1 50 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl:2H(4): 1; Oxidation: 15

10796 true 2841 2391.2352 2390.209 1 7.92 85.74 34.5
17.9 
(M:17.9) 1 50 1 1

R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl:2H(4): 1; Oxidation: 15

10797 true 2842 1838.0338 1837.0225 1 2.18 270.69 41.83
33.2 
(M:33.2) 1 1 1 K.ISSKEDLYQLFGFAR.N Dimethyl:2H(4): 1, 4

10798 true 2842 2129.179 2128.1653 1 3.04 248.21 36.83
53.8 
(M:53.8) 1 1 0 R.NHMDITTPPLPPVAPEVLR.V Dimethyl:2H(4): 1

10799 true 2842 2466.1769 2465.1691 1 0.2 259.45 44.67
90.1 
(M:90.1) 1 1 0

R.YIECYIAEQNMVSVAVGCATR.
D

Carbamidomethyl: 4, 18; 
Dimethyl:2H(4): 1

10800 true 2843 2180.2076 2179.1889 1 5.25 192.06 41.83
24.4 
(M:24.4) 1 1 0 K.ELQSLLGTYLRPLQSYDK.L Dimethyl: 1, 18

10801 true 2844 2728.4455 2727.4232 1 5.51 189.94 37
158.1 
(M:158.1) 1 1 1

R.KTFGHELSEFGLDNSVGEAPV
VAIR.T Dimethyl: 1, 1



10802 true 2845 984.4894 983.4899 1 -7.85 168.45 34.67
35.0 
(M:35.0) 1 1 0 K.FLVDCFR.T Carbamidomethyl: 5; Dimethyl: 1

10803 false 2845 1262.7339 1261.7544 1 -21.96 247.73 39
16.4 
(M:16.4) 1 2 1 K.SGSELLDRLLK.D Dimethyl:2H(4): 1

10804 true 2845 1262.7339 1261.7155 1 8.84 249.35 39
26.0 
(M:26.0) 2 1 0 K.SLCIPFQPLR.E

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

10805 true 2845 1264.6605 1263.6649 1 -9.24 119.69 34.5
79.8 
(M:79.8) 1 1 0 K.ELFDPVIEDR.H Dimethyl:2H(4): 1

10806 true 2845 2736.4957 2735.4734 1 5.5 240.53 37
167.1 
(M:167.1) 1 1 1

R.KTFGHELSEFGLDNSVGEAPV
VAIR.T Dimethyl:2H(4): 1, 1

10807 true 2845 3241.5765 3240.6216 1 -16.16 160.21 44.5
60.2 
(M:60.2) 1 1 0

R.QLIYNYPEQLFGAAGVMAIEH
ADFAGVER.L Dimethyl:2H(4): 1

10808 true 2846 988.5297 987.515 1 7.5 206.28 34.83
15.5 
(M:15.5) 1 1 0 K.FLVDCFR.T

Carbamidomethyl: 5; Dimethyl:2H(4): 
1



10809 true 2846 1278.6834 1277.6591 1 13.31 194.11 39
19.9 
(M:19.9) 1 1 0 K.YCLPFLQPGR.L Carbamidomethyl: 2; Dimethyl: 1

10810 true 2846 1314.5878 1313.6074 1 -20.45 221.73 34.33
68.1 
(M:68.1) 1 1 0 K.DFMIQGGDFTR.G Dimethyl: 1

10811 false 2847 922.4831 921.4855 1 -10.42 112.32 37
16.0 
(M:16.0) 1 7 1 -.MAARLFR.L Acetyl: 1; Oxidation: 1

10812 true 2847 1334.6132 1333.6274 1 -16.11 135.89 34.33
46.5 
(M:46.5) 1 1 0 K.DFMIQGGDFTR.G Dimethyl:2H(4): 1; Oxidation: 3

10813 true 2847 1358.8099 1357.7817 1 15.41 358.45 39.33
33.7 
(M:33.7) 1 1 0 K.VLSSLQSSTPLAK.M Dimethyl: 13

10814 true 2848 1378.7627 1377.7578 1 -1.73 226.89 44.67
49.1 
(M:49.1) 1 1 0 K.GYADIVEMLLAK.G Dimethyl: 1, 12

10815 true 2849 1018.6316 1017.6223 1 1.98 220.42 42
37.8 
(M:37.8) 3 1 0 K.AYLLELIR.R Dimethyl: 1



10816 true 2849 1695.8242 1694.8475 1 -18.02 112.76 34.33
37.6 
(M:37.6) 1 1 0 K.DSSQILSASFDQTIR.I Dimethyl: 1

10817 true 2850 1098.6357 1097.6233 1 4.68 286.15 34.67
41.0 
(M:41.0) 1 1 0 R.ELPPAVAAFR.A Dimethyl: 1

10818 false 2850 1139.7065 1138.7074 1 -7.21 379.95 37.17
34.5 
(M:34.5) 1 77.01 3 1 K.DGKLPLLLSR.M Dimethyl: 3

10819 true 2850 1139.7065 1138.6962 1 2.64 402.63 37.17
91.9 
(M:91.9) 1 1 0 K.NADPLLISLK.H Dimethyl: 1, 10

10820 false 2850 1139.7065 1138.6822 1 14.86 518.5 37.17
23.7 
(M:23.7) 1 6 1 K.NNAIPKSAIR.V Dimethyl: 1, 6

10821 true 2850 2075.0656 2074.1034 1 -21.71 99.38 34.33
39.3 
(M:39.3) 1 1 1 K.IDDRLEQYTQAIETSTK.A Dimethyl:2H(4): 1, 17

10822 true 2851 1147.7574 1146.7464 1 3.26 381.14 37
55.3 
(M:55.3) 1 1 0 K.NADPLLISLK.H Dimethyl:2H(4): 1, 10



10823 false 2851 1260.6693 1259.6366 1 20.12 194.35 42.5
17.5 
(M:17.5) 1 4 0 R.LMMDPLTGLNR.G

10824 true 2851 1260.6693 1259.6373 1 19.6 163.56 42.5
38.8 
(M:38.8) 2 1 0 R.LFIFETFCR.I Carbamidomethyl: 8; Dimethyl: 1

10825 true 2851 1447.8138 1446.8344 1 -19.23 313.76 39
16.5 
(M:16.5) 1 1 1 K.RAVAGDASESALLK.C Dimethyl:2H(4): 1; Dimethyl: 14

10826 true 2851 2270.0857 2269.0947 1 -7.15 230.23 34.5
117.8 
(M:117.8) 1 1 0 K.QSDINTCFGEEGANLIVQSR.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

10827 true 2852 1462.8296 1461.8275 1 -3.53 240.38 39.83
17.3 
(M:17.3) 1 1 1 K.IGEERATAIALMR.K Dimethyl:2H(4): 1

10828 true 2852 1947.0868 1946.0849 1 -2.73 130.81 44.67
19.0 
(M:19.0) 1 1 0 R.LPSVPFETIQALDVVMR.H Dimethyl:2H(4): 1

10829 false 2853 1331.7767 1330.801 1 -23.72 176.05 37
21.4 
(M:21.4) 1 2 1 K.EIIALKDAGDAK.I Dimethyl:2H(4): 1; Dimethyl: 6, 12



10830 true 2855 1365.7772 1364.7853 1 -11.31 382.29 45.67
17.5 
(M:17.5) 1 1 1 R.IVAEGFEIAKEK.A Dimethyl:2H(4): 1

10831 true 2856 1175.6364 1174.6346 1 -4.68 85.63 34.5
47.7 
(M:47.7) 1 1 0 R.EQLAIAEFAR.S Dimethyl: 1

10832 true 2856 1358.815 1357.7969 1 7.94 259.93 42.17
36.9 
(M:36.9) 2 1 0 K.VPGLYVIDSIVR.Q Dimethyl: 1

10833 false 2856 2146.1541 2145.1905 1 -20.33 133.74 44.83
16.2 
(M:16.2) 1 2 0 K.ISTSMPVLDLIDAIQPGSIK.Y Dimethyl:2H(4): 20; Oxidation: 5

10834 true 2857 1363.8839 1362.8726 1 2.91 244.83 42
45.8 
(M:45.8) 3 1 0 R.GLFIIDPNGIIK.H Dimethyl:2H(4): 1, 12

10835 true 2857 1405.795 1404.7898 1 -1.51 261.63 34.67
32.4 
(M:32.4) 1 1 0 R.TLTIVDTGIGMTK.A Dimethyl: 1, 13

10836 false 2857 1533.8679 1532.8977 1 -24.18 339.26 39
16.4 
(M:16.4) 1 4 1 K.TYREVLINIPQR.T Dimethyl:2H(4): 1



10837 true 2857 1724.931 1723.9257 1 -1.14 174.12 37
32.2 
(M:32.2) 1 1 0 K.NIINNPLTQADWAAK.K Dimethyl: 1, 15

10838 true 2858 1216.6713 1215.6711 1 -5.8 93.07 34.67
61.3 
(M:61.3) 1 1 0 K.IDTIEIITDR.Q Dimethyl: 1

10839 false 2858 1216.6713 1215.6711 1 -5.8 120.07 34.67
18.4 
(M:18.4) 1 5 1 K.DLEAAKETLAK.A Dimethyl: 11

10840 true 2858 1430.7399 1429.7354 1 -1.97 291.4 34.83
16.8 
(M:16.8) 1 1 1 K.HKWISPFTSGDK.I Dimethyl: 2

10841 false 2859 868.5378 867.529 1 1.77 412.56 45.83
16.2 
(M:16.2) 1 4 1 K.VRIIDPR.K

10842 true 2859 1220.6966 1219.6962 1 -5.58 72.47 34.67
51.7 
(M:51.7) 1 1 0 K.IDTIEIITDR.Q Dimethyl:2H(4): 1

10843 true 2859 1753.8537 1752.8505 1 -2.35 165.47 37
26.3 
(M:26.3) 1 1 0 R.DVTNFTVGSFAPMSPR.I Dimethyl: 1



10844 true 2859 2293.3223 2292.3093 1 2.49 143.08 44.83
95.6 
(M:95.6) 2 1 0

K.LAPPLVTLLSGEPEVQYVALR.
N Dimethyl: 1

10845 true 2860 1523.741 1522.7272 1 4.24 214.25 34.83
63.7 
(M:63.7) 1 1 0 K.SPLAGDFITMQCR.E Carbamidomethyl: 12; Dimethyl: 1

10846 false 2860 1783.9507 1782.9563 1 -7.24 182.95 37
17.2 
(M:17.2) 1 5 1 K.GLAGPRPNMHSFKATK.E Oxidation: 9; Dimethyl: 13, 16

10847 true 2860 2297.3488 2296.3344 1 3.08 220.97 44.83
64.1 
(M:64.1) 1 1 0

K.LAPPLVTLLSGEPEVQYVALR.
N Dimethyl:2H(4): 1

10848 true 2861 1498.8614 1497.8378 1 10.9 217.07 42
46.5 
(M:46.5) 2 1 0 R.LCDIQPFLPVLR.L Carbamidomethyl: 2; Dimethyl: 1

10849 true 2861 2652.3237 2651.286 1 11.48 321.51 44.67
21.9 
(M:21.9) 1 1 1

K.VISAVSELMESLKSYGEDCTSD
K.H

Carbamidomethyl: 19; Dimethyl:2H(4): 
13; Oxidation: 9; Dimethyl: 1, 23

10850 true 2862 1637.8344 1636.8494 1 -13.6 196.84 34.83
39.8 
(M:39.8) 1 1 0 K.TLLDLVQQSCNYK.Q Carbamidomethyl: 10; Dimethyl: 1, 13



10851 false 2862 1637.8344 1636.8032 1 14.66 130.89 34.83
19.4 
(M:19.4) 1 3 0 K.VLDPAANQFYNMAR.E Dimethyl: 1

10852 true 2862 2655.3464 2654.3352 1 1.48 266.63 44.83
83.2 
(M:83.2) 1 1 0

K.VYPTYDFACPIVDSIEGVTHAL
R.T

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

10853 true 2863 1200.7429 1199.754 1 -15.29 132.56 39
17.1 
(M:17.1) 1 1 1 M.DALDRVVKPK.T Dimethyl:2H(4): 1; Dimethyl: 10

10854 true 2863 1403.7056 1402.7092 1 -7.78 203.5 34.5
23.7 
(M:23.7) 1 1 0 R.QLDLGAIYDDPR.G Dimethyl: 1

10855 true 2863 1569.8189 1568.7987 1 8.21 206.9 42.17
49.7 
(M:49.7) 1 1 0 K.GIFPSGLFQGDTFR.I Dimethyl: 1

10856 true 2863 1954.0299 1953.0258 1 -1.64 126.59 34.83
62.0 
(M:62.0) 2 1 0 K.VQNAVITVPAYFNDSQR.Q Dimethyl:2H(4): 1

10857 true 2863 1990.0604 1989.0571 1 -2 137.33 37.17
108.9 
(M:108.9) 1 1 0 R.HFIEQGIDVVLSQSYAK.N Dimethyl: 1, 17



10858 false 2864 1212.6723 1211.6398 1 20.82 405.7 46.83
16.3 
(M:16.3) 1 3 0 K.AQSSSTYSLLK.S Dimethyl: 11

10859 true 2864 1212.6723 1211.67 1 -4.08 141.42 46.83
52.2 
(M:52.2) 4 1 0 R.ISGLIYEETR.G Dimethyl:2H(4): 1

10860 true 2864 1418.7561 1417.7565 1 -5.46 241.9 34.67
31.3 
(M:31.3) 1 1 0 K.ELINNLGDIYAR.I Dimethyl: 1

10861 true 2864 1577.914 1576.9011 1 3.56 179.73 42.67
78.3 
(M:78.3) 2 1 0 K.VPGLPTPIENMILR.Y Dimethyl: 1

10862 true 2864 1998.1047 1997.1073 1 -4.95 161.83 37.17
75.3 
(M:75.3) 1 1 0 R.HFIEQGIDVVLSQSYAK.N Dimethyl:2H(4): 1, 17

10863 true 2865 1218.672 1217.6485 1 13.31 215.85 40
38.0 
(M:38.0) 1 1 0 R.LATFWYYAK.V Dimethyl: 1, 9

10864 true 2865 1492.8055 1491.8082 1 -6.68 108.46 34.5
38.1 
(M:38.1) 1 1 0 K.SDIDEIVLVGGSTR.I Dimethyl:2H(4): 1



10865 true 2865 2390.2856 2389.2714 1 2.9 183.47 37.33
83.6 
(M:83.6) 1 1 0

K.VGRPSNIGQAQPIIDQLAEEAR
.A Dimethyl: 1

10866 true 2866 1220.6864 1219.6713 1 6.34 179.9 39.17
47.7 
(M:47.7) 1 1 0 R.QINWTVLYR.R Dimethyl: 1

10867 true 2866 1659.8436 1658.8549 1 -11.19 133.87 34.5
45.9 
(M:45.9) 2 1 0 R.AILVDLEPGTMDSVR.S Oxidation: 11; Dimethyl: 1

10868 true 2866 1659.8436 1658.8549 1 -11.19 133.87 34.5
45.9 
(M:45.9) 2 1 0 R.AILVDLEPGTMDSVR.S Oxidation: 11; Dimethyl: 1

10869 true 2867 1184.7293 1183.7077 1 12.03 133.75 39.5
30.8 
(M:30.8) 2 1 0 K.FGVPQALLGVR.R Dimethyl: 1

10870 true 2867 1224.7545 1223.7424 1 3.97 204.97 39
70.6 
(M:70.6) 3 1 0 K.LVGNMALLPIR.S Dimethyl: 1

10871 true 2867 1705.8038 1704.8063 1 -5.73 159.26 34.5
47.9 
(M:47.9) 1 1 0 K.GAEEMETVIPTDVMR.R Dimethyl: 1



10872 true 2867 1890.9724 1889.9648 1 0.18 341.59 45
96.6 
(M:96.6) 2 1 0 K.FGVEQNVDMVFASFIR.K Dimethyl:2H(4): 1

10873 true 2868 1228.7854 1227.7675 1 8.67 240.78 39
65.0 
(M:65.0) 2 1 0 K.LVGNMALLPIR.S Dimethyl:2H(4): 1

10874 true 2868 1709.8283 1708.8314 1 -6.04 148.32 34.5
68.8 
(M:68.8) 1 1 0 K.GAEEMETVIPTDVMR.R Dimethyl:2H(4): 1

10875 true 2868 2276.0629 2275.0548 1 0.36 282.75 34.67
78.3 
(M:78.3) 1 1 0 K.IFCCHGGLSPDLQSMEQIR.R Carbamidomethyl: 3, 4; Dimethyl: 1

10876 true 2868 2276.0629 2275.0548 1 0.36 282.75 34.67
78.3 
(M:78.3) 1 1 0 K.IFCCHGGLSPDLQSMEQIR.R Carbamidomethyl: 3, 4; Dimethyl: 1

10877 false 2869 1754.8536 1753.8594 1 -7.43 154.17 34.5
19.9 
(M:19.9) 1 2 1 K.DIDSEKEAAMEAEIK.A

Dimethyl:2H(4): 1; Oxidation: 10; 
Dimethyl: 15

10878 true 2869 2280.0863 2279.0799 1 -0.39 210.66 34.67
146.8 
(M:146.8) 1 1 0 K.IFCCHGGLSPDLQSMEQIR.R

Carbamidomethyl: 3, 4; 
Dimethyl:2H(4): 1



10879 true 2869 2280.0863 2279.0799 1 -0.39 210.66 34.67
146.8 
(M:146.8) 1 1 0 K.IFCCHGGLSPDLQSMEQIR.R

Carbamidomethyl: 3, 4; 
Dimethyl:2H(4): 1

10880 true 2869 2804.4929 2803.4868 1 -0.44 221.37 37
79.6 
(M:79.6) 1 1 1

K.DQAEKEPELQLYVPHLQNNTI
LR.L Dimethyl: 1, 5

10881 true 2870 1246.7901 1245.7697 1 10.57 160.38 39
37.1 
(M:37.1) 1 1 0 K.VANVSLLALYK.G Dimethyl: 1, 11

10882 false 2870 1369.7784 1368.7725 1 -1.02 385.99 39.33
15.8 
(M:15.8) 1 5 1 K.EIIDQVLDRIR.K

10883 false 2870 1369.7784 1368.7725 1 -1.02 385.99 39.33
15.8 
(M:15.8) 1 5 1 K.EIIDQVLDRIR.K

10884 true 2870 1835.985 1834.9611 1 9.03 264.97 42.17
59.5 
(M:59.5) 1 1 1 K.YSPEEIAMATVTALRR.T Dimethyl: 1

10885 true 2870 2009.0405 2008.0412 1 -3.97 173.57 45
65.5 
(M:65.5) 1 1 1 -.MNVEHEISLLVEEIRR.L Acetyl: 1



10886 true 2871 1674.8901 1673.8771 1 3.44 177.92 37.17
36.6 
(M:36.6) 1 1 0 K.NEVLMVNIGSLSTGGR.V Dimethyl: 1

10887 true 2871 1840.0025 1838.9862 1 4.91 303.12 42.17
53.8 
(M:53.8) 1 1 1 K.YSPEEIAMATVTALRR.T Dimethyl:2H(4): 1

10888 true 2872 972.5455 971.5148 1 24 191.38 34.83
35.2 
(M:35.2) 1 1 1 R.EQVAERGR.F Dimethyl: 1

10889 true 2872 1678.8979 1677.9022 1 -6.86 260.01 37.17
78.3 
(M:78.3) 1 1 0 K.NEVLMVNIGSLSTGGR.V Dimethyl:2H(4): 1

10890 false 2873 1301.8021 1300.7867 1 6.22 268.48 39.17
18.3 
(M:18.3) 1 6 1 K.LLIGAYRVQLQ.- Dimethyl: 1

10891 false 2873 2164.1044 2163.1324 1 -16.31 419.19 44.83
15.8 
(M:15.8) 1 4 1 R.IEITSYPELINSGGPFRSR.D Dimethyl: 1

10892 true 2873 2164.1044 2163.0994 1 -1.05 151.58 44.83
22.8 
(M:22.8) 1 1 0 R.ATLQAALCLENFSSQVVER.H Carbamidomethyl: 8; Dimethyl: 1



10893 true 2874 1881.0122 1880.0044 1 0.29 220.05 37.17
39.0 
(M:39.0) 1 1 1 R.GNVGFVFTKEDLTEIR.D Dimethyl: 1, 9

10894 true 2874 1935.9656 1934.9698 1 -5.89 113.89 34.67
107.5 
(M:107.5) 1 1 0 R.LQQELDDIAVDLDHQR.Q Dimethyl: 1

10895 false 2875 1015.5931 1014.5644 1 21.04 266.04 34.83
16.7 
(M:16.7) 1 3 1 K.RTVAPCQK.A Carbamidomethyl: 6; Dimethyl: 1, 8

10896 true 2875 1939.9906 1938.9949 1 -5.93 107.43 34.67
83.0 
(M:83.0) 1 1 0 R.LQQELDDIAVDLDHQR.Q Dimethyl:2H(4): 1

10897 true 2875 2281.3594 2280.337 1 6.61 149.94 37.33
99.4 
(M:99.4) 1 1 1 K.VAPTITLFPPSKEELNEATK.A Dimethyl:2H(4): 1, 12, 20

10898 true 2876 2368.2668 2367.2515 1 3.41 139.64 42
24.6 
(M:24.6) 1 1 1

R.LQRPEALNALCAGLMEELRR.
A Carbamidomethyl: 11; Dimethyl: 1

10899 true 2876 2394.3133 2393.2965 1 4.01 234.69 37.33
65.2 
(M:65.2) 1 1 0

K.VGRPSNIGQAQPIIDQLAEEAR
.A Dimethyl:2H(4): 1



10900 false 2876 2394.3133 2393.3228 1 -7 302.47 37.33
17.5 
(M:17.5) 1 2 1

K.VAQMPPEEQEIVVPVAKNSH
K.K Dimethyl:2H(4): 1, 21

10901 true 2876 2651.3151 2650.3101 1 -0.87 197.26 44.83
100.1 
(M:100.1) 1 1 0

K.VYPTYDFACPIVDSIEGVTHAL
R.T Carbamidomethyl: 9; Dimethyl: 1

10902 true 2877 1057.6533 1056.6543 1 -7.81 254.77 34.83
51.2 
(M:51.2) 1 1 0 R.TEIIILATR.T Dimethyl: 1

10903 false 2877 1057.6533 1056.6291 1 15.97 422.03 34.83
18.0 
(M:18.0) 1 4 1 R.KELTLGAGLR.G

10904 true 2877 1331.7856 1330.7683 1 7.51 236.28 39
53.5 
(M:53.5) 1 1 0 K.LNPCLAILYAK.R Carbamidomethyl: 4; Dimethyl: 1, 11

10905 true 2877 2178.0365 2177.0423 1 -6.01 204.93 34.5
15.1 
(M:15.1) 1 1 0 R.MDSFDEDLARPSGILAQER.K Dimethyl: 1

10906 true 2877 2474.2727 2473.2788 1 -5.39 198.34 42.5
39.1 
(M:39.1) 1 1 1

R.QVLDLEDLVFAQGSHFMANK
R.C Dimethyl: 1, 20



10907 false 2878 1003.5884 1002.5784 1 2.75 153.12 45
17.3 
(M:17.3) 1 3 1 K.MAKEEIAK.A Dimethyl: 1, 3, 8

10908 true 2878 1339.8348 1338.8185 1 6.76 265.24 39
34.5 
(M:34.5) 1 1 0 K.LNPCLAILYAK.R

Carbamidomethyl: 4; Dimethyl:2H(4): 
1, 11

10909 true 2878 2212.0619 2211.0808 1 -11.84 149.99 34.5
29.7 
(M:29.7) 1 1 0 R.EELGLIEQAYDNPHEALSR.I Dimethyl: 1

10910 true 2879 1247.6344 1246.6452 1 -14.5 145.1 37.33
16.9 
(M:16.9) 1 1 1 R.VREGVGMASLGR.E Oxidation: 7

10911 false 2879 1479.7271 1478.7538 1 -22.97 374.36 39.5
15.7 
(M:15.7) 1 4 1 R.MDTIDKDSELTK.Y Dimethyl: 1, 6, 12

10912 true 2879 2224.0586 2223.0695 1 -8.17 235.87 34.5
22.4 
(M:22.4) 1 1 0 K.LLPDEAPEESIPFQDPNER.H Dimethyl: 1

10913 true 2880 1145.6834 1144.6732 1 2.52 368.01 35
51.9 
(M:51.9) 3 1 0 K.LLQDFFNGK.E Dimethyl:2H(4): 1, 9



10914 true 2880 1145.6834 1144.6732 1 2.52 368.01 35
51.9 
(M:51.9) 3 1 0 K.LLQDFFNGK.E Dimethyl:2H(4): 1, 9

10915 true 2881 1257.6402 1256.655 1 -17.58 244.46 37.33
17.2 
(M:17.2) 1 1 0 K.LEAPDADELPR.L Dimethyl:2H(4): 1

10916 true 2882 1017.5978 1016.6019 1 -11.18 132.99 34.83
53.1 
(M:53.1) 9 1 0 K.VFLENVIR.D Dimethyl: 1

10917 true 2882 1398.8386 1397.8183 1 9.29 351.43 39.17
38.7 
(M:38.7) 1 1 0 R.YGFIVGHIVIPR.I Dimethyl: 1

10918 true 2883 1054.5369 1053.5416 1 -11.38 147.62 35.17
36.4 
(M:36.4) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

10919 true 2883 1054.5369 1053.5416 1 -11.38 147.62 35.17
36.4 
(M:36.4) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

10920 true 2883 1054.5369 1053.5416 1 -11.38 147.62 35.17
36.4 
(M:36.4) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8



10921 true 2883 1054.5369 1053.5416 1 -11.38 147.62 35.17
36.4 
(M:36.4) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

10922 true 2883 1054.5369 1053.5416 1 -11.38 147.62 35.17
36.4 
(M:36.4) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

10923 false 2883 1289.6805 1288.6551 1 14.09 236.33 42.33
16.3 
(M:16.3) 1 5 0 K.FPDAGEDELLK.I Dimethyl: 1, 11

10924 true 2883 1289.6805 1288.6598 1 10.44 258.83 42.33
45.9 
(M:45.9) 2 1 0 K.SQGWLCELLR.W Carbamidomethyl: 6; Dimethyl: 1

10925 true 2883 1404.7497 1403.7516 1 -6.54 240.79 37.33
22.2 
(M:22.2) 1 1 1 K.MKGTCVEGTIPK.L

Carbamidomethyl: 5; Dimethyl: 1, 2, 
12

10926 true 2884 1119.5657 1118.5642 1 -5.08 223.69 34.83
27.9 
(M:27.9) 1 1 0 R.SEIDMLDIR.E Dimethyl: 1

10927 true 2884 1119.5657 1118.5642 1 -5.08 223.69 34.83
27.9 
(M:27.9) 1 1 0 R.SEIDMLDIR.R Dimethyl: 1



10928 false 2884 1320.7483 1319.7639 1 -17.28 230.86 42.33
21.6 
(M:21.6) 1 8 0 K.VFPDSSPGTLLK.N Dimethyl:2H(4): 1; Dimethyl: 12

10929 true 2884 1320.7483 1319.7271 1 10.52 283.81 42.33
91.0 
(M:91.0) 4 1 0 K.LAGMSDGLFLLR.Q Dimethyl: 1

10930 false 2884 1402.8529 1401.8434 1 1.52 388.97 39.17
15.0 
(M:15.0) 1 2 0 R.YGFIVGHIVIPR.I Dimethyl:2H(4): 1

10931 false 2884 1475.7932 1474.7814 1 3.11 250.59 45
17.5 
(M:17.5) 1 4 1 R.IQQMSEETGRLK.A Dimethyl: 1, 12

10932 true 2884 1475.7932 1474.7888 1 -1.9 339.08 45
53.9 
(M:53.9) 1 1 0 K.SIMELMNVLELR.K Dimethyl: 1

10933 false 2884 1475.7932 1474.7515 1 23.34 297.45 45
15.1 
(M:15.1) 1 10 1 K.ADQGSLEDLSKEK.G Dimethyl: 1, 13

10934 true 2885 1123.5911 1122.5893 1 -4.8 276.11 34.67
24.1 
(M:24.1) 1 1 0 R.SEIDMLDIR.R Dimethyl:2H(4): 1



10935 true 2885 1123.5911 1122.5893 1 -4.8 276.11 34.67
24.1 
(M:24.1) 1 1 0 R.SEIDMLDIR.E Dimethyl:2H(4): 1

10936 true 2885 1324.773 1323.7522 1 10.14 146.22 42.33
48.1 
(M:48.1) 2 1 0 K.LAGMSDGLFLLR.Q Dimethyl:2H(4): 1

10937 false 2885 1324.773 1323.774 1 -6.3 214.84 42.33
16.4 
(M:16.4) 1 7 0 R.IWTELQAYIK.E Dimethyl:2H(4): 1; Dimethyl: 10

10938 true 2885 1414.879 1413.8595 1 8.61 333 39
67.6 
(M:67.6) 2 1 0 R.IITLAGPTNAIFK.A Dimethyl: 1, 13

10939 false 2886 1152.622 1151.6373 1 -19.6 306.03 35
15.3 
(M:15.3) 1 10 1 R.TRDAFVMLK.N Oxidation: 7; Dimethyl: 1, 9

10940 true 2886 1336.7467 1335.7221 1 12.96 194.11 42.33
29.2 
(M:29.2) 2 1 0 K.LAGMSDGLFLLR.Q Oxidation: 4; Dimethyl: 1

10941 true 2887 1333.7867 1332.7765 1 2.13 245.18 35.17
46.7 
(M:46.7) 1 1 0 R.ISHLPLVEELR.S Dimethyl: 1



10942 true 2887 1362.843 1361.822 1 10.03 259.66 42.17
45.7 
(M:45.7) 2 1 0 K.VPGLYVIDSIVR.Q Dimethyl:2H(4): 1

10943 true 2888 1337.8132 1336.8016 1 3.21 253.08 35.17
60.0 
(M:60.0) 1 1 0 R.ISHLPLVEELR.S Dimethyl:2H(4): 1

10944 true 2889 1280.6205 1279.6197 1 -5.05 141.83 34.67
53.4 
(M:53.4) 1 1 0 R.YWSLEDGLNR.V Dimethyl: 1

10945 true 2889 1348.7331 1347.7221 1 2.83 218.86 35
17.4 
(M:17.4) 1 1 0 R.LLYNSMDPVLR.A Dimethyl: 1

10946 true 2889 1886.9453 1885.9397 1 -0.85 223.16 45
70.7 
(M:70.7) 2 1 0 K.FGVEQNVDMVFASFIR.K Dimethyl: 1

10947 true 2890 1021.5 1020.4876 1 5.02 707.34 52.33
17.1 
(M:17.1) 1 1 0 K.QQFDLENK.F

10948 true 2890 1365.6619 1364.6581 1 -2.57 329.63 34.83
46.8 
(M:46.8) 1 1 0 K.WGTLTDCVVMR.D Carbamidomethyl: 7; Dimethyl: 1



10949 false 2890 1521.8739 1520.8298 1 24.24 225.45 39
15.9 
(M:15.9) 1 2 1 K.VTATKDTTSSDVIK.D Dimethyl: 1, 14

10950 true 2890 1812.9365 1811.9206 1 4.72 223.1 37.5
97.0 
(M:97.0) 2 1 0 K.NPNQVYLVDYGLAYR.Y Dimethyl: 1

10951 false 2890 1812.9365 1811.8897 1 21.79 242.53 37.5
15.5 
(M:15.5) 1 2 1 K.FGTICYVMMMPFKR.Q

Carbamidomethyl: 5; Dimethyl:2H(4): 
13

10952 true 2891 1391.7955 1390.7932 1 -3.61 268.1 35
34.3 
(M:34.3) 1 1 0 R.QHVEQLVELIR.R Dimethyl: 1

10953 true 2891 1395.624 1394.6289 1 -8.71 230.21 34.67
24.3 
(M:24.3) 1 1 0 K.CDPVFDFGTGPR.N Carbamidomethyl: 1; Dimethyl: 1

10954 false 2891 1475.8892 1474.8793 1 1.76 832.27 42.17
17.7 
(M:17.7) 1 2 1 R.TTQIINITMTKK.E Dimethyl: 1, 11, 12

10955 true 2891 1836.9796 1835.9319 1 22.01 236.76 37.33
93.9 
(M:93.9) 1 1 0 R.HLDHIAFLFPNDVDR.L Dimethyl: 1



10956 true 2892 1395.8213 1394.8184 1 -3.08 312.54 35
53.8 
(M:53.8) 1 1 0 R.QHVEQLVELIR.R Dimethyl:2H(4): 1

10957 true 2892 1840.9811 1839.957 1 9.13 350.12 37.33
89.4 
(M:89.4) 1 1 0 R.HLDHIAFLFPNDVDR.L Dimethyl:2H(4): 1

10958 true 2894 1461.6655 1460.6646 1 -4.37 242.04 34.67
29.1 
(M:29.1) 1 1 0 R.FEEAPDYMYLR.Q Dimethyl: 1

10959 true 2895 1641.8292 1640.8283 1 -3.87 243.06 34.83
16.4 
(M:16.4) 1 1 0 K.VLDPAANQFYNMAR.E Dimethyl:2H(4): 1

10960 true 2895 2006.1477 2005.1208 1 9.79 162.22 37.33
49.1 
(M:49.1) 2 1 1 R.HLQLAIRGDEELDSLIK.A Dimethyl: 1, 17

10961 true 2896 2144.0195 2142.986 1 12.22 237.07 37.33
66.7 
(M:66.7) 1 1 0 K.NCTVYCGGIASGLTDQLMR.Q Carbamidomethyl: 2, 6; Dimethyl: 1

10962 true 2896 2392.26 2391.2646 1 -4.95 133.61 45
93.5 
(M:93.5) 1 1 0 K.SLASTSLEEIQAFIASQNVISR.L Dimethyl: 1



10963 true 2897 1679.8389 1678.8293 1 1.39 280.21 34.83
15.3 
(M:15.3) 1 1 0 R.FVEYYLTSFHEGR.K Dimethyl:2H(4): 1

10964 true 2897 1846.0194 1844.9897 1 12.12 280.84 39
32.5 
(M:32.5) 1 1 0 R.QNLLSQSHAYQLFLR.D Dimethyl: 1

10965 true 2898 1719.767 1718.757 1 1.59 153.34 34.83
95.9 
(M:95.9) 2 1 0 M.ASAAHFSEEEMAELR.E Acetyl: 1

10966 false 2900 1391.7462 1390.7708 1 -22.92 204.83 46.5
19.2 
(M:19.2) 1 9 0 R.GVIVESAYADIVK.M Dimethyl: 13

10967 true 2900 1900.9227 1899.9257 1 -5.37 215.79 34.83
19.5 
(M:19.5) 1 1 1 K.KLLMMAGIDDCYTSAR.G Carbamidomethyl: 11; Dimethyl: 1, 1

10968 true 2900 1979.0274 1978.0371 1 -8.6 132.42 34.67
84.2 
(M:84.2) 1 1 0 R.VPEGGLQDTLQEPEAVLR.G Dimethyl: 1

10969 true 2901 1950.0038 1949.0007 1 -2.13 152.97 34.83
65.5 
(M:65.5) 1 1 0 K.VQNAVITVPAYFNDSQR.Q Dimethyl: 1



10970 true 2902 1851.9796 1850.956 1 8.79 201.77 42.17
20.2 
(M:20.2) 1 1 1 K.YSPEEIAMATVTALRR.T Oxidation: 8; Dimethyl: 1

10971 true 2902 2105.1421 2104.1528 1 -8.57 140.24 34.83
104.1 
(M:104.1) 1 1 0

K.SLLGDGPVVADPTAPNVVVTR
.L Dimethyl: 1

10972 true 2902 2374.2177 2373.1998 1 4.46 208.31 37.5
79.8 
(M:79.8) 1 1 1 R.TREGNDLYHEMIESGVINLK.D Dimethyl: 1, 20

10973 true 2903 2018.0516 2017.0343 1 5 138.67 35
49.0 
(M:49.0) 1 1 0 R.GHVFEESQVAGTPMFVVK.A Dimethyl: 1, 18

10974 true 2904 2026.1015 2025.0845 1 4.8 164.26 35
97.3 
(M:97.3) 1 1 0 R.GHVFEESQVAGTPMFVVK.A Dimethyl:2H(4): 1, 18

10975 false 2905 852.5343 851.5418 1 -17.43 18.39 35.17
17.5 
(M:17.5) 2 7 0 K.IVGLQYK.K Dimethyl:2H(4): 7

10976 false 2905 852.5343 851.5418 1 -17.43 18.39 35.17
17.5 
(M:17.5) 2 7 0 K.IVGLQYK.K Dimethyl:2H(4): 7



10977 true 2905 852.5343 851.5117 1 17.98 558.28 35.17
30.9 
(M:30.9) 6 1 0 K.DPLNPIK.Q Dimethyl: 1, 7

10978 false 2905 974.5508 973.5379 1 5.75 120.11 34.83
15.6 
(M:15.6) 1 8 1 R.LACKEAVR.Y Carbamidomethyl: 3; Dimethyl: 4

10979 true 2905 1923.0058 1921.987 1 6 182.13 42.33
31.1 
(M:31.1) 1 1 0 K.SPPGQVTAAVMAAIDAGYR.H Dimethyl:2H(4): 1; Oxidation: 11

10980 true 2908 2303.3256 2302.3009 1 7.56 148.36 42.33
198.6 
(M:198.6) 3 1 0

R.IAIPGLAGAGNSVLLVSNLNPE
R.V Dimethyl: 1

10981 true 2909 1377.7311 1376.7156 1 5.98 268.4 46.5
17.1 
(M:17.1) 1 50 1 1 K.LGKDEMLQMIR.H Oxidation: 9; Dimethyl: 3

10982 true 2909 2307.353 2306.326 1 8.54 180.2 42.33
153.9 
(M:153.9) 2 1 0

R.IAIPGLAGAGNSVLLVSNLNPE
R.V Dimethyl:2H(4): 1

10983 true 2910 745.4215 744.4295 1 -20.46 237.07 39.5
23.5 
(M:23.5) 1 1 0 K.FMLFR.E Dimethyl:2H(4): 1



10984 true 2910 1105.6579 1104.6493 1 1.16 295.42 35.17
31.8 
(M:31.8) 1 1 0 R.FMEQVIFK.Y Dimethyl:2H(4): 1, 8

10985 true 2911 1062.5885 1061.5918 1 -10.02 147.57 35.17
57.5 
(M:57.5) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

10986 true 2911 1062.5885 1061.5918 1 -10.02 147.57 35.17
57.5 
(M:57.5) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

10987 true 2911 1062.5885 1061.5918 1 -10.02 147.57 35.17
57.5 
(M:57.5) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

10988 true 2911 1062.5885 1061.5918 1 -10.02 147.57 35.17
57.5 
(M:57.5) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

10989 true 2911 1062.5885 1061.5918 1 -10.02 147.57 35.17
57.5 
(M:57.5) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

10990 false 2912 1089.5943 1088.6012 1 -13.06 336.56 34.83
18.4 
(M:18.4) 1 6 1 K.AGEMIRGALK.E Oxidation: 4; Dimethyl: 10



10991 true 2912 1089.5943 1088.59 1 -2.75 288.33 34.83
27.7 
(M:27.7) 1 1 0 K.ATIDCAGILK.L Carbamidomethyl: 5; Dimethyl: 10

10992 true 2912 1124.7316 1123.7077 1 14.77 448.93 39.5
15.9 
(M:15.9) 1 1 1 R.SSPAKKPGLR.K Dimethyl: 1, 5, 6

10993 true 2912 1216.7089 1215.6976 1 3.37 121.59 35.17
61.1 
(M:61.1) 1 1 0 R.QIDQFLVVAR.A Dimethyl: 1

10994 true 2913 1255.7397 1254.7296 1 2.27 112.02 35.17
28.4 
(M:28.4) 1 1 0 R.SLVLLENGNLR.D Dimethyl: 1

10995 false 2913 1372.8597 1371.8465 1 4.31 325.89 39.17
15.1 
(M:15.1) 1 8 1 K.SYEDVTKIVVK.A Dimethyl:2H(4): 1, 7; Dimethyl: 11

10996 true 2913 1816.958 1815.9457 1 2.75 307.5 37.5
96.4 
(M:96.4) 1 1 0 K.NPNQVYLVDYGLAYR.Y Dimethyl:2H(4): 1

10997 true 2914 1145.8088 1144.7824 1 16.74 487.8 39.5
46.0 
(M:46.0) 2 1 0 K.THILLFLPK.S Dimethyl:2H(4): 1, 9



10998 true 2914 1259.7685 1258.7547 1 5.22 119.3 35.17
25.9 
(M:25.9) 1 1 0 R.SLVLLENGNLR.D Dimethyl:2H(4): 1

10999 true 2914 1910.9493 1909.9363 1 3.02 245.92 37.67
15.8 
(M:15.8) 1 1 0 K.FGHEFLEFEFRPDGK.L Dimethyl: 1, 15

11000 false 2915 858.5311 857.5222 1 1.85 218.18 42.33
15.8 
(M:15.8) 1 9 0 R.LASPLTTK.G Dimethyl: 8

11001 false 2915 1206.7029 1205.6921 1 2.97 123.38 39.67
15.4 
(M:15.4) 1 3 0 K.AVQFFVQALR.M Dimethyl: 1

11002 true 2915 1405.7886 1404.7725 1 6.3 373.5 39.33
45.0 
(M:45.0) 2 1 0 R.TTNFAGILSQGLR.I Dimethyl: 1

11003 true 2915 1919.0076 1917.9865 1 7.19 330.75 37.5
46.4 
(M:46.4) 1 1 0 K.FGHEFLEFEFRPDGK.L Dimethyl:2H(4): 1, 15

11004 true 2916 1319.6047 1318.6132 1 -11.92 187.29 34.83
17.9 
(M:17.9) 1 1 0 K.FDSDAFDFPAR.D Dimethyl:2H(4): 1



11005 true 2916 1413.7935 1412.7788 1 5.25 322.62 39.17
38.9 
(M:38.9) 1 1 0 K.YLGPAVLMQAYR.W Dimethyl:2H(4): 1

11006 true 2916 2216.2713 2215.2576 1 2.87 227.71 37.5
71.6 
(M:71.6) 1 1 0 R.ISPIQKPQGLDPVEILQER.E Dimethyl: 1, 6

11007 true 2917 2224.3175 2223.3078 1 1.07 308.07 37.5
43.4 
(M:43.4) 1 1 0 R.ISPIQKPQGLDPVEILQER.E Dimethyl:2H(4): 1, 6

11008 false 2918 1433.8442 1432.8402 1 -2.3 299.66 35
17.4 
(M:17.4) 1 2 0 K.DGQILPVPNVVVR.D Dimethyl: 1

11009 true 2918 1433.8442 1432.8514 1 -10.13 209.82 35
21.5 
(M:21.5) 1 1 1 R.HSRLQTALLAPAK.D Dimethyl: 13

11010 true 2918 1464.7191 1463.7256 1 -9.43 222.23 34.83
37.5 
(M:37.5) 1 1 0 K.ELILFSNSDNER.S Dimethyl: 1

11011 true 2918 1464.8196 1463.817 1 -3.2 345.85 39.17
17.3 
(M:17.3) 1 1 1 K.SLAGMLTPYIARK.L Oxidation: 5; Dimethyl: 13



11012 true 2918 2382.2586 2381.2501 1 0.53 217.63 37.5
21.2 
(M:21.2) 1 1 1 R.TREGNDLYHEMIESGVINLK.D Dimethyl:2H(4): 1, 20

11013 true 2919 2463.3202 2462.3007 1 4.98 210.61 37.67
51.8 
(M:51.8) 1 1 0 K.IEEFLEQTLCPPTYPHLSPK.Y

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 20

11014 false 2920 1465.7396 1464.7048 1 18.8 382.13 39.5
15.5 
(M:15.5) 1 2 1 K.WRVENSWGEDR.G Dimethyl:2H(4): 1

11015 false 2921 1478.8349 1477.8364 1 -5.91 420.72 39.17
19.1 
(M:19.1) 1 3 0 R.GVMLAVDAITAELK.K Dimethyl:2H(4): 14; Oxidation: 3

11016 true 2921 1516.8699 1515.8449 1 11.67 95.9 42.5
27.0 
(M:27.0) 2 1 0 R.VPLFGIDFTQVPR.D Dimethyl: 1

11017 true 2921 1529.7033 1528.6836 1 8.09 161.49 37.83
23.4 
(M:23.4) 1 1 0 M.SIMSYNGGAVMAMR.G Acetyl: 1

11018 true 2921 1838.9164 1837.921 1 -6.5 150.2 35
89.2 
(M:89.2) 1 1 0 K.YGPIADVSIVYDQQSR.R Dimethyl: 1



11019 true 2922 1842.9306 1841.9461 1 -12.4 239.56 35
98.2 
(M:98.2) 1 1 0 K.YGPIADVSIVYDQQSR.R Dimethyl:2H(4): 1

11020 true 2923 1714.8219 1713.8145 1 0.1 129.4 35
38.4 
(M:38.4) 1 1 0 R.NIAFFSTNCVEGTAR.G Carbamidomethyl: 9; Dimethyl: 1

11021 false 2923 1962.0822 1961.0594 1 7.92 263.78 37.83
16.7 
(M:16.7) 1 2 1 K.GEMLDLQHGSLFLKTPK.I Dimethyl:2H(4): 14; Oxidation: 3

11022 true 2923 2037.8242 2036.85 1 -16.27 168.07 34.83
28.6 
(M:28.6) 1 1 1 M.ADFDPYDDRAYSSFGGGR.G Acetyl: 1

11023 false 2924 1492.8338 1491.8483 1 -14.62 212.07 39.33
24.7 
(M:24.7) 2 2 1 K.SLAGMLTPYIARK.L Oxidation: 5; Dimethyl: 1, 13

11024 true 2924 1718.8494 1717.8396 1 1.5 166.9 35
73.6 
(M:73.6) 1 1 0 R.NIAFFSTNCVEGTAR.G

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

11025 true 2924 1966.0986 1965.0622 1 14.84 172.23 37.83
119.6 
(M:119.6) 2 1 0 K.DNHLLGTFDLTGIPPAPR.G Dimethyl:2H(4): 1



11026 true 2925 1791.0762 1790.0542 1 8.22 189.03 42.33
60.3 
(M:60.3) 2 1 0 R.QLLQANPILEAFGNAK.T Dimethyl:2H(4): 1, 16

11027 true 2926 1056.5849 1055.5764 1 1.17 270.03 35.17
39.8 
(M:39.8) 1 1 0 K.DLEVLFHR.S Dimethyl: 1

11028 true 2926 2263.0966 2262.114 1 -10.93 193.46 34.83
104.6 
(M:104.6) 2 1 0

K.DLYANTVLSGGTTMYPGIADR
.M Dimethyl:2H(4): 1; Oxidation: 14

11029 true 2926 2263.0966 2262.114 1 -10.93 193.46 34.83
104.6 
(M:104.6) 2 1 0

K.DLYANTVLSGGTTMYPGIADR
.M Dimethyl:2H(4): 1; Oxidation: 14

11030 true 2926 2421.2713 2420.2118 1 21.55 247.98 37.83
98.8 
(M:98.8) 1 1 0

K.HVSSCSAPAPLTAAEQELQQI
R.I Carbamidomethyl: 5; Dimethyl: 1

11031 true 2927 2455.2699 2454.2505 1 4.96 168.96 37.67
39.2 
(M:39.2) 1 1 0 K.IEEFLEQTLCPPTYPHLSPK.Y Carbamidomethyl: 10; Dimethyl: 1, 20

11032 true 2928 1220.729 1219.7227 1 -0.77 135.86 35.17
53.1 
(M:53.1) 1 1 0 R.QIDQFLVVAR.A Dimethyl:2H(4): 1



11033 true 2928 1535.8996 1534.9123 1 -13.03 267.05 39.17
19.8 
(M:19.8) 1 1 1 K.FKLVFLGEQSVGK.T Dimethyl: 1, 2, 13

11034 true 2928 1814.9998 1813.976 1 9.08 171.87 42.5
27.9 
(M:27.9) 1 1 0 K.LGMPQFLSPEAQSLLR.M Dimethyl: 1

11035 true 2929 1301.657 1300.6452 1 3.46 175.1 35.33
53.5 
(M:53.5) 1 1 0 R.FVYVWDTTSR.R Dimethyl: 1

11036 false 2929 1819.0255 1817.9743 1 24.14 165.83 42.5
24.9 
(M:24.9) 1 2 1 K.KLALDMATNAACASLLK.K Carbamidomethyl: 12; Dimethyl: 17

11037 true 2929 1819.0255 1818.0011 1 9.39 227.29 42.5
57.1 
(M:57.1) 1 1 0 K.LGMPQFLSPEAQSLLR.M Dimethyl:2H(4): 1

11038 true 2931 1070.5353 1069.5365 1 -7.92 199.85 35.17
15.8 
(M:15.8) 1 1 0 R.DLTDYLMK.I Oxidation: 7; Dimethyl: 1, 8

11039 true 2931 1070.5353 1069.5365 1 -7.92 199.85 35.17
15.8 
(M:15.8) 1 1 0 R.DLTDYLMK.I Oxidation: 7; Dimethyl: 1, 8



11040 true 2931 1070.5353 1069.5365 1 -7.92 199.85 35.17
15.8 
(M:15.8) 1 1 0 R.DLTDYLMK.I Oxidation: 7; Dimethyl: 1, 8

11041 true 2931 1070.5353 1069.5365 1 -7.92 199.85 35.17
15.8 
(M:15.8) 1 1 0 R.DLTDYLMK.I Oxidation: 7; Dimethyl: 1, 8

11042 true 2931 1070.5353 1069.5365 1 -7.92 199.85 35.17
15.8 
(M:15.8) 1 1 0 R.DLTDYLMK.I Oxidation: 7; Dimethyl: 1, 8

11043 true 2931 1648.9013 1647.8807 1 8.09 222.01 39.17
48.0 
(M:48.0) 1 1 0 K.LVFLACYVAPTNPR.F Carbamidomethyl: 6; Dimethyl: 1

11044 true 2932 1078.5862 1077.5868 1 -7.24 179.82 35.17
25.4 
(M:25.4) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7

11045 true 2932 1078.5862 1077.5868 1 -7.24 179.82 35.17
25.4 
(M:25.4) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7

11046 true 2932 1078.5862 1077.5868 1 -7.24 179.82 35.17
25.4 
(M:25.4) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7



11047 true 2932 1078.5862 1077.5868 1 -7.24 179.82 35.17
25.4 
(M:25.4) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7

11048 true 2932 1078.5862 1077.5868 1 -7.24 179.82 35.17
25.4 
(M:25.4) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7

11049 true 2932 2390.2724 2389.2436 1 9.02 119.1 42.5
47.7 
(M:47.7) 3 1 0

R.VPGDVPLLCAATLSVNPCTAF
R.M

Carbamidomethyl: 9, 18; 
Dimethyl:2H(4): 1

11050 true 2933 1438.776 1437.7538 1 10.41 347.17 35.17
25.0 
(M:25.0) 1 1 0 K.YNILGTNTIMDK.M Dimethyl: 1, 12

11051 false 2934 1160.6724 1159.6432 1 18.89 311.21 35
24.4 
(M:24.4) 1 2 0 K.DMAMGSIVLK.Y Dimethyl:2H(4): 1, 10; Oxidation: 2, 4

11052 true 2934 1281.6878 1280.6628 1 13.83 152.52 42.5
18.9 
(M:18.9) 1 1 0 R.LFFWMQEPK.T Dimethyl: 1, 9

11053 true 2934 1761.9067 1760.8855 1 7.91 201.94 39.17
54.0 
(M:54.0) 1 1 0 R.MLQYCLQGLFHPAR.K Carbamidomethyl: 5; Dimethyl: 1



11054 true 2935 1308.8372 1307.8177 1 9.36 149.29 42.67
42.9 
(M:42.9) 1 1 0 K.LVLSELLQPIR.A Dimethyl: 1

11055 true 2935 1830.037 1829.02 1 5.35 207.36 39.33
40.0 
(M:40.0) 1 1 0 K.VYAILTHGIFSGPAISR.I Dimethyl: 1

11056 true 2936 1188.6811 1187.6762 1 -1.93 123.21 35
26.0 
(M:26.0) 1 72.87 1 0 K.SSIADINSLLK.I Dimethyl: 11

11057 true 2936 1312.8552 1311.8428 1 3.95 257.08 42.67
29.5 
(M:29.5) 1 1 0 K.LVLSELLQPIR.A Dimethyl:2H(4): 1

11058 false 2938 1342.746 1341.7504 1 -8.71 237.71 47
16.5 
(M:16.5) 1 3 1 K.NGEKLQDLELK.T Dimethyl: 1, 11

11059 true 2938 1422.8167 1421.7969 1 8.82 309.19 42.5
52.9 
(M:52.9) 1 1 0 K.LNPQQFEVLFR.S Dimethyl:2H(4): 1

11060 true 2938 2289.2563 2288.2277 1 9.29 227.31 39.33
47.8 
(M:47.8) 1 1 1 K.TANKEQLIAAYTQLFHTQR.F Dimethyl: 1, 4



11061 true 2940 1202.6684 1201.6675 1 -5.31 144.81 39.67
25.4 
(M:25.4) 1 1 0 R.GAIVLCCLLR.S Carbamidomethyl: 6, 7; Dimethyl: 1

11062 true 2940 1490.8808 1489.8657 1 5.25 242.18 42.83
88.9 
(M:88.9) 2 1 0 R.VLPPPGPALLDAFR.L Dimethyl: 1

11063 true 2940 1676.8445 1675.8386 1 -0.82 223.88 35.33
69.3 
(M:69.3) 1 1 0 R.SVMDATQIAGLNCLR.L Carbamidomethyl: 13; Dimethyl: 1

11064 true 2940 2425.2866 2424.2369 1 17.47 272.9 37.83
74.4 
(M:74.4) 1 1 0

K.HVSSCSAPAPLTAAEQELQQI
R.I

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

11065 true 2941 1289.7066 1288.6962 1 2.44 265.28 39.83
30.8 
(M:30.8) 1 1 0 K.VGQLSTWLAMR.D Dimethyl: 1

11066 true 2941 1680.8752 1679.8637 1 2.53 245.5 35.33
67.7 
(M:67.7) 1 1 0 R.SVMDATQIAGLNCLR.L

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

11067 true 2941 2781.3305 2780.2864 1 13.24 182.51 37.83
95.6 
(M:95.6) 1 1 1

K.KGADALEDFLYHEGYACTSIH
GDR.S Carbamidomethyl: 17; Dimethyl: 1, 1



11068 true 2942 1520.8902 1519.8701 1 8.47 113.59 42.5
41.2 
(M:41.2) 2 1 0 R.VPLFGIDFTQVPR.D Dimethyl:2H(4): 1

11069 true 2942 1683.7819 1682.79 1 -9.11 183.15 35
100.5 
(M:100.5) 1 1 0 R.FGIDDQDFQNSLTR.S Dimethyl: 1

11070 true 2942 1792.044 1791.0254 1 6.29 223.56 35.17
77.1 
(M:77.1) 1 1 0 R.IHDVEISQVTVVGIVR.H Dimethyl: 1

11071 true 2942 2789.369 2788.3366 1 8.99 218.43 37.83
80.2 
(M:80.2) 1 1 1

K.KGADALEDFLYHEGYACTSIH
GDR.S

Carbamidomethyl: 17; Dimethyl:2H(4): 
1, 1

11072 true 2943 1260.6077 1259.6087 1 -6.6 207.54 39.5
68.3 
(M:68.3) 2 1 0 R.VFSWGFGGYGR.L Dimethyl: 1

11073 true 2943 1687.8004 1686.8151 1 -13.04 218.3 35
65.5 
(M:65.5) 1 1 0 R.FGIDDQDFQNSLTR.S Dimethyl:2H(4): 1

11074 true 2943 1796.065 1795.0505 1 4.01 244.05 35.17
98.0 
(M:98.0) 1 1 0 R.IHDVEISQVTVVGIVR.H Dimethyl:2H(4): 1



11075 true 2944 1113.6759 1112.6554 1 11.93 354.28 38.17
30.6 
(M:30.6) 1 1 0 R.DLASVQALLR.K Dimethyl: 1

11076 true 2946 2034.0483 2033.0364 1 2.25 188.54 35.33
64.5 
(M:64.5) 1 1 0 R.ISIEMHGTLEDQLNHLR.Q Dimethyl: 1

11077 true 2947 824.4661 823.4592 1 -0.54 420.66 38.17
24.9 
(M:24.9) 1 1 0 R.DVFLFR.S Dimethyl: 1

11078 true 2947 1449.7931 1448.8126 1 -18.5 432.58 39.83
18.4 
(M:18.4) 1 1 1 R.EDSLDSVLFLKK.I Dimethyl: 11, 12

11079 true 2947 2038.0558 2037.0615 1 -6.37 252.15 35.33
106.5 
(M:106.5) 1 1 0 R.ISIEMHGTLEDQLNHLR.Q Dimethyl:2H(4): 1

11080 true 2948 1501.7367 1500.7395 1 -6.69 110.38 35.17
29.4 
(M:29.4) 1 1 0 R.ADVEAQMPAWISR.F Dimethyl: 1

11081 false 2948 2194.0222 2193.0635 1 -22.16 239.88 35.33
15.5 
(M:15.5) 1 2 0 R.DPLVSYEAMSPPCSPLQDK.L

Carbamidomethyl: 13; Dimethyl:2H(4): 
1; Dimethyl: 19



11082 false 2949 1117.6772 1116.6805 1 -9.4 198.87 38.17
20.4 
(M:20.4) 1 4 0 R.DLASVQALLR.K Dimethyl:2H(4): 1

11083 true 2949 1633.7358 1632.7454 1 -10.31 131.02 35.17
24.2 
(M:24.2) 1 1 0 -.MESEGPSEPGFVGIR.F Acetyl: 1

11084 true 2949 1787.0605 1786.0291 1 13.54 245.03 42.5
26.4 
(M:26.4) 1 62.18 1 0 R.QLLQANPILEAFGNAK.T Dimethyl:2H(4): 1; Dimethyl: 16

11085 true 2949 2198.0468 2197.0346 1 2.21 324.86 35.33
135.6 
(M:135.6) 1 1 0

R.FGQGSAMEGLGAMGGNPPA
FNR.G Dimethyl:2H(4): 1

11086 true 2950 962.5085 961.5055 1 -4.48 187.9 35.33
52.8 
(M:52.8) 1 1 0 K.LMIWDTR.S Dimethyl: 1

11087 true 2950 1137.6 1136.5978 1 -4.46 404.73 38.17
42.2 
(M:42.2) 1 1 0 K.DLFQVAFNR.V Dimethyl: 1

11088 false 2950 1137.6 1136.5648 1 24.56 345.18 38.17
26.4 
(M:26.4) 1 2 0 R.AGGACTAAAFLK.E Carbamidomethyl: 5



11089 false 2950 1547.7362 1546.7661 1 -24.01 306.33 39.67
16.4 
(M:16.4) 1 3 0 K.SQLSCVVVDDIER.L Carbamidomethyl: 5; Dimethyl: 1

11090 false 2951 985.6013 984.6157 1 -22.07 171.61 35.33
22.6 
(M:22.6) 1 2 0 K.EVKPEAPK.E Dimethyl:2H(4): 3; Dimethyl: 1, 8

11091 true 2951 985.6013 984.5968 1 -2.84 105.77 35.33
27.6 
(M:27.6) 1 1 0 K.IDLTLLNR.L Dimethyl: 1

11092 true 2951 1244.713 1243.6958 1 7.97 193.64 38.33
43.8 
(M:43.8) 1 1 0 R.DLSLLQIQMR.D Dimethyl: 1

11093 true 2951 1723.9045 1722.913 1 -9.17 154.16 35.17
31.8 
(M:31.8) 1 1 0 K.IIDINYYPVPEAER.S Dimethyl:2H(4): 1

11094 true 2952 1106.638 1105.6383 1 -6.88 236.69 35.33
50.0 
(M:50.0) 1 1 0 K.SITGDFALVK.A Dimethyl: 1, 10

11095 true 2952 1369.7213 1368.7016 1 9.1 297.04 38.33
43.7 
(M:43.7) 1 1 0 K.DLGYIYFYQR.I Dimethyl:2H(4): 1



11096 true 2952 1884.8115 1883.8216 1 -9.19 189.28 35.17
80.4 
(M:80.4) 1 1 0 K.CPDCDMAFVTSGELVR.H Carbamidomethyl: 1, 4; Dimethyl: 1

11097 true 2953 1187.6736 1186.671 1 -3.99 61.88 35.33
30.6 
(M:30.6) 1 1 0 R.VLISTDVWAR.G Dimethyl: 1

11098 true 2954 1970.9328 1969.9381 1 -6.38 90.91 35.17
77.4 
(M:77.4) 1 1 0 R.TSIDAYDNFDNISLAQR.L Dimethyl: 1

11099 true 2955 1834.0675 1833.0451 1 8.28 372.38 39.33
36.9 
(M:36.9) 1 1 0 K.VYAILTHGIFSGPAISR.I Dimethyl:2H(4): 1

11100 true 2955 1974.9604 1973.9632 1 -5.13 98.04 35.33
86.3 
(M:86.3) 1 1 0 R.TSIDAYDNFDNISLAQR.L Dimethyl:2H(4): 1

11101 true 2956 1621.8271 1620.8082 1 7.14 184.23 38.33
60.7 
(M:60.7) 1 1 0 R.CFFDIAINNVPAGR.V Carbamidomethyl: 1; Dimethyl: 1

11102 true 2957 1346.777 1345.7718 1 -1.53 297.62 35.5
59.0 
(M:59.0) 1 1 0 K.LDPHLVLDQLR.C Dimethyl: 1



11103 true 2957 1346.777 1345.7718 1 -1.53 297.62 35.5
59.0 
(M:59.0) 1 1 0 K.LDPHLVLDQLR.C Dimethyl: 1

11104 true 2957 1625.8422 1624.8334 1 0.96 261.6 38.33
39.4 
(M:39.4) 1 1 0 R.CFFDIAINNVPAGR.V

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

11105 true 2957 2214.9821 2213.9899 1 -6.79 165 35.33
109.8 
(M:109.8) 2 1 0 R.EMEENFAVEAANYQDTIGR.L Dimethyl: 1

11106 true 2958 1156.6825 1155.6553 1 17.21 450.89 40
49.9 
(M:49.9) 1 1 0 K.GAHPLFAFLR.E Dimethyl: 1

11107 true 2958 2219.0061 2218.015 1 -7.31 208.81 35.33
156.5 
(M:156.5) 1 1 0 R.EMEENFAVEAANYQDTIGR.L Dimethyl:2H(4): 1

11108 true 2959 1160.7078 1159.6804 1 17.3 486.8 40
45.8 
(M:45.8) 1 1 0 K.GAHPLFAFLR.E Dimethyl:2H(4): 1

11109 true 2959 2365.1549 2364.1671 1 -8.28 123.89 35.17
33.0 
(M:33.0) 1 1 1 K.YRCELLYEGPPDDEAAIGIK.N Carbamidomethyl: 3; Dimethyl: 1, 20



11110 true 2960 1685.937 1684.9188 1 6.45 261.25 38.33
69.7 
(M:69.7) 1 1 0 K.HELLQPFNVLYEK.E Dimethyl: 1, 13

11111 true 2960 2109.099 2108.0803 1 5.4 295.11 39.33
85.1 
(M:85.1) 1 1 1 R.FTPGTFTNQIQAAFREPR.L Dimethyl: 1

11112 false 2960 2500.187 2499.2274 1 -19.08 149.52 35.17
16.5 
(M:16.5) 1 2 1

K.TLDNVAIAEEEKMEAMVETEK
.K

Dimethyl:2H(4): 12; Oxidation: 13, 16; 
Dimethyl: 1, 21

11113 true 2960 2500.187 2499.1977 1 -7.19 144.06 35.17
100.2 
(M:100.2) 1 1 0 R.IAQLEEELEEEQGNTEIINDR.L Dimethyl: 1

11114 false 2961 953.4968 952.4738 1 16.39 118.67 35.33
15.7 
(M:15.7) 1 7 0 R.INAWDMR.Y Dimethyl:2H(4): 1; Oxidation: 6

11115 false 2961 953.4968 952.48 1 9.9 71.54 35.33
17.4 
(M:17.4) 1 50 4 1 K.LSCKDFR.L Carbamidomethyl: 3; Dimethyl: 1

11116 true 2961 953.4968 952.5018 1 -12.94 105.87 35.33
20.3 
(M:20.3) 1 1 0 R.IIFDDFR.E Dimethyl: 1



11117 false 2962 957.5262 956.5051 1 14.39 273.58 35.33
20.2 
(M:20.2) 1 59.39 5 1 K.LSCKDFR.L

Carbamidomethyl: 3; Dimethyl:2H(4): 
4

11118 false 2962 957.5262 956.5113 1 7.92 290.67 35.33
21.5 
(M:21.5) 1 2 0 R.IPLNPTMR.L Oxidation: 7

11119 false 2962 957.5262 956.5269 1 -8.36 56.46 35.33
20.6 
(M:20.6) 1 4 0 R.IIFDDFR.E Dimethyl:2H(4): 1

11120 true 2962 1463.7832 1462.778 1 -1.44 385.73 35.5
98.1 
(M:98.1) 2 1 0 R.FTQAGSEVSALLGR.I Dimethyl: 1

11121 false 2962 1463.7832 1462.7817 1 -3.97 253.72 35.5
19.2 
(M:19.2) 1 3 0 K.AAVVENGEVGTETK.S Dimethyl:2H(4): 1; Dimethyl: 14

11122 true 2962 1693.9847 1692.9691 1 4.95 171.06 38.33
63.8 
(M:63.8) 1 1 0 K.HELLQPFNVLYEK.E Dimethyl:2H(4): 1, 13

11123 true 2962 2869.3839 2868.3687 1 2.74 100.04 42.5
23.0 
(M:23.0) 1 1 0

R.GFGFVTFSSMAEVDAAMAAR
PHTIDGR.V Dimethyl: 1



11124 false 2963 843.4703 842.4476 1 18.3 283.42 42.67
15.4 
(M:15.4) 1 3 0 K.LWDYSK.G Dimethyl:2H(4): 6

11125 true 2964 1035.6059 1034.6165 1 -17.19 244.96 39.5
38.5 
(M:38.5) 1 1 0 K.FPLLQSFK.A Dimethyl: 1, 8

11126 false 2964 1108.7057 1107.7205 1 -19.97 276.34 42.67
16.6 
(M:16.6) 1 3 1 R.VAIFIEKTK.D Dimethyl:2H(4): 1; Dimethyl: 7

11127 true 2965 1657.8852 1656.8835 1 -3.4 220.91 35.5
34.1 
(M:34.1) 1 1 0 K.TIPNDPGFVVTLSNR.M Dimethyl: 1

11128 false 2967 1542.7581 1541.7798 1 -18.76 151.72 35.33
17.1 
(M:17.1) 1 2 1 K.KLEGNSPQGSNQGVK.I

11129 true 2967 1542.7581 1541.7587 1 -5.06 89.23 35.33
21.7 
(M:21.7) 1 1 0 M.AQWNQLQQLDTR.Y Acetyl: 1

11130 false 2969 751.4456 750.4276 1 14.27 417.54 39.67
19.9 
(M:19.9) 2 2 1 K.DFAKSK.V Dimethyl: 4, 6



11131 false 2969 751.4456 750.4211 1 22.95 382.49 39.67
16.7 
(M:16.7) 1 4 1 K.CRFLK.H Carbamidomethyl: 1; Dimethyl: 5

11132 true 2969 1409.8974 1408.9068 1 -11.79 363.54 40
37.4 
(M:37.4) 1 1 0 R.LLVLGGAGQLLAPR.G Dimethyl:2H(4): 1

11133 true 2969 1441.8738 1440.8552 1 7.88 276.78 42.67
119.9 
(M:119.9) 1 1 0 K.TALALAIAQELGSK.V Dimethyl: 1, 14

11134 true 2969 1778.9063 1777.9049 1 -3.34 225.2 35.33
63.1 
(M:63.1) 1 1 0 R.AADQFSLIDFNHNVR.C Dimethyl:2H(4): 1

11135 true 2969 1790.8935 1789.8846 1 0.91 176.09 35.33
74.1 
(M:74.1) 1 1 0 K.SYELPDGQVITIGNER.F

11136 true 2969 1790.8935 1789.8846 1 0.91 176.09 35.33
74.1 
(M:74.1) 1 1 0 K.SYELPDGQVITIGNER.F

11137 true 2969 1790.8935 1789.8846 1 0.91 176.09 35.33
74.1 
(M:74.1) 1 1 0 K.SYELPDGQVITIGNER.F



11138 true 2969 1790.8935 1789.8846 1 0.91 176.09 35.33
74.1 
(M:74.1) 1 1 0 K.SYELPDGQVITIGNER.F

11139 true 2969 1790.8935 1789.8846 1 0.91 176.09 35.33
74.1 
(M:74.1) 1 1 0 K.SYELPDGQVITIGNER.F

11140 true 2969 2097.0338 2096.0174 1 4.32 200.16 38.17
99.8 
(M:99.8) 1 1 0 K.SHVDSSSVDSLFYAAQSIR.V Dimethyl: 1

11141 true 2970 1449.924 1448.9054 1 7.81 297.48 42.67
63.8 
(M:63.8) 1 1 0 K.TALALAIAQELGSK.V Dimethyl:2H(4): 1, 14

11142 true 2970 2101.056 2100.0426 1 2.95 240.85 38.17
113.0 
(M:113.0) 1 1 0 K.SHVDSSSVDSLFYAAQSIR.V Dimethyl:2H(4): 1

11143 false 2971 862.5197 861.5324 1 -23.14 486.25 39.67
17.9 
(M:17.9) 1 2 0 K.ILQVSFK.T Dimethyl: 7

11144 false 2971 1473.8255 1472.8098 1 5.68 213.26 42.83
15.5 
(M:15.5) 1 4 0 R.AADYMGTTLTLLK.E

Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 13



11145 true 2971 1473.8255 1472.8239 1 -3.86 207.93 42.83
21.8 
(M:21.8) 1 51.67 1 1 K.LSDIPEGKNVAFK.W Dimethyl: 1, 13

11146 true 2972 2053.012 2052.0099 1 -2.49 191.87 35.33
68.6 
(M:68.6) 1 1 0 K.SEASLHPVLMSEAPWNTR.A Dimethyl: 1

11147 false 2973 941.5901 940.5593 1 24.91 243.66 39.67
16.4 
(M:16.4) 1 4 1 K.GPDEAKIK.A Dimethyl: 1, 6, 8

11148 false 2973 941.5901 940.6008 1 -19.08 165.73 39.67
18.1 
(M:18.1) 1 2 1 R.GVPDPKIR.I Dimethyl:2H(4): 1; Dimethyl: 6

11149 true 2973 941.5901 940.5858 1 -3.22 177.82 39.67
27.1 
(M:27.1) 1 1 0 R.WIVNLIR.N Dimethyl: 1

11150 false 2973 941.5901 940.5892 1 -6.8 226.11 39.67
15.1 
(M:15.1) 1 5 1 K.MPKPRLK.A Oxidation: 1; Dimethyl: 3, 7

11151 false 2973 941.5901 940.5593 1 24.91 243.66 39.67
16.4 
(M:16.4) 1 4 1 K.GPDEAKIK.A Dimethyl: 1, 6, 8



11152 true 2973 1583.889 1582.862 1 12.43 244.7 40
50.7 
(M:50.7) 2 1 0 K.LFSLPAQPLWNNR.L Dimethyl: 1

11153 true 2973 3066.4549 3065.4409 1 2.18 170.28 38.33
65.4 
(M:65.4) 1 1 1

R.FLSNGHVTIPGQQDKDMFQE
TMEAMR.I Dimethyl: 1, 15

11154 true 2974 1590.9289 1589.893 1 18.03 267.05 39.83
39.4 
(M:39.4) 1 1 0 K.IVTGFNGIPFTIQR.L Dimethyl: 1

11155 true 2974 2201.0753 2200.1021 1 -15.46 136.94 35.33
21.9 
(M:21.9) 1 1 1 K.ENETDEENTEVMIKGGGLK.H

Dimethyl:2H(4): 1, 14; Oxidation: 12; 
Dimethyl: 19

11156 true 2974 3074.5046 3073.4911 1 2.02 168.09 38.33
62.0 
(M:62.0) 1 100 1 1

R.FLSNGHVTIPGQQDKDMFQE
TMEAMR.I Dimethyl:2H(4): 1, 15

11157 true 2975 1055.6037 1054.5936 1 2.68 289.23 39.83
30.1 
(M:30.1) 2 1 0 K.FLNVPMFR.N Dimethyl:2H(4): 1

11158 false 2975 1055.6037 1054.5969 1 -0.51 304.03 39.83
15.4 
(M:15.4) 1 7 1 R.IMRGPFMK.F

Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 8



11159 true 2975 1749.9461 1748.925 1 7.92 165.42 42.67
16.5 
(M:16.5) 1 1 1 K.KLDLEAWFPGSGAFR.E Dimethyl: 1, 1

11160 true 2975 3199.5824 3198.6019 1 -8.38 193.92 38.17
86.0 
(M:86.0) 1 1 0

R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Oxidation: 6

11161 true 2975 3199.5824 3198.6019 1 -8.38 193.92 38.17
86.0 
(M:86.0) 1 1 0

R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Oxidation: 6

11162 true 2976 1113.6229 1112.6168 1 -1.1 339.16 35.67
37.4 
(M:37.4) 1 1 0 R.YDLTVPFAR.Y Dimethyl:2H(4): 1

11163 true 2976 1261.6421 1260.6384 1 -2.85 100.32 35.5
31.7 
(M:31.7) 1 1 0 K.SICEVLDLER.S Carbamidomethyl: 3; Dimethyl: 1

11164 true 2977 1176.6449 1175.6373 1 0.28 111.96 35.5
43.1 
(M:43.1) 1 1 0 K.YIPDICVIR.A Carbamidomethyl: 6; Dimethyl: 1

11165 true 2977 1265.6605 1264.6635 1 -8.08 140.98 35.5
39.5 
(M:39.5) 1 1 0 K.SICEVLDLER.S

Carbamidomethyl: 3; Dimethyl:2H(4): 
1



11166 true 2978 1180.6643 1179.6624 1 -4.54 95.16 35.5
24.5 
(M:24.5) 1 1 0 K.YIPDICVIR.A

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

11167 true 2978 1863.0546 1862.0604 1 -7.02 205.66 42.83
42.9 
(M:42.9) 1 1 0 R.IAYAPQFILNVESLPR.I Dimethyl:2H(4): 1

11168 true 2979 1205.6425 1204.6241 1 9.23 83.26 35.5
18.4 
(M:18.4) 1 1 0 R.SYLQDPIWR.G Dimethyl: 1

11169 true 2981 901.5569 900.5433 1 6.99 562.74 38.33
26.7 
(M:26.7) 1 1 0 K.DIILPFR.V Dimethyl: 1

11170 true 2981 1273.7209 1272.719 1 -4.26 176.75 35.5
37.8 
(M:37.8) 1 1 0 K.VIQQLFDNLR.N Dimethyl: 1

11171 true 2982 1277.747 1276.7111 1 22.38 172.41 35.5
20.3 
(M:20.3) 2 1 1 K.AALAKQAADQMK.N Dimethyl:2H(4): 1

11172 true 2982 1431.749 1430.7518 1 -7.03 262.52 35.5
61.8 
(M:61.8) 1 1 0 R.DFLQLNELQQR.Y Dimethyl: 1



11173 false 2982 1917.0951 1916.1335 1 -23.83 247.93 42.67
17.9 
(M:17.9) 1 3 1 K.TEKDPKPPYLKPVGQR.F Dimethyl:2H(4): 6, 11

11174 false 2983 1131.7175 1130.6846 1 22.67 150.95 38.33
15.7 
(M:15.7) 1 7 1 K.LAMSGKVLLR.N Oxidation: 3; Dimethyl: 1

11175 false 2983 1131.7175 1130.7213 1 -9.77 199.2 38.33
19.7 
(M:19.7) 1 3 1 K.VQEDIKALK.Q Dimethyl:2H(4): 1; Dimethyl: 6, 9

11176 true 2983 1435.7834 1434.7769 1 -0.53 298.59 35.5
53.4 
(M:53.4) 1 1 0 R.DFLQLNELQQR.Y Dimethyl:2H(4): 1

11177 true 2983 1438.8117 1437.798 1 4.44 360.83 39.83
36.9 
(M:36.9) 2 1 0 R.IAAYAFSALSQIR.V Dimethyl: 1

11178 true 2984 1215.7242 1214.7023 1 12.01 144.62 38.33
44.9 
(M:44.9) 1 1 0 R.DIIALNPLYR.E Dimethyl: 1

11179 true 2984 1350.8016 1349.7969 1 -1.88 299.76 35.5
88.8 
(M:88.8) 1 1 0 K.LDPHLVLDQLR.C Dimethyl:2H(4): 1



11180 false 2984 1350.8016 1349.8009 1 -4.86 284.63 35.5
18.1 
(M:18.1) 1 2 1 K.IDREFALWLK.D Dimethyl:2H(4): 1; Dimethyl: 10

11181 true 2984 1350.8016 1349.7969 1 -1.88 299.76 35.5
88.8 
(M:88.8) 1 1 0 K.LDPHLVLDQLR.C Dimethyl:2H(4): 1

11182 true 2984 1564.764 1563.7603 1 -2.26 145.12 35.67
78.0 
(M:78.0) 1 1 0 K.MINFSVPDTIDER.T Dimethyl: 1

11183 true 2985 1385.7686 1384.7653 1 -2.86 279.72 35.67
52.3 
(M:52.3) 1 1 0 R.FIDTSQFILNR.L Dimethyl:2H(4): 1

11184 true 2985 1493.8439 1492.8137 1 15.31 211.81 39.67
19.4 
(M:19.4) 1 1 1 R.IIDSLFNTVTDKK.I

11185 true 2985 1568.7852 1567.7854 1 -4.77 169.69 35.67
77.1 
(M:77.1) 1 1 0 K.MINFSVPDTIDER.T Dimethyl:2H(4): 1

11186 true 2986 1248.739 1247.7209 1 8.65 230.92 38.33
41.1 
(M:41.1) 1 1 0 R.DLSLLQIQMR.D Dimethyl:2H(4): 1



11187 true 2986 1421.7198 1420.7099 1 1.84 297.2 35.5
16.6 
(M:16.6) 2 1 0 K.DSIVQGFQWGTR.E Dimethyl: 1

11188 true 2986 1577.7702 1576.7879 1 -15.82 124.17 35.5
15.5 
(M:15.5) 1 1 1 R.NLDTGGNKSVLMER.L Oxidation: 12; Dimethyl: 1

11189 true 2986 2259.2853 2258.2646 1 5.92 237.74 43
91.3 
(M:91.3) 3 1 0

K.MSVQPTVSLGGFEITPPVVLR.
L Dimethyl:2H(4): 1

11190 true 2987 1260.7061 1259.6908 1 6.39 104.89 38.33
19.5 
(M:19.5) 1 1 0 R.DLSLLQIQMR.D Oxidation: 9; Dimethyl: 1

11191 true 2987 1467.8117 1466.8031 1 0.9 378.02 35.5
108.5 
(M:108.5) 2 1 0 R.FTQAGSEVSALLGR.I Dimethyl:2H(4): 1

11192 true 2987 1588.856 1587.8508 1 -1.35 129.7 35.5
87.3 
(M:87.3) 1 1 0 K.LYTLVLTDPDAPSR.K Dimethyl: 1

11193 true 2987 1628.9751 1627.9599 1 4.85 308.48 39.83
41.8 
(M:41.8) 2 1 0 R.QIYPPINVLPSLSR.L Dimethyl:2H(4): 1



11194 true 2987 2448.3187 2447.2916 1 8.1 110.72 42.67
33.0 
(M:33.0) 1 1 0

R.LVQTTYECLMQAIDAVKPGVR
.Y Carbamidomethyl: 8; Dimethyl: 1, 17

11195 true 2988 1592.8806 1591.8759 1 -1.64 139.63 35.5
79.0 
(M:79.0) 1 1 0 K.LYTLVLTDPDAPSR.K Dimethyl:2H(4): 1

11196 true 2989 1044.6379 1043.6168 1 13.24 325.63 40
54.5 
(M:54.5) 1 1 0 K.AGIPVFAWK.G Dimethyl: 1, 9

11197 false 2989 1044.6379 1043.6339 1 -3.13 285.63 40
16.4 
(M:16.4) 1 4 1 R.GLANKTVSAK.R Dimethyl: 1, 10

11198 true 2989 1615.8538 1614.8518 1 -3.26 212.35 35.67
39.8 
(M:39.8) 1 1 0 R.AVLDHQQFDFIVR.M Dimethyl: 1

11199 true 2990 1051.5919 1050.5685 1 15.38 314.9 40
32.7 
(M:32.7) 2 1 0 K.FLNVPMFR.N Dimethyl: 1

11200 false 2990 1359.7871 1358.7536 1 19.25 285.98 42.83
16.1 
(M:16.1) 1 2 0 K.EPYNYFLLLR.A Dimethyl:2H(4): 1



11201 true 2990 1893.8953 1892.9057 1 -9.32 252.43 35.67
76.8 
(M:76.8) 1 1 0 K.TYFPHFDLSPGSDQVR.G Dimethyl: 1

11202 true 2991 1071.6454 1070.6426 1 -4.21 420.72 40
26.0 
(M:26.0) 1 1 0 K.VITSFLGFR.E Dimethyl:2H(4): 1

11203 true 2991 1629.8494 1628.8444 1 -1.37 126.02 35.5
75.7 
(M:75.7) 1 1 0 R.AVLVDLEPGTMDSVR.S Dimethyl: 1

11204 true 2991 1629.8494 1628.8444 1 -1.37 126.02 35.5
75.7 
(M:75.7) 1 1 0 R.AVLVDLEPGTMDSVR.S Dimethyl: 1

11205 true 2991 1897.9216 1896.9308 1 -8.7 357.39 35.67
80.9 
(M:80.9) 1 1 0 K.TYFPHFDLSPGSDQVR.G Dimethyl:2H(4): 1

11206 false 2992 1078.6591 1077.6508 1 0.94 434.31 40
17.6 
(M:17.6) 1 2 0 R.LFMLLLEK.E Oxidation: 3; Dimethyl: 1, 8

11207 true 2992 1633.8726 1632.8695 1 -2.51 166.3 35.5
65.0 
(M:65.0) 1 1 0 R.AVLVDLEPGTMDSVR.S Dimethyl:2H(4): 1



11208 true 2992 1633.8726 1632.8695 1 -2.51 166.3 35.5
65.0 
(M:65.0) 1 1 0 R.AVLVDLEPGTMDSVR.S Dimethyl:2H(4): 1

11209 true 2993 1352.8225 1351.8075 1 5.72 210.61 38.5
89.5 
(M:89.5) 1 1 0 R.NIPGITLLDVNK.L Dimethyl: 1, 12

11210 true 2993 1645.8485 1644.8393 1 1.17 115.5 35.5
28.1 
(M:28.1) 1 1 0 R.AVLVDLEPGTMDSVR.S Oxidation: 11; Dimethyl: 1

11211 true 2993 1645.8485 1644.8393 1 1.17 115.5 35.5
28.1 
(M:28.1) 1 1 0 R.AVLVDLEPGTMDSVR.S Oxidation: 11; Dimethyl: 1

11212 true 2993 2322.2751 2321.2529 1 6.43 319.25 35.5
15.1 
(M:15.1) 1 1 1

R.IAEKPGDHEPSTLQAIKDNAK.
G Dimethyl:2H(4): 21; Dimethyl: 17

11213 true 2994 1360.87 1359.8577 1 3.68 209.3 38.5
70.7 
(M:70.7) 1 1 0 R.NIPGITLLDVNK.L Dimethyl:2H(4): 1, 12

11214 true 2994 1662.8893 1661.8876 1 -3.34 169.1 35.5
60.7 
(M:60.7) 1 1 0 R.LTVEDPVTVEYITR.Y Dimethyl: 1



11215 false 2995 824.46 823.4524 1 0.44 459.85 35.67
17.4 
(M:17.4) 1 3 1 K.NQMKQK.K Dimethyl:2H(4): 1; Oxidation: 3

11216 true 2995 1365.6975 1364.6765 1 10.07 306.25 38.33
35.6 
(M:35.6) 1 1 0 K.DLGYIYFYQR.I Dimethyl: 1

11217 true 2995 1545.9167 1544.8967 1 8.23 184.78 43.17
68.7 
(M:68.7) 2 1 0 R.LLYPPETGLFLVR.E Dimethyl: 1

11218 true 2995 1666.9229 1665.9127 1 1.72 209.1 35.5
54.9 
(M:54.9) 1 1 0 R.LTVEDPVTVEYITR.Y Dimethyl:2H(4): 1

11219 true 2996 828.4822 827.4939 1 -22.96 344.64 35.67
19.6 
(M:19.6) 2 1 0 K.MQGVPLK.H Dimethyl: 1, 7

11220 false 2996 828.4822 827.4578 1 20.56 442.33 35.67
15.2 
(M:15.2) 1 4 0 K.TYEDLK.R Dimethyl:2H(4): 1; Dimethyl: 6

11221 true 2996 1549.94 1548.9218 1 7.06 222.91 43.17
80.6 
(M:80.6) 1 1 0 R.LLYPPETGLFLVR.E Dimethyl:2H(4): 1



11222 true 2998 1659.9408 1658.9203 1 7.99 185.64 43
67.5 
(M:67.5) 2 1 0 K.ISALAATLEGALSSTAR.I Dimethyl: 1

11223 true 2998 1871.9239 1870.9219 1 -2.82 227.64 35.67
45.6 
(M:45.6) 1 1 1 R.RFDEIMEASDGIMVAR.G Dimethyl:2H(4): 1

11224 false 2998 2427.2098 2426.2494 1 -19.28 266.41 39.67
17.0 
(M:17.0) 1 58.61 2 1

K.MGWPLKEVTAGVFETEAPGG
YK.F Dimethyl:2H(4): 1; Dimethyl: 6

11225 true 2999 1109.5956 1108.5917 1 -3.03 336.45 35.67
25.4 
(M:25.4) 1 1 0 R.YDLTVPFAR.Y Dimethyl: 1

11226 true 2999 1309.7572 1308.719 1 23.63 344.02 40.17
30.5 
(M:30.5) 2 1 0 R.FVLNLTSFNAR.F Dimethyl: 1

11227 true 3000 1814.8641 1813.8355 1 11.71 291.3 38.5
19.0 
(M:19.0) 1 1 1 K.DQAFGCHYNKEQTGK.D

Carbamidomethyl: 6; Dimethyl:2H(4): 
10

11228 true 3001 1331.7709 1330.7398 1 17.93 208.92 40
21.7 
(M:21.7) 1 1 0 R.ALLSAPWYLNR.I Dimethyl: 1



11229 true 3001 1884.0628 1883.0455 1 5.34 281.35 43
60.2 
(M:60.2) 2 1 0 K.LFDIFSQQVATVIQSR.Q Dimethyl:2H(4): 1

11230 true 3001 2419.0023 2418.0104 1 -6.36 151.15 35.5
128.4 
(M:128.4) 1 1 0

-
.MDPCHTEETEGEIPGLGFSDR.S Carbamidomethyl: 4; Acetyl: 1

11231 true 3002 1982.02 1981.0058 1 3.51 180.35 38.5
105.7 
(M:105.7) 2 1 0 K.NLEGYVGFANLPNQVYR.K Dimethyl: 1

11232 false 3004 1080.6538 1079.6385 1 7.42 506.73 39.83
16.7 
(M:16.7) 1 3 1 K.DCIIKIMK.G

Carbamidomethyl: 2; Dimethyl:2H(4): 
1; Dimethyl: 8

11233 false 3004 1311.7245 1310.7347 1 -13.32 201.66 36.83
32.2 
(M:32.2) 1 3 0 R.HTDSLFPILLR.T

11234 true 3004 1416.7397 1415.7191 1 9.4 318.85 35.67
17.1 
(M:17.1) 1 1 1 M.EMENRINLELR.N

11235 true 3005 1093.6615 1092.6543 1 -0.06 304.05 40
46.7 
(M:46.7) 3 1 0 K.SLTYLSILR.N Dimethyl: 1



11236 false 3005 1361.7679 1360.7864 1 -18.92 251.26 35.83
16.8 
(M:16.8) 1 6 1 K.DGIKEETIQLR.K Dimethyl:2H(4): 1; Dimethyl: 4

11237 true 3005 1591.7823 1590.7777 1 -1.7 126.82 35.83
66.9 
(M:66.9) 1 1 0 -.ADQLTEEQIAEFK.E Acetyl: 1; Dimethyl: 13

11238 false 3006 1365.7869 1364.7551 1 17.95 318.86 35.83
23.2 
(M:23.2) 1 2 1 R.LSYEKQDTLLK.L Dimethyl: 11

11239 true 3006 1595.8022 1594.8028 1 -4.96 148.16 35.83
59.7 
(M:59.7) 1 1 0 -.ADQLTEEQIAEFK.E Dimethyl:2H(4): 13; Acetyl: 1

11240 false 3006 1613.9199 1612.9086 1 2.47 189.05 40.17
17.7 
(M:17.7) 1 3 1 R.TQPAELGTKLQDPR.V Dimethyl:2H(4): 9; Dimethyl: 1

11241 true 3006 1613.9199 1612.8937 1 11.73 273.51 40.17
79.3 
(M:79.3) 3 1 0 K.TIPAWATLSASQLAR.A Dimethyl: 1

11242 true 3007 1132.6591 1131.6456 1 5.45 395.94 39.83
51.2 
(M:51.2) 1 1 0 K.TFLYSYFK.D Dimethyl:2H(4): 1, 8



11243 true 3007 2075.1188 2074.096 1 7.51 196.02 42.83
43.0 
(M:43.0) 1 1 1 R.QNLEPLFEQYINNLRR.Q Dimethyl: 1

11244 true 3009 1786.019 1784.9763 1 19.85 347.14 40.17
21.9 
(M:21.9) 1 1 0 K.AGGFLVGYLPSGSPIYR.N Dimethyl:2H(4): 1

11245 false 3009 1786.019 1784.9884 1 13.09 271.42 40.17
16.5 
(M:16.5) 1 2 1 K.EVVQELLASSEGKGQK.Q Dimethyl: 1, 13, 16

11246 true 3010 1150.6796 1149.6798 1 -6.44 353.47 43.67
24.1 
(M:24.1) 1 1 0 R.VNILFDFVK.K Dimethyl: 1, 9

11247 true 3010 1725.8017 1724.8014 1 -4.06 169.5 35.67
31.9 
(M:31.9) 1 1 0 K.TTQIPQWCVDYMR.S Carbamidomethyl: 8; Dimethyl: 1

11248 false 3011 1152.6735 1151.6886 1 -19.41 381.67 43
16.7 
(M:16.7) 1 3 1 K.LGSISCKSLK.G

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Dimethyl: 10

11249 false 3011 1152.6735 1151.6634 1 2.41 224.73 43
16.6 
(M:16.6) 1 4 1 R.MARGGSSGLLK.C

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 11



11250 false 3011 1309.7345 1308.7261 1 0.86 323.27 40
15.8 
(M:15.8) 1 4 0 K.AIGIDLTLSCSK.S

Carbamidomethyl: 10; Dimethyl:2H(4): 
1

11251 false 3011 1309.7345 1308.738 1 -8.21 350.99 40
16.7 
(M:16.7) 1 2 1 R.GWDDLFNKVK.E Dimethyl:2H(4): 8; Dimethyl: 1, 10

11252 false 3011 2653.4093 2652.4589 1 -21.46 355.3 38.33
16.4 
(M:16.4) 1 2 1

K.HFEGFPKPSDFEMKQVALANL
K.D Dimethyl:2H(4): 7, 14; Dimethyl: 1, 22

11253 true 3012 1313.7547 1312.7441 1 2.55 355.36 40
62.0 
(M:62.0) 2 1 0 R.FVLNLTSFNAR.F Dimethyl:2H(4): 1

11254 true 3012 1771.8392 1770.8366 1 -2.62 186.48 35.67
43.2 
(M:43.2) 1 1 0 R.GFGFVYFQNHDAADK.A Dimethyl: 1, 15

11255 true 3014 1098.5656 1097.5645 1 -5.56 170.93 35.83
26.3 
(M:26.3) 1 1 0 K.DVIEEYFK.C Dimethyl: 1, 8

11256 true 3015 1106.6132 1105.6169 1 -9.9 147.41 35.83
25.1 
(M:25.1) 1 1 0 R.NIDLEEVSK.L Dimethyl:2H(4): 1; Dimethyl: 9



11257 false 3016 1403.7563 1402.7653 1 -11.59 236.57 40.17
19.4 
(M:19.4) 1 2 1 R.AAQSTAMNRHIK.A

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 12

11258 true 3016 1407.7964 1406.7716 1 12.45 379.01 40.17
40.0 
(M:40.0) 2 1 0 K.FTVLLMPNGPMR.I Dimethyl:2H(4): 1

11259 true 3016 3211.6766 3210.6383 1 9.65 200.09 38.33
101.0 
(M:101.0) 4 1 0

R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Dimethyl: 1

11260 true 3016 3211.6766 3210.6383 1 9.65 200.09 38.33
101.0 
(M:101.0) 4 1 0

R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Dimethyl: 1

11261 true 3017 945.4662 944.4756 1 -17.6 168.56 35.83
21.8 
(M:21.8) 1 1 0 R.YGDFFIR.Q Dimethyl: 1

11262 true 3017 1189.5811 1188.5809 1 -5.94 71.46 35.83
17.9 
(M:17.9) 1 1 0 -.METILEQQR.R Acetyl: 1

11263 true 3017 1377.7289 1376.7129 1 6.33 250.51 43
42.9 
(M:42.9) 2 1 0 R.EALQYFYFLR.N Dimethyl: 1



11264 true 3018 949.4881 948.5007 1 -20.99 187.35 35.83
49.7 
(M:49.7) 1 1 0 R.YGDFFIR.Q Dimethyl:2H(4): 1

11265 false 3018 949.4881 948.4818 1 -1.03 124.73 35.83
16.2 
(M:16.2) 1 4 0 K.HETFFIR.C

11266 true 3018 1033.6036 1032.5968 1 -0.42 217.55 38.5
38.7 
(M:38.7) 1 1 0 R.DITLQFLR.T Dimethyl: 1

11267 true 3018 1230.6377 1229.6404 1 -8.11 98.99 35.83
35.5 
(M:35.5) 1 1 0 K.VADISLADWGR.K Dimethyl: 1

11268 true 3018 1381.754 1380.738 1 6.32 290.77 43
35.2 
(M:35.2) 2 1 0 R.EALQYFYFLR.N Dimethyl:2H(4): 1

11269 true 3019 1389.8209 1388.8068 1 4.91 290.94 43.17
87.6 
(M:87.6) 2 1 0 K.LPLTEFPLYLR.L Dimethyl: 1

11270 true 3020 1139.697 1138.7074 1 -15.52 312.33 35.83
17.1 
(M:17.1) 2 1 0 R.ELLIIGGVAAR.D Dimethyl: 1



11271 true 3020 1629.9016 1628.8749 1 11.91 218.39 40.17
39.6 
(M:39.6) 1 1 0 R.AIFMIPTNPPPTFR.K Dimethyl: 1

11272 true 3021 1144.6912 1143.6903 1 -5.63 346.45 35.83
43.6 
(M:43.6) 1 1 0 K.VVDLLAPYAK.G Dimethyl: 1, 10

11273 false 3021 1486.8617 1485.8176 1 24.74 303.22 44.5
20.5 
(M:20.5) 1 2 1 -.MWAAPGAARSPLAR.R Dimethyl:2H(4): 1

11274 true 3021 1633.9255 1632.9 1 11.16 283 40.17
51.4 
(M:51.4) 1 1 0 R.AIFMIPTNPPPTFR.K Dimethyl:2H(4): 1

11275 true 3022 1280.6766 1279.6863 1 -13.27 202.98 35.83
40.2 
(M:40.2) 1 1 0 R.FNPDIFSPGVR.F Dimethyl:2H(4): 1

11276 true 3023 1818.0075 1817.0071 1 -3.78 270.33 39.83
41.8 
(M:41.8) 1 1 0 K.VMYTPMAPGNYLIGVK.Y Dimethyl:2H(4): 1, 16

11277 true 3024 1343.7227 1342.7245 1 -6.78 211.03 35.83
51.1 
(M:51.1) 1 1 0 R.DLESLHSFVLR.Q Dimethyl: 1



11278 true 3025 1781.9764 1780.9512 1 10.05 252.38 40.17
35.4 
(M:35.4) 1 1 0 K.AGGFLVGYLPSGSPIYR.N Dimethyl: 1

11279 true 3025 2449.3293 2448.3125 1 3.87 227.85 40
65.6 
(M:65.6) 1 1 0

K.ENNSGPNAKPVVSFIAGLTAP
PGR.R Dimethyl: 1, 9

11280 true 3026 1347.7469 1346.7496 1 -7.43 232.24 35.83
33.6 
(M:33.6) 1 1 0 R.DLESLHSFVLR.Q Dimethyl:2H(4): 1

11281 true 3026 1503.7725 1502.7729 1 -5.12 148.93 35.83
15.1 
(M:15.1) 1 1 0 K.WELLQQVDTSTR.T Dimethyl: 1

11282 true 3026 1663.9626 1662.9454 1 5.98 244.75 43
123.8 
(M:123.8) 1 1 0 K.ISALAATLEGALSSTAR.I Dimethyl:2H(4): 1

11283 true 3027 1367.7898 1366.7932 1 -7.87 238.16 36
20.8 
(M:20.8) 1 1 0 K.EANLLNAVIVQR.L Dimethyl: 1

11284 false 3027 1698.8785 1697.8566 1 8.6 147.52 43
17.7 
(M:17.7) 1 3 0 K.WFATTDWIAIYQR.K Dimethyl: 1



11285 true 3028 1870.9913 1869.9786 1 2.89 213.57 43
67.6 
(M:67.6) 2 1 0 K.ALYDTFSAFGNILSCK.V

Carbamidomethyl: 15; Dimethyl:2H(4): 
1, 16

11286 true 3028 1870.9913 1869.9786 1 2.89 213.57 43
67.6 
(M:67.6) 2 1 0 K.ALYDTFSAFGNILSCK.V

Carbamidomethyl: 15; Dimethyl:2H(4): 
1, 16

11287 true 3028 1870.9913 1869.9786 1 2.89 213.57 43
67.6 
(M:67.6) 2 1 0 K.ALYDTFSAFGNILSCK.V

Carbamidomethyl: 15; Dimethyl:2H(4): 
1, 16

11288 true 3028 2405.3387 2404.3009 1 12.68 172.33 40.17
21.4 
(M:21.4) 2 1 0

R.GACALLSTQLNALLGERPVTH
R.E Carbamidomethyl: 3; Dimethyl: 1

11289 true 3029 1003.4847 1002.4824 1 -5.03 250.29 40
27.5 
(M:27.5) 3 1 0 R.NWQWWR.L Dimethyl: 1

11290 true 3029 1608.8373 1607.8323 1 -1.41 104.09 35.83
23.0 
(M:23.0) 1 1 0 K.GYAFVEFPTAEDAK.E Dimethyl:2H(4): 1, 14

11291 true 3030 1142.6891 1141.6797 1 1.85 420.45 41
33.9 
(M:33.9) 1 1 0 R.YTFIQALVR.R Dimethyl:2H(4): 1



11292 false 3031 1159.6902 1158.6659 1 14.71 353.49 40
20.6 
(M:20.6) 1 2 1 K.SAPSKGQPSLR.E Dimethyl:2H(4): 1

11293 true 3032 1029.5611 1028.5593 1 -5.32 191.9 36.17
55.9 
(M:55.9) 2 1 0 K.DASVVGFFR.D Dimethyl:2H(4): 1

11294 false 3032 1163.7249 1162.6896 1 24.07 283.65 40.67
19.6 
(M:19.6) 1 2 1 R.AVVRMGIYVK.A Dimethyl: 1

11295 true 3032 1769.829 1768.8308 1 -5.11 179.82 35.83
25.0 
(M:25.0) 1 1 0 R.GFAFVTFDDHDTVDK.I Dimethyl: 1, 15

11296 true 3032 2039.9527 2038.9281 1 8.49 200.82 43.17
111.9 
(M:111.9) 3 1 0 K.YYLCGFCPAELFTNTR.S Carbamidomethyl: 4, 7; Dimethyl: 1

11297 true 3033 2043.9897 2042.9532 1 14.29 230.78 43.17
99.7 
(M:99.7) 1 1 0 K.YYLCGFCPAELFTNTR.S

Carbamidomethyl: 4, 7; 
Dimethyl:2H(4): 1

11298 true 3033 2336.2157 2335.1961 1 5.28 166.7 38.5
82.2 
(M:82.2) 1 1 0 R.TPVLLHDHNEFLNEDVFLR.G Dimethyl: 1



11299 true 3034 1250.7173 1249.7111 1 -0.83 227.81 40
43.8 
(M:43.8) 1 1 0 R.FPPVVFYTPK.E Dimethyl: 1, 10

11300 true 3034 2389.2127 2388.1961 1 3.9 187.11 38.67
91.2 
(M:91.2) 1 1 0 R.HSAIPLDFDISSPLTYGTPSSR.V Dimethyl: 1

11301 true 3035 2275.2753 2274.2595 1 3.73 267.01 43
75.2 
(M:75.2) 2 1 0

K.MSVQPTVSLGGFEITPPVVLR.
L Dimethyl:2H(4): 1; Oxidation: 1

11302 true 3036 1818.9223 1817.9159 1 -0.48 204 36.17
97.5 
(M:97.5) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

11303 true 3036 1818.9223 1817.9159 1 -0.48 204 36.17
97.5 
(M:97.5) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

11304 true 3036 1818.9223 1817.9159 1 -0.48 204 36.17
97.5 
(M:97.5) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

11305 true 3036 1818.9223 1817.9159 1 -0.48 204 36.17
97.5 
(M:97.5) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1



11306 true 3036 1818.9223 1817.9159 1 -0.48 204 36.17
97.5 
(M:97.5) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

11307 true 3037 1184.7085 1183.6925 1 7.42 112.33 36.17
44.8 
(M:44.8) 1 1 0 K.QVNDLISVLR.E Dimethyl: 1

11308 false 3037 1184.7085 1183.6925 1 7.42 105.19 36.17
18.1 
(M:18.1) 1 7 0 K.VTLGTQPTVLR.T

11309 true 3037 1822.9497 1821.941 1 0.74 232.79 36.17
119.3 
(M:119.3) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1

11310 true 3037 1822.9497 1821.941 1 0.74 232.79 36.17
119.3 
(M:119.3) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1

11311 true 3037 1822.9497 1821.941 1 0.74 232.79 36.17
119.3 
(M:119.3) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1

11312 true 3037 1822.9497 1821.941 1 0.74 232.79 36.17
119.3 
(M:119.3) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1



11313 true 3037 1822.9497 1821.941 1 0.74 232.79 36.17
119.3 
(M:119.3) 4 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1

11314 true 3037 2345.4346 2344.4119 1 6.56 167.91 43.17
111.7 
(M:111.7) 1 1 1

K.KVVAALIEAANHIDDIAGTLSK.
L Dimethyl:2H(4): 1, 1, 22

11315 true 3038 1188.7254 1187.7176 1 0.47 146.15 36.17
40.4 
(M:40.4) 1 1 0 K.QVNDLISVLR.E Dimethyl:2H(4): 1

11316 false 3038 1188.7254 1187.6948 1 19.65 156.11 36.17
18.1 
(M:18.1) 1 4 1 K.CILDLKALSK.S Carbamidomethyl: 1; Dimethyl: 10

11317 true 3038 2952.5647 2951.5492 1 2.78 202.82 38.67
75.2 
(M:75.2) 1 1 1

R.CKDDEFTHLYTLIVRPDNTYEV
K.I

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 2, 23

11318 true 3039 2510.2151 2509.2125 1 -1.86 149.17 36
96.4 
(M:96.4) 1 1 0

R.AEPEDHYFLLTEPPLNTPENR.
E Dimethyl: 1

11319 true 3039 3006.4649 3005.4447 1 4.29 196.26 38.5
135.8 
(M:135.8) 1 1 1

R.YFEITDESPYVHYLNTFSSKEP
QR.G Dimethyl: 1, 20



11320 true 3040 1393.845 1392.8319 1 4.17 273.2 43.17
54.8 
(M:54.8) 2 1 0 K.LPLTEFPLYLR.L Dimethyl:2H(4): 1

11321 true 3040 2514.2485 2513.2376 1 1.43 196.76 36
125.9 
(M:125.9) 1 1 0

R.AEPEDHYFLLTEPPLNTPENR.
E Dimethyl:2H(4): 1

11322 true 3041 1402.7622 1401.7472 1 5.45 263.98 43.17
53.9 
(M:53.9) 2 1 0 K.GEGLQLMNLMLR.E Dimethyl: 1

11323 false 3041 1402.7622 1401.7802 1 -18.08 332.77 43.17
22.1 
(M:22.1) 1 3 1 R.WLLGMKNNQSK.S Dimethyl: 1, 6, 11

11324 false 3041 1402.7622 1401.7538 1 0.8 154.76 43.17
17.7 
(M:17.7) 1 4 0 R.TLVECVGIENLK.T Carbamidomethyl: 5; Dimethyl: 12

11325 false 3042 1102.6343 1101.6468 1 -17.94 268.87 38.83
15.6 
(M:15.6) 1 7 1 K.CEKLLEVK.R Carbamidomethyl: 1; Dimethyl: 1, 3, 8

11326 true 3042 1102.6343 1101.6216 1 4.87 269.58 38.83
56.3 
(M:56.3) 2 1 0 K.CLIEILASR.T Carbamidomethyl: 1; Dimethyl: 1



11327 true 3042 1406.7898 1405.7723 1 7.27 331.6 43.33
41.8 
(M:41.8) 2 1 0 K.GEGLQLMNLMLR.E Dimethyl:2H(4): 1

11328 true 3042 1726.902 1725.8839 1 6.31 234.9 40.17
56.6 
(M:56.6) 2 1 0 R.FTPGTFTNQIQAAFR.E Dimethyl: 1

11329 true 3043 1106.6597 1105.6467 1 5.13 342.3 38.83
34.6 
(M:34.6) 2 1 0 K.CLIEILASR.T

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

11330 true 3043 1142.7174 1141.7071 1 2.68 339.63 36.5
63.0 
(M:63.0) 2 1 0 R.VLITTDLLAR.G Dimethyl: 1

11331 false 3043 1412.71 1411.7031 1 -0.25 325.05 43.17
15.1 
(M:15.1) 1 4 1 K.CGNRYIAFNNK.A Carbamidomethyl: 1; Dimethyl: 1, 11

11332 true 3043 1730.931 1729.909 1 8.53 298.89 40.17
89.8 
(M:89.8) 2 1 0 R.FTPGTFTNQIQAAFR.E Dimethyl:2H(4): 1

11333 false 3044 1191.6765 1190.656 1 11.07 70.38 38.67
15.2 
(M:15.2) 1 9 1 R.RITSFFAPPR.A



11334 true 3045 1236.6634 1235.651 1 4.17 181.35 38.83
26.6 
(M:26.6) 1 1 0 K.NFLDLISSSGR.R Dimethyl: 1

11335 true 3045 1800.0438 1799.0339 1 1.48 243.87 40.17
60.9 
(M:60.9) 2 1 1 K.VACITEQVLTLVNKR.L Carbamidomethyl: 3; Dimethyl: 1, 14

11336 true 3046 1481.7888 1480.7813 1 0.13 274.04 36
41.2 
(M:41.2) 1 1 0 R.YISPDQLADLYK.G Dimethyl: 1, 12

11337 true 3047 1489.8407 1488.8316 1 1.22 126.58 36
84.6 
(M:84.6) 1 1 0 R.YISPDQLADLYK.G Dimethyl:2H(4): 1, 12

11338 true 3047 2142.0839 2141.0694 1 3.38 276.98 36.5
31.6 
(M:31.6) 1 1 0 R.WFNGQPIHAELSPVTDFR.E Dimethyl: 1

11339 true 3048 1049.5987 1048.5917 1 -0.3 162.68 36.5
24.6 
(M:24.6) 1 1 0 K.NILTEIYR.I Dimethyl: 1

11340 false 3048 1049.5987 1048.6168 1 -24.27 110.08 36.5
18.8 
(M:18.8) 1 4 1 K.ELAEKLYK.N Dimethyl: 1, 8



11341 true 3049 1053.6231 1052.6168 1 -0.97 185.11 36.5
28.6 
(M:28.6) 1 1 0 K.NILTEIYR.I Dimethyl:2H(4): 1

11342 false 3049 1053.6231 1052.642 1 -24.84 153.71 36.5
15.7 
(M:15.7) 1 5 1 K.ELAEKLYK.N Dimethyl:2H(4): 1; Dimethyl: 8

11343 false 3050 909.5571 908.5303 1 21.51 -1 40.17
15.1 
(M:15.1) 1 4 0 R.LAAGSAIMK.L Dimethyl:2H(4): 1; Oxidation: 8

11344 true 3051 1589.7586 1588.749 1 1.42 166.53 38.67
52.3 
(M:52.3) 1 1 0 R.NAFMMLIHADQDR.A Dimethyl: 1

11345 true 3052 1223.7137 1222.7074 1 -0.76 171.27 36.5
20.4 
(M:20.4) 1 1 0 R.QLPEPIVPFR.M Dimethyl: 1

11346 true 3052 1593.7798 1592.7741 1 -1.04 251.76 38.67
53.5 
(M:53.5) 1 1 0 R.NAFMMLIHADQDR.A Dimethyl:2H(4): 1

11347 true 3052 1922.0668 1921.047 1 6.5 281.54 43.33
53.4 
(M:53.4) 1 1 0 K.MSATFIGNSTAIQELFK.R Dimethyl:2H(4): 1, 17



11348 true 3052 1922.0668 1921.047 1 6.5 281.54 43.33
53.4 
(M:53.4) 1 1 0 K.MASTFIGNSTAIQELFK.R Dimethyl:2H(4): 1, 17

11349 true 3052 1922.0668 1921.047 1 6.5 281.54 43.33
53.4 
(M:53.4) 1 1 0 K.MSATFIGNSTAIQELFK.R Dimethyl:2H(4): 1, 17

11350 false 3053 1021.6124 1020.5968 1 8.17 236.15 40.17
16.0 
(M:16.0) 1 4 1 K.LQKFASTVK.M

11351 true 3053 1227.741 1226.7325 1 0.96 151.38 36.5
30.7 
(M:30.7) 1 1 0 R.QLPEPIVPFR.M Dimethyl:2H(4): 1

11352 true 3053 1611.787 1610.7729 1 4.23 172.56 38.83
35.3 
(M:35.3) 1 1 0 K.LYENFISEFEHR.V Dimethyl: 1

11353 true 3053 1808.9281 1807.8853 1 19.63 209.69 36
17.0 
(M:17.0) 1 1 1 K.DPDSPLDYNPRGIPPR.H

11354 true 3054 1233.7165 1232.7129 1 -2.98 151.21 36.5
21.9 
(M:21.9) 1 1 0 K.FATEAAITILR.I Dimethyl: 1



11355 false 3054 1233.7165 1232.7394 1 -24.46 136.15 36.5
15.8 
(M:15.8) 1 2 1 R.FGRLLPSFIR.S Dimethyl: 1

11356 true 3054 1615.8107 1614.798 1 3.32 202.49 38.83
20.7 
(M:20.7) 1 1 0 K.LYENFISEFEHR.V Dimethyl:2H(4): 1

11357 true 3055 1640 1638.9796 1 7.99 246.28 38.83
61.5 
(M:61.5) 1 1 1 R.RIESLQEEIAFLK.K Dimethyl:2H(4): 1, 13

11358 false 3056 1054.633 1053.6121 1 12.93 334.5 40.33
21.4 
(M:21.4) 1 50 3 1 K.DKNTLFTR.I Dimethyl:2H(4): 2; Dimethyl: 1

11359 false 3056 1054.633 1053.6406 1 -14.12 314.89 40.33
18.6 
(M:18.6) 1 5 1 K.VTKMTVSGK.K

Dimethyl:2H(4): 3; Oxidation: 4; 
Dimethyl: 1, 9

11360 true 3056 1054.633 1053.6223 1 3.24 277.44 40.33
45.8 
(M:45.8) 2 1 0 K.YTILLFTR.A Dimethyl: 1

11361 true 3056 1054.633 1053.6223 1 3.24 277.44 40.33
45.8 
(M:45.8) 2 1 0 R.YTILLFTR.A Dimethyl: 1



11362 true 3056 1331.7691 1330.7609 1 0.71 193.81 36.5
73.0 
(M:73.0) 2 1 0 R.FLAVGLVDNTVR.I Dimethyl: 1

11363 true 3057 1058.6516 1057.6474 1 -2.9 334.08 40.17
47.0 
(M:47.0) 1 1 0 K.YTILLFTR.A Dimethyl:2H(4): 1

11364 true 3057 1058.6516 1057.6474 1 -2.9 334.08 40.17
47.0 
(M:47.0) 1 1 0 R.YTILLFTR.A Dimethyl:2H(4): 1

11365 true 3057 1335.7967 1334.786 1 2.54 271.88 36.5
56.2 
(M:56.2) 1 1 0 R.FLAVGLVDNTVR.I Dimethyl:2H(4): 1

11366 false 3058 1089.6248 1088.6391 1 -19.85 151.26 40.17
15.6 
(M:15.6) 1 3 0 -.MAALDTLFK.Y Dimethyl:2H(4): 1, 9; Oxidation: 1

11367 false 3058 1089.6248 1088.619 1 -1.35 579.99 40.17
17.8 
(M:17.8) 1 2 1 R.SELGSRASVK.E Dimethyl: 1, 10

11368 false 3058 1100.6315 1099.6237 1 0.49 279.98 36.33
17.7 
(M:17.7) 1 8 0 R.AGQEISLAALK.Q



11369 true 3058 1100.6315 1099.6237 1 0.49 258.76 36.33
34.7 
(M:34.7) 1 1 0 R.SEIDLLNIR.G Dimethyl: 1

11370 true 3058 2507.3488 2506.3294 1 4.84 218.32 43.33
48.4 
(M:48.4) 1 1 0

K.EMGNALPAEPLFFLKPSSAYLR
.E Dimethyl: 1, 15

11371 true 3059 1564.7153 1563.714 1 -3.81 178.31 36.5
57.5 
(M:57.5) 1 1 0 R.EWTLFSAGMSDHR.Y Dimethyl: 1

11372 true 3060 1100.719 1099.7093 1 2.23 475.15 40.17
32.4 
(M:32.4) 2 1 0 K.STLINTLFK.S Dimethyl:2H(4): 1, 9

11373 true 3061 1162.7091 1161.691 1 9.33 421.04 40.33
31.0 
(M:31.0) 2 1 0 R.FYNLVLLPR.V Dimethyl: 1

11374 true 3062 1196.7402 1195.7289 1 3.4 121.8 43.5
51.8 
(M:51.8) 2 1 0 R.GGIQELIGLIR.H Dimethyl: 1

11375 false 3062 1219.72 1218.6972 1 12.69 264.16 40.67
15.7 
(M:15.7) 1 4 1 K.DKITAFIVER.D Dimethyl: 1



11376 true 3062 1219.72 1218.7125 1 0.19 204 40.67
36.1 
(M:36.1) 3 1 0 R.DLLQFFKPR.Q Dimethyl: 1, 7

11377 true 3063 1104.6476 1103.6488 1 -7.72 218.08 36.33
26.4 
(M:26.4) 1 1 0 R.SEIDLLNIR.G Dimethyl:2H(4): 1

11378 true 3063 1200.7649 1199.754 1 3.01 110.34 43.5
33.3 
(M:33.3) 2 1 0 R.GGIQELIGLIR.H Dimethyl:2H(4): 1

11379 true 3063 1326.7312 1325.7166 1 5.5 212.1 40.33
33.0 
(M:33.0) 1 1 0 -.MFLYNLTLQR.A Dimethyl: 1

11380 true 3064 1403.7625 1402.7465 1 6.21 347.69 40.17
45.9 
(M:45.9) 2 1 0 K.FTVLLMPNGPMR.I Dimethyl: 1

11381 true 3065 2393.2244 2392.2212 1 -1.74 241.09 38.67
135.9 
(M:135.9) 1 1 0 R.HSAIPLDFDISSPLTYGTPSSR.V Dimethyl:2H(4): 1

11382 false 3067 1224.5969 1223.6192 1 -24.11 225.74 40.33
16.1 
(M:16.1) 1 2 0 K.LGMLSPDGACK.A

Carbamidomethyl: 10; Dimethyl:2H(4): 
1; Oxidation: 3; Dimethyl: 11



11383 false 3068 1548.8688 1547.8531 1 5.42 213.75 43.33
16.4 
(M:16.4) 1 2 0 K.IGQSLNCVIEEVK.N

Carbamidomethyl: 7; Dimethyl:2H(4): 
1; Dimethyl: 13

11384 true 3068 1751.9436 1750.9366 1 -0.17 231.29 36.5
83.2 
(M:83.2) 3 1 0 K.QNPGLLHTEELGFLR.E Dimethyl: 1

11385 true 3068 2940.4803 2939.4739 1 -0.3 117.58 38.67
15.1 
(M:15.1) 1 1 1

R.CKDDEFTHLYTLIVRPDNTYEV
K.I

Carbamidomethyl: 1; Dimethyl: 1, 2, 
23

11386 true 3069 962.5712 961.5597 1 4.45 108.89 38.83
28.0 
(M:28.0) 2 1 0 K.DTLGLFLR.E Dimethyl: 1

11387 false 3069 1755.9667 1754.9175 1 23.86 334.82 36.5
16.2 
(M:16.2) 1 3 1 K.YAEQELEQVRMALK.N Dimethyl:2H(4): 14; Oxidation: 11

11388 true 3069 1755.9667 1754.9617 1 -1.34 240.27 36.5
118.7 
(M:118.7) 1 1 0 K.QNPGLLHTEELGFLR.E Dimethyl:2H(4): 1

11389 true 3070 1666.921 1665.904 1 5.85 195.65 43.33
16.1 
(M:16.1) 1 1 0 R.VFNIFCLYGNVEK.V

Carbamidomethyl: 6; Dimethyl:2H(4): 
1, 13



11390 true 3071 2004.9433 2003.9377 1 -0.86 196.11 36.5
55.5 
(M:55.5) 1 1 0 K.AFTHTAQYDAAISDYFR.K Dimethyl: 1

11391 true 3072 2008.9714 2007.9628 1 0.65 191 36.5
94.7 
(M:94.7) 1 1 0 K.AFTHTAQYDAAISDYFR.K Dimethyl:2H(4): 1

11392 false 3073 1703.9544 1702.9618 1 -8.61 175.04 43.33
15.2 
(M:15.2) 1 4 1 K.LSRSQFEGIVADLIK.R Dimethyl: 15

11393 false 3074 919.5187 918.5321 1 -22.45 166.84 36.5
18.7 
(M:18.7) 1 10 1 K.KLITNMR.D Oxidation: 6; Dimethyl: 1

11394 false 3074 919.5187 918.5113 1 0.17 133.35 36.5
19.3 
(M:19.3) 1 3 0 K.AEHLDFK.H Dimethyl:2H(4): 1; Dimethyl: 7

11395 false 3074 1163.6249 1162.6318 1 -12.16 358.2 39
22.1 
(M:22.1) 1 56.19 4 1 R.DKDGMPLTAR.V Dimethyl:2H(4): 1; Dimethyl: 2

11396 true 3074 1163.6249 1162.6135 1 3.57 386.89 39
47.4 
(M:47.4) 1 1 0 K.NGFLLDGFPR.T Dimethyl: 1



11397 true 3075 1167.6498 1166.6386 1 3.37 389.66 39
70.7 
(M:70.7) 1 1 0 K.NGFLLDGFPR.T Dimethyl:2H(4): 1

11398 false 3075 1167.6498 1166.6631 1 -17.61 492.75 39
21.6 
(M:21.6) 1 3 1 R.SEIVGSIKMR.V Dimethyl:2H(4): 1; Oxidation: 9

11399 true 3075 1444.8146 1443.8086 1 -0.88 338.18 36.67
40.7 
(M:40.7) 1 1 0 R.QLSEVFIQLPSR.K Dimethyl: 1

11400 true 3076 1499.7829 1498.7602 1 10.27 164.13 36.83
79.2 
(M:79.2) 1 1 0 -.MEALPIYHGGITR.E Acetyl: 1

11401 true 3077 1281.6341 1280.6401 1 -10.38 155.72 36.67
49.6 
(M:49.6) 1 1 0 R.FEELNADLFR.G Dimethyl: 1

11402 true 3077 1281.6341 1280.6401 1 -10.38 155.72 36.67
49.6 
(M:49.6) 1 1 0 R.FEELNADLFR.G Dimethyl: 1

11403 false 3077 1281.6341 1280.6435 1 -13.01 438.62 36.67
20.1 
(M:20.1) 1 2 1 K.SSMPQKFVGEK.C Oxidation: 3; Dimethyl: 11



11404 true 3077 1310.6912 1309.6774 1 4.96 196.03 38.83
54.6 
(M:54.6) 1 1 0 K.CMQLTDFVLK.F Carbamidomethyl: 1; Dimethyl: 1, 10

11405 true 3077 1766.0008 1764.9774 1 9.13 227.98 43.5
93.4 
(M:93.4) 1 1 1 K.SKINVNEIFYDLVR.Q Dimethyl: 1, 2

11406 true 3078 1285.6599 1284.6652 1 -9.75 151.39 36.5
65.0 
(M:65.0) 1 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1

11407 true 3078 1285.6599 1284.6652 1 -9.75 151.39 36.5
65.0 
(M:65.0) 1 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1

11408 true 3078 1318.743 1317.7276 1 6.15 233.13 38.83
56.3 
(M:56.3) 1 1 0 K.CMQLTDFVLK.F

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 10

11409 true 3078 1596.8489 1595.8308 1 6.82 211.06 36.83
40.7 
(M:40.7) 1 1 0 K.FLFDSVSSQNVGLR.E Dimethyl: 1

11410 true 3079 1326.68 1325.6723 1 0.28 145.86 38.83
25.2 
(M:25.2) 1 1 0 K.CMQLTDFVLK.F

Carbamidomethyl: 1; Oxidation: 2; 
Dimethyl: 1, 10



11411 true 3079 1671.9078 1670.8992 1 0.83 254.87 36.67
45.9 
(M:45.9) 1 1 0 R.YDHILIELSQSGLR.G Dimethyl: 1

11412 true 3080 1863.0926 1862.0927 1 -3.96 270.83 36.67
72.7 
(M:72.7) 1 1 0 K.VLIETLQPLIAAHQER.R Dimethyl:2H(4): 1

11413 true 3080 2316.2029 2315.1845 1 4.8 176.03 40.17
44.3 
(M:44.3) 1 1 0

R.VNALSNFFSGPIVVHCSAGVG
R.T Carbamidomethyl: 16; Dimethyl: 1

11414 true 3081 1416.7588 1415.7409 1 7.48 274.66 38.83
54.7 
(M:54.7) 8 1 0 M.SSGALFPSLVPGSR.G Acetyl: 1

11415 true 3081 1689.8297 1688.8403 1 -10.62 155.03 36.67
90.6 
(M:90.6) 2 1 0 K.TQEQLAAEMAELTAR.I Dimethyl: 1

11416 true 3082 1693.8559 1692.8654 1 -9.94 102.35 36.67
81.4 
(M:81.4) 1 1 0 K.TQEQLAAEMAELTAR.I Dimethyl:2H(4): 1

11417 true 3083 1613.8905 1612.8613 1 13.58 234.98 37
110.4 
(M:110.4) 2 1 1 K.FIGDKDASVVGFFR.D Dimethyl: 1, 5



11418 true 3083 1825.0059 1823.9931 1 3.02 286.55 39.83
96.5 
(M:96.5) 1 1 0 K.NVVSLLSSASTPSIDFR.Q Dimethyl:2H(4): 1

11419 true 3083 2599.3805 2598.3529 1 7.81 245.99 40.33
85.8 
(M:85.8) 1 1 0

K.CGYAGSNFPEHIFPALVGRPII
R.S Carbamidomethyl: 1; Dimethyl: 1

11420 true 3084 1621.9414 1620.9115 1 13.95 266.54 37
75.4 
(M:75.4) 2 1 1 K.FIGDKDASVVGFFR.D Dimethyl:2H(4): 1, 5

11421 true 3084 1829.0348 1828.0145 1 7.11 287.79 39
97.0 
(M:97.0) 1 1 0 K.HNVLFIADEIQTGLAR.T Dimethyl:2H(4): 1

11422 true 3084 2231.0588 2230.0744 1 -10.25 221.53 36.5
37.9 
(M:37.9) 1 1 0 K.YVQDFGVVEEDCFPYTAK.D

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 18

11423 true 3085 2632.3419 2631.3565 1 -8.32 132.28 36.5
51.8 
(M:51.8) 1 1 0

R.SQCIMEAEFDEKPADLPSLVEK
.Y

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 12, 22

11424 true 3086 1079.5488 1078.5481 1 -6.12 259.53 36.67
45.3 
(M:45.3) 1 1 0 K.MDELQLFR.G Dimethyl: 1



11425 false 3086 1079.5488 1078.5151 1 24.46 215.3 36.67
16.1 
(M:16.1) 1 3 0 K.DEMLQMIR.H Oxidation: 6; Dimethyl: 1

11426 false 3086 1079.5488 1078.5515 1 -9.25 365.28 36.67
21.7 
(M:21.7) 1 2 0 -.MASPTLLMR.V Oxidation: 1, 8; Dimethyl: 1

11427 true 3087 1083.5685 1082.5732 1 -11.09 239.04 36.67
41.0 
(M:41.0) 1 1 0 K.MDELQLFR.G Dimethyl:2H(4): 1

11428 false 3087 1083.5685 1082.5766 1 -14.2 255.75 36.67
22.2 
(M:22.2) 1 3 0 -.MASPTLLMR.V Dimethyl:2H(4): 1; Oxidation: 1, 8

11429 false 3087 1231.7657 1230.7588 1 -0.25 104.11 43.83
23.7 
(M:23.7) 1 2 0 K.VENFIISLIK.E Dimethyl: 1, 10

11430 true 3088 1099.5969 1098.5894 1 0.24 31.98 37.33
20.8 
(M:20.8) 1 1 1 R.QQQNERLR.K Dimethyl: 1

11431 false 3088 1099.5969 1098.5782 1 10.46 161.06 37.33
19.6 
(M:19.6) 1 3 1 K.ARENIPTDR.H Dimethyl: 1



11432 true 3088 1149.7114 1148.7107 1 -5.76 357.42 40.5
23.5 
(M:23.5) 1 76.97 1 1 R.AAKLAPEFSK.R Dimethyl:2H(4): 3; Dimethyl: 1, 10

11433 true 3088 1218.7208 1217.702 1 9.51 172.32 37
33.1 
(M:33.1) 1 1 0 R.TLDLPIYVTR.V Dimethyl: 1

11434 true 3088 1298.792 1297.773 1 9.03 138.1 43.67
29.1 
(M:29.1) 1 1 0 K.LNMLEALLPPR.E Dimethyl:2H(4): 1

11435 true 3089 1222.7491 1221.7271 1 12.06 137.25 37
30.9 
(M:30.9) 1 1 0 R.TLDLPIYVTR.V Dimethyl:2H(4): 1

11436 true 3090 1166.7382 1165.7161 1 12.67 487.8 40.33
24.7 
(M:24.7) 1 1 0 R.FYNLVLLPR.V Dimethyl:2H(4): 1

11437 false 3090 1166.7382 1165.7295 1 1.18 453.23 40.33
19.7 
(M:19.7) 1 2 1 R.RAAASVLLLPR.R

11438 true 3090 1231.696 1230.6761 1 10.28 164.01 37.17
33.8 
(M:33.8) 1 1 0 K.FLVGPDGVPFR.R Dimethyl: 1



11439 true 3090 1621.9041 1620.9037 1 -4.25 178.73 43.67
95.6 
(M:95.6) 2 1 0 R.FCTGLTQIETLFK.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 13

11440 false 3090 1621.9041 1620.9199 1 -14.25 144.06 43.67
19.1 
(M:19.1) 1 4 1 K.VKTLLIEGPDSTHR.R Dimethyl: 1, 2

11441 false 3090 1621.9041 1620.931 1 -21.1 253.07 43.67
16.5 
(M:16.5) 1 5 1 K.VLKQLEELLSDMK.A

Dimethyl:2H(4): 13; Oxidation: 12; 
Dimethyl: 3

11442 false 3090 1621.9041 1620.8624 1 21.21 174.39 43.67
32.1 
(M:32.1) 1 2 0 K.ANINIENAFFTLAR.D Dimethyl: 1

11443 true 3090 1643.8523 1642.86 1 -9.09 151.82 36.83
93.1 
(M:93.1) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl: 1

11444 true 3090 1643.8523 1642.86 1 -9.09 151.82 36.83
93.1 
(M:93.1) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl: 1

11445 true 3091 1173.7073 1172.6958 1 3.62 149.24 40.33
26.9 
(M:26.9) 1 1 0 R.IANYLPWIK.K Dimethyl: 1, 9



11446 true 3091 1235.7235 1234.7012 1 12.17 154.35 37.17
57.0 
(M:57.0) 2 1 0 K.FLVGPDGVPFR.R Dimethyl:2H(4): 1

11447 true 3091 1625.9037 1624.8875 1 5.5 227.66 43.5
56.5 
(M:56.5) 1 1 0 K.ANINIENAFFTLAR.D Dimethyl:2H(4): 1

11448 true 3091 1647.8795 1646.8851 1 -7.82 202.2 36.83
77.8 
(M:77.8) 1 1 0 R.AILVDLEPGTMDSVR.S Dimethyl:2H(4): 1

11449 true 3091 1647.8795 1646.8851 1 -7.82 202.2 36.83
77.8 
(M:77.8) 1 1 0 R.AILVDLEPGTMDSVR.S Dimethyl:2H(4): 1

11450 true 3092 1193.6775 1192.6604 1 8.22 151.32 40.5
27.8 
(M:27.8) 2 1 0 R.SLFTGIFQPR.W Dimethyl: 1

11451 true 3092 1292.7192 1291.693 1 14.65 248.15 37
38.0 
(M:38.0) 1 1 0 R.LMMDPLTGLNR.G Dimethyl:2H(4): 1

11452 true 3092 1685.912 1684.8825 1 13.23 236.52 43.67
78.2 
(M:78.2) 2 1 0 K.LTAVSLSSDAFFPFR.D Dimethyl: 1



11453 false 3092 1685.912 1684.8644 1 23.95 204.49 43.67
15.0 
(M:15.0) 1 2 0 K.LADFGVAGQLTDTMAK.R Dimethyl:2H(4): 16; Oxidation: 14

11454 true 3092 2213.2451 2212.2216 1 7.35 266.11 39
48.0 
(M:48.0) 1 1 1 R.RPFTANLGLEDIGIELDKR.G Dimethyl: 1, 18

11455 true 3093 1197.7007 1196.6856 1 6.54 226.3 40.5
39.7 
(M:39.7) 2 1 0 R.SLFTGIFQPR.W Dimethyl:2H(4): 1

11456 true 3093 1412.7349 1411.7136 1 9.95 371.45 37.17
18.0 
(M:18.0) 1 1 0 K.NVGQFSGFPFEK.G Dimethyl: 1, 12

11457 true 3093 1689.9386 1688.9076 1 14.05 213.51 43.67
89.0 
(M:89.0) 2 1 0 K.LTAVSLSSDAFFPFR.D Dimethyl:2H(4): 1

11458 true 3093 1887.9319 1886.9448 1 -10.66 173.9 36.83
53.4 
(M:53.4) 1 1 0 R.LFVGNLPPDITEEEMR.K Dimethyl: 1

11459 true 3094 1296.7932 1295.7714 1 11.19 199.76 40.33
28.5 
(M:28.5) 1 1 0 R.QALVAIFTHLR.K Dimethyl: 1



11460 true 3094 1425.7143 1424.6871 1 13.98 259.61 37
58.3 
(M:58.3) 1 1 0 R.QVNQCALDFFR.K Carbamidomethyl: 5; Dimethyl: 1

11461 false 3095 904.5268 903.5212 1 -1.85 134.8 39.17
20.9 
(M:20.9) 1 9 1 R.DGRMLIK.L Oxidation: 4; Dimethyl: 1, 7

11462 false 3095 904.5268 903.5212 1 -1.85 105.58 39.17
23.9 
(M:23.9) 1 5 0 R.AVMASLLR.R Oxidation: 3; Dimethyl: 1

11463 true 3095 904.5268 903.5178 1 1.88 111.4 39.17
53.0 
(M:53.0) 1 1 0 K.NVFDILR.E Dimethyl: 1

11464 false 3095 904.5268 903.5099 1 10.57 152.53 39.17
31.2 
(M:31.2) 1 2 0 R.CVSELLK.R Carbamidomethyl: 1; Dimethyl: 1, 7

11465 false 3095 904.5268 903.5212 1 -1.85 105.58 39.17
21.9 
(M:21.9) 1 8 0 R.IGVMSLIR.K Oxidation: 4

11466 true 3095 1429.7335 1428.7122 1 9.81 325.52 37
42.4 
(M:42.4) 1 1 0 R.QVNQCALDFFR.K

Carbamidomethyl: 5; Dimethyl:2H(4): 
1



11467 true 3096 908.5466 907.5429 1 -3.95 98.22 39.17
16.0 
(M:16.0) 1 1 0 K.NVFDILR.E Dimethyl:2H(4): 1

11468 true 3096 1469.832 1468.8053 1 13.16 351.43 37
41.4 
(M:41.4) 1 1 0 K.SLYYFIQQDTK.G Dimethyl:2H(4): 1, 11

11469 true 3096 2243.0765 2242.094 1 -11.02 156.46 36.83
122.1 
(M:122.1) 4 1 0

K.DLYANTVLSGGTTMYPGIADR
.M Dimethyl: 1

11470 true 3096 2243.0765 2242.094 1 -11.02 156.46 36.83
122.1 
(M:122.1) 4 1 0

K.DLYANTVLSGGTTMYPGIADR
.M Dimethyl: 1

11471 true 3097 1927.0853 1926.0575 1 10.68 126.13 43.67
100.1 
(M:100.1) 2 1 0 K.LPNGLIIASLENFSPASR.I Dimethyl: 1

11472 true 3097 2247.1013 2246.1191 1 -11.15 217.73 36.83
139.8 
(M:139.8) 3 1 0

K.DLYANTVLSGGTTMYPGIADR
.M Dimethyl:2H(4): 1

11473 true 3097 2247.1013 2246.1191 1 -11.15 217.73 36.83
139.8 
(M:139.8) 3 1 0

K.DLYANTVLSGGTTMYPGIADR
.M Dimethyl:2H(4): 1



11474 true 3098 1647.869 1646.8992 1 -22.74 234.86 38.5
70.5 
(M:70.5) 1 1 0 R.QEQVIAVLAYTAASR.M Dimethyl: 1

11475 true 3098 1931.1086 1930.0826 1 9.72 173.39 43.67
68.5 
(M:68.5) 2 1 0 K.LPNGLIIASLENFSPASR.I Dimethyl:2H(4): 1

11476 true 3099 1246.6612 1245.6639 1 -7.97 85.38 37
39.9 
(M:39.9) 1 1 0 K.IEVIEIMTDR.G Dimethyl: 1

11477 true 3099 1495.878 1494.8599 1 7.29 295.28 40.5
70.1 
(M:70.1) 1 1 1 K.IKYPENFFLLR.G Dimethyl: 1, 2

11478 false 3099 1495.878 1494.8604 1 6.92 278.26 40.5
17.7 
(M:17.7) 1 5 0 K.MTLGMIWTIILR.F Dimethyl:2H(4): 1; Oxidation: 5

11479 true 3099 1495.878 1494.8599 1 7.29 295.28 40.5
70.1 
(M:70.1) 1 1 1 K.IKYPENFFLLR.G Dimethyl: 1, 2

11480 false 3099 1495.878 1494.8604 1 6.92 278.26 40.5
17.7 
(M:17.7) 1 5 0 K.MTLGMIWTIILR.F Dimethyl:2H(4): 1; Oxidation: 5



11481 false 3099 1495.878 1494.8592 1 7.72 292.96 40.5
17.6 
(M:17.6) 1 7 1 K.LHLKQMGDQLIK.A Oxidation: 6; Dimethyl: 4, 12

11482 true 3099 1871.037 1870.0116 1 9.66 286.82 37.17
33.9 
(M:33.9) 1 1 0 R.YISPFHDIPLYADAGK.N Dimethyl:2H(4): 1, 16

11483 true 3100 1250.687 1249.689 1 -7.44 136.41 37
43.6 
(M:43.6) 1 1 0 K.IEVIEIMTDR.G Dimethyl:2H(4): 1

11484 true 3100 1503.9261 1502.9101 1 5.82 292.95 40.5
35.7 
(M:35.7) 1 1 1 K.IKYPENFFLLR.G Dimethyl:2H(4): 1, 2

11485 true 3100 1503.9261 1502.9101 1 5.82 292.95 40.5
35.7 
(M:35.7) 1 1 1 K.IKYPENFFLLR.G Dimethyl:2H(4): 1, 2

11486 true 3100 1944.0305 1943.0448 1 -11.08 132.93 38.17
100.2 
(M:100.2) 1 1 0 R.IIEVVDAIMTTAQSHQR.T Dimethyl:2H(4): 1

11487 true 3101 1606.9753 1605.9606 1 4.58 240.15 40.5
59.0 
(M:59.0) 2 1 0 K.LLGQFTLVGIPPAPR.G Dimethyl: 1



11488 true 3101 1948.0307 1946.9788 1 22.9 169.72 37
82.3 
(M:82.3) 1 1 0 K.NSFYIGAYQAAINEAQR.I Dimethyl:2H(4): 1

11489 true 3102 1611.0058 1609.9858 1 7.93 312.18 40.5
92.7 
(M:92.7) 2 1 0 K.LLGQFTLVGIPPAPR.G Dimethyl:2H(4): 1

11490 true 3102 1805.0045 1803.9883 1 4.94 164.85 39
42.1 
(M:42.1) 1 1 0 K.GEQLFLEPELVIPHR.Q Dimethyl: 1

11491 true 3102 2014.1436 2013.1115 1 12.35 97.89 43.5
58.9 
(M:58.9) 1 1 1 K.MVGGIAQIIAAQEEMLRK.E Dimethyl: 1, 18

11492 true 3102 2043.9832 2042.9526 1 11.41 217.62 37.17
133.5 
(M:133.5) 1 1 0 R.MACSEGYLSIVIHDTCR.K

Carbamidomethyl: 3, 16; 
Dimethyl:2H(4): 1

11493 true 3103 1382.7872 1381.7929 1 -9.4 164.41 36.83
58.9 
(M:58.9) 2 1 0 K.LVAIVDVIDQNR.A Dimethyl: 1

11494 true 3103 1930.0274 1928.9946 1 13.24 143.69 39
47.7 
(M:47.7) 1 1 0 R.HMYVFPDFNDLSVPGK.L Dimethyl:2H(4): 1, 16



11495 true 3103 2269.2013 2268.1646 1 12.95 232.28 37
57.4 
(M:57.4) 1 1 0

R.VIISAPSADAPMFVMGVNHE
K.Y Dimethyl: 1, 21

11496 true 3104 1386.7929 1385.818 1 -23.39 238.19 36.83
30.5 
(M:30.5) 2 1 0 K.LVAIVDVIDQNR.A Dimethyl:2H(4): 1

11497 true 3104 1983.0831 1982.0724 1 1.7 182.85 39.17
134.7 
(M:134.7) 1 1 1 R.KLFIGGLSFETTEESLR.N Dimethyl: 1, 1

11498 true 3105 1436.6901 1435.6591 1 16.46 305.07 37
37.8 
(M:37.8) 1 1 0 K.NAVEEYVYDMR.D Dimethyl:2H(4): 1; Oxidation: 10

11499 true 3105 1436.6901 1435.6922 1 -6.52 278.14 37
37.8 
(M:37.8) 1 1 0 K.NAVEEYVYDFR.D Dimethyl:2H(4): 1

11500 true 3105 1991.1338 1990.1227 1 1.95 151.96 39.17
75.5 
(M:75.5) 1 1 1 R.KLFIGGLSFETTEESLR.N Dimethyl:2H(4): 1, 1

11501 true 3106 1095.593 1094.576 1 8.8 306.91 37.17
25.8 
(M:25.8) 1 1 0 K.FSPTEFLAR.M Dimethyl: 1



11502 true 3107 961.5885 960.5757 1 5.81 107.86 43.67
34.1 
(M:34.1) 1 1 1 K.SAFKSPLR.R Dimethyl: 1, 4

11503 true 3108 1096.5642 1095.5784 1 -19.6 52.03 43.67
15.4 
(M:15.4) 1 1 0 R.LDSPTASMAK.Y

Dimethyl:2H(4): 1; Oxidation: 8; 
Dimethyl: 10

11504 true 3108 1202.6532 1201.6278 1 15.12 141.73 37.33
55.8 
(M:55.8) 2 1 0 K.EGLLLWCQR.K Carbamidomethyl: 7; Dimethyl: 1

11505 true 3108 1202.6532 1201.6278 1 15.12 141.73 37.33
55.8 
(M:55.8) 2 1 0 K.EGLLLWCQR.K Carbamidomethyl: 7; Dimethyl: 1

11506 true 3108 1663.8732 1662.88 1 -8.47 157.15 36.83
30.2 
(M:30.2) 1 1 0 R.AILVDLEPGTMDSVR.S Dimethyl:2H(4): 1; Oxidation: 11

11507 true 3108 1663.8732 1662.88 1 -8.47 157.15 36.83
30.2 
(M:30.2) 1 1 0 R.AILVDLEPGTMDSVR.S Dimethyl:2H(4): 1; Oxidation: 11

11508 true 3108 2115.0797 2114.0735 1 -0.47 244.04 39
25.2 
(M:25.2) 1 1 0 K.HVINFDLPSDIEEYVHR.I Dimethyl:2H(4): 1



11509 true 3109 1158.7442 1157.73 1 6.01 353.83 43.67
24.0 
(M:24.0) 1 1 0 R.VNILFDFVK.K Dimethyl:2H(4): 1, 9

11510 false 3109 1212.7497 1211.7238 1 15.35 185.48 37.33
17.1 
(M:17.1) 1 6 1 R.LAITSKDPVLR.A

11511 true 3109 1718.7843 1717.7919 1 -8.66 111.69 36.83
38.2 
(M:38.2) 1 1 0 R.QEFEDLCSDLFQR.V

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

11512 true 3109 2190.2044 2189.1845 1 5.77 265.35 39.33
113.5 
(M:113.5) 1 1 0 K.FIAHVPVPSQQEIEEALVR.R Dimethyl: 1

11513 true 3110 938.5708 937.5535 1 10.73 196.39 40.67
18.3 
(M:18.3) 1 1 0 R.AQIQSFGK.S Dimethyl:2H(4): 1; Dimethyl: 8

11514 false 3110 938.5708 937.5709 1 -7.84 211.74 40.67
15.6 
(M:15.6) 1 4 1 K.IQLHSKGK.M Dimethyl: 8

11515 true 3110 1288.686 1287.6679 1 8.42 193.34 37.17
30.9 
(M:30.9) 1 1 0 R.LMMDPLTGLNR.G Dimethyl: 1



11516 true 3110 1891.9644 1890.9699 1 -6.73 259.35 36.83
53.0 
(M:53.0) 1 1 0 R.LFVGNLPPDITEEEMR.K Dimethyl:2H(4): 1

11517 false 3111 975.5841 974.5834 1 -6.78 225.41 40.5
18.4 
(M:18.4) 1 5 1 K.LAMDLKGK.M Oxidation: 3; Dimethyl: 1, 6, 8

11518 false 3111 1227.7622 1226.7486 1 5.15 141.01 43.83
17.2 
(M:17.2) 1 2 1 M.SPKITTELLK.Q Acetyl: 1; Dimethyl: 3, 10

11519 true 3112 1239.8244 1238.809 1 6.59 116.3 43.67
40.3 
(M:40.3) 1 1 0 K.VENFIISLIK.E Dimethyl:2H(4): 1, 10

11520 true 3112 1392.8175 1391.7941 1 11.62 271.74 37.33
44.1 
(M:44.1) 1 1 0 K.YAALYQPLFDK.R Dimethyl:2H(4): 1, 11

11521 true 3112 1392.8175 1391.7941 1 11.62 271.74 37.33
44.1 
(M:44.1) 1 1 0 K.YAALYQPLFDK.R Dimethyl:2H(4): 1, 11

11522 true 3113 1403.8 1402.782 1 7.66 287.5 37.17
45.4 
(M:45.4) 1 1 0 K.SIDLPIQASLYR.Q Dimethyl: 1



11523 false 3113 2259.0715 2258.0609 1 1.47 366.38 36.83
16.0 
(M:16.0) 1 2 1

R.DESSPYAAMLAAQDVAQRCK
.E

Carbamidomethyl: 19; Dimethyl:2H(4): 
20; Oxidation: 9

11524 true 3113 2259.0715 2258.0889 1 -10.91 202.86 36.83
83.2 
(M:83.2) 2 1 0

K.DLYANTVLSGGTTMYPGIADR
.M Oxidation: 14; Dimethyl: 1

11525 true 3113 2259.0715 2258.0889 1 -10.91 202.86 36.83
83.2 
(M:83.2) 2 1 0

K.DLYANTVLSGGTTMYPGIADR
.M Oxidation: 14; Dimethyl: 1

11526 true 3114 1227.7098 1226.6924 1 8.22 217.43 40.67
38.5 
(M:38.5) 2 1 0 K.VIQALWQWR.Q Dimethyl: 1

11527 false 3114 1407.83 1406.8071 1 11.05 423.08 37.17
19.3 
(M:19.3) 1 50 3 1 R.KANNPAIYLESK.R Dimethyl:2H(4): 1; Dimethyl: 12

11528 true 3114 1407.83 1406.8071 1 11.05 330.3 37.17
72.5 
(M:72.5) 3 1 0 K.SIDLPIQASLYR.Q Dimethyl:2H(4): 1

11529 true 3115 1309.8329 1308.8129 1 9.73 201.04 40.5
17.2 
(M:17.2) 1 1 0 R.ITLTLPVLNAAR.T Dimethyl: 1



11530 true 3115 2387.0469 2386.0536 1 -5.83 140.05 36.83
127.7 
(M:127.7) 1 1 0

K.LCGGDDDAAGEFFPEAAQVA
YR.M Carbamidomethyl: 2; Dimethyl: 1

11531 true 3116 1506.7809 1505.78 1 -4.21 260.97 37.17
37.4 
(M:37.4) 1 1 0 K.VDPITGELICAYK.G Carbamidomethyl: 10; Dimethyl: 13

11532 true 3116 2493.1836 2492.2006 1 -9.72 152.87 36.83
53.5 
(M:53.5) 1 1 0

K.AEDCFAGRPIEVVDTPGLFDT
R.E Carbamidomethyl: 4; Dimethyl: 1

11533 false 3117 1105.6305 1104.6027 1 18.59 307.04 37
18.6 
(M:18.6) 1 4 0 R.LSDSQSSLLK.E Dimethyl: 10

11534 false 3117 1105.6305 1104.6074 1 14.33 287.31 37
20.1 
(M:20.1) 1 2 1 K.SLMTRQGLR.S Oxidation: 3; Dimethyl: 1

11535 false 3117 1105.6305 1104.5968 1 23.9 311.41 37
17.5 
(M:17.5) 1 6 0 R.INFWGGDLK.S Dimethyl: 1, 9

11536 true 3117 1105.6305 1104.6328 1 -8.72 218.09 37
51.6 
(M:51.6) 1 1 0 R.SEIDLLDIR.H Dimethyl:2H(4): 1



11537 true 3117 1508.8174 1507.8181 1 -5.25 139.91 37.17
55.7 
(M:55.7) 1 1 0 R.VGELVGVLLEHCR.T Carbamidomethyl: 12; Dimethyl: 1

11538 true 3118 1316.6455 1315.6499 1 -8.89 103.35 37
22.1 
(M:22.1) 1 1 0 R.DFVFQPNDFR.L Dimethyl:2H(4): 1

11539 true 3118 1512.8588 1511.8432 1 5.51 247.73 37.17
61.3 
(M:61.3) 1 1 0 R.VGELVGVLLEHCR.T

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

11540 true 3118 1700.9545 1699.9331 1 8.3 179.23 43.67
42.0 
(M:42.0) 1 1 0 K.LAGPQLVQMFIGDGAK.L Dimethyl: 1, 16

11541 true 3118 3479.7932 3478.7986 1 -3.65 104.38 39
39.5 
(M:39.5) 1 1 1

K.KAQLNIGNVLPVGTMPEGTIV
CCLEEKPGDR.G

Carbamidomethyl: 22, 23; Dimethyl: 1, 
1, 27

11542 false 3119 1055.6296 1054.6247 1 -2.29 138.62 39.33
15.8 
(M:15.8) 1 4 1 R.LQAAGNAVKR.A Dimethyl: 1

11543 false 3119 1055.6296 1054.6135 1 8.35 149.75 39.33
22.7 
(M:22.7) 1 2 0 K.AIINALGVER.R



11544 true 3119 1398.7032 1397.7191 1 -16.55 110.31 37.17
38.3 
(M:38.3) 1 1 0 R.LSDQFYDTLIR.K Dimethyl: 1

11545 true 3119 1535.8438 1534.8467 1 -6.66 234.81 37.5
62.9 
(M:62.9) 1 1 0 K.GGSEQVVALLHEIR.D Dimethyl: 1

11546 true 3120 1069.6432 1068.6291 1 6.31 312.72 39.33
49.4 
(M:49.4) 1 1 0 K.NLAAALAELR.T Dimethyl: 1

11547 true 3120 1432.6582 1431.634 1 11.77 229.68 37
19.2 
(M:19.2) 1 1 0 K.NAVEEYVYDMR.D Oxidation: 10; Dimethyl: 1

11548 true 3120 1432.6582 1431.667 1 -11.28 205.69 37
19.2 
(M:19.2) 1 1 0 K.NAVEEYVYDFR.D Dimethyl: 1

11549 true 3120 1527.8778 1526.8569 1 8.92 267.42 40.5
20.2 
(M:20.2) 1 1 0 K.WLLLTGISAQQNR.V Dimethyl: 1

11550 true 3121 1531.9005 1530.882 1 7.3 212.81 40.5
16.0 
(M:16.0) 1 1 0 K.WLLLTGISAQQNR.V Dimethyl:2H(4): 1



11551 false 3122 1073.6569 1072.6543 1 -4.3 169.77 39.17
19.9 
(M:19.9) 1 3 0 K.NLAAALAELR.T Dimethyl:2H(4): 1

11552 true 3122 1541.7638 1540.7773 1 -13.49 117.82 37
63.1 
(M:63.1) 1 1 0 K.TIISYIDEQFER.Y Dimethyl: 1

11553 true 3123 2551.2973 2550.3217 1 -12.43 130.51 37
21.5 
(M:21.5) 1 1 0

R.EATESFASDPITYRPVAIALDTK
.G Dimethyl: 1, 23

11554 true 3124 1498.6749 1497.6745 1 -4.56 143.1 39.17
39.0 
(M:39.0) 1 1 0 K.HMTLDSFDAMFR.E Dimethyl: 1

11555 true 3124 2559.3481 2558.3719 1 -12.16 178.35 37
68.4 
(M:68.4) 1 1 0

R.EATESFASDPITYRPVAIALDTK
.G Dimethyl:2H(4): 1, 23

11556 true 3125 2169.162 2168.1306 1 11.09 212.96 43.83
94.4 
(M:94.4) 5 1 0 K.SPYLYPLYGLGELPQGFAR.L Dimethyl: 1

11557 true 3126 2173.1872 2172.1557 1 11.11 237.94 43.83
134.6 
(M:134.6) 4 1 0 K.SPYLYPLYGLGELPQGFAR.L Dimethyl:2H(4): 1



11558 true 3126 2806.3574 2805.3759 1 -9.18 152.51 37.17
193.0 
(M:193.0) 1 1 0

K.QTQTFTTYSDNQPGVLIQVYE
GER.A Dimethyl:2H(4): 1

11559 false 3128 1882.0407 1880.9968 1 19.44 200.08 37.17
15.1 
(M:15.1) 1 2 1 K.LNVDQKVIQAGMFDQK.S Dimethyl:2H(4): 6; Oxidation: 12

11560 true 3128 1882.0407 1881.0108 1 11.98 270.29 37.17
75.1 
(M:75.1) 2 1 0 R.IGGVQQDTILAEGLHFR.I Dimethyl: 1

11561 false 3129 1113.6437 1112.6554 1 -16.98 232.32 37.33
17.4 
(M:17.4) 1 7 1 R.ALNVLKGDAGK.D Dimethyl: 1

11562 false 3129 1886.0592 1885.0421 1 5.17 297.79 37.17
17.4 
(M:17.4) 1 7 1 K.LASNSKPAEGKNSVPFR.L Dimethyl: 1, 6, 11

11563 true 3129 1886.0592 1885.036 1 8.46 339.46 37.17
115.3 
(M:115.3) 1 1 0 R.IGGVQQDTILAEGLHFR.I Dimethyl:2H(4): 1

11564 true 3130 1914.8727 1913.8737 1 -4.32 291.08 39.17
30.5 
(M:30.5) 1 1 0 K.HFHPLFEYFDYESR.K Dimethyl: 1



11565 true 3130 2212.1708 2211.1437 1 9 222.17 40.67
66.1 
(M:66.1) 1 1 0 K.FANSLVGVQQQLQAFNTYR.T Dimethyl: 1

11566 false 3131 1127.6592 1126.6459 1 5.34 211.63 37.33
16.3 
(M:16.3) 1 6 1 R.RIEVNVELR.K

11567 false 3131 1127.6592 1126.6346 1 15.3 393.69 37.33
15.8 
(M:15.8) 1 8 0 K.QELIQAEIR.N Dimethyl: 1

11568 true 3131 2216.1953 2215.1688 1 8.68 264.75 40.67
30.3 
(M:30.3) 1 1 0 K.FANSLVGVQQQLQAFNTYR.T Dimethyl:2H(4): 1

11569 true 3131 2242.9861 2241.9577 1 9.4 276.31 37.17
99.8 
(M:99.8) 1 1 0

R.NQASCGSCYAFASMGMLEAR
.I

Carbamidomethyl: 5, 8; 
Dimethyl:2H(4): 1

11570 true 3131 2588.4984 2587.4486 1 16.43 180.23 43.83
73.0 
(M:73.0) 1 1 0

K.HQTLQGLAFPLQLDAQQAIQ
ALK.Q Dimethyl: 1, 23

11571 false 3132 1391.734 1390.7052 1 15.46 180.93 37.17
18.5 
(M:18.5) 1 4 1 K.TDTAQEGSKASLR.E Dimethyl: 1



11572 true 3132 2649.4028 2648.3486 1 17.69 195.71 43.83
110.8 
(M:110.8) 2 1 0

K.STLINSLFLTELYSPEYPGPSHR.
I Dimethyl: 1

11573 true 3133 946.5926 945.5648 1 21.73 133.15 37.33
45.2 
(M:45.2) 2 1 0 K.ELFLGALR.K Dimethyl: 1

11574 false 3133 946.5926 945.5899 1 -4.84 230.95 37.33
18.0 
(M:18.0) 1 7 1 R.EIPYLKK.F Dimethyl: 1, 7

11575 true 3133 1425.6829 1424.6725 1 2.25 192.81 37.33
33.2 
(M:33.2) 1 1 0 R.GPDFTPAFADFGR.Q Dimethyl: 1

11576 true 3133 2653.422 2652.3737 1 15.46 218.68 43.83
72.0 
(M:72.0) 2 1 0

K.STLINSLFLTELYSPEYPGPSHR.
I Dimethyl:2H(4): 1

11577 true 3134 2692.307 2691.2614 1 14.25 215.1 43.67
68.2 
(M:68.2) 1 1 0

R.YGNTPFLFPLYGQGEIPQCFCR
.M Carbamidomethyl: 19, 21; Dimethyl: 1

11578 true 3135 1545.7836 1544.8024 1 -16.9 135.57 37.17
20.8 
(M:20.8) 1 1 0 K.TIISYIDEQFER.Y Dimethyl:2H(4): 1



11579 true 3135 2696.3214 2695.2865 1 10.24 218.79 43.67
16.3 
(M:16.3) 1 1 0

R.YGNTPFLFPLYGQGEIPQCFCR
.M

Carbamidomethyl: 19, 21; 
Dimethyl:2H(4): 1

11580 true 3136 1231.7284 1230.7175 1 2.93 229.14 40.67
16.3 
(M:16.3) 1 1 0 K.VIQALWQWR.Q Dimethyl:2H(4): 1

11581 true 3136 1558.7276 1557.7351 1 -9.48 128.37 37.17
38.5 
(M:38.5) 1 1 0 K.GFGFVDFSSPEDAK.A Dimethyl: 1, 14

11582 true 3136 1978.0405 1977.0204 1 6.49 107.63 39.33
17.4 
(M:17.4) 1 1 1 K.SIQEIQELDKDDESLR.K Dimethyl:2H(4): 1; Dimethyl: 10

11583 true 3137 1001.5933 1000.5706 1 15.4 141.9 37.5
26.4 
(M:26.4) 1 1 0 K.TVALWDLR.N Dimethyl: 1

11584 true 3137 1138.7072 1137.691 1 7.85 341.39 44
52.0 
(M:52.0) 2 1 0 K.LLLPWLEAR.I Dimethyl: 1

11585 false 3137 1138.7072 1137.6832 1 14.75 272.1 44
15.5 
(M:15.5) 1 50.12 7 0 R.DPLLLAMIPK.Y Dimethyl: 10



11586 true 3137 1566.7752 1565.7853 1 -11.12 160.1 37.17
43.1 
(M:43.1) 1 1 0 K.GFGFVDFSSPEDAK.A Dimethyl:2H(4): 1, 14

11587 true 3137 2029.1084 2028.1078 1 -3.27 176.35 39.17
42.0 
(M:42.0) 1 1 0 R.MLVTFDEELRPLPVSVR.V Dimethyl: 1

11588 true 3138 1296.7785 1295.7529 1 14.13 193.71 43.83
42.3 
(M:42.3) 1 1 0 R.LFFPVIYDVK.Y Dimethyl: 1, 10

11589 true 3138 1593.7943 1592.8199 1 -20.58 211.52 37.17
28.5 
(M:28.5) 1 1 0 K.LPIGDVATQYFADR.D Dimethyl: 1

11590 true 3138 2033.1304 2032.1329 1 -4.78 225.93 39.17
20.5 
(M:20.5) 1 1 0 R.MLVTFDEELRPLPVSVR.V Dimethyl:2H(4): 1

11591 false 3139 1072.6449 1071.659 1 -19.92 245.32 37.33
15.8 
(M:15.8) 1 7 1 R.LSSKEAIHK.D Dimethyl:2H(4): 4; Dimethyl: 9

11592 true 3139 1662.9772 1661.9694 1 0.32 262.26 43.83
30.5 
(M:30.5) 1 1 0 K.VVLAYEPVWAIGTGK.T Dimethyl:2H(4): 1; Dimethyl: 15



11593 true 3139 2111.0533 2110.0484 1 -1.08 204.84 39.17
42.8 
(M:42.8) 1 1 0 K.HVINFDLPSDIEEYVHR.I Dimethyl: 1

11594 false 3140 1076.6504 1075.662 1 -17.53 277.62 37.33
17.8 
(M:17.8) 1 7 0 K.FYSFLVLK.K Dimethyl:2H(4): 1; Dimethyl: 8

11595 false 3140 1076.6504 1075.6212 1 20.31 242.87 37.33
21.8 
(M:21.8) 1 2 1 K.AWTKMVIR.N Oxidation: 5; Dimethyl: 1, 4

11596 false 3140 1076.6504 1075.6539 1 -10.06 244.62 37.33
17.3 
(M:17.3) 1 10 1 K.KELSDIALR.I Dimethyl:2H(4): 1

11597 false 3140 1756.8917 1755.9115 1 -15.41 125.91 37.33
45.1 
(M:45.1) 1 2 1 M.SELEQLRQEAEQLR.N Dimethyl: 1

11598 true 3140 1756.8917 1755.9003 1 -9.01 144.37 37.33
64.0 
(M:64.0) 1 1 1 M.SELDQLRQEAEQLK.N Acetyl: 1; Dimethyl: 14

11599 false 3140 1756.8917 1755.9115 1 -15.41 175.32 37.33
23.7 
(M:23.7) 1 3 1 R.DNGNKSLKPDDLGSLR.L Dimethyl: 1



11600 true 3140 2129.1002 2128.0742 1 8.78 236.96 39.5
80.6 
(M:80.6) 2 1 0 K.FIIHAPPGEFNEVFNDVR.L Dimethyl: 1

11601 true 3141 1896.9142 1895.92 1 -6.87 141.66 37.17
70.1 
(M:70.1) 1 1 0 M.GLLQDCQAAFGAADLYR.A Carbamidomethyl: 6; Dimethyl: 1

11602 true 3141 2133.1239 2132.0993 1 8.12 290.03 39.5
86.4 
(M:86.4) 2 1 0 K.FIIHAPPGEFNEVFNDVR.L Dimethyl:2H(4): 1

11603 true 3142 1376.8403 1375.8349 1 -1.31 348.3 40.83
15.9 
(M:15.9) 1 1 1 K.IHLKVDVEMGK.L

Dimethyl:2H(4): 1, 4; Oxidation: 9; 
Dimethyl: 11

11604 true 3142 2036.9392 2035.9487 1 -8.23 75.14 37.33
27.9 
(M:27.9) 1 1 0 K.QVELALWDTAGQEDYDR.L Dimethyl: 1

11605 true 3142 2194.2321 2193.2096 1 6.96 278.02 39.33
72.9 
(M:72.9) 1 1 0 K.FIAHVPVPSQQEIEEALVR.R Dimethyl:2H(4): 1

11606 true 3143 2015.1915 2014.1615 1 11.25 127.99 43.83
39.5 
(M:39.5) 2 1 0 R.ALPGALLPPADAAPFPLLSR.L Dimethyl: 1



11607 true 3143 2167.0104 2166.0416 1 -17.73 102.29 37.17
35.1 
(M:35.1) 1 1 0 R.EMIPFAVVGSDQEYQVNGR.R Dimethyl: 1

11608 true 3144 1161.6304 1160.5978 1 21.79 419.2 37.33
38.9 
(M:38.9) 1 1 0 R.FDPFGPLGAGR.A Dimethyl: 1

11609 true 3144 2802.3245 2801.3508 1 -11.98 156.55 37.17
122.2 
(M:122.2) 1 1 0

K.QTQTFTTYSDNQPGVLIQVYE
GER.A Dimethyl: 1

11610 true 3145 1165.647 1164.623 1 14.37 483.4 37.33
29.1 
(M:29.1) 1 1 0 R.FDPFGPLGAGR.A Dimethyl:2H(4): 1

11611 true 3145 2880.3945 2879.3884 1 -0.42 206.65 39.17
16.1 
(M:16.1) 1 1 0

R.TMLVTHMQDLQEVTQDLHYE
NFR.S Dimethyl:2H(4): 1

11612 false 3146 873.4948 872.508 1 -23.38 205.43 37.33
15.5 
(M:15.5) 1 10 1 R.ILDSNKR.V Dimethyl: 6

11613 true 3146 3121.4961 3120.4975 1 -2.79 215.68 39.17
55.2 
(M:55.2) 1 1 0

K.IRPNYFAPELPAVAEFSTSETM
GHSADR.L Dimethyl: 1



11614 false 3147 933.5337 932.5331 1 -7.17 140.61 37.33
21.2 
(M:21.2) 1 2 0 R.DIIFELR.R Dimethyl: 1

11615 true 3148 1285.804 1284.7653 1 24.43 297.89 37.5
20.8 
(M:20.8) 2 1 1 K.DGVTVAKAIDLK.D Dimethyl: 1, 12

11616 true 3150 1066.6041 1065.5931 1 3.5 144.83 37.5
24.1 
(M:24.1) 1 1 1 M.GKGDPNKPR.G Acetyl: 1; Dimethyl: 2, 7

11617 false 3150 1066.6041 1065.6182 1 -20.08 194.86 37.5
21.4 
(M:21.4) 1 2 0 R.VGNENPKPK.L Dimethyl: 1, 7, 9

11618 true 3150 1152.68 1151.6641 1 7.46 398.58 39.33
48.2 
(M:48.2) 3 1 0 R.DIVQFVPFR.Q Dimethyl:2H(4): 1

11619 true 3151 1567.8359 1566.8188 1 6.24 233.18 39.5
78.8 
(M:78.8) 1 1 0 R.CQHAAEIITDLLR.S Carbamidomethyl: 1; Dimethyl: 1

11620 true 3151 1710.0603 1709.0491 1 2.27 202.74 40.67
33.0 
(M:33.0) 1 1 0 K.LSIVGLADFAPGKPLK.C Dimethyl: 1, 13, 16



11621 false 3152 1131.682 1130.6597 1 13.21 289.58 37.33
20.9 
(M:20.9) 1 4 0 K.QELIQAEIR.N Dimethyl:2H(4): 1

11622 true 3152 1472.7638 1471.7676 1 -7.55 320.81 37.33
18.1 
(M:18.1) 1 1 1 -.MTEQMTLRGTLK.G Dimethyl:2H(4): 1; Oxidation: 1, 5

11623 true 3152 1571.8579 1570.8439 1 4.3 266.92 39.5
46.3 
(M:46.3) 1 1 0 R.CQHAAEIITDLLR.S

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

11624 true 3153 1352.7068 1351.7024 1 -2.08 171.73 37.33
56.8 
(M:56.8) 1 1 0 K.ELPEYYELIR.K Dimethyl: 1

11625 false 3153 1352.7068 1351.7104 1 -8.05 130.45 37.33
15.8 
(M:15.8) 1 3 1 R.CTRGAFMQLIK.V Carbamidomethyl: 1; Dimethyl: 11

11626 true 3153 1722.1301 1721.1244 1 -0.96 194.28 40.67
48.8 
(M:48.8) 1 1 0 K.LSIVGLADFAPGKPLK.C Dimethyl:2H(4): 1, 13, 16

11627 true 3154 1560.9355 1559.8973 1 19.8 209.47 37.33
24.8 
(M:24.8) 1 1 0 R.DPVQLNLLYVQAR.D Dimethyl:2H(4): 1



11628 false 3155 1433.7031 1432.6834 1 8.63 204.98 37.33
17.3 
(M:17.3) 1 2 0 M.AESDWDTVTVLR.K Acetyl: 1

11629 true 3156 1142.7353 1141.7161 1 10.44 406.83 44
37.4 
(M:37.4) 1 1 0 K.LLLPWLEAR.I Dimethyl:2H(4): 1

11630 true 3156 1444.7268 1443.7205 1 -0.73 271.39 37.33
42.7 
(M:42.7) 1 1 0 M.ADGELNVDSLITR.L Acetyl: 1

11631 true 3156 2795.4735 2794.5018 1 -12.71 155.14 40.5
39.8 
(M:39.8) 1 1 0

M.PVELGLWDGPLSLSEVEQKP
AHPLR.V Dimethyl: 19

11632 true 3157 1446.7337 1445.7514 1 -17.26 214.69 37.83
58.3 
(M:58.3) 1 1 0 K.GDDVGAFQLVELR.V Dimethyl: 1

11633 true 3157 1814.911 1813.8781 1 14.1 226.24 37.33
70.9 
(M:70.9) 1 1 0 K.ICDQWDVLGSLTHSR.R Carbamidomethyl: 2; Dimethyl: 1

11634 true 3158 1456.8086 1455.8061 1 -3.25 310.4 37.33
32.2 
(M:32.2) 1 1 0 K.SVGNLADFEAELK.A Dimethyl:2H(4): 1, 13



11635 true 3159 1581.7899 1580.7835 1 -0.56 126.44 37.33
41.1 
(M:41.1) 1 1 0 K.NLNEDTTFLPFSR.E Dimethyl: 1

11636 false 3159 1966.0895 1965.0684 1 7.03 161.24 37.33
44.8 
(M:44.8) 2 50 2 1 K.DNNLLGKFDLTGIPPAPR.G Dimethyl: 7

11637 false 3160 997.6031 996.5855 1 10.25 181.35 39.67
17.0 
(M:17.0) 1 6 0 R.IVDPEIALK.I

11638 false 3160 997.6031 996.608 1 -12.27 160.13 39.67
15.6 
(M:15.6) 1 8 0 K.NAKPVSILR.D

11639 false 3160 997.6031 996.6129 1 -17.18 172.93 39.67
19.8 
(M:19.8) 1 3 1 -.MPSDLAKK.K

Dimethyl:2H(4): 7, 8; Oxidation: 1; 
Dimethyl: 1

11640 false 3160 997.6031 996.5968 1 -1.01 88.93 39.67
15.3 
(M:15.3) 1 9 0 R.TAIPADLIR.E Dimethyl: 1

11641 true 3160 2122.1983 2121.1554 1 16.78 220.67 37.33
102.6 
(M:102.6) 1 1 0 K.DLLNLSLQPHMEQSVPLR.I Dimethyl:2H(4): 1



11642 true 3160 2529.3708 2528.3461 1 6.89 242.12 40.67
30.2 
(M:30.2) 1 1 0

R.AIPLPIQMYYQQQPASSTPIVR
.V Dimethyl: 1

11643 true 3161 2336.2523 2335.2001 1 19.21 180.73 37.33
75.8 
(M:75.8) 1 1 0 R.FSFHPISDLPPPEPYVPVNR.S Dimethyl: 1

11644 true 3162 1665.8653 1664.8571 1 0.56 141.02 37.33
16.8 
(M:16.8) 1 1 0 K.CEFQDAYVLISEK.K

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 13

11645 true 3162 2340.2636 2339.2252 1 13.29 241.71 37.33
54.9 
(M:54.9) 1 1 0 R.FSFHPISDLPPPEPYVPVNR.S Dimethyl:2H(4): 1

11646 true 3163 2356.2315 2355.1893 1 14.81 198.74 37.33
57.8 
(M:57.8) 1 1 0 K.SIDGQQTIIACIESHQFQPK.N Carbamidomethyl: 11; Dimethyl: 1, 20

11647 true 3164 992.5641 991.5491 1 7.76 206.32 37.5
45.8 
(M:45.8) 1 1 0 K.FLIDGFPR.N Dimethyl: 1

11648 false 3164 992.5641 991.5736 1 -16.92 273.16 37.5
16.4 
(M:16.4) 1 3 1 K.MLSKTVAAK.K Oxidation: 1; Dimethyl: 1



11649 false 3164 1789.9628 1788.9967 1 -23.05 124.01 37.33
16.6 
(M:16.6) 1 4 1 K.QAHRMHILLGLMGLR.V Oxidation: 5; Dimethyl: 1

11650 true 3165 996.5832 995.5742 1 1.76 125.41 37.5
27.0 
(M:27.0) 1 1 0 K.FLIDGFPR.N Dimethyl:2H(4): 1

11651 true 3165 1081.6502 1080.6332 1 9.01 247.04 40.83
33.8 
(M:33.8) 1 1 0 R.YLTVAAIFR.G Dimethyl: 1

11652 true 3166 1201.7172 1200.7304 1 -17.08 117.81 40.83
25.3 
(M:25.3) 1 1 0 K.VMPLIIQGFK.D Dimethyl: 1, 10

11653 true 3166 1417.8042 1416.7799 1 11.99 304.63 44.17
32.2 
(M:32.2) 3 1 0 R.LDQWLTTMLLR.I Dimethyl: 1

11654 true 3168 1459.8012 1458.7915 1 1.69 359.69 45.17
19.0 
(M:19.0) 1 1 1 R.NAALQKHVESMR.T

Dimethyl:2H(4): 1; Oxidation: 11; 
Dimethyl: 6

11655 true 3168 1664.9079 1663.8934 1 4.36 177.65 39.5
16.1 
(M:16.1) 1 1 1 K.AAALEFLNRFEEAK.A Dimethyl: 1, 14



11656 true 3170 1478.8083 1477.8112 1 -6.89 309.86 37.5
53.5 
(M:53.5) 1 1 0 K.SDIGEVILVGGMTR.M Dimethyl:2H(4): 1

11657 false 3170 1759.9159 1758.926 1 -9.87 295.38 39.5
15.8 
(M:15.8) 1 2 1 R.VLMKLMPPDNTTVEK.L Oxidation: 6; Dimethyl: 15

11658 true 3170 3215.6719 3214.6634 1 0.37 298.37 38.17
117.3 
(M:117.3) 2 1 0

R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Dimethyl:2H(4): 1

11659 true 3170 3215.6719 3214.6634 1 0.37 298.37 38.17
117.3 
(M:117.3) 2 1 0

R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Dimethyl:2H(4): 1

11660 true 3171 1476.8633 1475.85 1 4.06 297.89 37.67
51.8 
(M:51.8) 1 1 0 K.IVIFPEHLDIPR.D Dimethyl: 1

11661 true 3171 1652.9192 1651.9145 1 -1.54 140.93 37.67
92.5 
(M:92.5) 1 1 0 R.TGAIVDVPVGEELLGR.V Dimethyl: 1

11662 false 3172 1316.7815 1315.75 1 18.42 362.25 41
25.5 
(M:25.5) 1 3 0 K.ILFVDADQIVR.T Dimethyl: 1



11663 false 3172 1316.7815 1315.7864 1 -9.21 419.71 41
16.1 
(M:16.1) 1 7 0 R.ILEFIAVSQLR.G Dimethyl: 1

11664 true 3172 1316.7815 1315.7652 1 6.84 347.04 41
71.8 
(M:71.8) 4 1 0 R.LLIVYPWTQR.F Dimethyl: 1

11665 true 3172 1480.8895 1479.8751 1 4.76 390.24 37.67
44.6 
(M:44.6) 1 1 0 K.IVIFPEHLDIPR.D Dimethyl:2H(4): 1

11666 true 3172 1934.9242 1933.921 1 -2.12 123.26 39.67
44.4 
(M:44.4) 1 1 0 K.NQDFGNIFSFPSYSQK.T Dimethyl: 1, 16

11667 false 3173 1320.8049 1319.7751 1 17.05 377.83 41
15.2 
(M:15.2) 1 7 0 K.ILFVDADQIVR.T Dimethyl:2H(4): 1

11668 true 3173 1937.9854 1936.9923 1 -7.35 173.23 37.5
16.3 
(M:16.3) 1 1 0 K.MVVDAVMMLDDLLQLK.M Oxidation: 1, 7, 8; Dimethyl: 1, 16

11669 true 3173 1962.0478 1961.0371 1 1.75 156.78 39.5
78.1 
(M:78.1) 2 1 0 K.DNHLLGTFDLTGIPPAPR.G Dimethyl: 1



11670 true 3174 1308.8393 1307.8177 1 10.98 245.57 38
55.2 
(M:55.2) 3 1 0 K.ELLLQPVIISR.N Dimethyl: 1

11671 true 3174 1330.7846 1329.7809 1 -2.68 245.76 41.17
24.6 
(M:24.6) 3 1 1 R.KVESLWPIFR.I Dimethyl: 1, 1

11672 true 3174 2563.365 2562.3554 1 0.9 227.03 39.67
33.3 
(M:33.3) 1 1 1

K.VVNDLVQHFLNENLPREEITR.
C Dimethyl: 1

11673 true 3175 2739.4421 2738.4392 1 -1.6 165.33 39.67
37.4 
(M:37.4) 1 1 0

R.HLPLQQAQPQELTEYAYVNVL
TR.G Dimethyl: 1

11674 true 3176 2439.2673 2438.2432 1 6.9 231.26 38.33
67.9 
(M:67.9) 1 1 0

R.SFDIPPPPMQSDHPFFSTISK.
D Dimethyl:2H(4): 1, 21

11675 true 3176 2803.4409 2802.4403 1 -2.38 257.56 39.5
26.4 
(M:26.4) 1 1 0

R.AWVWNTHADFADECPKPELL
AIR.F

Carbamidomethyl: 14; Dimethyl:2H(4): 
1, 16

11676 true 3177 2091.1294 2090.0983 1 11.39 219 44
112.5 
(M:112.5) 1 1 0 R.LAPSDYFGEIALLMNRPR.A Dimethyl: 1



11677 true 3177 2326.1666 2325.1641 1 -2.05 91.82 37.5
32.1 
(M:32.1) 1 1 1 R.EAYNLVRDDATEVNWVTFK.Y Dimethyl: 1, 19

11678 true 3177 2837.5194 2836.5123 1 -0.09 161.07 39.5
60.0 
(M:60.0) 1 1 0

M.PVELGLWDGPLSLSEVEQKP
AHPLR.V Acetyl: 1; Dimethyl: 19

11679 true 3178 1390.8564 1389.8384 1 7.7 368.64 41
61.5 
(M:61.5) 2 1 0 K.LKPDGLIFYLR.E Dimethyl: 1, 2

11680 true 3178 2095.1557 2094.1234 1 11.96 235.65 44
89.8 
(M:89.8) 1 1 0 R.LAPSDYFGEIALLMNRPR.A Dimethyl:2H(4): 1

11681 false 3178 2095.1557 2094.1809 1 -15.49 169.96 44
19.6 
(M:19.6) 1 2 1 K.LMPEIVATASKVDIAPHVR.D Dimethyl:2H(4): 1; Oxidation: 2

11682 false 3179 989.5751 988.5488 1 19.28 136.97 39.67
15.6 
(M:15.6) 1 4 1 R.RAIADMLR.A Oxidation: 6; Dimethyl: 1

11683 false 3179 989.5751 988.5855 1 -17.83 278.56 39.67
16.8 
(M:16.8) 1 2 1 K.GKTPEEIR.K Dimethyl:2H(4): 2; Dimethyl: 1



11684 true 3179 1264.7078 1263.7202 1 -15.55 126.83 37.83
61.6 
(M:61.6) 1 1 0 R.EVSDFISYLK.R Dimethyl:2H(4): 1, 10

11685 true 3179 1335.742 1334.7318 1 2.19 245.15 38.17
66.6 
(M:66.6) 1 1 0 K.NVFNMVVEVPR.W Dimethyl:2H(4): 1

11686 true 3180 1499.8353 1498.8079 1 13.44 267.08 40.83
17.8 
(M:17.8) 1 1 0 R.QGYNMLNLLIHR.K Dimethyl: 1

11687 true 3181 1370.5944 1369.5939 1 -4.96 215.36 37.67
20.6 
(M:20.6) 1 1 0 R.SWEDFFPGSDR.F Dimethyl: 1

11688 true 3181 1502.8145 1501.7969 1 6.83 233.07 41.83
89.2 
(M:89.2) 2 1 0 R.YFPTQALNFAFK.K Dimethyl: 1, 12

11689 true 3181 1502.8145 1501.7969 1 6.83 233.07 41.83
89.2 
(M:89.2) 2 1 0 R.YFPTQALNFAFK.D Dimethyl: 1, 12

11690 true 3181 1551.8326 1550.8205 1 3.12 250.7 38.17
101.4 
(M:101.4) 3 1 0 K.DIGAAWVILGHSER.R Dimethyl: 1



11691 true 3182 1023.5663 1022.5549 1 3.99 194.89 39.83
32.6 
(M:32.6) 1 1 0 R.NFLIDFAR.S Dimethyl: 1

11692 false 3182 1023.5663 1022.5471 1 11.67 199.72 39.83
20.8 
(M:20.8) 1 2 0 R.NLMDLFAK.L Oxidation: 3; Dimethyl: 1, 8

11693 true 3182 1986.0438 1985.0309 1 2.87 174.5 38.17
77.1 
(M:77.1) 2 1 0 K.NLEGYVGFANLPNQVYR.K Dimethyl:2H(4): 1

11694 false 3183 1040.6449 1039.6576 1 -19.21 223.65 39.67
16.8 
(M:16.8) 1 6 1 R.RVMGLLPAK.G Dimethyl: 1, 9

11695 true 3183 1040.6449 1039.639 1 -1.31 170.86 39.67
49.2 
(M:49.2) 1 1 0 R.NEALIALLR.E Dimethyl: 1

11696 false 3183 1040.6449 1039.6277 1 9.49 189.72 39.67
18.9 
(M:18.9) 1 4 1 R.KESAPPSLK.R Dimethyl: 1, 1, 9

11697 true 3183 1516.9257 1515.9152 1 2.09 135.6 44.17
62.4 
(M:62.4) 1 1 0 K.YYGLQILENVIK.T Dimethyl:2H(4): 1, 12



11698 true 3183 1656.9211 1655.9396 1 -15.57 157.29 37.67
66.3 
(M:66.3) 1 1 0 R.TGAIVDVPVGEELLGR.V Dimethyl:2H(4): 1

11699 false 3184 1088.5935 1087.5696 1 15.26 348.16 38.17
19.8 
(M:19.8) 1 2 0 R.IMSIVDPNR.M Oxidation: 2; Dimethyl: 1

11700 true 3185 1580.8237 1579.8187 1 -1.49 270.27 44.5
47.9 
(M:47.9) 1 1 0 R.EFPVYLWQPFAR.H Dimethyl: 1

11701 false 3185 1589.9849 1588.9413 1 22.84 243.18 40.83
19.6 
(M:19.6) 1 5 1 R.GLSRLLPAAPGSVPAR.S Dimethyl: 1

11702 true 3185 1589.9849 1588.9665 1 7.02 204.26 40.83
53.8 
(M:53.8) 2 1 0 K.LQGILNSAPLLLPGR.H Dimethyl: 1

11703 true 3186 1600.9401 1599.9196 1 8.29 142.46 44.17
36.2 
(M:36.2) 1 1 0 R.LTIQNLETLLATSR.D Dimethyl: 1

11704 true 3186 1924.8923 1923.9003 1 -7.91 199.74 37.83
58.0 
(M:58.0) 1 1 0 R.ALYDFDAVEHDELGFR.S Dimethyl: 1



11705 false 3187 1114.6046 1113.6191 1 -19.58 404.68 38.33
17.0 
(M:17.0) 1 4 1 K.DQMEDLKK.I

Dimethyl:2H(4): 7, 8; Oxidation: 3; 
Dimethyl: 1

11706 true 3187 1114.6046 1113.5859 1 10.25 392.19 38.33
42.6 
(M:42.6) 2 1 0 K.FYLDLYPR.E Dimethyl: 1

11707 true 3187 1150.5845 1149.6002 1 -19.95 255.79 37.83
18.8 
(M:18.8) 1 1 0 -.MADEELAALR.Q Dimethyl:2H(4): 1

11708 true 3187 1719.9476 1718.925 1 8.93 221.49 40.83
51.9 
(M:51.9) 3 1 0 K.CPSIAAAIAAVNALHGR.W Carbamidomethyl: 1; Dimethyl: 1

11709 true 3188 1256.6621 1255.67 1 -12.07 92.52 37.83
22.7 
(M:22.7) 1 1 0 R.EVSDFISYLK.R Dimethyl: 1, 10

11710 true 3188 1317.7163 1316.7129 1 -2.89 248.68 39.67
73.6 
(M:73.6) 1 1 0 R.NLPFDLTWQK.L Dimethyl: 1, 10

11711 true 3188 1723.9737 1722.9501 1 9.43 361.87 41
75.7 
(M:75.7) 2 1 0 K.CPSIAAAIAAVNALHGR.W

Carbamidomethyl: 1; Dimethyl:2H(4): 
1



11712 true 3189 1787.0518 1786.0393 1 2.93 133.89 44.17
18.5 
(M:18.5) 1 1 0 K.LLQVTAPFLEPYLVR.M Dimethyl: 1

11713 true 3190 1149.6104 1148.5978 1 4.61 502.45 38.17
58.4 
(M:58.4) 3 1 0 R.EQGVLSFWR.G Dimethyl: 1

11714 true 3190 1149.6104 1148.5978 1 4.61 502.45 38.17
58.4 
(M:58.4) 3 1 0 K.EQGVLSFWR.G Dimethyl: 1

11715 true 3190 1405.8849 1404.8792 1 -1.09 322.52 39.67
29.0 
(M:29.0) 1 1 0 R.NDGVLLLQQLTK.S Dimethyl:2H(4): 1, 12

11716 true 3191 1821.0808 1820.0575 1 8.78 262.7 40.83
49.5 
(M:49.5) 1 1 0 K.VSYFPTVPGVYIVSTK.F Dimethyl:2H(4): 1, 16

11717 true 3192 1237.8015 1236.7933 1 0.69 194.72 38.17
55.1 
(M:55.1) 2 1 0 K.FSLAPVAVELK.A Dimethyl:2H(4): 1, 11

11718 true 3192 1613.7982 1612.8134 1 -13.94 171.63 38
42.2 
(M:42.2) 1 1 0 K.TLSEDEYLEDVLR.L Dimethyl:2H(4): 1



11719 true 3192 1719.0334 1718.0218 1 2.52 243.89 39.83
124.5 
(M:124.5) 1 1 0 K.HEVTILGGLNEFVVK.F Dimethyl:2H(4): 1, 15

11720 false 3192 1719.0334 1718.0314 1 -3.04 239.55 39.83
21.6 
(M:21.6) 1 2 1 K.IQKLLAEGIINSMTK.L Dimethyl:2H(4): 15; Dimethyl: 1

11721 true 3193 1640.8081 1639.8178 1 -10.34 142.83 37.83
39.1 
(M:39.1) 1 1 0 R.SQFEELCADLLQR.I

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

11722 true 3193 2008.1937 2007.1757 1 5.33 217.49 40.83
18.4 
(M:18.4) 1 1 1 K.EKFPGFTPGLAILQVGNR.D Dimethyl:2H(4): 1, 2

11723 true 3194 1294.6848 1293.6717 1 4.51 196.83 38.33
72.5 
(M:72.5) 2 1 0 R.DFTPSGIVGAFR.R Dimethyl: 1

11724 true 3194 1716.8568 1715.873 1 -13.66 123.51 38
55.9 
(M:55.9) 1 1 0 K.LQPFATEADVEEALR.L Dimethyl: 1

11725 true 3194 2234.2243 2233.2107 1 2.84 217.73 39.67
74.2 
(M:74.2) 1 1 0 K.TLHVEEIVPNVIEPSFGIGR.I Dimethyl: 1



11726 false 3195 843.525 842.5378 1 -23.84 439.02 40.83
15.7 
(M:15.7) 1 2 0 R.ALFIVPR.Q Dimethyl: 1

11727 true 3195 1298.7165 1297.6968 1 9.56 241.32 38.33
97.5 
(M:97.5) 1 1 0 R.DFTPSGIVGAFR.R Dimethyl:2H(4): 1

11728 false 3195 1726.8134 1725.8368 1 -17.75 158.52 38
15.8 
(M:15.8) 1 3 0 R.LNPMAIESPAMDFSR.R Dimethyl:2H(4): 1; Oxidation: 4

11729 true 3195 1726.8134 1725.8362 1 -17.43 117.6 38
35.0 
(M:35.0) 1 1 0 K.FLVYVANFDENDPR.T Dimethyl: 1

11730 true 3195 1940.0116 1938.9952 1 4.71 148.19 44.17
82.8 
(M:82.8) 2 1 0 R.AGTFQAFEQFGQQLLAR.G Dimethyl: 1

11731 true 3195 2238.2469 2237.2358 1 1.72 288.77 39.67
43.9 
(M:43.9) 1 1 0 K.TLHVEEIVPNVIEPSFGIGR.I Dimethyl:2H(4): 1

11732 true 3196 1331.7175 1330.7067 1 2.6 223.31 38.17
66.3 
(M:66.3) 2 1 0 K.NVFNMVVEVPR.W Dimethyl: 1



11733 true 3196 1730.8397 1729.8613 1 -16.7 142.35 38
24.5 
(M:24.5) 1 1 0 K.FLVYVANFDENDPR.T Dimethyl:2H(4): 1

11734 true 3196 1944.0402 1943.0203 1 6.49 118.23 44.17
50.2 
(M:50.2) 2 1 0 R.AGTFQAFEQFGQQLLAR.G Dimethyl:2H(4): 1

11735 true 3196 2266.128 2265.11 1 4.76 267.23 39.83
85.2 
(M:85.2) 1 1 0 R.QFGYIVLTTSAGIMDHEEAR.R Dimethyl: 1

11736 true 3197 1351.7197 1350.7368 1 -18.02 291.29 38.17
19.3 
(M:19.3) 1 1 0 K.LGVRPSQGGEAPR.E Dimethyl: 1

11737 true 3197 1836.9009 1835.9054 1 -6.42 156.29 38
60.6 
(M:60.6) 1 1 0 R.NENQLIIFADDTYPR.W Dimethyl: 1

11738 true 3197 2054.1122 2053.0956 1 4.54 157.13 44.33
91.6 
(M:91.6) 3 1 0 K.ANDYANAVLQALSNVPPLR.N Dimethyl: 1

11739 true 3197 2270.1532 2269.1351 1 4.77 345 39.83
71.5 
(M:71.5) 1 1 0 R.QFGYIVLTTSAGIMDHEEAR.R Dimethyl:2H(4): 1



11740 true 3198 1368.7134 1367.6874 1 13.72 331.45 38.33
56.0 
(M:56.0) 2 1 0 K.YSFLQFDPAPR.R Dimethyl: 1

11741 true 3198 1841.9304 1840.8775 1 24.81 290.31 38
16.5 
(M:16.5) 1 1 1 K.SSDDGQGASMEVAQKGVK.V Dimethyl:2H(4): 1; Oxidation: 10

11742 false 3199 933.5064 932.5001 1 -1.04 187.16 40.83
18.1 
(M:18.1) 1 3 1 K.KDDQMLK.R Dimethyl: 1, 7

11743 false 3199 933.5064 932.4967 1 2.57 396.38 40.83
15.8 
(M:15.8) 1 4 0 K.GVWSELSK.V Dimethyl: 8

11744 true 3199 1372.7295 1371.7125 1 7.1 315.36 38.33
56.9 
(M:56.9) 2 1 0 K.YSFLQFDPAPR.R Dimethyl:2H(4): 1

11745 true 3199 2326.1683 2325.1601 1 0.39 129.99 39.67
33.5 
(M:33.5) 1 1 0

R.NDFSNVFSSATASIPASSALVG
R.N Dimethyl: 1

11746 true 3200 938.5304 937.5385 1 -16.41 193.59 40.83
20.5 
(M:20.5) 1 1 0 R.GGLFTFIR.F Dimethyl: 1



11747 true 3200 1396.7268 1395.7254 1 -4.2 275.78 38.17
39.9 
(M:39.9) 1 1 0 K.MISGMYLGEIVR.N Dimethyl: 1

11748 false 3200 1396.7268 1395.7506 1 -22.21 236.77 38.17
15.5 
(M:15.5) 1 4 0 K.TMGVMFTPLTVK.Y Oxidation: 2; Dimethyl: 1, 12

11749 true 3200 2244.0711 2243.0528 1 4.88 103.71 37.83
15.8 
(M:15.8) 1 1 0

K.DLYANNVLSGGTTMYPGIADR
.M Oxidation: 14

11750 true 3201 942.5503 941.5636 1 -21.92 153.15 40.83
20.9 
(M:20.9) 1 1 0 R.GGLFTFIR.F Dimethyl:2H(4): 1

11751 false 3201 1096.644 1095.6376 1 -0.73 346.78 41.17
16.0 
(M:16.0) 1 8 1 K.DSQQKLADK.E Dimethyl:2H(4): 1, 5

11752 true 3201 1096.644 1095.6328 1 3.58 393.78 41.17
79.0 
(M:79.0) 1 1 0 K.FSFAGLTIGK.T Dimethyl: 1, 10

11753 true 3201 2248.2275 2247.2012 1 8.5 212.75 44.17
69.6 
(M:69.6) 2 1 0

R.LGDAVQQGVINNSVLGYFIGR.
I Dimethyl: 1



11754 true 3201 2348.0908 2347.1233 1 -16.95 106.05 38
56.4 
(M:56.4) 1 1 1

R.NPPGFAFVEFEDPRDAADAVR
.E Dimethyl: 1

11755 true 3202 2252.2517 2251.2263 1 8.05 229.85 44.17
71.8 
(M:71.8) 2 1 0

R.LGDAVQQGVINNSVLGYFIGR.
I Dimethyl:2H(4): 1

11756 true 3202 2352.1197 2351.1484 1 -15.31 133.43 38
57.7 
(M:57.7) 1 1 1

R.NPPGFAFVEFEDPRDAADAVR
.E Dimethyl:2H(4): 1

11757 true 3202 2652.3602 2651.3017 1 19.33 373.31 39.83
15.6 
(M:15.6) 1 1 0

K.VLHYGDLEESPQGEVPHDSLQ
DK.L Dimethyl:2H(4): 1; Dimethyl: 23

11758 false 3203 977.6028 976.5895 1 6.09 322.36 47
21.3 
(M:21.3) 1 2 1 R.APPKTFEK.S Dimethyl:2H(4): 1; Dimethyl: 8

11759 false 3203 977.6028 976.6041 1 -8.85 214.83 47
17.8 
(M:17.8) 2 3 1 K.VRAPTVMK.T

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 8

11760 true 3203 1104.6994 1103.683 1 8.22 398.8 41.17
80.7 
(M:80.7) 1 1 0 K.FSFAGLTIGK.T Dimethyl:2H(4): 1, 10



11761 true 3203 2406.1041 2405.1288 1 -13.29 133.65 38
33.7 
(M:33.7) 1 1 1

R.NPPGFAFVEFEDPRDAEDAVR
.G Dimethyl: 1

11762 true 3204 1006.6217 1005.6347 1 -20.1 186.17 40.83
18.9 
(M:18.9) 1 1 0 K.VLMIVPFR.E Dimethyl:2H(4): 1

11763 false 3204 1116.5947 1115.5724 1 13.45 563.17 41
15.2 
(M:15.2) 1 3 0 M.AVAGSGWSLAR.V Acetyl: 1

11764 true 3204 1555.8537 1554.8456 1 0.49 282.83 38.17
82.2 
(M:82.2) 1 1 0 K.DIGAAWVILGHSER.R Dimethyl:2H(4): 1

11765 true 3204 2496.1992 2495.2155 1 -9.46 141.41 38
68.6 
(M:68.6) 1 1 0

K.FVDGLMIHSGDPVNYYVDTA
VR.H Dimethyl: 1

11766 true 3205 1054.615 1053.5859 1 20.72 264.32 40.83
16.4 
(M:16.4) 1 1 0 K.YLELLGYR.K Dimethyl: 1

11767 true 3205 1138.6676 1137.6546 1 4.97 450.69 41
36.1 
(M:36.1) 1 1 0 R.YTFIQALVR.R Dimethyl: 1



11768 true 3205 2876.3821 2875.3633 1 4.01 169.24 39.83
89.0 
(M:89.0) 1 1 0

R.TMLVTHMQDLQEVTQDLHYE
NFR.S Dimethyl: 1

11769 true 3206 1158.726 1157.7172 1 1.28 384.2 40.83
34.2 
(M:34.2) 1 1 0 R.IPGIYVLSLR.I Dimethyl: 1

11770 true 3206 1665.8645 1664.8774 1 -12.11 170.83 38.17
30.9 
(M:30.9) 1 1 0 R.TALTYYLDITNPPR.T Dimethyl: 1

11771 true 3207 1162.7558 1161.7423 1 5.31 435.68 40.83
17.2 
(M:17.2) 1 1 0 R.IPGIYVLSLR.I Dimethyl:2H(4): 1

11772 false 3207 1269.7533 1268.739 1 5.53 242.16 44.33
17.9 
(M:17.9) 1 3 1 K.IHEKQNGDIK.F Dimethyl:2H(4): 1; Dimethyl: 4, 10

11773 true 3207 1269.7533 1268.7431 1 2.36 223.98 44.33
30.9 
(M:30.9) 1 1 0 R.IDVYGFAALLR.F Dimethyl:2H(4): 1

11774 false 3207 1269.7533 1268.739 1 5.53 144.55 44.33
15.6 
(M:15.6) 1 5 1 K.IAPAEGPDAKLR.M Dimethyl:2H(4): 1



11775 true 3207 1762.0028 1760.9825 1 7.41 230.02 38.33
86.2 
(M:86.2) 1 1 0 R.DYLHLPPEIVPATLR.R Dimethyl: 1

11776 true 3208 1766.0285 1765.0076 1 7.71 239.93 38.33
82.6 
(M:82.6) 1 1 0 R.DYLHLPPEIVPATLR.R Dimethyl:2H(4): 1

11777 true 3209 1027.5985 1026.58 1 10.85 215.04 39.83
20.0 
(M:20.0) 1 1 0 R.NFLIDFAR.S Dimethyl:2H(4): 1

11778 true 3209 1940.0226 1939.0197 1 -2.26 135.1 38.17
91.0 
(M:91.0) 1 1 0 R.IIEVVDAIMTTAQSHQR.T Dimethyl: 1

11779 true 3211 1092.5389 1091.5256 1 5.5 324.68 40
47.8 
(M:47.8) 7 1 0 -.MMPFGGIAAR.L Acetyl: 1

11780 true 3211 2135.0306 2134.0153 1 3.76 206.21 38.17
118.0 
(M:118.0) 2 1 0

R.YIELFLNSTAGGGSGMGGYGR
.D Dimethyl: 1

11781 true 3212 1159.5715 1158.5859 1 -18.7 299.77 38
16.0 
(M:16.0) 1 1 0 R.FDLFLSDDR.I Dimethyl:2H(4): 1



11782 false 3213 1137.6353 1136.6077 1 17.8 331.74 39.83
22.8 
(M:22.8) 1 2 0 R.ITDLYTDLR.D Dimethyl: 1

11783 true 3213 1137.6353 1136.623 1 4.39 396.91 39.83
56.8 
(M:56.8) 1 1 0 R.NIFDFNALK.E Dimethyl: 1, 9

11784 true 3213 1361.6833 1360.6987 1 -16.64 213.31 38
57.6 
(M:57.6) 1 1 0 K.ADGLADEINFLR.A Dimethyl: 1

11785 true 3213 2521.2526 2520.2335 1 4.66 255.92 38.17
98.9 
(M:98.9) 1 1 0

K.GLGLSPFHEYADVVFTANDSG
HR.H Dimethyl:2H(4): 1

11786 true 3214 859.54 858.5477 1 -17.32 399.09 38.33
24.3 
(M:24.3) 1 1 0 K.AIPSLGNK.N Dimethyl:2H(4): 1; Dimethyl: 8

11787 true 3214 1145.6872 1144.6732 1 5.87 373.25 39.83
52.5 
(M:52.5) 1 1 0 R.NIFDFNALK.E Dimethyl:2H(4): 1, 9

11788 false 3215 935.542 934.5158 1 20.28 279.17 38.5
17.8 
(M:17.8) 1 4 1 K.MLKESQK.L Oxidation: 1; Dimethyl: 1, 7



11789 true 3215 935.542 934.5276 1 7.58 150.33 38.5
28.5 
(M:28.5) 1 1 0 K.FLPLFDR.V Dimethyl: 1

11790 true 3215 1490.7921 1489.814 1 -19.58 70.99 38
35.2 
(M:35.2) 1 1 0 R.DLLTSEQFIQLR.R Dimethyl: 1

11791 false 3215 1490.7921 1489.7997 1 -9.93 107.92 38
15.7 
(M:15.7) 1 4 0 R.LAVNNATMMGTVLK.M Dimethyl: 14

11792 true 3216 939.5671 938.5527 1 7.54 184.15 38.5
44.8 
(M:44.8) 1 1 0 K.FLPLFDR.V Dimethyl:2H(4): 1

11793 false 3216 939.5671 938.5409 1 20.19 270.4 38.5
19.1 
(M:19.1) 1 2 1 K.MLKESQK.L

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 7

11794 true 3216 1238.7833 1237.7547 1 17.25 215.34 41
70.6 
(M:70.6) 1 1 0 K.AAFIPVLNIPR.T Dimethyl: 1

11795 true 3216 1272.7085 1271.6982 1 2.43 166.23 39.83
54.2 
(M:54.2) 1 1 0 K.CGPMVLDALIK.I Carbamidomethyl: 1; Dimethyl: 1, 11



11796 true 3216 1516.775 1515.7933 1 -16.84 129.71 38.17
81.4 
(M:81.4) 1 1 0 R.QYDPDLEQLLVR.W Dimethyl: 1

11797 true 3217 1242.8058 1241.7798 1 15.06 180.06 41
43.8 
(M:43.8) 1 1 0 K.AAFIPVLNIPR.T Dimethyl:2H(4): 1

11798 true 3217 1520.8016 1519.8184 1 -15.86 148.25 38.17
71.0 
(M:71.0) 1 1 0 R.QYDPDLEQLLVR.W Dimethyl:2H(4): 1

11799 true 3217 1833.9588 1832.951 1 0.25 179.94 44.33
48.6 
(M:48.6) 1 1 0 R.SVPAYFAETLYYSMK.G Dimethyl:2H(4): 1, 15

11800 false 3218 966.6012 965.5848 1 9.52 159.45 38.33
25.9 
(M:25.9) 1 2 0 K.DTLGLFLR.E Dimethyl:2H(4): 1

11801 true 3218 1934.0949 1933.0834 1 2.17 129.45 44.33
66.1 
(M:66.1) 1 1 0 K.MAVTFIGNSTAIQELFK.R Dimethyl:2H(4): 1, 17

11802 true 3219 1358.7851 1357.7465 1 23.05 295.04 40
22.1 
(M:22.1) 2 1 0 K.TVTAMDVVYALK.R Dimethyl:2H(4): 12; Oxidation: 5



11803 false 3220 1118.6327 1117.6019 1 20.98 430.5 38.33
15.7 
(M:15.7) 1 4 1 K.EEPKSLYPK.L Dimethyl: 9

11804 true 3220 1118.6327 1117.611 1 12.88 446.63 38.33
29.5 
(M:29.5) 1 1 0 K.FYLDLYPR.E Dimethyl:2H(4): 1

11805 true 3220 1512.7874 1511.784 1 -2.55 359.68 41
18.1 
(M:18.1) 1 54.36 1 1 R.LDRMTSGVLMFAK.T Oxidation: 4; Dimethyl: 13

11806 false 3221 1421.7838 1420.745 1 22.19 301.88 39.83
16.9 
(M:16.9) 1 2 0 R.ALADDDFLTVTGK.T Dimethyl: 1, 13

11807 false 3222 1425.8087 1424.8061 1 -3.3 74.03 39.83
16.1 
(M:16.1) 1 6 1 -.MAAETVELHKLK.L Dimethyl: 10, 12

11808 true 3223 1635.7847 1634.813 1 -21.73 163.43 38
26.1 
(M:26.1) 1 1 0 R.ELPSAYDYIEFTR.S Dimethyl:2H(4): 1

11809 true 3224 1320.8192 1319.7903 1 16.32 384.26 41
60.4 
(M:60.4) 2 1 0 R.LLIVYPWTQR.F Dimethyl:2H(4): 1



11810 false 3224 1320.8192 1319.8227 1 -8.18 330.54 41
19.0 
(M:19.0) 2 4 1 K.LLETRGAFIIR.Q Dimethyl:2H(4): 1

11811 true 3225 1530.8574 1529.8453 1 3.12 176.28 39.83
64.0 
(M:64.0) 1 1 1 K.VSILESLDKWER.L Dimethyl: 1, 9

11812 true 3225 1735.8081 1734.8424 1 -23.98 122.54 38
44.2 
(M:44.2) 1 1 0 R.QQSEEDLLLQDFSR.N Dimethyl: 1

11813 true 3225 2520.3075 2519.2883 1 4.76 242.7 41
16.2 
(M:16.2) 1 1 1

R.ITYFTFIGTPVQATNMNDFKR.
V Dimethyl: 1, 20

11814 true 3228 1290.8868 1289.8774 1 1.62 200.74 44.67
52.0 
(M:52.0) 1 1 0 R.LIALLEVLSQK.R Dimethyl:2H(4): 1, 11

11815 true 3228 1449.7598 1448.7446 1 5.46 335.59 38.5
23.0 
(M:23.0) 1 1 0 R.NNIAMLLEANYR.E Dimethyl: 1

11816 true 3228 1481.8748 1480.8327 1 23.55 388.66 40.83
15.3 
(M:15.3) 1 1 0 K.ALSPSDTLEIFTK.L Dimethyl:2H(4): 1; Dimethyl: 13



11817 true 3228 1872.97 1872.0043 1 -22.19 179.91 38
40.8 
(M:40.8) 1 1 0 R.NPLVYLDVGADNQPLGR.V Dimethyl:2H(4): 1

11818 true 3229 1319.7753 1318.7649 1 2.36 295.53 44.67
79.6 
(M:79.6) 4 1 0 R.AYLVPAELLFR.I Dimethyl: 1

11819 true 3229 1453.7877 1452.7697 1 7.39 388.76 38.33
38.5 
(M:38.5) 1 1 0 R.NNIAMLLEANYR.E Dimethyl:2H(4): 1

11820 true 3229 1500.8925 1499.8712 1 9.36 187.01 40.83
27.4 
(M:27.4) 1 1 0 R.ISPALSPFISSVVR.N Dimethyl: 1

11821 true 3229 1710.9849 1709.9716 1 3.52 235.04 39.83
62.5 
(M:62.5) 1 1 0 K.HEVTILGGLNEFVVK.F Dimethyl: 1, 15

11822 true 3229 2882.3994 2881.43 1 -13.13 168.93 41
43.0 
(M:43.0) 1 1 0

R.SGPFGQLFRPDNFIFGQTGAG
NNWAK.G Dimethyl: 1, 26

11823 true 3230 1323.8015 1322.79 1 3.16 269.14 44.67
63.2 
(M:63.2) 3 1 0 R.AYLVPAELLFR.I Dimethyl:2H(4): 1



11824 true 3230 2075.9494 2074.9906 1 -23.36 174.33 38
119.5 
(M:119.5) 1 1 0 R.ELESQITELQEDLESER.A Dimethyl: 1

11825 true 3231 1350.7834 1349.7707 1 3.98 269.96 44.5
56.9 
(M:56.9) 2 1 0 R.AAVESLGFILFR.T Dimethyl: 1

11826 true 3231 1628.8186 1627.7851 1 16.13 208.35 38.33
32.5 
(M:32.5) 1 1 0 R.QMAQEQFFLMATR.C Dimethyl: 1

11827 true 3231 1779.0481 1778.0376 1 1.83 257.03 40
55.6 
(M:55.6) 1 1 1 K.LKEAELLEPLMPAIR.A Dimethyl: 1, 2

11828 true 3231 2079.9718 2079.0157 1 -24.63 198.56 38
132.8 
(M:132.8) 1 1 0 R.ELESQITELQEDLESER.A Dimethyl:2H(4): 1

11829 false 3231 2079.9718 2079.0058 1 -19.87 189.02 38
16.4 
(M:16.4) 1 3 0 K.NETGGGEGVEVLVNEPYER.D Dimethyl:2H(4): 1

11830 true 3232 1354.8104 1353.7958 1 5.41 274.1 44.5
33.9 
(M:33.9) 2 1 0 R.AAVESLGFILFR.T Dimethyl:2H(4): 1



11831 true 3232 1632.84 1631.8102 1 13.83 193.45 38.33
19.4 
(M:19.4) 1 1 0 R.QMAQEQFFLMATR.C Dimethyl:2H(4): 1

11832 true 3232 1787.098 1786.0878 1 1.65 334.03 40
30.8 
(M:30.8) 1 1 1 K.LKEAELLEPLMPAIR.A Dimethyl:2H(4): 1, 2

11833 true 3232 2104.9418 2103.9749 1 -19.17 198.98 38
51.3 
(M:51.3) 1 1 0 R.EYQLNDSAAYYLNDLER.I Dimethyl: 1

11834 true 3233 1235.7815 1234.7689 1 4.26 172.16 41.17
50.6 
(M:50.6) 1 1 0 K.LVLVNAIYFK.G Dimethyl: 1, 10

11835 true 3233 1235.7815 1234.7689 1 4.26 172.16 41.17
50.6 
(M:50.6) 1 1 0 K.LVLVNAIYFK.G Dimethyl: 1, 10

11836 true 3233 1666.8145 1665.7933 1 8.32 245.23 38.5
35.0 
(M:35.0) 2 1 0 R.NAAEGSWFIQSLCR.M Carbamidomethyl: 13; Dimethyl: 1

11837 true 3233 1820.9839 1819.968 1 4.74 262.53 39.83
64.7 
(M:64.7) 1 1 0 K.NVVSLLSSASTPSIDFR.Q Dimethyl: 1



11838 true 3233 2108.9708 2108 1 -17.31 181.63 38
69.5 
(M:69.5) 1 1 0 R.EYQLNDSAAYYLNDLER.I Dimethyl:2H(4): 1

11839 true 3234 1414.8079 1413.798 1 1.85 388.34 44.67
68.2 
(M:68.2) 5 1 0 R.VGWEQLLTTIAR.T Dimethyl: 1

11840 true 3234 2246.0771 2245.0144 1 24.7 220.89 38
68.4 
(M:68.4) 1 1 0

K.DLYANNVMSGGTTMYPGIAD
R.M

11841 true 3235 1442.8059 1441.7938 1 3.32 328.1 44.67
21.5 
(M:21.5) 2 1 1 R.NSMKEVLGEEAK.A

Dimethyl:2H(4): 1, 4; Oxidation: 3; 
Dimethyl: 12

11842 true 3235 1934.0758 1933.0683 1 0.09 163.08 39.83
62.0 
(M:62.0) 1 1 0 K.HPAGQQLDEILQLAVNR.M Dimethyl:2H(4): 1

11843 true 3236 1446.8052 1445.7912 1 4.64 186.19 44.67
17.0 
(M:17.0) 1 53.33 1 1 K.KQANDLVNTLMK.C Oxidation: 11; Dimethyl: 1, 12

11844 true 3237 1594.0203 1592.9916 1 13.48 309.24 40.83
28.0 
(M:28.0) 1 1 0 K.LQGILNSAPLLLPGR.H Dimethyl:2H(4): 1



11845 true 3237 1810.9599 1809.9447 1 4.37 269.28 41.33
52.1 
(M:52.1) 2 1 0 K.YIMQYIAAITNPTQR.A Dimethyl: 1

11846 true 3237 1837.9353 1836.9199 1 4.44 256.34 38.67
101.5 
(M:101.5) 1 1 0 K.IIHEFPEYFPFGTGR.N Dimethyl: 1

11847 true 3237 2154.0411 2153.0285 1 2.46 271.29 40
65.0 
(M:65.0) 1 1 1 K.NYTEEEDRFLICMLHK.L Carbamidomethyl: 12; Dimethyl: 1, 16

11848 true 3238 1482.8166 1481.8036 1 3.82 457.65 44.5
38.3 
(M:38.3) 1 1 0 R.LLVACCLADIFR.I

Carbamidomethyl: 5, 6; 
Dimethyl:2H(4): 1

11849 true 3238 1482.8166 1481.8036 1 3.82 457.65 44.5
38.3 
(M:38.3) 1 1 0 R.LLVACCLADIFR.I

Carbamidomethyl: 5, 6; 
Dimethyl:2H(4): 1

11850 true 3238 1598.9492 1597.9341 1 4.86 247.55 40.83
17.9 
(M:17.9) 1 1 1 K.DVNVVVVEGGPKAQK.K Dimethyl:2H(4): 12; Dimethyl: 15

11851 true 3238 1841.9653 1840.945 1 7.06 247.97 38.67
74.0 
(M:74.0) 1 1 0 K.IIHEFPEYFPFGTGR.N Dimethyl:2H(4): 1



11852 true 3238 1894.102 1893.0876 1 3.75 371.39 41.33
48.9 
(M:48.9) 2 1 0 R.ILHTFAYLIPLPQPSR.G Dimethyl: 1

11853 true 3238 2162.0935 2161.0788 1 3.44 252.22 40
31.3 
(M:31.3) 1 1 1 K.NYTEEEDRFLICMLHK.L

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 16

11854 true 3238 2410.1166 2409.1539 1 -18.5 164.62 38
23.4 
(M:23.4) 1 1 1

R.NPPGFAFVEFEDPRDAEDAVR
.G Dimethyl:2H(4): 1

11855 true 3239 1493.8908 1492.8526 1 20.7 178.28 44.5
16.7 
(M:16.7) 1 1 1 K.IQSWVKMWLAR.R

Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 6

11856 true 3239 2500.2211 2499.2406 1 -10.72 165.28 38
52.6 
(M:52.6) 1 1 0

K.FVDGLMIHSGDPVNYYVDTA
VR.H Dimethyl:2H(4): 1

11857 true 3240 885.3815 884.3851 1 -12.25 461.26 38.33
29.2 
(M:29.2) 1 1 0 -.MDAGFFR.G Acetyl: 1

11858 false 3241 1569.8901 1568.9089 1 -16.64 204.99 44.5
21.1 
(M:21.1) 1 3 1 K.THHLAHKADGGPLK.N Dimethyl:2H(4): 7; Dimethyl: 1, 14



11859 true 3241 2224.9868 2223.9605 1 8.55 313.41 38.5
70.3 
(M:70.3) 1 1 0 R.YLCDFTYYTSLYQSCGR.S Carbamidomethyl: 3, 15; Dimethyl: 1

11860 true 3241 2495.2548 2494.2315 1 6.43 300.14 40.17
101.2 
(M:101.2) 1 1 0 K.LQQLFNHTMFILEQEEYQR.E Dimethyl: 1

11861 true 3241 2495.2548 2494.2315 1 6.43 300.14 40.17
101.2 
(M:101.2) 1 1 0 K.LQQLFNHTMFILEQEEYQR.E Dimethyl: 1

11862 false 3242 1952.0956 1951.0968 1 -4.36 225.36 41.33
17.7 
(M:17.7) 1 4 1 K.VWLSDKASYALTEAIPK.A Dimethyl:2H(4): 1; Dimethyl: 17

11863 true 3242 2890.3973 2889.3789 1 3.85 203.04 40
111.4 
(M:111.4) 1 1 0

R.TMLITHMQDLQEVTQDLHYE
NFR.S Dimethyl: 1

11864 true 3243 1955.0516 1954.0346 1 4.98 183.86 41.33
97.2 
(M:97.2) 2 1 0 K.VGLTNYAAAYCTGLLLAR.R Carbamidomethyl: 11; Dimethyl: 1

11865 true 3243 2818.4107 2817.3789 1 8.67 190.73 38.33
82.5 
(M:82.5) 1 1 0

R.SAMVAQLDGTTPVCETIGSHL
LNYGR.R Carbamidomethyl: 14; Dimethyl: 1



11866 true 3243 2894.4196 2893.4041 1 2.85 233.51 40
128.5 
(M:128.5) 1 1 0

R.TMLITHMQDLQEVTQDLHYE
NFR.S Dimethyl:2H(4): 1

11867 true 3244 1676.0394 1675.0284 1 2.2 213.98 44.67
71.0 
(M:71.0) 2 1 0 K.ITPENLPQILLQLK.R Dimethyl: 1, 14

11868 false 3244 1959.0749 1958.0673 1 0.17 232.75 41.33
15.7 
(M:15.7) 1 2 1 K.AKPDANGAVPKADDNVER.T Dimethyl:2H(4): 1, 11; Dimethyl: 2

11869 true 3244 1959.0749 1958.0597 1 4.02 223.91 41.33
104.2 
(M:104.2) 1 1 0 K.VGLTNYAAAYCTGLLLAR.R

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

11870 true 3244 2822.4256 2821.4041 1 5.06 207.78 38.33
108.5 
(M:108.5) 1 1 0

R.SAMVAQLDGTTPVCETIGSHL
LNYGR.R

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

11871 true 3245 1684.0892 1683.0786 1 1.97 240.23 44.67
43.2 
(M:43.2) 1 1 0 K.ITPENLPQILLQLK.R Dimethyl:2H(4): 1, 14

11872 true 3245 3227.6778 3226.6696 1 0.27 282.36 39.83
37.6 
(M:37.6) 1 1 1

R.AYYHLLNQVAPKGDEEGIPAIT
IDMSGLR.E Dimethyl: 1, 12



11873 true 3246 1740.9504 1739.9359 1 4.14 240.8 44.5
65.3 
(M:65.3) 2 1 0 R.AIPNIFSDALPNVWR.R Dimethyl: 1

11874 true 3247 1143.6559 1142.6482 1 0.44 365.77 40
34.9 
(M:34.9) 1 1 0 R.DLIQMLVQR.G Dimethyl: 1

11875 false 3248 1056.6515 1055.6641 1 -18.79 273.65 38.5
22.2 
(M:22.2) 1 2 0 K.LLVLDPAQR.I Dimethyl:2H(4): 1

11876 true 3249 1186.7017 1185.6969 1 -2.06 93.59 41
87.6 
(M:87.6) 1 1 0 K.NLASAVSDLLK.T Dimethyl: 1, 11

11877 false 3249 1255.6531 1254.6608 1 -11.94 143.62 38.5
17.8 
(M:17.8) 1 2 0 R.DQLFSSLVYR.D Dimethyl: 1

11878 true 3249 1683.9041 1682.9091 1 -7.26 261.92 38.17
16.0 
(M:16.0) 1 1 1 R.ILIEDHSKDESSVK.D Dimethyl: 1, 8, 14

11879 true 3249 1929.039 1928.0223 1 4.85 160.23 45
95.3 
(M:95.3) 1 1 0 K.MTPITINLMNLLAENGR.L Dimethyl: 1



11880 true 3250 1273.6683 1272.6609 1 0.14 260.96 38.5
17.1 
(M:17.1) 1 50 1 1 K.KAIQCIDGGQR.F Carbamidomethyl: 5; Dimethyl: 1

11881 true 3252 1344.7727 1343.7561 1 6.91 216.03 38.5
37.8 
(M:37.8) 1 1 0 R.QEIVALVNAFGR.L Dimethyl: 1

11882 false 3252 1770.8764 1769.9087 1 -22.36 212.46 38.33
15.9 
(M:15.9) 1 5 0 K.EEELVIWVDPLDGTK.E Dimethyl: 1

11883 true 3252 1770.8764 1769.8908 1 -12.23 178.22 38.33
59.2 
(M:59.2) 1 1 1 M.SELEQLRQEAEQLR.N Acetyl: 1

11884 true 3255 1209.8053 1208.7807 1 14.32 157.55 41
43.2 
(M:43.2) 2 1 0 K.VMPLIIQGFK.D Dimethyl:2H(4): 1, 10

11885 true 3255 1984.9993 1984.0048 1 -6.4 109.17 38.33
27.3 
(M:27.3) 1 1 0 K.ACADATLAQITANIDPVGR.I Carbamidomethyl: 2; Dimethyl: 1

11886 true 3257 1482.8323 1481.818 1 4.75 358.7 38.67
39.9 
(M:39.9) 2 1 0 R.LAQLQDPFSLYR.C Dimethyl:2H(4): 1



11887 false 3258 1292.677 1291.6595 1 7.95 200.67 38.33
16.7 
(M:16.7) 1 2 1 K.YDKSLHNMIK.E Oxidation: 8; Dimethyl: 10

11888 false 3258 1402.764 1401.7878 1 -22.14 405.94 41.33
16.9 
(M:16.9) 2 3 1 K.AQEEKAQANLLR.K Dimethyl:2H(4): 5

11889 false 3259 1190.6949 1189.6685 1 16.05 158.89 44.83
27.4 
(M:27.4) 1 2 0 R.GFGFVDFLTK.Q Dimethyl:2H(4): 1; Dimethyl: 10

11890 false 3259 1388.7309 1387.7129 1 7.71 227.13 38.5
20.6 
(M:20.6) 1 4 1 K.EDRLGLQQMDK.A Dimethyl: 1, 11

11891 true 3259 1388.7309 1387.7195 1 3.01 234.66 38.5
58.4 
(M:58.4) 1 1 0 R.EGDVLTLLESER.E Dimethyl: 1

11892 true 3259 1837.0712 1836.0637 1 0.12 236.61 40
48.8 
(M:48.8) 1 1 0 K.HISAFYELGPDAVLLK.G Dimethyl:2H(4): 1, 16

11893 true 3260 1392.7644 1391.7446 1 9.03 250.13 38.5
37.2 
(M:37.2) 1 1 0 R.EGDVLTLLESER.E Dimethyl:2H(4): 1



11894 true 3261 1400.6792 1399.6772 1 -3.75 246.32 38.33
38.4 
(M:38.4) 1 1 0 K.EYPFSLDAFQR.E Dimethyl: 1

11895 true 3261 1640.9045 1639.8974 1 -0.12 218.79 41.33
42.1 
(M:42.1) 1 1 0 R.FYAYNPLAGGLLTGK.Y Dimethyl: 1, 15

11896 true 3262 1499.7467 1498.7456 1 -4.16 82.55 38.33
65.5 
(M:65.5) 1 1 0 K.DFYVAFQDLPTR.H Dimethyl: 1

11897 false 3262 1648.8793 1647.8869 1 -8.99 384.37 42.33
15.3 
(M:15.3) 1 2 0 R.LAETQEEISAEVAAK.A Dimethyl:2H(4): 1; Dimethyl: 15

11898 true 3262 1752.9019 1751.8883 1 3.62 194.69 38.67
73.2 
(M:73.2) 1 1 0 K.NSSYFVEWIPNNVK.T Dimethyl: 1, 14

11899 false 3262 1752.9019 1751.924 1 -16.77 166 38.67
18.1 
(M:18.1) 1 2 1 K.HGDSTTLDTMLKLHK.Q Dimethyl: 1, 15

11900 true 3262 1752.9019 1751.8883 1 3.62 194.69 38.67
73.2 
(M:73.2) 1 1 0 K.NSSYFVEWIPNNVK.V Dimethyl: 1, 14



11901 true 3262 1752.9019 1751.8883 1 3.62 194.69 38.67
73.2 
(M:73.2) 1 1 0 K.NSSYFVEWIPNNVK.T Dimethyl: 1, 14

11902 true 3262 1752.9019 1751.8883 1 3.62 194.69 38.67
73.2 
(M:73.2) 1 1 0 K.NSSYFVEWIPNNVK.T Dimethyl: 1, 14

11903 false 3263 1412.8205 1411.8286 1 -10.94 587.3 45.33
17.0 
(M:17.0) 1 50 3 1 K.KEPVSSLEQVLK.E Dimethyl: 1, 12

11904 true 3263 1503.7713 1502.7707 1 -4.44 152.39 38.33
58.8 
(M:58.8) 1 1 0 K.DFYVAFQDLPTR.H Dimethyl:2H(4): 1

11905 true 3263 1898.1227 1897.1127 1 1.4 379.59 41.33
37.3 
(M:37.3) 2 1 0 R.ILHTFAYLIPLPQPSR.G Dimethyl:2H(4): 1

11906 true 3264 960.5916 959.5804 1 4.08 188.92 38.67
31.6 
(M:31.6) 1 1 0 K.FVDILGLR.T Dimethyl: 1

11907 true 3264 1418.8341 1417.8231 1 2.65 429.17 44.67
78.5 
(M:78.5) 3 1 0 R.VGWEQLLTTIAR.T Dimethyl:2H(4): 1



11908 true 3264 1572.781 1571.7769 1 -2.03 117.92 38.5
19.4 
(M:19.4) 1 1 0 K.AQDTAELFFEDVR.L Dimethyl:2H(4): 1

11909 true 3265 1912.0026 1910.9564 1 20.37 132.48 41.33
15.9 
(M:15.9) 1 1 0 R.SQLDLFEDGGGFTSGPPK.Y Dimethyl:2H(4): 1; Dimethyl: 18

11910 true 3265 2248.1974 2247.1834 1 3 282.97 40
40.2 
(M:40.2) 1 1 1 K.VLIPEHERDVLEWVACVR.S Carbamidomethyl: 16; Dimethyl: 1

11911 true 3266 1373.8262 1372.7901 1 21.03 352.7 41.17
44.4 
(M:44.4) 3 1 0 K.VMVQPINLIFR.Y Oxidation: 2; Dimethyl: 1

11912 false 3266 1429.7988 1428.7573 1 23.99 411.72 44.67
21.9 
(M:21.9) 1 4 0 R.ATGELQQEVSALR.R Dimethyl: 1

11913 true 3266 1429.7988 1428.8123 1 -14.48 296.28 44.67
31.1 
(M:31.1) 1 80.8 1 1 R.LAVTVCINKIDR.L Carbamidomethyl: 6; Dimethyl: 9

11914 true 3266 1801.8875 1800.8928 1 -6.94 169.33 38.5
110.3 
(M:110.3) 1 1 0 K.GDEEGIPAITIDMSGLR.E Dimethyl: 1



11915 false 3267 1432.817 1431.7973 1 8.65 346.83 44.67
17.5 
(M:17.5) 1 8 1 R.FVGTIDKEATPAK.A Dimethyl: 7, 13

11916 true 3267 1805.9107 1804.9179 1 -8 179.15 38.5
126.8 
(M:126.8) 1 1 0 K.GDEEGIPAITIDMSGLR.E Dimethyl:2H(4): 1

11917 true 3267 2274.1976 2273.1816 1 3.82 357.18 41.67
58.3 
(M:58.3) 2 1 0

R.FFASFGNLSSPTAILGNPMVR.
A Dimethyl:2H(4): 1; Oxidation: 19

11918 true 3268 1369.6938 1368.6826 1 2.8 267.05 38.67
47.1 
(M:47.1) 1 1 0 K.YITDWQNVFR.T Dimethyl: 1

11919 true 3268 1832.9484 1831.9468 1 -3.1 142.01 38.5
49.2 
(M:49.2) 1 1 0 R.QEIFQEQLGAIPEFR.G Dimethyl: 1

11920 true 3268 2826.3977 2825.3674 1 8.16 209.01 41.5
25.0 
(M:25.0) 1 1 0

R.SGPFGQIFRPDNFVFGQSGAG
NNWAK.G Dimethyl: 1

11921 true 3268 2826.3977 2825.3674 1 8.16 209.01 41.5
25.0 
(M:25.0) 1 1 0

R.SGPFGQIFRPDNFVFGQSGAG
NNWAK.G Dimethyl: 1



11922 true 3268 2826.3977 2825.3674 1 8.16 209.01 41.5
25.0 
(M:25.0) 1 1 0

R.SGPFGQIFRPDNFVFGQSGAG
NNWAK.G Dimethyl: 1

11923 false 3269 1476.8255 1475.8534 1 -23.81 294.1 44.83
15.9 
(M:15.9) 1 50.75 4 1 K.LGGVVSIKFLMER.L Dimethyl: 8

11924 true 3269 1853.8425 1852.8485 1 -7.15 192.87 38.5
82.0 
(M:82.0) 1 1 0 M.DDDIAALVVDNGSGMCK.A

Carbamidomethyl: 16; Dimethyl:2H(4): 
17; Acetyl: 1

11925 true 3269 2499.2798 2498.2566 1 6.36 317.6 40.17
63.1 
(M:63.1) 1 1 0 K.LQQLFNHTMFILEQEEYQR.E Dimethyl:2H(4): 1

11926 true 3269 2499.2798 2498.2566 1 6.36 317.6 40.17
63.1 
(M:63.1) 1 1 0 K.LQQLFNHTMFILEQEEYQR.E Dimethyl:2H(4): 1

11927 true 3269 2854.435 2853.3987 1 10.18 222.25 41.67
143.2 
(M:143.2) 2 1 0

R.SGPFGQIFRPDNFVFGQSGAG
NNWAK.G Dimethyl: 1, 26

11928 true 3269 2854.435 2853.3987 1 10.18 222.25 41.67
143.2 
(M:143.2) 2 1 0

R.SGPFGQIFRPDNFVFGQSGAG
NNWAK.G Dimethyl: 1, 26



11929 true 3269 2854.435 2853.3987 1 10.18 222.25 41.67
143.2 
(M:143.2) 2 1 0

R.SGPFGQIFRPDNFVFGQSGAG
NNWAK.G Dimethyl: 1, 26

11930 false 3269 2854.435 2853.3987 1 10.18 243.21 41.67
38.0 
(M:38.0) 1 89.09 2 0

R.SGPFGQLFRPDNFIFGQTGAG
NNWAK.G Dimethyl: 1

11931 true 3270 1452.957 1451.949 1 0.5 302.44 41
16.8 
(M:16.8) 1 1 1 K.VLRIAIIGAPNAGK.S Dimethyl:2H(4): 1; Dimethyl: 14

11932 true 3270 1539.8475 1538.8245 1 10.19 154.21 41.83
32.7 
(M:32.7) 1 1 0 K.DLGLAFEFPPHIR.N Dimethyl: 1

11933 true 3270 2511.2402 2510.2264 1 2.61 326.77 40.17
66.3 
(M:66.3) 1 1 0 K.LQQLFNHTMFILEQEEYQR.E Oxidation: 9; Dimethyl: 1

11934 true 3270 2511.2402 2510.2264 1 2.61 326.77 40.17
66.3 
(M:66.3) 1 1 0 K.LQQLFNHTMFILEQEEYQR.E Oxidation: 9; Dimethyl: 1

11935 true 3272 1640.8313 1639.8068 1 10.47 231.8 39.33
98.0 
(M:98.0) 3 1 0 R.SLQFVDWCPTGFK.V Carbamidomethyl: 8; Dimethyl: 1, 13



11936 false 3272 1640.8313 1639.795 1 17.71 241.02 39.33
18.6 
(M:18.6) 2 4 1 K.DKLFVINEVCEMK.N Carbamidomethyl: 10; Oxidation: 12

11937 true 3272 1640.8313 1639.8068 1 10.47 231.8 39.33
98.0 
(M:98.0) 3 1 0 R.SIQFVDWCPTGFK.V Carbamidomethyl: 8; Dimethyl: 1, 13

11938 true 3272 1640.8313 1639.8068 1 10.47 231.8 39.33
98.0 
(M:98.0) 3 1 0 R.SIQFVDWCPTGFK.V Carbamidomethyl: 8; Dimethyl: 1, 13

11939 true 3272 2016.0456 2015.0575 1 -9.5 121.19 38.5
112.5 
(M:112.5) 1 1 0 R.AIAELGIYPAVDPLDSTSR.I Dimethyl: 1

11940 true 3272 2597.385 2596.3861 1 -3.21 276.43 40.17
72.0 
(M:72.0) 1 1 1

R.VAVGIHKNDIDAAIETYNLLSE
R.W Dimethyl: 1, 7

11941 true 3273 1262.7551 1261.7596 1 -9.27 246.81 41.5
44.5 
(M:44.5) 1 1 0 R.TMYLLGYIPK.D Dimethyl:2H(4): 1, 10

11942 false 3273 1499.871 1498.8607 1 2.07 166.03 41
16.4 
(M:16.4) 1 2 1 R.LATALQKLEEAEK.A Dimethyl: 7, 13



11943 false 3273 1499.871 1498.8607 1 2.07 166.03 41
16.4 
(M:16.4) 1 2 1 R.LATALQKLEEAEK.A Dimethyl: 7, 13

11944 true 3273 1656.9053 1655.9029 1 -2.91 224.84 38.67
49.6 
(M:49.6) 1 1 0 R.SVLDAAQIVGLNCLR.L Carbamidomethyl: 13; Dimethyl: 1

11945 true 3273 2020.0745 2019.0826 1 -7.64 116.17 38.5
121.2 
(M:121.2) 1 1 0 R.AIAELGIYPAVDPLDSTSR.I Dimethyl:2H(4): 1

11946 true 3274 1660.9346 1659.928 1 -0.43 260.82 38.67
56.6 
(M:56.6) 1 1 0 R.SVLDAAQIVGLNCLR.L

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

11947 true 3274 2169.0875 2168.0824 1 -0.98 158.29 38.33
30.3 
(M:30.3) 1 1 0 R.LLTEYCIETGAPDGSFLVR.E Carbamidomethyl: 6; Dimethyl: 1

11948 true 3274 3146.686 3145.675 1 1.18 98.59 40
50.0 
(M:50.0) 1 1 0

R.QPPNVDEAIEIPGYQVPIIVVP
SYPHSR.E Dimethyl:2H(4): 1

11949 false 3275 743.433 742.4337 1 -10.78 66.59 38.5
16.1 
(M:16.1) 1 8 0 R.LAAELAR.L



11950 true 3275 743.433 742.4337 1 -10.78 84.13 38.5
43.3 
(M:43.3) 7 1 0 K.DIQLAR.R Dimethyl: 1

11951 true 3275 3222.6182 3221.6107 1 0.07 120.97 40
28.1 
(M:28.1) 1 51.5 1 1

K.YYAVNFPMRDGIDDESYGQIF
KPIISK.V Dimethyl: 1, 27

11952 true 3276 1966.1069 1965.0975 1 1.06 122.09 44.67
35.4 
(M:35.4) 1 1 0 K.VYFLPITPEYVTQVIR.N Dimethyl: 1

11953 true 3276 3236.6335 3235.6774 1 -15.81 152.69 40
15.2 
(M:15.2) 1 1 1

K.SINPLGGFVHYGEVTNDFIML
KGCVVGTK.K

Carbamidomethyl: 24; Dimethyl: 1, 22, 
29

11954 true 3277 1970.1271 1969.1226 1 -1.44 162.26 44.83
18.6 
(M:18.6) 1 1 0 K.VYFLPITPEYVTQVIR.N Dimethyl:2H(4): 1

11955 true 3277 2421.3025 2420.27 1 10.43 208.12 38.83
157.9 
(M:157.9) 1 1 0

R.LTLYDIAHTPGVAADLSHIETR.
A Dimethyl: 1

11956 true 3277 3250.647 3249.642 1 -0.7 128.81 40
43.5 
(M:43.5) 1 1 1

K.YYAVNFPMRDGIDDESYGQIF
KPIISK.V Dimethyl: 1, 22, 27



11957 false 3278 855.4405 854.4538 1 -24.09 366.75 40.33
15.6 
(M:15.6) 1 4 1 K.EFEKFK.F Dimethyl: 6

11958 true 3278 2087.2995 2086.2893 1 1.37 256.84 44.67
32.5 
(M:32.5) 1 1 0 R.VVTIAPGLFSTPLLAGLPEK.V Dimethyl:2H(4): 1, 20

11959 true 3278 2425.3138 2424.2951 1 4.7 261.25 38.83
173.0 
(M:173.0) 1 1 0

R.LTLYDIAHTPGVAADLSHIETR.
A Dimethyl:2H(4): 1

11960 false 3279 1053.6014 1052.6056 1 -10.89 451.45 40.17
15.8 
(M:15.8) 1 2 0 R.FIEVETQK.Q Dimethyl:2H(4): 1; Dimethyl: 8

11961 true 3279 1579.008 1577.9996 1 0.68 255.51 41.5
79.2 
(M:79.2) 2 1 0 R.YAVQLLTPANLLAK.I Dimethyl:2H(4): 1, 14

11962 false 3280 1151.7038 1150.6838 1 11.11 437.7 45
15.8 
(M:15.8) 1 6 1 R.IKFPDNPEK.F Dimethyl:2H(4): 2, 9

11963 true 3280 1151.7038 1150.7049 1 -7.24 383.96 45
21.4 
(M:21.4) 2 58.16 1 1 R.GAKAEEILEK.G Dimethyl:2H(4): 1, 10



11964 false 3280 1618.805 1617.8324 1 -21.42 192.64 38.5
15.2 
(M:15.2) 1 6 0 K.LEDVLDDMWGILK.A Oxidation: 8; Dimethyl: 1, 13

11965 true 3281 1625.8013 1624.8069 1 -7.91 160.73 38.5
83.1 
(M:83.1) 1 1 0 R.DVSDLTGFPEMLGGR.V Dimethyl:2H(4): 1

11966 true 3281 1750.0681 1749.0513 1 5.47 254.81 41.67
104.5 
(M:104.5) 4 1 0 K.QLGTGLLLVTGPLAVNR.V Dimethyl: 1

11967 true 3282 1790.8906 1789.8887 1 -2.99 124.86 38.5
20.6 
(M:20.6) 1 1 0 K.FYPPDPAQLTEDITR.Y Dimethyl: 1

11968 true 3283 1148.6638 1147.639 1 15.28 353.54 39
39.9 
(M:39.9) 3 1 0 R.DIVQFVPFR.Q Dimethyl: 1

11969 false 3283 1219.7719 1218.7621 1 2.03 194.46 44.83
22.3 
(M:22.3) 1 76.43 3 1 K.TMKTLLSLLK.Q Oxidation: 2; Dimethyl: 1, 10

11970 true 3283 1821.9098 1820.9128 1 -5.63 177.01 38.5
38.0 
(M:38.0) 1 1 0 K.GDEEGIPAITIDMSGLR.E Dimethyl:2H(4): 1; Oxidation: 13



11971 true 3283 1914.9846 1913.971 1 3.31 294.95 41.5
46.7 
(M:46.7) 1 1 0 R.FFTLGLPTGSTPLGCYR.K Carbamidomethyl: 15; Dimethyl: 1

11972 true 3284 1849.8194 1848.8234 1 -6.1 196.23 38.5
89.0 
(M:89.0) 1 1 0 M.DDDIAALVVDNGSGMCK.A

Carbamidomethyl: 16; Acetyl: 1; 
Dimethyl: 17

11973 true 3284 1919.0049 1917.9961 1 0.81 465.22 41.5
27.0 
(M:27.0) 1 1 0 R.FFTLGLPTGSTPLGCYR.K

Carbamidomethyl: 15; Dimethyl:2H(4): 
1

11974 true 3285 857.5377 856.5092 1 24.72 435.37 41.17
22.5 
(M:22.5) 1 1 0 K.LMDLLPK.R Dimethyl: 7

11975 true 3285 1309.7831 1308.7744 1 1.12 308.63 44.83
24.2 
(M:24.2) 1 1 0 K.FSVGLLELPFR.V Dimethyl:2H(4): 1

11976 true 3285 1382.7648 1381.7527 1 3.47 246.3 40.17
68.6 
(M:68.6) 4 1 0 K.TVTAMDVVYALK.R Oxidation: 5; Dimethyl: 1, 12

11977 false 3285 1382.7648 1381.7606 1 -2.21 254.69 40.17
20.0 
(M:20.0) 1 5 0 R.TPSFSSILYALR.V Dimethyl: 1



11978 true 3285 1428.8026 1427.7785 1 11.78 382.52 40.17
47.4 
(M:47.4) 1 1 0 R.ITDYAMALPFVR.Q Dimethyl:2H(4): 1

11979 true 3286 1177.6845 1176.6689 1 7.05 163.18 41.33
42.5 
(M:42.5) 1 1 0 R.ALFAISCLVR.A Carbamidomethyl: 7; Dimethyl: 1

11980 true 3287 1181.7107 1180.694 1 8 100.76 41.33
22.0 
(M:22.0) 1 1 0 R.ALFAISCLVR.A

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

11981 false 3288 1437.8884 1436.8967 1 -10.79 278.55 44.83
16.5 
(M:16.5) 1 50.46 2 0 K.ELQTAIGAKPLIK.G Dimethyl: 9, 13

11982 true 3288 2270.1725 2269.1565 1 3.83 324.77 41.67
64.3 
(M:64.3) 3 1 0

R.FFASFGNLSSPTAILGNPMVR.
A Oxidation: 19; Dimethyl: 1

11983 false 3289 1335.7724 1334.7595 1 4.23 298.78 41.5
16.9 
(M:16.9) 1 50 4 1 K.KDIDTLITQEK.A Dimethyl:2H(4): 1

11984 true 3290 1479.8072 1478.7966 1 2.27 382.08 44.83
16.5 
(M:16.5) 1 1 1 R.HNKTSSILFCGR.Y

Carbamidomethyl: 10; Dimethyl:2H(4): 
3; Dimethyl: 1



11985 true 3291 1366.7717 1365.7578 1 4.89 242.41 39.67
102.2 
(M:102.2) 12 1 0 K.TVTAMDVVYALK.R Dimethyl: 1, 12

11986 true 3291 1521.9444 1520.9452 1 -5.25 239.59 45.5
92.6 
(M:92.6) 1 1 0 K.TVLIMELINNVAK.A Dimethyl:2H(4): 1, 13

11987 true 3292 1072.6492 1071.6369 1 4.71 263.99 41.67
46.4 
(M:46.4) 2 1 0 K.FYSFLVLK.K Dimethyl: 1, 8

11988 false 3292 1423.7959 1422.769 1 13.78 341.25 39
17.6 
(M:17.6) 1 2 0 K.AEIGIAMGSGTAVAK.S Dimethyl:2H(4): 15; Oxidation: 7

11989 true 3292 1993.0636 1992.0176 1 19.46 226.48 40.17
26.1 
(M:26.1) 1 1 1 K.IGPTKVLIEMEDWNGDK.V Dimethyl:2H(4): 1; Oxidation: 10

11990 true 3293 1524.8869 1523.8671 1 8.16 229.93 39
46.2 
(M:46.2) 1 1 0 K.SLELNPSNAVALLR.K Dimethyl: 1

11991 true 3293 2163.1038 2162.1154 1 -8.74 166.48 40.17
26.1 
(M:26.1) 1 1 0

R.GITNLCVIGGDGSLTGANLFR.
E Carbamidomethyl: 6; Dimethyl: 1



11992 true 3294 1245.6475 1244.6342 1 4.79 176.51 41.67
36.7 
(M:36.7) 1 1 0 K.FGVFNYAPFR.T Dimethyl: 1

11993 true 3294 1789.8672 1788.8471 1 7.14 183.72 39
43.6 
(M:43.6) 1 1 0 R.QSSSYEAWYFLQPR.D Dimethyl: 1

11994 true 3294 2236.2179 2235.1973 1 5.92 269.49 40.33
74.4 
(M:74.4) 1 1 0 R.SVLLLAYKPMEGNFEEIAR.D Dimethyl: 1, 8

11995 true 3295 1933.0593 1932.0474 1 2.36 184.88 45
73.9 
(M:73.9) 1 1 0 K.MTPITINLMNLLAENGR.L Dimethyl:2H(4): 1

11996 true 3295 2244.2682 2243.2475 1 5.98 266.25 40.33
52.8 
(M:52.8) 1 1 0 R.SVLLLAYKPMEGNFEEIAR.D Dimethyl:2H(4): 1, 8

11997 false 3296 1291.6551 1290.6791 1 -24.27 174.46 39
21.6 
(M:21.6) 1 2 0 K.ILSPEDIEGMR.V Dimethyl:2H(4): 1

11998 true 3296 2276.1185 2275.1056 1 2.47 242.88 40.17
73.6 
(M:73.6) 1 1 0 K.HLYTLDGGDIINALCFSPNR.Y Carbamidomethyl: 15



11999 true 3297 1437.6975 1436.697 1 -4.67 179.39 38.83
29.7 
(M:29.7) 1 1 0 R.CQSLIEDLEFR.K Carbamidomethyl: 1; Dimethyl: 1

12000 true 3298 1565.7247 1564.7204 1 -1.9 160.2 38.83
52.7 
(M:52.7) 1 1 0 R.TFEMCDFIVDTR.D

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

12001 true 3298 2304.1574 2303.1369 1 5.75 178.55 40.33
101.1 
(M:101.1) 1 1 0 K.HLYTLDGGDIINALCFSPNR.Y Carbamidomethyl: 15; Dimethyl: 1

12002 true 3299 1510.8664 1509.8472 1 7.93 300.21 41.83
58.9 
(M:58.9) 2 1 0 R.YFPTQALNFAFK.D Dimethyl:2H(4): 1, 12

12003 true 3299 1510.8664 1509.8472 1 7.93 300.21 41.83
58.9 
(M:58.9) 2 1 0 R.YFPTQALNFAFK.K Dimethyl:2H(4): 1, 12

12004 true 3299 1959.1606 1958.1928 1 -20.19 114.64 42.5
29.6 
(M:29.6) 5 95.85 1 0 K.VTIAQGGVLPNIQAVLLPK.K Dimethyl: 19

12005 true 3299 2308.1825 2307.162 1 5.73 233.33 40.33
124.8 
(M:124.8) 1 1 0 K.HLYTLDGGDIINALCFSPNR.Y

Carbamidomethyl: 15; Dimethyl:2H(4): 
1



12006 true 3300 1531.8859 1530.881 1 -1.57 236.39 41.67
47.1 
(M:47.1) 1 1 0 K.LLNPFSVPNLYAK.L Dimethyl: 1, 13

12007 true 3300 1649.7875 1648.7886 1 -5.06 242.97 39
29.0 
(M:29.0) 1 1 0 R.NPPGFAFVEFEDPR.D Dimethyl: 1

12008 true 3300 1649.7875 1648.7886 1 -5.06 242.97 39
29.0 
(M:29.0) 1 1 0 R.NPPGFAFVEFEDPR.D Dimethyl: 1

12009 false 3301 879.4962 878.4837 1 6.01 482.29 41.33
20.7 
(M:20.7) 1 2 0 K.FLWMVR.I Dimethyl: 1

12010 true 3301 879.4962 878.4936 1 -5.24 598.52 41.33
20.8 
(M:20.8) 1 1 0 R.EFGIMVK.D Dimethyl: 1, 7

12011 false 3301 879.4962 878.4837 1 6.01 482.29 41.33
20.7 
(M:20.7) 1 2 0 K.FLWMVR.I Dimethyl: 1

12012 true 3301 1653.8159 1652.8137 1 -3.05 159.17 38.83
39.4 
(M:39.4) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl:2H(4): 1



12013 true 3301 1653.8159 1652.8137 1 -3.05 159.17 38.83
39.4 
(M:39.4) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl:2H(4): 1

12014 true 3301 2789.4709 2788.4543 1 3.32 148.61 40.33
54.4 
(M:54.4) 1 1 1

R.KHGLEVIYMIEPIDEYCVQQLK
.E

Carbamidomethyl: 17; Dimethyl: 1, 1, 
22

12015 true 3302 1039.5783 1038.5651 1 5.67 281.72 41.5
45.2 
(M:45.2) 2 1 0 R.VFIWGSFR.D Dimethyl: 1

12016 false 3302 1165.7235 1164.7169 1 -0.57 441.08 45.17
23.3 
(M:23.3) 2 10 1 K.EIVRSNLFK.K Dimethyl:2H(4): 1; Dimethyl: 9

12017 true 3302 1165.7235 1164.7158 1 0.3 460.13 45.17
57.5 
(M:57.5) 4 1 0 R.IAIYELLFK.E Dimethyl: 1, 9

12018 false 3302 1338.7392 1337.7231 1 6.62 210.59 39.17
15.8 
(M:15.8) 1 3 0 K.IADFLSALEGFK.V Dimethyl: 12

12019 false 3302 1338.7392 1337.7265 1 4.1 142.68 39.17
15.1 
(M:15.1) 1 5 0 K.TVTAMDVVYALK.R Dimethyl: 1



12020 true 3302 1677.8599 1676.8556 1 -1.75 183.87 38.83
52.5 
(M:52.5) 1 1 0 K.ADVIQATGDAICIFR.E Carbamidomethyl: 12; Dimethyl: 1

12021 true 3302 2801.5438 2800.5297 1 2.46 193.52 40.33
53.3 
(M:53.3) 1 1 1

R.KHGLEVIYMIEPIDEYCVQQLK
.E

Carbamidomethyl: 17; Dimethyl:2H(4): 
1, 1, 22

12022 false 3303 1051.5811 1050.5868 1 -12.29 269.35 41.33
21.1 
(M:21.1) 1 3 0 -.MASPTLLMR.V Dimethyl:2H(4): 1

12023 false 3303 1051.5811 1050.5794 1 -5.26 343.52 41.33
16.5 
(M:16.5) 1 6 1 R.LSRMLEDR.D Dimethyl:2H(4): 1

12024 true 3303 1173.7733 1172.766 1 0.01 153.49 45.17
53.9 
(M:53.9) 2 1 0 R.IAIYELLFK.E Dimethyl:2H(4): 1, 9

12025 true 3303 1344.6432 1343.6332 1 2.01 252.79 39.17
16.0 
(M:16.0) 2 1 0 R.FCIWTESAFR.K Carbamidomethyl: 2; Dimethyl: 1

12026 true 3304 1118.6431 1117.6284 1 6.64 418.77 41.5
24.6 
(M:24.6) 1 1 0 K.ATPWTFLVR.E Dimethyl: 1



12027 false 3304 1118.6431 1117.6281 1 6.92 394.86 41.5
20.0 
(M:20.0) 1 2 0 K.SVEGETVPLR.N Dimethyl:2H(4): 1

12028 true 3305 1377.757 1376.7452 1 3.24 264.18 39.17
44.0 
(M:44.0) 1 1 0 K.VLGTAFDPFLGGR.N Dimethyl: 1

12029 true 3305 2000.9282 1999.9309 1 -5.03 122.52 39
91.5 
(M:91.5) 1 1 0 K.SLDLFNCEVTNLNDYR.E Carbamidomethyl: 7; Dimethyl: 1

12030 true 3305 3159.5555 3158.5551 1 -2.19 204.85 40.33
18.5 
(M:18.5) 1 1 1

R.NLQDNFQEDPIHMAMIIHNC
LKEER.K

Carbamidomethyl: 20; Dimethyl:2H(4): 
1, 22

12031 true 3306 1381.781 1380.7703 1 2.44 306.71 39.17
52.7 
(M:52.7) 1 1 0 K.VLGTAFDPFLGGR.N Dimethyl:2H(4): 1

12032 true 3306 1700.9969 1699.98 1 5.64 266.27 41.83
62.1 
(M:62.1) 1 1 0 K.LYTLVTYVPVTTFK.G Dimethyl: 1, 14

12033 true 3306 2004.9543 2003.956 1 -4.49 139.81 39
89.4 
(M:89.4) 1 1 0 K.SLDLFNCEVTNLNDYR.E

Carbamidomethyl: 7; Dimethyl:2H(4): 
1



12034 false 3307 1191.6747 1190.6441 1 19.54 356.66 41.33
15.5 
(M:15.5) 1 7 1 K.AVNGSLSIKMR.V Oxidation: 10

12035 true 3307 1709.0462 1708.0303 1 5.05 192.33 41.83
64.9 
(M:64.9) 2 1 0 K.LYTLVTYVPVTTFK.G Dimethyl:2H(4): 1, 14

12036 false 3308 972.5699 971.54 1 23.27 113.51 40.5
16.0 
(M:16.0) 1 7 1 K.EGAENLRK.A Dimethyl: 1, 8

12037 false 3308 1421.7858 1420.745 1 23.59 193.23 39.17
15.7 
(M:15.7) 1 2 0 R.IGIFTESEDVAGK.A Dimethyl: 1, 13

12038 true 3308 2299.1354 2298.1293 1 -0.49 143.52 38.83
68.0 
(M:68.0) 1 1 0 K.FLEQVHQLYDDSFPMEIR.Q Dimethyl:2H(4): 1

12039 true 3309 1375.8658 1374.8537 1 3.53 340.67 41.33
31.5 
(M:31.5) 1 1 1 K.IAPGLRLAVYDK.T Dimethyl:2H(4): 1; Dimethyl: 12

12040 false 3309 1425.812 1424.7701 1 24.29 345.26 39.17
20.6 
(M:20.6) 3 3 0 R.ALADDDFLTVTGK.T Dimethyl:2H(4): 1; Dimethyl: 13



12041 false 3309 1425.812 1424.7999 1 3.34 462.15 39.17
18.6 
(M:18.6) 1 69.42 5 1 K.QLKCVTDLFNK.K

Carbamidomethyl: 4; Dimethyl:2H(4): 
3; Dimethyl: 11

12042 true 3309 1843.9938 1842.9674 1 10.35 334.05 41.83
67.6 
(M:67.6) 2 1 0 K.TCYMSAGTIPVPIVFR.G

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

12043 true 3310 1641.9359 1640.9305 1 -1.18 262.34 45
43.8 
(M:43.8) 1 1 0 K.YEISSVPTFLFFK.N Dimethyl:2H(4): 1, 13

12044 true 3311 1191.6015 1190.6084 1 -11.87 85.76 39
22.6 
(M:22.6) 1 1 0 R.DIDAFWLQR.Q Dimethyl: 1

12045 false 3311 1402.7605 1401.7377 1 11.09 465.99 41.5
15.2 
(M:15.2) 1 4 1 K.GEVRFSAVAFCK.S

Carbamidomethyl: 11; Dimethyl:2H(4): 
12

12046 true 3311 1884.1071 1883.084 1 8.37 329.57 41.83
96.9 
(M:96.9) 2 1 0 R.SLNALGLGLIASGGTATALR.D Dimethyl: 1

12047 true 3311 2260.1598 2259.1358 1 7.4 252.79 39.17
71.1 
(M:71.1) 1 1 0 R.IPFLQSGTSYADLMPHDLAR.A Dimethyl: 1



12048 true 3312 1888.1319 1887.1091 1 8.21 310.38 41.83
94.1 
(M:94.1) 2 1 0 R.SLNALGLGLIASGGTATALR.D Dimethyl:2H(4): 1

12049 true 3312 2264.1726 2263.1609 1 1.94 332.89 39.17
117.0 
(M:117.0) 1 1 0 R.IPFLQSGTSYADLMPHDLAR.A Dimethyl:2H(4): 1

12050 true 3313 1440.8266 1439.8096 1 6.75 346.48 40.5
76.5 
(M:76.5) 1 1 0 R.NTILAQVLDQAAR.A Dimethyl: 1

12051 true 3313 1648.8813 1647.8596 1 8.76 301.68 42.5
78.0 
(M:78.0) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1

12052 true 3313 1648.8813 1647.8596 1 8.76 301.68 42.5
78.0 
(M:78.0) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1

12053 true 3313 1648.8813 1647.8596 1 8.76 301.68 42.5
78.0 
(M:78.0) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1

12054 false 3314 1049.5823 1048.6001 1 -23.86 261.94 39.5
19.2 
(M:19.2) 1 5 1 K.QMLKEGGVR.S Dimethyl:2H(4): 4



12055 false 3314 1049.5823 1048.5838 1 -8.35 195.24 39.5
33.7 
(M:33.7) 2 2 1 -.MDLESKVK.K Oxidation: 1; Dimethyl: 1, 6, 8

12056 true 3314 1049.5823 1048.5739 1 1.08 236.81 39.5
45.4 
(M:45.4) 2 1 0 R.FDILCVVR.D Carbamidomethyl: 5; Dimethyl: 1

12057 false 3314 1049.5823 1048.5702 1 4.59 255.53 39.5
20.9 
(M:20.9) 1 4 0 R.QPDSGISSVK.S Dimethyl:2H(4): 1

12058 true 3314 1444.852 1443.8347 1 6.94 417.11 40.5
86.9 
(M:86.9) 2 1 0 R.NTILAQVLDQAAR.A Dimethyl:2H(4): 1

12059 false 3314 1444.852 1443.8297 1 10.43 419.45 40.5
17.2 
(M:17.2) 1 3 1 R.GKATISNDGATILK.L Dimethyl: 1, 2

12060 false 3315 1053.607 1052.6089 1 -8.74 217.8 39.5
26.8 
(M:26.8) 1 2 1 -.MDLESKVK.K

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 6, 8

12061 true 3315 1053.607 1052.599 1 0.65 243.78 39.5
44.4 
(M:44.4) 1 1 0 R.FDILCVVR.D

Carbamidomethyl: 5; Dimethyl:2H(4): 
1



12062 true 3315 1703.9493 1702.9344 1 4.43 204.3 40.83
94.5 
(M:94.5) 4 1 0 K.DLAPGTNPPFLLFNR.E Dimethyl:2H(4): 1

12063 true 3315 1945.0199 1944.0173 1 -2.4 155.07 45
34.8 
(M:34.8) 1 57.6 1 0 K.MTPITINLMNLLAENGR.L Oxidation: 1; Dimethyl: 1

12064 false 3316 1081.6086 1080.5787 1 20.88 362.16 39.33
15.4 
(M:15.4) 1 9 0 R.AETMANSGIK.- Dimethyl:2H(4): 1; Dimethyl: 10

12065 true 3316 1713.965 1712.9196 1 22.2 255.79 40.33
16.2 
(M:16.2) 1 1 1 K.QQKILELEEENEK.L Dimethyl: 1, 3, 13

12066 false 3317 1116.6185 1115.6389 1 -24.78 283.24 39.5
15.0 
(M:15.0) 1 4 0 K.LSPFNITHR.F Dimethyl:2H(4): 1

12067 true 3317 1727.968 1726.9618 1 -0.6 197.18 40.5
52.5 
(M:52.5) 1 1 1 K.QLWNLLIEETEKR.H Dimethyl: 1, 12

12068 true 3319 1949.0842 1948.0571 1 10.19 192.63 41.5
60.0 
(M:60.0) 2 1 0 K.LGAVFNQVAFPLQYTPR.K Dimethyl: 1



12069 true 3319 2542.3086 2541.3115 1 -4 146.41 39
57.0 
(M:57.0) 1 1 0

R.QELAVFSSPVPPAQVSTPEDFI
R.M Dimethyl: 1

12070 true 3319 2684.3699 2683.3381 1 9.12 260.84 41.67
38.7 
(M:38.7) 1 1 0

R.QNHPLPFPPPPAMPFYPASM
YPR.H Dimethyl:2H(4): 1

12071 true 3320 1374.8211 1373.808 1 4.21 299.13 39.5
85.4 
(M:85.4) 5 1 0 K.TVTAMDVVYALK.R Dimethyl:2H(4): 1, 12

12072 true 3320 1829.9575 1828.9683 1 -9.86 226.09 40.33
61.1 
(M:61.1) 1 1 0 K.HGSSLEFTELLTVVNR.K Dimethyl: 1

12073 true 3320 2546.3076 2545.3366 1 -14.27 169.52 39
76.7 
(M:76.7) 1 1 0

R.QELAVFSSPVPPAQVSTPEDFI
R.M Dimethyl:2H(4): 1

12074 false 3321 965.5594 964.5565 1 -4.55 116.29 42
15.9 
(M:15.9) 1 7 1 K.KDDQMLK.R Dimethyl:2H(4): 1; Dimethyl: 1, 7

12075 true 3321 1139.5968 1138.591 1 -1.32 300.17 39.17
44.3 
(M:44.3) 1 1 0 R.GEFIDLFDK.S Dimethyl: 1, 9



12076 false 3321 1139.5968 1138.6056 1 -14.14 326.6 39.17
32.0 
(M:32.0) 1 2 1 K.SVFLDQMKK.F Oxidation: 7; Dimethyl: 1

12077 true 3321 1834.0051 1832.9934 1 2.38 317.39 40.33
37.3 
(M:37.3) 1 1 0 K.HGSSLEFTELLTVVNR.K Dimethyl:2H(4): 1

12078 true 3322 1147.642 1146.6412 1 -5.68 286.08 39.17
30.6 
(M:30.6) 1 1 0 R.GEFIDLFDK.S Dimethyl:2H(4): 1, 9

12079 true 3322 1390.8094 1389.8029 1 -0.56 266.72 39.5
50.9 
(M:50.9) 3 1 0 K.TVTAMDVVYALK.R Dimethyl:2H(4): 1, 12; Oxidation: 5

12080 true 3323 1372.6782 1371.6823 1 -8.26 217.44 39.33
47.1 
(M:47.1) 1 1 0 R.FDEISFVNFAR.G Dimethyl: 1

12081 false 3323 1372.6782 1371.6537 1 12.59 230.3 39.33
16.1 
(M:16.1) 1 2 1 K.GTNDSLMRQMR.E Dimethyl:2H(4): 1; Oxidation: 7, 10

12082 true 3324 1500.8309 1499.8348 1 -7.41 134.11 39.17
96.6 
(M:96.6) 1 1 0 R.DYGVLLEGPGIALR.G Dimethyl: 1



12083 true 3325 1458.7748 1457.7409 1 18.27 444.97 41.83
18.2 
(M:18.2) 1 1 1 R.EHQLRIMSSSAR.Y Oxidation: 7; Dimethyl: 1

12084 true 3325 1504.8537 1503.8599 1 -8.96 180.77 39.17
84.2 
(M:84.2) 1 1 0 R.DYGVLLEGPGIALR.G Dimethyl:2H(4): 1

12085 true 3325 2069.97 2068.9502 1 6.03 200.9 40.5
44.9 
(M:44.9) 1 1 0 K.EYELESLFQHYCYTR.G

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

12086 true 3326 1213.7712 1212.7594 1 3.68 168.67 41.5
35.4 
(M:35.4) 1 1 0 R.AYVLLAALPVR.V Dimethyl: 1

12087 true 3326 1536.7435 1535.7468 1 -6.87 142.91 39.17
43.7 
(M:43.7) 1 1 0 K.DAEGILEDLQSYR.G Dimethyl: 1

12088 true 3326 1648.8832 1647.8571 1 11.43 217.51 39.33
22.6 
(M:22.6) 1 1 0 R.SIQFVDWCPTGFK.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 13

12089 true 3326 1648.8832 1647.8571 1 11.43 217.51 39.33
22.6 
(M:22.6) 1 1 0 R.SLQFVDWCPTGFK.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 13



12090 true 3326 1648.8832 1647.8571 1 11.43 217.51 39.33
22.6 
(M:22.6) 1 1 0 R.SIQFVDWCPTGFK.V

Carbamidomethyl: 8; Dimethyl:2H(4): 
1, 13

12091 true 3327 1654.8329 1653.8225 1 1.91 213.44 39.5
65.3 
(M:65.3) 1 1 0 R.TIQFVDWCPTGFK.V Carbamidomethyl: 8; Dimethyl: 1, 13

12092 false 3327 1715.9111 1714.9142 1 -6 190.56 39.33
25.0 
(M:25.0) 1 2 0 R.AVFVDLEPTVVDEVR.T Dimethyl: 1

12093 true 3327 1715.9111 1714.9142 1 -6 142.18 39.33
65.2 
(M:65.2) 1 1 0 R.AIFVDLEPTVIDEVR.A

12094 false 3328 1543.8755 1542.8668 1 0.95 327.82 42
16.1 
(M:16.1) 1 2 1 K.GIDLAQVKGTGPDGR.I Dimethyl:2H(4): 8; Dimethyl: 1

12095 true 3328 2133.9996 2132.9806 1 5.51 208.5 40.33
45.7 
(M:45.7) 1 1 0 K.QQAMHLCFENLMEGIER.N Carbamidomethyl: 7; Dimethyl: 1

12096 true 3328 2240.2019 2239.1817 1 5.77 295.15 39.5
100.2 
(M:100.2) 1 1 0

R.QLTVQMMQNPQILAALQER.
L Dimethyl: 1



12097 true 3329 1279.6916 1278.6828 1 1.15 242.75 45.17
50.4 
(M:50.4) 1 1 0 R.LGLMEMIAFAR.I Dimethyl: 1

12098 true 3329 2138.0433 2137.0057 1 14.18 287 40.33
24.5 
(M:24.5) 1 1 0 K.QQAMHLCFENLMEGIER.N

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

12099 true 3329 2683.2893 2682.3038 1 -8.11 215.81 39.33
89.6 
(M:89.6) 1 1 0

R.GAGYTFGQDISETFNHANGLT
LVSR.A Dimethyl: 1

12100 true 3330 1301.7663 1300.7577 1 0.97 269.05 45.33
57.2 
(M:57.2) 5 1 0 R.ECLPLIIFLR.N Carbamidomethyl: 2; Dimethyl: 1

12101 true 3331 1012.5415 1011.5389 1 -4.67 201.86 39.5
15.8 
(M:15.8) 1 1 0 R.SDFISLFR.N Dimethyl: 1

12102 true 3332 1812.9588 1811.9359 1 8.65 286.05 41.83
24.8 
(M:24.8) 1 58.94 1 0 K.SNYNFEKPFLWLAR.K Dimethyl: 1

12103 false 3333 1120.6355 1119.6372 1 -8 296.43 40.33
16.5 
(M:16.5) 1 7 0 K.GAALITAVGCR.L

Carbamidomethyl: 10; Dimethyl:2H(4): 
1



12104 false 3333 1120.6355 1119.6209 1 6.52 352.94 40.33
26.1 
(M:26.1) 3 2 1 K.DDTMLLKGK.G Oxidation: 4; Dimethyl: 1, 7, 9

12105 false 3333 1421.815 1420.7939 1 9.69 490.6 45.17
21.9 
(M:21.9) 1 2 1 R.HLFIPADRSIPR.I

12106 false 3333 1421.815 1420.8075 1 0.13 377.83 45.17
15.3 
(M:15.3) 1 6 0 K.LVSSLISAESAGQK.K Dimethyl:2H(4): 14

12107 true 3333 2554.3152 2553.3326 1 -9.67 148.5 39.17
40.7 
(M:40.7) 1 1 1

R.ETVVEVPQVTWEDIGGLEDVK
R.E Dimethyl: 1, 21

12108 true 3333 2706.4601 2705.4388 1 5.16 182.15 40.33
40.6 
(M:40.6) 1 1 0

K.NVTQLSPDGPLPQLPLPYINSS
ATR.V Dimethyl: 1

12109 false 3334 1132.6127 1131.6209 1 -13.72 258.53 39.5
22.1 
(M:22.1) 1 3 0 R.TVLQMDELK.C Dimethyl: 1, 9

12110 false 3335 1136.6314 1135.606 1 15.95 311.38 39.5
18.7 
(M:18.7) 2 4 1 K.AMNKFGEALK.K Dimethyl: 10



12111 true 3335 1136.6314 1135.6424 1 -16.06 157.43 39.5
24.4 
(M:24.4) 1 1 1 R.TRDAFVMLK.N Dimethyl: 1, 9

12112 true 3335 1840.9859 1839.9672 1 6.2 328.41 42
53.5 
(M:53.5) 3 1 0 K.SNYNFEKPFLWLAR.K Dimethyl: 1, 7

12113 true 3335 1871.9043 1870.911 1 -7.45 316.63 41.67
37.2 
(M:37.2) 2 1 0 K.GWAPTFIGYSMQGLCK.F Carbamidomethyl: 15; Dimethyl: 1, 16

12114 true 3336 1953.101 1952.0822 1 5.89 294.88 41.5
77.2 
(M:77.2) 1 1 0 K.LGAVFNQVAFPLQYTPR.K Dimethyl:2H(4): 1

12115 true 3336 3034.5812 3033.556 1 5.92 195.75 40.33
41.6 
(M:41.6) 1 1 0

K.NFQNIFPPSATLHLSNIPPSVA
EEDLR.T Dimethyl: 1

12116 false 3337 1320.7243 1319.7271 1 -7.69 249.73 39.5
26.8 
(M:26.8) 1 3 0 K.SLAGMLTPYIAR.K Dimethyl: 1

12117 true 3337 3048.591 3047.5968 1 -4.28 215.41 40.5
36.6 
(M:36.6) 1 1 0

K.NFQNIFPPSATLHLSNIPPSIAE
EDLK.M Dimethyl: 1, 27



12118 true 3338 1345.6704 1344.6686 1 -4.05 201.13 39.33
35.4 
(M:35.4) 1 1 0 K.FEELNMDLFR.S Dimethyl:2H(4): 1

12119 true 3339 1376.7059 1375.7074 1 -6.41 203.47 39.33
35.0 
(M:35.0) 1 1 0 R.FDEISFVNFAR.G Dimethyl:2H(4): 1

12120 true 3340 1508.6886 1507.6983 1 -11.3 134.68 39.5
73.2 
(M:73.2) 1 1 0 R.YLGDYEAFFEAR.E Dimethyl: 1

12121 true 3340 1699.9246 1698.9093 1 4.72 217.05 40.83
82.8 
(M:82.8) 2 1 0 K.DLAPGTNPPFLLFNR.E Dimethyl: 1

12122 true 3341 1512.7228 1511.7235 1 -5.22 173.81 39.5
53.0 
(M:53.0) 1 1 0 R.YLGDYEAFFEAR.E Dimethyl:2H(4): 1

12123 true 3341 1543.8722 1542.8497 1 9.88 219.89 41.5
24.1 
(M:24.1) 1 1 0 K.DLGLAFEFPPHIR.N Dimethyl:2H(4): 1

12124 true 3341 1735.9409 1734.9305 1 1.83 213.12 40.67
38.2 
(M:38.2) 1 1 1 R.FQQAVDAVEEFLRK.T Dimethyl: 1, 14



12125 true 3342 1557.8865 1556.8596 1 12.57 237.07 39.83
93.5 
(M:93.5) 1 1 0 K.NIPMTLELLQTTR.I Dimethyl: 1

12126 true 3343 1010.6094 1009.6001 1 2.03 238.72 42.17
35.6 
(M:35.6) 1 1 0 K.YFLWVVK.F Dimethyl: 1, 7

12127 false 3343 1010.6094 1009.6262 1 -23.86 228.44 42.17
26.4 
(M:26.4) 1 89.95 2 1 K.IKVWNYK.L Dimethyl:2H(4): 2; Dimethyl: 7

12128 true 3343 1153.7463 1152.7271 1 10.37 486.88 41.67
34.8 
(M:34.8) 1 1 0 K.IPLIGLGTWK.S Dimethyl: 1, 10

12129 true 3343 1561.9108 1560.8847 1 12.05 246.43 39.83
65.5 
(M:65.5) 1 1 0 K.NIPMTLELLQTTR.I Dimethyl:2H(4): 1

12130 true 3343 2130.2961 2129.2811 1 3.62 239.44 40.5
70.1 
(M:70.1) 1 1 0 R.SVLLLKPEAELSMAEIYK.V Dimethyl:2H(4): 1, 6, 18

12131 true 3344 1244.7239 1243.7093 1 5.93 263.86 42.17
53.4 
(M:53.4) 3 1 0 K.SYLFFTQFK.A Dimethyl:2H(4): 1, 9



12132 true 3344 1556.8002 1555.8007 1 -4.94 149.79 39.33
25.9 
(M:25.9) 1 1 0 R.DAAMFPIQVEFTR.E Dimethyl:2H(4): 1

12133 true 3344 1591.8756 1590.8596 1 5.53 234.34 39.67
63.5 
(M:63.5) 2 1 0 R.FTSYYLSLPAELR.I Dimethyl:2H(4): 1

12134 false 3345 1105.6922 1104.6879 1 -2.63 336.88 45.33
16.1 
(M:16.1) 1 8 0 -.VLLAAAVCTK.A

Carbamidomethyl: 8; Dimethyl:2H(4): 
1; Dimethyl: 10

12135 true 3345 1324.8649 1323.849 1 6.52 252.03 42
49.7 
(M:49.7) 1 1 0 K.LTQNVGLLGLLK.W Dimethyl: 1, 12

12136 true 3345 1680.9099 1679.8784 1 14.45 233.75 40
48.0 
(M:48.0) 1 1 1 R.FDGLLGFPGGFVDRR.Y Dimethyl: 1

12137 true 3345 1729.9277 1728.9298 1 -5.4 229.54 39.5
19.4 
(M:19.4) 1 1 0 R.AIFVDLEPTVIDEIR.G

12138 true 3345 2654.41 2653.3904 1 4.62 213.26 40.5
31.8 
(M:31.8) 1 1 0

R.SFVWHALDYADELPKPEQLAI
R.F Dimethyl: 1, 15



12139 true 3346 1339.7609 1338.737 1 12.41 318.82 42.5
47.1 
(M:47.1) 3 1 0 R.YIFTMLSPLAR.L Dimethyl: 1

12140 true 3346 1339.7609 1338.737 1 12.41 318.82 42.5
47.1 
(M:47.1) 3 1 0 R.YIFTMLSPLAR.L Dimethyl: 1

12141 false 3346 1733.9537 1732.9219 1 14.16 177.85 39.5
20.5 
(M:20.5) 1 3 0 R.AIMVDLEPTVVDEVR.T Dimethyl:2H(4): 1; Oxidation: 3

12142 true 3347 2823.5019 2822.5331 1 -13.63 287.17 40.5
79.1 
(M:79.1) 1 1 0

M.PVELGLWDGPLSLSEVEQKP
AHPLR.V Dimethyl: 1, 19

12143 true 3348 1456.873 1455.8617 1 2.71 397.78 42.17
27.1 
(M:27.1) 1 1 0 R.FSPIPFPPLSYK.H Dimethyl:2H(4): 1, 12

12144 true 3348 1787.8958 1786.8883 1 0.09 215.69 39.5
113.7 
(M:113.7) 1 1 0 R.SLQSLEASLHAMESTR.E Dimethyl: 1

12145 true 3349 2841.4869 2840.5374 1 -20.34 195.63 40.5
32.1 
(M:32.1) 2 1 0

M.PVELGLWDGPLSLSEVEQKP
AHPLR.V Dimethyl:2H(4): 19; Acetyl: 1



12146 true 3350 1894.0415 1893.04 1 -3.04 349.45 39.67
63.5 
(M:63.5) 1 1 0 K.ELPYPDPAIAHFLVQK.V Dimethyl: 1, 16

12147 true 3350 3056.6007 3055.647 1 -17.51 180.96 40.5
28.3 
(M:28.3) 1 1 0

K.NFQNIFPPSATLHLSNIPPSIAE
EDLK.M Dimethyl:2H(4): 1, 27

12148 true 3351 1902.0824 1901.0309 1 23.28 366.97 40.83
55.9 
(M:55.9) 1 1 0 R.SIDQFANLVLHQTVER.I Dimethyl:2H(4): 1

12149 false 3352 3311.5276 3310.5622 1 -12.64 92.05 40.67
22.0 
(M:22.0) 2 0.29 3 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28; Oxidation: 27

12150 false 3352 3311.5276 3310.5622 1 -12.64 92.05 40.67
22.0 
(M:22.0) 2 0.29 3 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28; Oxidation: 27

12151 false 3353 1120.6219 1119.6032 1 10.25 416.41 40.67
16.2 
(M:16.2) 1 8 0 K.DMAMGSIVLK.Y Dimethyl: 1, 10

12152 true 3353 1120.6219 1119.6111 1 3.23 368 40.67
65.8 
(M:65.8) 2 1 0 R.DMILQFIGR.E Dimethyl: 1



12153 true 3353 1849.0383 1848.0174 1 7.38 310.45 42
22.4 
(M:22.4) 1 1 0 K.SNYNFEKPFLWLAR.K Dimethyl:2H(4): 1, 7

12154 true 3353 1986.0187 1985.004 1 3.72 129.04 39.5
70.4 
(M:70.4) 1 1 0 R.QHVPLEEYAANLTSMVR.Y Dimethyl: 1

12155 true 3353 3057.41 3056.4595 1 -18.57 133.76 39.33
64.2 
(M:64.2) 1 61.34 1 0

K.SGDAAIVDMIPGKPMCVESFS
DYPPLGR.F

Carbamidomethyl: 16; Dimethyl:2H(4): 
1; Oxidation: 9

12156 true 3354 1124.6462 1123.6362 1 2.48 364.34 40.67
35.1 
(M:35.1) 2 1 0 R.DMILQFIGR.E Dimethyl:2H(4): 1

12157 false 3354 1124.6462 1123.6461 1 -6.32 287.76 40.67
23.5 
(M:23.5) 2 3 1 K.DDTMLLKGK.G

Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 7, 9

12158 true 3354 1989.0366 1988.0183 1 5.51 160.78 39.5
46.0 
(M:46.0) 1 1 0 R.MLSAVSQQVQCIQEALR.E Carbamidomethyl: 11; Dimethyl: 1

12159 true 3355 1754.102 1753.0764 1 10.49 362.18 41.83
87.9 
(M:87.9) 2 1 0 K.QLGTGLLLVTGPLAVNR.V Dimethyl:2H(4): 1



12160 true 3355 1993.0606 1992.0434 1 4.97 171.5 39.5
57.9 
(M:57.9) 1 1 0 R.MLSAVSQQVQCIQEALR.E

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

12161 true 3355 3073.4404 3072.4544 1 -6.95 179.62 39.5
53.6 
(M:53.6) 1 99.22 1 0

K.SGDAAIVDMIPGKPMCVESFS
DYPPLGR.F

Carbamidomethyl: 16; Dimethyl:2H(4): 
1; Oxidation: 9, 15

12162 true 3356 1219.6248 1218.6325 1 -12.31 128.16 39.67
25.2 
(M:25.2) 1 85.34 1 1 R.MMNGIQLRGR.E Oxidation: 1; Dimethyl: 1

12163 true 3357 1513.9006 1512.8949 1 -1.08 237.36 45.5
93.6 
(M:93.6) 2 1 0 K.TVLIMELINNVAK.A Dimethyl: 1, 13

12164 true 3357 1990.0447 1989.0226 1 7.43 103.49 42
16.2 
(M:16.2) 1 1 0 R.NPTFMGLALHCIANVGSR.E

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

12165 true 3358 2068.0656 2067.0425 1 7.64 201.77 39.67
63.4 
(M:63.4) 1 1 1 K.GKEDFSSVAHIIDYFQR.T Dimethyl: 1, 2

12166 true 3359 1597.9815 1596.9765 1 -1.4 213.61 45.5
52.8 
(M:52.8) 1 1 0 R.LFAVEQITGMLLAK.L Dimethyl:2H(4): 1, 14



12167 true 3359 1606.7069 1605.7127 1 -8.12 178.69 39.5
54.8 
(M:54.8) 1 1 0 M.SDQQLDCALDLMR.R Carbamidomethyl: 7; Acetyl: 1

12168 true 3360 2244.2184 2243.2068 1 1.94 355.91 39.5
53.3 
(M:53.3) 1 1 0

R.QLTVQMMQNPQILAALQER.
L Dimethyl:2H(4): 1

12169 true 3360 2314.3519 2313.3348 1 4.23 190.49 42
48.8 
(M:48.8) 1 1 1 K.TAPTLISFIYPAQNPDLLKK.L Dimethyl: 1, 19, 20

12170 true 3362 1174.7251 1173.691 1 22.84 182.56 42.17
35.9 
(M:35.9) 1 1 0 R.GIPPIYPHPK.L Dimethyl: 1, 10

12171 true 3362 1887.1059 1886.1001 1 -0.79 261.93 45.5
33.1 
(M:33.1) 2 1 0 R.LQFMQAILPEVLSPIR.T Dimethyl:2H(4): 1

12172 true 3362 2201.06 2200.0626 1 -4.49 171.46 39.5
54.0 
(M:54.0) 1 1 0 R.GGPVEGLDFSEYQPELFER.F Dimethyl:2H(4): 1

12173 true 3363 1236.674 1235.659 1 6.17 237.65 42.17
56.9 
(M:56.9) 1 1 0 K.SYLFFTQFK.A Dimethyl: 1, 9



12174 true 3363 1809.057 1808.0547 1 -2.75 239.8 40.67
27.2 
(M:27.2) 1 1 1 K.MKQELEAEYLAIFK.K Dimethyl:2H(4): 1, 2, 14

12175 true 3364 2646.2626 2645.2799 1 -9.3 190.33 39.67
50.8 
(M:50.8) 1 1 0

K.TTEFGEIHELTTEEQFVEGVYR.
V Dimethyl:2H(4): 1

12176 true 3365 1976.0805 1975.0296 1 22.07 231.33 45.33
20.9 
(M:20.9) 1 1 1 R.TIGVITKLDLMDEGTDAR.D Dimethyl: 7

12177 true 3367 1214.7544 1213.7584 1 -9.24 133.08 45.5
18.8 
(M:18.8) 1 1 1 K.VELPSASPAKK.A Dimethyl:2H(4): 1; Dimethyl: 10, 11

12178 true 3367 2160.0552 2159.0681 1 -9.36 169.66 40
66.2 
(M:66.2) 1 1 0

K.GMSLNLEPDNVGVVVFGNDR
.L Dimethyl: 1

12179 true 3368 1195.6888 1194.6761 1 4.53 141.22 41.83
29.8 
(M:29.8) 1 1 0 R.ISNVFTLAFR.F Dimethyl: 1

12180 true 3368 1218.7819 1217.7635 1 9.13 160.96 45.5
19.4 
(M:19.4) 1 1 0 K.ALTLLDYLIK.T Dimethyl: 1, 10



12181 true 3368 2708.4302 2707.4506 1 -10.22 105.92 40.67
20.1 
(M:20.1) 1 1 0

R.LSAIYGGTYMLNKPIEEIVIENG
K.V Dimethyl: 1, 24

12182 true 3369 1226.824 1225.8137 1 2.42 184.45 45.5
31.9 
(M:31.9) 1 1 0 K.ALTLLDYLIK.T Dimethyl:2H(4): 1, 10

12183 false 3370 1652.9029 1651.912 1 -9.91 398.48 42.33
17.9 
(M:17.9) 1 4 0 R.LAETQEEISAEVAAK.A Dimethyl:2H(4): 1, 15

12184 false 3370 1652.9029 1651.8847 1 6.63 374.04 42.33
25.7 
(M:25.7) 1 2 0 R.LHFFMPGFAPLTAR.G Dimethyl:2H(4): 1; Oxidation: 5

12185 true 3370 1652.9029 1651.8847 1 6.63 393.57 42.33
78.2 
(M:78.2) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl:2H(4): 1

12186 true 3370 1652.9029 1651.8847 1 6.63 393.57 42.33
78.2 
(M:78.2) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl:2H(4): 1

12187 true 3370 1652.9029 1651.8847 1 6.63 393.57 42.33
78.2 
(M:78.2) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl:2H(4): 1



12188 true 3370 2640.3296 2639.3567 1 -13.03 204.81 39.83
109.8 
(M:109.8) 1 1 0

K.GVDVICTDGSIVYAPFSGQLSG
PIR.F

Carbamidomethyl: 6; Dimethyl:2H(4): 
1

12189 true 3371 1194.7655 1193.7471 1 9.33 97.54 41
53.4 
(M:53.4) 1 1 0 K.NLASAVSDLLK.T Dimethyl:2H(4): 1, 11

12190 true 3371 1507.8386 1506.8235 1 5.19 210.63 45.5
24.3 
(M:24.3) 2 1 0 K.VGYTPDWIFLLR.N Dimethyl: 1

12191 true 3371 1587.8562 1586.8344 1 9.1 188.79 39.67
46.9 
(M:46.9) 1 1 0 R.FTSYYLSLPAELR.I Dimethyl: 1

12192 true 3371 1664.8676 1663.8545 1 3.5 300.82 42.33
50.1 
(M:50.1) 3 1 0 R.LHFFMPGFAPLTSR.G Oxidation: 5; Dimethyl: 1

12193 true 3371 1664.8676 1663.8545 1 3.5 300.82 42.33
50.1 
(M:50.1) 3 1 0 R.LHFFMPGFAPLTSR.G Oxidation: 5; Dimethyl: 1

12194 true 3371 1664.8676 1663.8545 1 3.5 300.82 42.33
50.1 
(M:50.1) 3 1 0 R.LHFFMPGFAPLTSR.G Oxidation: 5; Dimethyl: 1



12195 true 3371 2787.3487 2786.3731 1 -11.37 116.6 39.67
80.3 
(M:80.3) 1 1 0

R.AEPQFLLAQNVATCSDPLEVC
LQR.Q Carbamidomethyl: 14, 21; Dimethyl: 1

12196 true 3372 1529.9033 1528.8899 1 4.06 211.43 45.5
30.1 
(M:30.1) 1 1 0 K.TVLIMELINNVAK.A Oxidation: 5; Dimethyl: 1, 13

12197 true 3372 2791.3662 2790.3982 1 -14.07 150.42 39.67
80.5 
(M:80.5) 1 1 0

R.AEPQFLLAQNVATCSDPLEVC
LQR.Q

Carbamidomethyl: 14, 21; 
Dimethyl:2H(4): 1

12198 true 3373 1492.8964 1491.8751 1 9.39 246.97 41.83
42.2 
(M:42.2) 2 1 0 K.QPVTVPVSAFIFR.D Dimethyl:2H(4): 1

12199 true 3373 1537.9374 1536.9401 1 -6.45 246.06 45.5
54.0 
(M:54.0) 1 1 0 K.TVLIMELINNVAK.A Dimethyl:2H(4): 1, 13; Oxidation: 5

12200 true 3373 1683.9607 1682.947 1 3.83 301.77 42.17
18.1 
(M:18.1) 1 1 0 K.YMDAFKPFLGIGLK.N Dimethyl: 1, 6, 14

12201 true 3374 1696.0399 1695.0223 1 6.08 243 42.17
27.1 
(M:27.1) 1 1 0 K.YMDAFKPFLGIGLK.N Dimethyl:2H(4): 1, 6, 14



12202 false 3375 1699.9125 1698.8649 1 23.69 257.69 40
18.6 
(M:18.6) 1 3 0 R.AAAGLNQSANELVQASR.G

12203 false 3375 1699.9125 1698.9226 1 -10.25 192.82 40
16.0 
(M:16.0) 1 4 1 R.VKDTDDVPMILVGNK.C Dimethyl: 1, 15

12204 false 3376 1543.8839 1542.8564 1 13.12 252.36 42
15.5 
(M:15.5) 1 2 1 K.TLGTGSFGRVMMVK.H Dimethyl:2H(4): 1; Dimethyl: 14

12205 true 3376 2061.1075 2060.0691 1 15.09 211.82 39.83
124.4 
(M:124.4) 1 1 0 R.FAIGSQVSEHSIVQDFIR.Q Dimethyl: 1

12206 false 3377 1585.9051 1584.8608 1 23.39 249.23 40.83
15.7 
(M:15.7) 1 3 1 K.MFSKNDTLHCLK.M

Carbamidomethyl: 10; Dimethyl:2H(4): 
1, 4; Dimethyl: 12

12207 true 3377 1585.9051 1584.8916 1 3.97 258.15 40.83
49.3 
(M:49.3) 1 1 0 K.HGFLEEFITPIVK.A Dimethyl: 1, 13

12208 true 3377 1904.9166 1903.912 1 -1.42 262.38 40
24.8 
(M:24.8) 1 1 0 R.IDFYFDENPYFENK.V Dimethyl:2H(4): 1, 14



12209 true 3377 2065.1213 2064.0942 1 9.59 276.44 39.83
67.3 
(M:67.3) 1 1 0 R.FAIGSQVSEHSIVQDFIR.Q Dimethyl:2H(4): 1

12210 false 3378 1593.9531 1592.9513 1 -3.44 287.28 40.83
18.4 
(M:18.4) 1 2 1 R.LLKPAMFEEIAKK.C

Dimethyl:2H(4): 3; Oxidation: 6; 
Dimethyl: 13

12211 true 3378 1593.9531 1592.9418 1 2.56 252.89 40.83
29.9 
(M:29.9) 1 1 0 K.HGFLEEFITPIVK.A Dimethyl:2H(4): 1, 13

12212 true 3378 2076.1119 2075.0928 1 5.72 278.56 39.67
97.3 
(M:97.3) 1 1 1 K.GKEDFSSVAHIIDYFQR.T Dimethyl:2H(4): 1, 2

12213 true 3380 1839.9716 1838.9423 1 11.97 291.32 41.83
52.7 
(M:52.7) 2 1 0 K.TCYMSAGTIPVPIVFR.G Carbamidomethyl: 2; Dimethyl: 1

12214 true 3380 2226.2962 2225.2784 1 4.76 220.1 42.17
70.5 
(M:70.5) 1 1 1

R.GANTIASAAADKIPGLLGVFQ
K.L Dimethyl: 1, 12, 22

12215 false 3381 2212.0823 2211.0808 1 -2.58 49.2 39.83
19.9 
(M:19.9) 1 2 1

K.HPDADSLYVEKVDVGEASPR.
T Dimethyl: 11



12216 true 3381 2212.0823 2211.0882 1 -5.92 213.32 39.83
145.4 
(M:145.4) 1 1 0 K.LSADTEVVCGAPSIYLDFAR.Q Carbamidomethyl: 9; Dimethyl: 1

12217 true 3382 864.4455 863.4287 1 11.09 1034.99 42.33
21.4 
(M:21.4) 1 1 0 K.GGDQEGGGK.A Dimethyl:2H(4): 9; Dimethyl: 1

12218 false 3382 864.4455 863.4538 1 -18 -1 42.33
20.2 
(M:20.2) 1 2 0 K.EELENAK.G Dimethyl:2H(4): 7

12219 false 3382 1757.9209 1756.9266 1 -7.41 252.27 42.17
20.4 
(M:20.4) 1 3 0 R.VLDIGCPQLAMHSIR.E

Carbamidomethyl: 6; Dimethyl:2H(4): 
1; Oxidation: 11

12220 true 3382 2216.1063 2215.1133 1 -6.42 281.19 39.83
151.1 
(M:151.1) 1 1 0 K.LSADTEVVCGAPSIYLDFAR.Q

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

12221 false 3382 2216.1063 2215.0878 1 5.08 248.61 39.83
17.9 
(M:17.9) 1 2 0 R.RPHETGGYLLECVCLGNGK.G

Carbamidomethyl: 12, 14; Dimethyl: 1, 
19

12222 true 3382 2311.1658 2310.1388 1 8.51 112.66 39.83
34.4 
(M:34.4) 1 1 0 K.FICVTPTSFSNTIDLPMSPR.T Carbamidomethyl: 3; Dimethyl: 1



12223 false 3383 1016.5854 1015.6026 1 -24.11 -1 40
15.6 
(M:15.6) 1 2 1 K.VINSSAKAAK.V Dimethyl: 1

12224 true 3383 1477.8112 1476.7985 1 3.63 391.79 45.67
16.7 
(M:16.7) 1 1 0 R.LGFATSSDVIEMK.G Dimethyl:2H(4): 1, 13; Oxidation: 12

12225 true 3383 2315.19 2314.1639 1 8.13 145.58 39.83
36.9 
(M:36.9) 1 1 0 K.FICVTPTSFSNTIDLPMSPR.T

Carbamidomethyl: 3; Dimethyl:2H(4): 
1

12226 true 3384 1146.6378 1145.6445 1 -12.15 312.12 40
38.4 
(M:38.4) 1 1 0 K.DFGVIVEALR.K Dimethyl: 1

12227 true 3384 2412.3283 2411.2809 1 16.66 255.62 39.83
87.8 
(M:87.8) 1 1 0

R.ISGETIFVTAQHEATAGIIGVN
R.K Dimethyl: 1

12228 true 3385 1150.6605 1149.6696 1 -14.18 335.22 40
46.1 
(M:46.1) 1 1 0 K.DFGVIVEALR.K Dimethyl:2H(4): 1

12229 true 3385 1633.0431 1632.0466 1 -6.58 217.63 45.67
73.9 
(M:73.9) 1 1 0 K.IPAFLNVVDIAGLVK.G Dimethyl:2H(4): 1, 15



12230 true 3385 2449.2047 2448.1719 1 10.44 155.24 39.83
37.3 
(M:37.3) 1 1 0 R.QFNLIPPICEQAEYHMFQR.E Carbamidomethyl: 9; Dimethyl: 1

12231 true 3387 1274.741 1273.7183 1 12.09 191.13 42.83
16.5 
(M:16.5) 1 1 0 R.LFQPWSSLLR.N Dimethyl: 1

12232 true 3387 1343.7806 1342.7621 1 8.39 294.34 42.5
20.7 
(M:20.7) 1 1 0 R.YIFTMLSPLAR.L Dimethyl:2H(4): 1

12233 true 3387 1343.7806 1342.7621 1 8.39 294.34 42.5
20.7 
(M:20.7) 1 1 0 R.YIFTMLSPLAR.L Dimethyl:2H(4): 1

12234 false 3387 1424.7585 1423.753 1 -1.3 317.74 40
16.8 
(M:16.8) 1 2 1 K.SKTGLMEINEDK.T Dimethyl:2H(4): 1; Dimethyl: 12

12235 true 3387 1424.7585 1423.7711 1 -13.99 276.1 40
21.1 
(M:21.1) 1 1 0 R.YLDLILNDYVR.Q Dimethyl: 1

12236 true 3388 1428.789 1427.7962 1 -10.12 315.32 40
37.9 
(M:37.9) 1 1 0 R.YLDLILNDYVR.Q Dimethyl:2H(4): 1



12237 true 3389 1788.0263 1787.0277 1 -4.87 252.21 45.67
34.0 
(M:34.0) 1 1 0 K.IAEGVNSLLQMAGLLAR.L Dimethyl:2H(4): 1

12238 true 3390 1237.7222 1236.705 1 8.01 164.55 42.17
37.2 
(M:37.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

12239 true 3390 1237.7222 1236.705 1 8.01 164.55 42.17
37.2 
(M:37.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

12240 true 3390 1237.7222 1236.705 1 8.01 164.55 42.17
37.2 
(M:37.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

12241 true 3390 1237.7222 1236.705 1 8.01 164.55 42.17
37.2 
(M:37.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

12242 true 3390 1237.7222 1236.705 1 8.01 164.55 42.17
37.2 
(M:37.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

12243 true 3390 1525.8756 1524.8701 1 -1.19 301.54 43.5
16.8 
(M:16.8) 1 55.11 1 1 R.IIDSLFNTVTDKK.I Dimethyl:2H(4): 13



12244 true 3391 1896.8543 1895.8618 1 -7.76 189.69 40
43.8 
(M:43.8) 1 1 0 R.IDFYFDENPYFENK.V Dimethyl: 1, 14

12245 true 3392 2172.1447 2171.1586 1 -9.74 135.55 40
71.8 
(M:71.8) 1 1 0 R.GIDVQQVSLVINYDLPTNR.E Dimethyl: 1

12246 true 3393 1481.8346 1480.8038 1 15.87 383.65 40
40.3 
(M:40.3) 1 1 0 K.SPGFEIIHGLLDR.V Dimethyl: 1

12247 true 3393 1590.8738 1589.8422 1 15.31 267.25 42
39.5 
(M:39.5) 2 1 0 R.VGPLMACLIGTQFR.N Carbamidomethyl: 7; Dimethyl: 1

12248 true 3393 1668.8943 1667.8796 1 4.45 313.64 42.33
25.6 
(M:25.6) 1 1 0 R.LHFFMPGFAPLTSR.G Dimethyl:2H(4): 1; Oxidation: 5

12249 true 3393 1668.8943 1667.8796 1 4.45 313.64 42.33
25.6 
(M:25.6) 1 1 0 R.LHFFMPGFAPLTSR.G Dimethyl:2H(4): 1; Oxidation: 5

12250 true 3393 1668.8943 1667.8796 1 4.45 313.64 42.33
25.6 
(M:25.6) 1 1 0 R.LHFFMPGFAPLTSR.G Dimethyl:2H(4): 1; Oxidation: 5



12251 true 3393 2345.1136 2344.1347 1 -12.1 144.89 40
91.5 
(M:91.5) 1 1 0 K.DLSFDSYMTPTTDLPLGHFR.L Dimethyl:2H(4): 1

12252 false 3393 2345.1136 2344.126 1 -8.37 199.29 40
15.3 
(M:15.3) 1 2 0 R.LWSEIPSEIAIDDYDSSGTSK.D Dimethyl:2H(4): 21

12253 true 3394 1485.8604 1484.8289 1 16.3 201.75 40
61.2 
(M:61.2) 1 1 0 K.SPGFEIIHGLLDR.V Dimethyl:2H(4): 1

12254 true 3394 1624.0015 1622.9719 1 13.73 217.25 42
66.2 
(M:66.2) 2 1 0 R.LALLLSQLVGSQPTR.D Dimethyl: 1

12255 true 3394 2077.2227 2076.1904 1 12.04 335.47 45.67
16.4 
(M:16.4) 1 1 0 K.LPDLVENNPLVAIEMLLK.L Dimethyl: 1, 18

12256 false 3395 2392.2697 2391.258 1 1.82 184.26 40.83
17.7 
(M:17.7) 1 2 0

R.NGLLTEHNICEINGQNVIGLK.
D Carbamidomethyl: 10; Dimethyl: 1, 21

12257 true 3395 2392.2697 2391.2474 1 6.24 175.97 40.83
43.2 
(M:43.2) 1 1 0 R.ILDILEYIHEHEYVHGDIK.A Dimethyl: 1, 19



12258 true 3396 1449.7202 1448.73 1 -11.77 210.75 40.33
25.2 
(M:25.2) 1 1 0 K.GYEEWLLNEIR.R Dimethyl: 1

12259 true 3396 1449.7202 1448.73 1 -11.77 210.75 40.33
25.2 
(M:25.2) 1 1 0 K.GYEEWLLNEIR.R Dimethyl: 1

12260 true 3397 1959.2055 1958.1928 1 2.73 132.7 42.33
37.7 
(M:37.7) 3 98.74 1 0 K.VTIAQGGVLPNIQAVLLPK.K Dimethyl: 1

12261 true 3397 2736.4949 2735.4819 1 2.07 192.71 40.83
58.6 
(M:58.6) 1 1 0

R.LSAIYGGTYMLNKPIEEIVIENG
K.V Dimethyl: 1, 13, 24

12262 true 3397 3006.4949 3005.5024 1 -4.93 106.26 45.67
40.6 
(M:40.6) 1 1 0

K.ASYITPVPGGVGPMTVAMLM
QSTVESAQR.F Dimethyl: 1

12263 true 3398 2748.5707 2747.5573 1 2.22 191.72 40.83
78.5 
(M:78.5) 1 1 0

R.LSAIYGGTYMLNKPIEEIVIENG
K.V Dimethyl:2H(4): 1, 13, 24

12264 true 3398 3010.5234 3009.5275 1 -3.79 191.37 45.67
74.2 
(M:74.2) 1 1 0

K.ASYITPVPGGVGPMTVAMLM
QSTVESAQR.F Dimethyl:2H(4): 1



12265 false 3399 868.5372 867.543 1 -14.98 484.69 45.83
17.1 
(M:17.1) 1 6 0 R.AIPGVVEK.V Dimethyl: 1, 8

12266 true 3399 1935.074 1934.0374 1 15.13 168.14 40
94.8 
(M:94.8) 1 1 0 K.VVNDLVQHFLNENLPR.E Dimethyl: 1

12267 true 3399 1987.2365 1986.2241 1 2.55 227.74 42.67
131.8 
(M:131.8) 8 1 0 K.VTIAQGGVLPNIQAVLLPK.K Dimethyl: 1, 19

12268 true 3399 2165.3391 2164.2984 1 15.46 262.16 42.17
70.3 
(M:70.3) 2 1 0 R.AIETLTGALFQRPPLIAAVK.R Dimethyl: 1, 20

12269 true 3400 1940.1248 1939.103 1 7.49 143.36 39.83
40.5 
(M:40.5) 1 1 0 K.TLAELHPETTLFIIASK.T Dimethyl: 1, 17

12270 true 3400 2173.3846 2172.3486 1 13.21 253.66 42.17
25.3 
(M:25.3) 1 1 0 R.AIETLTGALFQRPPLIAAVK.R Dimethyl:2H(4): 1, 20

12271 true 3401 1948.1573 1947.1532 1 -1.66 160.76 39.83
78.5 
(M:78.5) 1 1 0 K.TLAELHPETTLFIIASK.T Dimethyl:2H(4): 1, 17



12272 true 3402 1134.6074 1133.5968 1 2.85 377.77 45.83
15.3 
(M:15.3) 1 1 0 K.AYEILSDPVK.R

12273 true 3402 2011.3231 2010.2882 1 13.7 172.44 39.83
24.2 
(M:24.2) 1 1 1 K.QKLPDGSEIPLPPIILGK.L Dimethyl:2H(4): 1, 2, 18

12274 false 3403 987.5158 986.5257 1 -17.4 91.89 40.33
15.2 
(M:15.2) 1 5 1 K.TDNNRIAR.- Dimethyl: 1

12275 false 3404 993.569 992.5804 1 -18.81 370.88 42.17
16.6 
(M:16.6) 1 2 1 R.DLISDRSK.S Dimethyl:2H(4): 1; Dimethyl: 8

12276 false 3404 993.569 992.5477 1 14.1 383 42.17
16.0 
(M:16.0) 1 4 1 K.FICIREK.V Carbamidomethyl: 3; Dimethyl: 1

12277 false 3404 993.569 992.5553 1 6.5 168.28 42.17
16.6 
(M:16.6) 1 2 1 K.DLLSSRDR.E Dimethyl:2H(4): 1

12278 true 3405 1007.5752 1006.564 1 3.9 285.95 42.17
20.7 
(M:20.7) 1 1 0 R.FPLFGGWK.T Dimethyl: 1, 8



12279 true 3405 1024.6283 1023.6127 1 8.07 231.85 40.33
34.5 
(M:34.5) 1 1 1 R.GALPKDHAR.F Dimethyl:2H(4): 5; Dimethyl: 1

12280 true 3406 1086.5882 1085.5658 1 13.87 396.67 42.17
26.1 
(M:26.1) 1 1 0 R.GLFSFFQGR.Y Dimethyl: 1

12281 true 3406 1369.791 1368.7653 1 13.46 292.93 42.5
69.0 
(M:69.0) 3 1 0 K.TSFFQALGITTK.I Dimethyl: 1, 12

12282 false 3407 1377.8171 1376.8142 1 -3.18 278.79 44.5
18.0 
(M:18.0) 1 2 0 K.ILPIMFPALYK.N Oxidation: 5; Dimethyl: 1, 11

12283 false 3407 1377.8171 1376.8155 1 -4.16 323.85 44.5
15.6 
(M:15.6) 2 4 0 K.TSFFQALGITTK.I Dimethyl:2H(4): 1, 12

12284 true 3407 1392.798 1391.7853 1 3.92 293.46 45.83
26.6 
(M:26.6) 1 1 0 K.GIPEFWLTVFK.N Dimethyl: 1, 11

12285 true 3407 1513.8371 1512.8238 1 3.96 148.05 41.17
39.9 
(M:39.9) 1 1 0 R.NEGVATYAAAVLFR.M Dimethyl:2H(4): 1



12286 true 3408 2282.186 2281.1314 1 20.76 226.57 40
49.6 
(M:49.6) 1 1 0

R.GVNWAAFHPTMPLIVSGADD
R.Q Dimethyl: 1

12287 true 3409 2416.355 2415.306 1 17.28 300.41 39.83
130.4 
(M:130.4) 1 1 0

R.ISGETIFVTAQHEATAGIIGVN
R.K Dimethyl:2H(4): 1

12288 true 3410 1286.699 1285.703 1 -8.83 138.12 40.5
49.4 
(M:49.4) 1 1 0 M.SADPIVFVAAVR.T Acetyl: 1

12289 true 3410 2453.2564 2452.197 1 21.25 222.38 39.83
27.0 
(M:27.0) 1 1 0 R.QFNLIPPICEQAEYHMFQR.E

Carbamidomethyl: 9; Dimethyl:2H(4): 
1

12290 true 3411 1398.6569 1397.6616 1 -8.55 235.67 40.33
26.8 
(M:26.8) 1 1 1 R.DFQPFDFALRD.- Dimethyl: 1

12291 false 3411 1398.6569 1397.6311 1 13.27 171.68 40.33
16.1 
(M:16.1) 1 2 0 K.NNASTDYDLSDK.S Dimethyl: 1, 12

12292 false 3411 1501.8747 1500.8664 1 0.7 191.81 45.83
19.6 
(M:19.6) 1 2 0 R.LGANSLLDLVVFGR.A Dimethyl: 1



12293 true 3412 1523.8637 1522.8548 1 1.05 203.85 45.83
46.9 
(M:46.9) 2 1 0 K.EVFGTFGIPFLLR.I Dimethyl: 1

12294 true 3413 1527.8889 1526.8799 1 1.11 286.66 45.83
29.3 
(M:29.3) 1 1 0 K.EVFGTFGIPFLLR.I Dimethyl:2H(4): 1

12295 true 3414 1583.7514 1582.7371 1 4.42 148.56 40.33
111.1 
(M:111.1) 1 1 0 K.MFVLDEADEMLSR.G Dimethyl: 1

12296 true 3414 1608.9539 1607.9433 1 2.05 181.72 45.83
55.2 
(M:55.2) 1 1 0 R.ALALGALPALLECLR.G Carbamidomethyl: 13; Dimethyl: 1

12297 true 3415 1587.7554 1586.7622 1 -8.85 166.97 40.33
64.0 
(M:64.0) 1 1 0 K.MFVLDEADEMLSR.G Dimethyl:2H(4): 1

12298 true 3415 1612.9788 1611.9684 1 1.92 305.83 45.83
70.1 
(M:70.1) 1 1 0 R.ALALGALPALLECLR.G

Carbamidomethyl: 13; Dimethyl:2H(4): 
1

12299 false 3415 1612.9788 1611.956 1 9.63 271.88 45.83
19.4 
(M:19.4) 1 66.82 2 1 R.LGQETTIANAKGILK.N Dimethyl: 11, 15



12300 true 3416 1689.8833 1688.8886 1 -7.43 122.5 40.5
53.5 
(M:53.5) 1 1 0 K.EIQGFFNIPVDNLR.A Dimethyl: 1

12301 true 3416 1782.0156 1781.015 1 -3.71 352.23 42.17
33.3 
(M:33.3) 1 1 0 R.LGFPPGAAQAMALQAFK.V Dimethyl:2H(4): 1, 17

12302 true 3417 1692.7638 1691.7753 1 -11.08 179.95 40.33
21.0 
(M:21.0) 1 1 0 R.FGYVDFLSAEDMDK.A Dimethyl: 1, 14

12303 true 3417 2387.2135 2386.1867 1 8.17 183.73 41
27.4 
(M:27.4) 1 1 0 R.NHDHDVLLTNIFCSEAYFK.N

Carbamidomethyl: 13; Dimethyl:2H(4): 
1, 19

12304 true 3418 1700.8199 1699.8255 1 -7.59 134.32 40.33
68.3 
(M:68.3) 1 1 0 R.FGYVDFLSAEDMDK.A Dimethyl:2H(4): 1, 14

12305 true 3419 1798.9074 1797.9149 1 -8.22 110.63 40.5
34.1 
(M:34.1) 1 1 0 K.LFIGGLSFETTDDSLR.E Dimethyl: 1

12306 true 3420 1107.6628 1106.6488 1 6.03 419.86 42.5
41.6 
(M:41.6) 2 1 0 R.GYPTLLLFR.G Dimethyl: 1



12307 false 3420 1802.9355 1801.9651 1 -20.5 241.42 40.5
16.4 
(M:16.4) 1 2 1 K.ISKESEDFIVEQYK.R Dimethyl:2H(4): 1; Dimethyl: 3, 14

12308 true 3420 1802.9355 1801.94 1 -6.55 196.3 40.5
58.4 
(M:58.4) 1 1 0 K.LFIGGLSFETTDDSLR.E Dimethyl:2H(4): 1

12309 true 3421 1111.6884 1110.6739 1 6.44 377.64 42.5
38.7 
(M:38.7) 2 1 0 R.GYPTLLLFR.G Dimethyl:2H(4): 1

12310 true 3421 1336.8321 1335.7952 1 22.22 315.04 42.67
39.3 
(M:39.3) 2 93.16 1 1 K.LEPVYTELGKK.Y Dimethyl:2H(4): 1; Dimethyl: 11

12311 true 3421 1812.9185 1811.9305 1 -10.63 166 40.5
95.6 
(M:95.6) 1 1 0 K.LFIGGLSFETTDESLR.S Dimethyl: 1

12312 false 3421 1812.9185 1811.9128 1 -0.83 224.06 40.5
25.4 
(M:25.4) 1 2 1 K.MRLFSDLVAEEFIDK.M

12313 true 3421 2149.1109 2148.1112 1 -3.51 226.55 45.83
81.7 
(M:81.7) 1 1 0

K.YMNSGPVVAMVWEGLNVVK
.T Dimethyl: 1, 19



12314 true 3422 1357.8081 1356.7952 1 4.18 329.49 42.83
78.7 
(M:78.7) 3 1 0 K.VMVQPINLIFR.Y Dimethyl: 1

12315 true 3422 1816.942 1815.9556 1 -11.53 208.6 40.5
26.6 
(M:26.6) 1 1 0 K.LFIGGLSFETTDESLR.S Dimethyl:2H(4): 1

12316 true 3423 1283.7159 1282.6769 1 24.74 322.62 42.33
19.8 
(M:19.8) 1 61.64 1 1 R.EPEKETAAPQK.S Dimethyl: 4, 11

12317 true 3423 1825.9923 1824.9985 1 -7.4 156.32 40.5
38.0 
(M:38.0) 1 1 0 R.EVIELPLTNPELFQR.V Dimethyl: 1

12318 true 3426 1159.7129 1158.7012 1 3.76 354.68 41.17
21.7 
(M:21.7) 1 1 0 R.DAVLLLFANK.Q Dimethyl: 1, 10

12319 true 3426 1865.0389 1863.9976 1 18.24 222.18 40
49.9 
(M:49.9) 1 1 0 R.TGIVDISILTTGMSTTAR.K Dimethyl: 1

12320 false 3426 1865.0389 1864.067 1 -18.97 259.32 40
15.2 
(M:15.2) 1 2 1 R.ELIKVLEEANQAINPK.L Dimethyl: 4, 16



12321 true 3426 2412.1068 2411.125 1 -10.54 144.05 40.33
53.1 
(M:53.1) 1 1 0

R.ANPDPNCCLGVFGLSLYTTER.
D Carbamidomethyl: 7, 8; Dimethyl: 1

12322 true 3427 1167.7639 1166.7515 1 4.38 376.41 41.17
73.6 
(M:73.6) 2 1 0 R.DAVLLLFANK.Q Dimethyl:2H(4): 1, 10

12323 true 3427 2451.1562 2450.1675 1 -7.6 176.72 40.33
91.6 
(M:91.6) 1 1 0

K.ETVTVLPGSSYFSSDESFAMIR.
G Dimethyl: 1

12324 false 3427 2451.1562 2450.2037 1 -22.37 128.88 40.33
16.3 
(M:16.3) 1 50 2 1

K.KEPLQGQSGNELSSNGPGEG
QGPK.K Dimethyl: 1, 24

12325 true 3428 1444.7649 1443.7569 1 0.52 229.72 41
23.6 
(M:23.6) 1 1 0 K.NSNILEDLETLR.L Dimethyl: 1

12326 true 3428 1939.0962 1938.0625 1 13.65 151.88 40
80.7 
(M:80.7) 1 1 0 K.VVNDLVQHFLNENLPR.E Dimethyl:2H(4): 1

12327 true 3429 1223.6479 1222.6386 1 1.62 135.32 41.5
54.2 
(M:54.2) 1 1 0 R.NLPFDFTWK.M Dimethyl: 1, 9



12328 true 3429 1448.8133 1447.8184 1 -8.53 284.06 40.5
40.3 
(M:40.3) 1 1 0 R.TSEAIVDAALSALR.S Dimethyl:2H(4): 1

12329 true 3429 2010.0016 2008.9643 1 14.93 206.36 40.17
57.1 
(M:57.1) 2 1 0 M.ASNSVFDSLPSYQHFLR.D Acetyl: 1

12330 true 3430 1563.7426 1562.7399 1 -2.9 144.32 40.5
40.2 
(M:40.2) 1 1 0 -.MDVGELLSYQPNR.G Acetyl: 1

12331 true 3430 2081.0962 2080.0629 1 12.48 228.49 40
99.7 
(M:99.7) 1 1 0 R.QINIHNLSAFYDSEVFK.M Dimethyl: 1, 17

12332 true 3432 1693.8963 1692.9137 1 -14.58 118.9 40.5
60.6 
(M:60.6) 1 1 0 K.EIQGFFNIPVDNLR.A Dimethyl:2H(4): 1

12333 true 3432 2089.1146 2088.1132 1 -2.78 249.5 40
58.9 
(M:58.9) 1 1 0 R.QINIHNLSAFYDSEVFK.M Dimethyl:2H(4): 1, 17

12334 false 3433 1043.6433 1042.6135 1 21.62 69.51 42.83
15.9 
(M:15.9) 1 5 1 K.KLQEALVSR.K



12335 true 3433 1697.8919 1696.8974 1 -7.52 135.37 40.5
23.0 
(M:23.0) 1 1 0 R.SYLEFAEDVIQVPR.N Dimethyl:2H(4): 1

12336 true 3434 2279.2806 2278.2434 1 13.16 156.79 40.17
49.9 
(M:49.9) 1 1 0 K.IHQQVLEEGLAQSVFLGINR.S Dimethyl: 1

12337 true 3435 2353.1402 2352.142 1 -3.87 129.39 40.5
67.4 
(M:67.4) 1 1 0

R.ANPDPNTCLGVFGLSLYTTER.
D Carbamidomethyl: 8; Dimethyl: 1

12338 false 3436 1473.8124 1472.8021 1 2.06 76.01 41.17
16.3 
(M:16.3) 1 6 1 K.LSAISRTSCPPTK.S Carbamidomethyl: 9; Dimethyl: 1, 13

12339 true 3436 2304.2332 2303.2022 1 10.28 193.58 40.17
36.2 
(M:36.2) 1 1 0 R.DGVSEGQFQQVLHHELLAIR.E Dimethyl: 1

12340 true 3437 1509.8178 1508.7987 1 7.81 225.53 41.17
33.1 
(M:33.1) 1 1 0 R.NEGVATYAAAVLFR.M Dimethyl: 1

12341 true 3437 1995.2801 1994.2743 1 -0.74 206.73 42.83
79.3 
(M:79.3) 2 1 0 K.VTIAQGGVLPNIQAVLLPK.K Dimethyl:2H(4): 1, 19



12342 false 3438 1183.7035 1182.7046 1 -7.05 344.04 42.83
15.8 
(M:15.8) 1 2 0 -.MEALIPVINK.L Dimethyl: 1, 10

12343 true 3438 2616.4098 2615.3595 1 16.46 284.11 40
75.6 
(M:75.6) 1 1 0

R.THTQDAVPLTLGQEFSGYVQ
QIK.Y Dimethyl: 1, 23

12344 true 3440 1523.7727 1522.7814 1 -10.47 149.57 40.83
74.9 
(M:74.9) 1 1 0 -.MDGPQAEALLAPLR.Q Acetyl: 1

12345 true 3440 1987.0834 1986.0608 1 7.69 112.37 41.17
32.1 
(M:32.1) 1 1 1 R.KNAPCILFIDEIDAVGR.K Carbamidomethyl: 5; Dimethyl: 1, 1

12346 true 3441 2143.1504 2142.1321 1 5.13 245.62 41.83
153.4 
(M:153.4) 2 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl: 1, 19

12347 true 3441 2143.1504 2142.1321 1 5.13 245.62 41.83
153.4 
(M:153.4) 2 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl: 1, 19

12348 true 3441 2143.1504 2142.1321 1 5.13 245.62 41.83
153.4 
(M:153.4) 2 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl: 1, 19



12349 true 3441 2143.1504 2142.1321 1 5.13 245.62 41.83
153.4 
(M:153.4) 2 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl: 1, 19

12350 true 3443 1380.7856 1379.7635 1 10.7 370.39 42.67
37.4 
(M:37.4) 1 1 0 R.ALITFAGMIPYR.T Dimethyl: 1

12351 true 3443 1579.7968 1578.8042 1 -9.3 167.45 40.67
48.0 
(M:48.0) 1 1 0 R.FQQAVDAVEEFLR.K Dimethyl: 1

12352 false 3443 1579.7968 1578.8225 1 -20.89 168.34 40.67
21.0 
(M:21.0) 1 2 1 K.EAKPDELMDSKLR.C Dimethyl:2H(4): 11; Oxidation: 8

12353 true 3444 1795.8135 1794.8247 1 -10.3 211.9 40.67
77.6 
(M:77.6) 1 1 0 -.MQNDAGEFVDLYVPR.K Acetyl: 1

12354 true 3445 1241.7499 1240.7543 1 -9.41 222.34 40.33
40.7 
(M:40.7) 1 1 0 K.QEVPIIIVFR.A Dimethyl: 1

12355 true 3445 1826.9335 1825.9251 1 0.65 133.36 42.67
56.9 
(M:56.9) 1 1 0 K.AFIPAIDSFGFETDLR.T Dimethyl: 1



12356 true 3446 1245.7736 1244.7795 1 -10.57 166.71 40.33
35.5 
(M:35.5) 1 1 0 K.QEVPIIIVFR.A Dimethyl:2H(4): 1

12357 true 3446 1718.9959 1717.9817 1 4.01 215.71 42.83
20.9 
(M:20.9) 1 1 0 K.FPGFTPGLAILQVGNR.D Dimethyl:2H(4): 1

12358 true 3446 1834.9079 1833.9221 1 -11.7 204.03 40.67
94.8 
(M:94.8) 1 1 0 R.GDADQATNILASFGLSAR.D Dimethyl: 1

12359 true 3447 1286.7298 1285.7316 1 -7.01 224.75 40.17
71.5 
(M:71.5) 1 1 0 K.MNIPVLSDLTK.Q Dimethyl: 1, 11

12360 false 3447 1286.7298 1285.7502 1 -21.49 223.51 40.17
18.6 
(M:18.6) 1 3 1 K.MVPKMLSPLVK.E Oxidation: 5; Dimethyl: 11

12361 true 3447 1838.9354 1837.9472 1 -10.39 190.05 40.67
101.7 
(M:101.7) 1 1 0 R.GDADQATNILASFGLSAR.D Dimethyl:2H(4): 1

12362 false 3448 1294.7945 1293.7747 1 9.66 430.1 40.17
15.7 
(M:15.7) 1 3 1 K.YIIAYHAAGKK.A Dimethyl:2H(4): 10; Dimethyl: 11



12363 true 3448 1294.7945 1293.7818 1 4.2 166.88 40.17
53.9 
(M:53.9) 1 1 0 K.MNIPVLSDLTK.Q Dimethyl:2H(4): 1, 11

12364 true 3448 1618.9438 1617.9214 1 9.29 364.44 42.67
45.8 
(M:45.8) 2 1 0 R.INMPIPTFASLNLR.E Dimethyl:2H(4): 1

12365 true 3448 1993.9629 1992.9783 1 -11.39 130.68 40.83
71.6 
(M:71.6) 1 1 0 K.YVPPPFNPDMFSFDEK.L Dimethyl:2H(4): 1, 16

12366 true 3449 1347.7329 1346.7228 1 2.13 249.49 40.17
25.6 
(M:25.6) 1 1 1 R.NNELMQKTGLK.E Oxidation: 5; Dimethyl: 1, 11

12367 true 3450 1354.755 1353.7159 1 23.51 195.87 40.17
17.5 
(M:17.5) 1 1 1 K.QMQQIRMSLR.G Dimethyl:2H(4): 1; Oxidation: 2, 7

12368 true 3452 995.6136 994.5964 1 9.98 -1 47.5
18.5 
(M:18.5) 1 1 1 R.NKVFIYR.G Dimethyl: 1, 2

12369 false 3452 1524.8792 1523.8381 1 22.17 674.73 43
18.4 
(M:18.4) 1 2 1 K.VLEIPLEPKNNMK.A



12370 true 3453 1493.8557 1492.8402 1 5.5 152.42 40.33
47.9 
(M:47.9) 1 1 0 R.GEILWSHLELLR.K Dimethyl: 1

12371 true 3454 1094.5897 1093.5783 1 3.78 401.88 43.17
24.2 
(M:24.2) 1 1 0 K.WWICFVK.R Carbamidomethyl: 4; Dimethyl: 1, 7

12372 true 3454 3168.5703 3167.5977 1 -10.94 121.37 40.67
25.6 
(M:25.6) 1 1 1

K.GYEVIYLTEPVDEYCIQALPEFD
GKR.F

Carbamidomethyl: 15; Dimethyl:2H(4): 
1, 25

12373 true 3455 2959.5913 2958.5855 1 -0.48 212.62 41.33
78.8 
(M:78.8) 1 1 0

R.IGEWELIQESGVQLKPLYGPGY
TGIR.N Dimethyl: 1, 15

12374 true 3456 1377.8202 1376.8152 1 -1.63 421.59 43
22.7 
(M:22.7) 1 1 0 K.VMVQPINLIFR.Y Dimethyl:2H(4): 1; Oxidation: 2

12375 false 3457 1315.7466 1314.7143 1 19 518.95 41
19.2 
(M:19.2) 1 5 0 R.LQDVSGQLNSAK.K Dimethyl: 1, 12

12376 true 3457 1315.7466 1314.7547 1 -11.71 199.65 41
93.4 
(M:93.4) 2 1 0 K.LEDILPLAFTR.L Dimethyl: 1



12377 true 3457 1614.9201 1613.8963 1 10.23 221.17 42.67
40.4 
(M:40.4) 1 1 0 R.INMPIPTFASLNLR.E Dimethyl: 1

12378 true 3458 1416.7691 1415.7773 1 -10.88 209.96 40.83
95.7 
(M:95.7) 1 1 0 K.LDNLVAIFDVNR.L Dimethyl: 1

12379 false 3459 1420.7887 1419.7908 1 -6.63 361.07 40.83
21.8 
(M:21.8) 1 3 1 K.SLAGMLTPYIARK.L

12380 true 3459 1420.7887 1419.8024 1 -14.77 306.34 40.83
69.1 
(M:69.1) 1 1 0 K.LDNLVAIFDVNR.L Dimethyl:2H(4): 1

12381 true 3460 1250.6649 1249.6489 1 6.97 231.29 41.5
43.5 
(M:43.5) 2 1 0 K.NLICAFLTDR.E Carbamidomethyl: 4; Dimethyl: 1

12382 true 3460 1515.9215 1514.9032 1 7.28 237.2 43.33
50.1 
(M:50.1) 2 1 0 R.LISQIVSSITASLR.F Dimethyl: 1

12383 true 3460 1515.9215 1514.9032 1 7.28 237.2 43.33
50.1 
(M:50.1) 2 1 0 R.LISQIVSSITASLR.F Dimethyl: 1



12384 true 3460 1515.9215 1514.9032 1 7.28 237.2 43.33
50.1 
(M:50.1) 2 1 0 R.LISQIVSSITASLR.F Dimethyl: 1

12385 true 3460 1540.8249 1539.8492 1 -20.51 159.74 41
48.6 
(M:48.6) 1 1 0 K.LICCDILDVLDK.H

Carbamidomethyl: 3, 4; 
Dimethyl:2H(4): 1, 12

12386 false 3460 1540.8249 1539.8297 1 -7.84 209.07 41
20.9 
(M:20.9) 1 2 1 K.KENGAYALSLVYGK.T Dimethyl: 14

12387 true 3461 1254.7014 1253.674 1 16.08 214.85 41.5
49.1 
(M:49.1) 1 1 0 K.NLICAFLTDR.E

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

12388 true 3462 1570.8161 1569.8341 1 -16.09 158.06 40.83
30.8 
(M:30.8) 1 1 0 K.LAGFLDLTEQEFR.I Dimethyl:2H(4): 1

12389 true 3463 1584.7745 1583.7831 1 -10.05 201.89 40.83
33.9 
(M:33.9) 1 1 0 M.SITSDEVNFLVYR.Y Acetyl: 1

12390 true 3463 2043.0666 2042.0585 1 0.37 193.98 40.33
111.2 
(M:111.2) 1 1 0 R.QADFVQTPITDIFGGHIR.S Dimethyl: 1



12391 true 3464 2047.0943 2046.0836 1 1.67 242.82 40.33
97.9 
(M:97.9) 1 1 0 R.QADFVQTPITDIFGGHIR.S Dimethyl:2H(4): 1

12392 false 3465 962.5918 961.5998 1 -15.86 327.91 42.83
19.6 
(M:19.6) 1 2 0 K.IILSDLEK.F Dimethyl:2H(4): 8

12393 false 3465 962.5918 961.5998 1 -15.86 304.52 42.83
16.3 
(M:16.3) 1 4 0 K.VITILDEK.L Dimethyl:2H(4): 8

12394 false 3465 1446.825 1445.818 1 -0.21 14.31 41.33
28.7 
(M:28.7) 1 3 1 K.RQDLIDEWIAK.E Dimethyl:2H(4): 1; Dimethyl: 11

12395 true 3465 1446.825 1445.8164 1 0.94 290.55 41.33
79.2 
(M:79.2) 1 1 0 R.CVSTLLDLIQTK.V Carbamidomethyl: 1; Dimethyl: 1, 12

12396 true 3465 1626.8466 1625.8749 1 -21.89 217.43 41
19.8 
(M:19.8) 1 1 1 R.AEPPSAPMPDVATKR.V Dimethyl:2H(4): 14; Dimethyl: 1

12397 false 3466 970.5787 969.5871 1 -16.11 196.69 43
19.5 
(M:19.5) 1 6 1 R.LFLKDMK.S

Dimethyl:2H(4): 4; Oxidation: 6; 
Dimethyl: 7



12398 true 3466 970.5787 969.5688 1 2.76 272.61 43
66.5 
(M:66.5) 2 1 0 R.GFGFVLFK.D Dimethyl: 1, 8

12399 true 3466 1454.8776 1453.8666 1 2.58 369.93 41.33
74.3 
(M:74.3) 1 1 0 R.CVSTLLDLIQTK.V

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 12

12400 true 3466 1650.8582 1649.8737 1 -13.77 166.09 41
78.6 
(M:78.6) 1 1 0 K.DQPPNSVEGLLNALR.Y Dimethyl: 1

12401 true 3467 1043.641 1042.6328 1 0.87 316.41 42.83
50.7 
(M:50.7) 1 1 0 R.IIPAIWFR.Y Dimethyl: 1

12402 true 3467 1682.7723 1681.7948 1 -17.66 148.57 40.83
42.4 
(M:42.4) 1 1 0 M.ATYLEFIQQNEER.D Acetyl: 1

12403 true 3467 2254.1848 2253.1616 1 7.05 275.62 43.33
81.4 
(M:81.4) 1 1 0

R.FFASFGNLSSPTAILGNPMVR.
A Dimethyl: 1

12404 true 3468 1694.9483 1693.9324 1 5.07 200.89 41.33
30.3 
(M:30.3) 1 96.87 1 0 R.ASALSVMDLGLLGLYK.G Oxidation: 7; Dimethyl: 16



12405 true 3468 2258.2096 2257.1867 1 6.93 362.4 43.33
80.6 
(M:80.6) 3 1 0

R.FFASFGNLSSPTAILGNPMVR.
A Dimethyl:2H(4): 1

12406 true 3469 1708.9728 1707.956 1 5.6 205.64 41.33
80.3 
(M:80.3) 1 1 0 K.HENVIGLLDVFTPAK.S Dimethyl: 1, 15

12407 true 3469 1752.9146 1751.9319 1 -13.99 103.45 40.83
19.1 
(M:19.1) 1 1 0 M.AVWIQAQQLQGEALR.Q Acetyl: 1

12408 true 3470 1717.0207 1716.0062 1 4.22 178.22 41.33
96.3 
(M:96.3) 1 1 0 K.HENVIGLLDVFTPAK.S Dimethyl:2H(4): 1, 15

12409 true 3470 2283.2642 2282.2685 1 -5.05 151.64 40.17
42.6 
(M:42.6) 1 1 0 K.IHQQVLEEGLAQSVFLGINR.S Dimethyl:2H(4): 1

12410 true 3471 1033.6285 1032.6154 1 5.64 172.75 43.33
25.3 
(M:25.3) 2 1 0 K.NLMFIVLR.D Dimethyl: 1

12411 true 3472 1361.8399 1360.8203 1 9.05 394.55 43
72.2 
(M:72.2) 2 1 0 K.VMVQPINLIFR.Y Dimethyl:2H(4): 1



12412 true 3472 2308.1688 2307.1318 1 12.91 201.53 40.17
34.9 
(M:34.9) 1 1 0 R.YATDTFAGLCHQLTNALVER.K Carbamidomethyl: 10; Dimethyl: 1

12413 false 3473 1180.6601 1179.6409 1 10.04 238.67 43.5
20.4 
(M:20.4) 2 2 1 K.KEVSMDDHK.L Dimethyl:2H(4): 1, 1; Dimethyl: 9

12414 false 3473 1186.6176 1185.6394 1 -24.52 159.56 41
18.0 
(M:18.0) 1 6 0 K.FVHASEDLLK.Q Dimethyl: 10

12415 false 3473 1186.6176 1185.6129 1 -2.2 143.3 41
22.5 
(M:22.5) 1 3 0 R.IDIDPEETVK.A Dimethyl: 10

12416 true 3473 2317.2347 2316.2188 1 3.71 209.74 40.17
19.4 
(M:19.4) 1 1 1 R.KIWCFGPDGTGPNILTDITK.G

Carbamidomethyl: 4; Dimethyl: 1, 1, 
20

12417 true 3474 1319.7705 1318.7798 1 -12.61 210.06 41
72.3 
(M:72.3) 1 1 0 K.LEDILPLAFTR.L Dimethyl:2H(4): 1

12418 true 3474 2603.3084 2602.2737 1 10.54 214.39 40.17
49.2 
(M:49.2) 1 1 0

K.TLCGTPTYLAPEVLNSFGTAGY
SR.A Carbamidomethyl: 3; Dimethyl: 1



12419 true 3475 1524.7746 1523.7773 1 -6.51 153.23 41.83
79.9 
(M:79.9) 2 1 0 R.FDGLLGFPGGFVDR.R Dimethyl: 1

12420 false 3476 1525.8995 1524.8549 1 24.48 291.96 43
15.3 
(M:15.3) 1 2 1 K.VTATKDTTSSDVIK.D Dimethyl:2H(4): 1; Dimethyl: 14

12421 true 3476 1525.8995 1524.881 1 7.34 189.19 43
50.6 
(M:50.6) 1 1 0 K.AGVMALANLLQIQR.H Dimethyl: 1

12422 true 3478 1615.8269 1614.8051 1 9.01 314.04 42.83
20.8 
(M:20.8) 2 1 0 R.ACFLLRPFICQY.- Carbamidomethyl: 2, 10; Dimethyl: 1

12423 true 3478 2907.4502 2906.3877 1 18.99 168.91 40.17
35.2 
(M:35.2) 1 1 0

R.LFEASDPYQVHVCNLCGIMAI
ANTR.T Carbamidomethyl: 13, 16; Dimethyl: 1

12424 true 3478 2967.6378 2966.6357 1 -1.75 188.83 41.33
25.7 
(M:25.7) 1 1 0

R.IGEWELIQESGVQLKPLYGPGY
TGIR.N Dimethyl:2H(4): 1, 15

12425 true 3482 1142.6668 1141.6536 1 5.21 394.2 43.5
43.3 
(M:43.3) 1 1 0 R.FLFSLFGQK.Y Dimethyl: 1, 9



12426 false 3482 1316.7346 1315.7421 1 -11.25 163.72 40.33
17.1 
(M:17.1) 1 3 0 R.LIDDMVAQVLK.S Oxidation: 5; Dimethyl: 1, 11

12427 false 3482 1316.7346 1315.754 1 -20.28 156.67 40.33
17.0 
(M:17.0) 1 6 1 K.VYYFTKGNLK.T Dimethyl: 1, 6, 10

12428 true 3483 2646.2535 2645.2796 1 -12.61 166.83 41.17
117.7 
(M:117.7) 2 1 1

K.SLDLFNCEVTNLNDYRENVFK.
L Carbamidomethyl: 7; Dimethyl: 1, 21

12429 true 3484 1453.7816 1452.7864 1 -8.33 377.74 40.5
98.5 
(M:98.5) 2 1 0 K.TETPASAFSLFVK.N Dimethyl: 1, 13

12430 true 3484 2898.4191 2897.4553 1 -14.98 146.98 41
142.3 
(M:142.3) 1 1 0

K.EGTDTSQGIPQLVSNINACQVI
AEAVR.T Carbamidomethyl: 19; Dimethyl: 1

12431 true 3485 952.5492 951.5579 1 -16.75 112.89 41.17
50.1 
(M:50.1) 1 1 0 M.AALDTLFK.Y Dimethyl:2H(4): 8; Acetyl: 1

12432 true 3485 1115.6168 1114.6063 1 2.92 282.24 41.5
27.1 
(M:27.1) 1 1 0 R.DLGFFGLYK.G Dimethyl: 1, 9



12433 true 3485 1461.8333 1460.8366 1 -7.25 380.24 40.5
89.1 
(M:89.1) 2 1 0 K.TETPASAFSLFVK.N Dimethyl:2H(4): 1, 13

12434 true 3486 1123.6697 1122.6565 1 5.29 330.72 41.5
55.1 
(M:55.1) 1 1 0 R.DLGFFGLYK.G Dimethyl:2H(4): 1, 9

12435 true 3486 1366.8075 1365.8207 1 -14.95 163.79 41.17
39.2 
(M:39.2) 1 1 0 R.SLDLDSIIAEVK.A Dimethyl:2H(4): 1, 12

12436 false 3486 1567.8278 1566.7864 1 21.76 247.64 40.33
16.7 
(M:16.7) 1 2 1 R.RMNYAEAIEWLK.E Oxidation: 2; Dimethyl: 12

12437 true 3486 1567.8278 1566.7864 1 21.76 240.54 40.33
53.8 
(M:53.8) 1 1 0 K.ECGNYPGFLTILR.A Carbamidomethyl: 2; Dimethyl: 1

12438 true 3487 1207.7004 1206.6795 1 11.32 138.74 43
15.0 
(M:15.0) 1 1 0 K.TAAFVLAMLSR.V Dimethyl: 1

12439 true 3487 1616.8565 1615.8147 1 21.32 271.68 40.83
79.3 
(M:79.3) 1 1 0 R.NFGPGEPFPNLFPR.K Dimethyl: 1



12440 true 3488 1227.6487 1226.6638 1 -18.21 163.02 41.5
50.2 
(M:50.2) 1 99.95 1 0 R.NLPFDFTWK.M Dimethyl:2H(4): 1; Dimethyl: 9

12441 true 3488 1463.8457 1462.8296 1 6.03 409.48 43.67
38.3 
(M:38.3) 1 1 0 R.YLFLNAIANQLR.Y Dimethyl: 1

12442 true 3488 1493.7826 1492.7926 1 -11.58 72.13 41.33
49.7 
(M:49.7) 1 1 0 K.EYLPIAGLADFTR.A Dimethyl: 1

12443 true 3489 1497.8083 1496.8177 1 -11.14 121.08 41.33
77.6 
(M:77.6) 1 1 0 K.EYLPIAGLADFTR.A Dimethyl:2H(4): 1

12444 true 3490 1587.784 1586.7625 1 8.93 234.37 43.67
35.3 
(M:35.3) 2 1 0 K.TSPPTTFFPMFMR.F Dimethyl: 1

12445 true 3490 1699.9021 1698.9152 1 -11.97 175.79 41.33
100.9 
(M:100.9) 1 1 0 K.GLGTDEGAIIEVLTQR.S Dimethyl: 1

12446 true 3491 1444.9077 1443.8854 1 10.43 403.76 43
48.5 
(M:48.5) 2 1 0 R.ILQAVNFPFLVK.L Dimethyl: 1, 12



12447 true 3491 1591.8039 1590.7876 1 5.65 293.86 43.67
41.7 
(M:41.7) 2 1 0 K.TSPPTTFFPMFMR.F Dimethyl:2H(4): 1

12448 false 3491 1703.9268 1702.8964 1 13.55 94.98 41.33
19.0 
(M:19.0) 1 4 1 K.ADVGKFVELPGAEMGK.V Dimethyl: 1, 16

12449 true 3491 1703.9268 1702.9403 1 -12.23 132.3 41.33
101.3 
(M:101.3) 1 1 0 K.GLGTDEGAIIEVLTQR.S Dimethyl:2H(4): 1

12450 true 3492 1452.9568 1451.9356 1 9.63 425.93 43
29.3 
(M:29.3) 1 1 0 R.ILQAVNFPFLVK.L Dimethyl:2H(4): 1, 12

12451 true 3492 1767.1412 1766.1219 1 6.77 301.1 40.5
22.9 
(M:22.9) 1 66.02 1 1 K.AKPPSIKQVIDLLEK.Q Dimethyl:2H(4): 2; Dimethyl: 1, 15

12452 true 3493 1529.9202 1528.9061 1 4.43 299.76 43
36.2 
(M:36.2) 1 1 0 K.AGVMALANLLQIQR.H Dimethyl:2H(4): 1

12453 true 3494 2158.2903 2157.2634 1 9.11 280.93 43.67
60.9 
(M:60.9) 2 1 0 R.QIIQQNPSLLPALLQQIGR.E Dimethyl: 1



12454 true 3495 1984.0119 1983.0251 1 -10.31 117.8 41.17
65.6 
(M:65.6) 1 1 0 R.VFEVSLADLQNDEVAFR.K Dimethyl:2H(4): 1

12455 true 3495 2162.3131 2161.2885 1 8.01 312.97 43.67
54.0 
(M:54.0) 1 1 0 R.QIIQQNPSLLPALLQQIGR.E Dimethyl:2H(4): 1

12456 true 3496 1786.9102 1785.9256 1 -12.72 230.18 41.5
20.4 
(M:20.4) 1 51.55 1 0 K.AMTMLTTEQLSYLLK.F Oxidation: 2; Dimethyl: 15

12457 true 3496 2083.023 2082.0422 1 -12.71 133.01 41.33
62.0 
(M:62.0) 1 1 0 K.LDVATDNFFQNPELYIR.E Dimethyl: 1

12458 true 3496 2088.0228 2086.9895 1 12.48 209.07 40.67
61.7 
(M:61.7) 1 1 0 K.MDFFELLANHHLDSQSR.W Dimethyl: 1

12459 true 3498 2375.1953 2374.2202 1 -13.56 90.33 41.17
83.5 
(M:83.5) 1 1 0

R.MIPTIIADNAGYDSADLVAQL
R.A Dimethyl: 1

12460 true 3499 1386.7963 1385.7857 1 2.41 258.71 43.67
24.8 
(M:24.8) 1 1 0 R.TPSFSSILYALR.V Dimethyl:2H(4): 1



12461 true 3499 2415.1306 2414.1536 1 -12.55 149.75 41.17
103.6 
(M:103.6) 1 1 0

K.AQSSQDAVSSMNLFDLGGQY
LR.V Dimethyl: 1

12462 true 3499 2415.1306 2414.1536 1 -12.55 149.75 41.17
103.6 
(M:103.6) 1 1 0

K.AQSSQDAVSSMNLFDLGGQY
LR.V Dimethyl: 1

12463 true 3500 1488.7944 1487.7773 1 6.65 165.06 44
37.5 
(M:37.5) 2 1 0 R.GNTAAYLLYAFTR.I Dimethyl: 1

12464 true 3502 1189.8112 1188.7958 1 6.83 191.45 43.5
60.8 
(M:60.8) 2 1 0 K.LALGIPLPVLR.N Dimethyl: 1

12465 true 3502 1294.7104 1293.7231 1 -15.38 99.11 41.33
47.4 
(M:47.4) 1 1 0 R.DFNLLVDAISR.D Dimethyl:2H(4): 1

12466 true 3503 1193.8381 1192.8209 1 8.28 229.4 43.5
53.6 
(M:53.6) 1 1 0 K.LALGIPLPVLR.N Dimethyl:2H(4): 1

12467 true 3503 1840.9787 1839.9877 1 -8.85 376.11 45.33
24.5 
(M:24.5) 1 1 1 K.VRGDINVLLCGDPGTAK.S Carbamidomethyl: 10; Dimethyl: 1, 17



12468 true 3504 1421.7259 1420.7351 1 -11.58 266.61 41.33
38.0 
(M:38.0) 1 1 0 M.ATFFGEVVVAPSR.A Acetyl: 1

12469 true 3504 2027.0898 2026.0775 1 2.48 205.35 41.67
98.1 
(M:98.1) 1 1 0 K.QHFPATPLLDYALEVEK.I Dimethyl: 1, 17

12470 true 3505 2035.1387 2034.1277 1 1.79 210.3 41.67
22.1 
(M:22.1) 1 1 0 K.QHFPATPLLDYALEVEK.I Dimethyl:2H(4): 1, 17

12471 true 3506 1264.7333 1263.7227 1 2.6 215.52 40.83
63.7 
(M:63.7) 1 1 0 K.LQLFGQDFLK.A Dimethyl: 1, 10

12472 true 3506 2003.1548 2002.1418 1 2.86 232.01 43.67
15.5 
(M:15.5) 1 1 0 R.AGKPIICATQMLESMIK.K

Carbamidomethyl: 7; Dimethyl:2H(4): 
1, 3, 17; Oxidation: 11

12473 true 3507 2151.1999 2150.1823 1 4.79 243.99 41.83
25.7 
(M:25.7) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl:2H(4): 1, 19

12474 true 3507 2151.1999 2150.1823 1 4.79 243.99 41.83
25.7 
(M:25.7) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl:2H(4): 1, 19



12475 true 3507 2151.1999 2150.1823 1 4.79 243.99 41.83
25.7 
(M:25.7) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl:2H(4): 1, 19

12476 false 3507 2151.1999 2150.1711 1 10.01 313.98 41.83
18.6 
(M:18.6) 1 3 1 M.SEAEVNPKAYPLADAQLTK.T Dimethyl:2H(4): 8, 19; Acetyl: 1

12477 true 3507 2151.1999 2150.1823 1 4.79 243.99 41.83
25.7 
(M:25.7) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl:2H(4): 1, 19

12478 true 3508 1673.8813 1672.9036 1 -17.64 180.87 41.33
27.5 
(M:27.5) 1 1 0 R.ASLLDDYQLPEILR.T Dimethyl: 1

12479 true 3509 2184.2531 2183.2453 1 0.22 266.95 41.5
52.2 
(M:52.2) 1 1 1 R.KLPSDVTEAEVISLGLPFGK.V Dimethyl: 1, 1, 20

12480 true 3510 2196.3244 2195.3206 1 -1.61 168.16 41.5
39.8 
(M:39.8) 1 1 1 R.KLPSDVTEAEVISLGLPFGK.V Dimethyl:2H(4): 1, 1, 20

12481 true 3511 1978.0042 1977.0207 1 -12.03 117.28 41.33
37.6 
(M:37.6) 1 1 0 R.EGINIFLDGYVPTENLR.F Dimethyl: 1



12482 true 3512 1982.0184 1981.0458 1 -17.54 111.83 41.33
62.1 
(M:62.1) 1 1 0 R.EGINIFLDGYVPTENLR.F Dimethyl:2H(4): 1

12483 true 3512 2383.2617 2382.2327 1 9.11 190.35 41.5
35.7 
(M:35.7) 1 1 1 R.KHPNEICVPMSVEFEELLK.A

Carbamidomethyl: 7; Dimethyl: 1, 1, 
19

12484 false 3513 1443.8529 1442.8759 1 -20.98 257.34 44
22.2 
(M:22.2) 1 2 0 R.ALSGGSVAALSLLPR.R Dimethyl:2H(4): 1

12485 true 3513 1443.8529 1442.8286 1 11.78 332.82 44
37.2 
(M:37.2) 2 1 0 R.LSALPSLLPYWR.D Dimethyl: 1

12486 true 3513 1581.8399 1580.8021 1 19.29 246.68 40.67
81.5 
(M:81.5) 1 1 0 R.QTFSPFGQIMEIR.V Dimethyl: 1

12487 true 3514 1180.6542 1179.6441 1 2.45 231.33 43.67
48.6 
(M:48.6) 2 1 0 R.GYPTLLWFR.N Dimethyl: 1

12488 true 3514 1585.8696 1584.8272 1 22.17 240.18 40.67
68.0 
(M:68.0) 1 1 0 R.QTFSPFGQIMEIR.V Dimethyl:2H(4): 1



12489 true 3515 1597.855 1596.8181 1 18.52 161.19 40.5
42.8 
(M:42.8) 1 1 0 R.LSIYSIMGGSTDGLR.Q Dimethyl: 1

12490 true 3515 2087.0498 2086.0673 1 -11.89 182.27 41.33
39.6 
(M:39.6) 1 1 0 K.LDVATDNFFQNPELYIR.E Dimethyl:2H(4): 1

12491 false 3515 2405.2462 2404.2607 1 -9.03 171.97 41.5
15.5 
(M:15.5) 1 3 1

R.GCLAGALLGDCLGAVFEGRSV
VK.L

Carbamidomethyl: 2, 11; Dimethyl: 1, 
23

12492 true 3516 1319.761 1318.7438 1 7.54 311.58 43.5
60.9 
(M:60.9) 4 1 0 K.VVNNFLWPFK.L Dimethyl: 1, 10

12493 true 3516 1620.8845 1619.8398 1 23.1 317.77 40.83
51.5 
(M:51.5) 1 1 0 R.NFGPGEPFPNLFPR.K Dimethyl:2H(4): 1

12494 true 3517 2704.3782 2703.3546 1 6 148.31 41.5
51.9 
(M:51.9) 1 1 0

R.CQTAGPVLLTQTPICDCLGFGI
VR.G

Carbamidomethyl: 1, 15, 17; Dimethyl: 
1

12495 true 3518 3021.5659 3020.5625 1 -1.28 174.76 41.5
97.4 
(M:97.4) 1 1 0

K.HCPEAMICIISNPVNSTIPITSE
VFK.K

Carbamidomethyl: 2, 8; 
Dimethyl:2H(4): 1, 26



12496 true 3519 1138.6121 1137.6256 1 -18.32 496.94 44.17
18.9 
(M:18.9) 1 1 0 R.QYVIPGMFK.E Dimethyl: 1, 9

12497 false 3519 2042.1023 2041.1394 1 -21.75 313.55 43.5
19.9 
(M:19.9) 1 2 1 K.AKLGMPQFLSPEAQSLLR.M Dimethyl: 1, 2

12498 true 3519 2042.1023 2041.0779 1 8.39 241.55 43.5
95.9 
(M:95.9) 1 1 0 K.GSPAQPLCGFSNAVVQILR.L Carbamidomethyl: 8; Dimethyl: 1

12499 true 3520 1439.8071 1438.8184 1 -12.88 230.07 41.5
49.0 
(M:49.0) 1 1 0 R.DGPLEIGFPVLVR.E Dimethyl: 1

12500 true 3520 2046.138 2045.103 1 13.56 312.69 43.5
60.3 
(M:60.3) 1 1 0 K.GSPAQPLCGFSNAVVQILR.L

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

12501 true 3522 984.5949 983.5844 1 3.3 230.77 43.83
47.2 
(M:47.2) 3 1 0 R.GFGFILFK.E Dimethyl: 1, 8

12502 false 3522 984.5949 983.5663 1 21.66 165.73 43.83
19.7 
(M:19.7) 1 3 0 K.AFAMIIDK.L

Dimethyl:2H(4): 8; Oxidation: 4; 
Dimethyl: 1



12503 true 3522 1391.7637 1390.7755 1 -13.68 221.08 44.17
18.5 
(M:18.5) 1 1 1 K.VLQRNCAAYLK.L Carbamidomethyl: 6; Dimethyl: 1, 11

12504 false 3523 1184.6765 1183.6754 1 -5.21 182.6 43.67
15.6 
(M:15.6) 1 2 1 R.GYPTIKFFR.N Dimethyl: 1, 6

12505 true 3523 1184.6765 1183.6692 1 0.01 217.77 43.67
28.8 
(M:28.8) 1 1 0 R.GYPTLLWFR.N Dimethyl:2H(4): 1

12506 true 3523 1447.8209 1446.8057 1 5.48 381.61 44.33
22.0 
(M:22.0) 2 1 0 K.FFLSQLMLAPPR.E Dimethyl: 1

12507 false 3523 1447.8209 1446.8347 1 -14.55 373.51 44.33
20.4 
(M:20.4) 1 2 1 K.KHFTILDAPGHK.S Dimethyl: 1, 1, 12

12508 true 3523 1771.9484 1770.9706 1 -16.6 184.73 41.67
66.0 
(M:66.0) 1 1 0 R.EFSITDVVPYSITLR.W Dimethyl:2H(4): 1

12509 true 3525 1548.9557 1547.9399 1 5.5 231.97 43.67
81.7 
(M:81.7) 3 1 0 R.AVPLALALISVSNPR.L Dimethyl: 1



12510 true 3525 1849.171 1848.1448 1 10.21 284.14 44.17
95.6 
(M:95.6) 1 1 0 K.VAVLGASGGIGQPLSLLLK.N Dimethyl: 1, 19

12511 true 3526 949.5377 948.5259 1 4.83 173.69 41.67
32.4 
(M:32.4) 6 1 0 M.AYAYLFK.Y Dimethyl:2H(4): 7; Acetyl: 1

12512 true 3526 1552.9816 1551.965 1 6 310.66 43.67
69.2 
(M:69.2) 1 1 0 R.AVPLALALISVSNPR.L Dimethyl:2H(4): 1

12513 true 3526 1857.2206 1856.195 1 9.83 293.51 44.17
76.0 
(M:76.0) 1 1 0 K.VAVLGASGGIGQPLSLLLK.N Dimethyl:2H(4): 1, 19

12514 true 3526 2033.9558 2032.9714 1 -11.21 132.45 41.5
119.5 
(M:119.5) 1 1 0 K.SLDLFNCEITNLEDYR.D

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

12515 false 3526 2033.9558 2032.9383 1 5.02 104 41.5
16.7 
(M:16.7) 1 50.52 2 1 R.LDSELKNMQDMVEDYR.N Dimethyl:2H(4): 1; Oxidation: 11

12516 true 3528 2206.1624 2205.1831 1 -12.67 173.11 41.67
57.1 
(M:57.1) 1 1 0 K.LVPLLETGDIIIDGGNSEYR.D Dimethyl:2H(4): 1



12517 true 3530 1389.671 1388.6758 1 -8.71 236.41 42.17
94.4 
(M:94.4) 1 1 0 M.AAMEGPLAVFGER.T Acetyl: 1

12518 false 3531 1251.6602 1250.6581 1 -4.14 322.35 41.67
15.8 
(M:15.8) 1 2 0 K.EGIFAVDTMLK.K Dimethyl: 11

12519 true 3532 1528.8003 1527.8024 1 -6.14 151.27 42
63.2 
(M:63.2) 1 1 0 R.FDGLLGFPGGFVDR.R Dimethyl:2H(4): 1

12520 true 3533 1580.7577 1579.7664 1 -10.11 188.6 41.67
56.7 
(M:56.7) 1 1 0 K.NDVMNLLESAGFSR.S Dimethyl: 1

12521 true 3535 1287.6946 1286.6805 1 5.27 135.66 41.83
39.6 
(M:39.6) 1 1 0 R.CGWLDLVQLR.Y Carbamidomethyl: 1; Dimethyl: 1

12522 false 3535 1287.6946 1286.702 1 -11.39 252.4 41.83
18.8 
(M:18.8) 1 2 0 K.ESEHLDITVGK.V Dimethyl:2H(4): 1; Dimethyl: 11

12523 true 3535 1767.926 1766.9455 1 -15.1 127.75 41.67
45.6 
(M:45.6) 1 1 0 R.EFSITDVVPYSITLR.W Dimethyl: 1



12524 true 3536 1291.7235 1290.7056 1 8.16 213.67 41.83
22.8 
(M:22.8) 1 1 0 R.CGWLDLVQLR.Y

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

12525 false 3537 1320.7362 1319.7197 1 6.95 259.28 41.67
17.1 
(M:17.1) 1 7 1 K.AAANFSDRSLLK.N Dimethyl: 12

12526 false 3537 1320.7362 1319.7449 1 -12.09 221.92 41.67
27.4 
(M:27.4) 3 2 1 K.YKNSKPDSLLK.M Dimethyl: 11

12527 true 3537 1946.9867 1945.9898 1 -5.33 109.99 42
127.6 
(M:127.6) 2 1 0 R.ATENDIANFFSPLNPIR.V Dimethyl: 1

12528 true 3538 1499.8367 1498.8367 1 -4.88 240.22 44.33
16.8 
(M:16.8) 1 1 1 R.YMGDLSGGQVLKK.V

Dimethyl:2H(4): 12; Oxidation: 2; 
Dimethyl: 1, 13

12529 true 3538 1549.8438 1548.83 1 4.22 218.88 42
43.7 
(M:43.7) 1 1 0 K.NTLLSGAAIFFPDR.Q Dimethyl: 1

12530 true 3539 2092.0162 2091.0146 1 -2.68 255.49 40.67
79.8 
(M:79.8) 1 1 0 K.MDFFELLANHHLDSQSR.W Dimethyl:2H(4): 1



12531 false 3540 1949.0858 1948.0906 1 -6.23 209.18 44
15.2 
(M:15.2) 1 2 1 M.AEPGPGLQAEVGKVDEEK.E Dimethyl:2H(4): 1, 13, 18

12532 true 3542 2017.0706 2016.0892 1 -12.79 198.14 41.67
17.1 
(M:17.1) 1 1 0 R.SLVELSEHSPHDITGVLK.H Dimethyl: 1, 18

12533 true 3543 1176.6973 1175.6954 1 -4.58 127.86 44.17
16.4 
(M:16.4) 1 1 0 K.FFPLIELNK.V Dimethyl: 1, 9

12534 true 3544 1800.0138 1798.9941 1 6.87 232.97 41.83
103.4 
(M:103.4) 1 1 0 K.NLVLPGIGSFTIVDGNR.V Dimethyl: 1

12535 true 3544 2029.018 2028.0254 1 -7.26 135.03 41.83
81.8 
(M:81.8) 2 1 0 R.ATENDIYNFFSPLNPVR.V Dimethyl:2H(4): 1

12536 true 3545 1804.0348 1803.0192 1 4.61 326.91 41.83
83.0 
(M:83.0) 1 1 0 K.NLVLPGIGSFTIVDGNR.V Dimethyl:2H(4): 1

12537 true 3546 2143.1435 2142.1507 1 -6.76 191.29 41.67
16.0 
(M:16.0) 1 1 0 R.QEAVSMIPPLLLNVNPDHK.I Dimethyl: 19



12538 true 3548 2202.1457 2201.158 1 -8.88 156.13 41.67
62.6 
(M:62.6) 1 1 0 K.LVPLLETGDIIIDGGNSEYR.D Dimethyl: 1

12539 true 3549 2347.3201 2346.3311 1 -7.79 112.13 41.67
78.1 
(M:78.1) 1 1 0

R.LTPGPPPGVAADPDALPALLP
ALR.A Dimethyl: 1

12540 true 3550 2104.0265 2103.0095 1 4.61 255.95 41.83
91.4 
(M:91.4) 1 1 0 R.NGTDGIYFPLTASSCLFGR.R Carbamidomethyl: 15; Dimethyl: 1

12541 true 3550 2351.3336 2350.3562 1 -12.71 141.4 41.67
31.7 
(M:31.7) 1 1 0

R.LTPGPPPGVAADPDALPALLP
ALR.A Dimethyl:2H(4): 1

12542 false 3551 2135.1608 2134.173 1 -9.11 322.33 41.67
15.6 
(M:15.6) 1 3 1

K.LAPSMGAPSMGAPSAANAAK
VK.E

Dimethyl:2H(4): 20, 22; Oxidation: 5; 
Dimethyl: 1

12543 true 3553 1295.7338 1294.7148 1 9.02 266.55 44.5
49.4 
(M:49.4) 1 1 0 K.TVFFWAPIMK.W Dimethyl: 1, 10

12544 true 3553 2437.2247 2436.2325 1 -6.19 152.15 42
131.7 
(M:131.7) 1 1 0

R.FDGALNVDLTEFQTNLVPYPR.
I Dimethyl: 1



12545 true 3553 2437.2247 2436.2325 1 -6.19 152.15 42
131.7 
(M:131.7) 1 1 0

R.FDGALNVDLTEFQTNLVPYPR.
I Dimethyl: 1

12546 true 3553 2437.2247 2436.2325 1 -6.19 152.15 42
131.7 
(M:131.7) 1 1 0

R.FDGALNVDLTEFQTNLVPYPR.
I Dimethyl: 1

12547 false 3553 2437.2247 2436.1628 1 22.42 141.76 42
15.9 
(M:15.9) 1 3 1 K.QDSIRESDASLEELCPPSESK.S

Carbamidomethyl: 15; Dimethyl:2H(4): 
1; Dimethyl: 21

12548 true 3553 2437.2247 2436.2325 1 -6.19 152.15 42
131.7 
(M:131.7) 1 1 0

R.FDGALNVDLTEFQTNLVPYPR.
I Dimethyl: 1

12549 false 3553 2437.2247 2436.2686 1 -20.99 146.19 42
16.4 
(M:16.4) 1 2 1

R.LASYLDKVQALEEANNDLENK.
I Dimethyl:2H(4): 7; Dimethyl: 21

12550 false 3554 2441.2502 2440.1879 1 22.52 187.31 42
15.3 
(M:15.3) 1 4 1 K.QDSIRESDASLEELCPPSESK.S

Carbamidomethyl: 15; Dimethyl:2H(4): 
1, 21

12551 true 3554 2441.2502 2440.2576 1 -6.04 161.58 42
128.7 
(M:128.7) 1 1 0

R.FDGALNVDLTEFQTNLVPYPR.
I Dimethyl:2H(4): 1



12552 true 3554 2441.2502 2440.2576 1 -6.04 161.58 42
128.7 
(M:128.7) 1 1 0

R.FDGALNVDLTEFQTNLVPYPR.
I Dimethyl:2H(4): 1

12553 true 3554 2441.2502 2440.2576 1 -6.04 161.58 42
128.7 
(M:128.7) 1 1 0

R.FDGALNVDLTEFQTNLVPYPR.
I Dimethyl:2H(4): 1

12554 false 3554 2441.2502 2440.2761 1 -13.6 174.53 42
18.8 
(M:18.8) 1 66.67 2 1

R.HKQPPSKPTVQPVAHENSED
R.S Dimethyl:2H(4): 7; Dimethyl: 1

12555 true 3554 2441.2502 2440.2576 1 -6.04 161.58 42
128.7 
(M:128.7) 1 1 0

R.FDGALNVDLTEFQTNLVPYPR.
I Dimethyl:2H(4): 1

12556 true 3555 1570.9564 1569.9429 1 3.94 252.76 44.67
32.3 
(M:32.3) 1 1 1 K.LRECLPLIIFLR.N Carbamidomethyl: 4; Dimethyl: 1

12557 true 3555 1616.8941 1615.8934 1 -4.04 143.91 41.83
60.6 
(M:60.6) 1 1 0 R.DLSLVNDQLLGFVR.E Dimethyl: 1

12558 false 3556 1273.7334 1272.7177 1 6.66 164.64 44.33
15.3 
(M:15.3) 1 4 0 R.LTEDEIATILK.S Dimethyl: 11



12559 true 3556 1823.9247 1822.9284 1 -6.03 249.1 41.83
53.6 
(M:53.6) 1 1 0 K.GLGTDEDTLIEIICSR.T

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

12560 false 3556 1823.9247 1822.9462 1 -15.77 185.12 41.83
18.6 
(M:18.6) 1 2 0 K.GDVVTETISTGAGQETVK.L Dimethyl:2H(4): 1

12561 true 3557 1513.8526 1512.8381 1 4.79 208.88 44.33
28.9 
(M:28.9) 2 1 0 R.TFFSFPAVVAPFK.C Dimethyl: 1, 13

12562 true 3557 3005.7423 3004.7365 1 -0.48 203.2 42
79.1 
(M:79.1) 1 1 1

R.HLILPEKYPPPTELLDLQPLPVS
ALR.N Dimethyl: 1, 7

12563 true 3558 3295.5499 3294.5673 1 -7.48 185.82 42.17
125.2 
(M:125.2) 3 100 1 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28

12564 true 3558 3295.5499 3294.5673 1 -7.48 185.82 42.17
125.2 
(M:125.2) 3 100 1 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28

12565 false 3561 826.4608 825.4457 1 9.47 141.92 42
17.3 
(M:17.3) 1 3 0 K.SSLAQHR.S Dimethyl: 1



12566 true 3561 1208.6313 1207.6305 1 -5.3 325.84 41.83
16.2 
(M:16.2) 1 1 1 K.GSTKDCLLMK.G Carbamidomethyl: 6; Dimethyl: 4, 10

12567 false 3561 1383.7553 1382.7166 1 22.73 483.49 40.83
17.6 
(M:17.6) 1 2 1 R.VADEKAACNFVK.S

Carbamidomethyl: 8; Dimethyl:2H(4): 
1

12568 true 3561 1383.7553 1382.7268 1 15.35 320.8 40.83
69.6 
(M:69.6) 1 1 0 R.FVFSLVDAMNGK.E Dimethyl: 1, 12

12569 true 3562 1161.7286 1160.7169 1 3.84 434.37 44.67
59.5 
(M:59.5) 1 1 0 K.SLNILASFLK.K Dimethyl: 1, 10

12570 false 3562 1161.7286 1160.6954 1 22.3 463.84 44.67
16.0 
(M:16.0) 1 6 1 R.DLAALEDKVK.A Dimethyl:2H(4): 8; Dimethyl: 10

12571 false 3562 1161.7286 1160.7107 1 9.17 446.26 44.67
22.1 
(M:22.1) 1 73.86 2 1 K.IWKLADIDK.D Dimethyl:2H(4): 9; Dimethyl: 3

12572 true 3562 1391.8029 1390.777 1 13.38 314.58 40.83
91.7 
(M:91.7) 2 1 0 R.FVFSLVDAMNGK.E Dimethyl:2H(4): 1, 12



12573 true 3563 1169.7757 1168.7671 1 1.09 485.68 44.67
59.2 
(M:59.2) 1 1 0 K.SLNILASFLK.K Dimethyl:2H(4): 1, 10

12574 true 3563 1405.6669 1404.6708 1 -7.94 289.6 42
35.1 
(M:35.1) 1 1 0 M.AAMEGPLAVFGER.T Acetyl: 1; Oxidation: 3

12575 true 3563 1407.7962 1406.7719 1 12.08 298.05 40.83
51.8 
(M:51.8) 1 1 0 R.FVFSLVDAMNGK.E Dimethyl:2H(4): 1, 12; Oxidation: 9

12576 true 3563 1553.8698 1552.8551 1 4.78 234.81 42
33.0 
(M:33.0) 1 1 0 K.NTLLSGAAIFFPDR.Q Dimethyl:2H(4): 1

12577 false 3564 1430.8012 1429.7851 1 6.23 291.64 40.83
16.5 
(M:16.5) 1 7 1 R.MEAGLEELVKQK.G Dimethyl: 1, 12

12578 false 3564 1430.8012 1429.7704 1 16.43 393.13 40.83
20.4 
(M:20.4) 1 2 0 K.IDFLAPLEDLEK.Q Dimethyl: 12

12579 false 3564 1430.8012 1429.7599 1 23.8 260.66 40.83
16.6 
(M:16.6) 1 5 0 R.IMVANIEEVLQR.G Oxidation: 2



12580 true 3564 1539.8022 1538.8071 1 -7.94 110.38 42.17
63.3 
(M:63.3) 1 1 0 R.EFVEDFIWPAVR.A Dimethyl:2H(4): 1

12581 true 3565 1571.8052 1570.7792 1 11.91 123.53 42
22.5 
(M:22.5) 1 1 0 R.SDFFLEGPFMPPR.M Dimethyl:2H(4): 1

12582 true 3566 1538.9373 1537.9192 1 7.06 196.68 42
51.8 
(M:51.8) 1 1 0 K.NVIVLQTVLQEVR.N Dimethyl: 1

12583 true 3567 1547.9009 1546.8719 1 14.05 205.13 41
40.6 
(M:40.6) 1 1 0 R.VLAFLSSVAGDALTR.H Dimethyl: 1

12584 true 3568 1713.818 1712.8257 1 -8.78 123.02 42
67.9 
(M:67.9) 1 1 0 K.GTEDFIVESLDASFR.Y Dimethyl: 1

12585 true 3569 1552.8605 1551.8508 1 1.56 144.03 44.67
16.2 
(M:16.2) 1 1 0 R.EVTPLQAVPPSTTGK.R Dimethyl: 15

12586 true 3569 1658.9657 1657.9403 1 10.93 155.41 41
28.2 
(M:28.2) 1 1 0 K.IPVDTYNNILTVLR.L Dimethyl: 1



12587 false 3569 1658.9657 1657.9742 1 -9.5 136.62 41
17.6 
(M:17.6) 1 2 1 K.DYKSSIADINSLLK.I Dimethyl:2H(4): 1, 3; Dimethyl: 14

12588 true 3570 1566.8808 1565.864 1 6.08 225.9 44.67
24.9 
(M:24.9) 1 1 0 R.SLMPYFLLTQAVR.T Dimethyl: 1

12589 true 3570 1662.996 1661.9654 1 14 273.63 41
48.8 
(M:48.8) 1 1 0 K.IPVDTYNNILTVLR.L Dimethyl:2H(4): 1

12590 true 3570 2108.0505 2107.0346 1 4.07 288.44 41.83
49.5 
(M:49.5) 1 1 0 R.NGTDGIYFPLTASSCLFGR.R

Carbamidomethyl: 15; Dimethyl:2H(4): 
1

12591 true 3571 1905.8779 1904.886 1 -8.07 181.38 42.17
86.0 
(M:86.0) 1 1 0 M.EEEIAALVIDNGSGMCK.A

Carbamidomethyl: 16; Acetyl: 1; 
Dimethyl: 17

12592 true 3572 1850.9755 1849.9397 1 15.41 267.01 40.83
36.4 
(M:36.4) 1 1 0 K.MYYDAVQAIETHLIR.K Dimethyl: 1

12593 true 3572 1909.9028 1908.9111 1 -8.16 264.22 42.17
108.2 
(M:108.2) 1 1 0 M.EEEIAALVIDNGSGMCK.A

Carbamidomethyl: 16; Dimethyl:2H(4): 
17; Acetyl: 1



12594 true 3574 1898.0368 1897.0058 1 12.5 298.33 40.83
26.7 
(M:26.7) 1 1 0 R.SIDQFANLVLHQTVER.I Dimethyl: 1

12595 true 3575 1449.9395 1448.928 1 2.89 296.47 44.83
42.9 
(M:42.9) 1 1 0 R.MVVPVAALFTPLK.E Dimethyl:2H(4): 1, 13

12596 true 3575 2812.4999 2811.4847 1 2.8 137.84 41.83
32.3 
(M:32.3) 1 1 1

K.VDEFVTHTLPFDKINEAFDLLH
K.G Dimethyl: 1, 13, 23

12597 true 3576 1466.8681 1465.8545 1 4.37 322.28 44.83
30.0 
(M:30.0) 1 1 0 R.TSPLLLSYYLIR.W Dimethyl: 1

12598 true 3577 843.4684 842.451 1 12.03 662.41 42.17
30.1 
(M:30.1) 2 1 0 R.LFCTDK.N

Carbamidomethyl: 3; Dimethyl:2H(4): 
6; Dimethyl: 1

12599 true 3577 1470.8837 1469.8453 1 21.16 165.8 44.83
15.6 
(M:15.6) 1 1 1 K.KELLNQLEGSQK.L Dimethyl: 1, 1, 12

12600 false 3579 1203.6871 1202.6961 1 -13.49 214.25 42.33
19.9 
(M:19.9) 1 2 0 R.ALAIQNWVEK.A Dimethyl:2H(4): 1



12601 true 3579 2007.0668 2006.0262 1 16.64 174.81 40.83
32.7 
(M:32.7) 1 1 1 R.KDSHAFNPDDLYLFLR.G Dimethyl: 1, 1

12602 true 3580 1221.7242 1220.7101 1 5.64 151.44 42.33
65.5 
(M:65.5) 4 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

12603 true 3580 1221.7242 1220.7101 1 5.64 151.44 42.33
65.5 
(M:65.5) 4 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

12604 true 3580 1221.7242 1220.7101 1 5.64 151.44 42.33
65.5 
(M:65.5) 4 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

12605 true 3580 1221.7242 1220.7101 1 5.64 151.44 42.33
65.5 
(M:65.5) 4 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

12606 true 3580 1221.7242 1220.7101 1 5.64 151.44 42.33
65.5 
(M:65.5) 4 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

12607 true 3580 2015.0878 2014.0764 1 2.04 238.9 40.83
23.1 
(M:23.1) 1 1 1 R.KDSHAFNPDDLYLFLR.G Dimethyl:2H(4): 1, 1



12608 true 3581 1408.874 1407.8636 1 2.22 361.11 45
39.7 
(M:39.7) 1 1 0 K.AMQLGLPILGVLR.S Dimethyl: 1

12609 true 3581 2223.1794 2222.1422 1 13.46 253.55 40.83
42.6 
(M:42.6) 1 1 0 R.EAYNLFAVNGILFNHESPR.R Dimethyl:2H(4): 1

12610 true 3582 1412.8952 1411.8887 1 -0.53 401.76 45
44.8 
(M:44.8) 1 1 0 K.AMQLGLPILGVLR.S Dimethyl:2H(4): 1

12611 true 3583 1683.8864 1682.9141 1 -20.75 208.15 42.17
36.6 
(M:36.6) 1 1 0 K.EQPPDTVEGLLNALR.F Dimethyl:2H(4): 1

12612 true 3584 1106.6644 1105.6608 1 -3.32 365.17 45
20.0 
(M:20.0) 1 1 1 K.EGPITKHIR.L Dimethyl: 1, 6

12613 true 3584 1696.8596 1695.8621 1 -5.73 126.24 42.33
37.9 
(M:37.9) 1 1 0 K.WGTDEAQFIYILGR.R Dimethyl: 1

12614 true 3586 1790.8881 1789.8887 1 -4.36 142.25 42.33
26.1 
(M:26.1) 1 1 0 M.AGISEPYIEIFEQPR.Q Acetyl: 1



12615 true 3586 2436.2854 2435.2519 1 10.76 205.15 40.83
90.2 
(M:90.2) 1 1 0

K.TLDGIYTEQVAMGYAHSLVIA
R.D Dimethyl: 1

12616 true 3587 2440.3063 2439.277 1 9.04 306.93 40.83
85.9 
(M:85.9) 1 1 0

K.TLDGIYTEQVAMGYAHSLVIA
R.D Dimethyl:2H(4): 1

12617 true 3588 1991.021 1990.0309 1 -8.66 125.71 42.33
124.5 
(M:124.5) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl:2H(4): 1

12618 true 3588 1991.021 1990.0309 1 -8.66 125.71 42.33
124.5 
(M:124.5) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl:2H(4): 1

12619 true 3588 1991.021 1990.0309 1 -8.66 125.71 42.33
124.5 
(M:124.5) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl:2H(4): 1

12620 true 3588 1991.021 1990.0309 1 -8.66 125.71 42.33
124.5 
(M:124.5) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl:2H(4): 1

12621 true 3588 2485.276 2484.2397 1 11.67 259.71 40.83
23.6 
(M:23.6) 1 1 0

K.ESHATLVFHNLLGEIDQQYSR.
F Dimethyl: 1



12622 true 3589 2489.3038 2488.2648 1 12.72 301.21 40.83
51.1 
(M:51.1) 1 1 0

K.ESHATLVFHNLLGEIDQQYSR.
F Dimethyl:2H(4): 1

12623 false 3590 859.5147 858.5109 1 -4.04 378.55 42.5
25.1 
(M:25.1) 3 3 1 K.LGKCILR.F Carbamidomethyl: 4

12624 false 3590 859.5147 858.4997 1 9.03 314.88 42.5
23.2 
(M:23.2) 1 8 0 R.LIVDMIR.T

12625 true 3590 2586.3795 2585.3461 1 10.08 272.23 41
36.1 
(M:36.1) 1 1 0

K.ALQSLLESLTCPPYTPTQHLER.
E

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

12626 true 3591 1510.8846 1509.8775 1 -0.15 229.12 45.17
36.4 
(M:36.4) 2 1 0 R.MVVPLACLLTPLR.E Carbamidomethyl: 7; Dimethyl: 1

12627 false 3592 1196.7117 1195.6925 1 10.02 198.81 42.33
16.3 
(M:16.3) 1 5 1 K.EPNVAERIIK.F Dimethyl: 10

12628 true 3592 1371.8034 1370.7956 1 0.41 307.09 45.33
39.2 
(M:39.2) 2 1 0 K.SGGLPLVLSMLTR.N Dimethyl: 1



12629 true 3592 1739.9656 1738.9658 1 -4.28 210.35 42
29.6 
(M:29.6) 1 1 0 R.ALPFWNEEIVPQIK.E Dimethyl: 1, 14

12630 true 3593 1375.8264 1374.8207 1 -1.08 336.1 45.33
24.8 
(M:24.8) 2 1 0 K.SGGLPLVLSMLTR.N Dimethyl:2H(4): 1

12631 true 3595 1514.9018 1513.9026 1 -5.33 202.57 45.17
24.8 
(M:24.8) 2 1 0 R.MVVPLACLLTPLR.E

Carbamidomethyl: 7; Dimethyl:2H(4): 
1

12632 true 3596 1028.5406 1027.5121 1 20.63 123.66 41
15.7 
(M:15.7) 1 1 0 -.EIMHDVIR.K Oxidation: 3

12633 true 3597 1934.0604 1933.0707 1 -9.06 133.52 45.17
15.1 
(M:15.1) 1 1 0 K.QIQELVEAIVLPMNHK.E Oxidation: 13; Dimethyl: 1, 16

12634 false 3600 1173.7316 1172.6991 1 21.49 151.62 41
27.2 
(M:27.2) 2 3 0 K.VMPLIIQGFK.D Dimethyl: 10

12635 false 3601 2082.106 2081.1446 1 -22.02 136.85 42.17
17.8 
(M:17.8) 1 2 1 K.ELDYKSIALEDESILQK.E Dimethyl:2H(4): 17; Dimethyl: 1, 5



12636 true 3601 2082.106 2081.0833 1 7.38 213.8 42.17
74.5 
(M:74.5) 1 1 0 K.KPTGLFYLLDEESNFPR.A Dimethyl: 1, 1

12637 false 3602 1286.8312 1285.8458 1 -16.97 173.27 45.33
21.2 
(M:21.2) 1 38.25 4 1 R.LKMKPDVVLR.H Dimethyl:2H(4): 1; Dimethyl: 2, 4

12638 false 3602 1341.8193 1340.8391 1 -20.19 254.73 41.17
17.2 
(M:17.2) 1 2 1 R.SNLGSVVLQLKK.L Dimethyl: 11, 12

12639 true 3602 2090.1543 2089.1336 1 6.44 189.75 42.17
81.2 
(M:81.2) 1 1 0 K.KPTGLFYLLDEESNFPR.A Dimethyl:2H(4): 1, 1

12640 false 3602 2090.1543 2089.1948 1 -22.85 117.28 42.17
20.8 
(M:20.8) 1 2 1 K.ELDYKSIALEDESILQK.E Dimethyl:2H(4): 1, 5, 17

12641 false 3603 1300.8438 1299.8468 1 -7.9 167.14 45.33
18.3 
(M:18.3) 1 4 0 R.TLKPPFVPTLK.D Dimethyl:2H(4): 3; Dimethyl: 11

12642 true 3603 1300.8438 1299.8377 1 -0.93 253.82 45.33
62.9 
(M:62.9) 1 1 0 R.SIATLAITTLLK.T Dimethyl: 1, 12



12643 true 3603 1355.832 1354.8224 1 1.73 255.24 41.17
66.7 
(M:66.7) 1 1 0 R.GLFIIDPNGIIK.H Dimethyl: 1, 12

12644 true 3604 1308.8954 1307.888 1 0.11 245.59 45.33
53.3 
(M:53.3) 1 1 0 R.SIATLAITTLLK.T Dimethyl:2H(4): 1, 12

12645 false 3604 1308.8954 1307.8955 1 -5.64 228.91 45.33
15.1 
(M:15.1) 1 2 1 K.HIRLTAALILK.N Dimethyl:2H(4): 11; Dimethyl: 1

12646 true 3604 2286.0827 2285.0787 1 -1.43 100.99 42.33
53.3 
(M:53.3) 1 1 0

K.AAVQMAEDNPDFVFGFISGS
R.V Dimethyl: 1

12647 true 3605 1337.8361 1336.8265 1 1.78 212.83 45.33
21.0 
(M:21.0) 2 1 0 R.LGMVPQLVALLR.T Dimethyl: 1

12648 true 3605 2216.1943 2215.1755 1 5.22 291.69 42.17
30.6 
(M:30.6) 1 1 0 R.LQRPEALNALCAGLMEELR.R

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

12649 true 3605 2836.3454 2835.3927 1 -19.21 115.32 42.33
90.5 
(M:90.5) 1 1 0

R.VEQIAAIAQELNELDYYDSPSV
NAR.C Dimethyl: 1



12650 true 3605 2836.3454 2835.3927 1 -19.21 115.32 42.33
90.5 
(M:90.5) 1 1 0

R.VEQIAAIAQELNELDYYDSPSV
NAR.C Dimethyl: 1

12651 true 3606 1539.9531 1538.9396 1 4.08 283.85 45.67
101.5 
(M:101.5) 2 1 0 R.ASITPGTVLILLTGR.H Dimethyl: 1

12652 true 3606 2569.369 2568.3486 1 5.11 273.52 42
28.9 
(M:28.9) 1 1 0

R.VTELGSLQEYLLALNSEDHLHR
.C Dimethyl:2H(4): 1

12653 true 3606 2840.3651 2839.4178 1 -21.12 111.27 42.33
95.3 
(M:95.3) 1 1 0

R.VEQIAAIAQELNELDYYDSPSV
NAR.C Dimethyl:2H(4): 1

12654 true 3606 2840.3651 2839.4178 1 -21.12 111.27 42.33
95.3 
(M:95.3) 1 1 0

R.VEQIAAIAQELNELDYYDSPSV
NAR.C Dimethyl:2H(4): 1

12655 true 3607 1526.8805 1525.884 1 -7.04 271.38 45.33
70.0 
(M:70.0) 1 1 1 K.TVTAMDVVYALKR.Q Dimethyl:2H(4): 1; Dimethyl: 12

12656 false 3608 1414.7575 1413.7811 1 -21.82 374.48 42.5
16.4 
(M:16.4) 1 2 1 R.QQMDMIAELKK.K Dimethyl:2H(4): 10, 11; Oxidation: 5



12657 true 3608 1943.1823 1942.1765 1 -0.72 546.95 45.5
20.0 
(M:20.0) 1 56.98 1 1 R.QLLQAAKNLASAVSDLLK.T Dimethyl:2H(4): 18; Dimethyl: 7

12658 true 3608 2589.4471 2588.4375 1 0.9 244.49 42
24.6 
(M:24.6) 1 1 0

K.LHLVTPEVETEQILMSPNSFIK.
L Dimethyl:2H(4): 1, 22

12659 true 3609 1520.8593 1519.861 1 -5.87 120.84 42.5
44.9 
(M:44.9) 1 1 0 K.ELPPGVEVLLAEAR.G Dimethyl: 1

12660 true 3609 1631.962 1630.9406 1 8.63 312.17 41.17
73.0 
(M:73.0) 2 1 0 K.GAEILEVLHSLPAVR.Q Dimethyl: 1

12661 true 3609 2779.4743 2778.466 1 0.37 139.06 42
21.9 
(M:21.9) 1 1 1

K.LICCDILDVLDKHLIPAANTGES
K.V

Carbamidomethyl: 3, 4; Dimethyl: 1, 
12, 24

12662 true 3610 1524.8841 1523.8861 1 -6.08 142.47 42.5
72.0 
(M:72.0) 1 1 0 K.ELPPGVEVLLAEAR.G Dimethyl:2H(4): 1

12663 true 3610 1635.9871 1634.9657 1 8.63 259.06 41.17
58.8 
(M:58.8) 2 1 0 K.GAEILEVLHSLPAVR.Q Dimethyl:2H(4): 1



12664 true 3610 3013.7928 3012.7867 1 -0.41 251.4 42
41.0 
(M:41.0) 1 1 1

R.HLILPEKYPPPTELLDLQPLPVS
ALR.N Dimethyl:2H(4): 1, 7

12665 true 3611 1588.9065 1587.9134 1 -8.89 156.64 42.5
40.1 
(M:40.1) 1 1 0 K.GVDEVTIINILTNR.S Dimethyl:2H(4): 1

12666 false 3611 1643.8963 1642.893 1 -2.42 184.85 41.17
15.1 
(M:15.1) 1 2 1 K.VVSPWSSEDAKGLLK.A Dimethyl: 15

12667 true 3611 1643.8963 1642.8719 1 10.43 237.62 41.17
102.7 
(M:102.7) 2 1 0 K.QLISDANYFYILR.C Dimethyl: 1

12668 false 3612 1539.9454 1538.9396 1 -0.95 200.61 45.67
17.1 
(M:17.1) 1 3 1 R.VALPDITTVTVRVK.K Dimethyl: 14

12669 true 3612 1685.9098 1684.8825 1 11.88 298.47 41.17
85.3 
(M:85.3) 1 1 0 K.FEIPYFTTSGIQVR.Y Dimethyl: 1

12670 true 3613 1689.9366 1688.9076 1 12.87 256.63 41.17
69.1 
(M:69.1) 1 1 0 K.FEIPYFTTSGIQVR.Y Dimethyl:2H(4): 1



12671 true 3613 3279.5201 3278.5058 1 2.14 113.69 42.17
32.6 
(M:32.6) 1 1 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 28; Oxidation: 13

12672 true 3613 3279.5201 3278.5058 1 2.14 113.69 42.17
32.6 
(M:32.6) 1 1 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 28; Oxidation: 13

12673 true 3614 1543.9793 1542.9647 1 4.74 317.3 45.67
82.5 
(M:82.5) 2 1 0 R.ASITPGTVLILLTGR.H Dimethyl:2H(4): 1

12674 true 3614 2045.9886 2044.9953 1 -6.83 111.84 42.83
102.6 
(M:102.6) 1 1 0 M.SVPAFIDITEEDQAAELR.A Acetyl: 1

12675 true 3614 3287.4986 3286.5171 1 -7.84 176.77 42.17
65.2 
(M:65.2) 2 1 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; Dimethyl: 1, 
28

12676 true 3614 3287.4986 3286.5171 1 -7.84 176.77 42.17
65.2 
(M:65.2) 2 1 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; Dimethyl: 1, 
28

12677 true 3615 3311.5253 3310.5622 1 -13.36 229.37 42.17
68.9 
(M:68.9) 2 100 1 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28; Oxidation: 13



12678 true 3615 3311.5253 3310.5622 1 -13.36 229.37 42.17
68.9 
(M:68.9) 2 100 1 0

R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28; Oxidation: 13

12679 false 3617 1930.1796 1929.1299 1 21.95 152.26 45.67
19.9 
(M:19.9) 1 50 5 1 R.EKQPPIDNIIQAGLIPK.F Dimethyl: 2, 17

12680 true 3617 2141.2085 2140.1852 1 7.51 250.68 41
124.6 
(M:124.6) 1 1 0 K.LQNLDALTNLTVLSIQSNR.L Dimethyl: 1

12681 true 3617 2326.0509 2325.0583 1 -6.31 182.08 42.5
35.6 
(M:35.6) 1 1 0

M.AAPSSTVNCEDFAEFQELLR.
V Carbamidomethyl: 9; Acetyl: 1

12682 false 3618 2146.213 2145.202 1 1.7 357.08 41
17.5 
(M:17.5) 1 57.71 2 1 K.FIKGAVGCGIVESILNWVK.F Carbamidomethyl: 8; Dimethyl: 3, 19

12683 true 3618 2146.213 2145.1593 1 21.63 313.85 41
19.1 
(M:19.1) 1 1 1 K.LQQNVADTYTALLSHAGRR.Q Dimethyl:2H(4): 1

12684 true 3618 2349.1901 2348.1984 1 -6.63 136.05 42.5
93.0 
(M:93.0) 1 1 0

R.VGIGAFPTEQDNEIGELLQMR.
G Dimethyl:2H(4): 1



12685 true 3619 1373.8017 1372.7904 1 2.91 285.02 45.67
34.0 
(M:34.0) 2 93.4 1 0 K.TSFFQALGITTK.I Dimethyl:2H(4): 1; Dimethyl: 12

12686 true 3619 2152.2225 2151.199 1 7.55 265.06 41.17
51.1 
(M:51.1) 1 1 0 K.VLQLINDNTAVALNYGVFR.R Dimethyl:2H(4): 1

12687 true 3621 2401.2094 2400.1856 1 6.87 210.43 41.33
87.4 
(M:87.4) 3 1 0

K.NVDNLSQAMAELSNLHAYNL
R.V Dimethyl: 1

12688 true 3622 1474.7684 1473.7749 1 -9.3 330.16 42.83
80.2 
(M:80.2) 1 1 0 R.DICNDVLSLLEK.F Carbamidomethyl: 3; Dimethyl: 1, 12

12689 true 3623 1233.6959 1232.6799 1 7.09 120.3 42.33
36.3 
(M:36.3) 2 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

12690 true 3623 1233.6959 1232.6799 1 7.09 120.3 42.33
36.3 
(M:36.3) 2 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

12691 true 3623 1233.6959 1232.6799 1 7.09 120.3 42.33
36.3 
(M:36.3) 2 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1



12692 true 3623 1233.6959 1232.6799 1 7.09 120.3 42.33
36.3 
(M:36.3) 2 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

12693 true 3623 1233.6959 1232.6799 1 7.09 120.3 42.33
36.3 
(M:36.3) 2 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

12694 false 3623 1236.7135 1235.7097 1 -2.79 247.63 45.83
22.3 
(M:22.3) 2 2 1 R.ERMLLEELK.S

Dimethyl:2H(4): 9; Oxidation: 3; 
Dimethyl: 1

12695 true 3623 1482.8185 1481.8251 1 -9.35 300.8 42.83
65.7 
(M:65.7) 1 1 0 R.DICNDVLSLLEK.F

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 12

12696 false 3626 868.5334 867.5178 1 9.6 361.34 45.83
17.9 
(M:17.9) 1 3 0 K.LALSPSPR.N Dimethyl: 1

12697 false 3627 984.5951 983.6066 1 -19.05 122.78 45.83
15.3 
(M:15.3) 1 5 1 R.HRLLEEK.G Dimethyl:2H(4): 7; Dimethyl: 1

12698 true 3628 2324.2371 2323.2511 1 -9.17 129.82 42.67
71.6 
(M:71.6) 1 1 0

K.SINPDEAVAYGAAVQAAILSG
DK.S Dimethyl:2H(4): 1, 23



12699 true 3630 2508.1889 2507.2027 1 -8.42 161.7 42.83
143.7 
(M:143.7) 1 1 0

K.DFSALESQLQDTQELLQEETR.
L Dimethyl: 1

12700 true 3631 2512.217 2511.2278 1 -7.21 184.83 42.83
196.1 
(M:196.1) 1 1 0

K.DFSALESQLQDTQELLQEETR.
L Dimethyl:2H(4): 1

12701 true 3634 1197.6677 1196.6743 1 -11.58 124.88 41.17
16.5 
(M:16.5) 1 1 0 K.FFAPNLVSDK.K Dimethyl:2H(4): 1; Dimethyl: 10

12702 true 3636 1168.6623 1167.655 1 0.06 360.85 43
21.2 
(M:21.2) 2 1 1 K.NYSKQVELR.D Dimethyl:2H(4): 1

12703 true 3636 1251.6658 1250.6482 1 8.24 241.28 41.5
61.5 
(M:61.5) 3 1 0 K.FDGILGMAFPR.I Dimethyl: 1

12704 true 3637 1255.6921 1254.6733 1 9.24 191.73 41.5
76.8 
(M:76.8) 3 1 0 K.FDGILGMAFPR.I Dimethyl:2H(4): 1

12705 true 3637 2964.6114 2963.612 1 -2.66 206.98 42.33
23.6 
(M:23.6) 1 1 1

R.KVEQLIAGDGSLNHEYLPILGL
PEFR.A Dimethyl: 1, 1



12706 true 3640 1052.6205 1051.6066 1 6.25 196.26 43.33
40.2 
(M:40.2) 2 1 0 K.DIFLFITR.Q Dimethyl: 1

12707 false 3646 1189.6812 1188.6788 1 -4.13 211.4 42.33
15.9 
(M:15.9) 1 2 1 R.ELMKTPSISK.K Dimethyl: 1, 4

12708 true 3646 2076.9832 2075.9867 1 -5.19 156 43
137.0 
(M:137.0) 1 1 0 K.SMEAEMIQLQEELAAAER.A Dimethyl: 1

12709 true 3647 1740.9278 1739.899 1 12.37 225.18 41.17
15.6 
(M:15.6) 1 1 0 K.YFDTVPVAAAMCVLK.T Carbamidomethyl: 12; Dimethyl: 1, 15

12710 true 3647 2081.0387 2080.0118 1 9.4 161.34 43
117.4 
(M:117.4) 1 1 0 K.SMEAEMIQLQEELAAAER.A Dimethyl:2H(4): 1

12711 true 3648 1785.9661 1784.9421 1 9.38 291.97 41.33
54.2 
(M:54.2) 1 1 0 R.DIQQALYELSSHVVR.G Dimethyl: 1

12712 true 3649 1789.993 1788.9672 1 10.37 275.8 41.33
43.5 
(M:43.5) 1 1 0 R.DIQQALYELSSHVVR.G Dimethyl:2H(4): 1



12713 true 3650 2480.1612 2479.1714 1 -7.08 121.39 42.83
22.5 
(M:22.5) 1 1 0

K.DFSALESQLQDTQELLQEETR.
L

12714 true 3651 2485.222 2484.2325 1 -7.15 154.5 42.83
18.6 
(M:18.6) 1 1 0 K.TEDPDLPAFYFDPLINPISHR.H Dimethyl: 1

12715 true 3653 1134.5908 1133.5829 1 0.5 391.94 43.17
18.7 
(M:18.7) 1 1 0 K.LPGSNYNTLR.H

12716 false 3653 1334.7872 1333.8057 1 -19.31 190.63 42.33
15.1 
(M:15.1) 1 2 0 K.VDAQLQELQVK.F Dimethyl:2H(4): 1, 11

12717 true 3654 2251.2104 2250.1864 1 7.4 247.03 41.17
77.8 
(M:77.8) 1 1 0

K.ELGGLGMLSMGHVLIPQSDLR
.W Dimethyl: 1

12718 true 3655 2255.2867 2254.2395 1 17.71 333.46 42.33
84.9 
(M:84.9) 3 1 0

K.MSVQPTVSLGGFEITPPVVLR.
L Dimethyl: 1

12719 true 3656 2271.2659 2270.2344 1 10.63 296.86 42.33
90.4 
(M:90.4) 1 1 0

K.MSVQPTVSLGGFEITPPVVLR.
L Oxidation: 1; Dimethyl: 1



12720 true 3657 1424.8724 1423.856 1 6.42 318.14 42.33
32.1 
(M:32.1) 1 1 0 R.NLQSDVLMSIIK.D Dimethyl:2H(4): 1, 12

12721 false 3657 1424.8724 1423.8588 1 4.44 295.76 42.33
16.7 
(M:16.7) 1 58.77 2 1 R.IDFSKLTSLNVK.Y Dimethyl:2H(4): 1; Dimethyl: 12

12722 true 3658 1427.7803 1426.7854 1 -8.67 268.24 43
32.6 
(M:32.6) 1 1 0 K.DLDIAILVGSMPR.R Dimethyl: 1

12723 false 3659 1431.808 1430.7915 1 6.43 270.43 43
26.7 
(M:26.7) 1 2 1 R.ISMSPILRTQNK.E Oxidation: 3; Dimethyl: 1

12724 true 3659 1431.808 1430.8105 1 -6.81 260.23 43
74.6 
(M:74.6) 1 1 0 K.DLDIAILVGSMPR.R Dimethyl:2H(4): 1

12725 true 3660 1540.7985 1539.7973 1 -3.93 152.59 43
43.1 
(M:43.1) 1 1 0 K.IYDEFPEFALLR.K Dimethyl: 1

12726 true 3661 1544.8184 1543.8224 1 -7.31 103.21 43
29.3 
(M:29.3) 1 1 0 K.IYDEFPEFALLR.K Dimethyl:2H(4): 1



12727 true 3662 2405.2303 2404.2107 1 5.12 260.2 41.33
115.7 
(M:115.7) 2 1 0

K.NVDNLSQAMAELSNLHAYNL
R.V Dimethyl:2H(4): 1

12728 true 3663 1677.9463 1676.921 1 10.77 281.86 42.5
92.1 
(M:92.1) 1 1 0 R.HDADGQATLLNLLLR.N Dimethyl: 1

12729 true 3663 1945.0068 1944.0033 1 -1.95 81.48 43.17
48.9 
(M:48.9) 2 1 0 R.YGPIVDVYVPLDFYTR.R Dimethyl: 1

12730 true 3663 2417.2063 2416.1805 1 7.64 330.73 41.33
53.7 
(M:53.7) 1 1 0

K.NVDNLSQAMAELSNLHAYNL
R.V Oxidation: 9; Dimethyl: 1

12731 true 3664 1681.9704 1680.9461 1 10.12 315.53 42.5
91.3 
(M:91.3) 1 1 0 R.HDADGQATLLNLLLR.N Dimethyl:2H(4): 1

12732 true 3664 2125.1013 2124.1063 1 -5.77 191.07 43
85.7 
(M:85.7) 1 1 0 K.SVDQENNPTLVEVLEGVVR.L Dimethyl: 1

12733 false 3664 2125.1013 2124.0811 1 6.07 195.02 43
16.1 
(M:16.1) 1 2 1 K.KLSTNNVNKPAQEGSSPEPK.L



12734 true 3664 2421.2231 2420.2056 1 4.24 259.63 41.33
75.6 
(M:75.6) 1 1 0

K.NVDNLSQAMAELSNLHAYNL
R.V Dimethyl:2H(4): 1; Oxidation: 9

12735 true 3665 1699.9498 1698.9305 1 7.12 164.28 42.33
24.4 
(M:24.4) 1 1 0 K.HITAAEIDTFVSLVR.K Dimethyl: 1

12736 false 3666 858.522 857.5335 1 -21.84 419.37 41.5
17.9 
(M:17.9) 1 9 1 K.INLSQKK.T Dimethyl: 7

12737 false 3666 858.522 857.5083 1 7.45 502.23 41.5
20.1 
(M:20.1) 1 3 1 R.NLLTKNR.D

12738 false 3666 1880.0419 1879.0165 1 9.66 225.3 42.33
16.0 
(M:16.0) 1 5 1 K.IFDEAAKEVVLAMYPK.Y Dimethyl: 1, 16

12739 true 3668 1087.6577 1086.6437 1 6.17 231.07 41.33
27.1 
(M:27.1) 1 1 0 R.DYLPLLLGR.N Dimethyl: 1

12740 true 3668 2395.1971 2394.2067 1 -7.07 149.51 43
42.5 
(M:42.5) 1 1 0 K.SVNESLNNLFIIEEDYQALR.T Dimethyl: 1



12741 true 3671 1267.6594 1266.6431 1 7.14 185.08 41.5
22.2 
(M:22.2) 1 1 0 K.FDGILGMAFPR.I Oxidation: 7; Dimethyl: 1

12742 false 3671 2717.3414 2716.3524 1 -6.74 135.51 43
16.9 
(M:16.9) 1 59.88 2 0

R.QIAAMDVGNMAQSVDISGLQ
LALAER.Q Oxidation: 10

12743 true 3671 2717.3414 2716.3564 1 -8.22 113.13 43
82.5 
(M:82.5) 1 1 0

R.QLFALACTAEEQGIMPEDLAN
VIR.R Carbamidomethyl: 7; Dimethyl: 1

12744 true 3672 1271.6846 1270.6682 1 7.19 208.38 41.5
29.9 
(M:29.9) 2 1 0 K.FDGILGMAFPR.I Dimethyl:2H(4): 1; Oxidation: 7

12745 true 3673 1276.7643 1275.7886 1 -24.74 219.54 41.33
27.2 
(M:27.2) 1 50 1 1 R.KLELMQILTR.V Dimethyl:2H(4): 1

12746 true 3675 2956.5283 2955.5277 1 -2.24 210.26 42.33
44.6 
(M:44.6) 1 1 0

K.QAAPARPDKPAADFGYVGID
AILEQMR.R Dimethyl: 1, 9

12747 false 3677 1862.0606 1861.0481 1 2.82 307.52 43.33
18.7 
(M:18.7) 1 3 1 R.GGARCRPMVLAFLLPR.L

Carbamidomethyl: 5; Dimethyl:2H(4): 
1; Oxidation: 8



12748 true 3677 1862.0606 1861.0648 1 -6.18 201.73 43.33
107.6 
(M:107.6) 1 1 0 K.DAVPDSLLGELTQQLAK.A Dimethyl:2H(4): 1, 17

12749 true 3677 3085.6689 3084.6729 1 -3.66 277.3 42.5
29.1 
(M:29.1) 1 1 0

K.DGNASGTTLLEALDCILPPTRP
TDKPLR.L

Carbamidomethyl: 15; Dimethyl:2H(4): 
1, 25

12750 true 3678 1949.0318 1948.0284 1 -2 92.32 43.17
62.8 
(M:62.8) 1 1 0 R.YGPIVDVYVPLDFYTR.R Dimethyl:2H(4): 1

12751 true 3679 2044.0109 2043.0095 1 -2.89 156.75 43.17
53.5 
(M:53.5) 1 1 0 M.AAAQCEFQLPLAADDLLR.G Carbamidomethyl: 5; Acetyl: 1

12752 true 3681 1342.7694 1341.769 1 -5.14 180.42 43.33
50.0 
(M:50.0) 1 1 0 R.VLQDLVMDILR.V Dimethyl: 1

12753 false 3682 1390.7219 1389.7078 1 4.88 308.32 43.5
20.7 
(M:20.7) 1 3 0 R.EDLNYHDPTVK.H Dimethyl:2H(4): 1; Dimethyl: 11

12754 true 3682 1390.7219 1389.7231 1 -6.09 278.98 43.5
76.6 
(M:76.6) 1 1 0 K.EDLYQLFGFAR.N Dimethyl:2H(4): 1



12755 false 3682 1392.7759 1391.7996 1 -22.23 217.62 41.5
21.4 
(M:21.4) 1 50 2 1 R.KVMAGGDLGIVEK.S

Dimethyl:2H(4): 1; Oxidation: 3; 
Dimethyl: 13

12756 true 3684 1726.9548 1725.9447 1 1.62 216.42 41.5
48.4 
(M:48.4) 1 1 0 R.NTLCVPEVVALINTR.M Carbamidomethyl: 4; Dimethyl: 1

12757 true 3685 1730.9509 1729.9698 1 -15.17 276.51 41.33
50.5 
(M:50.5) 1 1 0 R.NTLCVPEVVALINTR.M

Carbamidomethyl: 4; Dimethyl:2H(4): 
1

12758 false 3686 1757.953 1756.9086 1 21.08 467.47 42
16.7 
(M:16.7) 1 3 1 R.YYIADRLNSDPGWK.N Dimethyl:2H(4): 1; Dimethyl: 14

12759 true 3686 1757.953 1756.9148 1 17.55 239.72 42
125.5 
(M:125.5) 4 1 0 R.AIFLADGNIFTTGFSR.M Dimethyl: 1

12760 true 3686 1854.0108 1853.0146 1 -5.98 159.21 43.33
122.5 
(M:122.5) 1 1 0 K.DAVPDSLLGELTQQLAK.A Dimethyl: 1, 17

12761 true 3687 1783.0208 1782.004 1 5.36 244.39 41.67
104.5 
(M:104.5) 2 1 0 R.QLLQANPILEAFGNAK.T Dimethyl: 1, 16



12762 true 3690 1649.9118 1648.8897 1 8.99 202.25 42.5
31.3 
(M:31.3) 1 1 0 R.HDADGQATLLNLLLR.N

12763 true 3690 2316.1816 2315.1856 1 -4.9 144.97 43.33
151.1 
(M:151.1) 1 1 0

K.VQDDEVGDGTTSVTVLAAELL
R.E Dimethyl: 1

12764 false 3690 2316.1816 2315.162 1 5.31 205.49 43.33
17.0 
(M:17.0) 1 5 1 K.CRAPEVSQYIYQAYDAILK.N Carbamidomethyl: 1; Dimethyl: 19

12765 true 3691 1950.0872 1949.0594 1 10.53 126.69 42.5
59.6 
(M:59.6) 1 1 0 K.HVLVILTDMSSYAEALR.E Dimethyl:2H(4): 1

12766 true 3691 2320.205 2319.2107 1 -5.61 154.68 43.33
139.2 
(M:139.2) 1 1 0

K.VQDDEVGDGTTSVTVLAAELL
R.E Dimethyl:2H(4): 1

12767 true 3692 2528.2695 2527.2806 1 -7.26 150.07 43.33
85.8 
(M:85.8) 1 1 0

M.ALTSFLPAPTQLSQDQLELEE
R.A Acetyl: 1

12768 true 3693 2343.1452 2342.1188 1 8.17 205.1 41.5
51.0 
(M:51.0) 1 1 0 K.FLQGSLGAIPSPFDCYLCNR.G Carbamidomethyl: 15, 18; Dimethyl: 1



12769 true 3693 2850.3389 2849.3694 1 -13.28 106.25 43.33
76.8 
(M:76.8) 1 1 0

K.QVLLGPYNPDTCPEVGFFDVL
GNDR.R Carbamidomethyl: 12; Dimethyl: 1

12770 true 3695 1219.6954 1218.7122 1 -19.69 195.18 43.5
21.7 
(M:21.7) 2 1 1 K.SLDQAINDKK.R Dimethyl:2H(4): 1; Dimethyl: 9, 10

12771 true 3696 2267.2065 2266.1746 1 10.87 211.6 42.67
51.9 
(M:51.9) 1 1 0 R.VGVPFNIPLELQDEFGHATR.L Dimethyl: 1

12772 true 3700 844.486 843.4814 1 -3.16 546.16 46.17
38.2 
(M:38.2) 3 1 0 R.EIQTAVR.L Dimethyl: 1

12773 false 3701 1003.5861 1002.5896 1 -10.75 116.12 45
16.0 
(M:16.0) 1 41.67 10 1 K.IMKSEVLR.V Dimethyl: 1

12774 false 3702 1005.6019 1004.5695 1 24.93 179.87 43.67
18.5 
(M:18.5) 1 2 0 R.WTVPSFLK.N Dimethyl: 8

12775 true 3702 2579.4675 2578.437 1 8.97 237.46 42.67
76.7 
(M:76.7) 1 1 1

R.TLTAVHDAILEDLVFPSEIVGKR
.I Dimethyl: 1, 22



12776 true 3705 1963.9604 1962.9509 1 1.1 97.32 43.67
61.8 
(M:61.8) 2 1 0 K.GPELLTMWFGESEANVR.E Dimethyl: 1

12777 true 3706 2110.0875 2109.0783 1 0.91 142.24 43.67
58.2 
(M:58.2) 2 1 0 R.ASPFLLQYIQEEIPDYR.N Dimethyl: 1

12778 true 3707 1622.8706 1621.8498 1 8.37 266.99 41.5
47.0 
(M:47.0) 1 1 0 R.YDTLAQMLTLGNVR.A Dimethyl: 1

12779 true 3707 2114.109 2113.1034 1 -0.76 184.21 43.67
39.1 
(M:39.1) 1 1 0 R.ASPFLLQYIQEEIPDYR.N Dimethyl:2H(4): 1

12780 true 3708 1683.8441 1682.8205 1 9.66 259.95 41.5
53.4 
(M:53.4) 1 1 0 K.VDNAYWLWTFQGR.L Dimethyl: 1

12781 true 3708 2234.1717 2233.163 1 0.61 175.38 43.67
75.0 
(M:75.0) 1 1 0 R.ALLELQLDPEELYQTFQR.I Dimethyl: 1

12782 true 3709 2238.197 2237.1882 1 0.69 237.17 43.67
77.5 
(M:77.5) 1 1 0 R.ALLELQLDPEELYQTFQR.I Dimethyl:2H(4): 1



12783 true 3710 2314.2975 2313.2882 1 0.89 113.27 43.67
20.0 
(M:20.0) 1 1 0 K.VVPVADIITPNQFEAELLTGR.K Dimethyl:2H(4): 1

12784 true 3711 1775.0292 1773.9927 1 16.48 238.44 41.5
20.1 
(M:20.1) 1 1 0 R.QLLQANPILESFGNAK.T Dimethyl:2H(4): 1

12785 true 3711 2384.21 2383.2053 1 -1.11 131.74 43.67
123.4 
(M:123.4) 1 1 0

K.AQEACGPLEIDSALGLVQSLER
.D Carbamidomethyl: 5; Dimethyl: 1

12786 true 3712 2612.2683 2611.2335 1 10.52 146.34 43.83
40.1 
(M:40.1) 2 99.62 1 0

K.LCYVALDFENEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
23; Oxidation: 12; Dimethyl: 1

12787 true 3712 2612.2683 2611.2335 1 10.52 146.34 43.83
40.1 
(M:40.1) 2 99.62 1 0

K.LCYVALDFENEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
23; Oxidation: 12; Dimethyl: 1

12788 true 3712 2612.2683 2611.2335 1 10.52 146.34 43.83
40.1 
(M:40.1) 2 99.62 1 0

K.LCYVALDFENEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
23; Oxidation: 12; Dimethyl: 1

12789 false 3713 2626.2541 2625.2492 1 -0.91 243 43.83
35.8 
(M:35.8) 1 2 0

K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
23; Oxidation: 12; Dimethyl: 1



12790 false 3713 2626.2541 2625.2492 1 -0.91 243 43.83
35.8 
(M:35.8) 1 2 0

K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
23; Oxidation: 12; Dimethyl: 1

12791 true 3713 2626.2541 2625.2428 1 1.53 164.27 43.83
40.4 
(M:40.4) 1 1 0

R.LFEYGGFPPESNYLFLGDYVDR
.G Dimethyl: 1

12792 false 3715 893.4413 892.4517 1 -19.75 404.47 43.83
19.3 
(M:19.3) 1 7 0 -.MPFPFGK.S Acetyl: 1; Dimethyl: 7

12793 true 3717 1362.6939 1361.6939 1 -5.34 182.78 43.83
37.6 
(M:37.6) 1 1 0 M.ASALEQFVNSVR.Q Acetyl: 1

12794 true 3719 1902.9917 1901.9669 1 9.17 288.45 41.67
93.4 
(M:93.4) 3 1 0 K.SPPGQVTAAVMAAIDAGYR.H Dimethyl: 1

12795 false 3719 1902.9917 1901.9669 1 9.17 257.97 41.67
59.8 
(M:59.8) 3 2 1 K.APPGKVESAVMAAIDAGYR.H

12796 true 3720 1482.7614 1481.7711 1 -11.46 442.3 42.67
19.5 
(M:19.5) 1 1 1 K.QRASEALNCFVR.A

Carbamidomethyl: 9; Dimethyl:2H(4): 
1



12797 false 3720 1810.9359 1809.9634 1 -19.19 183.17 43.83
17.1 
(M:17.1) 1 2 0 K.DEMEQNLKPADTSLK.V Dimethyl:2H(4): 1, 8; Dimethyl: 15

12798 true 3723 1558.9275 1557.913 1 4.63 214.42 43.5
65.0 
(M:65.0) 1 1 0 R.NYIIQNIGDLLVK.Q Dimethyl: 1, 13

12799 true 3723 2158.1427 2157.1219 1 6.27 304.32 41.5
37.7 
(M:37.7) 1 1 0 R.LFNLVHQAYEVLSDPQTR.A Dimethyl: 1

12800 true 3724 2162.1706 2161.147 1 7.56 293.56 41.5
33.3 
(M:33.3) 1 1 0 R.LFNLVHQAYEVLSDPQTR.A Dimethyl:2H(4): 1

12801 true 3726 2347.1725 2346.1439 1 9.08 214 41.5
44.9 
(M:44.9) 1 1 0 K.FLQGSLGAIPSPFDCYLCNR.G

Carbamidomethyl: 15, 18; 
Dimethyl:2H(4): 1

12802 true 3726 2424.0742 2423.074 1 -2.92 104.68 45.17
94.4 
(M:94.4) 2 1 0 R.NAFACFDEEATGFIQEDYLR.E Carbamidomethyl: 5; Dimethyl: 1

12803 true 3727 2526.1927 2525.1798 1 2.22 141.48 41.5
25.0 
(M:25.0) 1 1 0

K.YLADPSNLFVVSSDFCHWGQ
R.F Carbamidomethyl: 16; Dimethyl: 1



12804 true 3729 2008.1587 2007.1364 1 7.46 113.82 42.83
40.0 
(M:40.0) 1 1 1 R.LEEIAELVASSLPSPLRR.E Dimethyl: 1

12805 true 3730 2630.274 2629.2679 1 -0.43 220.12 43.83
27.8 
(M:27.8) 1 1 0

R.LFEYGGFPPESNYLFLGDYVDR
.G Dimethyl:2H(4): 1

12806 false 3730 2630.274 2629.2743 1 -2.87 207.62 43.83
16.4 
(M:16.4) 1 2 0

K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 23; Oxidation: 12

12807 false 3730 2630.274 2629.2743 1 -2.87 207.62 43.83
16.4 
(M:16.4) 1 2 0

K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 23; Oxidation: 12

12808 true 3731 1091.636 1090.6175 1 10.24 358.13 41.83
34.8 
(M:34.8) 1 1 0 R.FLTWILDR.H Dimethyl: 1

12809 false 3731 1091.636 1090.6023 1 24.22 375.9 41.83
25.9 
(M:25.9) 1 4 0 K.INFVIDTNK.H Dimethyl: 9

12810 true 3731 2109.1284 2108.0993 1 10.37 257.92 42.83
78.7 
(M:78.7) 1 1 0 R.HPIVSESEVFQQFLNFR.D Dimethyl:2H(4): 1



12811 true 3732 3042.567 3041.5921 1 -10.63 155.72 43.83
82.0 
(M:82.0) 1 1 0

R.AYGDALEVIPSTLAENAGLNPI
STVTELR.N Dimethyl: 1

12812 true 3733 3046.5882 3045.6172 1 -11.89 199.08 43.83
96.2 
(M:96.2) 1 1 0

R.AYGDALEVIPSTLAENAGLNPI
STVTELR.N Dimethyl:2H(4): 1

12813 false 3734 1170.7601 1169.7798 1 -23.05 396.01 41.83
15.3 
(M:15.3) 1 9 0 R.LLVVLLQANR.D Dimethyl:2H(4): 1

12814 false 3734 1170.7601 1169.7384 1 12.33 506.84 41.83
15.5 
(M:15.5) 1 7 1 R.ELVNKSLALK.E Dimethyl: 5, 10

12815 false 3734 1170.7601 1169.7747 1 -18.75 303.91 41.83
16.6 
(M:16.6) 1 6 1 K.LTQTAKVIIK.I Dimethyl: 6, 10

12816 false 3734 1170.7601 1169.7686 1 -13.46 269.49 41.83
15.1 
(M:15.1) 1 10 1 R.IPNKGVELLK.K Dimethyl:2H(4): 4; Dimethyl: 10

12817 true 3734 2271.2366 2270.1997 1 13.02 424.86 42.67
28.3 
(M:28.3) 1 1 0 R.VGVPFNIPLELQDEFGHATR.L Dimethyl:2H(4): 1



12818 true 3735 2384.2802 2383.2424 1 12.84 175.41 42.83
19.4 
(M:19.4) 1 1 1 K.NYYPVVLQNILETERDYAK.E Dimethyl: 1, 19

12819 true 3736 2483.3784 2482.3431 1 11.26 204.68 42.67
38.3 
(M:38.3) 1 1 0

R.ILQYSDALEHLLTTGQGVVLER
.S Dimethyl: 1

12820 true 3739 1858.98 1857.9659 1 3.68 191.83 44
44.3 
(M:44.3) 1 1 0 R.GIDQCIPLFVEAALER.L Carbamidomethyl: 5; Dimethyl: 1

12821 true 3741 1541.8535 1540.8473 1 -0.69 158.57 41.67
16.7 
(M:16.7) 1 1 1 K.ASNMEYAVKIIDK.S Dimethyl:2H(4): 9; Dimethyl: 13

12822 true 3741 2199.1539 2198.1446 1 0.91 133.28 44.17
66.4 
(M:66.4) 2 1 0 M.SAMGTLAFDEYGRPFLILK.D Acetyl: 1; Dimethyl: 19

12823 true 3742 2203.1785 2202.1697 1 0.68 191.73 44.17
60.4 
(M:60.4) 1 1 0 M.SAMGTLAFDEYGRPFLILK.D Dimethyl:2H(4): 19; Acetyl: 1

12824 true 3743 1248.6186 1247.6296 1 -14.62 55.48 42.83
18.7 
(M:18.7) 1 1 0 R.EDSLDLSPQGR.L Dimethyl:2H(4): 1



12825 true 3743 1503.8836 1502.896 1 -13.09 139.92 44.17
44.7 
(M:44.7) 1 1 0 K.IYVDDGLISLLVK.E Dimethyl: 1, 13

12826 true 3743 1688.9042 1687.879 1 10.65 221.24 41.83
33.0 
(M:33.0) 2 1 0 K.DLGVFIPAPMSQVMR.S Dimethyl: 1

12827 true 3744 1511.9499 1510.9462 1 -2.38 106.43 44.17
88.0 
(M:88.0) 1 1 0 K.IYVDDGLISLLVK.E Dimethyl:2H(4): 1, 13

12828 true 3745 1708.9903 1707.9672 1 9.26 195.35 41.83
57.0 
(M:57.0) 1 1 0 K.DLLLVNDHLLNFVR.E Dimethyl: 1

12829 false 3746 1512.8536 1511.813 1 22 240.21 43
20.0 
(M:20.0) 1 5 1 K.NIPPSDMAQIRAK.V Oxidation: 7; Dimethyl: 1, 13

12830 true 3746 1512.8536 1511.8348 1 7.61 186.21 43
84.3 
(M:84.3) 2 1 0 R.DALSDLALHFLNK.M Dimethyl: 1, 13

12831 false 3746 1712.9504 1711.937 1 3.62 329.96 42
16.0 
(M:16.0) 1 3 1 M.IFKVPSNANHSTTLR.F Dimethyl: 3



12832 true 3747 1850.8644 1849.8607 1 -1.92 152.34 44.17
36.3 
(M:36.3) 1 1 0 K.ADYAQLFEDMQNAFR.S Dimethyl:2H(4): 1

12833 true 3748 1748.0336 1747.0182 1 4.64 162.14 41.67
39.6 
(M:39.6) 2 1 0 R.ELIQTSAINFLTPLR.N Dimethyl:2H(4): 1

12834 true 3751 1822.0114 1820.9785 1 14.1 262.99 41.83
76.8 
(M:76.8) 1 1 0 R.FQGQQNDYILLSLVR.T Dimethyl: 1

12835 false 3751 1822.0114 1821.0288 1 -13.51 261.14 41.83
28.5 
(M:28.5) 1 2 1 R.FKLISQAYEVLSDPK.K Dimethyl: 1, 2, 15

12836 true 3753 2108.0491 2107.0474 1 -2.62 167.2 44.17
86.0 
(M:86.0) 1 1 0 K.FFPEDVSEELIQEITQR.L Dimethyl: 1

12837 true 3754 2112.0758 2111.0725 1 -1.88 175.72 44.33
89.9 
(M:89.9) 1 1 0 K.FFPEDVSEELIQEITQR.L Dimethyl:2H(4): 1

12838 true 3755 2183.1857 2182.1423 1 16.58 263.24 42
99.8 
(M:99.8) 1 1 0 K.NSPPYILDLLPDTYQHLR.T Dimethyl: 1



12839 true 3757 2376.1539 2375.1184 1 11.88 211.14 41.83
66.6 
(M:66.6) 1 1 0 R.QCQEVLSCFAELCHQLGLR.G

Carbamidomethyl: 2, 8, 13; Dimethyl: 
1

12840 true 3758 2393.203 2392.2023 1 -2.74 167.1 44.17
130.1 
(M:130.1) 1 1 0

R.EVAAFAQFGSDLDAATQQLL
NR.G Dimethyl: 1

12841 true 3759 2397.2305 2396.2274 1 -1.74 189.58 44.17
144.6 
(M:144.6) 1 1 0

R.EVAAFAQFGSDLDAATQQLL
NR.G Dimethyl:2H(4): 1

12842 true 3759 3214.4617 3213.5336 1 -24.63 233.05 41.67
19.6 
(M:19.6) 1 1 0

K.GTSPAQVWCNNSQLPVDHIL
AGSFETAMR.L Carbamidomethyl: 9; Dimethyl: 1

12843 true 3761 1095.6637 1094.6426 1 12.61 383.29 41.83
36.3 
(M:36.3) 1 1 0 R.FLTWILDR.H Dimethyl:2H(4): 1

12844 false 3761 1095.6637 1094.641 1 14.13 289.14 41.83
18.2 
(M:18.2) 1 4 1 K.FKMTILDK.D Oxidation: 3; Dimethyl: 1, 2, 8

12845 true 3761 2595.4482 2594.4207 1 7.79 249.43 43.33
127.7 
(M:127.7) 1 1 1

K.TLIVNNLSYAASEETLQELFKK.
A Dimethyl: 1, 21, 22



12846 true 3763 2687.3236 2686.2843 1 11.9 180.38 43
70.5 
(M:70.5) 1 1 1

K.NLNTLCWAIGSISGAMHEEDE
KR.F Carbamidomethyl: 6; Dimethyl: 1, 22

12847 true 3763 2734.4026 2733.4081 1 -4.7 103.05 44.17
39.7 
(M:39.7) 1 1 0

K.VLLSICSLLCDPNPDDPLVPEIA
R.I Carbamidomethyl: 6, 10; Dimethyl: 1

12848 true 3765 3086.7248 3085.7063 1 3.62 162.23 43
19.1 
(M:19.1) 1 1 1

R.LINESTAVALAYGIYKQDLPAL
EEKPR.N Dimethyl: 1, 16, 25

12849 false 3766 1490.8966 1489.8657 1 15.88 217.11 42.17
17.9 
(M:17.9) 2 2 0 R.VLAHLAPLFDNPK.L Dimethyl: 1, 13

12850 false 3767 1031.581 1030.5495 1 23.52 144.25 45
18.8 
(M:18.8) 2 5 1 K.RWCVLNR.K Carbamidomethyl: 3; Dimethyl: 1

12851 true 3767 1031.581 1030.5481 1 24.82 159.02 45
31.5 
(M:31.5) 2 1 0 R.DGMNIVLNK.I Dimethyl: 9

12852 true 3767 1494.9185 1493.8908 1 13.69 252.13 42.17
67.4 
(M:67.4) 2 1 0 R.VLPPPGPALLDAFR.L Dimethyl:2H(4): 1



12853 false 3768 1131.6936 1130.6812 1 4.57 348.85 43
23.1 
(M:23.1) 1 9 1 R.DFVAKIVQR.L Dimethyl: 1, 5

12854 true 3768 1542.9254 1541.9443 1 -16.94 214.12 42
53.2 
(M:53.2) 1 1 0 K.NVIVLQTVLQEVR.N Dimethyl:2H(4): 1

12855 true 3769 1670.9141 1669.8833 1 14.03 254.46 41.83
34.7 
(M:34.7) 1 1 0 R.MLMALVGDSALFNTR.E Dimethyl:2H(4): 1

12856 true 3770 1692.929 1691.9041 1 10.4 226.02 41.83
57.6 
(M:57.6) 2 1 0 K.DLGVFIPAPMSQVMR.S Dimethyl:2H(4): 1

12857 true 3771 1500.8206 1499.8235 1 -6.79 112.91 44.5
73.9 
(M:73.9) 1 1 1 K.EGIPALDNFLDKL.- Dimethyl: 1, 12

12858 true 3771 1761.9815 1760.9399 1 19.46 336.11 42
122.7 
(M:122.7) 4 1 0 R.AIFLADGNIFTTGFSR.M Dimethyl:2H(4): 1

12859 true 3772 1508.8666 1507.8738 1 -9.56 108.55 44.5
62.0 
(M:62.0) 1 1 1 K.EGIPALDNFLDKL.- Dimethyl:2H(4): 1, 12



12860 false 3772 1520.905 1519.8632 1 22.67 255.6 43
18.2 
(M:18.2) 1 5 1 K.NIPPSDMAQIRAK.V Dimethyl:2H(4): 1, 13; Oxidation: 7

12861 true 3772 1520.905 1519.885 1 8.35 200.02 43
92.9 
(M:92.9) 2 1 0 R.DALSDLALHFLNK.M Dimethyl:2H(4): 1, 13

12862 false 3772 1520.905 1519.9024 1 -3.11 213.34 43
38.5 
(M:38.5) 2 2 1 K.RLDYQVALQNLK.R Dimethyl:2H(4): 12; Dimethyl: 1

12863 true 3774 1826.0318 1825.0036 1 11.45 313.69 41.83
56.9 
(M:56.9) 1 1 0 R.FQGQQNDYILLSLVR.T Dimethyl:2H(4): 1

12864 false 3774 1826.0318 1825.0539 1 -16.1 300.87 41.83
16.6 
(M:16.6) 1 4 1 R.FKLISQAYEVLSDPK.K Dimethyl:2H(4): 2; Dimethyl: 1, 15

12865 true 3776 1656.9529 1655.9287 1 10.22 244.16 43
71.5 
(M:71.5) 1 1 0 R.HNFLEEFITPIIK.V Dimethyl: 1, 13

12866 true 3777 1665.0031 1663.9789 1 10.16 233.55 43
83.1 
(M:83.1) 1 1 0 R.HNFLEEFITPIIK.V Dimethyl:2H(4): 1, 13



12867 true 3780 2571.319 2570.3268 1 -5.88 182.53 44.33
122.4 
(M:122.4) 1 1 0

K.FVSISDLFAPTDLGTESQIFISR.
T Dimethyl: 1

12868 true 3781 2575.3499 2574.3519 1 -3.63 225.95 44.33
114.8 
(M:114.8) 1 1 0

K.FVSISDLFAPTDLGTESQIFISR.
T Dimethyl:2H(4): 1

12869 true 3782 2213.1606 2212.1164 1 16.68 246.33 42
66.0 
(M:66.0) 1 1 0 K.FSPNTSQFLLVSSWDTTVR.L Dimethyl: 1

12870 true 3782 2610.2475 2609.2543 1 -5.37 159.28 44.33
85.1 
(M:85.1) 1 68.98 1 0

K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
23; Dimethyl: 1

12871 true 3782 2610.2475 2609.2543 1 -5.37 159.28 44.33
85.1 
(M:85.1) 1 68.98 1 0

K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
23; Dimethyl: 1

12872 true 3783 2217.1735 2216.1415 1 11.12 298.86 42
62.9 
(M:62.9) 1 1 0 K.FSPNTSQFLLVSSWDTTVR.L Dimethyl:2H(4): 1

12873 true 3783 2653.2967 2652.3071 1 -6.69 184.34 44.33
160.1 
(M:160.1) 2 1 0

R.NLSPYVSNELLEEAFSQFGPVE
R.A Dimethyl: 1



12874 true 3784 2465.3205 2464.3036 1 3.93 217.96 41.83
83.9 
(M:83.9) 1 1 0

K.LLDFGSLSNLQVTQPTVGMNF
K.T Dimethyl: 1, 22

12875 true 3784 2567.4227 2566.3894 1 10.14 232.06 43.17
99.7 
(M:99.7) 1 93.69 1 1

K.TLIVNNLSYAASEETLQELFKK.
A Dimethyl: 1, 22

12876 true 3784 2657.3222 2656.3323 1 -6.53 220.66 44.33
155.3 
(M:155.3) 2 1 0

R.NLSPYVSNELLEEAFSQFGPVE
R.A Dimethyl:2H(4): 1

12877 false 3785 1027.5765 1026.5934 1 -23.54 146.52 44.5
18.9 
(M:18.9) 1 2 1 R.EIVNNVRR.M Dimethyl: 1

12878 true 3785 2507.338 2506.293 1 15.03 233.16 43.33
85.2 
(M:85.2) 1 1 0

K.SINPLGGFVHYGEVTNDFIML
K.G Dimethyl: 1, 22

12879 true 3787 1789.826 1788.8175 1 0.67 191.94 44.5
59.9 
(M:59.9) 2 50 1 0 K.AMSIMNSFVNDIFER.L Oxidation: 2

12880 false 3788 1145.7104 1144.6828 1 17.76 341.37 43.17
25.9 
(M:25.9) 1 5 0 R.QQILPEVMK.N Dimethyl:2H(4): 1; Dimethyl: 9



12881 true 3789 1330.7784 1329.7405 1 22.99 217.22 42.17
63.8 
(M:63.8) 3 1 0 K.DVAQIFNNILR.R Dimethyl: 1

12882 true 3789 1908.8488 1907.8578 1 -8.53 184.69 44.5
40.2 
(M:40.2) 1 1 0 R.NFDEALVDYFSEEFR.T Dimethyl: 1

12883 true 3790 1334.7976 1333.7656 1 18.53 231.24 42.17
35.6 
(M:35.6) 2 1 0 K.DVAQIFNNILR.R Dimethyl:2H(4): 1

12884 true 3790 1912.874 1911.8829 1 -8.42 202.89 44.5
40.5 
(M:40.5) 1 1 0 R.NFDEALVDYFSEEFR.T Dimethyl:2H(4): 1

12885 false 3792 1367.7762 1366.7681 1 0.58 312.79 43.17
24.9 
(M:24.9) 1 2 1 K.TRTQHLLSQQK.D Dimethyl: 11

12886 true 3799 1917.1178 1916.0731 1 19.53 361.54 42
98.5 
(M:98.5) 2 1 0 R.LYIGLAGLATDVQTVAQR.L Dimethyl: 1

12887 true 3800 1791.9948 1790.9818 1 3.19 190.76 44.67
36.1 
(M:36.1) 1 1 0 R.EFSITDLIPYPISLR.W Dimethyl: 1



12888 false 3800 1921.1428 1920.1821 1 -24.24 352.84 42
21.6 
(M:21.6) 1 50 2 1 K.TPLIDLMSDALILAKSK.G Dimethyl:2H(4): 1, 17; Dimethyl: 15

12889 true 3800 1921.1428 1920.0982 1 19.41 372.74 42
85.7 
(M:85.7) 2 1 0 R.LYIGLAGLATDVQTVAQR.L Dimethyl:2H(4): 1

12890 true 3801 1796.0208 1795.0069 1 3.65 202.67 44.67
23.2 
(M:23.2) 1 1 0 R.EFSITDLIPYPISLR.W Dimethyl:2H(4): 1

12891 true 3801 2326.2601 2325.2279 1 10.74 138.35 43.17
17.4 
(M:17.4) 1 1 0

R.QVLDLEDLVFAQGSHFMANK.
R Dimethyl:2H(4): 1, 20

12892 true 3804 2517.3746 2516.3381 1 11.62 263.12 43.17
63.5 
(M:63.5) 1 1 1 R.FVFTDKEAEADILYNFSHFK.D Dimethyl:2H(4): 1, 6, 20

12893 true 3809 2160.2561 2159.2354 1 6.2 240.66 42.67
128.5 
(M:128.5) 1 1 0 R.VIITADDVLHSWAVPALGVK.T Dimethyl: 1, 20

12894 true 3809 2607.5227 2606.496 1 7.45 253.32 43.33
110.9 
(M:110.9) 1 1 1

K.TLIVNNLSYAASEETLQELFKK.
A Dimethyl:2H(4): 1, 21, 22



12895 true 3812 2142.157 2141.1402 1 4.43 136.02 44.67
56.6 
(M:56.6) 1 1 0 R.SLNPEDIDQLITISGMVIR.S Dimethyl: 1

12896 false 3816 1056.6414 1055.6317 1 2.27 201.51 43.33
16.9 
(M:16.9) 1 2 0 K.DIFLFITR.Q Dimethyl:2H(4): 1

12897 false 3816 1128.6734 1127.6663 1 -0.13 307.71 42.33
18.0 
(M:18.0) 1 5 1 R.SQEIQKALR.A Dimethyl: 1, 6

12898 true 3817 1267.7127 1266.6972 1 6.44 124.17 43.5
46.5 
(M:46.5) 1 1 0 K.DLATFLYQLR.I Dimethyl: 1

12899 true 3817 2517.1943 2516.1887 1 -0.67 173 44.67
104.5 
(M:104.5) 1 1 0

K.MQLQEQLQAEAELCAEAEEIR
.A Carbamidomethyl: 14; Dimethyl: 1

12900 true 3818 1271.7347 1270.7223 1 4.03 75.16 43.33
29.8 
(M:29.8) 1 1 0 K.DLATFLYQLR.I Dimethyl:2H(4): 1

12901 true 3819 1217.7094 1216.6849 1 14.13 161.67 42.33
58.8 
(M:58.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1



12902 true 3819 1217.7094 1216.6849 1 14.13 161.67 42.33
58.8 
(M:58.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

12903 true 3819 1217.7094 1216.6849 1 14.13 161.67 42.33
58.8 
(M:58.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

12904 true 3819 1217.7094 1216.6849 1 14.13 161.67 42.33
58.8 
(M:58.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

12905 true 3819 1217.7094 1216.6849 1 14.13 161.67 42.33
58.8 
(M:58.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

12906 true 3819 1639.9186 1638.9192 1 -4.85 122.21 45
19.0 
(M:19.0) 1 1 0 M.AELSEALLSVLPSIR.V Acetyl: 1

12907 false 3822 1311.6806 1310.676 1 -2.04 259.85 42.17
17.9 
(M:17.9) 1 50.4 2 1 R.MKMVTTQCLK.-

Carbamidomethyl: 8; Oxidation: 1; 
Dimethyl: 1, 2

12908 true 3822 1311.6806 1310.6515 1 16.64 243.71 42.17
36.3 
(M:36.3) 1 1 0 K.FLPGVFMDAMR.D Dimethyl: 1



12909 true 3823 1462.7026 1461.6751 1 13.83 340.23 42.33
34.1 
(M:34.1) 1 1 0 K.TCPFFFPFDTR.Q Carbamidomethyl: 2; Dimethyl: 1

12910 true 3824 1466.7258 1465.7002 1 12.49 406.64 42.33
28.9 
(M:28.9) 1 1 0 K.TCPFFFPFDTR.Q

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

12911 true 3825 1759.87 1758.8635 1 -0.45 229.5 43.33
67.9 
(M:67.9) 1 1 0 R.NAFTMIAMMDYPYK.T Dimethyl:2H(4): 1, 14

12912 true 3829 1567.8614 1566.8228 1 19.95 171.18 42.17
52.5 
(M:52.5) 1 1 0 K.MELFSQAFIQAVR.Q Dimethyl: 1

12913 false 3829 1567.8614 1566.8518 1 1.46 139.29 42.17
19.1 
(M:19.1) 1 3 1 R.AAAYSKLGNYAGAVR.D Dimethyl: 1, 6

12914 false 3830 1170.6345 1169.6292 1 -1.68 282.87 45
18.6 
(M:18.6) 1 4 0 M.AEAVVELLER.A Acetyl: 1

12915 false 3830 1170.6345 1169.6404 1 -11.28 260.79 45
21.9 
(M:21.9) 1 2 1 K.GDSPEARALAK.Q Dimethyl: 1, 11



12916 true 3830 1571.8888 1570.8479 1 21.35 234.03 42.17
42.1 
(M:42.1) 1 1 0 K.MELFSQAFIQAVR.Q Dimethyl:2H(4): 1

12917 true 3833 2849.4671 2848.4542 1 1.98 156.11 43.33
22.6 
(M:22.6) 1 1 0

R.LGNPSEYAHLVQALAENPMIN
GEVVR.L Dimethyl: 1

12918 true 3837 1880.0612 1879.0203 1 17.84 278.78 42.17
76.5 
(M:76.5) 3 1 0 K.LFDIFSQQVATVIQSR.Q Dimethyl: 1

12919 true 3838 1198.6895 1197.7016 1 -16.17 87.2 43.5
15.0 
(M:15.0) 1 1 1 -.MVAPAALRVVR.C Oxidation: 1

12920 true 3838 2094.0375 2093.0317 1 -0.7 160.74 45
40.3 
(M:40.3) 1 1 0 K.FYPEDVAEELIQDITQR.L Dimethyl: 1

12921 true 3839 2098.0616 2097.0568 1 -1.2 144.53 45
66.2 
(M:66.2) 1 1 0 K.FYPEDVAEELIQDITQR.L Dimethyl:2H(4): 1

12922 true 3841 2212.2358 2211.2275 1 0.45 55.96 42.33
16.4 
(M:16.4) 1 56.3 1 1 R.MGLALSSLNKHTEAVVYYK.K Dimethyl:2H(4): 10; Dimethyl: 1, 19



12923 true 3841 2428.1004 2427.0991 1 -2.45 202.66 45.17
66.1 
(M:66.1) 2 1 0 R.NAFACFDEEATGFIQEDYLR.E

Carbamidomethyl: 5; Dimethyl:2H(4): 
1

12924 true 3842 2241.2561 2240.2115 1 16.64 265.68 43.17
63.2 
(M:63.2) 1 1 0 R.VANILHDDCVFLSAFGAISK.A

Carbamidomethyl: 9; Dimethyl:2H(4): 
1, 20

12925 true 3847 2606.2122 2605.2292 1 -9.29 122.07 45.17
58.8 
(M:58.8) 1 1 0

K.LCYVALDFEQEMATAASSSSLE
K.S Carbamidomethyl: 2; Dimethyl: 1, 23

12926 true 3847 2606.2122 2605.2292 1 -9.29 122.07 45.17
58.8 
(M:58.8) 1 1 0

K.LCYVALDFEQEMATAASSSSLE
K.S Carbamidomethyl: 2; Dimethyl: 1, 23

12927 true 3849 1074.6205 1073.5881 1 23.32 291.78 42.5
34.7 
(M:34.7) 1 1 0 K.DIFMFITR.Q Dimethyl:2H(4): 1

12928 false 3852 917.4529 916.4363 1 10.21 158.4 47.33
15.4 
(M:15.4) 1 3 1 R.QEEEARR.A

12929 false 3852 917.4529 916.4614 1 -17.2 158.52 47.33
15.4 
(M:15.4) 1 3 1 K.QEEEVKR.Q



12930 true 3852 917.4529 916.4502 1 -4.96 137.42 47.33
27.2 
(M:27.2) 1 1 0 R.NDEELNK.L Dimethyl: 1, 7

12931 true 3852 917.4529 916.4502 1 -4.96 137.42 47.33
27.2 
(M:27.2) 1 1 0 R.NDEELNK.L Dimethyl: 1, 7

12932 true 3853 2614.2577 2613.2794 1 -11.08 172.78 45.5
97.8 
(M:97.8) 2 1 0

K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 23

12933 true 3853 2614.2577 2613.2794 1 -11.08 172.78 45.5
97.8 
(M:97.8) 2 1 0

K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; Dimethyl:2H(4): 
1, 23

12934 true 3854 1734.0284 1733.0087 1 7.17 221.08 43.67
89.8 
(M:89.8) 1 1 0 R.HSNLVQLLGVIVEEK.S Dimethyl: 1, 15

12935 true 3855 1738.8388 1737.8542 1 -13.05 308.79 43.5
17.0 
(M:17.0) 1 1 1 R.LEVNMQAMKAQFER.D Oxidation: 5; Dimethyl: 9

12936 true 3857 1809.9125 1808.8807 1 13.52 230.1 42.5
61.3 
(M:61.3) 1 1 0 R.CYYFLNAFVETAQK.K Carbamidomethyl: 1; Dimethyl: 1, 14



12937 true 3858 1817.9611 1816.931 1 12.57 285.35 42.5
35.0 
(M:35.0) 1 1 0 R.CYYFLNAFVETAQK.K

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 14

12938 true 3863 2388.3594 2387.3111 1 17.19 227.96 42.5
131.3 
(M:131.3) 3 1 0

K.SVDNGIFVQLVQANSPASLAG
LR.F Dimethyl:2H(4): 1

12939 true 3864 2572.4207 2571.3731 1 15.7 218.19 42.5
64.1 
(M:64.1) 1 1 0

R.QVIQTPINDSLPVSSCSVALLFR
.Q Carbamidomethyl: 16; Dimethyl: 1

12940 true 3865 743.4417 742.4337 1 0.95 219.83 48.83
17.0 
(M:17.0) 1 1 0 R.AAEILAR.D

12941 true 3866 1038.6071 1037.591 1 8.57 217.74 42.5
33.1 
(M:33.1) 1 1 0 R.SIFLFLDR.T Dimethyl: 1

12942 false 3866 1804.8925 1803.8938 1 -4.73 110 46
16.5 
(M:16.5) 1 2 1 M.AAGLAERSYMELGPAPR.A Oxidation: 10

12943 true 3867 1042.6343 1041.6161 1 10.55 206.98 42.5
21.5 
(M:21.5) 1 1 0 R.SIFLFLDR.T Dimethyl:2H(4): 1



12944 true 3867 2252.3479 2251.3192 1 9.54 247.12 43.67
49.7 
(M:49.7) 1 1 1 K.SREIFLSQPILLELEAPLK.I Dimethyl: 1, 19

12945 true 3867 2252.3479 2251.3192 1 9.54 247.12 43.67
49.7 
(M:49.7) 1 1 1 K.SREIFLSQPILLELEAPLK.I Dimethyl: 1, 19

12946 true 3868 1070.5814 1069.563 1 10.31 245.33 42.5
36.4 
(M:36.4) 2 1 0 K.DIFMFITR.Q Dimethyl: 1

12947 true 3870 1164.6493 1163.6267 1 13.17 439.64 42.5
60.9 
(M:60.9) 1 1 0 R.YIFDLFYK.R Dimethyl: 1, 8

12948 true 3872 1386.8916 1385.8734 1 7.9 296.28 42.5
94.4 
(M:94.4) 1 1 0 K.SHLEDVVVALLK.T Dimethyl:2H(4): 1, 12

12949 true 3877 1538.8466 1537.8225 1 10.95 239.38 43.67
35.0 
(M:35.0) 1 1 0 K.CSAAALDVLANVFR.D

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

12950 true 3878 1703.961 1702.9589 1 -3.04 200.63 43.67
15.4 
(M:15.4) 1 1 1 K.LGVHGLSMSVKEVSGK.V

Dimethyl:2H(4): 11; Oxidation: 8; 
Dimethyl: 16



12951 false 3879 1550.8844 1549.9051 1 -18.08 167.42 42.5
24.4 
(M:24.4) 1 81.19 2 1 K.VAKQGDTILVSGMK.T

Dimethyl:2H(4): 3; Oxidation: 13; 
Dimethyl: 1, 14

12952 true 3879 1550.8844 1549.8578 1 12.42 202.93 42.5
65.7 
(M:65.7) 1 1 0 R.TFCQLILDPIFK.V Carbamidomethyl: 3; Dimethyl: 1, 12

12953 false 3880 1558.9357 1557.9553 1 -17.29 194.69 42.5
15.9 
(M:15.9) 1 3 1 K.VAKQGDTILVSGMK.T Dimethyl:2H(4): 1, 3, 14; Oxidation: 13

12954 true 3880 1558.9357 1557.908 1 13.05 258.57 42.5
64.6 
(M:64.6) 3 1 0 R.TFCQLILDPIFK.V

Carbamidomethyl: 3; Dimethyl:2H(4): 
1, 12

12955 false 3880 1558.9357 1557.8928 1 22.83 255.25 42.5
15.7 
(M:15.7) 1 50 4 1 K.DKTMVQELLDFK.D Dimethyl:2H(4): 2, 12; Dimethyl: 1

12956 true 3880 1742.0823 1741.0589 1 9.25 249.6 43.67
58.5 
(M:58.5) 1 1 0 R.HSNLVQLLGVIVEEK.S Dimethyl:2H(4): 1, 15

12957 false 3881 1757.8542 1756.8454 1 0.83 186.98 44
16.0 
(M:16.0) 1 3 1 -.MAETGDKPYRAEYAK.S Dimethyl: 15



12958 true 3886 1884.9959 1883.9638 1 13.19 315.77 42.5
82.0 
(M:82.0) 1 1 0 K.EVCPILDQFLCHVAK.T

Carbamidomethyl: 3, 11; Dimethyl: 1, 
15

12959 true 3888 1914.0294 1912.9968 1 13.19 302.93 42.67
91.8 
(M:91.8) 2 1 0 K.MSATFIGNSTAIQELFK.R Dimethyl: 1, 17

12960 false 3888 1914.0294 1912.9968 1 13.19 307.29 42.67
88.7 
(M:88.7) 2 99.99 3 0 K.MAVTFIGNSTAIQELFK.R Oxidation: 1; Dimethyl: 17

12961 true 3888 1914.0294 1912.9968 1 13.19 302.93 42.67
91.8 
(M:91.8) 2 1 0 K.MASTFIGNSTAIQELFK.R Dimethyl: 1, 17

12962 true 3888 1914.0294 1912.9968 1 13.19 302.93 42.67
91.8 
(M:91.8) 2 1 0 K.MSATFIGNSTAIQELFK.R Dimethyl: 1, 17

12963 true 3889 2297.27 2296.2103 1 22.79 198.46 43.83
150.0 
(M:150.0) 1 1 0 K.ALAPTWEQLALAFEHSETVK.I Dimethyl: 1, 20

12964 false 3892 2402.2681 2401.2523 1 3.55 248.79 44.5
15.2 
(M:15.2) 1 2 1

R.IMVANIEEVLQRGEALSALDSK
.A Oxidation: 2



12965 true 3895 2141.1672 2140.1277 1 15.05 193.82 42.5
54.8 
(M:54.8) 1 1 0 K.NVVHQLGVSLEDLYNGVTR.K Dimethyl: 1

12966 true 3896 2145.2043 2144.1528 1 20.64 273.37 42.5
75.3 
(M:75.3) 1 1 0 K.NVVHQLGVSLEDLYNGVTR.K Dimethyl:2H(4): 1

12967 true 3897 2333.3684 2332.3366 1 10.52 177.5 42.5
104.7 
(M:104.7) 2 1 1

K.KVVAALIEAANHIDDIAGTLSK.
L Dimethyl: 1, 1, 22

12968 true 3900 2305.3027 2304.2605 1 15.15 197.95 43.83
31.2 
(M:31.2) 1 1 0 K.ALAPTWEQLALAFEHSETVK.I Dimethyl:2H(4): 1, 20

12969 true 3900 2384.3331 2383.286 1 16.73 223.71 42.5
66.5 
(M:66.5) 2 1 0

K.SVDNGIFVQLVQANSPASLAG
LR.F Dimethyl: 1

12970 true 3902 2377.332 2376.2835 1 17.32 155.27 43.83
42.4 
(M:42.4) 1 1 1

K.VAHALAEGLGVIACIGEKLDER
.E Carbamidomethyl: 14; Dimethyl: 1, 18

12971 true 3902 2654.4343 2653.3824 1 16.84 248.45 42.5
108.0 
(M:108.0) 2 1 0

K.AVTSAIAHLLGEVAQGNENYT
GIAAR.E Dimethyl: 1



12972 false 3902 2654.4343 2653.3898 1 14.05 285.15 42.5
21.9 
(M:21.9) 1 72.82 2 1

K.LDSKLGHVVMGNNAVSPYQQ
VIEK.T Dimethyl: 4

12973 true 3903 2658.4563 2657.4075 1 15.63 301.56 42.5
141.4 
(M:141.4) 1 1 0

K.AVTSAIAHLLGEVAQGNENYT
GIAAR.E Dimethyl:2H(4): 1

12974 false 3904 1110.6077 1109.6126 1 -10.98 281.26 44.17
16.2 
(M:16.2) 2 8 1 R.AMEAMEKLK.A Dimethyl:2H(4): 1; Dimethyl: 9

12975 false 3906 1278.7003 1277.6616 1 24.61 335.68 44
17.2 
(M:17.2) 1 2 0 R.VETYLNENLR.K Dimethyl: 1

12976 false 3908 1145.7249 1144.7254 1 -6.73 357.09 43
34.4 
(M:34.4) 2 3 1 K.MILITKAAIK.A Oxidation: 1; Dimethyl: 1

12977 true 3908 1145.7249 1144.693 1 21.52 406.93 43
38.7 
(M:38.7) 2 1 0 R.FLILPDMLK.N Dimethyl: 1, 9

12978 false 3908 1145.7249 1144.723 1 -4.67 377.59 43
32.8 
(M:32.8) 2 4 1 K.QQLLRAATGK.A Dimethyl:2H(4): 1; Dimethyl: 10



12979 false 3913 1739.8898 1738.8899 1 -4.21 238.43 44
16.4 
(M:16.4) 1 2 0 R.AAGWLAMFVGISLMTR.I Oxidation: 14

12980 true 3915 1397.8627 1396.833 1 16.02 266.72 42.83
48.9 
(M:48.9) 1 1 0 K.TSDLIVLGLPWK.T Dimethyl: 1, 12

12981 false 3916 1769.8532 1768.8824 1 -20.58 178.58 44
15.2 
(M:15.2) 1 2 0 R.VGDTVLGMATQCVQMK.N

Carbamidomethyl: 12; Dimethyl:2H(4): 
1

12982 true 3924 1766.0169 1764.992 1 9.95 253.19 42.83
114.1 
(M:114.1) 1 1 0 K.QIVLPGILEQVVNCR.D Carbamidomethyl: 14; Dimethyl: 1

12983 true 3925 1770.0453 1769.0171 1 11.82 245.65 42.83
64.9 
(M:64.9) 1 1 0 K.QIVLPGILEQVVNCR.D

Carbamidomethyl: 14; Dimethyl:2H(4): 
1

12984 true 3931 2022.0407 2021.0007 1 16.18 195.51 43
64.9 
(M:64.9) 1 1 0 R.THNLEPYFESFINNLR.R Dimethyl: 1

12985 true 3931 2023.1849 2022.1514 1 13 172.45 44.17
97.1 
(M:97.1) 1 1 1 K.NAPAIIFIDELDAIAPKR.E Dimethyl: 1, 17



12986 true 3932 2039.125 2038.0881 1 14.53 224.56 44.17
74.2 
(M:74.2) 2 1 0 R.CDAIVDIIHGIQIVSTTR.E Carbamidomethyl: 1; Dimethyl: 1

12987 true 3933 2043.1478 2042.1132 1 13.37 255.64 44.17
79.8 
(M:79.8) 1 1 0 R.CDAIVDIIHGIQIVSTTR.E

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

12988 true 3933 2168.3041 2167.2856 1 5.17 299.16 42.67
29.4 
(M:29.4) 1 1 0 R.VIITADDVLHSWAVPALGVK.T Dimethyl:2H(4): 1, 20

12989 false 3937 1131.7052 1130.7213 1 -20.64 371.28 43
27.8 
(M:27.8) 1 8 0 R.LTQLELINK.Q Dimethyl:2H(4): 1; Dimethyl: 9

12990 true 3939 1153.7751 1152.7432 1 21.36 433.12 43
41.7 
(M:41.7) 2 1 0 R.FLILPDMLK.N Dimethyl:2H(4): 1, 9

12991 false 3944 1046.608 1045.607 1 -5.94 203.28 44.33
16.1 
(M:16.1) 1 9 0 K.LEQIQLDR.E Dimethyl:2H(4): 1

12992 true 3947 1659.9023 1658.8668 1 17.01 192.75 42.83
30.9 
(M:30.9) 1 1 0 R.QYVYGVLFSLAESR.K Dimethyl: 1



12993 false 3949 1685.9222 1684.879 1 21.3 252.98 42.83
17.2 
(M:17.2) 1 2 1 K.IGSSMKSVGEVMAIGR.N Dimethyl:2H(4): 6; Oxidation: 5, 12

12994 true 3951 1709.9877 1708.9512 1 17.06 211.17 43
103.7 
(M:103.7) 1 1 0 R.LHPVVLASIVDSFER.R Dimethyl: 1

12995 true 3952 1507.8533 1506.8156 1 20.15 148.76 44.33
16.1 
(M:16.1) 1 1 0 K.DLFTCIPFTIPK.S Carbamidomethyl: 5; Dimethyl: 1, 12

12996 true 3952 1714.0149 1712.9763 1 18.25 279.8 43
109.0 
(M:109.0) 1 1 0 R.LHPVVLASIVDSFER.R Dimethyl:2H(4): 1

12997 true 3961 2026.0644 2025.0258 1 15.47 236.01 43
97.7 
(M:97.7) 1 1 0 R.THNLEPYFESFINNLR.R Dimethyl:2H(4): 1

12998 true 3964 2311.2494 2310.1936 1 20.98 161.11 43.17
65.2 
(M:65.2) 2 1 0 R.FPLDYYSIPFPTPTTPLTGR.D Dimethyl: 1

12999 false 3973 1280.7055 1279.6744 1 18.64 141.53 44.33
16.8 
(M:16.8) 1 3 1 -.MEEAQALKER.G

Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 8



13000 true 3973 1280.7055 1279.6925 1 4.52 184.37 44.33
48.0 
(M:48.0) 1 1 0 K.NFGLIASFLDR.K Dimethyl: 1

13001 true 3974 1284.7321 1283.7176 1 5.64 145.07 44.33
51.3 
(M:51.3) 1 1 0 K.NFGLIASFLDR.K Dimethyl:2H(4): 1

13002 true 3976 1140.677 1139.6775 1 -6.81 304.93 43
30.5 
(M:30.5) 1 1 1 R.RVLIDNINR.R Dimethyl: 1

13003 true 3977 1161.7201 1160.6879 1 21.46 440.05 43
32.8 
(M:32.8) 1 1 0 R.FLILPDMLK.N Oxidation: 7; Dimethyl: 1, 9

13004 false 3978 1169.7711 1168.742 1 18.66 473.03 43
18.7 
(M:18.7) 1 6 1 K.FKAQTQLNK.K Dimethyl:2H(4): 1, 9; Dimethyl: 2

13005 true 3978 1169.7711 1168.7381 1 21.94 480.85 43
44.2 
(M:44.2) 1 1 0 R.FLILPDMLK.N Dimethyl:2H(4): 1, 9; Oxidation: 7

13006 false 3978 1169.7711 1168.742 1 18.66 473.03 43
18.7 
(M:18.7) 1 6 1 K.FKAQTQLNK.K Dimethyl:2H(4): 1, 9; Dimethyl: 2



13007 true 3982 1816.8863 1815.8872 1 -4.49 210.08 44.33
28.9 
(M:28.9) 1 1 0 K.GTYFPTWEGLFWEK.A Dimethyl: 1, 14

13008 true 3984 1921.0321 1920.0186 1 3.25 313.59 44.5
48.7 
(M:48.7) 1 1 0 R.HGLIPEEFFQFLYPK.T Dimethyl: 1, 15

13009 true 3986 1367.7943 1366.7581 1 21.19 336.49 43.17
80.0 
(M:80.0) 2 1 0 R.CIESLLAVFQR.Y

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

13010 false 3986 1367.7943 1366.7721 1 10.91 330.09 43.17
15.4 
(M:15.4) 1 2 1 K.YGTQRVISFIR.Q Dimethyl: 1

13011 true 3989 1560.9173 1559.8752 1 22.29 227.86 43.17
18.5 
(M:18.5) 1 1 0 K.FFEVILIDPFHK.A Dimethyl: 1, 12

13012 false 3990 1301.7696 1300.7537 1 6.66 280.32 44.67
17.5 
(M:17.5) 1 2 1 R.QGTRILIDMVK.K Dimethyl: 11

13013 true 3993 1491.8236 1490.8167 1 -0.24 210.13 44.83
119.0 
(M:119.0) 2 1 0 K.CANLFEALVGTLK.A Carbamidomethyl: 1; Dimethyl: 1, 13



13014 true 4000 2155.1838 2154.1769 1 -0.15 309.04 43.5
124.6 
(M:124.6) 1 1 0

K.VQHQDALQISDVVMASLLR.
M Dimethyl:2H(4): 1

13015 true 4003 2293.2941 2292.2512 1 15.54 156.52 43.17
75.2 
(M:75.2) 1 1 0 R.CLNALEELGALQVTSHILQK.H Carbamidomethyl: 1; Dimethyl: 1, 20

13016 true 4004 2315.2773 2314.2187 1 22.17 242.04 43
15.5 
(M:15.5) 1 1 0 R.FPLDYYSIPFPTPTTPLTGR.D Dimethyl:2H(4): 1

13017 false 4011 1052.6397 1051.6249 1 7.09 213.46 43.17
15.4 
(M:15.4) 1 3 1 K.VEMKITQK.R

Dimethyl:2H(4): 4; Oxidation: 3; 
Dimethyl: 8

13018 true 4015 1363.7712 1362.733 1 22.72 269.91 43.17
60.5 
(M:60.5) 2 1 0 R.CIESLLAVFQR.Y Carbamidomethyl: 1; Dimethyl: 1

13019 true 4015 2146.1282 2145.1214 1 -0.23 196 44.83
29.4 
(M:29.4) 2 1 0 K.LGIICMEDVIHEIYTVGK.N Carbamidomethyl: 5; Dimethyl: 1, 18

13020 true 4016 2154.1691 2153.1716 1 -4.56 242.52 44.83
15.9 
(M:15.9) 1 1 0 K.LGIICMEDVIHEIYTVGK.N

Carbamidomethyl: 5; Dimethyl:2H(4): 
1, 18



13021 true 4017 1473.8361 1472.8021 1 18.11 356.14 43.33
63.2 
(M:63.2) 1 1 0 K.SNEILTAIIQGMR.K Dimethyl: 1

13022 true 4017 2302.1701 2301.1576 1 2.29 164.95 45
69.6 
(M:69.6) 2 1 0 K.NYLPAINGIVFLVDCADHSR.L Carbamidomethyl: 15; Dimethyl: 1

13023 true 4018 1477.8566 1476.8272 1 14.97 462.24 43.33
64.1 
(M:64.1) 2 1 0 K.SNEILTAIIQGMR.K Dimethyl:2H(4): 1

13024 false 4018 1477.8566 1476.8188 1 20.67 364.47 43.33
16.8 
(M:16.8) 1 3 1 K.KTEIGAATFIALDK.M

13025 true 4018 2712.4659 2711.4528 1 2.18 203.17 45
60.9 
(M:60.9) 2 1 1

R.INALTAASEAACLIVSVDETIKN
PR.S Carbamidomethyl: 12; Dimethyl: 1, 22

13026 true 4024 1670.0107 1668.9758 1 16.56 207.19 43.17
39.3 
(M:39.3) 1 1 1 K.MTILDKDIVALMSR.R Dimethyl:2H(4): 1, 6

13027 true 4035 2515.3922 2514.3432 1 16.57 240.89 43.33
86.1 
(M:86.1) 1 1 0

K.SINPLGGFVHYGEVTNDFIML
K.G Dimethyl:2H(4): 1, 22



13028 true 4049 2720.5158 2719.503 1 2.05 302.18 45
18.3 
(M:18.3) 1 1 1

R.INALTAASEAACLIVSVDETIKN
PR.S

Carbamidomethyl: 12; Dimethyl:2H(4): 
1, 22

13029 true 4053 1627.8707 1626.8406 1 14.04 198.2 44
33.9 
(M:33.9) 1 1 0 R.TYINPFVSFLDQR.R Dimethyl: 1

13030 true 4054 1631.9022 1630.8657 1 17.88 264.16 44
29.3 
(M:29.3) 1 1 0 R.TYINPFVSFLDQR.R Dimethyl:2H(4): 1

13031 true 4057 1849.077 1848.0469 1 12.37 194.12 43.33
29.6 
(M:29.6) 1 1 0 K.DLENLGLAHLIGSSLLR.A Dimethyl: 1

13032 true 4062 2355.2374 2354.2053 1 10.53 194.51 43.33
39.7 
(M:39.7) 1 1 0 R.QEPDNTGVLLLLSSIHFQCR.R Carbamidomethyl: 19; Dimethyl: 1

13033 true 4066 2824.3865 2823.369 1 3.62 186.31 43.33
117.0 
(M:117.0) 1 1 0

R.YFAGNLASGGAAGATSLCFVY
PLDFAR.T Carbamidomethyl: 18; Dimethyl: 1

13034 true 4066 2824.3865 2823.369 1 3.62 186.31 43.33
117.0 
(M:117.0) 1 1 0

R.YFAGNLASGGAAGATSLCFVY
PLDFAR.T Carbamidomethyl: 18; Dimethyl: 1



13035 true 4067 2828.4164 2827.3941 1 5.3 242.34 43.33
97.9 
(M:97.9) 1 1 0

R.YFAGNLASGGAAGATSLCFVY
PLDFAR.T

Carbamidomethyl: 18; Dimethyl:2H(4): 
1

13036 true 4067 2828.4164 2827.3941 1 5.3 242.34 43.33
97.9 
(M:97.9) 1 1 0

R.YFAGNLASGGAAGATSLCFVY
PLDFAR.T

Carbamidomethyl: 18; Dimethyl:2H(4): 
1

13037 false 4072 1318.8032 1317.7693 1 20.14 320.36 43.5
16.4 
(M:16.4) 1 7 0 R.DLSGLEAEALLK.G Dimethyl:2H(4): 12; Dimethyl: 1

13038 true 4074 1338.8609 1337.8444 1 6.89 200.31 43.5
55.4 
(M:55.4) 1 1 0 R.TLATDILMGVLK.E Dimethyl:2H(4): 1, 12

13039 true 4075 1387.8227 1386.8156 1 -0.16 315.92 43.5
63.4 
(M:63.4) 1 1 0 K.SLVALLVETQMK.K Dimethyl: 1, 12

13040 true 4079 1486.89 1485.884 1 -0.89 190.41 43.67
66.1 
(M:66.1) 4 1 0 R.IVSQLLTLMDGLK.Q Dimethyl: 1, 13

13041 true 4082 1505.8322 1504.8078 1 11.36 181.89 43.67
74.4 
(M:74.4) 4 1 0 R.SFPDFPVPGVLFR.D Dimethyl: 1



13042 true 4085 1676.8965 1675.8756 1 8.12 263.02 43.67
58.0 
(M:58.0) 1 1 0 R.NSPVFELLPCGFLR.G Carbamidomethyl: 10; Dimethyl: 1

13043 true 4087 1690.9636 1689.9285 1 16.45 218.55 43.67
96.2 
(M:96.2) 1 1 0 R.NFTIEQMTGMLLTK.L Dimethyl:2H(4): 1, 14

13044 true 4093 1926.0449 1925.0332 1 2.28 144.7 43.67
101.3 
(M:101.3) 1 1 0 K.MAVTFIGNSTAIQELFK.R Dimethyl: 1, 17

13045 true 4095 2054.178 2053.1874 1 -8.09 203.53 44.17
32.0 
(M:32.0) 1 1 0 K.FIHPEILQLVSLINTER.N Dimethyl:2H(4): 1

13046 true 4096 2090.1331 2089.1102 1 7.47 224.4 43.67
46.0 
(M:46.0) 1 1 0 -.MDLANHGLILLQQLNAQR.E Acetyl: 1

13047 true 4098 2130.1718 2129.1521 1 5.83 214.09 43.5
76.8 
(M:76.8) 1 1 0 K.IAVLQSFADQLIAADHYAK.G Dimethyl: 1, 19

13048 true 4099 2138.2136 2137.2023 1 1.88 259.97 43.5
57.6 
(M:57.6) 1 1 0 K.IAVLQSFADQLIAADHYAK.G Dimethyl:2H(4): 1, 19



13049 true 4101 2151.1793 2150.1518 1 9.41 219.58 43.5
74.3 
(M:74.3) 1 1 0

K.VQHQDALQISDVVMASLLR.
M Dimethyl: 1

13050 true 4109 2272.1926 2271.1648 1 9.06 261.93 43.67
64.6 
(M:64.6) 1 1 0 K.TDVAVQIISNLYHNFPEQR.T Dimethyl: 1

13051 true 4110 2276.2252 2275.1899 1 12.3 331.36 43.67
35.3 
(M:35.3) 1 1 0 K.TDVAVQIISNLYHNFPEQR.T Dimethyl:2H(4): 1

13052 true 4118 1346.7908 1345.7891 1 -4.09 187.1 43.67
25.3 
(M:25.3) 1 1 0 R.TLATDILMGVLK.E Oxidation: 8; Dimethyl: 1, 12

13053 true 4122 1478.8114 1477.7785 1 17.28 382.62 43.83
64.8 
(M:64.8) 3 1 0 R.LLVACCLADIFR.I Carbamidomethyl: 5, 6; Dimethyl: 1

13054 true 4122 1478.8114 1477.7785 1 17.28 382.62 43.83
64.8 
(M:64.8) 3 1 0 R.LLVACCLADIFR.I Carbamidomethyl: 5, 6; Dimethyl: 1

13055 true 4123 1509.8572 1508.8329 1 11.22 254.3 43.67
86.5 
(M:86.5) 4 1 0 R.SFPDFPVPGVLFR.D Dimethyl:2H(4): 1



13056 true 4125 1651.9303 1650.9055 1 10.59 198.08 44.33
51.7 
(M:51.7) 1 1 0 R.STMVDPAINLFFLK.M Dimethyl: 1, 14

13057 true 4127 1682.9227 1681.9375 1 -13.13 253.42 43.67
31.4 
(M:31.4) 1 1 0 R.SLLNSDVGFVTMVLR.C Dimethyl:2H(4): 1

13058 true 4132 2097.1302 2096.1095 1 6.38 209.49 43.67
39.3 
(M:39.3) 1 1 0 R.SHLADPDLPFYLFIAPPR.V Dimethyl: 1

13059 true 4133 2101.1587 2100.1346 1 8 320.49 43.67
40.4 
(M:40.4) 1 1 0 R.SHLADPDLPFYLFIAPPR.V Dimethyl:2H(4): 1

13060 true 4138 2424.346 2423.3173 1 8.85 276.09 43.67
65.0 
(M:65.0) 1 1 1

R.KFDVNTSAVQVLIEHIGNLDR.
A Dimethyl: 1, 1

13061 true 4139 2432.3892 2431.3675 1 5.95 283.84 43.67
42.4 
(M:42.4) 1 1 1

R.KFDVNTSAVQVLIEHIGNLDR.
A Dimethyl:2H(4): 1, 1

13062 true 4142 2603.4561 2602.4339 1 5.75 258.19 43.67
39.4 
(M:39.4) 1 1 1

R.LKDALLDHDLALPLCLLMAQQ
R.N Carbamidomethyl: 15; Dimethyl: 1, 2



13063 false 4144 1246.7653 1245.7445 1 10.86 50.67 43.83
15.7 
(M:15.7) 1 2 1 K.EFSQIIKIGR.T Dimethyl: 1, 7

13064 false 4148 1414.8274 1413.8493 1 -20.62 218.23 44
16.8 
(M:16.8) 1 4 0 K.AAIQAQTAATLPAK.T Dimethyl:2H(4): 1; Dimethyl: 14

13065 true 4149 1451.9433 1450.9251 1 7.53 324.82 43.83
49.8 
(M:49.8) 1 1 0 K.SLLIPYLDNLVK.H Dimethyl:2H(4): 1, 12

13066 true 4151 1611.9152 1610.8814 1 16.43 168.87 44
35.9 
(M:35.9) 1 1 0 R.CPGGATVGQLLELLR.Q Carbamidomethyl: 1; Dimethyl: 1

13067 true 4152 1615.9388 1614.9065 1 15.49 214.58 44
23.7 
(M:23.7) 1 1 0 R.CPGGATVGQLLELLR.Q

Carbamidomethyl: 1; Dimethyl:2H(4): 
1

13068 true 4157 1869.9867 1868.9461 1 17.79 311.33 44
46.4 
(M:46.4) 2 1 0 K.QVPNDSFFNFFNPIK.V Dimethyl: 1, 15

13069 true 4158 1878.0372 1876.9963 1 17.91 309.67 44
67.6 
(M:67.6) 3 1 0 K.QVPNDSFFNFFNPIK.V Dimethyl:2H(4): 1, 15



13070 true 4159 1902.0753 1901.0411 1 14.16 287.41 44
38.2 
(M:38.2) 1 1 0 K.LTDDHVQFLIYQILR.G Dimethyl: 1

13071 true 4162 2653.426 2652.3694 1 18.59 302.99 43.83
50.2 
(M:50.2) 1 1 0

K.AADPNFVMGHVIANGLELIGT
GSSVR.L Dimethyl: 1

13072 true 4163 1038.6158 1037.591 1 16.9 180.64 44.17
27.6 
(M:27.6) 1 1 0 K.SLLIDFFR.G Dimethyl: 1

13073 true 4164 1042.6436 1041.6161 1 19.46 207.66 44
27.5 
(M:27.5) 1 1 0 K.SLLIDFFR.G Dimethyl:2H(4): 1

13074 true 4168 1305.7878 1304.7828 1 -1.79 247.38 44.67
63.6 
(M:63.6) 5 1 0 R.ECLPLIIFLR.N

Carbamidomethyl: 2; Dimethyl:2H(4): 
1

13075 true 4173 1593.9684 1592.9324 1 18.04 233.18 44.17
38.8 
(M:38.8) 1 1 0 K.QMELLSPLVPLLGR.F Dimethyl: 1

13076 true 4176 1680.7943 1679.8056 1 -11.05 239.12 44.17
16.1 
(M:16.1) 1 1 0 K.QLWGNDGNVFNFNK.F Dimethyl: 1



13077 true 4178 1829.9031 1828.8578 1 20.74 177.31 44.17
18.6 
(M:18.6) 1 1 1 K.DAEPAEEGIAEEKEEK.E Dimethyl: 13, 16

13078 false 4180 1906.0964 1905.0662 1 12.02 383.62 44
16.1 
(M:16.1) 1 2 0 K.LTDDHVQFLIYQILR.G Dimethyl:2H(4): 1

13079 false 4180 1906.0964 1905.0481 1 21.5 318.89 44
16.0 
(M:16.0) 1 3 1 K.DGKGGTDLTNPPCLLQK.L

Carbamidomethyl: 13; Dimethyl:2H(4): 
1, 3; Dimethyl: 17

13080 true 4187 2105.2709 2104.2256 1 18.08 237.67 44.17
111.1 
(M:111.1) 2 1 0 K.TILGTPEVLLGLLPGAGATQR.L Dimethyl: 1

13081 true 4188 2109.2955 2108.2507 1 17.78 287.76 44.17
121.6 
(M:121.6) 2 1 0 K.TILGTPEVLLGLLPGAGATQR.L Dimethyl:2H(4): 1

13082 true 4191 2369.3313 2368.2784 1 19.22 229.48 44.17
119.1 
(M:119.1) 2 1 0

R.ELSAGIGLLAAATQSLNMPASL
GR.M Dimethyl: 1

13083 true 4192 2680.4783 2679.4418 1 10.9 126.45 44.17
60.6 
(M:60.6) 1 1 0

R.LQLPVFLQQMQNPDSLSILTN
PR.A Dimethyl: 1



13084 true 4193 1151.728 1150.7264 1 -4.92 443.54 44.17
27.7 
(M:27.7) 1 90.98 1 1 K.TGPKTTIFVK.S Dimethyl:2H(4): 4; Dimethyl: 10

13085 false 4194 1215.7683 1214.7536 1 6.08 297.19 44.17
18.2 
(M:18.2) 1 4 1 K.GGEKIPVAGSLK.S Dimethyl:2H(4): 1; Dimethyl: 12

13086 false 4194 1215.7683 1214.79 1 -23.85 112.25 44.17
19.3 
(M:19.3) 1 2 1 R.LEEARLVLLK.K Dimethyl:2H(4): 1

13087 true 4194 1215.7683 1214.7387 1 18.37 156.67 44.17
61.5 
(M:61.5) 2 1 0 K.LFDNLLALIR.T Dimethyl: 1

13088 true 4195 1219.7892 1218.7638 1 14.84 164.2 44.17
32.7 
(M:32.7) 2 1 0 K.LFDNLLALIR.T Dimethyl:2H(4): 1

13089 true 4208 2043.1305 2042.0983 1 12.22 132.73 44.5
53.2 
(M:53.2) 1 1 0 K.QQYLCQPLLDAVLANIR.S Carbamidomethyl: 5; Dimethyl: 1

13090 true 4209 2050.2022 2049.1623 1 15.95 161.39 44.17
18.0 
(M:18.0) 1 1 0 K.FIHPEILQLVSLINTER.N Dimethyl: 1



13091 true 4211 2198.1309 2197.0871 1 16.59 270.36 44.33
127.9 
(M:127.9) 3 1 0 K.TQGNVFATDAILATLMSCTR.S Carbamidomethyl: 18; Dimethyl: 1

13092 true 4213 2221.2636 2220.2154 1 18.43 257.17 44.33
31.8 
(M:31.8) 1 1 1 K.NSIVALVENLASKEPYYVR.C Dimethyl: 1, 13

13093 true 4215 2277.4164 2276.3708 1 16.85 327.28 44.33
50.5 
(M:50.5) 1 1 1 R.NKNPAPPIEAIEQILPTLVR.L Dimethyl:2H(4): 1, 2

13094 true 4216 2373.3587 2372.3035 1 20.17 204.38 44.17
95.7 
(M:95.7) 1 1 0

R.ELSAGIGLLAAATQSLNMPASL
GR.M Dimethyl:2H(4): 1

13095 false 4226 1333.7825 1332.7439 1 23.53 376.54 44.5
18.4 
(M:18.4) 1 3 1 K.DAQEKLELAEK.K Dimethyl:2H(4): 5; Dimethyl: 11

13096 true 4227 1355.8343 1354.8312 1 -3.09 250.52 44.5
69.5 
(M:69.5) 1 1 0 R.SFLLDLLNATGK.D Dimethyl:2H(4): 1, 12

13097 true 4235 1641.8612 1640.839 1 9.06 284.01 44.83
80.0 
(M:80.0) 1 1 0 K.MVGLPAAFDMMLTGR.N Dimethyl:2H(4): 1



13098 true 4236 1659.9818 1658.9557 1 11.3 177.19 44.33
18.6 
(M:18.6) 1 1 0 R.STMVDPAINLFFLK.M Dimethyl:2H(4): 1, 14

13099 true 4238 1751.9578 1750.9447 1 3.35 251.27 44.5
52.5 
(M:52.5) 2 1 0 R.IPWFQYPIIYDIR.A Dimethyl: 1

13100 true 4240 1806.9401 1805.9134 1 10.75 242.32 44.5
49.8 
(M:49.8) 1 1 0 K.NPVTIFSLATNEMWR.T Dimethyl: 1

13101 true 4241 1810.9672 1809.9385 1 11.79 336.26 44.33
17.4 
(M:17.4) 1 1 0 K.NPVTIFSLATNEMWR.T Dimethyl:2H(4): 1

13102 true 4242 1847.9219 1846.878 1 19.8 159.25 44.33
31.2 
(M:31.2) 1 1 0 K.TVGMLSNMIAFYDMAR.R Dimethyl: 1

13103 true 4243 1851.9424 1850.9031 1 17.32 296.22 44.33
47.3 
(M:47.3) 1 1 0 K.TVGMLSNMIAFYDMAR.R Dimethyl:2H(4): 1

13104 true 4244 1929.0503 1928.0401 1 1.54 136.32 44.33
42.1 
(M:42.1) 1 1 0 K.MSQVAPSLSALIGEVVGAR.L Oxidation: 1; Dimethyl: 1



13105 true 4250 2124.2153 2123.2202 1 -5.74 158.24 44.83
18.6 
(M:18.6) 1 1 1 R.TTVVAQLKQLQAETEPIVK.M Dimethyl: 19

13106 true 4252 2202.1543 2201.1122 1 15.81 290.08 44.33
120.5 
(M:120.5) 3 1 0 K.TQGNVFATDAILATLMSCTR.S

Carbamidomethyl: 18; Dimethyl:2H(4): 
1

13107 true 4253 2214.1275 2213.082 1 17.24 172.03 44.33
17.5 
(M:17.5) 1 1 0 K.TQGNVFATDAILATLMSCTR.S

Carbamidomethyl: 18; Oxidation: 16; 
Dimethyl: 1

13108 true 4257 2269.3656 2268.3206 1 16.65 254.35 44.33
53.2 
(M:53.2) 1 1 1 R.NKNPAPPIEAIEQILPTLVR.L Dimethyl: 1, 2

13109 true 4260 2473.3224 2472.279 1 14.59 215.12 44.33
58.4 
(M:58.4) 1 1 1

K.KDEITVSNIVELMHQVSMGM
K.Y Dimethyl: 1, 1, 21

13110 true 4263 1101.6641 1100.6594 1 -2.36 351.07 44.67
86.7 
(M:86.7) 2 1 0 K.LPDLLSFLR.G Dimethyl: 1

13111 true 4265 1347.7843 1346.781 1 -2.91 184.26 44.5
73.4 
(M:73.4) 1 1 0 R.SFLLDLLNATGK.D Dimethyl: 1, 12



13112 true 4270 1614.9613 1613.9756 1 -13.35 188.89 44.5
72.0 
(M:72.0) 1 1 0 K.ELQALYALQALVVK.L Dimethyl: 1, 14

13113 true 4271 1623.0245 1622.0258 1 -5.33 207.78 44.5
61.0 
(M:61.0) 1 1 0 K.ELQALYALQALVVK.L Dimethyl:2H(4): 1, 14

13114 true 4273 1785.8742 1784.8615 1 3.03 198.38 44.5
16.9 
(M:16.9) 1 1 1 K.DSSHPAKEMVIDDSAK.L Dimethyl: 1, 16

13115 true 4281 2394.2246 2393.2157 1 0.68 178.55 44.5
125.4 
(M:125.4) 2 1 0

R.VAMQDATAQMAMLQFISSG
LPK.V Dimethyl: 1, 22

13116 true 4282 2402.2664 2401.2659 1 -2.8 202.37 44.5
148.8 
(M:148.8) 3 100 1 0

R.VAMQDATAQMAMLQFISSG
LPK.V Dimethyl:2H(4): 1, 22

13117 true 4286 1105.6862 1104.6845 1 -5.01 287.81 44.67
53.3 
(M:53.3) 2 1 0 K.LPDLLSFLR.G Dimethyl:2H(4): 1

13118 true 4290 1419.8315 1418.8245 1 -0.2 258.25 44.83
48.3 
(M:48.3) 1 1 0 R.DLVEAVAHILGVR.D Dimethyl: 1



13119 true 4291 1423.8529 1422.8497 1 -2.84 277.52 44.67
26.5 
(M:26.5) 1 1 0 R.DLVEAVAHILGVR.D Dimethyl:2H(4): 1

13120 true 4295 1499.8769 1498.8669 1 1.8 201.42 44.83
82.0 
(M:82.0) 1 1 0 K.CANLFEALVGTLK.A

Carbamidomethyl: 1; Dimethyl:2H(4): 
1, 13

13121 true 4300 1572.8501 1571.8155 1 17.39 197.38 44.67
16.0 
(M:16.0) 1 1 1 K.QLEEELALSEKQR.L

13122 true 4301 1637.8284 1636.8139 1 4.37 203.76 44.83
72.9 
(M:72.9) 1 1 0 K.MVGLPAAFDMMLTGR.N Dimethyl: 1

13123 true 4304 1669.9384 1668.9535 1 -13.38 280.66 44.67
17.6 
(M:17.6) 1 1 0 K.LHDAIVEVVTCLLR.R

Carbamidomethyl: 11; Dimethyl:2H(4): 
1

13124 true 4305 1913.0599 1912.0452 1 3.88 327.46 44.83
97.5 
(M:97.5) 2 1 0 K.MSQVAPSLSALIGEVVGAR.L Dimethyl: 1

13125 true 4308 2000.1595 1999.1506 1 0.81 128.98 44.67
73.3 
(M:73.3) 2 1 1 R.LRGELGLFPANYVTPVLL.- Dimethyl: 1



13126 true 4318 1437.8255 1436.8028 1 10.75 330.57 45
53.4 
(M:53.4) 2 1 0 R.DITYFIQQLLR.E Dimethyl: 1

13127 true 4319 1441.8505 1440.8279 1 10.64 314.74 45
31.9 
(M:31.9) 1 1 0 R.DITYFIQQLLR.E Dimethyl:2H(4): 1

13128 true 4324 1653.8201 1652.8088 1 2.39 128.27 44.83
24.5 
(M:24.5) 1 48.55 1 0 K.MVGLPAAFDMMLTGR.N Oxidation: 1; Dimethyl: 1

13129 true 4325 1657.845 1656.8339 1 2.3 202.83 44.83
32.6 
(M:32.6) 1 76.09 1 0 K.MVGLPAAFDMMLTGR.N Dimethyl:2H(4): 1; Oxidation: 10

13130 true 4326 1797.0714 1796.056 1 4.49 233.61 45
55.2 
(M:55.2) 2 1 0 R.LLQALDPLYVIQNLR.E Dimethyl: 1

13131 true 4327 1801.09 1800.0811 1 0.87 186.5 44.83
27.8 
(M:27.8) 1 1 0 R.LLQALDPLYVIQNLR.E Dimethyl:2H(4): 1

13132 true 4329 1917.0851 1916.0703 1 3.91 406.31 44.83
116.3 
(M:116.3) 2 1 0 K.MSQVAPSLSALIGEVVGAR.L Dimethyl:2H(4): 1



13133 true 4332 771.4503 770.4367 1 8.19 369.53 45
37.4 
(M:37.4) 3 1 0 K.ILGFFF.- Dimethyl: 1

13134 true 4333 775.4732 774.4618 1 5.25 327.27 45
30.2 
(M:30.2) 3 1 0 K.ILGFFF.- Dimethyl:2H(4): 1

13135 false 4335 989.5795 988.5627 1 9.57 139.99 45
15.3 
(M:15.3) 1 6 1 -.MPSDLAKK.K Oxidation: 1; Dimethyl: 1, 7, 8

13136 true 4336 1089.6539 1088.6264 1 18.56 143.91 45
18.0 
(M:18.0) 1 1 1 -.MSAPAAKVSK.K Oxidation: 1; Dimethyl: 1, 7, 10

13137 true 4354 2306.2121 2305.1827 1 9.6 191.56 45
29.4 
(M:29.4) 1 1 0 K.NYLPAINGIVFLVDCADHSR.L

Carbamidomethyl: 15; Dimethyl:2H(4): 
1

13138 true 4355 2474.3534 2473.3118 1 13.86 187.63 45
49.4 
(M:49.4) 1 1 0

R.TEPLAANPFAAVFAHLLNPAP
ER.G Dimethyl: 1

13139 false 4418 1382.7404 1381.7425 1 -6.77 404.61 50
15.8 
(M:15.8) 3 3 1 K.AKDEQSAVSMLK.K

Dimethyl:2H(4): 2; Oxidation: 10; 
Dimethyl: 12



13140 false 4418 1382.7404 1381.7503 1 -12.45 275.51 50
15.8 
(M:15.8) 1 3 1 K.AQYEEIAQRSK.E Dimethyl:2H(4): 11; Dimethyl: 1

13141 false 4423 848.5046 847.5065 1 -10.84 492.63 51.5
17.1 
(M:17.1) 1 7 1 K.EKLNER.L Dimethyl:2H(4): 1; Dimethyl: 2



Accession Type Range Protein Dataset Location Int. OK (SoK) SoK Row

ENSGALP00000037260 CID 74 - 80

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(731,40)" 3328 true 0.31 1

ENSGALP00000037260 CID 110 - 117

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(884,49)" 574 false 2

ENSGALP00000021743 CID 106 - 113
histone H2B - CGNC Symbol 
52653 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(884,49)" 574 false 3

ENSGALP00000016918 CID 487 - 504

eukaryotic translation 
initiation factor 2A - CGNC 
Symbol 7921 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1981,87)" 1734 true 0.55 4

ENSGALP00000017495 CID 502 - 511
scinderin - CGNC Symbol 
8188 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1144,69)" 5630 false 5

ENSGALP00000027982 CID 467 - 478

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1358,69)" 701 true 0.76 6

ENSGALP00000027982 CID 467 - 478

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1362,72)" 536 7



ENSGALP00000033741 CID 61 - 72

EF-hand domain family 
member D1 - CGNC Symbol 
52247 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1391,72)" 4292 true 0.67 8

ENSGALP00000015986 CID 1,038 - 1,053
integrator complex subunit 
7 - CGNC Symbol 7478 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1934,98)" 1156 true 0.57 9

ENSGALP00000033741 CID 61 - 72

EF-hand domain family 
member D1 - CGNC Symbol 
52247 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1395,75)" 2884 10

ENSGALP00000005132 CID 63 - 74

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1484,72)" 941 true 1.9 11

ENSGALP00000015986 CID 1,038 - 1,053
integrator complex subunit 
7 - CGNC Symbol 7478 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1939,00)" 381 12

ENSGALP00000005132 CID 63 - 74

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1492,77)" 1791 true 1.9 13

ENSGALP00000024133 CID 469 - 478
histone deacetylase 2 - 
CGNC Symbol 11140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1182,61)" 6705 14



ENSGALP00000029589 CID 138 - 146
septin 6 - CGNC Symbol 
51720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1182,61)" 6705 true 0.73 15

ENSGALP00000018295 CID Aug-25

SERPINE1 mRNA binding 
protein 1 - CGNC Symbol 
8530 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2192,12)" 6906 true 1.2 16

ENSGALP00000009341 CID 482 - 494

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1481,84)" 25254 false 17

ENSGALP00000018295 CID Aug-25

SERPINE1 mRNA binding 
protein 1 - CGNC Symbol 
8530 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2200,17)" 8277 true 1.2 18

ENSGALP00000004924 CID 2,371 - 2,385

nuclear receptor 
corepressor 2 - CGNC 
Symbol 2259 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1552,85)" 760 true 0.51 19

ENSGALP00000013122 CID 206 - 218

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1552,85)" 760 false 20

ENSGALP00000036932 CID 42 - 58

acylphosphatase 1 
erythrocyte (common) type - 
CGNC Symbol 7842 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1707,87)" 1301 true 0.79 21



ENSGALP00000004437 CID 108 - 116
ribosomal protein S10 - 
CGNC Symbol 51122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1012,57)" 7033 true 0.87 22

ENSGALP00000016918 CID 487 - 504

eukaryotic translation 
initiation factor 2A - CGNC 
Symbol 7921 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1985,86)" 383 23

ENSGALP00000013431 CID 381 - 399
programmed cell death 11 - 
CGNC Symbol 6260 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2155,09)" 1612 false 24

ENSGALP00000004437 CID 108 - 116
ribosomal protein S10 - 
CGNC Symbol 51122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1016,59)" 6089 25

ENSGALP00000002409 CID 511 - 520

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1016,59)" 6089 false 1.36 26

ENSGALP00000006157 CID 22 - 33

peptidylprolyl cis/trans 
isomerase NIMA-interacting 
4 - CGNC Symbol 2839 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1116,66)" 5233 27

ENSGALP00000018335 CID 516 - 532

TBC1 domain family 
member 5 - CGNC Symbol 
8548 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2035,97)" 3916 true 0.18 28



ENSGALP00000004013 CID 1,171 - 1,183 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1432,79)" 1861 true 1.57 29

ENSGALP00000001456 CID 496 - 508

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1306,73)" 4188 30

ENSGALP00000004013 CID 1,171 - 1,183 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1424,74)" 666 true 1.57 31

ENSGALP00000013808 CID 530 - 540
stromal antigen 2 - CGNC 
Symbol 51718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1249,62)" 4034 true 0.24 32

ENSGALP00000015176 CID 1,022 - 1,031

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1238,67)" 4981 true 0.37 33

ENSGALP00000013808 CID 530 - 540
stromal antigen 2 - CGNC 
Symbol 51718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1253,64)" 721 34

ENSGALP00000003423 CID 1,079 - 1,091

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1512,82)" 2678 false 35



ENSGALP00000002828 CID 400 - 408

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1046,56)" 1396 true 0.79 36

ENSGALP00000042962 CID 143 - 154
zinc finger protein 740 - 
CGNC Symbol 63794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1545,76)" 2902 true 0.31 37

ENSGALP00000042962 CID 143 - 154
zinc finger protein 740 - 
CGNC Symbol 63794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1553,82)" 903 true 0.31 38

ENSGALP00000018335 CID 516 - 532

TBC1 domain family 
member 5 - CGNC Symbol 
8548 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2040,00)" 610 39

ENSGALP00000015176 CID 1,022 - 1,031

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1242,69)" 1329 40

ENSGALP00000023075 CID 906 - 918
replication factor C subunit 
1 - CGNC Symbol 51823 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1434,71)" 5096 false 41

ENSGALP00000043363 CID Jan-13
visual system homeobox 1 - 
Refseq NP_990100 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1434,71)" 5096 true 0.5 42



ENSGALP00000042618 CID 101 - 110

Translationally-controlled 
tumor protein homolog - 
UP P43347 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1320,75)" 6295 true 0.85 43

ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1408,79)" 1988 false 44

ENSGALP00000042618 CID 101 - 110

Translationally-controlled 
tumor protein homolog - 
UP P43347 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1328,79)" 6102 true 0.85 45

ENSGALP00000023396 CID 175 - 187
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1530,84)" 25873 true 0.75 46

ENSGALP00000023635 CID 342 - 355
lamin B1 - CGNC Symbol 
10893 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1635,74)" 918 true 0.49 47

ENSGALP00000023635 CID 342 - 355
lamin B1 - CGNC Symbol 
10893 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1639,77)" 450 48

ENSGALP00000023626 CID 46 - 64 zyxin - CGNC Symbol 10889 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1874,93)" 668 49



ENSGALP00000008013 CID 1-Jul

ISY1 splicing factor homolog 
(S. cerevisiae) - CGNC 
Symbol 3725 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(905,45)" 3044 false 0.53 50

ENSGALP00000006624 CID 31 - 38

vacuolar protein sorting 26 
homolog A (S. pombe) - 
CGNC Symbol 3064 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(905,45)" 3044 51

ENSGALP00000002508 CID 910 - 916

Gallus gallus SIN3 
transcription regulator 
family member A (SIN3A) 
mRNA. - RefSeq mRNA 
NM_001293184 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(905,45)" 3044 false 0.53 52

ENSGALP00000027238 CID 551 - 559
importin 5 - CGNC Symbol 
50851 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1101,70)" 599 false 53

ENSGALP00000000170 CID 89 - 100
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1420,76)" 3474 54

ENSGALP00000037260 CID 48 - 58

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1196,63)" 2993 false 55

ENSGALP00000021743 CID 44 - 54
histone H2B - CGNC Symbol 
52653 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1196,63)" 2993 false 56



ENSGALP00000035601 CID 187 - 200
tripeptidyl peptidase I - 
CGNC Symbol 15637 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1550,81)" 390 57

ENSGALP00000019468 CID 552 - 566
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1601,80)" 5231 58

ENSGALP00000018258 CID 236 - 253
Enah/Vasp-like - CGNC 
Symbol 8513 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1786,89)" 1697 true 0.46 59

ENSGALP00000023274 CID 811 - 821

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1129,63)" 572 false 60

ENSGALP00000029589 CID 138 - 146
septin 6 - CGNC Symbol 
51720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1186,64)" 4091 61

ENSGALP00000010414 CID 264 - 277

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1639,73)" 9816 true 0.33 62

ENSGALP00000023059 CID 1,211 - 1,227

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1947,94)" 1395 false 63



ENSGALP00000042171 CID 197 - 203
transgelin 2 - CGNC Symbol 
65718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(906,44)" 2886 true 0.7 64

ENSGALP00000037260 CID 48 - 58

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1224,67)" 221149 true 0.37 65

ENSGALP00000021743 CID 44 - 54
histone H2B - CGNC Symbol 
52653 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1224,67)" 221149 true 0.37 66

ENSGALP00000042800 CID 46 - 55
Zinc finger protein 706 - UP 
Q5ZMM5 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1224,67)" 221149 67

ENSGALP00000033650 CID 23 - 35
FYN binding protein - CGNC 
Symbol 2773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1409,75)" 1515 true 0.49 68

ENSGALP00000026130 CID 648 - 657

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1302,67)" 2353 true 0.61 69

ENSGALP00000016490 CID 135 - 146
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1391,67)" 2548 false 70



ENSGALP00000011673 CID 2-Sep
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(897,48)" 6743 71

ENSGALP00000041100 CID 32 - 44 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1410,69)" 10134 true 0.29 72

ENSGALP00000012723 CID 1,286 - 1,298

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1438,74)" 11665 73

ENSGALP00000043363 CID Jan-13
visual system homeobox 1 - 
Refseq NP_990100 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1438,74)" 11665 true 0.67 74

ENSGALP00000014317 CID 305 - 317

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1369,73)" 3419 true 0.83 75

ENSGALP00000041100 CID 32 - 44 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1414,72)" 2714 76

ENSGALP00000013963 CID 1,059 - 1,079

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2266,99)" 1889 true 0.48 77



ENSGALP00000014317 CID 305 - 317

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1373,76)" 3441 78

ENSGALP00000043363 CID Jan-13
visual system homeobox 1 - 
Refseq NP_990100 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1438,74)" 13785 79

ENSGALP00000023396 CID 175 - 187
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1522,79)" 32734 true 0.75 80

ENSGALP00000013963 CID 1,059 - 1,079

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2275,04)" 532 true 0.48 81

ENSGALP00000034108 CID 247 - 254
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(870,52)" 876 82

ENSGALP00000017954 CID 96 - 108

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1422,80)" 1350 true 0.54 83

ENSGALP00000017462 CID 77 - 85
high mobility group box 2 - 
CGNC Symbol 8169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1087,62)" 3260 false 84



ENSGALP00000017954 CID 96 - 108

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1434,88)" 724 true 0.54 85

ENSGALP00000019224 CID 544 - 553

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1101,64)" 24873 false 86

ENSGALP00000015741 CID 31 - 43

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1409,74)" 5277 87

ENSGALP00000038408 CID 206 - 228
Y box binding protein 1 - 
CGNC Symbol 3598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2684,17)" 3799 true 3.11 88

ENSGALP00000020169 CID 744 - 751
phosphorylase glycogen 
liver - CGNC Symbol 49139 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(951,55)" 1781 89

ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1513,71)" 6524 true 0.4 90

ENSGALP00000013474 CID 274 - 287
RNA binding motif protein 
19 - CGNC Symbol 6281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1667,91)" 721 false 91



ENSGALP00000038408 CID 206 - 228
Y box binding protein 1 - 
CGNC Symbol 3598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2692,21)" 9811 true 3.11 92

ENSGALP00000012367 CID 2-Dec
SLC9A3 regulator 1 - CGNC 
Symbol 51624 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1049,55)" 2466 93

ENSGALP00000009037 CID 331 - 341
myosin IG - CGNC Symbol 
51252 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1173,58)" 2629 true 0.44 94

ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1517,73)" 2022 95

ENSGALP00000007481 CID 131 - 140
BUD31 homolog - CGNC 
Symbol 3487 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1333,60)" 3951 true 0.61 96

ENSGALP00000023626 CID 46 - 64 zyxin - CGNC Symbol 10889 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1870,89)" 4357 true 0.43 97

ENSGALP00000014828 CID 399 - 409
PIT54 protein precursor - 
Refseq NP_997063 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1218,63)" 5916 98



ENSGALP00000037260 CID 48 - 58

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1232,72)" 78447 true 0.37 99

ENSGALP00000021743 CID 44 - 54
histone H2B - CGNC Symbol 
52653 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1232,72)" 78447 true 0.37 100

ENSGALP00000007481 CID 131 - 140
BUD31 homolog - CGNC 
Symbol 3487 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1337,62)" 2402 101

ENSGALP00000003060 CID 480 - 487
pre-mRNA processing factor 
38B - CGNC Symbol 1397 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(919,47)" 698 false 102

ENSGALP00000003584 CID 28 - 37
H3 histone family 3B - 
CGNC Symbol 49711 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1015,59)" 1290 false 103

ENSGALP00000011071 CID 563 - 571
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1015,59)" 1290 false 104

ENSGALP00000015051 CID 201 - 210
pleiotropic regulator 1 - 
CGNC Symbol 7032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1123,66)" 1206 105



ENSGALP00000008128 CID 448 - 457
nucleoporin 210kDa - CGNC 
Symbol 3777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1123,66)" 1206 106

ENSGALP00000013729 CID 47 - 54
small ubiquitin-like modifier 
1 - CGNC Symbol 48961 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1139,60)" 3770 false 107

ENSGALP00000009511 CID 188 - 196
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1185,63)" 6963 false 108

ENSGALP00000010414 CID 264 - 277

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1643,76)" 2937 109

ENSGALP00000016361 CID 153 - 162
ribosomal protein S3A - 
CGNC Symbol 51748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1245,64)" 2550 false 1.15 110

ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1499,70)" 1002 true 0.66 111

ENSGALP00000003717 CID 463 - 469

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(830,50)" 898 false 112



ENSGALP00000010510 CID 417 - 423
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(830,50)" 898 false 113

ENSGALP00000001579 CID 702 - 708
N-ethylmaleimide sensitive 
factor - CGNC Symbol 715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(830,50)" 898 false 114

ENSGALP00000019120 CID 420 - 426
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(830,50)" 898 false 115

ENSGALP00000017462 CID 77 - 85
high mobility group box 2 - 
CGNC Symbol 8169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1115,65)" 26815 true 0.14 116

ENSGALP00000022917 CID 73 - 81

SAMM50 sorting and 
assembly machinery 
component - CGNC Symbol 
10580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1115,65)" 26815 false 117

ENSGALP00000015160 CID 3,634 - 3,642

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1115,65)" 26815 false 118

ENSGALP00000016361 CID 153 - 162
ribosomal protein S3A - 
CGNC Symbol 51748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1249,66)" 2941 119



ENSGALP00000017462 CID 77 - 85
high mobility group box 2 - 
CGNC Symbol 8169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1127,73)" 2195 true 0.14 120

ENSGALP00000029993 CID 127 - 133

Rho GDP dissociation 
inhibitor (GDI) beta - CGNC 
Symbol 8920 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(994,51)" 1270 true 0.38 121

ENSGALP00000009037 CID 331 - 341
myosin IG - CGNC Symbol 
51252 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1177,61)" 765 122

ENSGALP00000012163 CID 950 - 962

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1335,72)" 1188 123

ENSGALP00000015415 CID 1,155 - 1,167

Hsap of 4: sterile alpha 
motif domain containing 9 - 
HGNC:1348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1615,77)" 2275 124

ENSGALP00000015886 CID 110 - 123

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1446,70)" 2330 true 0.7 125

ENSGALP00000000503 CID 65 - 82

high mobility group 
nucleosomal binding 
domain 2 - CGNC Symbol 
54659 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1970,91)" 634 false 126



ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1188,67)" 7390 false 127

ENSGALP00000015886 CID 110 - 123

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1454,75)" 1639 true 0.7 128

ENSGALP00000039530 CID 398 - 405

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1055,57)" 8643 false 129

ENSGALP00000007102 CID 354 - 363

regulator of microtubule 
dynamics 3 - CGNC Symbol 
3296 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1137,67)" 2232 false 130

ENSGALP00000035496 CID 135 - 147

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1488,70)" 1763 true 0.69 131

ENSGALP00000000509 CID 567 - 574

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(919,47)" 3325 false 132

ENSGALP00000027682 CID 231 - 237

CWF19-like 2 cell cycle 
control (S. pombe) - 
HGNC:26508 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(919,47)" 3325 false 133



ENSGALP00000015027 CID 1-Sep

acyl-CoA binding domain 
containing 3 - CGNC Symbol 
7024 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(919,47)" 3325 134

ENSGALP00000023396 CID 194 - 205
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1285,65)" 45440 true 0.71 135

ENSGALP00000035496 CID 135 - 147

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1496,75)" 1224 true 0.69 136

ENSGALP00000019031 CID 415 - 423
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1265,63)" 9611 137

ENSGALP00000023396 CID 194 - 205
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1289,68)" 25901 138

ENSGALP00000027682 CID 231 - 237

CWF19-like 2 cell cycle 
control (S. pombe) - 
HGNC:26508 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(919,47)" 2351 false 139

ENSGALP00000008171 CID 1,407 - 1,414

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(919,47)" 2351 false 140



ENSGALP00000039575 CID 305 - 314

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC 
Symbol 50984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1037,55)" 1275 true 0.71 141

ENSGALP00000014596 CID 305 - 314

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 4 - CGNC 
Symbol 6824 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1037,55)" 1275 true 0.71 142

ENSGALP00000038677 CID 196 - 205

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1039,60)" 915 true 0.67 143

ENSGALP00000021034 CID 111 - 119

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1027,58)" 3470 true 0.45 144

ENSGALP00000002252 CID 152 - 160

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1039,59)" 1545 true 0.45 145

ENSGALP00000038677 CID 196 - 205

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1055,60)" 1675 false 146

ENSGALP00000015366 CID Feb-14
peptidylprolyl isomerase D - 
CGNC Symbol 7186 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1471,75)" 3098 147



ENSGALP00000026123 CID 360 - 372

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1497,83)" 10037 false 148

ENSGALP00000003342 CID 380 - 390

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1346,71)" 6236 false 149

ENSGALP00000023059 CID 1,213 - 1,227

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1677,78)" 4863 true 0.27 150

ENSGALP00000001150 CID 1-Aug
histidyl-tRNA synthetase - 
CGNC Symbol 50172 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(906,44)" 1681 true 0.94 151

ENSGALP00000036304 CID 157 - 165

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(964,52)" 1709 true 5.63 152

ENSGALP00000026067 CID 54 - 66

U2 small nuclear RNA 
auxiliary factor 1 - CGNC 
Symbol 49287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1401,69)" 11105 true 0.32 153

ENSGALP00000033584 CID 134 - 145

ras homolog family 
member A - CGNC Symbol 
49322 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1523,91)" 7457 false 154



ENSGALP00000023059 CID 1,213 - 1,227

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1681,80)" 1169 155

ENSGALP00000042171 CID 197 - 203
transgelin 2 - CGNC Symbol 
65718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(910,46)" 1582 156

ENSGALP00000010414 CID 266 - 277

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1368,60)" 2571 true 0.44 157

ENSGALP00000022269 CID 300 - 312

phosphoribosylaminoimida
zole carboxylase 
phosphoribosylaminoimida
zolesuccinocarboxamide 
synthase - CGNC Symbol 
10274 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1466,80)" 2093 true 1.62 158

ENSGALP00000023278 CID 39 - 47

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1147,55)" 14316 true 1.04 159

ENSGALP00000015128 CID 128 - 143
lamin B receptor - CGNC 
Symbol 49736 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1855,84)" 1845 false 160

ENSGALP00000023278 CID 39 - 47

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1155,60)" 15112 true 1.04 161



ENSGALP00000007490 CID 362 - 372 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1423,81)" 26602 true 2.22 162

ENSGALP00000017954 CID 96 - 109

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1578,91)" 454 false 163

ENSGALP00000041979 CID 70 - 79

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1323,75)" 502 false 164

ENSGALP00000010925 CID 42 - 53

exocyst complex 
component 6 - CGNC 
Symbol 52056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1457,71)" 852 true 0.61 165

ENSGALP00000012605 CID 529 - 536

pescadillo ribosomal 
biogenesis factor 1 - CGNC 
Symbol 5881 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(928,56)" 55605 false 166

ENSGALP00000025404 CID 398 - 406

inner membrane 
mitochondrial protein - 
CGNC Symbol 11773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(928,56)" 55605 true 1.13 167

ENSGALP00000041526 CID 69 - 79

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1346,71)" 27278 false 168



ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1527,75)" 958 true 0.79 169

ENSGALP00000015979 CID 306 - 318

peptidylprolyl isomerase G 
(cyclophilin G) - CGNC 
Symbol 7474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1541,76)" 1479 false 170

ENSGALP00000014374 CID 249 - 255
malate dehydrogenase 1 - 
CGNC Symbol 6725 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(898,48)" 389 false 171

ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1535,80)" 757 true 0.79 172

P35527 CID 491 - 513

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1819,75)" 4270 true 0.64 173

ENSGALP00000015027 CID 508 - 514

acyl-CoA binding domain 
containing 3 - CGNC Symbol 
7024 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(972,55)" 37709 false 0.16 174

ENSGALP00000016629 CID 191 - 197
peroxiredoxin 1 - CGNC 
Symbol 7794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(972,55)" 37709 true 0.49 175



ENSGALP00000023574 CID 884 - 900

regulation of nuclear pre-
mRNA domain containing 2 - 
CGNC Symbol 52333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2228,01)" 4925 true 0.4 176

ENSGALP00000023574 CID 884 - 900

regulation of nuclear pre-
mRNA domain containing 2 - 
CGNC Symbol 52333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2232,05)" 1771 177

ENSGALP00000027541 CID 89 - 96
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1000,59)" 24653 false 178

ENSGALP00000004013 CID 746 - 755 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1093,51)" 793 true 1.27 179

ENSGALP00000001788 CID Feb-15

potassium voltage-gated 
channel subfamily J 
member 5 - HGNC:6266 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1629,75)" 750 true 0.73 180

ENSGALP00000001460 CID 133 - 146
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1630,84)" 5373 false 181

ENSGALP00000004013 CID 746 - 755 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1101,56)" 1003 true 1.27 182



ENSGALP00000030678 CID 436 - 445 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1253,64)" 1753 false 183

P35527 CID 491 - 513

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1823,77)" 1379 184

ENSGALP00000015519 CID 572 - 579

solute carrier family 25 
(aspartate/glutamate 
carrier) member 12 - CGNC 
Symbol 7264 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(914,53)" 1941 185

ENSGALP00000015517 CID 550 - 557

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(914,53)" 1941 186

ENSGALP00000003898 CID 603 - 617
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1689,86)" 886 true 0.84 187

ENSGALP00000015061 CID 333 - 348
fibrinogen alpha chain - 
CGNC Symbol 49746 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1724,80)" 1696 188

ENSGALP00000039011 CID 985 - 992

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1051,54)" 1365 true 0.44 189



ENSGALP00000017462 CID 77 - 85
high mobility group box 2 - 
CGNC Symbol 8169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1087,63)" 838 false 190

ENSGALP00000003089 CID 278 - 288
valosin containing protein - 
CGNC Symbol 53073 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1259,69)" 3033 true 0.51 191

ENSGALP00000003898 CID 603 - 617
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1701,93)" 743 true 0.84 192

ENSGALP00000039011 CID 985 - 992

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1055,55)" 607 193

ENSGALP00000010935 CID 519 - 528

Cbl proto-oncogene E3 
ubiquitin protein ligase - 
CGNC Symbol 49015 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1162,66)" 1418 false 194

ENSGALP00000024609 CID 260 - 269

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1298,63)" 9580 true 0.34 195

ENSGALP00000014509 CID 245 - 260

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1392,71)" 1456 true 0.97 196



ENSGALP00000014097 CID 132 - 144

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1567,70)" 65057 true 0.87 197

ENSGALP00000024609 CID 260 - 269

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1302,65)" 2792 198

ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1438,72)" 23356 true 0.4 199

ENSGALP00000007472 CID 34 - 51
PDGFA associated protein 1 
- CGNC Symbol 3481 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2016,90)" 1533 true 1.57 200

ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1188,67)" 2210 true 0.43 201

ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1442,74)" 7939 202

ENSGALP00000007472 CID 34 - 51
PDGFA associated protein 1 
- CGNC Symbol 3481 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2024,96)" 2401 true 1.57 203



ENSGALP00000004437 CID 130 - 138
ribosomal protein S10 - 
CGNC Symbol 51122 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(897,48)" 1348 false 204

ENSGALP00000019667 CID 248 - 259

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1334,63)" 8459 true 0.23 205

ENSGALP00000002409 CID 869 - 880

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1479,93)" 543 false 206

ENSGALP00000032039 CID 268 - 282
leupaxin - CGNC Symbol 
14208 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1650,76)" 789 false 207

ENSGALP00000035780 CID 339 - 355
RAN binding protein 2 - 
CGNC Symbol 50838 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2012,97)" 1907 false 208

ENSGALP00000004013 CID 2,210 - 2,216 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(833,46)" 335 true 1.51 209

ENSGALP00000023188 CID 1-Jul

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(891,52)" 3078 false 210



ENSGALP00000012481 CID 240 - 248
ribosomal protein L4 - 
CGNC Symbol 5828 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(891,52)" 3078 true 1.07 211

ENSGALP00000019667 CID 248 - 259

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1338,67)" 1659 212

ENSGALP00000026067 CID 54 - 66

U2 small nuclear RNA 
auxiliary factor 1 - CGNC 
Symbol 49287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1405,71)" 2663 213

ENSGALP00000013682 CID 197 - 206

glutathione S-transferase 
omega 1 - CGNC Symbol 
52072 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1405,71)" 2663 false 214

ENSGALP00000025020 CID 38 - 55
GrpE like 1 mitochondrial - 
CGNC Symbol 51840 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2092,98)" 889 true 0.55 215

ENSGALP00000038408 CID 206 - 228
Y box binding protein 1 - 
CGNC Symbol 3598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2688,20)" 283 216

ENSGALP00000020534 CID 50 - 57

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(785,47)" 8319 false 217



ENSGALP00000012481 CID 240 - 248
ribosomal protein L4 - 
CGNC Symbol 5828 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(895,54)" 1953 218

ENSGALP00000015176 CID 1,021 - 1,030

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1238,66)" 1668 true 0.74 219

ENSGALP00000007490 CID 362 - 372 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1419,75)" 10466 true 2.22 220

ENSGALP00000004835 CID 728 - 735

enhancer of zeste homolog 
1 (Drosophila) - CGNC 
Symbol 2222 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(951,54)" 7456 false 221

ENSGALP00000002420 CID 18 - 27
proteasome subunit beta 3 - 
CGNC Symbol 1108 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1189,62)" 2633 true 0.3 222

ENSGALP00000010888 CID 163 - 172

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1273,65)" 9374 true 1.47 223

ENSGALP00000014509 CID 245 - 260

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1396,73)" 2094 224



ENSGALP00000032097 CID 80 - 88
CD5 molecule - CGNC 
Symbol 3864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(955,56)" 4113 false 225

ENSGALP00000012326 CID 135 - 144

Fas associated via death 
domain - CGNC Symbol 
51906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1171,69)" 500 226

ENSGALP00000023099 CID 872 - 882
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1190,61)" 208208 false 0.64 227

ENSGALP00000003296 CID 68 - 78

lymphocyte cytosolic 
protein 2 (SH2 domain 
containing leukocyte 
protein of 76kDa) - CGNC 
Symbol 1506 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1343,72)" 788 false 228

ENSGALP00000006284 CID Jul-21

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1583,75)" 1438 229

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1198,66)" 43912 true 0.3 230

ENSGALP00000015160 CID 649 - 658

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1277,67)" 15147 false 231



ENSGALP00000010888 CID 163 - 172

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1277,67)" 15147 232

ENSGALP00000019468 CID 552 - 566
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1597,76)" 9196 true 0.19 233

ENSGALP00000011539 CID 173 - 188

high mobility group 
nucleosome binding 
domain 5 - CGNC Symbol 
51685 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1730,81)" 4018 true 0.56 234

ENSGALP00000010925 CID 160 - 166

exocyst complex 
component 6 - CGNC 
Symbol 52056 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(956,54)" 4013 false 1.93 235

ENSGALP00000010888 CID 163 - 172

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1289,64)" 2222 true 1.28 236

ENSGALP00000026044 CID 376 - 386

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1315,66)" 3229 false 237

ENSGALP00000011539 CID 173 - 188

high mobility group 
nucleosome binding 
domain 5 - CGNC Symbol 
51685 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1742,90)" 1117 true 0.56 238



ENSGALP00000023059 CID 519 - 532

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1494,73)" 6775 false 239

ENSGALP00000004104 CID 155 - 167

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1546,73)" 2509 true 0.89 240

ENSGALP00000006284 CID Jul-21

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1611,78)" 9341 true 0.84 241

ENSGALP00000006284 CID Jul-21

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1615,80)" 8665 242

ENSGALP00000018987 CID 472 - 484
t-complex 1 - CGNC Symbol 
8842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1581,82)" 38286 true 1.12 243

ENSGALP00000013808 CID 453 - 461
stromal antigen 2 - CGNC 
Symbol 51718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(998,58)" 7753 false 0.39 244

ENSGALP00000013174 CID 30 - 42
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1579,84)" 395554 true 0.61 245



ENSGALP00000037924 CID 31 - 41

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1375,75)" 1938 true 3.05 246

ENSGALP00000035478 CID 508 - 517
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1166,64)" 708 false 1.26 247

ENSGALP00000009964 CID 101 - 111
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1166,64)" 708 248

ENSGALP00000008171 CID 1,163 - 1,173

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1382,68)" 399 true 1.14 249

ENSGALP00000030998 CID 14 - 20

Hsap of 16: glutathione S-
transferase alpha 1 - 
HGNC:4626 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(844,49)" 4583 false 0.15 250

ENSGALP00000013174 CID 34 - 42
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1067,54)" 39483 true 1.93 251

ENSGALP00000012163 CID 458 - 466

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1173,74)" 442 false 252



P35527 CID 47 - 59

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1263,56)" 1784 true 0.49 253

ENSGALP00000013174 CID 34 - 42
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1071,57)" 80244 254

ENSGALP00000005182 CID 111 - 118

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1123,60)" 4598 true 0.54 255

ENSGALP00000016490 CID 1,913 - 1,921
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1165,63)" 1756 true 1.58 256

ENSGALP00000039878 CID 27 - 37
ubiquitin associated protein 
2-like - CGNC Symbol 17025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1325,73)" 2520 true 1.01 257

ENSGALP00000015687 CID 996 - 1,004
collagen type I alpha 2 - 
CGNC Symbol 49716 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(884,52)" 2787 258

ENSGALP00000018087 CID 301 - 306
vaccinia related kinase 1 - 
CGNC Symbol 8440 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(901,51)" 3004 259



ENSGALP00000027828 CID 470 - 476

prolylcarboxypeptidase 
(angiotensinase C) - CGNC 
Symbol 12960 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(901,51)" 3004 false 260

ENSGALP00000003914 CID 24 - 32

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(901,51)" 3004 false 0.67 261

ENSGALP00000040388 CID 502 - 512
transcription factor 3 - 
CGNC Symbol 739 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1136,60)" 105321 false 0.6 262

ENSGALP00000028746 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1136,60)" 105321 true 0.6 263

ENSGALP00000006578 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1136,60)" 105321 true 0.6 264

ENSGALP00000036122 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1136,60)" 105321 true 0.6 265

ENSGALP00000000468 CID 265 - 277

Gallus gallus proteasome 
(prosome macropain) 26S 
subunit ATPase 5 (PSMC5) 
mRNA. - RefSeq mRNA 
NM_001292069 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1318,62)" 722 false 266



ENSGALP00000040388 CID 502 - 512
transcription factor 3 - 
CGNC Symbol 739 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1140,62)" 63089 false 0.6 267

ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1267,68)" 2623 true 1.12 268

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1267,68)" 2623 true 1.12 269

ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1267,68)" 2623 true 1.12 270

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1267,68)" 2623 true 1.12 271

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1267,68)" 2623 true 1.12 272

ENSGALP00000023352 CID 713 - 718

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(746,40)" 2923 false 273



ENSGALP00000020445 CID 706 - 711

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(746,40)" 2923 false 274

ENSGALP00000028746 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1152,58)" 31242 true 0.24 275

ENSGALP00000006578 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1152,58)" 31242 true 0.24 276

ENSGALP00000036122 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1152,58)" 31242 true 0.24 277

ENSGALP00000012348 CID 60 - 70

Gallus gallus LIM domain 
binding 1 (LDB1) mRNA. - 
RefSeq mRNA NM_205070 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1379,64)" 3144 true 0.47 278

ENSGALP00000036122 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1156,61)" 23481 279

ENSGALP00000006578 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1156,61)" 23481 280



ENSGALP00000028746 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1156,61)" 23481 281

ENSGALP00000042661 CID 29 - 39

complement factor D 
(adipsin) - CGNC Symbol 
65437 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1196,68)" 3655 282

ENSGALP00000001027 CID 207 - 217

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1261,66)" 1636 true 0.78 283

ENSGALP00000012348 CID 60 - 70

Gallus gallus LIM domain 
binding 1 (LDB1) mRNA. - 
RefSeq mRNA NM_205070 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1383,67)" 1489 284

ENSGALP00000021892 CID 90 - 101

endoplasmic reticulum 
protein 44 - CGNC Symbol 
10115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1471,65)" 3469 true 1.44 285

ENSGALP00000003012 CID 45 - 51
malate dehydrogenase 2 - 
CGNC Symbol 1378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(804,49)" 4838 286

ENSGALP00000042059 CID 255 - 264

Hsap of 1: RNA binding 
motif protein 39 - 
HGNC:15923 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1135,61)" 968 false 287



ENSGALP00000040662 CID 15 - 24
inositol monophosphatase 
1 - HGNC:6050 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1228,73)" 544 false 0.76 288

ENSGALP00000021892 CID 90 - 101

endoplasmic reticulum 
protein 44 - CGNC Symbol 
10115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1475,67)" 6200 289

ENSGALP00000021472 CID 170 - 180
fumarate hydratase - CGNC 
Symbol 9939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1325,73)" 620 true 0.94 290

ENSGALP00000009681 CID 116 - 122

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(871,50)" 1658 true 1.79 291

ENSGALP00000003175 CID 262 - 268

eukaryotic translation 
initiation factor 2 subunit 
beta - CGNC Symbol 49248 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(871,50)" 1658 292

ENSGALP00000024283 CID 275 - 281
ribosomal protein S6 - 
CGNC Symbol 49670 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(932,58)" 18204 false 293

ENSGALP00000036002 CID 99 - 106

RAB10 member RAS 
oncogene family - CGNC 
Symbol 12382 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(932,58)" 18204 294



ENSGALP00000035780 CID 525 - 532
RAN binding protein 2 - 
CGNC Symbol 50838 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1067,55)" 853 false 1.81 295

ENSGALP00000043331 CID 246 - 254
topoisomerase (DNA) I - 
CGNC Symbol 2691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1153,52)" 1537 296

ENSGALP00000034254 CID 134 - 144
cell division cycle 42 - CGNC 
Symbol 3561 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1325,78)" 1386 true 1.66 297

ENSGALP00000021472 CID 170 - 180
fumarate hydratase - CGNC 
Symbol 9939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1333,79)" 585 false 0.94 298

ENSGALP00000023294 CID 1,319 - 1,330

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1581,72)" 7647 true 0.27 299

ENSGALP00000009681 CID 116 - 122

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(875,52)" 1439 300

ENSGALP00000006043 CID 826 - 837

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1346,70)" 1861 301



ENSGALP00000038435 CID 290 - 296

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(816,43)" 25630 false 0.8 302

ENSGALP00000020874 CID 808 - 815
pre-mRNA processing factor 
4B - CGNC Symbol 9712 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(886,51)" 582 false 303

ENSGALP00000024086 CID 299 - 306

5'-nucleotidase domain 
containing 1 - CGNC Symbol 
11115 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(961,55)" 7027 false 304

ENSGALP00000009286 CID 133 - 140

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(961,55)" 7027 false 305

ENSGALP00000008498 CID 58 - 64
transketolase - CGNC 
Symbol 3953 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(961,55)" 7027 false 306

ENSGALP00000034254 CID 134 - 144
cell division cycle 42 - CGNC 
Symbol 3561 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1337,85)" 2812 true 1.66 307

ENSGALP00000025937 CID 514 - 527

eukaryotic translation 
elongation factor 1 delta 
(guanine nucleotide 
exchange protein) - CGNC 
Symbol 12059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1546,82)" 505 true 1.38 308



ENSGALP00000025937 CID 514 - 527

eukaryotic translation 
elongation factor 1 delta 
(guanine nucleotide 
exchange protein) - CGNC 
Symbol 12059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1554,87)" 698 true 1.38 309

ENSGALP00000008131 CID 317 - 324
vinculin - CGNC Symbol 
3778 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(939,50)" 12400 310

ENSGALP00000007220 CID 745 - 752

zinc finger MYND-type 
containing 8 - CGNC Symbol 
3357 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(939,50)" 12400 true 0.37 311

ENSGALP00000023352 CID 415 - 426

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1319,69)" 1199 false 0.4 312

ENSGALP00000019695 CID 986 - 996

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1319,69)" 1199 true 0.4 313

ENSGALP00000037924 CID 194 - 206

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1655,82)" 641 true 1.1 314

ENSGALP00000035478 CID 826 - 833
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(830,46)" 2823 true 1.65 315



ENSGALP00000008171 CID 1,056 - 1,067

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1377,70)" 5371 false 0.1 316

ENSGALP00000043196 CID 1,462 - 1,473
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1377,70)" 5371 false 0.69 317

ENSGALP00000020445 CID 1,857 - 1,867

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1377,70)" 5371 true 1.6 318

ENSGALP00000035478 CID 826 - 833
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(834,48)" 4663 319

ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1216,70)" 17181 true 0.48 320

ENSGALP00000043213 CID 870 - 878

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(958,57)" 567 true 0.67 321

ENSGALP00000005576 CID 253 - 261

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1111,63)" 1028 322



ENSGALP00000019975 CID 282 - 290

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1111,63)" 1028 323

ENSGALP00000016490 CID 385 - 393
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1197,53)" 932 false 324

ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1228,77)" 6090 true 0.48 325

ENSGALP00000038626 CID May-13
lactate dehydrogenase A - 
CGNC Symbol 49707 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1176,72)" 2557 false 326

ENSGALP00000014105 CID 162 - 173

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1199,66)" 3317 false 10.39* 327

ENSGALP00000035815 CID 106 - 117

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1199,66)" 3317 true 10.39 328

ENSGALP00000004317 CID 761 - 771
golgi glycoprotein 1 - CGNC 
Symbol 1981 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1345,69)" 970 false 1.44 329



ENSGALP00000001460 CID 133 - 144
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1345,69)" 970 true 1.44 330

ENSGALP00000016175 CID 333 - 344

ATP binding cassette 
subfamily E member 1 - 
CGNC Symbol 7569 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1442,85)" 1658 false 331

ENSGALP00000010618 CID 221 - 230
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1232,66)" 3269 true 0.39 332

ENSGALP00000001460 CID 133 - 144
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1353,73)" 1930 true 1.44 333

ENSGALP00000009933 CID 181 - 188

heterogeneous nuclear 
ribonucleoprotein A0 - 
CGNC Symbol 4621 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1019,55)" 34770 true 0.43 334

ENSGALP00000008236 CID 559 - 570
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1396,74)" 13173 true 0.54 335

ENSGALP00000039235 CID 416 - 427

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1403,71)" 15161 336



ENSGALP00000018987 CID 472 - 483
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1429,72)" 6492 337

ENSGALP00000021028 CID 171 - 179
radixin - CGNC Symbol 
49356 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1276,61)" 6003 false 338

ENSGALP00000018382 CID 789 - 797
early endosome antigen 1 - 
CGNC Symbol 8572 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1059,60)" 9890 false 339

ENSGALP00000016105 CID 315 - 324

echinoderm microtubule 
associated protein like 4 - 
CGNC Symbol 7532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1293,67)" 533 true 0.74 340

ENSGALP00000012348 CID 203 - 210

Gallus gallus LIM domain 
binding 1 (LDB1) mRNA. - 
RefSeq mRNA NM_205070 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1076,63)" 5275 false 0.4 341

ENSGALP00000017954 CID 187 - 196

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1276,59)" 1837 true 0.44 342

ENSGALP00000014097 CID 132 - 144

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1539,68)" 3127 343



ENSGALP00000037924 CID 194 - 206

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1683,87)" 780 true 0.96 344

ENSGALP00000027953 CID 1-Aug
ribosomal protein S3 - 
CGNC Symbol 13020 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(976,59)" 1729 false 5.93 345

ENSGALP00000007466 CID 302 - 308

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(976,59)" 1729 true 0.94 346

ENSGALP00000017954 CID 187 - 196

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1280,62)" 817 347

ENSGALP00000033650 CID 544 - 555
FYN binding protein - CGNC 
Symbol 2773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1441,79)" 7181 false 0.8 348

ENSGALP00000015000 CID 817 - 829

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1511,77)" 3272 true 1.41 349

ENSGALP00000023294 CID 1,319 - 1,330

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1585,75)" 1580 350



ENSGALP00000043136 CID 147 - 154
citrate synthase - CGNC 
Symbol 64209 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(921,48)" 2816 true 0.87 351

ENSGALP00000040189 CID 52 - 62

enoyl CoA hydratase short 
chain 1 mitochondrial - 
CGNC Symbol 56301 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(957,57)" 825 352

ENSGALP00000040654 CID 21 - 32
thymosin beta 4 Y-linked - 
HGNC:11882 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1467,88)" 11517 true 1.69 353

ENSGALP00000012199 CID 38 - 53
glutaminase - CGNC Symbol 
5698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1566,78)" 4699 354

ENSGALP00000043136 CID 147 - 154
citrate synthase - CGNC 
Symbol 64209 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(925,51)" 2051 355

ENSGALP00000019120 CID 587 - 598
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1631,82)" 2192 false 356

ENSGALP00000009371 CID 314 - 321

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(990,61)" 85538 357



ENSGALP00000005653 CID 588 - 600
fibronectin 1 - CGNC 
Symbol 2613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1641,71)" 2540 358

ENSGALP00000012376 CID 209 - 222

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1764,88)" 5089 true 1.08 359

ENSGALP00000007458 CID 456 - 464
protein kinase N3 - CGNC 
Symbol 50459 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,76)" 882 false 0.58 360

ENSGALP00000038677 CID 195 - 205

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,76)" 882 true 0.94 361

ENSGALP00000039965 CID 234 - 246

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1657,79)" 6518 362

ENSGALP00000002238 CID 233 - 241
protein PML-like - CGNC 
Symbol 65465 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1004,56)" 16296 363

ENSGALP00000011635 CID 456 - 465

Gallus gallus syntaxin 
binding protein 1 (STXBP1) 
mRNA. - RefSeq mRNA 
NM_001305648 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1252,68)" 551 true 1.73 364



ENSGALP00000009481 CID 33 - 38

RAB7A member RAS 
oncogene family - CGNC 
Symbol 4408 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(842,44)" 641 false 365

ENSGALP00000004745 CID 665 - 673
nucleoporin 93kDa - CGNC 
Symbol 2176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1056,53)" 603 false 366

ENSGALP00000004799 CID 187 - 194
spermidine synthase - 
CGNC Symbol 2201 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1099,55)" 1540 367

ENSGALP00000003898 CID 808 - 822
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1827,83)" 847 true 1.21 368

ENSGALP00000043331 CID 81 - 89
topoisomerase (DNA) I - 
CGNC Symbol 2691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(988,61)" 3109 false 369

ENSGALP00000003898 CID 808 - 822
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1835,88)" 1023 true 1.21 370

ENSGALP00000035595 CID 13 - 19
40S ribosomal protein S11 - 
Refseq NP_001026004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(884,53)" 4198 false 371



ENSGALP00000015492 CID 2-Sep
histone acetyltransferase 1 - 
CGNC Symbol 7250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(884,53)" 4198 false 372

ENSGALP00000014641 CID 26 - 33

endothelial differentiation 
related factor 1 - CGNC 
Symbol 6846 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(884,53)" 4198 true 0.34 373

ENSGALP00000039757 CID 256 - 264
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1149,65)" 3840 true 2.46 374

ENSGALP00000023101 CID 125 - 135

UDP-glucose 6-
dehydrogenase - CGNC 
Symbol 51825 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1228,74)" 5379 375

ENSGALP00000021314 CID 371 - 377
caldesmon 1 - CGNC 
Symbol 9884 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(844,49)" 1352 false 376

ENSGALP00000010510 CID 584 - 597
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1829,88)" 4201 true 7.86 377

ENSGALP00000016164 CID 1,506 - 1,523

extra spindle pole bodies 
like 1 separase - CGNC 
Symbol 7565 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2050,07)" 1487 false 378



ENSGALP00000003263 CID 21 - 30

charged multivesicular body 
protein 4B - CGNC Symbol 
50929 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1110,60)" 4263 true 1.15 379

ENSGALP00000038904 CID 2-Dec

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1242,75)" 5436 true 0.75 380

ENSGALP00000002604 CID 121 - 132

inter-alpha-trypsin inhibitor 
heavy chain 3 - CGNC 
Symbol 50111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1242,75)" 5436 false 381

ENSGALP00000009985 CID Nov-21

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1389,76)" 1614 382

ENSGALP00000003263 CID 21 - 30

charged multivesicular body 
protein 4B - CGNC Symbol 
50929 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1114,62)" 5496 383

ENSGALP00000016789 CID 798 - 805

protein phosphatase 1 
regulatory subunit 12A - 
CGNC Symbol 49610 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1062,55)" 578 384

ENSGALP00000008299 CID 301 - 309

family with sequence 
similarity 120A - CGNC 
Symbol 3854 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1131,55)" 5072 false 385



ENSGALP00000032358 CID 186 - 195

structural maintenance of 
chromosomes 4 - CGNC 
Symbol 7271 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1191,60)" 1961 true 0.78 386

ENSGALP00000001493 CID 236 - 245

protein phosphatase 6 
catalytic subunit - CGNC 
Symbol 57480 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1237,67)" 3103 true 0.53 387

ENSGALP00000009341 CID 383 - 395

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1500,80)" 2378 true 0.41 388

ENSGALP00000011673 CID Oct-22
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1646,75)" 1059 true 1.11 389

ENSGALP00000010510 CID 584 - 597
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1841,96)" 41067 true 7.86 390

ENSGALP00000009853 CID 35 - 45
zinc finger protein 326 - 
CGNC Symbol 4587 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1167,55)" 2232 391

ENSGALP00000038904 CID 2-Dec

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1254,82)" 4063 true 0.75 392



ENSGALP00000011673 CID Oct-22
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1650,77)" 1170 393

ENSGALP00000036341 CID 181 - 201

brain abundant membrane 
attached signal protein 1 - 
CGNC Symbol 9805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2115,12)" 951 false 394

ENSGALP00000032358 CID 186 - 195

structural maintenance of 
chromosomes 4 - CGNC 
Symbol 7271 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1195,62)" 523 395

ENSGALP00000003011 CID 763 - 771
scaffold attachment factor 
B2 - CGNC Symbol 52976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1272,60)" 3898 false 396

ENSGALP00000021769 CID 744 - 752
scaffold attachment factor 
B - CGNC Symbol 52657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1272,60)" 3898 false 397

ENSGALP00000005565 CID 157 - 172

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1861,86)" 5250 true 1.48 398

ENSGALP00000006578 CID 158 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1292,72)" 2128 true 1 399



ENSGALP00000028746 CID 158 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1292,72)" 2128 true 1 400

ENSGALP00000036122 CID 158 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1292,72)" 2128 true 1 401

ENSGALP00000005565 CID 157 - 172

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1869,92)" 12718 true 1.48 402

ENSGALP00000036122 CID 158 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1300,77)" 1718 true 1 403

ENSGALP00000028746 CID 158 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1300,77)" 1718 true 1 404

ENSGALP00000006578 CID 158 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1300,77)" 1718 true 1 405

ENSGALP00000001306 CID 485 - 495
SFRS protein kinase 1 - 
CGNC Symbol 586 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1469,63)" 793 false 406



ENSGALP00000043331 CID 275 - 282
topoisomerase (DNA) I - 
CGNC Symbol 2691 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(864,49)" 1997 true 0.83 407

ENSGALP00000023395 CID 422 - 430

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1072,52)" 9375 true 1.29 408

ENSGALP00000005576 CID 57 - 65

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1151,56)" 12413 true 0.77 409

ENSGALP00000024479 CID 79 - 88
DAZ associated protein 1 - 
CGNC Symbol 11311 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1261,73)" 4994 true 0.46 410

ENSGALP00000005535 CID 73 - 89

Gallus gallus serine 
peptidase inhibitor Kazal 
type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - 
RefSeq mRNA 
NM_001308494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2114,05)" 1127 false 411

ENSGALP00000010414 CID 221 - 227

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(843,44)" 2505 false 412

ENSGALP00000023395 CID 422 - 430

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1076,54)" 12137 413



ENSGALP00000013999 CID 64 - 69

NADH:ubiquinone 
oxidoreductase core 
subunit S1 - CGNC Symbol 
6532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(925,40)" 3858 true 0.45 414

ENSGALP00000008082 CID 773 - 780

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(952,52)" 3399 true 0.42 415

ENSGALP00000039757 CID 256 - 264
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1141,61)" 811 true 2.46 416

ENSGALP00000037260 CID 94 - 100

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(848,51)" 2072 417

ENSGALP00000022525 CID 54 - 61

pre-mRNA-processing 
factor 19 - Refseq 
NP_001034420 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(918,51)" 6505 true 0.73 418

ENSGALP00000040638 CID 886 - 892 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(960,51)" 1958 true 0.53 419

ENSGALP00000021294 CID 785 - 792

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(995,52)" 417 false 420



ENSGALP00000017954 CID 170 - 182

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1594,86)" 1236 false 421

ENSGALP00000024283 CID 275 - 281
ribosomal protein S6 - 
CGNC Symbol 49670 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(928,54)" 43977 false 422

ENSGALP00000036002 CID 99 - 106

RAB10 member RAS 
oncogene family - CGNC 
Symbol 12382 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(928,54)" 43977 false 423

ENSGALP00000009511 CID 188 - 196
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1193,68)" 13164 true 2.66 424

ENSGALP00000015623 CID 761 - 769

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(960,57)" 1105 425

ENSGALP00000008524 CID 27 - 37
decapping mRNA 1A - 
CGNC Symbol 3963 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1156,67)" 5952 false 0.56 426

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1190,61)" 8726 true 0.22 427



ENSGALP00000040654 CID 33 - 44
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1404,69)" 7946 false 428

ENSGALP00000040654 CID 21 - 32
thymosin beta 4 Y-linked - 
HGNC:11882 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1455,80)" 6604 true 1.69 429

ENSGALP00000024150 CID 264 - 275

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1130,64)" 1302 false 1.57 430

ENSGALP00000008128 CID 1,018 - 1,028
nucleoporin 210kDa - CGNC 
Symbol 3777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1130,64)" 1302 431

ENSGALP00000018029 CID 2-Oct
glutaredoxin 5 - CGNC 
Symbol 8413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(972,58)" 11140 432

ENSGALP00000024609 CID 229 - 236

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(972,58)" 11140 false 0.83 433

ENSGALP00000023294 CID 409 - 416

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1159,49)" 736 true 0.79 434



ENSGALP00000025461 CID 468 - 477

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1214,65)" 5865 true 2.79 435

ENSGALP00000000666 CID Feb-14
phosphoglucomutase 2 - 
CGNC Symbol 52790 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1285,67)" 2647 436

ENSGALP00000009371 CID 314 - 321

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(986,60)" 55401 false 437

ENSGALP00000018410 CID 314 - 322

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1122,63)" 7094 true 0.25 438

ENSGALP00000003623 CID 2-Oct

3-hydroxyisobutyryl-CoA 
hydrolase - CGNC Symbol 
1646 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1000,59)" 3306 439

ENSGALP00000008171 CID 238 - 247

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1188,69)" 3381 false 440

ENSGALP00000012171 CID 155 - 163
LUC7-like (S. cerevisiae) - 
CGNC Symbol 5684 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1188,69)" 3381 false 441



ENSGALP00000025461 CID 468 - 477

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1222,70)" 13061 true 2.79 442

ENSGALP00000041722 CID 29 - 38
BTB domain containing 10 - 
CGNC Symbol 4000 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1222,65)" 19291 443

ENSGALP00000042680 CID 51 - 62

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1410,69)" 149396 true 0.41 444

ENSGALP00000015657 CID 51 - 62
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1410,69)" 149396 true 0.41 445

ENSGALP00000018042 CID 53 - 64

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1410,69)" 149396 true 0.41 446

ENSGALP00000023523 CID 53 - 64
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1410,69)" 149396 true 0.41 447

ENSGALP00000010239 CID 53 - 64

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1410,69)" 149396 true 0.41 448



ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1415,72)" 12788 true 0.71 449

ENSGALP00000035780 CID 87 - 100
RAN binding protein 2 - 
CGNC Symbol 50838 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1685,92)" 3884 false 450

ENSGALP00000043213 CID 1,267 - 1,276

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1179,60)" 86868 false 451

ENSGALP00000004889 CID 18 - 29

proline synthetase co-
transcribed homolog 
(bacterial) - CGNC Symbol 
2245 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1299,71)" 1467 true 0.36 452

ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1419,74)" 6443 453

ENSGALP00000008082 CID 671 - 682

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1464,66)" 2110 false 454

ENSGALP00000015741 CID 193 - 205

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1464,66)" 2110 true 0.88 455



ENSGALP00000042800 CID 46 - 55
Zinc finger protein 706 - UP 
Q5ZMM5 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1236,63)" 5270 false 456

ENSGALP00000004889 CID 18 - 29

proline synthetase co-
transcribed homolog 
(bacterial) - CGNC Symbol 
2245 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1303,73)" 1264 457

ENSGALP00000033359 CID 76 - 88

fascin actin-bundling 
protein 1 - CGNC Symbol 
14444 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1539,65)" 7228 458

ENSGALP00000038795 CID 417 - 424

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(817,47)" 2417 false 459

ENSGALP00000021752 CID 235 - 241

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(864,54)" 9713 460

ENSGALP00000035593 CID 137 - 144
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(864,54)" 9713 false 461

ENSGALP00000021618 CID 310 - 318
lactate dehydrogenase B - 
CGNC Symbol 10005 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1101,59)" 2857 true 0.97 462



ENSGALP00000008003 CID 108 - 122

SUMO-activating enzyme 
subunit 2 - Refseq 
NP_001025742 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1889,90)" 522 false 463

ENSGALP00000027504 CID 2,504 - 2,511
neurobeachin - CGNC 
Symbol 12814 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(912,52)" 13751 464

ENSGALP00000006043 CID 1,192 - 1,201

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1196,70)" 693 false 0.64 465

ENSGALP00000024167 CID 185 - 191
transportin 1 - CGNC 
Symbol 11160 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(880,53)" 3441 false 466

ENSGALP00000027299 CID 73 - 79

ES1 protein homolog 
mitochondrial-like - CGNC 
Symbol 50857 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(880,53)" 3441 false 467

ENSGALP00000021743 CID 44 - 54
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1200,64)" 1390 true 0.71 468

ENSGALP00000037260 CID 48 - 58

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1200,64)" 1390 true 0.71 469



ENSGALP00000039011 CID 79 - 87

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1209,68)" 1432 true 0.54 470

ENSGALP00000039948 CID 145 - 159
MARCKS-like 1 - CGNC 
Symbol 14646 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1614,74)" 3297 true 5.26 471

ENSGALP00000026067 CID Jan-15

U2 small nuclear RNA 
auxiliary factor 1 - CGNC 
Symbol 49287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1810,94)" 604 472

ENSGALP00000015204 CID 106 - 112

hematological and 
neurological expressed 1-
like - CGNC Symbol 50339 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(855,55)" 757 false 1.25 473

ENSGALP00000039728 CID 4-Oct

Gallus gallus small nuclear 
ribonucleoprotein 
polypeptide G (SNRPG) 
mRNA. - RefSeq mRNA 
NM_001302092 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(855,55)" 757 true 1.25 474

ENSGALP00000008498 CID 457 - 465
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(972,57)" 1210 true 1.24 475

ENSGALP00000012878 CID 124 - 133
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1243,68)" 2865 true 1.91 476



ENSGALP00000036122 CID 158 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1308,72)" 443 false 477

ENSGALP00000028746 CID 158 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1308,72)" 443 false 478

ENSGALP00000006578 CID 158 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1308,72)" 443 false 479

ENSGALP00000039948 CID 145 - 159
MARCKS-like 1 - CGNC 
Symbol 14646 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1618,74)" 13362 480

ENSGALP00000026194 CID 454 - 462
primase (DNA) subunit 2 - 
CGNC Symbol 12170 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(986,60)" 42433 false 0.8 481

ENSGALP00000021795 CID 502 - 510 DNA ligase 1 - HGNC:6598 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(986,60)" 42433 false 0.5 482

ENSGALP00000039265 CID 102 - 109
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1015,56)" 3393 true 0.83 483



ENSGALP00000012878 CID 124 - 133
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1255,75)" 5470 true 1.91 484

ENSGALP00000012199 CID 38 - 53
glutaminase - CGNC Symbol 
5698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1562,75)" 991 true 2.87 485

ENSGALP00000005776 CID 118 - 125
5'-nucleotidase cytosolic 
IIIB - CGNC Symbol 2665 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(871,50)" 3736 486

ENSGALP00000034108 CID 125 - 135
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1202,71)" 4859 true 2.3 487

ENSGALP00000004186 CID 290 - 299
annexin A11 - CGNC Symbol 
52013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1267,65)" 6701 true 0.58 488

ENSGALP00000023626 CID 156 - 165 zyxin - CGNC Symbol 10889 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1094,60)" 3032 true 1.14 489

ENSGALP00000034108 CID 125 - 135
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1214,78)" 11155 true 2.3 490



ENSGALP00000004186 CID 290 - 299
annexin A11 - CGNC Symbol 
52013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1271,67)" 5076 491

ENSGALP00000025600 CID 112 - 120

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC 
Symbol 11873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1125,59)" 1480 true 4.07 492

ENSGALP00000020445 CID 1,182 - 1,191

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1274,65)" 29567 493

ENSGALP00000038778 CID 414 - 426
actin-like 6A - CGNC Symbol 
6893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1667,76)" 5399 false 494

ENSGALP00000025600 CID 112 - 120

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC 
Symbol 11873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1129,61)" 8730 495

ENSGALP00000011717 CID 74 - 84
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1285,73)" 27717 true 1.35 496

ENSGALP00000008171 CID 1,719 - 1,733

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1809,88)" 1000 false 497



ENSGALP00000036406 CID 1,093 - 1,103
alpha-2-macroglobulin - 
CGNC Symbol 50716 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1161,61)" 15211 false 498

ENSGALP00000028016 CID 35 - 42

enhancer of rudimentary 
homolog (Drosophila) - 
CGNC Symbol 13056 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1161,61)" 15211 true 0.35 499

ENSGALP00000041886 CID 193 - 202

ubiquinol-cytochrome c 
reductase Rieske iron-sulfur 
polypeptide 1 - CGNC 
Symbol 3283 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1292,67)" 4362 true 5.51 500

ENSGALP00000013431 CID 1,659 - 1,674
programmed cell death 11 - 
CGNC Symbol 6260 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2080,08)" 3630 501

ENSGALP00000041886 CID 193 - 202

ubiquinol-cytochrome c 
reductase Rieske iron-sulfur 
polypeptide 1 - CGNC 
Symbol 3283 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1296,70)" 2604 502

ENSGALP00000035933 CID 211 - 221
cathepsin B - CGNC Symbol 
12486 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1388,68)" 4456 true 1.51 503

ENSGALP00000028016 CID 35 - 42

enhancer of rudimentary 
homolog (Drosophila) - 
CGNC Symbol 13056 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1169,66)" 4783 true 0.35 504



ENSGALP00000012405 CID 157 - 174

proteasome 26S subunit 
non-ATPase 1 - CGNC 
Symbol 5786 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1910,85)" 1322 505

ENSGALP00000006578 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1140,61)" 11176 506

ENSGALP00000036122 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1140,61)" 11176 507

ENSGALP00000028746 CID 159 - 167

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1140,61)" 11176 508

ENSGALP00000015978 CID 660 - 670

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1306,74)" 2163 true 0.68 509

ENSGALP00000010942 CID 94 - 100
ribosomal protein S15a - 
CGNC Symbol 5109 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(816,44)" 18345 true 0.53 510

ENSGALP00000010210 CID 51 - 60

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1132,48)" 5693 true 2.04 511



ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1194,62)" 515 true 1.74 512

ENSGALP00000023099 CID 53 - 64
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1202,67)" 1790 false 1.27 513

ENSGALP00000010942 CID 94 - 100
ribosomal protein S15a - 
CGNC Symbol 5109 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(820,46)" 18977 514

ENSGALP00000010210 CID 51 - 60

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1136,51)" 11599 515

ENSGALP00000043213 CID 1,010 - 1,018

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1087,58)" 2705 false 0.98 516

ENSGALP00000035933 CID 211 - 224
cathepsin B - CGNC Symbol 
12486 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1792,90)" 3889 false 517

ENSGALP00000009314 CID 129 - 139
septin 2 - CGNC Symbol 
4335 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1387,71)" 16764 true 0.49 518



ENSGALP00000002520 CID 128 - 138
septin 2-like - CGNC Symbol 
50343 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1387,71)" 16764 true 0.49 519

ENSGALP00000002520 CID 128 - 138
septin 2-like - CGNC Symbol 
50343 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1391,74)" 7999 520

ENSGALP00000009314 CID 129 - 139
septin 2 - CGNC Symbol 
4335 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1391,74)" 7999 521

ENSGALP00000014105 CID 221 - 227

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(833,46)" 492 false 1.05 522

ENSGALP00000035815 CID 165 - 171

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(833,46)" 492 523

ENSGALP00000016363 CID 43 - 49

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(833,46)" 492 false 1.05 524

ENSGALP00000000639 CID 396 - 409
lamin B2 - CGNC Symbol 
49708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1384,70)" 717 false 525



ENSGALP00000009728 CID 215 - 226

serine/threonine protein 
kinase MST4 - CGNC 
Symbol 51666 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1395,62)" 648 false 526

ENSGALP00000023446 CID 195 - 206
prohibitin 2 - CGNC Symbol 
10814 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1247,69)" 12606 false 0.95 527

ENSGALP00000039757 CID 630 - 639
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1247,69)" 12606 false 0.27 528

ENSGALP00000000639 CID 57 - 66
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1247,69)" 12606 true 0.27 529

ENSGALP00000018987 CID 472 - 483
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1425,69)" 2266 true 2.26 530

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1493,81)" 17102 true 0.62 531

ENSGALP00000007490 CID 363 - 372 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1263,64)" 1374 532



ENSGALP00000039878 CID 27 - 37
ubiquitin associated protein 
2-like - CGNC Symbol 17025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1329,76)" 974 533

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1501,86)" 10271 true 0.62 534

ENSGALP00000039235 CID 278 - 286

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1038,54)" 4999 true 0.51 535

ENSGALP00000012086 CID 330 - 338

glutamic-oxaloacetic 
transaminase 1 soluble - 
CGNC Symbol 5645 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1132,67)" 1382 536

ENSGALP00000000885 CID 162 - 171

microtubule-associated 
protein tau - CGNC Symbol 
389 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1132,67)" 1382 false 537

ENSGALP00000018987 CID 472 - 484
t-complex 1 - CGNC Symbol 
8842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1589,87)" 39926 true 1.12 538

ENSGALP00000039235 CID 278 - 286

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1042,56)" 7255 539



ENSGALP00000011984 CID 57 - 65

CD3d molecule delta (CD3-
TCR complex) - CGNC 
Symbol 49849 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1089,59)" 3286 true 0.65 540

ENSGALP00000021769 CID 734 - 740
scaffold attachment factor 
B - CGNC Symbol 52657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(909,42)" 635 true 0.8 541

ENSGALP00000000693 CID 253 - 261

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1220,54)" 4717 true 0.54 542

ENSGALP00000035496 CID 90 - 104

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1913,90)" 1893 true 0.47 543

ENSGALP00000008802 CID 181 - 187
ribosomal protein S2 - 
CGNC Symbol 50281 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(818,46)" 48121 true 0.64 544

ENSGALP00000008547 CID 520 - 528
sorting nexin 2 - CGNC 
Symbol 52887 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1100,64)" 4177 false 545

ENSGALP00000015840 CID 1-Sep

family with sequence 
similarity 98 member B - 
CGNC Symbol 7407 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1100,64)" 4177 false 546



ENSGALP00000000639 CID 23 - 30
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1100,64)" 4177 false 547

ENSGALP00000008236 CID 853 - 868
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1832,90)" 3629 true 0.84 548

ENSGALP00000008003 CID 108 - 122

SUMO-activating enzyme 
subunit 2 - Refseq 
NP_001025742 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1917,92)" 2849 true 0.93 549

ENSGALP00000016536 CID 568 - 575
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(995,56)" 6420 550

ENSGALP00000008236 CID 853 - 868
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1840,95)" 2719 true 0.84 551

ENSGALP00000008003 CID 108 - 122

SUMO-activating enzyme 
subunit 2 - Refseq 
NP_001025742 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1929,99)" 2656 true 0.93 552

ENSGALP00000026392 CID 163 - 171
ribosomal protein S7 - 
CGNC Symbol 51562 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1099,60)" 5984 553



ENSGALP00000016671 CID 1,362 - 1,370

latent transforming growth 
factor beta binding protein 
2 - CGNC Symbol 53503 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1109,57)" 1870 554

ENSGALP00000042061 CID 75 - 82

phosphatidylinositol-5-
phosphate 4-kinase type II 
alpha - CGNC Symbol 5959 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1109,57)" 1870 true 0.54 555

ENSGALP00000015735 CID 288 - 297
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1179,62)" 15815 true 0.58 556

ENSGALP00000017462 CID 77 - 82
high mobility group box 2 - 
CGNC Symbol 8169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(781,50)" 9435 true 2.04 557

ENSGALP00000027541 CID 77 - 82
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(781,50)" 9435 true 2.04 558

ENSGALP00000042329 CID 92 - 98
Hsap of 4: nipsnap homolog 
3A - HGNC:23619 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(950,45)" 5759 true 0.66 559

ENSGALP00000038935 CID 112 - 119

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1013,59)" 3826 false 49.84* 560



ENSGALP00000041815 CID 154 - 166
calponin-2 - Refseq 
NP_001135728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1417,63)" 7885 true 0.41 561

ENSGALP00000042329 CID 92 - 98
Hsap of 4: nipsnap homolog 
3A - HGNC:23619 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(954,47)" 3818 562

ENSGALP00000023617 CID 493 - 502

endoplasmic reticulum 
aminopeptidase 1 - CGNC 
Symbol 52992 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1359,76)" 1646 true 1 563

ENSGALP00000018042 CID 53 - 64

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1418,73)" 68898 true 0.41 564

ENSGALP00000042680 CID 51 - 62

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1418,73)" 68898 true 0.41 565

ENSGALP00000023523 CID 53 - 64
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1418,73)" 68898 true 0.41 566

ENSGALP00000015657 CID 51 - 62
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1418,73)" 68898 true 0.41 567



ENSGALP00000010239 CID 53 - 64

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1418,73)" 68898 true 0.41 568

ENSGALP00000021949 CID 481 - 486

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(863,42)" 2432 false 569

P35527 CID 47 - 59

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1267,58)" 1193 570

ENSGALP00000041815 CID 154 - 166
calponin-2 - Refseq 
NP_001135728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1433,62)" 2530 true 0.48 571

ENSGALP00000000726 CID Jun-15

Gallus gallus SH3 domain 
binding glutamate-rich 
protein like 3 (SH3BGRL3) 
mRNA. - RefSeq mRNA 
NM_001302096 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1088,59)" 4519 572

ENSGALP00000018410 CID 314 - 322

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1126,65)" 885 573

ENSGALP00000004013 CID 944 - 956 talin 1 - CGNC Symbol 1830 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1535,85)" 1895 false 574



ENSGALP00000012199 CID 63 - 74
glutaminase - CGNC Symbol 
5698 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1101,57)" 8983 false 575

ENSGALP00000001183 CID 527 - 540

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1460,68)" 5228 576

ENSGALP00000013987 CID 433 - 445

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1602,93)" 2915 false 577

ENSGALP00000043196 CID 2,046 - 2,054
marker of proliferation Ki-
67 - CGNC Symbol 16321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(990,62)" 53944 578

ENSGALP00000009371 CID 314 - 321

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(990,62)" 53944 false 0.56 579

ENSGALP00000015735 CID 288 - 297
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1183,65)" 5448 580

ENSGALP00000006939 CID 678 - 688
annexin A6 - CGNC Symbol 
49340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1350,67)" 9496 true 0.7 581



ENSGALP00000006939 CID 678 - 688
annexin A6 - CGNC Symbol 
49340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1354,69)" 5939 582

ENSGALP00000009985 CID Nov-21

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1385,73)" 566 false 583

ENSGALP00000004508 CID 214 - 223

endoplasmic reticulum-
golgi intermediate 
compartment 1 - CGNC 
Symbol 2067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1214,61)" 2865 584

ENSGALP00000013174 CID 30 - 42
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1551,79)" 16975 false 585

ENSGALP00000002385 CID 828 - 837
myosin IF - CGNC Symbol 
1089 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1319,67)" 14466 true 0.3 586

ENSGALP00000024388 CID 33 - 44
transthyretin - CGNC 
Symbol 49731 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1400,75)" 1855 587

ENSGALP00000036122 CID 28 - 41

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1564,75)" 39543 588



ENSGALP00000004180 CID Jan-14
WD repeat domain 5 - 
CGNC Symbol 50449 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1564,75)" 39543 589

ENSGALP00000006038 CID 97 - 110
ribophorin II - CGNC Symbol 
2792 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1564,75)" 39543 590

ENSGALP00000039878 CID Dec-26
ubiquitin associated protein 
2-like - CGNC Symbol 17025 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1829,89)" 462 false 591

ENSGALP00000001456 CID 343 - 354

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1565,83)" 255158 false 592

ENSGALP00000027541 CID 77 - 82
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(773,45)" 5135 true 2.04 593

ENSGALP00000017462 CID 77 - 82
high mobility group box 2 - 
CGNC Symbol 8169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(773,45)" 5135 true 2.04 594

ENSGALP00000039454 CID 27 - 32
beta-2-microglobulin - 
CGNC Symbol 1542 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(783,47)" 2868 595



ENSGALP00000038124 CID 1,155 - 1,161
fatty acid synthase - CGNC 
Symbol 1983 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(783,47)" 2868 false 596

ENSGALP00000010303 CID 892 - 900
interleukin 16 - CGNC 
Symbol 4808 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1033,51)" 3866 true 1.71 597

ENSGALP00000002420 CID 18 - 26
proteasome subunit beta 3 - 
CGNC Symbol 1108 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1033,51)" 3866 false 1.71 598

ENSGALP00000014097 CID 132 - 144

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1571,72)" 53088 599

ENSGALP00000005971 CID 153 - 168
annexin A2 - CGNC Symbol 
49740 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1857,94)" 17565 false 0.64 600

ENSGALP00000023022 CID 138 - 153

ubiquitin carboxyl-terminal 
esterase L1 (ubiquitin 
thiolesterase) - CGNC 
Symbol 10625 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1857,94)" 17565 601

ENSGALP00000018195 CID 219 - 224
proteasome subunit beta 1 - 
CGNC Symbol 8487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(779,50)" 6008 false 0.44 602



ENSGALP00000002420 CID 18 - 26
proteasome subunit beta 3 - 
CGNC Symbol 1108 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1037,53)" 7349 603

ENSGALP00000008802 CID 181 - 187
ribosomal protein S2 - 
CGNC Symbol 50281 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(822,48)" 27038 604

ENSGALP00000025299 CID 174 - 181
C-terminal binding protein 
1 - CGNC Symbol 11723 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(841,51)" 6465 true 0.49 605

ENSGALP00000016182 CID 778 - 785

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(841,51)" 6465 606

ENSGALP00000012349 CID 188 - 195
C-terminal binding protein-
like - CGNC Symbol 50231 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(841,51)" 6465 true 0.49 607

ENSGALP00000013431 CID 1,296 - 1,302
programmed cell death 11 - 
CGNC Symbol 6260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(898,54)" 3868 false 608

ENSGALP00000003718 CID 1,137 - 1,144

SEC16 homolog A (S. 
cerevisiae) - CGNC Symbol 
1688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(986,46)" 1415 false 0.86 609



ENSGALP00000040101 CID 1,704 - 1,711
myosin IXB - CGNC Symbol 
2718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(986,46)" 1415 true 0.86 610

ENSGALP00000014097 CID 114 - 120

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(855,46)" 2555 true 0.94 611

ENSGALP00000020445 CID 359 - 373

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1647,75)" 3294 true 0.88 612

ENSGALP00000017926 CID 516 - 523
phosphoglucomutase 1 - 
CGNC Symbol 8372 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1086,57)" 28027 true 0.29 613

ENSGALP00000015176 CID 1,022 - 1,030

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1086,59)" 7515 614

ENSGALP00000015000 CID 817 - 829

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1519,81)" 3803 true 1.41 615

ENSGALP00000017926 CID 516 - 523
phosphoglucomutase 1 - 
CGNC Symbol 8372 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1090,59)" 18350 true 0.37 616



ENSGALP00000015741 CID 232 - 239

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1023,51)" 13025 true 0.62 617

ENSGALP00000037170 CID 215 - 222

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1047,46)" 1878 false 618

ENSGALP00000006365 CID 54 - 61
lysophospholipase II - CGNC 
Symbol 2940 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1041,53)" 8622 true 0.52 619

ENSGALP00000015623 CID 498 - 506

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1022,63)" 1158 false 620

ENSGALP00000006365 CID 54 - 61
lysophospholipase II - CGNC 
Symbol 2940 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1045,55)" 4471 621

ENSGALP00000007997 CID 227 - 236

voltage-dependent anion 
channel 2 - CGNC Symbol 
49348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1056,64)" 1735 true 1.15 622

ENSGALP00000009605 CID 196 - 204

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1091,61)" 1733 false 623



ENSGALP00000011044 CID 523 - 533

inter-alpha-trypsin inhibitor 
heavy chain 2 - CGNC 
Symbol 5157 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1264,66)" 12010 624

ENSGALP00000019365 CID 141 - 151
annexin A5 - CGNC Symbol 
9009 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1264,66)" 12010 625

ENSGALP00000003035 CID 454 - 462

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1086,54)" 9785 true 0.35 626

ENSGALP00000012427 CID 169 - 176

leucine rich repeat 
containing 59 - CGNC 
Symbol 5794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(988,54)" 743 true 1.58 627

ENSGALP00000003035 CID 454 - 462

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1090,56)" 3195 628

ENSGALP00000001411 CID 2-Nov

sorting nexin family 
member 27 - CGNC Symbol 
636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1098,47)" 1940 629

ENSGALP00000009873 CID 240 - 248
collagen type VI alpha 2 - 
CGNC Symbol 4597 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1234,61)" 9328 true 0.8 630



ENSGALP00000024479 CID 79 - 88
DAZ associated protein 1 - 
CGNC Symbol 11311 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1253,67)" 8517 true 0.64 631

ENSGALP00000021769 CID 744 - 750
scaffold attachment factor 
B - CGNC Symbol 52657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1001,45)" 3032 true 1.02 632

ENSGALP00000003011 CID 763 - 769
scaffold attachment factor 
B2 - CGNC Symbol 52976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1001,45)" 3032 true 1.02 633

ENSGALP00000025184 CID 34 - 43

transcription elongation 
factor B subunit 1 - CGNC 
Symbol 11667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1112,61)" 2711 true 0.85 634

ENSGALP00000021769 CID 744 - 750
scaffold attachment factor 
B - CGNC Symbol 52657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1005,47)" 3103 635

ENSGALP00000003011 CID 763 - 769
scaffold attachment factor 
B2 - CGNC Symbol 52976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1005,47)" 3103 636

ENSGALP00000025184 CID 34 - 43

transcription elongation 
factor B subunit 1 - CGNC 
Symbol 11667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1120,67)" 1035 true 0.85 637



ENSGALP00000027519 CID 841 - 852

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1361,71)" 3512 638

ENSGALP00000041815 CID 194 - 206
calponin-2 - Refseq 
NP_001135728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1363,65)" 6968 true 0.22 639

ENSGALP00000032358 CID 970 - 980

structural maintenance of 
chromosomes 4 - CGNC 
Symbol 7271 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1409,74)" 4570 true 0.25 640

ENSGALP00000009960 CID 106 - 116
ribosomal protein L13 - 
CGNC Symbol 49509 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1260,66)" 41996 true 0.48 641

ENSGALP00000041815 CID 194 - 206
calponin-2 - Refseq 
NP_001135728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1367,68)" 828 642

ENSGALP00000038795 CID 494 - 503

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1207,69)" 2530 false 643

ENSGALP00000009960 CID 106 - 116
ribosomal protein L13 - 
CGNC Symbol 49509 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1264,69)" 20637 644



ENSGALP00000041815 CID 194 - 206
calponin-2 - Refseq 
NP_001135728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1379,65)" 3280 true 0.33 645

ENSGALP00000016816 CID 714 - 727
exportin 5 - CGNC Symbol 
7870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1561,75)" 3639 646

ENSGALP00000042680 CID 51 - 61

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1254,59)" 22163 true 1.87 647

ENSGALP00000010239 CID 53 - 63

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1254,59)" 22163 true 1.87 648

ENSGALP00000015657 CID 51 - 61
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1254,59)" 22163 true 1.87 649

ENSGALP00000018042 CID 53 - 63

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1254,59)" 22163 true 1.87 650

ENSGALP00000023523 CID 53 - 63
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1254,59)" 22163 true 1.87 651



ENSGALP00000020445 CID 1,182 - 1,191

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1270,63)" 19501 true 1.37 652

ENSGALP00000041772 CID 228 - 240

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1346,82)" 589 true 1.42 653

ENSGALP00000012240 CID 508 - 519

amyloid beta (A4) precursor 
protein-binding family B 
member 1 interacting 
protein - CGNC Symbol 
5719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1415,78)" 3872 false 654

ENSGALP00000013174 CID 30 - 42
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1587,90)" 235413 true 0.61 655

ENSGALP00000035496 CID 90 - 104

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1905,86)" 27861 true 0.4 656

ENSGALP00000025516 CID 31 - 40
carbonic anhydrase III-like - 
CGNC Symbol 51206 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1243,72)" 1444 false 657

ENSGALP00000015657 CID 51 - 61
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1262,63)" 45708 true 1.87 658



ENSGALP00000018042 CID 53 - 63

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1262,63)" 45708 true 1.87 659

ENSGALP00000010239 CID 53 - 63

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1262,63)" 45708 true 1.87 660

ENSGALP00000042680 CID 51 - 61

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1262,63)" 45708 true 1.87 661

ENSGALP00000023523 CID 53 - 63
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1262,63)" 45708 true 1.87 662

ENSGALP00000021838 CID 543 - 553
RNA binding motif protein 
14 - HGNC:14219 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1326,69)" 13020 true 0.26 663

ENSGALP00000026126 CID 47 - 54
ribosomal protein L8 - 
CGNC Symbol 12137 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(950,51)" 14831 true 1.09 664

ENSGALP00000004248 CID 112 - 118

DnaJ heat shock protein 
family (Hsp40) member C9 - 
CGNC Symbol 1946 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(950,51)" 14831 false 0.8 665



ENSGALP00000041318 CID 57 - 64
NADH dehydrogenase - 
Refseq NP_001289036 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1004,54)" 1912 true 0.53 666

ENSGALP00000006578 CID 28 - 41

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1626,77)" 25725 true 0.83 667

ENSGALP00000016102 CID 579 - 586

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(999,59)" 708 false 668

ENSGALP00000041318 CID 57 - 64
NADH dehydrogenase - 
Refseq NP_001289036 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1012,59)" 606 true 0.53 669

ENSGALP00000003934 CID 126 - 137

mannose-1-phosphate 
guanyltransferase beta - 
Refseq NP_001280244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1271,69)" 1358 670

ENSGALP00000016054 CID 24 - 34

digestive organ expansion 
factor homolog (zebrafish) - 
CGNC Symbol 7511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1400,64)" 2927 true 1.1 671

ENSGALP00000030005 CID 65 - 72

ubiquitin-conjugating 
enzyme E2N - CGNC Symbol 
50617 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1041,57)" 5351 false 1.14 672



ENSGALP00000016054 CID 24 - 34

digestive organ expansion 
factor homolog (zebrafish) - 
CGNC Symbol 7511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1404,68)" 4346 673

ENSGALP00000022626 CID 122 - 131

Gallus gallus ribosomal 
protein S12 (RPS12) mRNA. - 
RefSeq mRNA 
NM_001277911 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1418,74)" 11462 false 674

ENSGALP00000019634 CID 632 - 642

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1357,69)" 2048 true 1.27 675

ENSGALP00000012293 CID 79 - 84
ribosomal protein L35a - 
CGNC Symbol 5744 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(867,49)" 12780 true 1.08 676

ENSGALP00000039504 CID 228 - 237

v-rel avian 
reticuloendotheliosis viral 
oncogene homolog - CGNC 
Symbol 5934 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1135,58)" 609 677

ENSGALP00000003850 CID 198 - 208

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1364,79)" 4811 true 0.88 678

ENSGALP00000006578 CID 121 - 127

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(988,49)" 80469 true 0.37 679



ENSGALP00000005505 CID 72 - 79

RAB8B member RAS 
oncogene family - CGNC 
Symbol 2544 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(988,49)" 80469 680

ENSGALP00000028746 CID 121 - 127

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(988,49)" 80469 true 0.37 681

ENSGALP00000010888 CID 126 - 132

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(988,49)" 80469 true 0.37 682

ENSGALP00000041790 CID 72 - 79
Ras-related protein Rab-8A - 
UP Q5F470 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(988,49)" 80469 683

ENSGALP00000001493 CID 236 - 245

protein phosphatase 6 
catalytic subunit - CGNC 
Symbol 57480 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1245,72)" 598 true 0.53 684

ENSGALP00000009933 CID 181 - 188

heterogeneous nuclear 
ribonucleoprotein A0 - 
CGNC Symbol 4621 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1023,57)" 4912 685

ENSGALP00000039872 CID 294 - 306

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1565,80)" 4592 false 686



ENSGALP00000006240 CID 1,874 - 1,886
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1565,80)" 4592 false 687

ENSGALP00000010888 CID 126 - 132

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(996,54)" 27111 true 0.37 688

ENSGALP00000006578 CID 121 - 127

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(996,54)" 27111 true 0.37 689

ENSGALP00000028746 CID 121 - 127

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(996,54)" 27111 true 0.37 690

ENSGALP00000008236 CID 559 - 570
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1400,76)" 625 691

ENSGALP00000012879 CID 485 - 496
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1492,86)" 3524 false 692

ENSGALP00000028746 CID 121 - 127

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1004,49)" 16607 true 0.37 693



ENSGALP00000006578 CID 121 - 127

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1004,49)" 16607 true 0.37 694

ENSGALP00000010888 CID 126 - 132

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1004,49)" 16607 true 0.37 695

ENSGALP00000026130 CID 219 - 227

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1113,64)" 3513 false 696

ENSGALP00000023543 CID 29 - 37

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1113,64)" 3513 false 697

ENSGALP00000016536 CID 562 - 575
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1564,81)" 1739 true 2.41 698

ENSGALP00000008764 CID 61 - 67

NADH:ubiquinone 
oxidoreductase subunit B10 
- CGNC Symbol 4071 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1044,51)" 2061 true 1.26 699

ENSGALP00000016536 CID 562 - 575
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1572,86)" 4744 true 2.41 700



ENSGALP00000005132 CID 406 - 420

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1670,71)" 6370 701

ENSGALP00000020445 CID 924 - 938

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1969,94)" 1165 false 702

ENSGALP00000040337 CID 568 - 575
G1 to S phase transition 1 - 
CGNC Symbol 54531 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1017,53)" 2131 false 1.15 703

ENSGALP00000023352 CID 678 - 686

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1222,70)" 2972 true 0.36 704

ENSGALP00000020445 CID 671 - 679

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1222,70)" 2972 true 0.57 705

ENSGALP00000006222 CID 112 - 124
calreticulin 3 - CGNC 
Symbol 2868 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1518,71)" 98867 true 0.33 706

ENSGALP00000016789 CID 528 - 537

protein phosphatase 1 
regulatory subunit 12A - 
CGNC Symbol 49610 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1128,69)" 2409 false 707



ENSGALP00000009121 CID 411 - 420
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1296,56)" 3412 true 0.75 708

ENSGALP00000021752 CID 25 - 41

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1882,88)" 1735 true 1.1 709

ENSGALP00000009121 CID 411 - 420
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1300,58)" 4443 710

ENSGALP00000021752 CID 25 - 41

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1886,88)" 2673 711

ENSGALP00000024484 CID 1-Nov
autophagy related 3 - CGNC 
Symbol 11313 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1303,72)" 1262 false 0.78 712

ENSGALP00000039734 CID 68 - 75

Protein LOC105369241 - 
UniProtKB/TrEMBL 
A0A0B4J2C8 - CGNC 
Symbol 51059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(983,55)" 17162 true 1.16 713

ENSGALP00000041533 CID 101 - 109

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein L - 
HGNC:5045 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1042,59)" 13027 false 0.5 714



ENSGALP00000041772 CID 241 - 250

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1042,59)" 13027 true 0.39 715

ENSGALP00000020884 CID 155 - 162
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1105,56)" 181311 true 0.58 716

ENSGALP00000013964 CID 155 - 162
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1105,56)" 181311 true 0.58 717

ENSGALP00000042665 CID 155 - 162
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1105,56)" 181311 true 0.58 718

ENSGALP00000022436 CID 100 - 107
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1105,56)" 181311 true 0.58 719

ENSGALP00000006046 CID 156 - 166

actin related protein 2/3 
complex subunit 3 - CGNC 
Symbol 2797 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1343,78)" 3614 false 720

ENSGALP00000027519 CID 1,355 - 1,373

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2032,94)" 2165 true 0.9 721



ENSGALP00000012053 CID 2-Sep
cathepsin Z - CGNC Symbol 
5626 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(888,44)" 1731 722

ENSGALP00000004962 CID 95 - 102
tripartite motif containing 
25 - CGNC Symbol 2279 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1097,47)" 4731 true 0.78 723

ENSGALP00000013964 CID 155 - 162
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1109,59)" 104755 724

ENSGALP00000022436 CID 100 - 107
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1109,59)" 104755 725

ENSGALP00000042665 CID 155 - 162
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1109,59)" 104755 726

ENSGALP00000020884 CID 155 - 162
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1109,59)" 104755 727

ENSGALP00000008764 CID 117 - 127

NADH:ubiquinone 
oxidoreductase subunit B10 
- CGNC Symbol 4071 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1348,64)" 666 true 1.35 728



ENSGALP00000004962 CID 95 - 102
tripartite motif containing 
25 - CGNC Symbol 2279 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1101,47)" 1054 729

ENSGALP00000014107 CID 396 - 404
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1124,67)" 4507 true 0.51 730

ENSGALP00000016631 CID 478 - 486
keratin 5 - CGNC Symbol 
49888 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1124,67)" 4507 true 0.51 731

ENSGALP00000009709 CID 192 - 203

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1461,76)" 1866 true 0.71 732

ENSGALP00000042294 CID 1,486 - 1,492

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(975,54)" 2951 733

ENSGALP00000036760 CID 220 - 228

centrosomal protein 
135kDa - CGNC Symbol 
10315 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1073,63)" 10343 false 734

ENSGALP00000002996 CID 232 - 240

solute carrier family 25 
(mitochondrial carrier 
phosphate carrier) member 
24 - CGNC Symbol 1369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1073,63)" 10343 false 735



ENSGALP00000017495 CID 677 - 685
scinderin - CGNC Symbol 
8188 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1069,55)" 13241 736

ENSGALP00000025280 CID 85 - 94
thioredoxin - CGNC Symbol 
49804 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1191,67)" 592 true 2.29 737

ENSGALP00000009709 CID 192 - 203

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1469,80)" 860 true 0.71 738

ENSGALP00000019031 CID 253 - 264
albumin - CGNC Symbol 
14106 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1642,95)" 31931 true 0.97 739

ENSGALP00000005453 CID 61 - 69

DnaJ heat shock protein 
family (Hsp40) member C7 - 
CGNC Symbol 2515 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1027,56)" 5678 740

ENSGALP00000016583 CID 82 - 90

progesterone receptor 
membrane component 2 - 
CGNC Symbol 7765 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1091,55)" 4566 741

ENSGALP00000025280 CID 85 - 94
thioredoxin - CGNC Symbol 
49804 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1203,75)" 1354 true 2.29 742



ENSGALP00000003089 CID 733 - 741
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1222,62)" 7073 743

ENSGALP00000007780 CID 32 - 42

phosphopantothenoylcystei
ne synthetase - CGNC 
Symbol 66161 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1115,56)" 3740 true 0.61 744

ENSGALP00000008657 CID 235 - 246

hydroxyacylglutathione 
hydrolase - CGNC Symbol 
4019 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1457,81)" 3983 false 745

ENSGALP00000023439 CID 45 - 53

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1052,60)" 9570 true 0.49 746

ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1243,64)" 21180 true 1.17 747

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1243,64)" 21180 true 1.17 748

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1243,64)" 21180 true 1.17 749



ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1243,64)" 21180 true 1.17 750

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1243,64)" 21180 true 1.17 751

ENSGALP00000015160 CID 3,000 - 3,009

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1258,63)" 1037 false 0.59 752

ENSGALP00000006762 CID 163 - 175
bleomycin hydrolase - 
CGNC Symbol 3131 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1622,83)" 7134 true 0.67 753

ENSGALP00000023439 CID 45 - 53

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1056,62)" 4714 754

ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1251,68)" 12048 true 1.17 755

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1251,68)" 12048 true 5.26 756



ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1251,68)" 12048 true 5.26 757

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1251,68)" 12048 true 1.17 758

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1251,68)" 12048 true 5.26 759

ENSGALP00000000639 CID 57 - 66
lamin B2 - CGNC Symbol 
49708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1251,68)" 12048 false 0.6 760

ENSGALP00000020445 CID 1,857 - 1,867

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1389,77)" 5910 true 1.6 761

ENSGALP00000011717 CID 74 - 84
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1277,68)" 23941 true 1.35 762

ENSGALP00000017123 CID 240 - 259

lymphoid enhancer binding 
factor 1 - CGNC Symbol 
7997 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2532,22)" 1403 false 763



ENSGALP00000003455 CID 97 - 102

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(742,46)" 5394 false 764

ENSGALP00000008824 CID 459 - 470

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1285,67)" 23761 true 0.26 765

ENSGALP00000035973 CID 93 - 99

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(836,41)" 3896 true 0.39 766

ENSGALP00000005576 CID 253 - 261

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1139,65)" 8476 true 0.75 767

ENSGALP00000019975 CID 282 - 290

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1139,65)" 8476 true 0.75 768

ENSGALP00000008824 CID 459 - 470

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1293,72)" 6172 true 0.26 769

ENSGALP00000003898 CID 478 - 487
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1153,66)" 3376 true 0.65 770



ENSGALP00000042153 CID 200 - 209

Hsap of 1: translocase of 
inner mitochondrial 
membrane 50 - 
HGNC:23656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1303,61)" 2218 true 0.93 771

ENSGALP00000005078 CID 120 - 132

Gallus gallus polymerase 
(DNA-directed) delta 
interacting protein 2 
(POLDIP2) mRNA. - RefSeq 
mRNA NM_001317356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1397,74)" 985 false 772

ENSGALP00000003898 CID 478 - 487
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1161,70)" 2196 true 0.65 773

ENSGALP00000018686 CID 1-Nov

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1307,63)" 1237 774

ENSGALP00000042153 CID 200 - 209

Hsap of 1: translocase of 
inner mitochondrial 
membrane 50 - 
HGNC:23656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1307,63)" 1237 775

ENSGALP00000018939 CID 334 - 345

group-specific component 
(vitamin D binding protein) - 
CGNC Symbol 8824 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1431,72)" 3734 776

ENSGALP00000004013 CID 1,198 - 1,206 talin 1 - CGNC Symbol 1830 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1131,55)" 10000 true 0.68 777



ENSGALP00000013574 CID 106 - 117

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1314,58)" 10440 778

ENSGALP00000007490 CID 451 - 462 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1447,72)" 5875 false 0.23 779

ENSGALP00000003092 CID 410 - 422
protein prune homolog - 
CGNC Symbol 65719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1477,68)" 2702 false 0.62 780

ENSGALP00000020445 CID 671 - 678

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1066,58)" 4710 true 1.39 781

ENSGALP00000023352 CID 678 - 685

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1066,58)" 4710 true 1.39 782

ENSGALP00000004835 CID Nov-17

enhancer of zeste homolog 
1 (Drosophila) - CGNC 
Symbol 2222 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1066,58)" 4710 false 1.89 783

ENSGALP00000004013 CID 1,198 - 1,206 talin 1 - CGNC Symbol 1830 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1135,57)" 6220 784



ENSGALP00000017819 CID 191 - 200

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1231,76)" 4056 true 1.59 785

ENSGALP00000020445 CID 671 - 678

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1074,62)" 6551 true 1.39 786

ENSGALP00000023352 CID 678 - 685

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1074,62)" 6551 true 1.39 787

P35527 CID 392 - 402

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1264,72)" 7472 false 0.12 788

ENSGALP00000010510 CID 103 - 112
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1264,72)" 7472 true 0.27 789

ENSGALP00000012053 CID 71 - 82
cathepsin Z - CGNC Symbol 
5626 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1327,70)" 6081 790

ENSGALP00000010510 CID 103 - 112
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1276,80)" 1673 true 0.27 791



ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL 
A0A0B4J2C8 - CGNC 
Symbol 51059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1472,69)" 23756 true 1.12 792

ENSGALP00000033359 CID 342 - 350

fascin actin-bundling 
protein 1 - CGNC Symbol 
14444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(943,56)" 4058 793

ENSGALP00000004046 CID 30 - 38

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1144,64)" 2184 true 1.15 794

ENSGALP00000039133 CID 86 - 97

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1301,77)" 2560 false 795

ENSGALP00000019031 CID 513 - 523
albumin - CGNC Symbol 
14106 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1483,91)" 108911 false 796

ENSGALP00000038799 CID 113 - 125
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1532,75)" 8842 true 0.18 797

ENSGALP00000022004 CID 113 - 125
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1532,75)" 8842 true 0.18 798



ENSGALP00000019031 CID 514 - 523
albumin - CGNC Symbol 
14106 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1327,81)" 2648 false 799

ENSGALP00000001306 CID 23 - 39
SFRS protein kinase 1 - 
CGNC Symbol 586 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1724,84)" 491 false 3.69 800

ENSGALP00000000383 CID 833 - 838
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(859,50)" 833 true 0.86 801

ENSGALP00000036720 CID 3,198 - 3,205

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(986,57)" 7293 false 802

ENSGALP00000039265 CID 27 - 34
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(986,57)" 7293 true 0.42 803

ENSGALP00000022293 CID 140 - 151 ezrin - CGNC Symbol 10288 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1478,83)" 4029 false 804

ENSGALP00000019040 CID 1,224 - 1,235
nucleoporin 205kDa - CGNC 
Symbol 8864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1478,83)" 4029 false 805



ENSGALP00000016175 CID Aug-19

ATP binding cassette 
subfamily E member 1 - 
CGNC Symbol 7569 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1478,83)" 4029 false 806

ENSGALP00000026509 CID 243 - 254

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1478,83)" 4029 false 807

ENSGALP00000006578 CID 28 - 41

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1630,79)" 19325 808

ENSGALP00000019038 CID 236 - 255

Wilms tumor 1 associated 
protein - CGNC Symbol 
8862 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2276,10)" 1083 true 0.43 809

ENSGALP00000007822 CID 205 - 212

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(990,60)" 2546 false 0.42 810

ENSGALP00000043331 CID 638 - 645
topoisomerase (DNA) I - 
CGNC Symbol 2691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(990,60)" 2546 811

ENSGALP00000037408 CID 2,193 - 2,201

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(990,60)" 2546 812



ENSGALP00000039265 CID 27 - 34
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(990,60)" 2546 813

ENSGALP00000000726 CID Jun-15

Gallus gallus SH3 domain 
binding glutamate-rich 
protein like 3 (SH3BGRL3) 
mRNA. - RefSeq mRNA 
NM_001302096 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1084,56)" 36798 true 0.16 814

ENSGALP00000006762 CID 163 - 175
bleomycin hydrolase - 
CGNC Symbol 3131 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1630,87)" 4403 true 0.67 815

ENSGALP00000019038 CID 236 - 255

Wilms tumor 1 associated 
protein - CGNC Symbol 
8862 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2280,13)" 470 816

ENSGALP00000003717 CID 130 - 137

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1023,52)" 5446 false 817

ENSGALP00000023115 CID 60 - 67

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1023,52)" 5446 true 0.94 818

ENSGALP00000015174 CID 524 - 540
Sp3 transcription factor - 
CGNC Symbol 7089 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2005,99)" 1765 false 819



ENSGALP00000000924 CID 311 - 317
acyl-CoA thioesterase 7 - 
CGNC Symbol 50978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(828,40)" 2320 820

ENSGALP00000038935 CID 112 - 119

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1021,63)" 640 true 0.94 821

ENSGALP00000026615 CID 895 - 904

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1137,71)" 1074 false 822

ENSGALP00000038408 CID 116 - 130
Y box binding protein 1 - 
CGNC Symbol 3598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1672,83)" 5016 823

ENSGALP00000000316 CID 47 - 54
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1045,56)" 22121 false 0.33 824

ENSGALP00000002373 CID 190 - 198

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1045,56)" 22121 true 0.33 825

ENSGALP00000041772 CID 241 - 250

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1046,61)" 4289 826



ENSGALP00000023673 CID 507 - 517
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1149,60)" 5650 827

ENSGALP00000003898 CID 298 - 310
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1556,75)" 5359 true 1.47 828

ENSGALP00000027317 CID 448 - 455

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(989,52)" 88593 false 0.56 829

ENSGALP00000012240 CID 628 - 639

amyloid beta (A4) precursor 
protein-binding family B 
member 1 interacting 
protein - CGNC Symbol 
5719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1034,58)" 3126 true 0.67 830

ENSGALP00000016630 CID 88 - 99

aldo-keto reductase family 
1 member A1 (aldehyde 
reductase) - CGNC Symbol 
7795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1483,80)" 2556 true 1 831

ENSGALP00000023081 CID 791 - 805

Gallus gallus suppressor of 
Ty 5 homolog (S. cerevisiae) 
(SUPT5H) mRNA. - RefSeq 
mRNA NM_001031384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1680,81)" 2305 true 0.71 832

ENSGALP00000018309 CID 263 - 279
raftlin lipid raft linker 1 - 
CGNC Symbol 8540 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1826,85)" 1742 true 0.85 833



ENSGALP00000017139 CID 2-Sep

3'-phosphoadenosine 5'-
phosphosulfate synthase 1 - 
CGNC Symbol 8007 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1060,50)" 6031 false 834

ENSGALP00000007287 CID 107 - 117
ribosomal protein S14 - 
CGNC Symbol 3393 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1086,62)" 11082 835

ENSGALP00000023081 CID 791 - 805

Gallus gallus suppressor of 
Ty 5 homolog (S. cerevisiae) 
(SUPT5H) mRNA. - RefSeq 
mRNA NM_001031384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1684,83)" 1178 836

ENSGALP00000023439 CID 269 - 282

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1809,95)" 2400 false 837

ENSGALP00000009393 CID 1,180 - 1,189

clustered mitochondria 
(cluA/CLU1) homolog - 
CGNC Symbol 4370 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1102,65)" 1767 838

ENSGALP00000028016 CID 74 - 84

enhancer of rudimentary 
homolog (Drosophila) - 
CGNC Symbol 13056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1392,72)" 9845 true 1.79 839

ENSGALP00000019726 CID 77 - 91
engulfment and cell motility 
1 - CGNC Symbol 51330 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1730,90)" 4708 true 0.31 840



ENSGALP00000025929 CID 70 - 77

hydroxyacyl-CoA 
dehydrogenase - CGNC 
Symbol 12053 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(987,58)" 4177 false 841

ENSGALP00000042475 CID 24 - 35

purine-rich element binding 
protein A - CGNC Symbol 
15180 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1158,61)" 999 842

ENSGALP00000019726 CID 77 - 91
engulfment and cell motility 
1 - CGNC Symbol 51330 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1734,92)" 1232 843

ENSGALP00000017495 CID 677 - 685
scinderin - CGNC Symbol 
8188 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1065,52)" 3882 false 2.89 844

ENSGALP00000035143 CID 113 - 121
drebrin like - CGNC Symbol 
15268 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1065,52)" 3882 845

ENSGALP00000007780 CID 32 - 42

phosphopantothenoylcystei
ne synthetase - CGNC 
Symbol 66161 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1119,59)" 1322 846

ENSGALP00000038262 CID 118 - 127

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1194,61)" 29962 847



ENSGALP00000007822 CID 408 - 418

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1281,74)" 4773 true 1.48 848

ENSGALP00000041772 CID 228 - 240

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1358,89)" 2705 true 1.12 849

ENSGALP00000023085 CID 522 - 531
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1171,62)" 7692 true 0.53 850

ENSGALP00000020563 CID 165 - 174

fructose-1 6-
bisphosphatase 1 - CGNC 
Symbol 9572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1171,62)" 7692 false 0.53 851

ENSGALP00000015409 CID 547 - 556
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1171,62)" 7692 true 0.68 852

ENSGALP00000004046 CID 30 - 38

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1172,67)" 13299 true 0.56 853

ENSGALP00000017819 CID 191 - 200

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1223,70)" 1097 true 1.59 854



ENSGALP00000012053 CID 71 - 82
cathepsin Z - CGNC Symbol 
5626 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1323,68)" 1616 true 2.18 855

ENSGALP00000011775 CID 2,598 - 2,606

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1049,63)" 4522 false 856

ENSGALP00000030005 CID 65 - 72

ubiquitin-conjugating 
enzyme E2N - CGNC Symbol 
50617 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1049,63)" 4522 true 1.14 857

ENSGALP00000010414 CID 278 - 287

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1205,51)" 12421 true 0.33 858

ENSGALP00000009314 CID 129 - 138
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1231,60)" 9679 true 2.57 859

ENSGALP00000002520 CID 128 - 137
septin 2-like - CGNC Symbol 
50343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1231,60)" 9679 true 2.57 860

ENSGALP00000009511 CID 188 - 195
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1029,50)" 467 true 3.93 861



ENSGALP00000003092 CID Oct-18
protein prune homolog - 
CGNC Symbol 65719 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1097,64)" 1733 862

ENSGALP00000004046 CID 30 - 38

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1184,75)" 5879 true 0.56 863

ENSGALP00000010414 CID 278 - 287

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1209,54)" 3123 864

ENSGALP00000002520 CID 128 - 137
septin 2-like - CGNC Symbol 
50343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1235,65)" 13493 865

ENSGALP00000009314 CID 129 - 138
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1235,65)" 13493 866

ENSGALP00000009511 CID 188 - 195
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1033,56)" 7594 867

ENSGALP00000039326 CID 135 - 142
ribosomal protein L19 - 
CGNC Symbol 1159 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1100,68)" 912 false 868



ENSGALP00000033411 CID 61 - 71
ribosomal protein S21 - 
HGNC:10409 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1278,61)" 1811 869

ENSGALP00000019031 CID 287 - 295
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1279,74)" 11018 true 0.64 870

ENSGALP00000022392 CID 403 - 412
transportin 3 - CGNC 
Symbol 10345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1150,66)" 3801 false 0.55 871

ENSGALP00000009681 CID 243 - 254

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1361,85)" 7304 false 872

ENSGALP00000027665 CID 1-Oct

acetyl-CoA 
acetyltransferase 1 - CGNC 
Symbol 12890 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1091,59)" 1626 873

ENSGALP00000021618 CID 158 - 169
lactate dehydrogenase B - 
CGNC Symbol 10005 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1290,66)" 26339 true 0.59 874

ENSGALP00000013574 CID 106 - 117

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1310,57)" 5637 true 1.62 875



ENSGALP00000028016 CID 74 - 84

enhancer of rudimentary 
homolog (Drosophila) - 
CGNC Symbol 13056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1384,67)" 5003 true 1.79 876

ENSGALP00000001474 CID 463 - 472

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1255,75)" 68631 true 7.21 877

ENSGALP00000016102 CID Feb-13

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1364,75)" 1248 878

ENSGALP00000023364 CID 444 - 453
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1102,59)" 3742 false 2.87 879

ENSGALP00000001474 CID 522 - 530

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1102,59)" 3742 true 2.87 880

ENSGALP00000002197 CID 174 - 184
gelsolin - CGNC Symbol 
49472 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1305,73)" 2393 true 4.27 881

ENSGALP00000027953 CID 2-Jul
ribosomal protein S3 - 
CGNC Symbol 13020 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(715,44)" 2266 true 0.95 882



ENSGALP00000001474 CID 522 - 530

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1106,62)" 10737 883

ENSGALP00000005645 CID 383 - 391

Rho/Rac guanine nucleotide 
exchange factor (GEF) 18 - 
CGNC Symbol 2608 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1106,62)" 10737 884

ENSGALP00000008764 CID 143 - 153

NADH:ubiquinone 
oxidoreductase subunit B10 
- CGNC Symbol 4071 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1190,62)" 4370 885

ENSGALP00000024116 CID 493 - 502

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1303,70)" 1275 true 1.04 886

ENSGALP00000015719 CID 1,236 - 1,245
AT-rich interaction domain 
2 - CGNC Symbol 7350 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1303,70)" 1275 false 1.04 887

ENSGALP00000002197 CID 174 - 184
gelsolin - CGNC Symbol 
49472 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1309,76)" 11856 888

ENSGALP00000019031 CID 513 - 523
albumin - CGNC Symbol 
14106 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1499,90)" 10842 false 889



P04264 CID 519 - 549

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2411,98)" 1712 true 0.89 890

ENSGALP00000036056 CID 736 - 741

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(719,46)" 2154 true 0.95 891

ENSGALP00000027953 CID 2-Jul
ribosomal protein S3 - 
CGNC Symbol 13020 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(719,46)" 2154 false 0.95 892

ENSGALP00000018750 CID 215 - 222

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(973,54)" 513 true 3.21 893

ENSGALP00000024116 CID 493 - 502

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1311,75)" 1325 true 1.04 894

ENSGALP00000036002 CID 70 - 81

RAB10 member RAS 
oncogene family - CGNC 
Symbol 12382 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1468,67)" 3833 true 4.89 895

P04264 CID 519 - 549

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2416,01)" 1523 896



ENSGALP00000035478 CID 36 - 43
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1039,58)" 3188 897

ENSGALP00000008128 CID 1,735 - 1,745
nucleoporin 210kDa - CGNC 
Symbol 3777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1348,68)" 2689 true 2.15 898

ENSGALP00000019031 CID 255 - 264
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1369,71)" 5379 false 899

ENSGALP00000006762 CID 164 - 175
bleomycin hydrolase - 
CGNC Symbol 3131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1466,70)" 4503 true 2.65 900

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL 
A0A0B4J2C8 - CGNC 
Symbol 51059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1476,71)" 26288 true 1.12 901

ENSGALP00000007287 CID 107 - 117
ribosomal protein S14 - 
CGNC Symbol 3393 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1082,60)" 7876 true 0.53 902

ENSGALP00000004515 CID 18 - 26

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1106,59)" 11701 true 1.1 903



ENSGALP00000043213 CID 1,378 - 1,387

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1310,67)" 1771 true 0.89 904

ENSGALP00000005645 CID 1,060 - 1,073

Rho/Rac guanine nucleotide 
exchange factor (GEF) 18 - 
CGNC Symbol 2608 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1516,71)" 4407 true 0.72 905

ENSGALP00000026511 CID 78 - 90

family with sequence 
similarity 49 member A - 
CGNC Symbol 12326 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1569,90)" 1613 false 906

ENSGALP00000016732 CID 90 - 97

mitochondrial ribosomal 
protein S18A - CGNC 
Symbol 7834 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(832,39)" 5868 907

ENSGALP00000034078 CID 116 - 129

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1540,80)" 11050 true 1.6 908

ENSGALP00000005129 CID 209 - 222

CWF19-like 1 cell cycle 
control (S. pombe) - CGNC 
Symbol 2360 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1687,90)" 2234 true 0.9 909

ENSGALP00000011673 CID 54 - 68
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1995,98)" 13490 true 1.04 910



ENSGALP00000034078 CID 116 - 129

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1548,85)" 17728 true 1.6 911

ENSGALP00000043196 CID 1,915 - 1,929
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1687,83)" 2970 true 0.51 912

ENSGALP00000005129 CID 209 - 222

CWF19-like 1 cell cycle 
control (S. pombe) - CGNC 
Symbol 2360 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1691,92)" 634 913

ENSGALP00000011673 CID 54 - 68
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2004,03)" 14001 true 1.04 914

ENSGALP00000002808 CID 505 - 515

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1578,68)" 8714 true 0.14 915

ENSGALP00000007490 CID 157 - 162 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(809,49)" 33941 false 916

ENSGALP00000021028 CID 156 - 161
radixin - CGNC Symbol 
49356 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(809,49)" 33941 false 917



ENSGALP00000009528 CID 419 - 427
RuvB like AAA ATPase 1 - 
CGNC Symbol 4431 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1031,57)" 23875 false 918

ENSGALP00000015492 CID 1-Sep
histone acetyltransferase 1 - 
CGNC Symbol 7250 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1031,57)" 23875 false 919

ENSGALP00000015160 CID 600 - 607

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1031,57)" 23875 920

ENSGALP00000042294 CID 809 - 823

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1589,82)" 10540 true 0.57 921

ENSGALP00000000509 CID 541 - 548

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(902,48)" 1758 false 0.75 922

ENSGALP00000010510 CID 510 - 517
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1045,59)" 54519 true 0.97 923

ENSGALP00000010618 CID 346 - 355
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1163,63)" 9463 true 1.25 924



ENSGALP00000010414 CID 81 - 94

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1548,80)" 12815 true 0.75 925

ENSGALP00000042294 CID 809 - 823

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1593,85)" 5276 926

ENSGALP00000023866 CID 780 - 792

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1635,90)" 745 true 1.26 927

ENSGALP00000019667 CID 241 - 247

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(809,47)" 17435 true 0.23 928

ENSGALP00000010303 CID 166 - 173
interleukin 16 - CGNC 
Symbol 4808 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(809,47)" 17435 false 0.23 929

ENSGALP00000023396 CID 142 - 148
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(906,52)" 2543 true 1.09 930

ENSGALP00000002373 CID 190 - 198

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1049,57)" 7125 931



ENSGALP00000010510 CID 510 - 517
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1053,64)" 52876 true 0.97 932

ENSGALP00000003139 CID 321 - 329
glutamate dehydrogenase 1 
- CGNC Symbol 52002 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1087,57)" 5769 true 0.82 933

ENSGALP00000010618 CID 346 - 355
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1171,65)" 20129 true 1.25 934

ENSGALP00000010414 CID 81 - 94

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1556,86)" 8368 true 0.75 935

ENSGALP00000000054 CID 44 - 56
G protein subunit alpha i3 - 
HGNC:4387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1668,73)" 12126 true 0.88 936

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1668,73)" 12126 937

ENSGALP00000003139 CID 321 - 329
glutamate dehydrogenase 1 
- CGNC Symbol 52002 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1091,59)" 3775 938



ENSGALP00000003954 CID 488 - 499

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1628,82)" 13113 true 0.61 939

ENSGALP00000006240 CID 1,454 - 1,461
collagen type VI alpha 3 - 
CGNC Symbol 2875 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(900,52)" 2012 940

ENSGALP00000016447 CID 126 - 139
ribosomal protein S8 - 
CGNC Symbol 52222 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1626,92)" 16433 false 941

ENSGALP00000003954 CID 488 - 499

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1636,87)" 7541 true 0.61 942

ENSGALP00000016789 CID 176 - 182

protein phosphatase 1 
regulatory subunit 12A - 
CGNC Symbol 49610 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(922,55)" 10898 943

ENSGALP00000009873 CID 844 - 851
collagen type VI alpha 2 - 
CGNC Symbol 4597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1032,54)" 13401 944

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1247,67)" 615 true 5.26 945



ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1247,67)" 615 true 5.26 946

ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1247,67)" 615 true 5.26 947

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1247,67)" 615 true 5.26 948

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1247,67)" 615 true 5.26 949

ENSGALP00000015722 CID 1-Aug
histone PARylation factor 1 - 
HGNC:26051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(837,42)" 888 true 0.58 950

ENSGALP00000015886 CID Apr-13

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1066,62)" 3748 true 0.48 951

ENSGALP00000023099 CID 187 - 199
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1652,78)" 609 true 1.4 952



ENSGALP00000018309 CID 263 - 279
raftlin lipid raft linker 1 - 
CGNC Symbol 8540 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1830,88)" 773 953

ENSGALP00000015892 CID 708 - 715

N(alpha)-acetyltransferase 
15 NatA auxiliary subunit - 
CGNC Symbol 7432 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1029,52)" 2132 true 0.97 954

ENSGALP00000005576 CID 57 - 65

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1155,59)" 8670 955

ENSGALP00000006414 CID 15 - 23

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1164,71)" 39406 true 0.6 956

ENSGALP00000023099 CID 187 - 199
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1660,83)" 852 true 1.4 957

ENSGALP00000026406 CID 631 - 639

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1164,62)" 4247 958

ENSGALP00000026044 CID 850 - 859

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1194,66)" 2475 true 0.41 959



ENSGALP00000039948 CID 160 - 188
MARCKS-like 1 - CGNC 
Symbol 14646 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2829,30)" 808 false 960

ENSGALP00000006218 CID 125 - 132

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(887,50)" 6984 false 961

ENSGALP00000035780 CID 2,737 - 2,744
RAN binding protein 2 - 
CGNC Symbol 50838 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(887,50)" 6984 962

ENSGALP00000014768 CID 206 - 213
EH-domain containing 3 - 
CGNC Symbol 51465 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1038,57)" 632 false 963

ENSGALP00000005643 CID 428 - 438

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1376,66)" 1191 true 0.66 964

ENSGALP00000021949 CID 537 - 543

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(946,43)" 2278 false 965

ENSGALP00000018410 CID 453 - 460

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(988,54)" 2722 false 966



ENSGALP00000019801 CID 367 - 378
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1523,80)" 3109 false 967

ENSGALP00000026477 CID 200 - 206
nucleolar protein 10 - CGNC 
Symbol 12312 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(961,43)" 63586 968

ENSGALP00000017926 CID Nov-23
phosphoglucomutase 1 - 
CGNC Symbol 8372 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1427,81)" 1450 true 1.12 969

ENSGALP00000043196 CID 1,915 - 1,929
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1691,86)" 901 970

ENSGALP00000007837 CID 15 - 27

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1497,81)" 3220 true 1.1 971

ENSGALP00000024078 CID 193 - 198
WD repeat domain 1 - 
CGNC Symbol 11108 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(822,43)" 1687 true 0.92 972

ENSGALP00000038799 CID 183 - 191
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1050,57)" 7155 973



ENSGALP00000013122 CID 421 - 429

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(992,57)" 2893 974

ENSGALP00000042251 CID 1-Oct
endosulfine alpha - CGNC 
Symbol 23246 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(992,57)" 2893 975

ENSGALP00000018195 CID 53 - 62
proteasome subunit beta 1 - 
CGNC Symbol 8487 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1164,63)" 4434 976

ENSGALP00000009985 CID 156 - 170

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1939,02)" 1117 true 1.37 977

ENSGALP00000041134 CID 93 - 100

microfibrillar associated 
protein 1 - CGNC Symbol 
6322 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1018,51)" 1360 false 0.63 978

ENSGALP00000013410 CID 253 - 261

ADP-ribosylation factor 
GTPase activating protein 2 - 
CGNC Symbol 51916 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1070,59)" 3721 true 0.44 979

ENSGALP00000009608 CID 63 - 72

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily b member 1 - 
CGNC Symbol 4462 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1140,59)" 2694 980



ENSGALP00000007822 CID 408 - 418

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1293,83)" 5620 true 1.48 981

ENSGALP00000042891 CID 39 - 51
chromatin target of PRMT1 - 
HGNC:24511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1488,77)" 6561 true 0.39 982

ENSGALP00000037408 CID 756 - 767

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1488,77)" 6561 false 0.39 983

ENSGALP00000009985 CID 156 - 170

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1951,10)" 1532 true 1.37 984

ENSGALP00000016118 CID 544 - 551

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1074,62)" 878 false 985

ENSGALP00000013410 CID 253 - 261

ADP-ribosylation factor 
GTPase activating protein 2 - 
CGNC Symbol 51916 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1074,62)" 878 986

ENSGALP00000003850 CID 198 - 208

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1356,76)" 3871 true 0.88 987



ENSGALP00000004515 CID 90 - 103

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1481,89)" 2326 false 988

ENSGALP00000021055 CID 672 - 678
dynamin 1-like - CGNC 
Symbol 9791 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(805,40)" 888 false 0.71 989

ENSGALP00000042281 CID 153 - 160

minichromosome 
maintenance complex 
component 3 associated 
protein - CGNC Symbol 
3212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(805,40)" 888 false 0.71 990

ENSGALP00000034615 CID 134 - 140
Cytochrome c oxidase 
subunit 2 - UP P18944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(881,49)" 2779 991

ENSGALP00000023281 CID 410 - 417
NOP2 nucleolar protein - 
CGNC Symbol 10744 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(881,49)" 2779 992

ENSGALP00000040836 CID 18 - 24

acidic residue 
methyltransferase 1 - CGNC 
Symbol 9819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(885,53)" 1830 993

ENSGALP00000014229 CID 101 - 110
pleckstrin - CGNC Symbol 
6647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1145,57)" 2896 true 0.31 994



ENSGALP00000016789 CID 783 - 792

protein phosphatase 1 
regulatory subunit 12A - 
CGNC Symbol 49610 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1285,56)" 2498 true 0.71 995

ENSGALP00000026126 CID 47 - 54
ribosomal protein L8 - 
CGNC Symbol 12137 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(954,53)" 9469 996

ENSGALP00000042526 CID 257 - 265
isocitrate dehydrogenase 3 
(NAD(+)) beta - HGNC:5385 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1010,56)" 732 true 1.18 997

ENSGALP00000042526 CID 257 - 265
isocitrate dehydrogenase 3 
(NAD(+)) beta - HGNC:5385 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1014,57)" 863 998

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1097,49)" 159656 999

ENSGALP00000022436 CID 243 - 251
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1097,49)" 159656 1000

ENSGALP00000020884 CID 298 - 306
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1097,49)" 159656 1001



ENSGALP00000042665 CID 298 - 306
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1097,49)" 159656 1002

ENSGALP00000010510 CID 501 - 509
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1073,63)" 11072 true 0.69 1003

ENSGALP00000019120 CID 504 - 512
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1073,63)" 11072 true 0.69 1004

ENSGALP00000000693 CID 2-Dec

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1098,67)" 33903 1005

ENSGALP00000021838 CID 543 - 553
RNA binding motif protein 
14 - HGNC:14219 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1330,72)" 2578 1006

ENSGALP00000012293 CID 79 - 84
ribosomal protein L35a - 
CGNC Symbol 5744 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(859,44)" 11248 true 1.08 1007

ENSGALP00000016536 CID 675 - 680
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(859,44)" 11248 false 0.97 1008



ENSGALP00000023352 CID 822 - 828

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(895,47)" 9970 true 0.65 1009

ENSGALP00000020445 CID 815 - 821

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(895,47)" 9970 true 0.65 1010

ENSGALP00000023319 CID 181 - 192
catalase - CGNC Symbol 
51998 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1294,70)" 16886 false 0.32 1011

ENSGALP00000038124 CID 411 - 421
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1434,68)" 981 1012

ENSGALP00000015741 CID 232 - 239

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1027,53)" 3462 1013

ENSGALP00000012854 CID 80 - 90

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit D - 
CGNC Symbol 5993 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1240,66)" 1299 true 0.88 1014

ENSGALP00000029109 CID 137 - 143

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1076,46)" 8777 true 0.39 1015



ENSGALP00000042317 CID Sep-19

regulator of chromosome 
condensation 1 - 
HGNC:1913 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1308,72)" 26565 true 0.69 1016

ENSGALP00000013122 CID 406 - 417

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1289,65)" 1164 true 2.16 1017

ENSGALP00000040101 CID 1,888 - 1,897
myosin IXB - CGNC Symbol 
2718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1289,65)" 1164 false 0.81 1018

ENSGALP00000042317 CID Sep-19

regulator of chromosome 
condensation 1 - 
HGNC:1913 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1316,77)" 17438 true 0.69 1019

ENSGALP00000042891 CID 39 - 51
chromatin target of PRMT1 - 
HGNC:24511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1492,79)" 2299 1020

ENSGALP00000006242 CID 473 - 480
myopalladin - CGNC Symbol 
2877 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(811,50)" 6754 false 1021

ENSGALP00000016196 CID 264 - 274

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1357,75)" 6191 true 0.84 1022



ENSGALP00000042680 CID 329 - 335

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(823,50)" 35860 true 3.47 1023

ENSGALP00000015657 CID 329 - 335
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(823,50)" 35860 true 3.47 1024

ENSGALP00000018042 CID 331 - 337

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(823,50)" 35860 true 3.47 1025

ENSGALP00000010239 CID 331 - 337

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(823,50)" 35860 true 3.47 1026

ENSGALP00000011574 CID 46 - 52

dynein light chain 1 
cytoplasmic - CGNC Symbol 
53172 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(823,50)" 8788 false 1027

ENSGALP00000012383 CID 402 - 410
ribonucleic acid export 1 - 
CGNC Symbol 5777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1183,63)" 3344 true 1.17 1028

ENSGALP00000025878 CID 65 - 75
SMYD family member 5 - 
CGNC Symbol 51866 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1461,61)" 2442 true 0.42 1029



ENSGALP00000020534 CID 153 - 164

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1577,68)" 141450 true 0.4 1030

ENSGALP00000041772 CID 216 - 227

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1310,80)" 2446 true 1.12 1031

ENSGALP00000042552 CID 483 - 495
guanylate binding protein - 
CGNC Symbol 49284 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1347,67)" 13025 1032

ENSGALP00000009853 CID 94 - 105
zinc finger protein 326 - 
CGNC Symbol 4587 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1414,63)" 18734 true 0.52 1033

ENSGALP00000019468 CID 468 - 476
aconitase 2 - CGNC Symbol 
9059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1095,57)" 30651 true 0.3 1034

ENSGALP00000041772 CID 216 - 227

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1322,88)" 2092 true 1.12 1035

ENSGALP00000025878 CID 65 - 75
SMYD family member 5 - 
CGNC Symbol 51866 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1465,63)" 1014 1036



ENSGALP00000020534 CID 153 - 164

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1581,71)" 55405 1037

ENSGALP00000018258 CID 312 - 330
Enah/Vasp-like - CGNC 
Symbol 8513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2242,13)" 1410 false 1038

ENSGALP00000016260 CID 76 - 86

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1416,72)" 53874 true 0.49 1039

ENSGALP00000013574 CID 365 - 377

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1445,77)" 20252 true 2.36 1040

ENSGALP00000002366 CID 833 - 838

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(772,47)" 3054 1041

ENSGALP00000014298 CID 62 - 67
ribosomal protein L12 - 
CGNC Symbol 50469 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(772,47)" 3054 false 0.84 1042

ENSGALP00000003898 CID 507 - 513
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(833,48)" 696 true 0.32 1043



ENSGALP00000011717 CID 34 - 51
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2053,04)" 1063 1044

ENSGALP00000014298 CID 62 - 67
ribosomal protein L12 - 
CGNC Symbol 50469 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(776,49)" 2552 1045

ENSGALP00000004641 CID 30 - 35
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(776,49)" 2552 1046

ENSGALP00000014105 CID 46 - 53

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(884,51)" 16608 true 0.65 1047

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL 
A0A0B4J2C8 - CGNC 
Symbol 51059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1488,68)" 2752 true 1.2 1048

ENSGALP00000009819 CID 212 - 225
PHD finger protein 6 - CGNC 
Symbol 4572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1693,66)" 1847 false 1049

ENSGALP00000020463 CID 168 - 173

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(788,44)" 1696 false 1.12 1050



ENSGALP00000035595 CID 22 - 31
40S ribosomal protein S11 - 
Refseq NP_001026004 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1085,63)" 2144 false 1051

ENSGALP00000024078 CID 119 - 128
WD repeat domain 1 - 
CGNC Symbol 11108 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1085,63)" 2144 false 0.7 1052

ENSGALP00000007934 CID 305 - 313

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1111,61)" 3265 true 0.91 1053

ENSGALP00000001577 CID 575 - 586
SRP receptor alpha subunit - 
CGNC Symbol 713 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1325,65)" 2436 true 0.94 1054

ENSGALP00000003011 CID 325 - 338
scaffold attachment factor 
B2 - CGNC Symbol 52976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1522,69)" 3616 true 0.74 1055

ENSGALP00000021769 CID 324 - 337
scaffold attachment factor 
B - CGNC Symbol 52657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1522,69)" 3616 true 0.74 1056

ENSGALP00000000485 CID 1,103 - 1,119

Hsap of 1: AT-rich 
interaction domain 1A - 
HGNC:11110 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1741,88)" 715 false 1057



ENSGALP00000001460 CID 103 - 108
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(716,41)" 13525 true 0.92 1058

ENSGALP00000008764 CID 143 - 153

NADH:ubiquinone 
oxidoreductase subunit B10 
- CGNC Symbol 4071 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1186,60)" 5751 true 0.54 1059

ENSGALP00000001577 CID 575 - 586
SRP receptor alpha subunit - 
CGNC Symbol 713 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1329,67)" 2281 1060

ENSGALP00000019801 CID 367 - 378
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1551,85)" 12912 true 0.21 1061

ENSGALP00000001460 CID 103 - 108
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(720,43)" 12376 1062

ENSGALP00000025299 CID 145 - 152
C-terminal binding protein 
1 - CGNC Symbol 11723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(986,56)" 11059 true 0.52 1063

ENSGALP00000012171 CID 175 - 186
LUC7-like (S. cerevisiae) - 
CGNC Symbol 5684 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1408,70)" 4035 true 0.59 1064



ENSGALP00000019318 CID 175 - 186
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1408,70)" 4035 true 0.59 1065

ENSGALP00000027665 CID 238 - 252

acetyl-CoA 
acetyltransferase 1 - CGNC 
Symbol 12890 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1892,00)" 3913 true 1.02 1066

ENSGALP00000038799 CID 183 - 191
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1046,55)" 1662 true 0.93 1067

ENSGALP00000006218 CID 475 - 484

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1243,66)" 4291 true 1.06 1068

ENSGALP00000018856 CID 34 - 45
MOB kinase activator 1B - 
CGNC Symbol 8797 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1253,66)" 7798 true 0.72 1069

ENSGALP00000026130 CID 494 - 506

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1500,71)" 645 false 1070

ENSGALP00000006240 CID 302 - 309
collagen type VI alpha 3 - 
CGNC Symbol 2875 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(858,50)" 2831 false 1071



ENSGALP00000026444 CID 2-Sep

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(858,50)" 2831 1072

ENSGALP00000003089 CID 278 - 287
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1103,57)" 18154 true 1.13 1073

ENSGALP00000001411 CID 34 - 46

sorting nexin family 
member 27 - CGNC Symbol 
636 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1511,79)" 1125 false 1074

ENSGALP00000039757 CID 256 - 267
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1511,79)" 1125 false 1075

ENSGALP00000029968 CID 156 - 161
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(866,45)" 13112 true 0.67 1076

ENSGALP00000003089 CID 278 - 287
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1107,59)" 24213 1077

ENSGALP00000008824 CID 459 - 469

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1129,56)" 659 true 0.88 1078



ENSGALP00000039765 CID 678 - 686

UTP14 U3 small nucleolar 
ribonucleoprotein homolog 
A (yeast) - CGNC Symbol 
51631 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1273,60)" 2324 true 0.8 1079

ENSGALP00000000485 CID 1,130 - 1,142

Hsap of 1: AT-rich 
interaction domain 1A - 
HGNC:11110 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1514,71)" 2432 true 0.83 1080

ENSGALP00000043213 CID 946 - 954

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1137,69)" 9130 false 1081

ENSGALP00000003012 CID 229 - 238
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1137,69)" 9130 true 1.65 1082

ENSGALP00000012240 CID 508 - 518

amyloid beta (A4) precursor 
protein-binding family B 
member 1 interacting 
protein - CGNC Symbol 
5719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1259,68)" 4455 true 0.47 1083

ENSGALP00000014229 CID 101 - 110
pleckstrin - CGNC Symbol 
6647 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1149,60)" 934 1084

ENSGALP00000002409 CID 916 - 927

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1161,55)" 12071 false 0.62 1085



ENSGALP00000035366 CID 113 - 122

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1161,55)" 12071 true 0.62 1086

ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1464,85)" 7515 true 0.46 1087

ENSGALP00000003014 CID 454 - 465

peptidase mitochondrial 
processing alpha subunit - 
CGNC Symbol 1379 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1464,85)" 7515 false 1088

ENSGALP00000035370 CID 107 - 124

hepatoma-derived growth 
factor - CGNC Symbol 
58434 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2072,86)" 483 false 1089

ENSGALP00000008105 CID 49 - 57

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1160,61)" 5464 true 0.79 1090

ENSGALP00000035366 CID 113 - 122

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1165,58)" 11717 1091

ENSGALP00000011718 CID 242 - 248

small nuclear 
ribonucleoprotein 
polypeptides B and B1 - 
CGNC Symbol 49251 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(889,46)" 79233 true 0.51 1092



ENSGALP00000020310 CID 175 - 183
SET binding factor 1 - CGNC 
Symbol 9447 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(889,46)" 79233 1093

ENSGALP00000020445 CID 803 - 810

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1003,57)" 922 true 1.23 1094

ENSGALP00000008105 CID 49 - 57

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1164,63)" 7212 1095

ENSGALP00000021353 CID 65 - 71

microsomal glutathione S-
transferase 1 - CGNC 
Symbol 9903 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(849,46)" 646 1096

ENSGALP00000020445 CID 803 - 810

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1011,62)" 1131 true 1.23 1097

ENSGALP00000021708 CID 317 - 327
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1190,61)" 20708 1098

ENSGALP00000035478 CID 749 - 759
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1227,77)" 1879 true 1.16 1099



ENSGALP00000003014 CID 238 - 244

peptidase mitochondrial 
processing alpha subunit - 
CGNC Symbol 1379 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(960,47)" 4523 1100

ENSGALP00000009656 CID 84 - 93

family with sequence 
similarity 103 member A1 - 
CGNC Symbol 49987 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1287,59)" 2644 false 1101

ENSGALP00000001306 CID 55 - 61
SFRS protein kinase 1 - 
CGNC Symbol 586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(756,47)" 12633 false 0.63 1102

ENSGALP00000033366 CID 113 - 120
leukocyte ribonuclease A-2 - 
CGNC Symbol 52020 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1017,50)" 3943 1103

ENSGALP00000004745 CID 777 - 786
nucleoporin 93kDa - CGNC 
Symbol 2176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1258,66)" 3667 true 0.78 1104

ENSGALP00000004108 CID 517 - 528

differentially expressed in 
FDCP 6 homolog (mouse) - 
CGNC Symbol 1882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1444,73)" 9697 false 1105

ENSGALP00000041687 CID 306 - 312

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(816,44)" 1912 false 0.8 1106



ENSGALP00000008171 CID 1,620 - 1,625

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(816,44)" 1912 false 1107

ENSGALP00000016490 CID 1,828 - 1,834
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(879,49)" 1923 true 0.5 1108

ENSGALP00000017152 CID 196 - 204

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - 
CGNC Symbol 8013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(957,49)" 1312 true 0.85 1109

ENSGALP00000029109 CID 137 - 143

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1080,49)" 2523 1110

ENSGALP00000042552 CID 259 - 266
guanylate binding protein - 
CGNC Symbol 49284 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1087,59)" 4462 true 1.03 1111

ENSGALP00000041108 CID 534 - 543
SATB homeobox 1 - CGNC 
Symbol 8550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1313,65)" 9961 true 0.93 1112

ENSGALP00000027700 CID 2,013 - 2,024

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1483,74)" 4943 1113



ENSGALP00000014107 CID 397 - 404
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(960,50)" 9712 true 1.26 1114

ENSGALP00000016631 CID 479 - 486
keratin 5 - CGNC Symbol 
49888 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(960,50)" 9712 true 1.26 1115

ENSGALP00000011510 CID 208 - 218
apolipoprotein A-I - CGNC 
Symbol 49860 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1255,69)" 10173 true 2.38 1116

ENSGALP00000001565 CID 621 - 632

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1351,72)" 2325 1117

ENSGALP00000000747 CID 232 - 247

zinc finger CCCH-type 
containing 11A - CGNC 
Symbol 51431 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1674,87)" 3422 true 0.33 1118

ENSGALP00000014107 CID 397 - 404
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(964,52)" 3062 1119

ENSGALP00000016631 CID 479 - 486
keratin 5 - CGNC Symbol 
49888 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(964,52)" 3062 1120



ENSGALP00000007487 CID 913 - 925

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1520,72)" 9715 true 0.48 1121

ENSGALP00000000747 CID 232 - 247

zinc finger CCCH-type 
containing 11A - CGNC 
Symbol 51431 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1678,89)" 681 1122

ENSGALP00000002862 CID 207 - 214
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1010,55)" 4258 1123

ENSGALP00000021028 CID 246 - 253
radixin - CGNC Symbol 
49356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1021,57)" 4102 false 1124

ENSGALP00000022293 CID 247 - 254 ezrin - CGNC Symbol 10288 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1021,57)" 4102 false 1125

ENSGALP00000007490 CID 247 - 254 moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1021,57)" 4102 false 1126

ENSGALP00000013987 CID 386 - 396

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1360,71)" 2752 true 1.03 1127



ENSGALP00000007487 CID 913 - 925

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1524,76)" 3226 1128

ENSGALP00000013987 CID 386 - 396

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1364,72)" 2844 1129

ENSGALP00000035514 CID 571 - 578
protein kinase C delta - 
CGNC Symbol 50113 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1016,53)" 1145 1130

ENSGALP00000043386 CID 379 - 387
Hsap of 1: dynamin 2 - 
HGNC:2974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1145,58)" 2717 true 0.69 1131

ENSGALP00000014107 CID 202 - 211
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1116,57)" 11870 true 1.63 1132

ENSGALP00000021333 CID 175 - 183

IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 
49585 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1281,53)" 9483 true 0.35 1133

ENSGALP00000013122 CID 134 - 141

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(883,50)" 11688 true 2.65 1134



ENSGALP00000025327 CID 1,677 - 1,684

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1092,58)" 2638 false 1135

ENSGALP00000014107 CID 202 - 211
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1120,59)" 17089 1136

ENSGALP00000043196 CID 543 - 552
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1120,59)" 17089 1137

ENSGALP00000005090 CID 242 - 250

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1127,61)" 8585 false 0.83 1138

ENSGALP00000021743 CID 44 - 54
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1196,63)" 1275 false 1139

ENSGALP00000037260 CID 48 - 58

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1196,63)" 1275 false 1140

ENSGALP00000021333 CID 175 - 183

IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 
49585 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1285,56)" 2697 1141



ENSGALP00000013122 CID 134 - 141

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(887,52)" 30285 1142

ENSGALP00000019468 CID 468 - 476
aconitase 2 - CGNC Symbol 
9059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1099,60)" 15384 1143

ENSGALP00000008341 CID 51 - 59

glutathione S-transferase 
theta 1-like - CGNC Symbol 
55583 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1154,65)" 2575 false 1144

ENSGALP00000021927 CID 171 - 180

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1382,58)" 6653 true 0.23 1145

ENSGALP00000027700 CID 3,336 - 3,343

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(883,49)" 1668 1146

ENSGALP00000026406 CID 631 - 639

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1160,58)" 938 true 1.44 1147

ENSGALP00000009605 CID 146 - 157

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1497,88)" 758 false 1148



ENSGALP00000029968 CID 51 - 58
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(916,53)" 1247 1149

ENSGALP00000009371 CID 42 - 51

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1223,63)" 1065 false 1150

ENSGALP00000025606 CID 42 - 51

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1223,63)" 1065 false 1151

ENSGALP00000016538 CID 646 - 653
calpain 11 - CGNC Symbol 
54348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(949,59)" 803 false 1152

ENSGALP00000038795 CID 494 - 503

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1219,76)" 1714 false 1153

ENSGALP00000038124 CID 411 - 421
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1430,66)" 6784 true 7.64 1154

ENSGALP00000036952 CID 182 - 195

PRP40 pre-mRNA 
processing factor 40 
homolog A (S. cerevisiae) - 
CGNC Symbol 48984 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1721,85)" 1584 true 1.07 1155



ENSGALP00000026615 CID 170 - 178

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(958,50)" 807 true 0.67 1156

ENSGALP00000019967 CID 331 - 338

alcohol dehydrogenase 5 
(class III) chi polypeptide - 
CGNC Symbol 9300 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1009,53)" 12419 false 0.09 1157

ENSGALP00000027541 CID 58 - 65
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1009,53)" 12419 true 0.62 1158

ENSGALP00000036952 CID 182 - 195

PRP40 pre-mRNA 
processing factor 40 
homolog A (S. cerevisiae) - 
CGNC Symbol 48984 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1733,92)" 1092 true 1.07 1159

ENSGALP00000033359 CID 150 - 156

fascin actin-bundling 
protein 1 - CGNC Symbol 
14444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(845,49)" 2784 1160

ENSGALP00000008236 CID 598 - 606
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1125,61)" 3604 true 0.93 1161

ENSGALP00000041815 CID May-14
calponin-2 - Refseq 
NP_001135728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1304,66)" 9052 true 0.64 1162



ENSGALP00000018469 CID 273 - 279
cystathionine gamma-lyase - 
CGNC Symbol 8612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(890,46)" 947 true 0.99 1163

ENSGALP00000008236 CID 598 - 606
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1133,65)" 2824 true 0.93 1164

ENSGALP00000007490 CID 134 - 143 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1278,64)" 3872 false 1165

ENSGALP00000018469 CID 273 - 279
cystathionine gamma-lyase - 
CGNC Symbol 8612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(894,48)" 939 1166

ENSGALP00000019423 CID 173 - 181

dehydrogenase/reductase 
(SDR family) member 7 - 
CGNC Symbol 9039 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1176,62)" 5211 true 0.9 1167

ENSGALP00000043088 CID 76 - 85

proteasome (prosome 
macropain) 26S subunit non-
ATPase 4 - CGNC Symbol 
59257 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1180,65)" 19499 false 2.94 1168

ENSGALP00000011673 CID 147 - 156
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1180,65)" 19499 true 1.6 1169



ENSGALP00000041510 CID 112 - 119
Hsap of 1: calreticulin - 
HGNC:1455 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1048,54)" 2558 true 2.28 1170

ENSGALP00000006218 CID 475 - 484

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1235,61)" 3337 true 1.06 1171

ENSGALP00000016509 CID 1,353 - 1,359

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(780,45)" 4319 false 1172

ENSGALP00000027519 CID 1,032 - 1,041

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1229,61)" 5365 true 0.32 1173

ENSGALP00000003043 CID 297 - 303
alanyl-tRNA synthetase - 
CGNC Symbol 50043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(809,48)" 3941 false 1174

ENSGALP00000018856 CID 34 - 45
MOB kinase activator 1B - 
CGNC Symbol 8797 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1257,68)" 4337 1175

ENSGALP00000026044 CID 247 - 260

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1714,90)" 1183 false 1176



ENSGALP00000003152 CID 681 - 690
adenosylhomocysteinase - 
CGNC Symbol 1443 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1287,65)" 8154 true 0.38 1177

ENSGALP00000038753 CID 666 - 681
coronin 7 - CGNC Symbol 
50317 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1724,81)" 31270 true 0.6 1178

ENSGALP00000006604 CID 436 - 449

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1243,74)" 5533 1179

ENSGALP00000011338 CID 195 - 205
RNA binding motif protein 7 
- CGNC Symbol 5294 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1337,59)" 3980 true 0.59 1180

ENSGALP00000014746 CID 64 - 75
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1361,85)" 8514 true 1.66 1181

ENSGALP00000011673 CID 54 - 63
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1373,65)" 15575 true 4.34 1182

ENSGALP00000019801 CID 367 - 378
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1563,90)" 1366 true 0.21 1183



ENSGALP00000018042 CID 331 - 337

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(827,52)" 301857 1184

ENSGALP00000010239 CID 331 - 337

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(827,52)" 301857 1185

ENSGALP00000015657 CID 329 - 335
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(827,52)" 301857 1186

ENSGALP00000042680 CID 329 - 335

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(827,52)" 301857 1187

ENSGALP00000021333 CID 166 - 174

IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 
49585 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1126,66)" 872 false 1188

ENSGALP00000039156 CID 161 - 169

IKAROS family zinc finger 2 
(Helios) - CGNC Symbol 
2272 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1126,66)" 872 false 1189

ENSGALP00000011673 CID 54 - 63
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1377,68)" 77602 1190



ENSGALP00000041873 CID 125 - 133

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1047,61)" 1069 false 1191

ENSGALP00000014105 CID 46 - 53

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(888,54)" 9607 1192

ENSGALP00000041208 CID 1-Oct
ferritin light polypeptide - 
Refseq NP_989714 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1076,57)" 6217 1193

ENSGALP00000019224 CID 199 - 208

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1076,57)" 6217 false 2.15 1194

ENSGALP00000041993 CID 44 - 55
ribosomal protein L21 - 
HGNC:10313 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1334,71)" 937 true 2.27 1195

ENSGALP00000021028 CID 246 - 253
radixin - CGNC Symbol 
49356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1049,59)" 16346 true 1.18 1196

ENSGALP00000007490 CID 247 - 254 moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1049,59)" 16346 true 1.18 1197



ENSGALP00000022293 CID 247 - 254 ezrin - CGNC Symbol 10288 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1049,59)" 16346 true 1.18 1198

ENSGALP00000003284 CID 142 - 150
RAN binding protein 1 - 
CGNC Symbol 50345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1098,62)" 3765 true 0.65 1199

ENSGALP00000005653 CID 73 - 84
fibronectin 1 - CGNC 
Symbol 2613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1295,78)" 9247 1200

ENSGALP00000008547 CID 2-Sep
sorting nexin 2 - CGNC 
Symbol 52887 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(918,47)" 1092 false 1201

ENSGALP00000007822 CID 185 - 194

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1106,58)" 8000 true 0.41 1202

ENSGALP00000008336 CID 83 - 91

adhesion regulating 
molecule 1 - CGNC Symbol 
3870 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1106,58)" 8000 1203

ENSGALP00000007490 CID 543 - 555 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1594,83)" 9138 true 0.93 1204



ENSGALP00000003043 CID 237 - 246
alanyl-tRNA synthetase - 
CGNC Symbol 50043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1078,52)" 3234 1205

ENSGALP00000007822 CID 185 - 194

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1114,63)" 2823 true 0.41 1206

ENSGALP00000021927 CID 171 - 180

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1386,60)" 592 1207

ENSGALP00000038764 CID 397 - 410

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1598,86)" 3059 1208

ENSGALP00000003187 CID 56 - 64

cytochrome p450 
oxidoreductase - CGNC 
Symbol 1457 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(990,58)" 6521 1209

ENSGALP00000025299 CID 145 - 152
C-terminal binding protein 
1 - CGNC Symbol 11723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(990,58)" 6521 1210

ENSGALP00000038782 CID 371 - 377
nucleobindin 2 - CGNC 
Symbol 51883 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(990,58)" 6521 false 0.69 1211



ENSGALP00000004317 CID 738 - 744
golgi glycoprotein 1 - CGNC 
Symbol 1981 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(990,58)" 6521 false 1212

ENSGALP00000021255 CID 133 - 142

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1125,58)" 10420 1213

ENSGALP00000013574 CID 365 - 377

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1437,72)" 9182 true 2.36 1214

ENSGALP00000011700 CID 308 - 321
nucleotide binding protein 
1 - CGNC Symbol 5471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1932,86)" 4802 true 0.64 1215

ENSGALP00000019037 CID 174 - 186

acetyl-CoA 
acetyltransferase 2 - CGNC 
Symbol 8861 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1500,74)" 574 true 0.53 1216

ENSGALP00000003954 CID 46 - 64

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1614,79)" 1510 true 0.72 1217

ENSGALP00000023395 CID 223 - 238

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1850,82)" 3809 true 0.26 1218



ENSGALP00000022392 CID 555 - 570
transportin 3 - CGNC 
Symbol 10345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1927,97)" 1053 false 1219

ENSGALP00000035478 CID 282 - 291
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1145,66)" 2421 true 1.01 1220

ENSGALP00000019037 CID 174 - 186

acetyl-CoA 
acetyltransferase 2 - CGNC 
Symbol 8861 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1504,77)" 5214 1221

ENSGALP00000003954 CID 46 - 64

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1622,83)" 1090 true 0.72 1222

ENSGALP00000023395 CID 223 - 238

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1854,86)" 441 1223

ENSGALP00000011700 CID 308 - 321
nucleotide binding protein 
1 - CGNC Symbol 5471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1940,91)" 2625 false 0.64 1224

ENSGALP00000037486 CID 154 - 171
epsin 3 - CGNC Symbol 
63844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1940,91)" 2625 1225



ENSGALP00000014746 CID 64 - 75
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1349,77)" 4143 true 1.66 1226

ENSGALP00000005653 CID 971 - 985
fibronectin 1 - CGNC 
Symbol 2613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1689,91)" 1152 1227

ENSGALP00000023081 CID 234 - 243

Gallus gallus suppressor of 
Ty 5 homolog (S. cerevisiae) 
(SUPT5H) mRNA. - RefSeq 
mRNA NM_001031384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1088,63)" 6541 1228

ENSGALP00000032358 CID 519 - 527

structural maintenance of 
chromosomes 4 - CGNC 
Symbol 7271 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1088,63)" 6541 false 0.12 1229

ENSGALP00000025794 CID 1-Oct

MORC family CW-type zinc 
finger 3 - CGNC Symbol 
11977 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1088,63)" 6541 false 1230

ENSGALP00000015160 CID 964 - 972

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1088,63)" 6541 false 1231

ENSGALP00000019801 CID 350 - 359
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1244,66)" 20028 true 0.99 1232



ENSGALP00000016660 CID 488 - 499

nuclear autoantigenic 
sperm protein (histone-
binding) - CGNC Symbol 
7802 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1372,77)" 2281 true 0.63 1233

ENSGALP00000016173 CID 147 - 161

cleavage and 
polyadenylation specific 
factor 6 - CGNC Symbol 
13843 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1804,94)" 1673 true 0.59 1234

ENSGALP00000038979 CID 403 - 418

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1990,95)" 3016 false 1235

ENSGALP00000041108 CID 33 - 42
SATB homeobox 1 - CGNC 
Symbol 8550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1098,58)" 3103 false 1236

ENSGALP00000019801 CID 350 - 359
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1252,74)" 10193 true 0.99 1237

ENSGALP00000006259 CID 263 - 273

palmitoyl-protein 
thioesterase 1 - CGNC 
Symbol 2887 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1252,74)" 10193 false 0.72 1238

ENSGALP00000027534 CID 275 - 285

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1343,78)" 28186 true 3.02 1239



ENSGALP00000041815 CID 138 - 153
calponin-2 - Refseq 
NP_001135728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1839,98)" 547 1240

ENSGALP00000012879 CID 114 - 128
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1839,98)" 547 true 0.5 1241

ENSGALP00000010618 CID 158 - 175
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2364,02)" 4846 true 0.39 1242

ENSGALP00000038259 CID 175 - 181

vascular endothelial zinc 
finger 1 - CGNC Symbol 
4119 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(944,50)" 1938 false 1243

ENSGALP00000017016 CID 117 - 138
glutaredoxin 3 - CGNC 
Symbol 7961 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2315,14)" 1260 false 1244

ENSGALP00000010618 CID 158 - 175
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2368,04)" 1745 1245

ENSGALP00000016509 CID 4-Nov

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(954,53)" 7857 false 1246



ENSGALP00000012564 CID 36 - 48
oxysterol binding protein 2 - 
CGNC Symbol 5865 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1266,62)" 6194 1247

ENSGALP00000001456 CID 537 - 543

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(958,51)" 5263 true 0.81 1248

ENSGALP00000038408 CID 201 - 205
Y box binding protein 1 - 
CGNC Symbol 3598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(712,41)" 896 false 1249

ENSGALP00000013122 CID 25 - 31

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(822,46)" 2405 false 1250

ENSGALP00000023059 CID 546 - 552

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(863,51)" 5658 false 1251

ENSGALP00000010303 CID 354 - 363
interleukin 16 - CGNC 
Symbol 4808 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(962,56)" 4461 false 1252

ENSGALP00000012605 CID Dec-19

pescadillo ribosomal 
biogenesis factor 1 - CGNC 
Symbol 5881 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(996,53)" 6075 true 1.11 1253



ENSGALP00000001474 CID 463 - 472

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1247,69)" 4527 true 2.22 1254

ENSGALP00000038753 CID 666 - 681
coronin 7 - CGNC Symbol 
50317 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1728,83)" 18420 1255

ENSGALP00000012605 CID Dec-19

pescadillo ribosomal 
biogenesis factor 1 - CGNC 
Symbol 5881 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1000,55)" 6728 1256

ENSGALP00000041510 CID 112 - 119
Hsap of 1: calreticulin - 
HGNC:1455 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1056,57)" 8422 true 2.28 1257

ENSGALP00000018258 CID 126 - 141
Enah/Vasp-like - CGNC 
Symbol 8513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1869,89)" 12068 true 0.21 1258

ENSGALP00000035780 CID 1,863 - 1,870
RAN binding protein 2 - 
CGNC Symbol 50838 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(915,50)" 16982 1259

ENSGALP00000002796 CID 86 - 93

eukaryotic translation 
initiation factor 6 - CGNC 
Symbol 1275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(915,50)" 16982 true 0.94 1260



ENSGALP00000036056 CID 14 - 22

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1014,56)" 20312 false 0.73 1261

ENSGALP00000039326 CID 152 - 160
ribosomal protein L19 - 
CGNC Symbol 1159 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1014,56)" 20312 true 0.73 1262

ENSGALP00000002796 CID 86 - 93

eukaryotic translation 
initiation factor 6 - CGNC 
Symbol 1275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(919,52)" 15904 1263

ENSGALP00000039326 CID 152 - 160
ribosomal protein L19 - 
CGNC Symbol 1159 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1018,59)" 14199 1264

ENSGALP00000018122 CID 205 - 212
COP9 signalosome subunit 
4 - CGNC Symbol 8452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1018,59)" 14199 false 1265

ENSGALP00000008578 CID 632 - 644

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1479,74)" 2305 true 1.87 1266

ENSGALP00000025165 CID 45 - 50

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(877,55)" 9736 true 0.29 1267



ENSGALP00000027541 CID 58 - 65
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1021,61)" 7260 false 0.62 1268

ENSGALP00000012878 CID 98 - 106
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1096,58)" 4436 false 1269

ENSGALP00000018195 CID 53 - 62
proteasome subunit beta 1 - 
CGNC Symbol 8487 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1160,60)" 7915 true 1.59 1270

ENSGALP00000023266 CID Nov-21
ribosomal protein S20 - 
HGNC:10405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1280,72)" 40678 1271

ENSGALP00000000693 CID 57 - 67

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1394,74)" 1009 true 4.77 1272

ENSGALP00000016509 CID 384 - 391

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1114,61)" 16212 false 2.3 1273

ENSGALP00000003737 CID 81 - 89
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1114,61)" 16212 true 2.3 1274



ENSGALP00000036651 CID 298 - 307

v-akt murine thymoma viral 
oncogene homolog 1 - 
CGNC Symbol 49557 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1137,63)" 1636 1275

ENSGALP00000035478 CID 282 - 291
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1137,63)" 1636 true 1.01 1276

ENSGALP00000023352 CID 670 - 677

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(989,51)" 36475 true 0.68 1277

ENSGALP00000020445 CID 663 - 670

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(989,51)" 36475 true 0.68 1278

ENSGALP00000002366 CID 748 - 757

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1154,57)" 2879 1279

ENSGALP00000041532 CID 110 - 120

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1158,63)" 4797 1280

ENSGALP00000026509 CID 157 - 167

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1158,63)" 4797 false 1.34 1281



ENSGALP00000043196 CID 1,188 - 1,196
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1158,63)" 4797 false 1.34 1282

ENSGALP00000042680 CID 360 - 373

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1700,87)" 139249 false 0.06* 1283

ENSGALP00000015657 CID 360 - 373
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1700,87)" 139249 false 0.06* 1284

ENSGALP00000007490 CID 247 - 254 moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1061,66)" 13730 true 1.18 1285

ENSGALP00000022293 CID 247 - 254 ezrin - CGNC Symbol 10288 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1061,66)" 13730 true 1.18 1286

ENSGALP00000021028 CID 246 - 253
radixin - CGNC Symbol 
49356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1061,66)" 13730 true 1.18 1287

ENSGALP00000003431 CID Aug-15

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1126,62)" 13751 true 0.97 1288



ENSGALP00000042240 CID 35 - 48
RAS protein activator like 3 - 
CGNC Symbol 52700 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1713,82)" 1469 false 1289

ENSGALP00000001460 CID 101 - 108
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(987,55)" 3455 false 0.71 1290

ENSGALP00000023352 CID 670 - 677

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(993,54)" 23852 1291

ENSGALP00000020445 CID 663 - 670

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(993,54)" 23852 1292

ENSGALP00000016147 CID 392 - 400

MYST histone 
acetyltransferase 2 - CGNC 
Symbol 52487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1111,56)" 5338 true 0.46 1293

ENSGALP00000003431 CID Aug-15

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1138,69)" 11524 true 0.97 1294

ENSGALP00000023574 CID 1,167 - 1,176

regulation of nuclear pre-
mRNA domain containing 2 - 
CGNC Symbol 52333 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1191,59)" 725 true 0.66 1295



ENSGALP00000007927 CID 78 - 86
Hsap of 9: ribosomal 
protein L36a - HGNC:10359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1204,56)" 61785 true 0.52 1296

ENSGALP00000001460 CID 101 - 108
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(995,61)" 2445 true 0.71 1297

ENSGALP00000028993 CID 107 - 115

Hsap of 1: ADP-
ribosyltransferase 1 - 
HGNC:723 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1120,60)" 5357 1298

ENSGALP00000006218 CID 418 - 426

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1120,60)" 5357 true 0.73 1299

ENSGALP00000007927 CID 78 - 86
Hsap of 9: ribosomal 
protein L36a - HGNC:10359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1208,57)" 24760 1300

ENSGALP00000010157 CID 152 - 162
SON DNA binding protein - 
CGNC Symbol 4729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1262,64)" 649 1301

ENSGALP00000039504 CID 68 - 81

v-rel avian 
reticuloendotheliosis viral 
oncogene homolog - CGNC 
Symbol 5934 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1714,91)" 1552 true 0.82 1302



ENSGALP00000023942 CID 67 - 82

poly(A) binding protein 
interacting protein 1 - CGNC 
Symbol 53015 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1714,91)" 1552 1303

ENSGALP00000015027 CID 477 - 492

acyl-CoA binding domain 
containing 3 - CGNC Symbol 
7024 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1932,82)" 3371 true 1.44 1304

ENSGALP00000035996 CID 81 - 91

superoxide dismutase 1 
soluble - CGNC Symbol 
11821 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1166,65)" 9372 true 1.53 1305

ENSGALP00000039504 CID 68 - 81

v-rel avian 
reticuloendotheliosis viral 
oncogene homolog - CGNC 
Symbol 5934 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1727,00)" 732 true 0.82 1306

ENSGALP00000001565 CID 709 - 727

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2099,94)" 495 false 1307

ENSGALP00000035996 CID 81 - 91

superoxide dismutase 1 
soluble - CGNC Symbol 
11821 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1174,70)" 15117 true 1.53 1308

ENSGALP00000027534 CID 275 - 285

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1335,73)" 10940 true 3.02 1309



ENSGALP00000027988 CID 18 - 24
Serine/arginine-rich splicing 
factor 2 - UP P30352 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(912,52)" 2854 1310

ENSGALP00000016660 CID 488 - 499

nuclear autoantigenic 
sperm protein (histone-
binding) - CGNC Symbol 
7802 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1380,82)" 967 true 0.63 1311

ENSGALP00000021294 CID 552 - 558

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(928,56)" 14859 1312

ENSGALP00000017556 CID 330 - 341
legumain - CGNC Symbol 
8216 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1355,73)" 1657 true 1.02 1313

ENSGALP00000006939 CID 450 - 462
annexin A6 - CGNC Symbol 
49340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1547,79)" 6646 1314

ENSGALP00000007458 CID 1,224 - 1,235
protein kinase N3 - CGNC 
Symbol 50459 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1287,67)" 1599 true 0.63 1315

ENSGALP00000005643 CID 428 - 438

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1384,70)" 2485 true 1.13 1316



ENSGALP00000023574 CID 797 - 808

regulation of nuclear pre-
mRNA domain containing 2 - 
CGNC Symbol 52333 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1461,72)" 2067 false 1317

P13645 CID 323 - 334

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1549,79)" 4301 true 2.42 1318

ENSGALP00000019031 CID Nov-18
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1007,54)" 7240 true 0.82 1319

P13645 CID 323 - 334

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1557,84)" 14375 true 2.42 1320

ENSGALP00000005794 CID 1,230 - 1,241

spen family transcriptional 
repressor - CGNC Symbol 
2675 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1484,79)" 37303 false 0.29 1321

ENSGALP00000037462 CID 359 - 371
thymopoietin - CGNC 
Symbol 50621 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1484,79)" 37303 true 0.29 1322

ENSGALP00000003011 CID 787 - 800
scaffold attachment factor 
B2 - CGNC Symbol 52976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1682,79)" 9388 true 1.13 1323



ENSGALP00000035478 CID 44 - 50
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1042,48)" 4069 false 1324

ENSGALP00000015409 CID 292 - 303
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1432,69)" 1932 true 5.22 1325

ENSGALP00000007837 CID 15 - 27

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1489,77)" 1538 true 1.1 1326

ENSGALP00000005132 CID 406 - 420

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1666,69)" 4073 true 1.21 1327

ENSGALP00000041554 CID 225 - 236
GEM interacting protein - 
HGNC:24852 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1686,83)" 6040 false 1328

ENSGALP00000012348 CID 281 - 290

Gallus gallus LIM domain 
binding 1 (LDB1) mRNA. - 
RefSeq mRNA NM_205070 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1066,58)" 2510 false 1329

ENSGALP00000036651 CID 215 - 222

v-akt murine thymoma viral 
oncogene homolog 1 - 
CGNC Symbol 49557 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1081,50)" 646 false 1330



ENSGALP00000015409 CID 292 - 303
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1440,73)" 11239 true 5.22 1331

ENSGALP00000021314 CID 49 - 64
caldesmon 1 - CGNC 
Symbol 9884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1854,95)" 1859 false 1332

ENSGALP00000020744 CID 161 - 167

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(772,48)" 1806 false 1333

ENSGALP00000017495 CID 190 - 202
scinderin - CGNC Symbol 
8188 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1456,78)" 3367 true 0.78 1334

ENSGALP00000038753 CID 28 - 43
coronin 7 - CGNC Symbol 
50317 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1722,79)" 3459 true 0.54 1335

ENSGALP00000002349 CID 261 - 266

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(741,45)" 4533 true 1.09 1336

ENSGALP00000015277 CID 261 - 266

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(741,45)" 4533 true 1.09 1337



ENSGALP00000038753 CID 28 - 43
coronin 7 - CGNC Symbol 
50317 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1726,82)" 1604 1338

ENSGALP00000031725 CID 51 - 68

Gallus gallus SH3 domain 
binding glutamic acid-rich 
protein like (SH3BGRL) 
mRNA. - RefSeq mRNA 
NM_001012574 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2029,04)" 3231 false 1339

ENSGALP00000009853 CID 106 - 113
zinc finger protein 326 - 
CGNC Symbol 4587 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(828,40)" 4958 true 0.59 1340

ENSGALP00000000639 CID 373 - 380
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1002,52)" 132357 true 1.28 1341

ENSGALP00000003284 CID 142 - 150
RAN binding protein 1 - 
CGNC Symbol 50345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1090,60)" 9434 true 0.7 1342

ENSGALP00000019161 CID 182 - 191

WW domain binding 
protein 11 - CGNC Symbol 
53212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1090,60)" 9434 1343

ENSGALP00000022772 CID 365 - 373

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1090,60)" 9434 false 1344



ENSGALP00000015409 CID 696 - 705
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1329,64)" 13830 true 0.81 1345

ENSGALP00000009853 CID 106 - 113
zinc finger protein 326 - 
CGNC Symbol 4587 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(832,42)" 2626 1346

ENSGALP00000005680 CID 163 - 172
adenylate kinase 2 - CGNC 
Symbol 2627 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1345,66)" 5350 true 3.78 1347

ENSGALP00000036963 CID 32 - 38
60S ribosomal protein L15 - 
Refseq NP_001292094 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(852,49)" 1134 false 1348

ENSGALP00000004108 CID 547 - 557

differentially expressed in 
FDCP 6 homolog (mouse) - 
CGNC Symbol 1882 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1348,73)" 2409 false 1349

ENSGALP00000000639 CID 118 - 127
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1059,53)" 19144 true 0.38 1350

ENSGALP00000023917 CID 229 - 236
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1094,51)" 2685 true 0.54 1351



ENSGALP00000032274 CID 553 - 559

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(851,51)" 6300 true 1.25 1352

ENSGALP00000001957 CID 133 - 140

serine and arginine 
repetitive matrix 1 - CGNC 
Symbol 876 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1122,66)" 31712 false 2.3 1353

ENSGALP00000003737 CID 81 - 89
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1122,66)" 31712 true 2.3 1354

ENSGALP00000006218 CID 418 - 426

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1128,65)" 2592 true 0.73 1355

ENSGALP00000026858 CID 179 - 195

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1999,87)" 12168 1356

ENSGALP00000012171 CID 206 - 213
LUC7-like (S. cerevisiae) - 
CGNC Symbol 5684 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(900,50)" 3118 true 0.75 1357

ENSGALP00000019318 CID 206 - 213
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(900,50)" 3118 true 0.75 1358



ENSGALP00000039157 CID 771 - 778
ATP citrate lyase - CGNC 
Symbol 2533 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(906,53)" 1512 1359

ENSGALP00000042094 CID 58 - 64
adenylate kinase 1 - CGNC 
Symbol 49598 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(908,54)" 3276 false 1360

ENSGALP00000019031 CID 204 - 211
albumin - CGNC Symbol 
14106 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(928,56)" 46330 true 1.12 1361

ENSGALP00000026130 CID 474 - 481

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(928,56)" 46330 false 1.12 1362

ENSGALP00000001456 CID 537 - 543

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(962,53)" 3288 1363

ENSGALP00000001579 CID 294 - 303
N-ethylmaleimide sensitive 
factor - CGNC Symbol 715 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1169,58)" 7901 1364

ENSGALP00000022592 CID 298 - 304

HBS1 like translational 
GTPase - CGNC Symbol 
10439 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(967,49)" 3176 true 1.12 1365



ENSGALP00000002580 CID 105 - 116

secretory carrier membrane 
protein 2 - CGNC Symbol 
1178 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1354,72)" 2774 true 0.47 1366

ENSGALP00000038155 CID 98 - 112

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1998,89)" 23174 false 1367

ENSGALP00000004104 CID 533 - 540

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(971,48)" 1586 true 3.15 1368

ENSGALP00000021618 CID 158 - 169
lactate dehydrogenase B - 
CGNC Symbol 10005 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1294,67)" 15005 1369

ENSGALP00000002580 CID 105 - 116

secretory carrier membrane 
protein 2 - CGNC Symbol 
1178 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1358,75)" 1302 1370

ENSGALP00000005482 CID 63 - 82
bystin like - CGNC Symbol 
2527 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2225,13)" 418 true 1.15 1371

ENSGALP00000042329 CID 214 - 221
Hsap of 4: nipsnap homolog 
3A - HGNC:23619 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1023,55)" 8809 1372



ENSGALP00000017462 CID 58 - 65
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1023,55)" 8809 true 0.71 1373

ENSGALP00000006762 CID 164 - 175
bleomycin hydrolase - 
CGNC Symbol 3131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1470,73)" 7304 1374

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal 
muscle growth 5 homolog 
(mouse) - CGNC Symbol 
52069 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1759,83)" 10541 false 1375

ENSGALP00000005482 CID 63 - 82
bystin like - CGNC Symbol 
2527 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2229,16)" 480 1376

ENSGALP00000017462 CID 58 - 65
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1035,62)" 6268 true 0.71 1377

ENSGALP00000009709 CID 107 - 116

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1222,62)" 2595 1378

ENSGALP00000007487 CID 419 - 425

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(872,45)" 2229 false 1379



ENSGALP00000007934 CID 305 - 313

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1135,62)" 5532 true 1.61 1380

ENSGALP00000019801 CID 277 - 288
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1551,75)" 23293 true 0.86 1381

ENSGALP00000027953 CID 55 - 62
ribosomal protein S3 - 
CGNC Symbol 13020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(944,55)" 16688 false 1.08 1382

ENSGALP00000007934 CID 305 - 313

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1143,67)" 7758 true 1.61 1383

ENSGALP00000025935 CID 158 - 166

tissue specific 
transplantation antigen 
P35B - CGNC Symbol 12057 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1181,52)" 3814 true 1.22 1384

ENSGALP00000019365 CID 27 - 40
annexin A5 - CGNC Symbol 
9009 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1567,74)" 2884 false 1385

ENSGALP00000006566 CID 146 - 154

serine/arginine-rich splicing 
factor 10 - CGNC Symbol 
51061 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1068,60)" 749 true 1.35 1386



ENSGALP00000025935 CID 158 - 166

tissue specific 
transplantation antigen 
P35B - CGNC Symbol 12057 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1185,54)" 5828 1387

ENSGALP00000023188 CID 170 - 183

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1598,77)" 13331 true 0.38 1388

ENSGALP00000021055 CID 555 - 566
dynamin 1-like - CGNC 
Symbol 9791 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1353,69)" 1317 1389

ENSGALP00000005130 CID 133 - 143
inosine triphosphatase - 
CGNC Symbol 2361 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1220,67)" 2959 true 1.27 1390

ENSGALP00000020445 CID 1,878 - 1,888

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1359,64)" 67916 true 0.67 1391

ENSGALP00000005130 CID 133 - 143
inosine triphosphatase - 
CGNC Symbol 2361 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1224,70)" 3747 1392

ENSGALP00000007458 CID 444 - 452
protein kinase N3 - CGNC 
Symbol 50459 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1236,65)" 1976 false 1393



ENSGALP00000008056 CID 36 - 44

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1102,68)" 3423 false 1394

ENSGALP00000000615 CID 251 - 259
karyopherin subunit beta 1 - 
HGNC:6400 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1250,66)" 4597 false 1395

ENSGALP00000003152 CID 681 - 690
adenosylhomocysteinase - 
CGNC Symbol 1443 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1295,69)" 5276 false 1396

ENSGALP00000020445 CID 1,878 - 1,888

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1363,66)" 47907 1397

ENSGALP00000012293 CID 62 - 68
ribosomal protein L35a - 
CGNC Symbol 5744 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(839,49)" 7255 1398

ENSGALP00000016671 CID 529 - 538

latent transforming growth 
factor beta binding protein 
2 - CGNC Symbol 53503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1357,64)" 29487 1399

ENSGALP00000019832 CID 241 - 251

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1401,66)" 3445 true 1.6 1400



ENSGALP00000006414 CID 15 - 23

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1172,75)" 9948 true 0.92 1401

ENSGALP00000020463 CID 701 - 710

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1360,76)" 3832 true 0.67 1402

ENSGALP00000019832 CID 241 - 251

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1413,77)" 6762 true 1.6 1403

ENSGALP00000015657 CID 360 - 373
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1708,92)" 6836 false 0.06* 1404

ENSGALP00000042680 CID 360 - 373

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1708,92)" 6836 false 0.06* 1405

ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase 
complex flavoprotein 
subunit A - CGNC Symbol 
49461 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1136,61)" 17386 true 0.6 1406

ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase 
complex flavoprotein 
subunit A - CGNC Symbol 
49461 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1140,64)" 10893 1407



ENSGALP00000024150 CID 207 - 221

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1647,78)" 2960 true 0.83 1408

ENSGALP00000008953 CID 710 - 718

eukaryotic translation 
initiation factor 4 gamma 2 - 
CGNC Symbol 4160 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1156,66)" 792 false 1409

ENSGALP00000002525 CID 113 - 123
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1209,63)" 4735 1410

ENSGALP00000037462 CID 359 - 371
thymopoietin - CGNC 
Symbol 50621 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1492,84)" 9520 true 0.29 1411

ENSGALP00000007490 CID 543 - 555 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1578,80)" 663 1412

ENSGALP00000020737 CID 250 - 264
nucleoporin 153kDa - CGNC 
Symbol 9650 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1596,80)" 2856 false 1413

ENSGALP00000024150 CID 207 - 221

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1651,81)" 2450 1414



ENSGALP00000013524 CID 1,099 - 1,111
STE20-like kinase - CGNC 
Symbol 6304 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1528,81)" 1521 true 1.03 1415

ENSGALP00000007490 CID 543 - 555 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1586,78)" 4201 true 0.93 1416

ENSGALP00000018418 CID 274 - 287
N-glycanase 1 - CGNC 
Symbol 8593 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1933,81)" 1727 1417

ENSGALP00000041722 CID 48 - 59
BTB domain containing 10 - 
CGNC Symbol 4000 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1238,56)" 993 1418

ENSGALP00000004104 CID 906 - 912

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(746,38)" 19950 1419

ENSGALP00000041744 CID 29 - 38

SEC22 homolog B vesicle 
trafficking protein - CGNC 
Symbol 52179 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1264,66)" 6216 true 6.32 1420

ENSGALP00000029322 CID 130 - 140
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1320,69)" 3946 true 1.03 1421



ENSGALP00000009795 CID 54 - 60
small acidic protein - Refseq 
NP_990089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(837,50)" 12015 true 0.49 1422

ENSGALP00000002862 CID 145 - 154
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1266,66)" 4489 true 0.93 1423

ENSGALP00000018258 CID 126 - 141
Enah/Vasp-like - CGNC 
Symbol 8513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1873,91)" 1745 1424

ENSGALP00000002862 CID 145 - 154
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1274,71)" 4157 true 0.93 1425

ENSGALP00000018258 CID 126 - 141
Enah/Vasp-like - CGNC 
Symbol 8513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1885,90)" 1644 false 1426

ENSGALP00000013843 CID 905 - 920
THO complex 2 - CGNC 
Symbol 6452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1885,90)" 1644 false 1427

ENSGALP00000021769 CID 540 - 547
scaffold attachment factor 
B - CGNC Symbol 52657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(847,43)" 866 false 1428



ENSGALP00000010510 CID 551 - 557
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(847,43)" 866 false 1429

ENSGALP00000009709 CID 264 - 271

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(993,59)" 18458 true 0.64 1430

ENSGALP00000004641 CID 846 - 853
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(993,59)" 18458 false 1431

ENSGALP00000000747 CID 455 - 476

zinc finger CCCH-type 
containing 11A - CGNC 
Symbol 51431 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2159,08)" 1756 false 1432

ENSGALP00000015277 CID 261 - 266

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(745,47)" 1481 1433

ENSGALP00000002349 CID 261 - 266

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(745,47)" 1481 1434

ENSGALP00000004641 CID 846 - 853
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(997,62)" 11412 false 0.06 1435



ENSGALP00000009709 CID 264 - 271

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(997,62)" 11412 1436

P35908 CID 483 - 490

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1037,52)" 3570 1437

ENSGALP00000003695 CID 442 - 449
keratin 6A - Refseq 
NP_001001313 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1037,52)" 3570 1438

P04259 CID 468 - 475

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1037,52)" 3570 1439

ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 
1 member A1 (aldehyde 
reductase) - CGNC Symbol 
7795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1331,71)" 29715 1440

ENSGALP00000019224 CID 867 - 878

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1455,81)" 1020 false 1441

ENSGALP00000002235 CID 71 - 76
stathmin 1 - CGNC Symbol 
49630 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(772,45)" 463 false 1442



ENSGALP00000002862 CID 207 - 214
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1006,54)" 5604 true 0.8 1443

ENSGALP00000009286 CID 268 - 274

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(837,45)" 2418 true 0.67 1444

ENSGALP00000026664 CID 1,442 - 1,447

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(837,45)" 2418 false 0.67 1445

ENSGALP00000013649 CID 409 - 414

diphosphoinositol 
pentakisphosphate kinase 1 
- CGNC Symbol 6353 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(837,45)" 2418 false 0.2 1446

ENSGALP00000003381 CID 594 - 601
aconitase 1 soluble - CGNC 
Symbol 48955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(990,55)" 3591 1447

ENSGALP00000010984 CID 571 - 579

adaptor-related protein 
complex 2 alpha 2 subunit - 
CGNC Symbol 51890 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1100,56)" 5077 true 0.89 1448

ENSGALP00000007837 CID 173 - 185

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1353,73)" 1008 false 1449



ENSGALP00000023188 CID 170 - 183

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1602,78)" 5798 1450

ENSGALP00000039156 CID 181 - 188

IKAROS family zinc finger 2 
(Helios) - CGNC Symbol 
2272 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(910,51)" 19667 true 0.39 1451

ENSGALP00000021927 CID 182 - 189

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(910,51)" 19667 true 0.39 1452

ENSGALP00000021333 CID 186 - 193

IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 
49585 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(910,51)" 19667 true 0.39 1453

ENSGALP00000013355 CID Oct-17
ribosomal protein L30 - 
CGNC Symbol 6224 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(933,50)" 3118 true 1.18 1454

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2237,98)" 1518 1455

ENSGALP00000021927 CID 182 - 189

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(914,53)" 7135 1456



ENSGALP00000021333 CID 186 - 193

IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 
49585 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(914,53)" 7135 1457

ENSGALP00000039156 CID 181 - 188

IKAROS family zinc finger 2 
(Helios) - CGNC Symbol 
2272 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(914,53)" 7135 1458

ENSGALP00000021255 CID 133 - 142

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1121,55)" 30246 true 1.75 1459

ENSGALP00000019163 CID 66 - 80
histone H1 - CGNC Symbol 
53214 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1592,79)" 2649 true 1.89 1460

ENSGALP00000037266 CID 70 - 84

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1592,79)" 2649 true 1.89 1461

ENSGALP00000038408 CID 233 - 237
Y box binding protein 1 - 
CGNC Symbol 3598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(745,40)" 21240 1462

ENSGALP00000023288 CID 196 - 201

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(767,47)" 2837 1463



ENSGALP00000042374 CID 228 - 234
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(952,46)" 4312 true 0.84 1464

ENSGALP00000039734 CID 905 - 912

Protein LOC105369241 - 
UniProtKB/TrEMBL 
A0A0B4J2C8 - CGNC 
Symbol 51059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(977,54)" 1731 false 1465

ENSGALP00000016102 CID 122 - 128

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(977,54)" 1731 false 1466

ENSGALP00000003538 CID 331 - 342

eukaryotic translation 
termination factor 1 - CGNC 
Symbol 1614 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1556,80)" 4568 false 1467

ENSGALP00000042317 CID 317 - 331

regulator of chromosome 
condensation 1 - 
HGNC:1913 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1606,82)" 54780 false 0.81 1468

ENSGALP00000019672 CID 109 - 114
oxysterol binding protein-
like 11 - CGNC Symbol 9142 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(742,47)" 2594 false 1469

ENSGALP00000001183 CID 442 - 447

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(742,47)" 2594 1470



ENSGALP00000013029 CID 1,006 - 1,011
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(742,47)" 2594 false 1471

ENSGALP00000014374 CID 150 - 157
malate dehydrogenase 1 - 
CGNC Symbol 6725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1054,51)" 12076 true 0.44 1472

ENSGALP00000003012 CID 229 - 238
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1129,64)" 8289 false 1.65 1473

ENSGALP00000008498 CID 233 - 241
transketolase - CGNC 
Symbol 3953 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1034,62)" 1164 false 1474

ENSGALP00000022436 CID 296 - 304
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1056,56)" 83601 true 0.43 1475

ENSGALP00000013964 CID 351 - 359
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1056,56)" 83601 true 0.43 1476

ENSGALP00000020884 CID 351 - 359
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1056,56)" 83601 true 0.43 1477



ENSGALP00000005090 CID 242 - 250

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1131,63)" 6133 1478

ENSGALP00000000509 CID 404 - 414

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1199,57)" 21751 true 0.56 1479

ENSGALP00000038408 CID 64 - 82
Y box binding protein 1 - 
CGNC Symbol 3598 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1759,98)" 2787 true 2.67 1480

ENSGALP00000042424 CID 14 - 24
ninjurin 1 - CGNC Symbol 
3885 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1155,59)" 4676 false 1481

ENSGALP00000000509 CID 404 - 414

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1203,60)" 8977 1482

ENSGALP00000013480 CID 162 - 172

V-set and immunoglobulin 
domain containing 1 - CGNC 
Symbol 6282 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1343,62)" 3487 1483

ENSGALP00000022436 CID 296 - 304
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1060,58)" 29764 1484



ENSGALP00000020884 CID 351 - 359
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1060,58)" 29764 1485

ENSGALP00000013964 CID 351 - 359
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1060,58)" 29764 1486

ENSGALP00000032274 CID 175 - 182

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1079,53)" 2644 true 0.41 1487

ENSGALP00000007586 CID 417 - 426

aldehyde dehydrogenase 3 
family member A2 - CGNC 
Symbol 50558 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1298,60)" 3191 true 1.04 1488

ENSGALP00000002828 CID 42 - 49

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(786,48)" 4344 true 0.91 1489

ENSGALP00000007586 CID 417 - 426

aldehyde dehydrogenase 3 
family member A2 - CGNC 
Symbol 50558 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1302,62)" 3310 1490

ENSGALP00000030998 CID 197 - 204

Hsap of 16: glutathione S-
transferase alpha 1 - 
HGNC:4626 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(929,55)" 2998 false 1491



ENSGALP00000007490 CID 134 - 143 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1306,68)" 15044 true 0.58 1492

ENSGALP00000025680 CID 997 - 1,007
KIAA1429 - CGNC Symbol 
11918 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1306,68)" 15044 false 1493

ENSGALP00000025005 CID 273 - 281

RAD23 homolog B (S. 
cerevisiae) - CGNC Symbol 
11587 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1204,59)" 12693 true 0.63 1494

ENSGALP00000007490 CID 134 - 143 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1318,76)" 8198 true 0.58 1495

ENSGALP00000004515 CID 70 - 75

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(795,50)" 3908 1496

ENSGALP00000041756 CID 133 - 145
Parkinsonism associated 
deglycase - HGNC:16369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1633,66)" 18095 true 0.66 1497

ENSGALP00000041756 CID 133 - 145
Parkinsonism associated 
deglycase - HGNC:16369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1637,68)" 12033 1498



ENSGALP00000038272 CID 452 - 464

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 27 - CGNC 
Symbol 5262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1436,77)" 2341 true 1.14 1499

ENSGALP00000003898 CID 225 - 240
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2085,91)" 6996 true 1.3 1500

ENSGALP00000035780 CID 2,304 - 2,310
RAN binding protein 2 - 
CGNC Symbol 50838 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(755,47)" 775 false 0.63 1501

ENSGALP00000014374 CID 143 - 149
malate dehydrogenase 1 - 
CGNC Symbol 6725 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(755,47)" 775 false 1502

ENSGALP00000016196 CID 264 - 274

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1369,83)" 1827 true 0.84 1503

ENSGALP00000038272 CID 452 - 464

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 27 - CGNC 
Symbol 5262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1440,78)" 2675 1504

ENSGALP00000003898 CID 225 - 240
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2093,96)" 9126 true 1.3 1505



ENSGALP00000038262 CID 101 - 109

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1168,61)" 4506 true 5.35 1506

ENSGALP00000003089 CID 733 - 741
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1218,56)" 1216 true 1.31 1507

ENSGALP00000032625 CID 513 - 526
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1638,75)" 61914 1508

ENSGALP00000040466 CID 997 - 1,003

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(847,46)" 2117 true 1.15 1509

ENSGALP00000014509 CID 337 - 346

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1176,60)" 25013 true 0.36 1510

ENSGALP00000002513 CID 54 - 63
LIM and SH3 protein 1 - 
CGNC Symbol 1150 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1244,66)" 14886 true 0.63 1511

ENSGALP00000023115 CID 327 - 337

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1419,70)" 1142 true 0.71 1512



ENSGALP00000010618 CID 109 - 122
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1642,75)" 24843 1513

ENSGALP00000041756 CID 131 - 145
Parkinsonism associated 
deglycase - HGNC:16369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1904,81)" 644 false 1514

ENSGALP00000041804 CID 62 - 78

cysteine and histidine-rich 
domain-containing protein 
1 - Refseq NP_001026003 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1999,23)" 1365 false 1515

ENSGALP00000005678 CID 1,476 - 1,482

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(852,40)" 2104 false 1516

ENSGALP00000000509 CID 349 - 356

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(852,40)" 2104 true 0.8 1517

ENSGALP00000014509 CID 337 - 346

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1180,62)" 8074 1518

ENSGALP00000002513 CID 54 - 63
LIM and SH3 protein 1 - 
CGNC Symbol 1150 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1248,69)" 9374 1519



ENSGALP00000029968 CID 156 - 161
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(870,47)" 7632 1520

ENSGALP00000032274 CID 409 - 416

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1014,50)" 52715 true 0.41 1521

ENSGALP00000043331 CID 520 - 528
topoisomerase (DNA) I - 
CGNC Symbol 2691 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1223,70)" 1610 false 1522

ENSGALP00000036122 CID 128 - 139

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1452,73)" 6279 true 1.09 1523

ENSGALP00000003357 CID 495 - 507

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1696,78)" 955 true 1.39 1524

ENSGALP00000009795 CID 54 - 60
small acidic protein - Refseq 
NP_990089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(841,53)" 4668 1525

ENSGALP00000032274 CID 409 - 416

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1018,53)" 34379 1526



ENSGALP00000017556 CID 280 - 289
legumain - CGNC Symbol 
8216 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1233,67)" 7080 false 1527

ENSGALP00000010935 CID 541 - 555

Cbl proto-oncogene E3 
ubiquitin protein ligase - 
CGNC Symbol 49015 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1598,80)" 12790 true 0.67 1528

ENSGALP00000001997 CID 111 - 117

eukaryotic translation 
initiation factor 4H - CGNC 
Symbol 897 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(787,43)" 1884 true 1.28 1529

ENSGALP00000013963 CID 515 - 520

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(828,47)" 5345 true 0.31 1530

ENSGALP00000001997 CID 111 - 117

eukaryotic translation 
initiation factor 4H - CGNC 
Symbol 897 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(791,46)" 2405 1531

ENSGALP00000028277 CID 1-Aug
H2A histone family member 
Z - CGNC Symbol 52762 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(791,46)" 2405 false 1532

ENSGALP00000006326 CID 14 - 20

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(791,46)" 2405 1533



ENSGALP00000020091 CID 1-Jul

v-ral simian leukemia viral 
oncogene homolog A (ras 
related) - CGNC Symbol 
9353 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(791,46)" 2405 false 1.28 1534

ENSGALP00000007822 CID Dec-19

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(941,55)" 11964 true 0.61 1535

ENSGALP00000024388 CID 45 - 54
transthyretin - CGNC 
Symbol 49731 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(941,55)" 11964 false 1536

ENSGALP00000022293 CID 547 - 558 ezrin - CGNC Symbol 10288 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1457,76)" 882 1537

ENSGALP00000003954 CID 489 - 499

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1480,73)" 1169 false 1538

ENSGALP00000026337 CID 241 - 247
peroxiredoxin 4 - CGNC 
Symbol 12239 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(847,45)" 16028 true 0.67 1539

P13645 CID 363 - 369

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(847,45)" 16028 1540



ENSGALP00000016629 CID 152 - 158
peroxiredoxin 1 - CGNC 
Symbol 7794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(847,45)" 16028 true 0.67 1541

ENSGALP00000025327 CID 751 - 756

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(867,49)" 776 false 1542

ENSGALP00000022434 CID 544 - 551
AFG3-like AAA ATPase 2 - 
CGNC Symbol 10366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1057,55)" 8657 true 0.64 1543

ENSGALP00000018382 CID 1,300 - 1,306
early endosome antigen 1 - 
CGNC Symbol 8572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(851,48)" 10782 false 1544

ENSGALP00000016629 CID 152 - 158
peroxiredoxin 1 - CGNC 
Symbol 7794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(851,48)" 10782 1545

ENSGALP00000026337 CID 241 - 247
peroxiredoxin 4 - CGNC 
Symbol 12239 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(851,48)" 10782 1546

ENSGALP00000019018 CID 87 - 92
translin - CGNC Symbol 
8854 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(939,46)" 2333 false 1547



ENSGALP00000003850 CID 209 - 217

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(965,54)" 25981 true 0.84 1548

ENSGALP00000020666 CID 166 - 175
DEK proto-oncogene - 
CGNC Symbol 9623 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1061,57)" 4248 1549

ENSGALP00000022434 CID 544 - 551
AFG3-like AAA ATPase 2 - 
CGNC Symbol 10366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1061,57)" 4248 1550

ENSGALP00000020463 CID 701 - 710

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1372,84)" 1562 true 0.67 1551

ENSGALP00000011441 CID 318 - 329

acyl-CoA dehydrogenase C-
2 to C-3 short chain - CGNC 
Symbol 5341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1290,65)" 1902 false 1.18 1552

ENSGALP00000011775 CID 2,405 - 2,412

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(975,51)" 7209 false 1.03 1553

ENSGALP00000019832 CID 349 - 357

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(975,51)" 7209 true 1.03 1554



ENSGALP00000042479 CID 1-Aug

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(975,51)" 7209 false 1555

ENSGALP00000001480 CID 406 - 414
myeloperoxidase - CGNC 
Symbol 50519 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1150,58)" 3719 false 1556

ENSGALP00000019832 CID 349 - 357

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(979,54)" 7408 1557

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1910,79)" 2187 1558

ENSGALP00000000639 CID 220 - 227
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(946,51)" 14117 false 1559

ENSGALP00000003381 CID 594 - 601
aconitase 1 soluble - CGNC 
Symbol 48955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(986,53)" 1480 true 1.7 1560

ENSGALP00000021927 CID 162 - 170

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1140,67)" 803 false 1561



ENSGALP00000012293 CID 62 - 68
ribosomal protein L35a - 
CGNC Symbol 5744 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(835,47)" 7883 true 0.88 1562

ENSGALP00000010239 CID 21 - 30

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1008,50)" 1057004 1563

ENSGALP00000018042 CID 21 - 30

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1008,50)" 1057004 1564

ENSGALP00000042680 CID 19 - 28

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1008,50)" 1057004 1565

ENSGALP00000023523 CID 21 - 30
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1008,50)" 1057004 1566

ENSGALP00000015657 CID 19 - 28
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1008,50)" 1057004 1567

ENSGALP00000011673 CID 147 - 156
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1184,68)" 46923 1568



ENSGALP00000043088 CID 76 - 85

proteasome (prosome 
macropain) 26S subunit non-
ATPase 4 - CGNC Symbol 
59257 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1184,68)" 46923 false 2.94 1569

ENSGALP00000019031 CID 212 - 221
albumin - CGNC Symbol 
14106 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1202,71)" 65818 false 1570

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1938,81)" 216944 true 0.22 1571

ENSGALP00000018498 CID 173 - 181

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(998,53)" 9368 true 0.97 1572

ENSGALP00000038262 CID 2-Oct

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1023,49)" 6344 true 1.6 1573

ENSGALP00000041208 CID 171 - 181
ferritin light polypeptide - 
Refseq NP_989714 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1305,67)" 913 false 1574

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1942,83)" 44099 1575



ENSGALP00000038262 CID 2-Oct

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1027,50)" 10168 1576

ENSGALP00000002513 CID 100 - 106
LIM and SH3 protein 1 - 
CGNC Symbol 1150 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1037,47)" 65735 true 0.81 1577

ENSGALP00000020268 CID 243 - 252

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1195,61)" 4468 true 2.96 1578

ENSGALP00000038979 CID 1,226 - 1,237

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1352,73)" 2409 true 0.76 1579

ENSGALP00000000615 CID 388 - 403
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1906,98)" 4523 true 0.54 1580

ENSGALP00000020268 CID 243 - 252

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1203,65)" 16166 true 2.96 1581

ENSGALP00000019163 CID 66 - 80
histone H1 - CGNC Symbol 
53214 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1620,84)" 114262 true 1 1582



ENSGALP00000037266 CID 70 - 84

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1620,84)" 114262 true 1 1583

ENSGALP00000000615 CID 388 - 403
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1910,99)" 1418 1584

ENSGALP00000027665 CID 73 - 81

acetyl-CoA 
acetyltransferase 1 - CGNC 
Symbol 12890 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(941,55)" 5355 false 1585

ENSGALP00000013183 CID 488 - 496

pseudouridylate synthase 7 
(putative) - CGNC Symbol 
6164 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(941,55)" 5355 false 1586

ENSGALP00000002513 CID 100 - 106
LIM and SH3 protein 1 - 
CGNC Symbol 1150 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1041,50)" 53116 1587

ENSGALP00000019634 CID 24 - 40

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2021,93)" 8873 true 0.36 1588

ENSGALP00000015687 CID 476 - 485
collagen type I alpha 2 - 
CGNC Symbol 49716 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(969,55)" 2967 1589



ENSGALP00000002808 CID 447 - 458

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1540,73)" 17179 true 0.21 1590

ENSGALP00000019634 CID 24 - 40

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2025,95)" 2836 1591

ENSGALP00000021472 CID 341 - 347
fumarate hydratase - CGNC 
Symbol 9939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(761,43)" 1162 true 0.6 1592

ENSGALP00000009371 CID 38 - 44

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(978,58)" 3398 true 0.8 1593

ENSGALP00000025606 CID 38 - 44

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(978,58)" 3398 true 0.8 1594

ENSGALP00000017934 CID 81 - 88
cytochrome c somatic - 
CGNC Symbol 8375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(979,60)" 2411 false 1595

ENSGALP00000016375 CID 498 - 510

eukaryotic translation 
initiation factor 4 gamma 3 - 
CGNC Symbol 7664 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1281,75)" 2887 false 1596



ENSGALP00000038408 CID 64 - 82
Y box binding protein 1 - 
CGNC Symbol 3598 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1751,91)" 607 true 2.67 1597

ENSGALP00000039156 CID 460 - 469

IKAROS family zinc finger 2 
(Helios) - CGNC Symbol 
2272 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1142,60)" 9897 false 1.57 1598

ENSGALP00000005576 CID 252 - 261

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1295,77)" 4240 true 0.51 1599

ENSGALP00000019975 CID 281 - 290

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1295,77)" 4240 true 0.51 1600

ENSGALP00000011635 CID 283 - 293

Gallus gallus syntaxin 
binding protein 1 (STXBP1) 
mRNA. - RefSeq mRNA 
NM_001305648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1296,70)" 9519 true 0.85 1601

ENSGALP00000012986 CID 334 - 342

protein tyrosine 
phosphatase non-receptor 
type 1 - CGNC Symbol 6062 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1166,63)" 2506 true 0.68 1602

ENSGALP00000024009 CID 513 - 522
THO complex 1 - CGNC 
Symbol 11072 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1166,63)" 2506 false 0.68 1603



ENSGALP00000011510 CID 93 - 100
apolipoprotein A-I - CGNC 
Symbol 49860 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1166,63)" 2506 false 0.68 1604

ENSGALP00000026487 CID 252 - 262

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1211,55)" 20543 1605

ENSGALP00000001577 CID 478 - 490
SRP receptor alpha subunit - 
CGNC Symbol 713 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1416,75)" 1589 1606

ENSGALP00000030734 CID 1,125 - 1,135

microtubule associated 
monooxygenase calponin 
and LIM domain containing 
1 - CGNC Symbol 25636 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1416,75)" 1589 1607

ENSGALP00000018498 CID 562 - 567

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(866,45)" 3207 false 1.02 1608

ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 
1 member A1 (aldehyde 
reductase) - CGNC Symbol 
7795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1327,69)" 6547 true 2.61 1609

ENSGALP00000018498 CID 562 - 567

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(874,50)" 2435 true 1.02 1610



ENSGALP00000016536 CID 62 - 68
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(880,54)" 2371 false 1611

ENSGALP00000032039 CID 154 - 162
leupaxin - CGNC Symbol 
14208 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1095,50)" 6082 true 0.3 1612

ENSGALP00000026067 CID 157 - 165

U2 small nuclear RNA 
auxiliary factor 1 - CGNC 
Symbol 49287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1201,50)" 9586 true 0.5 1613

ENSGALP00000006818 CID 142 - 153
plasminogen - CGNC 
Symbol 51506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1464,69)" 9807 1614

ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1476,93)" 3220 true 3.23 1615

ENSGALP00000018498 CID 219 - 225

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(976,58)" 7451 false 1616

ENSGALP00000008498 CID 457 - 465
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(976,58)" 7451 false 1617



ENSGALP00000027700 CID 2,684 - 2,690

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(976,58)" 7451 false 1618

ENSGALP00000032039 CID 154 - 162
leupaxin - CGNC Symbol 
14208 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1099,52)" 1848 1619

ENSGALP00000002235 CID 86 - 95
stathmin 1 - CGNC Symbol 
49630 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1221,62)" 29967 true 0.15 1620

ENSGALP00000015447 CID 807 - 813

VPS50 EARP/GARPII 
complex subunit - CGNC 
Symbol 7228 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(998,47)" 5490 false 0.83 1621

ENSGALP00000030005 CID 121 - 131

ubiquitin-conjugating 
enzyme E2N - CGNC Symbol 
50617 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1231,63)" 8571 true 0.49 1622

ENSGALP00000007833 CID 329 - 336
myelin expression factor 2 - 
CGNC Symbol 49981 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1014,51)" 5483 true 1.63 1623

ENSGALP00000003898 CID 163 - 170
matrin 3 - CGNC Symbol 
1772 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1041,57)" 3381 true 0.52 1624



ENSGALP00000004476 CID 221 - 232
reticulocalbin 2 - CGNC 
Symbol 2050 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1525,79)" 1624 false 1625

P13645 CID 148 - 156

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1122,59)" 8677 1626

ENSGALP00000013359 CID 241 - 249
annexin A4 - CGNC Symbol 
57513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1151,63)" 2113 true 2.71 1627

ENSGALP00000000734 CID 89 - 98
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1151,63)" 2113 false 1628

ENSGALP00000000468 CID 400 - 408

Gallus gallus proteasome 
(prosome macropain) 26S 
subunit ATPase 5 (PSMC5) 
mRNA. - RefSeq mRNA 
NM_001292069 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1151,63)" 2113 false 1629

ENSGALP00000007055 CID 26 - 34

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1048,55)" 8149 true 1.24 1630

ENSGALP00000013359 CID 241 - 249
annexin A4 - CGNC Symbol 
57513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1159,67)" 7038 true 2.71 1631



ENSGALP00000007055 CID 26 - 34

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1052,57)" 8526 1632

ENSGALP00000035933 CID 239 - 246
cathepsin B - CGNC Symbol 
12486 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1052,57)" 8526 false 1.41 1633

ENSGALP00000042281 CID 1,122 - 1,131

minichromosome 
maintenance complex 
component 3 associated 
protein - CGNC Symbol 
3212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1061,57)" 24032 1634

ENSGALP00000014828 CID 410 - 417
PIT54 protein precursor - 
Refseq NP_997063 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1061,57)" 24032 1635

ENSGALP00000037001 CID 175 - 183

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1069,58)" 15257 true 0.45 1636

ENSGALP00000026858 CID 761 - 770

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1069,58)" 15257 false 1637

ENSGALP00000037001 CID 175 - 183

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1073,60)" 6528 1638



ENSGALP00000013729 CID Feb-17
small ubiquitin-like modifier 
1 - CGNC Symbol 48961 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1856,01)" 1098 false 1639

ENSGALP00000021303 CID 178 - 195

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2303,24)" 3102 false 1640

ENSGALP00000015657 CID 285 - 290
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(809,41)" 19543 1641

ENSGALP00000042680 CID 285 - 290

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(809,41)" 19543 1642

ENSGALP00000005576 CID 186 - 195

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1109,56)" 1244 true 0.39 1643

ENSGALP00000019975 CID 215 - 224

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1109,56)" 1244 true 0.39 1644

ENSGALP00000023266 CID Nov-21
ribosomal protein S20 - 
HGNC:10405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1276,69)" 16255 true 2.12 1645



ENSGALP00000008356 CID 231 - 236

NEDD8 activating enzyme 
E1 subunit 1 - CGNC Symbol 
50078 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(743,45)" 4680 false 1646

ENSGALP00000006298 CID 123 - 127

apolipoprotein H (beta-2-
glycoprotein I) - CGNC 
Symbol 2904 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(769,38)" 1177 1647

ENSGALP00000021708 CID 47 - 57
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1316,63)" 27427 true 0.61 1648

ENSGALP00000005794 CID 137 - 147

spen family transcriptional 
repressor - CGNC Symbol 
2675 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1555,70)" 7895 true 0.39 1649

ENSGALP00000017139 CID 340 - 347

3'-phosphoadenosine 5'-
phosphosulfate synthase 1 - 
CGNC Symbol 8007 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1119,53)" 9043 true 0.82 1650

ENSGALP00000021708 CID 47 - 57
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1320,65)" 16199 1651

ENSGALP00000004515 CID 18 - 26

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1110,61)" 9041 1652



ENSGALP00000017139 CID 340 - 347

3'-phosphoadenosine 5'-
phosphosulfate synthase 1 - 
CGNC Symbol 8007 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1123,56)" 7445 1653

ENSGALP00000027030 CID 59 - 66
ribosomal protein L31 - 
CGNC Symbol 50833 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(932,45)" 6201 true 0.92 1654

ENSGALP00000011775 CID 253 - 260

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1058,61)" 622 true 0.8 1655

ENSGALP00000043256 CID Feb-14

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1584,82)" 1284 false 1656

ENSGALP00000011718 CID 232 - 239

small nuclear 
ribonucleoprotein 
polypeptides B and B1 - 
CGNC Symbol 49251 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1107,62)" 16253 1657

ENSGALP00000023635 CID 403 - 415
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1587,83)" 2890 false 1658

ENSGALP00000027030 CID 59 - 66
ribosomal protein L31 - 
CGNC Symbol 50833 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(936,47)" 5684 1659



ENSGALP00000004417 CID 289 - 297

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1163,62)" 2304 false 1.7 1660

ENSGALP00000003954 CID 607 - 621

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1369,72)" 50047 true 0.24 1661

ENSGALP00000012463 CID 55 - 68
cortactin - CGNC Symbol 
5818 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1657,87)" 5801 1662

ENSGALP00000020744 CID 493 - 502

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1167,61)" 11673 true 2.18 1663

ENSGALP00000023523 CID 362 - 374
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1517,71)" 2838 1664

ENSGALP00000027030 CID 59 - 66
ribosomal protein L31 - 
CGNC Symbol 50833 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(948,44)" 7278 true 0.89 1665

ENSGALP00000007822 CID Dec-19

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(949,59)" 5056 true 0.61 1666



ENSGALP00000020744 CID 493 - 502

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1171,65)" 12305 1667

ENSGALP00000027030 CID 59 - 66
ribosomal protein L31 - 
CGNC Symbol 50833 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(952,47)" 6452 1668

ENSGALP00000009642 CID 396 - 405
pre-mRNA processing factor 
6 - CGNC Symbol 4493 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1149,64)" 4286 true 1.22 1669

ENSGALP00000011647 CID 60 - 71

cytochrome c oxidase 
subunit VIa polypeptide 1 - 
CGNC Symbol 50396 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1548,77)" 13549 1670

ENSGALP00000001048 CID 170 - 176

replication protein A2 
32kDa - CGNC Symbol 
51031 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(802,48)" 3771 false 0.93 1671

ENSGALP00000003737 CID 413 - 420
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(968,57)" 7354 true 0.52 1672

ENSGALP00000004317 CID 214 - 222
golgi glycoprotein 1 - CGNC 
Symbol 1981 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1162,67)" 11890 false 1673



ENSGALP00000016583 CID 52 - 69

progesterone receptor 
membrane component 2 - 
CGNC Symbol 7765 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1827,06)" 11277 1674

ENSGALP00000016629 CID 121 - 128
peroxiredoxin 1 - CGNC 
Symbol 7794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(984,49)" 20676 1675

ENSGALP00000003954 CID 34 - 45

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1256,60)" 8117 true 0.48 1676

ENSGALP00000038626 CID 158 - 169
lactate dehydrogenase A - 
CGNC Symbol 49707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1276,64)" 5271 true 1.14 1677

ENSGALP00000015160 CID 2,345 - 2,359

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1893,94)" 3497 false 1678

ENSGALP00000002348 CID 229 - 244

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1893,94)" 3497 false 1679

ENSGALP00000009964 CID 101 - 110
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1066,59)" 2531 true 0.61 1680



ENSGALP00000003954 CID 34 - 45

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1260,63)" 3588 1681

ENSGALP00000013491 CID 2,645 - 2,653

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1260,63)" 3588 false 1682

ENSGALP00000038626 CID 158 - 169
lactate dehydrogenase A - 
CGNC Symbol 49707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1280,67)" 10121 1683

ENSGALP00000041108 CID 647 - 665
SATB homeobox 1 - CGNC 
Symbol 8550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2121,06)" 10840 false 1684

ENSGALP00000015246 CID 209 - 215
peroxiredoxin 3 - CGNC 
Symbol 7123 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(861,47)" 897 false 0.97 1685

ENSGALP00000026345 CID 152 - 158
acid phosphatase 1 soluble - 
CGNC Symbol 12245 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(897,52)" 5779 true 0.91 1686

ENSGALP00000008236 CID 883 - 890
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1075,49)" 14861 1687



ENSGALP00000040662 CID 306 - 317
inositol monophosphatase 
1 - HGNC:6050 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1311,79)" 5895 true 1.27 1688

ENSGALP00000009605 CID 146 - 156

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1349,80)" 1637 false 1689

ENSGALP00000001577 CID 478 - 490
SRP receptor alpha subunit - 
CGNC Symbol 713 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1412,72)" 734 true 1.06 1690

ENSGALP00000015246 CID 209 - 215
peroxiredoxin 3 - CGNC 
Symbol 7123 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(865,49)" 871 1691

ENSGALP00000002828 CID 572 - 579

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(954,51)" 2174 1692

ENSGALP00000001685 CID 21 - 32
NIMA-related kinase 6 - 
CGNC Symbol 759 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1465,73)" 2509 true 1.57 1693

ENSGALP00000021519 CID 88 - 102

NADH:ubiquinone 
oxidoreductase subunit S6 - 
CGNC Symbol 9959 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1494,75)" 979 false 1694



ENSGALP00000038799 CID 192 - 198
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(943,52)" 6453 true 1.33 1695

ENSGALP00000005680 CID 163 - 172
adenylate kinase 2 - CGNC 
Symbol 2627 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1353,75)" 25727 true 3.78 1696

ENSGALP00000001685 CID 21 - 32
NIMA-related kinase 6 - 
CGNC Symbol 759 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1469,76)" 4918 1697

ENSGALP00000006298 CID 108 - 122

apolipoprotein H (beta-2-
glycoprotein I) - CGNC 
Symbol 2904 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1651,86)" 3373 1698

ENSGALP00000011232 CID 281 - 286

phosphofructokinase 
platelet - CGNC Symbol 
53359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(761,49)" 5315 1699

ENSGALP00000038799 CID 192 - 198
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(947,55)" 8104 1700

ENSGALP00000028664 CID 438 - 453

2'-5'-oligoadenylate 
synthetase-like - CGNC 
Symbol 49545 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2067,02)" 1361 true 2.19 1701



ENSGALP00000039157 CID 379 - 389
ATP citrate lyase - CGNC 
Symbol 2533 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1274,66)" 2980 false 1702

ENSGALP00000035996 CID 77 - 91

superoxide dismutase 1 
soluble - CGNC Symbol 
11821 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1623,86)" 5492 false 1703

ENSGALP00000028664 CID 438 - 453

2'-5'-oligoadenylate 
synthetase-like - CGNC 
Symbol 49545 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2071,04)" 3529 1704

ENSGALP00000042552 CID 139 - 144
guanylate binding protein - 
CGNC Symbol 49284 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(761,48)" 7085 1705

ENSGALP00000008171 CID 581 - 587

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(887,50)" 6108 false 0.35 1706

ENSGALP00000019039 CID 197 - 204

superoxide dismutase 2 
mitochondrial - CGNC 
Symbol 8863 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1060,62)" 15179 false 1707

ENSGALP00000023439 CID 498 - 503

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(791,43)" 2619 false 1708



ENSGALP00000011775 CID 1,749 - 1,756

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(934,54)" 2598 true 0.74 1709

ENSGALP00000014107 CID 419 - 434
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1910,02)" 3494 true 0.31 1710

ENSGALP00000005281 CID 95 - 103
clathrin light chain B - CGNC 
Symbol 50199 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1104,62)" 4382 1711

ENSGALP00000028055 CID 364 - 375
leucine aminopeptidase 3 - 
CGNC Symbol 4763 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1350,67)" 2547 1712

ENSGALP00000035478 CID 665 - 672
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(890,48)" 5704 true 2.19 1713

ENSGALP00000006970 CID 55 - 62
exportin 1 - CGNC Symbol 
3224 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1039,50)" 5371 true 0.25 1714

ENSGALP00000002808 CID 447 - 458

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1544,75)" 2452 1715



ENSGALP00000035478 CID 665 - 672
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(894,50)" 13155 1716

ENSGALP00000000639 CID 533 - 544
lamin B2 - CGNC Symbol 
49708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1274,63)" 46976 false 1717

ENSGALP00000032097 CID 276 - 288
CD5 molecule - CGNC 
Symbol 3864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1665,77)" 2799 false 1718

ENSGALP00000011170 CID 414 - 422

choroideremia (Rab escort 
protein 1) - CGNC Symbol 
51680 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1056,56)" 5015 true 0.62 1719

ENSGALP00000017462 CID 155 - 163
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1184,63)" 33837 true 0.27 1720

ENSGALP00000027541 CID 155 - 163
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1184,63)" 33837 true 0.27 1721

ENSGALP00000011170 CID 414 - 422

choroideremia (Rab escort 
protein 1) - CGNC Symbol 
51680 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1060,61)" 4367 1722



ENSGALP00000027541 CID 155 - 163
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1192,68)" 2090 true 0.27 1723

ENSGALP00000017462 CID 155 - 163
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1192,68)" 2090 true 0.27 1724

ENSGALP00000025600 CID 112 - 126

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC 
Symbol 11873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1750,94)" 2782 true 0.96 1725

ENSGALP00000019031 CID 441 - 462
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2623,25)" 2289 false 1726

ENSGALP00000030471 CID 228 - 234

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(736,38)" 60321 1727

ENSGALP00000039872 CID 57 - 62

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(736,38)" 60321 1728

ENSGALP00000018686 CID 2-Nov

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1162,62)" 2259 true 0.6 1729



ENSGALP00000041756 CID 90 - 98
Parkinsonism associated 
deglycase - HGNC:16369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1167,68)" 1399 false 1730

ENSGALP00000025600 CID 112 - 126

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC 
Symbol 11873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1758,99)" 2659 true 0.96 1731

ENSGALP00000003455 CID 97 - 102

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(746,47)" 3662 false 1732

ENSGALP00000041690 CID 108 - 113

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(746,47)" 3662 1733

ENSGALP00000021708 CID 317 - 327
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1186,61)" 23161 true 0.6 1734

ENSGALP00000028664 CID 417 - 431

2'-5'-oligoadenylate 
synthetase-like - CGNC 
Symbol 49545 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1915,99)" 7100 1735

ENSGALP00000040890 CID 445 - 450

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(759,46)" 1235 true 0.52 1736



ENSGALP00000010414 CID 192 - 198

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(895,43)" 1006 false 1737

ENSGALP00000027988 CID 18 - 24
Serine/arginine-rich splicing 
factor 2 - UP P30352 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(908,49)" 2304 true 1.11 1738

ENSGALP00000043196 CID 2,199 - 2,207
marker of proliferation Ki-
67 - CGNC Symbol 16321 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1165,62)" 782 1739

ENSGALP00000015657 CID 285 - 290
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(805,38)" 7660 true 2.32 1740

ENSGALP00000042680 CID 285 - 290

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(805,38)" 7660 true 2.32 1741

ENSGALP00000026345 CID 152 - 158
acid phosphatase 1 soluble - 
CGNC Symbol 12245 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(905,57)" 2065 true 0.91 1742

ENSGALP00000004515 CID 70 - 75

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(791,47)" 8851 true 0.88 1743



ENSGALP00000026327 CID 291 - 300
acyl-CoA thioesterase 9 - 
CGNC Symbol 12234 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1265,67)" 3188 true 1.24 1744

ENSGALP00000021618 CID 77 - 90
lactate dehydrogenase B - 
CGNC Symbol 10005 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1578,87)" 2940 true 1.49 1745

ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(959,58)" 7671 1746

ENSGALP00000005794 CID 231 - 240

spen family transcriptional 
repressor - CGNC Symbol 
2675 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1114,62)" 827 false 1747

ENSGALP00000001957 CID 133 - 140

serine and arginine 
repetitive matrix 1 - CGNC 
Symbol 876 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1114,62)" 827 false 1748

ENSGALP00000007927 CID 98 - 106
Hsap of 9: ribosomal 
protein L36a - HGNC:10359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1114,62)" 827 true 1.58 1749

ENSGALP00000026327 CID 291 - 300
acyl-CoA thioesterase 9 - 
CGNC Symbol 12234 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1269,67)" 2097 1750



ENSGALP00000021618 CID 77 - 90
lactate dehydrogenase B - 
CGNC Symbol 10005 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1590,95)" 4392 true 1.49 1751

ENSGALP00000000693 CID 272 - 278

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(800,50)" 2078 false 1.39 1752

ENSGALP00000038799 CID 106 - 112
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(800,50)" 2078 false 1753

ENSGALP00000022004 CID 106 - 112
tropomyosin 3 - 
HGNC:12012 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(800,50)" 2078 false 1754

ENSGALP00000008336 CID 27 - 33

adhesion regulating 
molecule 1 - CGNC Symbol 
3870 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(806,47)" 994 true 0.64 1755

ENSGALP00000002828 CID 264 - 271

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(962,55)" 870 true 1.2 1756

ENSGALP00000016509 CID 428 - 438

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1283,65)" 3972 false 1757



ENSGALP00000013808 CID 1,187 - 1,194
stromal antigen 2 - CGNC 
Symbol 51718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(984,58)" 4665 1758

ENSGALP00000007680 CID 248 - 256
ribosomal protein L6 - 
CGNC Symbol 48978 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1259,71)" 2681 false 1759

ENSGALP00000005565 CID 60 - 65

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(802,42)" 12999 true 0.38 1760

ENSGALP00000003872 CID 1-Aug
WD repeat domain 75 - 
CGNC Symbol 1760 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(870,48)" 7002 1761

ENSGALP00000011689 CID 450 - 457

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(870,48)" 7002 1762

ENSGALP00000023523 CID 21 - 30
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1004,47)" 933390 true 1 1763

ENSGALP00000042680 CID 19 - 28

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1004,47)" 933390 true 1 1764



ENSGALP00000015657 CID 19 - 28
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1004,47)" 933390 true 1 1765

ENSGALP00000010239 CID 21 - 30

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1004,47)" 933390 true 1 1766

ENSGALP00000018042 CID 21 - 30

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1004,47)" 933390 true 1 1767

ENSGALP00000018258 CID 282 - 293
Enah/Vasp-like - CGNC 
Symbol 8513 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1291,73)" 4046 1768

ENSGALP00000019318 CID 62 - 68
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(851,52)" 13361 false 0.53 1769

ENSGALP00000041366 CID 58 - 67

small nuclear 
ribonucleoprotein 
polypeptide B2 - 
HGNC:11155 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1075,57)" 11734 true 0.58 1770

ENSGALP00000019318 CID 62 - 68
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(855,54)" 7114 1771



ENSGALP00000004046 CID 100 - 106

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(950,49)" 14913 true 1.05 1772

ENSGALP00000040638 CID 664 - 672 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1079,58)" 5500 1773

ENSGALP00000010541 CID 229 - 238

transformer 2 beta 
homolog (Drosophila) - 
CGNC Symbol 49299 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1337,59)" 13913 true 0.41 1774

ENSGALP00000013491 CID 2-Sep

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(965,50)" 7098 false 0.71 1775

ENSGALP00000040638 CID 443 - 449 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(965,50)" 7098 false 0.71 1776

ENSGALP00000008953 CID 301 - 307

eukaryotic translation 
initiation factor 4 gamma 2 - 
CGNC Symbol 4160 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(965,50)" 7098 true 0.71 1777

ENSGALP00000013963 CID 1,013 - 1,025

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1647,90)" 2974 false 1778



ENSGALP00000003011 CID 753 - 759
scaffold attachment factor 
B2 - CGNC Symbol 52976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(969,51)" 2109 1779

ENSGALP00000015293 CID 174 - 180

testis derived transcript (3 
LIM domains) - CGNC 
Symbol 7146 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(969,51)" 2109 false 1.76 1780

ENSGALP00000007043 CID 149 - 160

SAR1 homolog A (S. 
cerevisiae) - CGNC Symbol 
52032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1373,75)" 9302 1781

ENSGALP00000003954 CID 607 - 621

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1373,75)" 9302 1782

ENSGALP00000041687 CID 357 - 367

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1384,83)" 2164 false 1783

ENSGALP00000016538 CID 679 - 685
calpain 11 - CGNC Symbol 
54348 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(971,48)" 4527 1784

ENSGALP00000019695 CID 1,060 - 1,070

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1306,62)" 5544 false 1785



ENSGALP00000039235 CID 116 - 132

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1791,83)" 2108 true 1.28 1786

ENSGALP00000008236 CID 883 - 890
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1071,47)" 20315 true 0.66 1787

ENSGALP00000003431 CID 232 - 244

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1504,81)" 2366 false 1788

ENSGALP00000039235 CID 116 - 132

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1795,85)" 2695 1789

ENSGALP00000015963 CID 363 - 374

protein phosphatase 2 
regulatory subunit B' alpha - 
CGNC Symbol 7467 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1434,68)" 3713 true 0.53 1790

ENSGALP00000014557 CID 315 - 324
mutS homolog 2 - CGNC 
Symbol 6808 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1253,60)" 2856 true 0.5 1791

ENSGALP00000015963 CID 363 - 374

protein phosphatase 2 
regulatory subunit B' alpha - 
CGNC Symbol 7467 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1438,71)" 1976 1792



ENSGALP00000003954 CID 622 - 633

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1178,57)" 9640 true 0.48 1793

ENSGALP00000002238 CID 630 - 641
protein PML-like - CGNC 
Symbol 65465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1284,64)" 2308 1794

ENSGALP00000011647 CID 60 - 71

cytochrome c oxidase 
subunit VIa polypeptide 1 - 
CGNC Symbol 50396 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1576,81)" 145055 true 0.64 1795

ENSGALP00000029144 CID 56 - 74
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2094,00)" 8414 true 0.32 1796

ENSGALP00000023081 CID 445 - 450

Gallus gallus suppressor of 
Ty 5 homolog (S. cerevisiae) 
(SUPT5H) mRNA. - RefSeq 
mRNA NM_001031384 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(746,46)" 834 false 1797

ENSGALP00000011647 CID 60 - 71

cytochrome c oxidase 
subunit VIa polypeptide 1 - 
CGNC Symbol 50396 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1580,84)" 86631 1798

ENSGALP00000029144 CID 56 - 74
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2098,02)" 2674 1799



ENSGALP00000012163 CID 764 - 772

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1162,62)" 6564 true 0.49 1800

ENSGALP00000017347 CID 63 - 78

proteasome 26S subunit 
ATPase 1 - CGNC Symbol 
8111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2129,06)" 1738 true 0.8 1801

ENSGALP00000026126 CID 194 - 198
ribosomal protein L8 - 
CGNC Symbol 12137 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(760,35)" 3389 true 0.91 1802

ENSGALP00000038179 CID 360 - 365

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(830,45)" 7536 1803

ENSGALP00000018616 CID 588 - 593
leukotriene A4 hydrolase - 
CGNC Symbol 8686 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(830,45)" 7536 true 0.74 1804

ENSGALP00000013029 CID 299 - 312
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1495,71)" 3938 false 1805

ENSGALP00000017347 CID 63 - 78

proteasome 26S subunit 
ATPase 1 - CGNC Symbol 
8111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2141,12)" 638 true 0.8 1806



ENSGALP00000018616 CID 588 - 593
leukotriene A4 hydrolase - 
CGNC Symbol 8686 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(834,48)" 5559 1807

ENSGALP00000003423 CID 1,050 - 1,057

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1184,61)" 6656 true 0.49 1808

ENSGALP00000014265 CID 192 - 198

RAB1A member RAS 
oncogene family - CGNC 
Symbol 6666 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(772,46)" 5168 1809

ENSGALP00000004589 CID 164 - 170
BRI3 binding protein - CGNC 
Symbol 2105 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(886,51)" 4142 true 0.99 1810

ENSGALP00000039872 CID 446 - 452

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(916,48)" 6513 true 0.3 1811

ENSGALP00000002238 CID 351 - 357
protein PML-like - CGNC 
Symbol 65465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(890,53)" 3360 1812

ENSGALP00000021314 CID 87 - 93
caldesmon 1 - CGNC 
Symbol 9884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(890,53)" 3360 1813



ENSGALP00000043196 CID 2,047 - 2,054
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(890,53)" 3360 false 1814

ENSGALP00000025130 CID 108 - 119
ribosomal protein S23 - 
HGNC:10410 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1261,74)" 5889 true 0.94 1815

ENSGALP00000042528 CID 161 - 171

cold inducible RNA binding 
protein - CGNC Symbol 
9285 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1329,51)" 4799 false 1816

ENSGALP00000033359 CID 387 - 395

fascin actin-bundling 
protein 1 - CGNC Symbol 
14444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1064,53)" 17079 1817

ENSGALP00000011718 CID 242 - 248

small nuclear 
ribonucleoprotein 
polypeptides B and B1 - 
CGNC Symbol 49251 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(893,48)" 39536 1818

ENSGALP00000013862 CID 204 - 210

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(747,41)" 25523 1819

ENSGALP00000016375 CID 154 - 160

eukaryotic translation 
initiation factor 4 gamma 3 - 
CGNC Symbol 7664 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(747,41)" 25523 1820



ENSGALP00000011510 CID 164 - 172
apolipoprotein A-I - CGNC 
Symbol 49860 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1017,59)" 30819 1821

ENSGALP00000021055 CID 558 - 566
dynamin 1-like - CGNC 
Symbol 9791 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1047,52)" 5423 false 1822

ENSGALP00000016536 CID 687 - 694
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1006,56)" 23440 1823

ENSGALP00000008171 CID 1,416 - 1,423

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1057,63)" 1609 false 1824

ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1116,61)" 23552 true 0.75 1825

ENSGALP00000034254 CID Jun-16
cell division cycle 42 - CGNC 
Symbol 3561 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1116,61)" 23552 true 0.75 1826

ENSGALP00000001027 CID 77 - 85

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(971,56)" 991 1827



ENSGALP00000024710 CID 103 - 110
ribosomal protein L24 - 
CGNC Symbol 50756 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(971,56)" 991 1828

ENSGALP00000011071 CID 22 - 30
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(971,56)" 991 true 0.83 1829

ENSGALP00000014260 CID 326 - 333

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1023,58)" 3410 false 1.13 1830

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1227,64)" 40816 true 1.18 1831

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1227,64)" 40816 true 1.18 1832

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1227,64)" 40816 true 1.18 1833

ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1227,64)" 40816 true 1.18 1834



ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1227,64)" 40816 true 1.18 1835

ENSGALP00000043196 CID 1,723 - 1,738
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1802,85)" 1946 false 1836

ENSGALP00000015176 CID 309 - 317

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1176,57)" 4051 true 1.23 1837

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1243,63)" 4069 true 1.08 1838

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1243,63)" 4069 true 1.08 1839

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1243,63)" 4069 true 1.08 1840

ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1243,63)" 4069 true 1.08 1841



ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1243,63)" 4069 true 1.08 1842

ENSGALP00000023288 CID 196 - 201

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(763,44)" 2739 true 1.21 1843

ENSGALP00000015000 CID 509 - 518

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1178,61)" 7826 true 0.53 1844

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1251,68)" 4950 false 1.08 1845

ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1251,68)" 4950 false 1.08 1846

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1251,68)" 4950 false 1.08 1847

ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1251,68)" 4950 false 1.08 1848



ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1251,68)" 4950 false 1.08 1849

ENSGALP00000040985 CID 252 - 256

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(728,42)" 2554 true 0.79 1850

ENSGALP00000007472 CID 126 - 131
PDGFA associated protein 1 
- CGNC Symbol 3481 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(728,42)" 2554 false 1851

ENSGALP00000021301 CID 260 - 264

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(728,42)" 2554 true 0.79 1852

ENSGALP00000020666 CID 166 - 175
DEK proto-oncogene - 
CGNC Symbol 9623 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1089,57)" 3483 true 0.6 1853

ENSGALP00000011990 CID 61 - 76

Hsap of 4: proteoglycan 2 
bone marrow (natural killer 
cell activator eosinophil 
granule major basic 
protein) - HGNC:9362 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1739,91)" 10323 true 0.16 1854

ENSGALP00000009354 CID 343 - 351

platelet activating factor 
acetylhydrolase 1b 
regulatory subunit 1 - CGNC 
Symbol 4356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(929,51)" 923 false 1.96 1855



ENSGALP00000042475 CID 1-Aug

purine-rich element binding 
protein A - CGNC Symbol 
15180 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(929,51)" 923 1856

ENSGALP00000010662 CID 311 - 319

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1133,60)" 1498 true 1.43 1857

ENSGALP00000019018 CID 27 - 36
translin - CGNC Symbol 
8854 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1142,63)" 4813 true 1.39 1858

ENSGALP00000004453 CID 221 - 234

G protein pathway 
suppressor 1 - CGNC 
Symbol 2036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1600,82)" 5954 false 2.34 1859

ENSGALP00000008892 CID 481 - 488

polypyrimidine tract 
binding protein 2 - CGNC 
Symbol 52202 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1006,57)" 2685 false 1860

ENSGALP00000003035 CID 436 - 443

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1006,57)" 2685 false 1861

ENSGALP00000023866 CID 1,338 - 1,345

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(981,55)" 2141 true 0.72 1862



ENSGALP00000004251 CID 105 - 113

transcription factor A 
mitochondrial - CGNC 
Symbol 1948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1170,61)" 18271 false 1863

ENSGALP00000023866 CID 1,338 - 1,345

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(985,58)" 977 1864

ENSGALP00000011510 CID 164 - 174
apolipoprotein A-I - CGNC 
Symbol 49860 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1288,72)" 1664 1865

ENSGALP00000011770 CID 745 - 753
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(981,58)" 7021 true 0.67 1866

ENSGALP00000033359 CID 387 - 395

fascin actin-bundling 
protein 1 - CGNC Symbol 
14444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1060,49)" 1813 true 6.35 1867

ENSGALP00000011770 CID 745 - 753
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(985,60)" 6843 1868

ENSGALP00000007819 CID 111 - 118
peptidase D - CGNC Symbol 
3636 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1068,65)" 8346 true 0.56 1869



ENSGALP00000001456 CID 804 - 813

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1001,60)" 15230 1870

ENSGALP00000002828 CID 716 - 725

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1001,60)" 15230 1871

ENSGALP00000003058 CID 333 - 341

ubiquitin conjugating 
enzyme E2 O - CGNC 
Symbol 1396 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1135,56)" 2372 1872

ENSGALP00000021034 CID 302 - 310

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1170,54)" 8086 true 0.27 1873

ENSGALP00000015897 CID 1,422 - 1,430
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1018,48)" 20908 false 1874

ENSGALP00000021301 CID 204 - 211

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1081,55)" 2487 true 1.02 1875

ENSGALP00000021303 CID 196 - 203

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1081,55)" 2487 true 1.02 1876



ENSGALP00000040985 CID 196 - 203

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1081,55)" 2487 true 1.02 1877

ENSGALP00000015176 CID 76 - 84

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1172,67)" 1008 false 1878

ENSGALP00000021303 CID 196 - 203

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1089,61)" 2529 true 1.02 1879

ENSGALP00000021301 CID 204 - 211

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1089,61)" 2529 true 1.02 1880

ENSGALP00000040985 CID 196 - 203

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1089,61)" 2529 true 1.02 1881

ENSGALP00000039765 CID 736 - 746

UTP14 U3 small nucleolar 
ribonucleoprotein homolog 
A (yeast) - CGNC Symbol 
51631 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1291,73)" 1219 true 0.94 1882

ENSGALP00000010303 CID 1,296 - 1,307
interleukin 16 - CGNC 
Symbol 4808 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1299,65)" 4942 true 0.66 1883



ENSGALP00000007822 CID 450 - 461

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1447,75)" 2408 false 1884

ENSGALP00000026076 CID 286 - 302

pyridoxal (pyridoxine 
vitamin B6) kinase - CGNC 
Symbol 12115 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1824,97)" 1618 true 1.83 1885

ENSGALP00000019975 CID 215 - 224

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1117,60)" 552 false 1886

ENSGALP00000005576 CID 186 - 195

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1117,60)" 552 false 1887

ENSGALP00000005453 CID 422 - 434

DnaJ heat shock protein 
family (Hsp40) member C7 - 
CGNC Symbol 2515 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1461,76)" 17883 false 0.81 1888

ENSGALP00000023266 CID Jul-21
ribosomal protein S20 - 
HGNC:10405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1705,92)" 14322 true 0.58 1889

ENSGALP00000026076 CID 286 - 302

pyridoxal (pyridoxine 
vitamin B6) kinase - CGNC 
Symbol 12115 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1833,03)" 2903 true 1.83 1890



ENSGALP00000003954 CID 622 - 633

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1182,59)" 3519 1891

ENSGALP00000010303 CID 1,296 - 1,307
interleukin 16 - CGNC 
Symbol 4808 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1303,66)" 2720 1892

ENSGALP00000023266 CID Jul-21
ribosomal protein S20 - 
HGNC:10405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1713,97)" 8357 true 0.58 1893

ENSGALP00000027982 CID 532 - 549

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1988,01)" 1780 true 0.94 1894

ENSGALP00000015657 CID 360 - 372
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1548,76)" 912733 1895

ENSGALP00000042680 CID 360 - 372

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1548,76)" 912733 1896

ENSGALP00000000666 CID Feb-13
phosphoglucomutase 2 - 
CGNC Symbol 52790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1129,55)" 6413 1897



ENSGALP00000026487 CID 91 - 101

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1233,67)" 10748 1898

ENSGALP00000015293 CID 357 - 374

testis derived transcript (3 
LIM domains) - CGNC 
Symbol 7146 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2103,98)" 1417 false 1899

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1203,63)" 2285 true 0.58 1900

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1203,63)" 2285 true 0.58 1901

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1203,63)" 2285 true 0.58 1902

ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1203,63)" 2285 true 0.58 1903

ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1203,63)" 2285 true 0.58 1904



ENSGALP00000001315 CID 59 - 69
nudC nuclear distribution 
protein - CGNC Symbol 591 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1381,72)" 3337 true 1.73 1905

ENSGALP00000041758 CID 209 - 221

transporter 1 ATP-binding 
cassette sub-family B 
(MDR/TAP) - CGNC Symbol 
53176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1436,65)" 5252 true 2.7 1906

ENSGALP00000040101 CID 1,041 - 1,045
myosin IXB - CGNC Symbol 
2718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(713,39)" 420 false 1907

ENSGALP00000015978 CID 1,086 - 1,097

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1389,77)" 5788 false 1908

ENSGALP00000001315 CID 59 - 69
nudC nuclear distribution 
protein - CGNC Symbol 591 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1389,77)" 5788 true 1.73 1909

ENSGALP00000041974 CID 131 - 142

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1593,77)" 3013 false 1910

ENSGALP00000011673 CID 147 - 157
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1336,78)" 643 false 1911



ENSGALP00000004924 CID 2,075 - 2,087

nuclear receptor 
corepressor 2 - CGNC 
Symbol 2259 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1414,75)" 1617 false 1912

ENSGALP00000003357 CID 891 - 904

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1737,81)" 5653 true 0.67 1913

ENSGALP00000019801 CID 277 - 288
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1555,77)" 17038 1914

ENSGALP00000003357 CID 891 - 904

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1745,87)" 3782 true 0.67 1915

ENSGALP00000019468 CID 53 - 58
aconitase 2 - CGNC Symbol 
9059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(760,49)" 5905 1916

ENSGALP00000041979 CID Aug-14

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(934,55)" 4556 false 1917

ENSGALP00000000634 CID 321 - 328

LCK proto-oncogene Src 
family tyrosine kinase - 
HGNC:6524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(934,55)" 4556 false 1918



ENSGALP00000006308 CID 123 - 134
ribosomal protein L23a - 
CGNC Symbol 2910 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1453,88)" 2434 true 0.81 1919

ENSGALP00000005633 CID 320 - 325
tyrosyl-tRNA synthetase - 
CGNC Symbol 2601 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(726,45)" 4341 1920

ENSGALP00000008341 CID 243 - 248

glutathione S-transferase 
theta 1-like - CGNC Symbol 
55583 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(726,45)" 4341 false 1921

ENSGALP00000005643 CID 44 - 50

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(759,47)" 3650 1922

ENSGALP00000042855 CID 78 - 83

Hsap of 1: ribosomal 
protein L10 like - 
HGNC:17976 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(772,41)" 1339 false 1.02 1923

ENSGALP00000006578 CID 128 - 138

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1246,66)" 1453 true 1.01 1924

ENSGALP00000006308 CID 123 - 134
ribosomal protein L23a - 
CGNC Symbol 2910 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1465,95)" 1967 true 0.81 1925



ENSGALP00000017462 CID 158 - 163
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(736,39)" 1739 true 0.58 1926

ENSGALP00000027541 CID 158 - 163
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(736,39)" 1739 true 0.58 1927

ENSGALP00000041690 CID 108 - 113

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(742,44)" 15664 true 0.59 1928

ENSGALP00000004641 CID 1,013 - 1,020
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1019,59)" 592 false 1929

ENSGALP00000026301 CID 139 - 150

NADH:ubiquinone 
oxidoreductase subunit B9 - 
CGNC Symbol 12221 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1369,66)" 7773 true 0.86 1930

ENSGALP00000002409 CID 236 - 248

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1620,90)" 9082 1931

ENSGALP00000023059 CID 16 - 29

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1635,91)" 11940 1932



ENSGALP00000026301 CID 139 - 150

NADH:ubiquinone 
oxidoreductase subunit B9 - 
CGNC Symbol 12221 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1373,67)" 3322 1933

ENSGALP00000038124 CID 1,466 - 1,472
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(839,46)" 1674 false 1934

ENSGALP00000039872 CID 446 - 452

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(920,50)" 1199 1935

ENSGALP00000003612 CID 1,913 - 1,929

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1904,95)" 5625 true 0.38 1936

ENSGALP00000021034 CID 302 - 310

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1174,56)" 1568 1937

ENSGALP00000035933 CID 265 - 282
cathepsin B - CGNC Symbol 
12486 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1908,96)" 9727 true 13.56 1938

ENSGALP00000023266 CID 24 - 29
ribosomal protein S20 - 
HGNC:10405 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(718,45)" 3172 true 1.45 1939



ENSGALP00000003717 CID 176 - 189

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1684,95)" 3980 false 1940

ENSGALP00000021472 CID 341 - 347
fumarate hydratase - CGNC 
Symbol 9939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(765,45)" 746 1941

ENSGALP00000004437 CID 54 - 59
ribosomal protein S10 - 
CGNC Symbol 51122 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(765,45)" 746 false 1942

ENSGALP00000025165 CID 74 - 85

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1432,85)" 8550 true 0.42 1943

ENSGALP00000024388 CID 33 - 44
transthyretin - CGNC 
Symbol 49731 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1432,85)" 8550 1944

ENSGALP00000023395 CID 222 - 238

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2006,92)" 2150 false 1945

ENSGALP00000042665 CID 298 - 306
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1093,46)" 253666 true 0.62 1946



ENSGALP00000022436 CID 243 - 251
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1093,46)" 253666 true 0.62 1947

ENSGALP00000020884 CID 298 - 306
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1093,46)" 253666 true 0.62 1948

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1093,46)" 253666 true 0.62 1949

ENSGALP00000026130 CID 142 - 146

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(733,43)" 526 1950

ENSGALP00000026327 CID 6-Nov
acyl-CoA thioesterase 9 - 
CGNC Symbol 12234 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(781,44)" 2296 false 1951

ENSGALP00000043331 CID 711 - 717
topoisomerase (DNA) I - 
CGNC Symbol 2691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(895,48)" 2710 1952

ENSGALP00000022436 CID 243 - 251
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1109,46)" 23407 true 0.68 1953



ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1109,46)" 23407 true 0.68 1954

ENSGALP00000042665 CID 298 - 306
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1109,46)" 23407 true 0.68 1955

ENSGALP00000020884 CID 298 - 306
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1109,46)" 23407 true 0.68 1956

ENSGALP00000009964 CID 76 - 92
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2041,84)" 2604 true 0.74 1957

ENSGALP00000017123 CID 307 - 312

lymphoid enhancer binding 
factor 1 - CGNC Symbol 
7997 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(797,44)" 1656 false 1958

ENSGALP00000027999 CID 322 - 329

tRNA nucleotidyl 
transferase CCA-adding 1 - 
CGNC Symbol 13046 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(966,49)" 3776 false 1959

ENSGALP00000007680 CID 250 - 256
ribosomal protein L6 - 
CGNC Symbol 48978 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(966,49)" 3776 true 0.43 1960



ENSGALP00000020884 CID 298 - 306
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1113,48)" 14841 1961

ENSGALP00000042665 CID 298 - 306
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1113,48)" 14841 1962

ENSGALP00000022436 CID 243 - 251
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1113,48)" 14841 1963

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1113,48)" 14841 1964

ENSGALP00000013649 CID 17 - 34

diphosphoinositol 
pentakisphosphate kinase 1 
- CGNC Symbol 6353 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2045,86)" 1527 1965

ENSGALP00000009964 CID 76 - 92
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2045,86)" 1527 1966

ENSGALP00000036720 CID 2,367 - 2,373

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(871,50)" 583 true 1.18 1967



ENSGALP00000007680 CID 250 - 256
ribosomal protein L6 - 
CGNC Symbol 48978 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(970,52)" 4839 1968

ENSGALP00000042665 CID 298 - 306
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1125,45)" 17257 true 0.75 1969

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1125,45)" 17257 true 0.75 1970

ENSGALP00000020884 CID 298 - 306
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1125,45)" 17257 true 0.75 1971

ENSGALP00000022436 CID 243 - 251
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1125,45)" 17257 true 0.75 1972

ENSGALP00000006939 CID 664 - 669
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(804,46)" 8205 1973

ENSGALP00000032184 CID 224 - 229
annexin A1 - CGNC Symbol 
11272 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(804,46)" 8205 1974



ENSGALP00000015160 CID 3,410 - 3,414

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(700,45)" 2285 false 1975

ENSGALP00000028374 CID 2-Sep

VAMP (vesicle-associated 
membrane protein)-
associated protein A 33kDa - 
CGNC Symbol 54859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(700,45)" 2285 false 1976

ENSGALP00000038774 CID 80 - 87
argininosuccinate synthase 
1 - CGNC Symbol 50457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(983,51)" 5711 1977

ENSGALP00000020523 CID 138 - 144
G kinase anchoring protein 
1 - CGNC Symbol 9552 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1003,50)" 13727 false 1978

ENSGALP00000036056 CID 321 - 326

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(729,42)" 4861 1979

ENSGALP00000013738 CID 128 - 134

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(992,52)" 54430 true 0.77 1980

ENSGALP00000009656 CID 69 - 76

family with sequence 
similarity 103 member A1 - 
CGNC Symbol 49987 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1103,50)" 4282 false 1981



ENSGALP00000039158 CID 28 - 44

chromosome 22 open 
reading frame 39 - CGNC 
Symbol 62321 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2128,99)" 418 1982

ENSGALP00000013738 CID 128 - 134

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(996,55)" 49085 1983

P35908 CID 354 - 362

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1139,60)" 8864 1984

P04259 CID 339 - 347

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1139,60)" 8864 1985

ENSGALP00000019975 CID 13 - 23

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1218,63)" 1351 1986

ENSGALP00000018441 CID 24 - 35
aspartyl aminopeptidase - 
CGNC Symbol 8600 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1403,70)" 8074 1987

ENSGALP00000024078 CID 570 - 577
WD repeat domain 1 - 
CGNC Symbol 11108 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1005,61)" 778 false 1988



ENSGALP00000038435 CID 266 - 273

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(985,55)" 5347 false 0.44 1989

ENSGALP00000025005 CID Jul-14

RAD23 homolog B (S. 
cerevisiae) - CGNC Symbol 
11587 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1049,57)" 4067 true 0.44 1990

ENSGALP00000000634 CID 168 - 178

LCK proto-oncogene Src 
family tyrosine kinase - 
HGNC:6524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1336,64)" 1610 false 1991

ENSGALP00000004889 CID 33 - 40

proline synthetase co-
transcribed homolog 
(bacterial) - CGNC Symbol 
2245 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(961,49)" 1113 1992

ENSGALP00000015160 CID 1,232 - 1,241

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1092,58)" 791 false 0.57 1993

ENSGALP00000015623 CID 473 - 482

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1092,58)" 791 true 1.14 1994

ENSGALP00000007487 CID 817 - 824

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1026,54)" 647 false 1995



ENSGALP00000021255 CID 530 - 541

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1443,70)" 4218 false 1.22 1996

ENSGALP00000005971 CID 136 - 145
annexin A2 - CGNC Symbol 
49740 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1262,67)" 7858 1997

ENSGALP00000005794 CID 3,322 - 3,334

spen family transcriptional 
repressor - CGNC Symbol 
2675 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1549,84)" 1112 false 1998

ENSGALP00000023396 CID 59 - 68
triosephosphate isomerase 
1 - CGNC Symbol 49803 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1187,67)" 8609 true 0.99 1999

ENSGALP00000020304 CID 201 - 209

caspase recruitment 
domain family member 10 - 
CGNC Symbol 9445 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1208,48)" 717 2000

ENSGALP00000020445 CID 1,659 - 1,669

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1301,74)" 9172 true 0.34 2001

ENSGALP00000008131 CID 193 - 207
vinculin - CGNC Symbol 
3778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1539,76)" 6039 2002



ENSGALP00000013574 CID 118 - 127

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1100,64)" 3982 false 2003

ENSGALP00000015846 CID 408 - 417

asparagine synthetase 
(glutamine-hydrolyzing) - 
CGNC Symbol 7411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1100,64)" 3982 2004

ENSGALP00000019163 CID 65 - 76
histone H1 - CGNC Symbol 
53214 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1305,75)" 13874 true 0.22 2005

ENSGALP00000037266 CID 69 - 80

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1305,75)" 13874 true 0.22 2006

ENSGALP00000023523 CID 362 - 375
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1701,85)" 1870 false 2007

ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1712,80)" 220568 true 0.61 2008

ENSGALP00000023917 CID 455 - 462
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(958,55)" 726 false 2009



ENSGALP00000004621 CID 77 - 86

electron-transfer-
flavoprotein alpha 
polypeptide - CGNC Symbol 
2114 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1227,71)" 2729 true 0.77 2010

ENSGALP00000010541 CID 253 - 262

transformer 2 beta 
homolog (Drosophila) - 
CGNC Symbol 49299 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1325,66)" 14134 true 0.18 2011

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1556,90)" 31079 true 1.77 2012

ENSGALP00000021028 CID 294 - 305
radixin - CGNC Symbol 
49356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1556,90)" 31079 true 1.77 2013

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1556,90)" 31079 true 1.77 2014

ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,69)" 136553 true 1.46 2015

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,69)" 136553 true 1.46 2016



ENSGALP00000022004 CID 50 - 59
tropomyosin 3 - 
HGNC:12012 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,69)" 136553 2017

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,69)" 136553 true 1.46 2018

ENSGALP00000038799 CID 50 - 59
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,69)" 136553 2019

ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,69)" 136553 true 1.46 2020

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,69)" 136553 true 1.46 2021

ENSGALP00000007490 CID 172 - 180 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1261,67)" 30063 true 0.19 2022

ENSGALP00000016447 CID 27 - 37
ribosomal protein S8 - 
CGNC Symbol 52222 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1309,77)" 2462 false 2023



ENSGALP00000010541 CID 253 - 262

transformer 2 beta 
homolog (Drosophila) - 
CGNC Symbol 49299 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1329,69)" 2265 2024

ENSGALP00000012986 CID 46 - 56

protein tyrosine 
phosphatase non-receptor 
type 1 - CGNC Symbol 6062 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1406,68)" 4431 true 0.33 2025

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1568,97)" 56884 true 1.77 2026

ENSGALP00000021028 CID 294 - 305
radixin - CGNC Symbol 
49356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1568,97)" 56884 true 1.77 2027

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1568,97)" 56884 true 1.77 2028

ENSGALP00000000054 CID 44 - 56
G protein subunit alpha i3 - 
HGNC:4387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1664,71)" 12101 false 2029

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1664,71)" 12101 true 0.74 2030



ENSGALP00000004840 CID 70 - 80
replication protein A1 - 
CGNC Symbol 2225 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1385,68)" 1082 true 1.04 2031

ENSGALP00000004924 CID 317 - 322

nuclear receptor 
corepressor 2 - CGNC 
Symbol 2259 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(774,43)" 890 2032

ENSGALP00000038179 CID 360 - 365

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(858,48)" 20959 false 0.6 2033

ENSGALP00000000316 CID 83 - 89
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(867,47)" 2998 true 0.93 2034

ENSGALP00000005302 CID 199 - 210

RAB5C member RAS 
oncogene family - CGNC 
Symbol 2444 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1376,73)" 1474 2035

ENSGALP00000016509 CID 351 - 362

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1376,73)" 1474 false 2036

ENSGALP00000021927 CID 474 - 486

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1632,78)" 2236 true 0.6 2037



ENSGALP00000022436 CID 1-Jul
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(850,50)" 1189 false 2038

ENSGALP00000000316 CID 83 - 89
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(871,50)" 2780 2039

ENSGALP00000017462 CID 113 - 127
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1649,92)" 10940 true 0.24 2040

ENSGALP00000039553 CID 62 - 80

polymerase (DNA directed) 
epsilon 3 accessory subunit - 
CGNC Symbol 6738 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2229,11)" 1278 true 1.59 2041

ENSGALP00000027779 CID 265 - 292

chromosome 1 open 
reading frame human 
C11orf54 - Refseq 
NP_001264206 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(3308,50)" 874 true 0.65 2042

ENSGALP00000017462 CID 113 - 127
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1661,99)" 2668 true 0.24 2043

ENSGALP00000027779 CID 265 - 292

chromosome 1 open 
reading frame human 
C11orf54 - Refseq 
NP_001264206 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(3312,53)" 567 2044



ENSGALP00000016263 CID 53 - 59
sorting nexin 6 - CGNC 
Symbol 56458 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(820,46)" 1344 false 2045

ENSGALP00000041758 CID 209 - 221

transporter 1 ATP-binding 
cassette sub-family B 
(MDR/TAP) - CGNC Symbol 
53176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1440,67)" 13514 2046

ENSGALP00000024479 CID 395 - 407
DAZ associated protein 1 - 
CGNC Symbol 11311 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1581,77)" 2996 true 0.73 2047

ENSGALP00000003850 CID 209 - 217

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(969,57)" 21277 2048

ENSGALP00000024479 CID 395 - 407
DAZ associated protein 1 - 
CGNC Symbol 11311 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1585,79)" 2173 2049

ENSGALP00000034108 CID 73 - 88
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1925,98)" 21969 true 1.44 2050

ENSGALP00000007822 CID 450 - 461

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1475,77)" 25315 true 0.28 2051



ENSGALP00000018144 CID 365 - 381
cyclin K - CGNC Symbol 
8459 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1930,04)" 1676 2052

ENSGALP00000004515 CID 52 - 59

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(987,50)" 5491 true 0.53 2053

ENSGALP00000007822 CID 450 - 461

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1483,82)" 5893 true 0.28 2054

ENSGALP00000038259 CID 230 - 242

vascular endothelial zinc 
finger 1 - CGNC Symbol 
4119 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1595,79)" 577 false 2055

ENSGALP00000007220 CID Oct-23

zinc finger MYND-type 
containing 8 - CGNC Symbol 
3357 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1595,79)" 577 2056

ENSGALP00000004962 CID 524 - 539
tripartite motif containing 
25 - CGNC Symbol 2279 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1954,91)" 826 false 2057

ENSGALP00000013267 CID 310 - 329
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2383,22)" 1329 false 2058



ENSGALP00000041361 CID 1-May
ribosomal protein L17 - 
HGNC:10307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(728,43)" 1747 false 0.8 2059

ENSGALP00000015160 CID 3,798 - 3,806

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1048,63)" 1307 false 1.24 2060

ENSGALP00000009217 CID 32 - 44

cytochrome c oxidase 
subunit IV isoform 1 - CGNC 
Symbol 4285 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1576,77)" 42362 true 0.29 2061

ENSGALP00000040985 CID 252 - 256

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(732,46)" 1403 2062

ENSGALP00000021301 CID 260 - 264

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(732,46)" 1403 2063

ENSGALP00000009217 CID 32 - 44

cytochrome c oxidase 
subunit IV isoform 1 - CGNC 
Symbol 4285 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1580,79)" 12314 2064

ENSGALP00000037232 CID 493 - 513
EWS RNA binding protein 1 - 
CGNC Symbol 50409 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1687,80)" 6097 true 0.44 2065



ENSGALP00000025005 CID 273 - 281

RAD23 homolog B (S. 
cerevisiae) - CGNC Symbol 
11587 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1208,62)" 6674 2066

ENSGALP00000014097 CID 69 - 77

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1208,72)" 1912 true 0.73 2067

ENSGALP00000015886 CID 319 - 333

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1671,82)" 14955 true 0.9 2068

ENSGALP00000037232 CID 493 - 513
EWS RNA binding protein 1 - 
CGNC Symbol 50409 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1691,83)" 2202 2069

ENSGALP00000013355 CID 69 - 87
ribosomal protein L30 - 
CGNC Symbol 6224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2070,99)" 2022 true 0.54 2070

ENSGALP00000014308 CID 442 - 449

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1015,43)" 1689 true 0.93 2071

ENSGALP00000038778 CID 25 - 34
actin-like 6A - CGNC Symbol 
6893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1095,47)" 7218 true 0.9 2072



ENSGALP00000007667 CID 367 - 380
glyoxalase domain 
containing 4 - HGNC:14111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1342,71)" 8074 true 6.18 2073

ENSGALP00000015886 CID 319 - 333

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1675,85)" 13446 2074

ENSGALP00000001750 CID 149 - 157
prohibitin - CGNC Symbol 
51144 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1108,56)" 1915 2075

ENSGALP00000014813 CID 224 - 229
dipeptidyl-peptidase 7 - 
CGNC Symbol 6929 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(794,48)" 2047 2076

ENSGALP00000018686 CID 559 - 564

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(794,48)" 2047 2077

ENSGALP00000007705 CID 191 - 197

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(800,50)" 5986 true 1.01 2078

ENSGALP00000043213 CID 261 - 267

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(800,50)" 5986 2079



ENSGALP00000000088 CID 2-Nov

proteasome subunit alpha 
type-5 - Refseq 
NP_001026578 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1091,55)" 6069 true 1.77 2080

ENSGALP00000011775 CID 1,306 - 1,317

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1320,61)" 2893 true 0.96 2081

ENSGALP00000015409 CID 427 - 441
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1817,94)" 22580 true 2.65 2082

ENSGALP00000023085 CID 402 - 416
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1817,94)" 22580 true 2.65 2083

ENSGALP00000020884 CID 298 - 306
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1129,48)" 9772 2084

ENSGALP00000042665 CID 298 - 306
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1129,48)" 9772 2085

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1129,48)" 9772 2086



ENSGALP00000022436 CID 243 - 251
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1129,48)" 9772 2087

ENSGALP00000016536 CID 686 - 694
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1166,71)" 5115 false 0.49* 2088

ENSGALP00000038259 CID 182 - 200

vascular endothelial zinc 
finger 1 - CGNC Symbol 
4119 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2466,19)" 468 false 2089

ENSGALP00000007997 CID 167 - 174

voltage-dependent anion 
channel 2 - CGNC Symbol 
49348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(984,52)" 11914 true 1.03 2090

ENSGALP00000012199 CID 17 - 27
glutaminase - CGNC Symbol 
5698 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1141,61)" 863 2091

ENSGALP00000007379 CID 179 - 183

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(715,42)" 705 true 0.7 2092

ENSGALP00000038782 CID 116 - 121
nucleobindin 2 - CGNC 
Symbol 51883 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(747,47)" 116366 false 2093



ENSGALP00000003584 CID 124 - 129
H3 histone family 3B - 
CGNC Symbol 49711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(747,47)" 116366 2094

ENSGALP00000007997 CID 167 - 174

voltage-dependent anion 
channel 2 - CGNC Symbol 
49348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(992,58)" 17272 true 1.03 2095

ENSGALP00000001306 CID 600 - 608
SFRS protein kinase 1 - 
CGNC Symbol 586 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1174,59)" 9903 true 0.91 2096

ENSGALP00000017080 CID 237 - 246
SNW domain containing 1 - 
CGNC Symbol 7983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1378,67)" 12366 false 2.24 2097

ENSGALP00000017556 CID 45 - 58
legumain - CGNC Symbol 
8216 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1761,86)" 4156 true 3.38 2098

ENSGALP00000020830 CID 227 - 242

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2051,90)" 13190 true 0.91 2099

ENSGALP00000007379 CID 179 - 183

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(723,47)" 496 false 0.7 2100



ENSGALP00000020134 CID 120 - 124

3-hydroxybutyrate 
dehydrogenase type 2 - 
CGNC Symbol 9371 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(723,47)" 496 2101

ENSGALP00000001306 CID 600 - 608
SFRS protein kinase 1 - 
CGNC Symbol 586 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1178,62)" 4838 2102

ENSGALP00000017556 CID 45 - 58
legumain - CGNC Symbol 
8216 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1765,88)" 15140 2103

ENSGALP00000020830 CID 227 - 242

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2055,92)" 11377 2104

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,61)" 1204 true 1.04 2105

ENSGALP00000018042 CID 42 - 52

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,61)" 1204 true 1.04 2106

ENSGALP00000010239 CID 42 - 52

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,61)" 1204 true 1.04 2107



ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC 
Symbol 52851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,61)" 1204 true 1.04 2108

ENSGALP00000015657 CID 40 - 50
actin beta - CGNC Symbol 
49855 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,61)" 1204 true 1.04 2109

ENSGALP00000019031 CID 59 - 70
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1428,59)" 5188 false 2110

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal 
muscle growth 5 homolog 
(mouse) - CGNC Symbol 
52069 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1787,83)" 2613 true 0.9 2111

ENSGALP00000023850 CID 166 - 171

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(774,48)" 643 2112

ENSGALP00000004013 CID 1,233 - 1,243 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1349,69)" 6290 true 0.35 2113

ENSGALP00000004317 CID 761 - 771
golgi glycoprotein 1 - CGNC 
Symbol 1981 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1349,69)" 6290 2114



ENSGALP00000015846 CID 380 - 392

asparagine synthetase 
(glutamine-hydrolyzing) - 
CGNC Symbol 7411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1433,67)" 5356 2115

ENSGALP00000008105 CID 123 - 136

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1612,87)" 8879 false 1.06 2116

ENSGALP00000043256 CID Feb-14

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1612,87)" 8879 true 1.06 2117

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal 
muscle growth 5 homolog 
(mouse) - CGNC Symbol 
52069 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1795,89)" 4073 true 0.9 2118

ENSGALP00000014229 CID 1-Jul
pleckstrin - CGNC Symbol 
6647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(990,45)" 2026 2119

ENSGALP00000004013 CID 1,233 - 1,243 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1353,71)" 3247 2120

ENSGALP00000012171 CID 62 - 68
LUC7-like (S. cerevisiae) - 
CGNC Symbol 5684 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(865,53)" 3105 false 0.48 2121



ENSGALP00000008798 CID 44 - 51

coiled-coil domain 
containing 12 - CGNC 
Symbol 4088 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(887,43)" 2430 false 2122

ENSGALP00000039575 CID 198 - 209

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC 
Symbol 50984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1328,60)" 4752 true 0.72 2123

ENSGALP00000009314 CID 332 - 338
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(906,47)" 6259 true 0.57 2124

ENSGALP00000037408 CID 1,126 - 1,133

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(906,47)" 6259 2125

ENSGALP00000039575 CID 198 - 209

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC 
Symbol 50984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1336,66)" 3404 true 0.72 2126

ENSGALP00000011689 CID 213 - 218

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(783,44)" 9046 false 0.55 2127

ENSGALP00000001957 CID 37 - 42

serine and arginine 
repetitive matrix 1 - CGNC 
Symbol 876 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(783,44)" 9046 2128



ENSGALP00000009314 CID 332 - 338
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(910,48)" 2057 2129

ENSGALP00000002008 CID 514 - 520
c-src tyrosine kinase - CGNC 
Symbol 902 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(922,55)" 1770 false 2130

ENSGALP00000001617 CID 142 - 148

decapping enzyme 
scavenger - CGNC Symbol 
735 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(922,55)" 1770 true 0.45 2131

ENSGALP00000013491 CID 115 - 122

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1050,56)" 1640 false 0.93 2132

ENSGALP00000042870 CID 215 - 223
aminoacylase 1 - CGNC 
Symbol 64270 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1050,56)" 1640 false 0.83 2133

ENSGALP00000012293 CID 122 - 132
ribosomal protein L35a - 
CGNC Symbol 5744 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1191,70)" 1341 false 0.5 2134

ENSGALP00000008798 CID 52 - 63

coiled-coil domain 
containing 12 - CGNC 
Symbol 4088 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1522,71)" 1424 true 0.83 2135



ENSGALP00000035933 CID 265 - 282
cathepsin B - CGNC Symbol 
12486 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1912,98)" 122249 2136

ENSGALP00000029965 CID 197 - 208

translocase of outer 
mitochondrial membrane 
22 homolog (yeast) - CGNC 
Symbol 13830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1585,82)" 7362 true 0.77 2137

ENSGALP00000007043 CID 184 - 191

SAR1 homolog A (S. 
cerevisiae) - CGNC Symbol 
52032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(941,45)" 10235 false 0.35 2138

ENSGALP00000016361 CID 86 - 94
ribosomal protein S3A - 
CGNC Symbol 51748 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1058,61)" 1364 false 2139

ENSGALP00000029965 CID 197 - 208

translocase of outer 
mitochondrial membrane 
22 homolog (yeast) - CGNC 
Symbol 13830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1589,84)" 5688 2140

ENSGALP00000006218 CID 325 - 333

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(921,53)" 5988 2141

ENSGALP00000026457 CID 275 - 281

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(944,43)" 5951 true 0.46 2142



ENSGALP00000012993 CID 196 - 207

growth factor receptor 
bound protein 2 - CGNC 
Symbol 6067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1346,63)" 6318 true 1.57 2143

ENSGALP00000026126 CID 182 - 188
ribosomal protein L8 - 
CGNC Symbol 12137 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(862,50)" 11715 false 2144

ENSGALP00000038179 CID 360 - 365

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(862,50)" 11715 2145

ENSGALP00000017014 CID 331 - 338

AHA1 activator of heat 
shock 90kDa protein 
ATPase homolog 1 (yeast) - 
CGNC Symbol 7960 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(927,45)" 4212 true 0.43 2146

ENSGALP00000001030 CID 227 - 238

protein phosphatase 1 
regulatory subunit 8 - CGNC 
Symbol 463 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1373,84)" 6277 false 2147

ENSGALP00000018594 CID 100 - 112

small nuclear 
ribonucleoprotein 
polypeptide F - CGNC 
Symbol 8670 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1565,63)" 7757 true 0.57 2148

ENSGALP00000009420 CID 836 - 843

coatomer protein complex 
subunit gamma 1 - CGNC 
Symbol 4382 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(898,53)" 3036 2149



ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(955,56)" 5506 true 1.15 2150

ENSGALP00000015596 CID 36 - 47

golgi reassembly stacking 
protein 2 55kDa - CGNC 
Symbol 7296 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1381,82)" 30625 false 2151

ENSGALP00000018382 CID 1,387 - 1,398
early endosome antigen 1 - 
CGNC Symbol 8572 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1381,82)" 30625 false 1.94 2152

ENSGALP00000009821 CID 43 - 55
ribosomal protein S13 - 
CGNC Symbol 49921 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1381,82)" 30625 2153

ENSGALP00000026127 CID 1,300 - 1,307
thyroglobulin - CGNC 
Symbol 65221 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(976,57)" 29600 2154

ENSGALP00000032625 CID 309 - 316
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(976,57)" 29600 2155

ENSGALP00000041134 CID Oct-26

microfibrillar associated 
protein 1 - CGNC Symbol 
6322 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1848,04)" 1485 false 2156



ENSGALP00000011775 CID 1,749 - 1,756

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(938,55)" 917 2157

ENSGALP00000011510 CID 155 - 163
apolipoprotein A-I - CGNC 
Symbol 49860 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1170,77)" 7537 false 2158

ENSGALP00000021618 CID 172 - 177
lactate dehydrogenase B - 
CGNC Symbol 10005 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(814,44)" 8583 2159

ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear 
antigen - CGNC Symbol 92 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(940,54)" 4984 true 1.79 2160

ENSGALP00000020534 CID 145 - 152

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(990,55)" 4973 false 1.18 2161

ENSGALP00000028283 CID 103 - 110

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(990,55)" 4973 true 1.18 2162

ENSGALP00000025130 CID 109 - 119
ribosomal protein S23 - 
HGNC:10410 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1105,62)" 6074 false 2163



ENSGALP00000032625 CID 513 - 526
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1634,75)" 35484 true 1.06 2164

ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear 
antigen - CGNC Symbol 92 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(948,57)" 8928 true 1.79 2165

ENSGALP00000038107 CID 333 - 339

squamous cell carcinoma 
antigen recognized by T-
cells 3 - HGNC:16860 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(999,49)" 4591 true 0.29 2166

ENSGALP00000013294 CID 405 - 421
5'-nucleotidase cytosolic II - 
CGNC Symbol 6204 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1969,02)" 9826 true 0.66 2167

ENSGALP00000008824 CID 100 - 107

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(956,55)" 6655 true 0.44 2168

ENSGALP00000036774 CID 374 - 389

DnaJ (Hsp40) homolog 
subfamily A member 1 - 
CGNC Symbol 53066 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2037,91)" 3197 true 2.26 2169

ENSGALP00000039965 CID 1,144 - 1,150

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(876,48)" 1728 false 0.53 2170



ENSGALP00000000666 CID 595 - 601
phosphoglucomutase 2 - 
CGNC Symbol 52790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(988,53)" 2082 true 0.81 2171

ENSGALP00000014828 CID 107 - 118
PIT54 protein precursor - 
Refseq NP_997063 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1282,73)" 3379 false 2172

ENSGALP00000036774 CID 374 - 389

DnaJ (Hsp40) homolog 
subfamily A member 1 - 
CGNC Symbol 53066 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2041,94)" 7235 2173

ENSGALP00000019402 CID 282 - 288

catenin (cadherin-
associated protein) beta 1 
88kDa - CGNC Symbol 
49578 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(832,50)" 754 false 2174

ENSGALP00000000666 CID 595 - 601
phosphoglucomutase 2 - 
CGNC Symbol 52790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(996,58)" 1693 true 0.81 2175

ENSGALP00000000545 CID 303 - 323
RNA binding motif protein 
15 - CGNC Symbol 238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1986,84)" 578 false 2176

ENSGALP00000023257 CID 888 - 895

non-SMC condensin I 
complex subunit G - CGNC 
Symbol 10729 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1045,55)" 7491 2177



ENSGALP00000004317 CID 796 - 803
golgi glycoprotein 1 - CGNC 
Symbol 1981 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(958,54)" 1446 false 2178

ENSGALP00000035386 CID 296 - 306
hemopexin - CGNC Symbol 
15517 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1244,69)" 28701 2179

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2221,96)" 29533 2180

ENSGALP00000011700 CID Feb-23
nucleotide binding protein 
1 - CGNC Symbol 5471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2274,00)" 2231 2181

ENSGALP00000006326 CID 105 - 112

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(900,47)" 3652 false 2182

ENSGALP00000007490 CID 172 - 180 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1265,69)" 3988 2183

ENSGALP00000006965 CID 769 - 778

VPS35 retromer complex 
component - CGNC Symbol 
3222 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1331,71)" 7481 true 1.32 2184



ENSGALP00000006939 CID 162 - 171
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1350,73)" 23096 true 0.34 2185

ENSGALP00000006939 CID 162 - 171
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1358,78)" 7170 true 0.34 2186

ENSGALP00000018441 CID 24 - 35
aspartyl aminopeptidase - 
CGNC Symbol 8600 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1399,69)" 8838 true 0.76 2187

ENSGALP00000003718 CID 1,362 - 1,369

SEC16 homolog A (S. 
cerevisiae) - CGNC Symbol 
1688 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(828,50)" 2310 true 1.43 2188

ENSGALP00000021343 CID 38 - 44

serine/threonine kinase 
receptor associated protein - 
CGNC Symbol 9899 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(860,45)" 5036 false 0.83 2189

ENSGALP00000018179 CID 193 - 199

SEC31 homolog A (S. 
cerevisiae) - CGNC Symbol 
8479 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(860,45)" 5036 2190

ENSGALP00000013808 CID 693 - 704
stromal antigen 2 - CGNC 
Symbol 51718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1409,74)" 6677 true 0.34 2191



ENSGALP00000000468 CID 208 - 219

Gallus gallus proteasome 
(prosome macropain) 26S 
subunit ATPase 5 (PSMC5) 
mRNA. - RefSeq mRNA 
NM_001292069 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1455,74)" 7946 true 0.55 2192

ENSGALP00000039728 CID 26 - 32

Gallus gallus small nuclear 
ribonucleoprotein 
polypeptide G (SNRPG) 
mRNA. - RefSeq mRNA 
NM_001302092 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(850,53)" 5972 true 3.36 2193

ENSGALP00000024150 CID 936 - 944

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1102,62)" 1572 false 2194

ENSGALP00000000468 CID 208 - 219

Gallus gallus proteasome 
(prosome macropain) 26S 
subunit ATPase 5 (PSMC5) 
mRNA. - RefSeq mRNA 
NM_001292069 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1459,76)" 3957 2195

ENSGALP00000008236 CID 899 - 910
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1514,79)" 5137 true 0.7 2196

ENSGALP00000019161 CID 182 - 191

WW domain binding 
protein 11 - CGNC Symbol 
53212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1134,59)" 960 false 2197

ENSGALP00000009511 CID 178 - 187
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1249,67)" 25885 true 1.46 2198



ENSGALP00000008236 CID 899 - 910
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1518,80)" 1838 2199

ENSGALP00000041772 CID 136 - 143

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(956,57)" 7090 true 0.68 2200

ENSGALP00000014308 CID 529 - 536

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(959,50)" 9765 false 0.68 2201

ENSGALP00000008863 CID 420 - 430

transmembrane 9 
superfamily member 3 - 
CGNC Symbol 4123 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1317,64)" 4113 true 0.67 2202

ENSGALP00000003357 CID 414 - 422

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1263,74)" 3234 true 1.86 2203

ENSGALP00000026457 CID 296 - 309

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1638,76)" 985 2204

ENSGALP00000038179 CID 153 - 167

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1653,92)" 3736 false 2205



ENSGALP00000015886 CID 319 - 333

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1687,83)" 1596 true 0.51 2206

ENSGALP00000023085 CID 573 - 580
actinin alpha 4 - CGNC 
Symbol 49612 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(968,59)" 1318 false 2207

ENSGALP00000016629 CID 121 - 128
peroxiredoxin 1 - CGNC 
Symbol 7794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(980,47)" 7323 true 1.72 2208

ENSGALP00000024283 CID 66 - 73
ribosomal protein S6 - 
CGNC Symbol 49670 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1016,54)" 21279 false 0.04 2209

ENSGALP00000004046 CID 30 - 37

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1016,54)" 21279 true 1.46 2210

ENSGALP00000004108 CID 1-Sep

differentially expressed in 
FDCP 6 homolog (mouse) - 
CGNC Symbol 1882 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1144,68)" 1982 false 2211

ENSGALP00000000316 CID 232 - 241
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1215,62)" 6640 true 0.71 2212



ENSGALP00000013029 CID 829 - 840
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1330,74)" 4408 2213

ENSGALP00000043256 CID 44 - 57

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1699,88)" 5698 true 1.78 2214

ENSGALP00000000316 CID 232 - 241
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1219,64)" 4736 2215

ENSGALP00000008498 CID 65 - 75
transketolase - CGNC 
Symbol 3953 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1333,73)" 2367 false 2216

ENSGALP00000043256 CID 44 - 57

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1703,91)" 11193 2217

ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(805,51)" 27063 true 0.75 2218

ENSGALP00000023396 CID 59 - 68
triosephosphate isomerase 
1 - CGNC Symbol 49803 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1179,62)" 25517 true 0.52 2219



ENSGALP00000037103 CID 148 - 157
receptor accessory protein 
5 - CGNC Symbol 16088 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1208,67)" 1075 true 1.46 2220

ENSGALP00000021303 CID 178 - 195

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2299,22)" 1874 2221

ENSGALP00000037103 CID 148 - 157
receptor accessory protein 
5 - CGNC Symbol 16088 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1216,72)" 1571 true 1.46 2222

ENSGALP00000021301 CID 186 - 203

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2315,28)" 5740 false 2223

ENSGALP00000002862 CID 474 - 479
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(777,44)" 1656 false 2224

ENSGALP00000007680 CID 125 - 134
ribosomal protein L6 - 
CGNC Symbol 48978 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1323,70)" 4197 true 0.49 2225

ENSGALP00000028857 CID 955 - 965

oxoglutarate (alpha-
ketoglutarate) 
dehydrogenase (lipoamide) - 
CGNC Symbol 52787 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1466,79)" 2034 false 2226



ENSGALP00000037170 CID 639 - 644

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(781,46)" 706 false 2227

ENSGALP00000008498 CID 396 - 401
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(781,46)" 706 2228

ENSGALP00000002862 CID 474 - 479
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(781,46)" 706 false 2229

ENSGALP00000041782 CID 479 - 484
M-phase phosphoprotein 8 - 
CGNC Symbol 12877 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(806,45)" 3060 false 2230

ENSGALP00000032274 CID 311 - 317

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(806,45)" 3060 2231

ENSGALP00000005565 CID 60 - 65

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(806,45)" 3060 2232

ENSGALP00000000236 CID 450 - 461
antigen peptide transporter 
2 - Refseq NP_001092827 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1180,66)" 2277 2233



ENSGALP00000027317 CID 180 - 185

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(772,43)" 8451 true 0.64 2234

ENSGALP00000006164 CID 86 - 92

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily e member 1 - 
CGNC Symbol 51164 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(772,43)" 8451 false 0.64 2235

ENSGALP00000034254 CID 154 - 163
cell division cycle 42 - CGNC 
Symbol 3561 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1254,63)" 5234 true 0.51 2236

ENSGALP00000005212 CID 78 - 89
histone deacetylase 1 - 
CGNC Symbol 2394 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1482,73)" 5303 true 0.82 2237

ENSGALP00000024133 CID 79 - 90
histone deacetylase 2 - 
CGNC Symbol 11140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1482,73)" 5303 true 0.82 2238

ENSGALP00000027317 CID 180 - 185

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(776,46)" 4904 2239

ENSGALP00000013870 CID 132 - 137

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(805,51)" 1416 false 2240



ENSGALP00000015409 CID 744 - 751
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1021,49)" 3227 true 2.84 2241

ENSGALP00000015409 CID 744 - 751
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1025,51)" 9178 2242

ENSGALP00000034254 CID 154 - 163
cell division cycle 42 - CGNC 
Symbol 3561 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1262,69)" 2094 true 0.51 2243

ENSGALP00000024133 CID 79 - 90
histone deacetylase 2 - 
CGNC Symbol 11140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1490,78)" 4370 true 0.82 2244

ENSGALP00000005212 CID 78 - 89
histone deacetylase 1 - 
CGNC Symbol 2394 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1490,78)" 4370 true 0.82 2245

ENSGALP00000035478 CID 762 - 769
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(888,51)" 724 true 2.7 2246

ENSGALP00000007358 CID 777 - 785
RNA binding motif protein 5 
- CGNC Symbol 3423 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(888,51)" 724 false 2.7 2247



ENSGALP00000033359 CID 109 - 116

fascin actin-bundling 
protein 1 - CGNC Symbol 
14444 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(960,49)" 3750 2248

ENSGALP00000032101 CID 205 - 215
transaldolase - Refseq 
NP_001026348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1277,63)" 3639 true 0.66 2249

ENSGALP00000002373 CID 516 - 524

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(985,53)" 1729 false 2250

ENSGALP00000001201 CID 143 - 152

mitogen-activated protein 
kinase 14 - CGNC Symbol 
13975 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1252,68)" 2503 true 1.05 2251

ENSGALP00000026858 CID 421 - 431

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1298,66)" 5851 true 0.7 2252

ENSGALP00000026858 CID 421 - 431

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1302,68)" 4124 2253

ENSGALP00000027733 CID 897 - 907

transient receptor potential 
cation channel subfamily C 
member 6 - CGNC Symbol 
12918 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1304,60)" 8355 false 2254



ENSGALP00000005794 CID 743 - 750

spen family transcriptional 
repressor - CGNC Symbol 
2675 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1018,50)" 991 false 2255

ENSGALP00000035143 CID 131 - 138
drebrin like - CGNC Symbol 
15268 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1018,50)" 991 false 2256

ENSGALP00000023917 CID 446 - 454
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1065,64)" 776 true 2.19 2257

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2217,94)" 106308 true 0.31 2258

ENSGALP00000008056 CID 482 - 494

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1358,78)" 1212 false 2259

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2233,93)" 5161 true 0.32 2260

ENSGALP00000010541 CID 229 - 238

transformer 2 beta 
homolog (Drosophila) - 
CGNC Symbol 49299 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1341,60)" 10107 2261



ENSGALP00000039157 CID 18 - 28
ATP citrate lyase - CGNC 
Symbol 2533 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1344,70)" 675 2262

ENSGALP00000013808 CID 693 - 704
stromal antigen 2 - CGNC 
Symbol 51718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1413,76)" 1161 2263

ENSGALP00000015986 CID 1,027 - 1,037
integrator complex subunit 
7 - CGNC Symbol 7478 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1349,68)" 3151 false 0.83 2264

ENSGALP00000002348 CID 1,144 - 1,149

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(843,47)" 1863 true 0.94 2265

ENSGALP00000006218 CID 325 - 333

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(917,50)" 10145 true 0.57 2266

ENSGALP00000002254 CID 269 - 277
Ras-related GTP binding C - 
CGNC Symbol 1028 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1085,65)" 680 false 0.7 2267

ENSGALP00000030005 CID 121 - 131

ubiquitin-conjugating 
enzyme E2N - CGNC Symbol 
50617 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1235,65)" 4289 2268



ENSGALP00000020744 CID 671 - 681

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1353,73)" 7426 true 0.83 2269

ENSGALP00000015897 CID 1,873 - 1,885
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1560,75)" 90484 false 0.55 2270

ENSGALP00000036122 CID 28 - 41

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1560,75)" 90484 true 0.55 2271

ENSGALP00000018294 CID 36 - 46

tryptophanyl-tRNA 
synthetase - CGNC Symbol 
8529 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1248,74)" 930 true 1.03 2272

ENSGALP00000020349 CID 423 - 433
pre-mRNA processing factor 
39 - HGNC:20314 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1362,65)" 4774 true 0.67 2273

ENSGALP00000024624 CID 339 - 345

translocase of outer 
mitochondrial membrane 
70 - CGNC Symbol 11379 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(866,45)" 2329 false 1.76 2274

ENSGALP00000020445 CID 1,405 - 1,413

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1146,76)" 956 false 2275



ENSGALP00000020349 CID 423 - 433
pre-mRNA processing factor 
39 - HGNC:20314 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1366,68)" 1928 2276

ENSGALP00000023288 CID 311 - 321

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1417,72)" 18430 true 1.21 2277

ENSGALP00000006018 CID 375 - 385

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1417,72)" 18430 true 1.21 2278

ENSGALP00000028746 CID 128 - 139

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1375,82)" 5291 false 2279

ENSGALP00000003717 CID 178 - 189

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1393,77)" 1349 false 2280

ENSGALP00000006018 CID 375 - 385

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1421,75)" 36198 2281

ENSGALP00000023288 CID 311 - 321

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1421,75)" 36198 2282



ENSGALP00000027700 CID 1,794 - 1,800

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(883,49)" 2488 false 2.06 2283

P13645 CID 323 - 333

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1397,70)" 9721 2284

ENSGALP00000027391 CID 568 - 581

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1728,94)" 3163 true 1.79 2285

ENSGALP00000026477 CID 118 - 130
nucleolar protein 10 - CGNC 
Symbol 12312 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1750,81)" 2267 true 0.72 2286

ENSGALP00000042641 CID 469 - 474

GATA zinc finger domain 
containing 2B - 
HGNC:30778 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(834,43)" 12543 false 0.52 2287

ENSGALP00000006278 CID 595 - 600
protein kinase C alpha - 
CGNC Symbol 50506 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(834,43)" 12543 true 0.52 2288

ENSGALP00000041815 CID 194 - 207
calponin-2 - Refseq 
NP_001135728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1491,70)" 1205 2289



ENSGALP00000026477 CID 118 - 130
nucleolar protein 10 - CGNC 
Symbol 12312 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1754,82)" 3051 2290

ENSGALP00000006604 CID 230 - 247

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1823,91)" 2757 2291

ENSGALP00000006278 CID 595 - 600
protein kinase C alpha - 
CGNC Symbol 50506 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(838,46)" 6108 2292

ENSGALP00000001456 CID 804 - 813

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(997,58)" 13124 true 0.96 2293

ENSGALP00000002828 CID 716 - 725

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(997,58)" 13124 true 0.96 2294

ENSGALP00000003717 CID 110 - 123

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1647,85)" 5622 true 1.61 2295

ENSGALP00000003717 CID 110 - 123

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1655,91)" 9034 true 1.61 2296



ENSGALP00000037871 CID 110 - 126

WAS/WASL interacting 
protein family member 1 - 
CGNC Symbol 7084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1660,85)" 1902 false 2297

ENSGALP00000012919 CID 65 - 84

hematological and 
neurological expressed 1 - 
CGNC Symbol 6027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2172,10)" 715 false 2298

ENSGALP00000015176 CID 1,174 - 1,183

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1198,59)" 1287 false 2299

ENSGALP00000022293 CID 296 - 310 ezrin - CGNC Symbol 10288 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1770,91)" 30417 false 2300

ENSGALP00000007490 CID 296 - 310 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1770,91)" 30417 false 2301

ENSGALP00000021028 CID 295 - 309
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1770,91)" 30417 false 2302

ENSGALP00000024078 CID 185 - 192
WD repeat domain 1 - 
CGNC Symbol 11108 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1008,57)" 10802 2303



ENSGALP00000011232 CID 40 - 45

phosphofructokinase 
platelet - CGNC Symbol 
53359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(754,43)" 1041 false 2304

ENSGALP00000009511 CID 178 - 187
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1241,61)" 14137 true 1.46 2305

ENSGALP00000006164 CID 230 - 239

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily e member 1 - 
CGNC Symbol 51164 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1253,68)" 1231 true 0.58 2306

ENSGALP00000007822 CID 324 - 334

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1330,73)" 1226 false 1.69 2307

ENSGALP00000023543 CID 13 - 23

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1330,73)" 1226 2308

ENSGALP00000023085 CID 402 - 416
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1809,90)" 7473 true 2.65 2309

ENSGALP00000015409 CID 427 - 441
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1809,90)" 7473 true 2.65 2310



ENSGALP00000016536 CID 541 - 561
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2357,12)" 1185 false 2311

ENSGALP00000023099 CID 142 - 157
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1938,95)" 8838 true 0.26 2312

P04259 CID 2-Sep

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(836,45)" 5518 2313

ENSGALP00000011718 CID 232 - 239

small nuclear 
ribonucleoprotein 
polypeptides B and B1 - 
CGNC Symbol 49251 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1103,59)" 25256 true 0.64 2314

ENSGALP00000023099 CID 142 - 157
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1942,97)" 2073 2315

ENSGALP00000002366 CID 93 - 116

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2390,17)" 487 2316

ENSGALP00000039796 CID 414 - 421

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1030,58)" 7175 true 0.69 2317



ENSGALP00000039796 CID 414 - 421

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1034,61)" 4974 2318

ENSGALP00000006050 CID 256 - 261

calcium homeostasis 
endoplasmic reticulum 
protein - CGNC Symbol 
2800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(743,44)" 1006039 2319

ENSGALP00000008013 CID 194 - 199

ISY1 splicing factor homolog 
(S. cerevisiae) - CGNC 
Symbol 3725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(743,44)" 1006039 false 0.21 2320

ENSGALP00000021472 CID 259 - 265
fumarate hydratase - CGNC 
Symbol 9939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(877,47)" 23035 false 2321

ENSGALP00000011718 CID 232 - 239

small nuclear 
ribonucleoprotein 
polypeptides B and B1 - 
CGNC Symbol 49251 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1119,59)" 7097 true 0.62 2322

ENSGALP00000015657 CID 19 - 28
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(976,44)" 1523 2323

ENSGALP00000042680 CID 19 - 28

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(976,44)" 1523 2324



ENSGALP00000018042 CID 21 - 30

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(976,44)" 1523 2325

ENSGALP00000010239 CID 21 - 30

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(976,44)" 1523 2326

ENSGALP00000023523 CID 21 - 30
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(976,44)" 1523 2327

ENSGALP00000006218 CID 281 - 315

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(3238,52)" 9023 true 0.67 2328

ENSGALP00000020641 CID 364 - 372

aldehyde dehydrogenase 5 
family member A1 - CGNC 
Symbol 9610 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1108,66)" 762 false 2329

ENSGALP00000021927 CID 426 - 438

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1461,77)" 2784 false 2330

ENSGALP00000006218 CID 281 - 315

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(3242,55)" 6048 2331



ENSGALP00000038130 CID 48 - 61
profilin-2 - Refseq 
NP_001073228 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1466,75)" 9127 2332

ENSGALP00000002322 CID 149 - 169
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2579,15)" 3519 true 0.65 2333

ENSGALP00000039237 CID 547 - 554 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(815,47)" 12921 2334

ENSGALP00000035905 CID 1-Jul
cell division cycle 5 like - 
CGNC Symbol 12520 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(948,52)" 3389 false 2335

ENSGALP00000002828 CID 572 - 579

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(950,49)" 1210 true 1.09 2336

ENSGALP00000000509 CID 678 - 686

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1091,52)" 29517 true 0.41 2337

ENSGALP00000006284 CID 178 - 203

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2561,15)" 1730 2338



ENSGALP00000002322 CID 149 - 169
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2587,20)" 2288 true 0.65 2339

ENSGALP00000002525 CID 166 - 172
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(902,52)" 4546 2340

ENSGALP00000038935 CID 228 - 234

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(976,55)" 8121 false 2341

ENSGALP00000017495 CID 518 - 524
scinderin - CGNC Symbol 
8188 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(848,47)" 872 false 2.27 2342

ENSGALP00000035780 CID 2,987 - 2,994
RAN binding protein 2 - 
CGNC Symbol 50838 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(892,49)" 8340 false 0.91 2343

ENSGALP00000011770 CID 770 - 776
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(994,55)" 2121 true 0.57 2344

ENSGALP00000032184 CID 2-Sep
annexin A1 - CGNC Symbol 
11272 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1000,56)" 10730 false 0.98 2345



ENSGALP00000043213 CID 248 - 257

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1272,63)" 1080 false 2346

ENSGALP00000016447 CID 27 - 37
ribosomal protein S8 - 
CGNC Symbol 52222 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1301,74)" 9319 true 1.78 2347

ENSGALP00000038435 CID 365 - 377

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1487,76)" 2016 true 1.21 2348

ENSGALP00000022023 CID 504 - 510
nucleoporin 98kDa - CGNC 
Symbol 10169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(852,49)" 2943 true 2.27 2349

ENSGALP00000003357 CID 652 - 665

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1629,76)" 2758 true 0.86 2350

ENSGALP00000036720 CID 3,268 - 3,275

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1060,63)" 8796 false 2351

ENSGALP00000003089 CID 734 - 741
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1062,46)" 2141 true 1.14 2352



ENSGALP00000031109 CID 446 - 458

nuclear receptor 
coactivator 7 - CGNC 
Symbol 51536 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1486,81)" 713 false 2353

ENSGALP00000003357 CID 652 - 665

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1633,79)" 2367 2354

ENSGALP00000004046 CID 30 - 37

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1024,59)" 27985 true 1.46 2355

ENSGALP00000003089 CID 734 - 741
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1066,49)" 2443 2356

ENSGALP00000024040 CID 395 - 404

hexosaminidase B (beta 
polypeptide) - CGNC 
Symbol 11085 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1179,66)" 1565 false 2357

ENSGALP00000037924 CID 28 - 35

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(982,58)" 858 true 2.58 2358

ENSGALP00000025280 CID 95 - 102
thioredoxin - CGNC Symbol 
49804 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1073,62)" 2365 false 2359



ENSGALP00000028746 CID 84 - 91

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1073,62)" 2365 false 2360

ENSGALP00000012163 CID 715 - 723

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1073,62)" 2365 false 2361

ENSGALP00000039552 CID 187 - 196

proteasome 26S subunit 
non-ATPase 13 - CGNC 
Symbol 51869 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1228,61)" 6096 true 0.56 2362

ENSGALP00000041511 CID 116 - 130

HSPA (heat shock 70kDa) 
binding protein cytoplasmic 
cochaperone 1 - CGNC 
Symbol 64131 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1529,81)" 904 2363

ENSGALP00000025278 CID 196 - 205
prostaglandin reductase 1 - 
CGNC Symbol 11711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1102,59)" 6993 false 0.4 2364

ENSGALP00000039552 CID 187 - 196

proteasome 26S subunit 
non-ATPase 13 - CGNC 
Symbol 51869 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1232,63)" 3414 2365

ENSGALP00000013926 CID 379 - 390
cullin 4B - CGNC Symbol 
6494 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1576,86)" 861 false 2366



ENSGALP00000026509 CID 531 - 543

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1600,72)" 3018 true 0.66 2367

ENSGALP00000014229 CID 54 - 67
pleckstrin - CGNC Symbol 
6647 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1622,80)" 2187 false 2368

ENSGALP00000027700 CID 1,799 - 1,806

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1011,59)" 1033 false 2369

ENSGALP00000014509 CID 222 - 231

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1095,62)" 5446 true 0.37 2370

ENSGALP00000010097 CID 489 - 496
MAP7 domain containing 3 - 
CGNC Symbol 4697 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1110,61)" 3713 2371

ENSGALP00000002525 CID 342 - 350
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1141,61)" 5122 true 0.58 2372

ENSGALP00000042641 CID 438 - 448

GATA zinc finger domain 
containing 2B - 
HGNC:30778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1399,71)" 9691 true 0.3 2373



ENSGALP00000034419 CID 429 - 439

GATA zinc finger domain 
containing 2A - CGNC 
Symbol 2116 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1399,71)" 9691 true 0.3 2374

ENSGALP00000026509 CID 531 - 543

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1604,75)" 1979 2375

ENSGALP00000014509 CID 222 - 231

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1099,64)" 1315 2376

ENSGALP00000014107 CID 47 - 59
vimentin - CGNC Symbol 
51275 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1363,76)" 5194 true 1.93 2377

ENSGALP00000039454 CID 102 - 114
beta-2-microglobulin - 
CGNC Symbol 1542 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1696,01)" 9535 true 0.44 2378

ENSGALP00000008091 CID 428 - 437

dyskerin pseudouridine 
synthase 1 - CGNC Symbol 
3757 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1141,63)" 4388 true 0.58 2379

ENSGALP00000010153 CID 846 - 860

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1536,93)" 756 true 0.68 2380



ENSGALP00000013862 CID 1,131 - 1,147

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1908,94)" 844 false 2381

ENSGALP00000008091 CID 428 - 437

dyskerin pseudouridine 
synthase 1 - CGNC Symbol 
3757 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1145,65)" 2565 2382

ENSGALP00000000864 CID 96 - 104

RAB11B member RAS 
oncogene family - CGNC 
Symbol 51171 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1188,60)" 33194 true 0.92 2383

ENSGALP00000026123 CID 67 - 77

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1272,63)" 7302 true 0.56 2384

ENSGALP00000020064 CID 546 - 555

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1369,79)" 3435 false 2385

ENSGALP00000025165 CID 74 - 85

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1420,79)" 17733 true 0.42 2386

ENSGALP00000006939 CID 708 - 716
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1121,64)" 11803 true 1.3 2387



ENSGALP00000000864 CID 96 - 104

RAB11B member RAS 
oncogene family - CGNC 
Symbol 51171 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1192,63)" 27282 2388

ENSGALP00000004962 CID 524 - 539
tripartite motif containing 
25 - CGNC Symbol 2279 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1958,95)" 1353 2389

ENSGALP00000042479 CID 93 - 109

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1969,01)" 14801 true 1.1 2390

ENSGALP00000021034 CID 721 - 728

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(908,46)" 1722 true 0.64 2391

ENSGALP00000005482 CID 402 - 413
bystin like - CGNC Symbol 
2527 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1453,82)" 1785 2392

ENSGALP00000042479 CID 93 - 109

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1977,06)" 16240 true 1.1 2393

ENSGALP00000026123 CID 475 - 484

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1328,67)" 9946 true 0.57 2394



ENSGALP00000018258 CID 126 - 140
Enah/Vasp-like - CGNC 
Symbol 8513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1713,78)" 6725 true 0.6 2395

ENSGALP00000026123 CID 475 - 484

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1332,69)" 8007 2396

P13645 CID 323 - 333

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1393,69)" 1787 true 3.31 2397

ENSGALP00000027391 CID 568 - 581

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1716,83)" 1099 true 1.79 2398

ENSGALP00000022815 CID 93 - 99

cytochrome c oxidase 
subunit 5A - CGNC Symbol 
10534 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(799,50)" 10917 true 0.62 2399

ENSGALP00000008131 CID 420 - 427
vinculin - CGNC Symbol 
3778 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(799,50)" 10917 false 0.62 2400

ENSGALP00000012007 CID 44 - 54
archain 1 - CGNC Symbol 
5606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1360,69)" 8487 true 0.62 2401



ENSGALP00000001474 CID 122 - 136

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1631,01)" 4046 false 2402

ENSGALP00000019613 CID 87 - 102
adenylosuccinate lyase - 
CGNC Symbol 9122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2002,93)" 2468 true 0.57 2403

ENSGALP00000043213 CID 1,450 - 1,459

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1042,59)" 1049 false 2404

ENSGALP00000012007 CID 44 - 54
archain 1 - CGNC Symbol 
5606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1364,71)" 5222 2405

ENSGALP00000022772 CID 447 - 457

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1391,75)" 23570 true 1.3 2406

ENSGALP00000006604 CID 230 - 247

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1819,88)" 1120 true 1.51 2407

ENSGALP00000019613 CID 87 - 102
adenylosuccinate lyase - 
CGNC Symbol 9122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2010,97)" 768 true 0.57 2408



ENSGALP00000022772 CID 447 - 457

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1399,80)" 30676 true 1.3 2409

ENSGALP00000021034 CID 326 - 339

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1696,80)" 1450 false 2410

ENSGALP00000015366 CID 252 - 267
peptidylprolyl isomerase D - 
CGNC Symbol 7186 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1848,00)" 844 true 1.06 2411

ENSGALP00000013355 CID 69 - 87
ribosomal protein L30 - 
CGNC Symbol 6224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2079,06)" 1416 false 2412

ENSGALP00000041361 CID 18 - 23
ribosomal protein L17 - 
HGNC:10307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(838,46)" 3683 2413

ENSGALP00000028283 CID Dec-18

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(896,51)" 9970 2414

ENSGALP00000005643 CID 92 - 98

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(896,51)" 9970 2415



ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1434,68)" 23357 2416

ENSGALP00000039530 CID 326 - 344

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2170,00)" 13066 false 2417

ENSGALP00000043196 CID 681 - 687
marker of proliferation Ki-
67 - CGNC Symbol 16321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(768,49)" 6955 false 0.98 2418

ENSGALP00000036304 CID 47 - 52

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(762,46)" 851 2419

ENSGALP00000013267 CID 211 - 218
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(966,52)" 7330 true 0.78 2420

ENSGALP00000015886 CID 262 - 276

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1488,77)" 8135 true 0.42 2421

ENSGALP00000042680 CID 360 - 372

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1544,74)" 145701 true 1.38 2422



ENSGALP00000015657 CID 360 - 372
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1544,74)" 145701 true 1.38 2423

ENSGALP00000015964 CID 27 - 32
ribosomal protein L18a - 
CGNC Symbol 50601 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(778,48)" 2973 2424

ENSGALP00000005832 CID 287 - 292
nucleoporin 155kDa - CGNC 
Symbol 2697 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(807,48)" 5500 true 0.34 2425

P35908 CID 46 - 61

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1352,64)" 2385 2426

ENSGALP00000015886 CID 262 - 276

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1492,78)" 3395 2427

ENSGALP00000008236 CID 1,143 - 1,148
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(809,43)" 3902 true 0.82 2428

ENSGALP00000041993 CID 101 - 108
ribosomal protein L21 - 
HGNC:10313 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1036,56)" 2269 false 2429



ENSGALP00000030189 CID 67 - 77

cytochrome c oxidase 
subunit 6C - CGNC Symbol 
13868 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1129,65)" 3107 true 0.8 2430

ENSGALP00000002248 CID 20 - 29
topoisomerase (DNA) III 
beta - CGNC Symbol 1026 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1148,65)" 12958 true 0.67 2431

ENSGALP00000008236 CID 1,143 - 1,148
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(813,46)" 2658 2432

ENSGALP00000027030 CID 18 - 26
ribosomal protein L31 - 
CGNC Symbol 50833 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1016,57)" 6114 false 1.04 2433

ENSGALP00000038774 CID 267 - 273
argininosuccinate synthase 
1 - CGNC Symbol 50457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(876,50)" 16132 2434

ENSGALP00000018686 CID 699 - 706

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(876,50)" 16132 false 2435

ENSGALP00000027030 CID 18 - 26
ribosomal protein L31 - 
CGNC Symbol 50833 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1020,59)" 6351 2436



ENSGALP00000008128 CID 674 - 682
nucleoporin 210kDa - CGNC 
Symbol 3777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1093,61)" 1917 2437

ENSGALP00000030189 CID 67 - 77

cytochrome c oxidase 
subunit 6C - CGNC Symbol 
13868 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1137,70)" 2494 true 0.8 2438

ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1684,77)" 8655 2439

ENSGALP00000022235 CID 303 - 308

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(816,48)" 3463 2440

ENSGALP00000013870 CID 15 - 21

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(893,52)" 892 true 0.72 2441

ENSGALP00000018765 CID 36 - 46
ribosomal protein L14 - 
CGNC Symbol 49056 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1158,58)" 12959 true 0.55 2442

ENSGALP00000018382 CID 1,083 - 1,092
early endosome antigen 1 - 
CGNC Symbol 8572 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1162,61)" 5514 false 1.67 2443



ENSGALP00000036056 CID 794 - 803

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1162,61)" 5514 false 1.67 2444

ENSGALP00000018765 CID 36 - 46
ribosomal protein L14 - 
CGNC Symbol 49056 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1162,61)" 5514 2445

ENSGALP00000027982 CID 516 - 531

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1621,83)" 20540 false 2446

ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1716,82)" 131892 2447

ENSGALP00000039316 CID 218 - 223
protein kinase C theta - 
CGNC Symbol 57974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(868,47)" 5101 false 2448

ENSGALP00000018695 CID 276 - 283

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(947,56)" 963 true 0.8 2449

ENSGALP00000014317 CID 247 - 252

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(931,49)" 13724 true 0.07 2450



ENSGALP00000035366 CID 283 - 288

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(931,49)" 13724 true 0.07 2451

ENSGALP00000020534 CID 251 - 258

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1026,41)" 6962 true 0.62 2452

ENSGALP00000006762 CID 185 - 191
bleomycin hydrolase - 
CGNC Symbol 3131 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1055,53)" 3709 true 2.88 2453

ENSGALP00000039326 CID 135 - 142
ribosomal protein L19 - 
CGNC Symbol 1159 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1076,63)" 10361 false 2454

ENSGALP00000015174 CID 639 - 647
Sp3 transcription factor - 
CGNC Symbol 7089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1076,63)" 10361 false 0.99 2455

ENSGALP00000006933 CID 52 - 61
tubulin folding cofactor A - 
CGNC Symbol 3204 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1285,74)" 1082 false 2456

ENSGALP00000002754 CID 169 - 178

ADP-dependent 
glucokinase - CGNC Symbol 
1256 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1109,65)" 18734 false 2457



ENSGALP00000025130 CID 109 - 119
ribosomal protein S23 - 
HGNC:10410 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1109,65)" 18734 2458

ENSGALP00000001800 CID 206 - 210

spermatid perinuclear RNA 
binding protein - CGNC 
Symbol 50441 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(735,39)" 966 false 2459

ENSGALP00000013574 CID 209 - 219

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1335,74)" 782 true 1.45 2460

ENSGALP00000023617 CID 124 - 136

endoplasmic reticulum 
aminopeptidase 1 - CGNC 
Symbol 52992 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1447,81)" 2362 2461

ENSGALP00000002508 CID Apr-18

Gallus gallus SIN3 
transcription regulator 
family member A (SIN3A) 
mRNA. - RefSeq mRNA 
NM_001293184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1863,93)" 961 true 1.03 2462

ENSGALP00000012919 CID 65 - 84

hematological and 
neurological expressed 1 - 
CGNC Symbol 6027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2200,11)" 11192 true 0.64 2463

ENSGALP00000005212 CID 51 - 58
histone deacetylase 1 - 
CGNC Symbol 2394 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1129,62)" 3482 true 1.31 2464



ENSGALP00000024133 CID 52 - 59
histone deacetylase 2 - 
CGNC Symbol 11140 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1129,62)" 3482 true 1.31 2465

ENSGALP00000042900 CID 435 - 443

PAF1 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
64966 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1129,62)" 3482 false 2466

ENSGALP00000029109 CID 398 - 406

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1153,62)" 8909 true 0.99 2467

ENSGALP00000013574 CID 209 - 219

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1347,82)" 1137 true 1.45 2468

ENSGALP00000014107 CID 47 - 59
vimentin - CGNC Symbol 
51275 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1355,72)" 1330 true 1.93 2469

ENSGALP00000038979 CID 1,625 - 1,637

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1355,72)" 1330 false 2470

ENSGALP00000012919 CID 65 - 84

hematological and 
neurological expressed 1 - 
CGNC Symbol 6027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2208,17)" 7208 true 0.64 2471



ENSGALP00000024133 CID 52 - 59
histone deacetylase 2 - 
CGNC Symbol 11140 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1137,67)" 5362 true 1.31 2472

ENSGALP00000005212 CID 51 - 58
histone deacetylase 1 - 
CGNC Symbol 2394 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1137,67)" 5362 true 1.31 2473

ENSGALP00000029109 CID 398 - 406

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1157,66)" 6734 2474

ENSGALP00000013574 CID 60 - 71

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1375,72)" 1699 true 0.76 2475

ENSGALP00000008171 CID 994 - 1,010

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1930,97)" 7199 true 0.25 2476

ENSGALP00000004375 CID 361 - 370
acetyl-CoA acyltransferase 
2 - CGNC Symbol 2003 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1216,69)" 8271 true 1.05 2477

ENSGALP00000013574 CID 60 - 71

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1379,75)" 2066 2478



ENSGALP00000015051 CID 340 - 357
pleiotropic regulator 1 - 
CGNC Symbol 7032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1997,97)" 3520 true 0.77 2479

ENSGALP00000029589 CID 343 - 348
septin 6 - CGNC Symbol 
51720 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(836,44)" 1918 false 0.85 2480

ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1208,58)" 37436 true 1.67 2481

ENSGALP00000027391 CID 283 - 294

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1437,73)" 3783 true 0.53 2482

ENSGALP00000014557 CID 431 - 442
mutS homolog 2 - CGNC 
Symbol 6808 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1486,73)" 5188 true 0.47 2483

ENSGALP00000015051 CID 340 - 357
pleiotropic regulator 1 - 
CGNC Symbol 7032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2002,00)" 2718 2484

ENSGALP00000014557 CID 431 - 442
mutS homolog 2 - CGNC 
Symbol 6808 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1490,76)" 1826 2485



ENSGALP00000014097 CID 127 - 144

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2141,03)" 3522 true 0.64 2486

ENSGALP00000007666 CID 89 - 94
peptidylprolyl isomerase F - 
CGNC Symbol 52036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(736,40)" 1253 2487

ENSGALP00000028857 CID 676 - 681

oxoglutarate (alpha-
ketoglutarate) 
dehydrogenase (lipoamide) - 
CGNC Symbol 52787 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(736,40)" 1253 2488

ENSGALP00000027534 CID 174 - 184

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1422,76)" 1365 false 2489

ENSGALP00000038179 CID 154 - 167

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1497,80)" 7243 true 1.09 2490

ENSGALP00000039872 CID 266 - 282

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1940,04)" 5421 false 2491

ENSGALP00000038130 CID 48 - 61
profilin-2 - Refseq 
NP_001073228 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1462,73)" 5088 true 1.35 2492



ENSGALP00000038179 CID 154 - 167

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1501,82)" 4757 2493

ENSGALP00000012130 CID 37 - 49

integrin beta 2 
(complement component 3 
receptor 3 and 4 subunit) - 
CGNC Symbol 49690 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1593,69)" 732 false 2494

ENSGALP00000014097 CID 127 - 144

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2169,06)" 79167 false 2495

ENSGALP00000040388 CID 534 - 539
transcription factor 3 - 
CGNC Symbol 739 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(729,43)" 15471 2496

ENSGALP00000020534 CID 50 - 57

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(729,43)" 15471 2497

ENSGALP00000002493 CID 76 - 83
ribosomal protein L23 - 
CGNC Symbol 1138 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(918,58)" 3128 true 1.05 2498

ENSGALP00000015160 CID 3,225 - 3,232

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(918,58)" 3128 false 1.05 2499



ENSGALP00000012883 CID 477 - 487

Gallus gallus recombination 
activating gene 2 (RAG2) 
mRNA. - RefSeq mRNA 
NM_001305057 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1516,75)" 2647 true 1.2 2500

ENSGALP00000004317 CID 738 - 744
golgi glycoprotein 1 - CGNC 
Symbol 1981 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(962,55)" 612 false 4.97 2501

ENSGALP00000018616 CID 343 - 355
leukotriene A4 hydrolase - 
CGNC Symbol 8686 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1513,87)" 3505 false 2502

ENSGALP00000002513 CID 52 - 63
LIM and SH3 protein 1 - 
CGNC Symbol 1150 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1513,87)" 3505 true 0.45 2503

ENSGALP00000022023 CID 504 - 510
nucleoporin 98kDa - CGNC 
Symbol 10169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(864,46)" 820 false 2504

ENSGALP00000027317 CID 819 - 826

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1014,59)" 632 false 2505

ENSGALP00000009985 CID 261 - 268

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1019,51)" 878 2506



ENSGALP00000012869 CID 482 - 494

dihydrolipoamide 
dehydrogenase - CGNC 
Symbol 5998 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1538,77)" 6708 true 0.78 2507

ENSGALP00000026307 CID 343 - 349

Putative eukaryotic 
translation initiation factor 
2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 
50802 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(902,48)" 2381 true 0.64 2508

ENSGALP00000016629 CID 102 - 110
peroxiredoxin 1 - CGNC 
Symbol 7794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1084,67)" 8788 false 2509

ENSGALP00000018087 CID 112 - 120
vaccinia related kinase 1 - 
CGNC Symbol 8440 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1132,60)" 874 false 2510

ENSGALP00000012869 CID 482 - 494

dihydrolipoamide 
dehydrogenase - CGNC 
Symbol 5998 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1542,79)" 5235 2511

ENSGALP00000042641 CID 438 - 448

GATA zinc finger domain 
containing 2B - 
HGNC:30778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1403,74)" 1615 2512

ENSGALP00000034419 CID 429 - 439

GATA zinc finger domain 
containing 2A - CGNC 
Symbol 2116 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1403,74)" 1615 2513



ENSGALP00000027299 CID 88 - 95

ES1 protein homolog 
mitochondrial-like - CGNC 
Symbol 50857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(915,53)" 15009 true 0.55 2514

ENSGALP00000020154 CID 424 - 433
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1087,58)" 1857 true 0.98 2515

ENSGALP00000026487 CID 399 - 411

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1209,69)" 8712 true 2.81 2516

ENSGALP00000002409 CID 236 - 248

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1616,88)" 15275 true 0.55 2517

ENSGALP00000027299 CID 88 - 95

ES1 protein homolog 
mitochondrial-like - CGNC 
Symbol 50857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(919,55)" 6997 2518

ENSGALP00000012731 CID 69 - 78

CD44 molecule (Indian 
blood group) - CGNC 
Symbol 5938 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1189,61)" 6866 true 0.75 2519

ENSGALP00000023364 CID 75 - 85
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1216,64)" 1648 true 0.55 2520



ENSGALP00000035717 CID 34 - 44

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1431,58)" 20489 true 0.68 2521

ENSGALP00000020134 CID 108 - 114

3-hydroxybutyrate 
dehydrogenase type 2 - 
CGNC Symbol 9371 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(961,55)" 7128 false 2522

ENSGALP00000038587 CID 53 - 60

actin related protein 2/3 
complex subunit 5 16kDa - 
CGNC Symbol 14362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(961,55)" 7128 false 1.06 2523

ENSGALP00000020874 CID 1,006 - 1,012
pre-mRNA processing factor 
4B - CGNC Symbol 9712 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(961,55)" 7128 false 1.06 2524

ENSGALP00000010097 CID 489 - 496
MAP7 domain containing 3 - 
CGNC Symbol 4697 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1106,58)" 1273 true 1.79 2525

ENSGALP00000012731 CID 69 - 78

CD44 molecule (Indian 
blood group) - CGNC 
Symbol 5938 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1193,63)" 4692 2526

ENSGALP00000023364 CID 75 - 85
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1220,66)" 899 2527



ENSGALP00000035717 CID 34 - 44

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1435,62)" 22563 2528

ENSGALP00000043363 CID 14 - 21
visual system homeobox 1 - 
Refseq NP_990100 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(958,53)" 2505 false 1.2 2529

ENSGALP00000008091 CID 202 - 210

dyskerin pseudouridine 
synthase 1 - CGNC Symbol 
3757 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1208,65)" 1041 2530

ENSGALP00000019018 CID 77 - 86
translin - CGNC Symbol 
8854 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1344,73)" 21436 true 0.15 2531

ENSGALP00000021752 CID 106 - 113

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(972,54)" 8275 false 3.55 2532

ENSGALP00000034254 CID Jun-16
cell division cycle 42 - CGNC 
Symbol 3561 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1124,66)" 14138 true 0.75 2533

ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1124,66)" 14138 true 0.75 2534



ENSGALP00000005468 CID 260 - 273

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC 
Symbol 49552 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1506,72)" 10583 true 0.85 2535

ENSGALP00000012878 CID 324 - 330
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(837,50)" 30403 2536

ENSGALP00000006284 CID 100 - 106

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(841,43)" 1820 2537

ENSGALP00000028283 CID 103 - 110

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(998,62)" 3485 true 1.18 2538

ENSGALP00000002525 CID 342 - 350
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1149,66)" 1655 true 0.58 2539

ENSGALP00000012993 CID 196 - 207

growth factor receptor 
bound protein 2 - CGNC 
Symbol 6067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1350,66)" 8935 2540

ENSGALP00000010210 CID 137 - 142

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(807,47)" 4668 true 0.88 2541



ENSGALP00000020874 CID 1,006 - 1,012
pre-mRNA processing factor 
4B - CGNC Symbol 9712 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(949,52)" 1924 false 1.09 2542

ENSGALP00000028746 CID 28 - 41

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1576,74)" 87975 true 0.86 2543

ENSGALP00000028746 CID 28 - 41

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1580,77)" 79027 2544

ENSGALP00000026487 CID 83 - 101

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2013,08)" 16183 true 2.29 2545

ENSGALP00000013862 CID 202 - 210

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1040,61)" 2182 false 2546

ENSGALP00000035478 CID 1,150 - 1,159
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1040,61)" 2182 true 2.04 2547

ENSGALP00000016375 CID 152 - 160

eukaryotic translation 
initiation factor 4 gamma 3 - 
CGNC Symbol 7664 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1040,61)" 2182 false 2548



ENSGALP00000027981 CID 163 - 173

ribonucleotide reductase 
catalytic subunit M1 - CGNC 
Symbol 13036 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1395,74)" 2973 true 0.52 2549

ENSGALP00000026487 CID 83 - 101

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2021,13)" 39592 true 2.29 2550

ENSGALP00000023352 CID 443 - 448

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(731,43)" 620 false 2551

ENSGALP00000042001 CID 57 - 63

GDP-D-glucose 
phosphorylase 1 - CGNC 
Symbol 64926 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(866,45)" 1472 2552

ENSGALP00000011689 CID 450 - 457

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(866,45)" 1472 true 0.67 2553

ENSGALP00000027194 CID 1,092 - 1,102
tripeptidyl peptidase II - 
CGNC Symbol 12657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1366,72)" 11084 false 1.11 2554

ENSGALP00000004508 CID 190 - 201

endoplasmic reticulum-
golgi intermediate 
compartment 1 - CGNC 
Symbol 2067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1366,72)" 11084 true 1.11 2555



ENSGALP00000027981 CID 163 - 173

ribonucleotide reductase 
catalytic subunit M1 - CGNC 
Symbol 13036 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1399,77)" 1542 2556

ENSGALP00000018309 CID 170 - 188
raftlin lipid raft linker 1 - 
CGNC Symbol 8540 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2049,00)" 1217 true 0.44 2557

ENSGALP00000018258 CID 126 - 140
Enah/Vasp-like - CGNC 
Symbol 8513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1717,81)" 1139 2558

ENSGALP00000012367 CID 112 - 123
SLC9A3 regulator 1 - CGNC 
Symbol 51624 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1266,65)" 6372 false 2559

ENSGALP00000001474 CID 375 - 384

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1266,65)" 6372 true 1.77 2560

ENSGALP00000008171 CID 628 - 638

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1427,72)" 9492 true 0.39 2561

ENSGALP00000042294 CID 487 - 498

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1602,80)" 3366 true 0.5 2562



ENSGALP00000003877 CID 91 - 97

SEC11 homolog A (S. 
cerevisiae) - CGNC Symbol 
1762 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(891,55)" 2355 false 2563

ENSGALP00000001474 CID 375 - 384

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1274,70)" 13319 true 1.77 2564

ENSGALP00000023635 CID 175 - 188
lamin B1 - CGNC Symbol 
10893 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1686,96)" 6489 true 0.21 2565

ENSGALP00000011441 CID 252 - 266

acyl-CoA dehydrogenase C-
2 to C-3 short chain - CGNC 
Symbol 5341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1686,96)" 6489 false 2566

ENSGALP00000023364 CID 134 - 143
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1332,62)" 15930 true 0.5 2567

ENSGALP00000043213 CID 1,130 - 1,147

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1957,95)" 4477 false 2568

ENSGALP00000023085 CID 544 - 551
actinin alpha 4 - CGNC 
Symbol 49612 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(952,59)" 651 false 2569



ENSGALP00000023364 CID 134 - 143
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1336,65)" 7955 2570

ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1430,65)" 9847 true 1.38 2571

ENSGALP00000041772 CID 136 - 143

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(960,59)" 3108 2572

ENSGALP00000018695 CID 301 - 312

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1376,72)" 8340 true 0.47 2573

ENSGALP00000015182 CID 217 - 234
RNA binding motif protein 
25 - CGNC Symbol 7094 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2060,94)" 6774 true 0.39 2574

ENSGALP00000013883 CID 405 - 416

protein phosphatase 2 
regulatory subunit B' delta - 
CGNC Symbol 6469 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1444,73)" 5629 true 0.43 2575

ENSGALP00000004013 CID 2,220 - 2,232 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1471,70)" 7170 true 0.82 2576



ENSGALP00000015182 CID 217 - 234
RNA binding motif protein 
25 - CGNC Symbol 7094 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2064,94)" 1129 2577

ENSGALP00000036760 CID 929 - 934

centrosomal protein 
135kDa - CGNC Symbol 
10315 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(730,45)" 16407 2578

ENSGALP00000001332 CID 295 - 302
lysyl-tRNA synthetase - 
CGNC Symbol 602 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1026,62)" 1346 true 1.22 2579

ENSGALP00000042061 CID 15 - 22

phosphatidylinositol-5-
phosphate 4-kinase type II 
alpha - CGNC Symbol 5959 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1050,63)" 669 false 2580

ENSGALP00000011635 CID 181 - 196

Gallus gallus syntaxin 
binding protein 1 (STXBP1) 
mRNA. - RefSeq mRNA 
NM_001305648 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1879,00)" 28164 false 0.57 2581

ENSGALP00000020884 CID Mar-19
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1879,00)" 28164 true 0.57 2582

ENSGALP00000013964 CID Mar-19
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1879,00)" 28164 true 0.57 2583



ENSGALP00000027682 CID 260 - 269

CWF19-like 2 cell cycle 
control (S. pombe) - 
HGNC:26508 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1169,68)" 9617 true 0.33 2584

ENSGALP00000006218 CID 133 - 145

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1547,76)" 18876 2585

ENSGALP00000004251 CID 114 - 128

transcription factor A 
mitochondrial - CGNC 
Symbol 1948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1652,97)" 3831 true 0.48 2586

ENSGALP00000023519 CID Jan-21
metallothionein 3 - CGNC 
Symbol 56142 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2468,87)" 302 false 2587

ENSGALP00000025606 CID 21 - 30

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1176,66)" 5749 true 1.81 2588

ENSGALP00000009371 CID 21 - 30

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1176,66)" 5749 true 1.81 2589

ENSGALP00000014813 CID 450 - 463
dipeptidyl-peptidase 7 - 
CGNC Symbol 6929 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1491,78)" 9629 2590



ENSGALP00000000170 CID 45 - 57
receptor for activated C 
kinase 1 - CGNC Symbol 61 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1590,82)" 15062 false 2591

ENSGALP00000026633 CID 433 - 439

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(862,50)" 1018 false 2592

ENSGALP00000040101 CID 1,233 - 1,239
myosin IXB - CGNC Symbol 
2718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(862,50)" 1018 false 2593

ENSGALP00000009371 CID 21 - 30

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1184,71)" 11458 true 1.81 2594

ENSGALP00000025606 CID 21 - 30

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1184,71)" 11458 true 1.81 2595

ENSGALP00000004251 CID 114 - 128

transcription factor A 
mitochondrial - CGNC 
Symbol 1948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1661,02)" 1855 true 0.48 2596

ENSGALP00000008824 CID 305 - 313

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1180,58)" 1229 2597



ENSGALP00000025130 CID 108 - 119
ribosomal protein S23 - 
HGNC:10410 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1269,77)" 3520 true 0.94 2598

ENSGALP00000027504 CID 1,889 - 1,898
neurobeachin - CGNC 
Symbol 12814 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1141,76)" 30692 false 2599

ENSGALP00000013987 CID 550 - 559

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1307,63)" 7779 true 0.67 2600

ENSGALP00000013987 CID 550 - 559

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1311,65)" 4483 2601

ENSGALP00000005453 CID 46 - 60

DnaJ heat shock protein 
family (Hsp40) member C7 - 
CGNC Symbol 2515 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1743,77)" 1800 true 0.55 2602

ENSGALP00000016173 CID 375 - 390

cleavage and 
polyadenylation specific 
factor 6 - CGNC Symbol 
13843 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1809,94)" 4661 true 0.57 2603

ENSGALP00000010803 CID 122 - 136

UPF2 regulator of nonsense 
transcripts homolog (yeast) - 
CGNC Symbol 5054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1975,96)" 2082 false 2604



ENSGALP00000003060 CID 372 - 377
pre-mRNA processing factor 
38B - CGNC Symbol 1397 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(871,44)" 1144 2605

ENSGALP00000017926 CID 53 - 64
phosphoglucomutase 1 - 
CGNC Symbol 8372 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1201,63)" 13367 2606

ENSGALP00000004641 CID 1,345 - 1,354
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1201,63)" 13367 true 0.44 2607

ENSGALP00000027816 CID 239 - 250
cathepsin C - CGNC Symbol 
12954 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1345,73)" 7518 true 2.72 2608

ENSGALP00000003612 CID 27 - 38

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1450,79)" 745 true 1.96 2609

ENSGALP00000005453 CID 46 - 60

DnaJ heat shock protein 
family (Hsp40) member C7 - 
CGNC Symbol 2515 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1747,80)" 561 2610

ENSGALP00000008056 CID 403 - 408

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(874,42)" 9948 2611



ENSGALP00000027816 CID 239 - 250
cathepsin C - CGNC Symbol 
12954 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1349,76)" 17337 2612

ENSGALP00000028857 CID 877 - 892

oxoglutarate (alpha-
ketoglutarate) 
dehydrogenase (lipoamide) - 
CGNC Symbol 52787 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1633,86)" 5578 true 1.04 2613

ENSGALP00000002828 CID 20 - 31

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1363,75)" 2058 true 1.16 2614

ENSGALP00000002580 CID 312 - 326

secretory carrier membrane 
protein 2 - CGNC Symbol 
1178 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1407,72)" 792 false 2615

ENSGALP00000028857 CID 877 - 892

oxoglutarate (alpha-
ketoglutarate) 
dehydrogenase (lipoamide) - 
CGNC Symbol 52787 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1637,89)" 4319 2616

ENSGALP00000041974 CID 310 - 327

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1864,90)" 18642 true 1.06 2617

ENSGALP00000026126 CID 129 - 144
ribosomal protein L8 - 
CGNC Symbol 12137 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1744,90)" 1191 true 1.26 2618



ENSGALP00000041974 CID 310 - 327

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1868,92)" 19044 2619

ENSGALP00000014557 CID Sep-14
mutS homolog 2 - CGNC 
Symbol 6808 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(756,49)" 2590 false 0.92 2620

ENSGALP00000019468 CID 53 - 58
aconitase 2 - CGNC Symbol 
9059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(756,49)" 2590 true 0.92 2621

ENSGALP00000002373 CID 329 - 334

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(756,49)" 2590 false 2622

ENSGALP00000011071 CID 554 - 562
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1069,55)" 4610 true 0.67 2623

ENSGALP00000026126 CID 129 - 144
ribosomal protein L8 - 
CGNC Symbol 12137 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1752,94)" 1499 true 1.26 2624

ENSGALP00000003737 CID 407 - 412
enolase 1 (alpha) - CGNC 
Symbol 49607 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(834,50)" 8528 true 0.73 2625



ENSGALP00000011071 CID 554 - 562
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1073,57)" 1336 2626

ENSGALP00000001332 CID 176 - 189
lysyl-tRNA synthetase - 
CGNC Symbol 602 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1410,82)" 20324 false 2627

ENSGALP00000008171 CID 994 - 1,010

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1934,99)" 1142 2628

ENSGALP00000016361 CID 228 - 249
ribosomal protein S3A - 
CGNC Symbol 51748 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2164,14)" 3480 true 2.4 2629

ENSGALP00000036822 CID 123 - 128
CDV3 homolog - 
HGNC:26928 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(745,44)" 731 false 2630

ENSGALP00000040189 CID 209 - 215

enoyl CoA hydratase short 
chain 1 mitochondrial - 
CGNC Symbol 56301 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(745,44)" 731 false 2631

ENSGALP00000018765 CID 6-Nov
ribosomal protein L14 - 
CGNC Symbol 49056 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(748,43)" 1967 true 0.95 2632



ENSGALP00000023396 CID 206 - 218
triosephosphate isomerase 
1 - CGNC Symbol 49803 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1381,72)" 2427 true 1.24 2633

ENSGALP00000036122 CID 121 - 127

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(972,52)" 11224 true 0.16 2634

ENSGALP00000023396 CID 206 - 218
triosephosphate isomerase 
1 - CGNC Symbol 49803 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1389,77)" 4389 true 1.24 2635

ENSGALP00000013964 CID Mar-19
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1887,05)" 14197 true 0.57 2636

ENSGALP00000020884 CID Mar-19
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1887,05)" 14197 true 0.57 2637

ENSGALP00000009344 CID 1,011 - 1,017

deleted in lung and 
esophageal cancer 1 - CGNC 
Symbol 4351 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(935,58)" 16374 false 2638

ENSGALP00000016363 CID 285 - 292

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1103,60)" 5191 true 0.19 2639



ENSGALP00000034108 CID 73 - 88
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1934,01)" 22049 true 1.44 2640

ENSGALP00000008498 CID 396 - 401
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(777,42)" 15111 true 0.54 2641

ENSGALP00000008013 CID Aug-14

ISY1 splicing factor homolog 
(S. cerevisiae) - CGNC 
Symbol 3725 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(777,42)" 15111 false 0.54 2642

ENSGALP00000010935 CID 141 - 146

Cbl proto-oncogene E3 
ubiquitin protein ligase - 
CGNC Symbol 49015 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(803,52)" 1330 2643

ENSGALP00000018498 CID 534 - 540

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(803,52)" 1330 false 2644

ENSGALP00000016523 CID 533 - 539

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(803,52)" 1330 false 2645

ENSGALP00000016363 CID 285 - 292

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1111,65)" 706 true 0.19 2646



ENSGALP00000020830 CID 358 - 367

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1219,59)" 9824 true 0.85 2647

ENSGALP00000002808 CID 410 - 425

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2063,95)" 3496 false 2648

ENSGALP00000019252 CID 1,816 - 1,821

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(837,46)" 2549 2649

ENSGALP00000009709 CID 750 - 756

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(933,53)" 661 2650

ENSGALP00000043386 CID 117 - 122
Hsap of 1: dynamin 2 - 
HGNC:2974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(803,44)" 9471 2651

ENSGALP00000003872 CID 283 - 288
WD repeat domain 75 - 
CGNC Symbol 1760 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(803,44)" 9471 2652

ENSGALP00000030189 CID 39 - 45

cytochrome c oxidase 
subunit 6C - CGNC Symbol 
13868 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(803,44)" 9471 true 0.76 2653



ENSGALP00000012171 CID 62 - 68
LUC7-like (S. cerevisiae) - 
CGNC Symbol 5684 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(869,55)" 617 2654

ENSGALP00000026509 CID 453 - 459

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(869,55)" 617 2655

ENSGALP00000034078 CID 51 - 57

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(972,57)" 4349 true 1.24 2656

ENSGALP00000007822 CID 20 - 28

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1226,50)" 111019 true 0.39 2657

ENSGALP00000030189 CID 39 - 45

cytochrome c oxidase 
subunit 6C - CGNC Symbol 
13868 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(807,46)" 7212 2658

ENSGALP00000002604 CID 301 - 306

inter-alpha-trypsin inhibitor 
heavy chain 3 - CGNC 
Symbol 50111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(807,46)" 7212 2659

ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1028,55)" 10856 2660



ENSGALP00000023635 CID 300 - 306
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1028,55)" 10856 false 0.41 2661

ENSGALP00000020445 CID 1,218 - 1,226

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1059,60)" 956 true 3.44 2662

ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1059,60)" 956 false 3.44 2663

ENSGALP00000007822 CID 20 - 28

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1230,53)" 41471 2664

ENSGALP00000012878 CID 324 - 330
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(833,47)" 10522 true 2.97 2665

ENSGALP00000034555 CID 2-Aug

pumilio RNA-binding family 
member 1 - CGNC Symbol 
369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(846,50)" 902 false 2666

ENSGALP00000020445 CID 1,218 - 1,226

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1063,62)" 4098 2667



ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1063,62)" 4098 2668

ENSGALP00000005182 CID 381 - 389

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1063,62)" 4098 2669

ENSGALP00000039796 CID 376 - 381

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(852,48)" 6872 2670

ENSGALP00000020737 CID 565 - 572
nucleoporin 153kDa - CGNC 
Symbol 9650 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(878,51)" 3170 true 1.53 2671

ENSGALP00000025461 CID 328 - 336

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(913,54)" 1995 true 0.8 2672

ENSGALP00000015897 CID 2,529 - 2,536
golgin B1 - CGNC Symbol 
7433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(995,59)" 2726 false 2673

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1269,55)" 32765 true 4.98 2674



ENSGALP00000014641 CID 134 - 146

endothelial differentiation 
related factor 1 - CGNC 
Symbol 6846 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1367,82)" 217028 false 1.75 2675

ENSGALP00000023022 CID 197 - 203

ubiquitin carboxyl-terminal 
esterase L1 (ubiquitin 
thiolesterase) - CGNC 
Symbol 10625 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(849,44)" 2656 2676

ENSGALP00000016660 CID 201 - 207

nuclear autoantigenic 
sperm protein (histone-
binding) - CGNC Symbol 
7802 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(849,44)" 2656 false 1.72 2677

ENSGALP00000039734 CID 906 - 912

Protein LOC105369241 - 
UniProtKB/TrEMBL 
A0A0B4J2C8 - CGNC 
Symbol 51059 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(849,44)" 2656 false 1.72 2678

ENSGALP00000009314 CID 319 - 325
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(886,51)" 3987 false 0.5 2679

ENSGALP00000012529 CID 157 - 163
enoyl-CoA delta isomerase 
1 - CGNC Symbol 50312 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(886,51)" 3987 false 0.75 2680

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1273,57)" 16192 2681



ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1285,56)" 6581 true 0.81 2682

ENSGALP00000011984 CID 162 - 173

CD3d molecule delta (CD3-
TCR complex) - CGNC 
Symbol 49849 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1351,69)" 3321 false 2683

ENSGALP00000026615 CID 382 - 394

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1379,77)" 1976 true 0.84 2684

ENSGALP00000008171 CID 628 - 638

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1431,75)" 2748 2685

ENSGALP00000015979 CID 437 - 443

peptidylprolyl isomerase G 
(cyclophilin G) - CGNC 
Symbol 7474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(917,50)" 2492 false 2686

ENSGALP00000014317 CID 246 - 252

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1087,60)" 1150 false 2687

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1289,56)" 3703 2688



ENSGALP00000037408 CID 1,809 - 1,825

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1880,95)" 429 false 2689

ENSGALP00000012007 CID 88 - 94
archain 1 - CGNC Symbol 
5606 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(964,48)" 4209 true 0.72 2690

ENSGALP00000000509 CID 66 - 75

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1248,67)" 4244 true 1.05 2691

ENSGALP00000027391 CID 270 - 282

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1640,81)" 1654 true 0.26 2692

ENSGALP00000015780 CID 233 - 243

tetratricopeptide repeat 
protein 38-like - CGNC 
Symbol 52836 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1298,70)" 9877 false 0.17 2693

ENSGALP00000015061 CID 349 - 363
fibrinogen alpha chain - 
CGNC Symbol 49746 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1733,84)" 1281 false 2694

ENSGALP00000041974 CID 156 - 165

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1313,60)" 4633 true 0.46 2695



ENSGALP00000005468 CID 260 - 273

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC 
Symbol 49552 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1510,74)" 10301 2696

ENSGALP00000041974 CID 156 - 165

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1317,62)" 2120 2697

ENSGALP00000006050 CID 177 - 184

calcium homeostasis 
endoplasmic reticulum 
protein - CGNC Symbol 
2800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1025,51)" 5192 false 0.41 2698

ENSGALP00000022525 CID 362 - 370

pre-mRNA-processing 
factor 19 - Refseq 
NP_001034420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1025,51)" 5192 true 0.41 2699

ENSGALP00000002322 CID 149 - 160
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1542,76)" 1527 false 2700

ENSGALP00000040985 CID 178 - 195

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2329,24)" 883 false 2701

ENSGALP00000011055 CID 433 - 443

diaphanous homolog 1 
(Drosophila) - CGNC Symbol 
49017 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1564,79)" 7054 true 0.5 2702



ENSGALP00000007379 CID 3-Sep

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(933,50)" 8211 2703

ENSGALP00000005647 CID 64 - 70
hippocalcin - CGNC Symbol 
2609 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(933,50)" 8211 true 0.56 2704

ENSGALP00000011984 CID 37 - 45

CD3d molecule delta (CD3-
TCR complex) - CGNC 
Symbol 49849 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1194,62)" 1265 false 2705

ENSGALP00000009605 CID 91 - 101

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1214,69)" 17206 2706

ENSGALP00000033915 CID 52 - 56

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(771,36)" 1902 true 0.51 2707

ENSGALP00000001493 CID 18 - 26

protein phosphatase 6 
catalytic subunit - CGNC 
Symbol 57480 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1203,66)" 4342 false 2708

ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1719,74)" 145225 true 1.31 2709



ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1719,74)" 145225 true 1.31 2710

ENSGALP00000009314 CID 184 - 190
septin 2 - CGNC Symbol 
4335 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(775,46)" 2648 false 0.55 2711

ENSGALP00000004013 CID 1,646 - 1,651 talin 1 - CGNC Symbol 1830 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(775,46)" 2648 false 0.55 2712

ENSGALP00000008338 CID 1,134 - 1,140

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(887,52)" 3065 false 0.51 2713

ENSGALP00000013729 CID 55 - 63
small ubiquitin-like modifier 
1 - CGNC Symbol 48961 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1029,58)" 688 false 2714

ENSGALP00000042281 CID 643 - 652

minichromosome 
maintenance complex 
component 3 associated 
protein - CGNC Symbol 
3212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1296,67)" 6414 true 0.29 2715

ENSGALP00000041511 CID 116 - 130

HSPA (heat shock 70kDa) 
binding protein cytoplasmic 
cochaperone 1 - CGNC 
Symbol 64131 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1525,79)" 619 false 2716



ENSGALP00000000924 CID 106 - 121
acyl-CoA thioesterase 7 - 
CGNC Symbol 50978 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1754,85)" 1868 true 0.83 2717

ENSGALP00000006284 CID 178 - 203

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2541,15)" 8531 true 1.39 2718

ENSGALP00000000924 CID 106 - 121
acyl-CoA thioesterase 7 - 
CGNC Symbol 50978 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1758,87)" 1549 2719

ENSGALP00000006284 CID 178 - 203

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2545,18)" 11822 2720

ENSGALP00000006259 CID 50 - 55

palmitoyl-protein 
thioesterase 1 - CGNC 
Symbol 2887 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(786,46)" 9381 2721

ENSGALP00000006414 CID 238 - 244

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(786,46)" 9381 2722

ENSGALP00000004046 CID 135 - 140

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(786,46)" 9381 true 0.91 2723



ENSGALP00000004046 CID 135 - 140

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(790,49)" 9108 2724

ENSGALP00000009393 CID 1,293 - 1,298

clustered mitochondria 
(cluA/CLU1) homolog - 
CGNC Symbol 4370 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(790,49)" 9108 2725

ENSGALP00000011689 CID 458 - 466

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1111,58)" 7747 2726

ENSGALP00000006778 CID 49 - 65

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1832,84)" 3667 true 1.25 2727

ENSGALP00000016361 CID 228 - 249
ribosomal protein S3A - 
CGNC Symbol 51748 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2152,07)" 743 true 2.4 2728

ENSGALP00000016182 CID 966 - 974

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1115,62)" 808 2729

ENSGALP00000025461 CID 298 - 308

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1288,70)" 1259 false 2730



ENSGALP00000013574 CID 182 - 193

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1480,82)" 10067 true 1.32 2731

ENSGALP00000038179 CID 153 - 167

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1661,96)" 2209 true 0.53 2732

ENSGALP00000006778 CID 49 - 65

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1836,87)" 6018 2733

ENSGALP00000018695 CID 316 - 322

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(891,51)" 855 false 2734

ENSGALP00000007934 CID 27 - 35

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1185,67)" 14180 true 1.14 2735

ENSGALP00000011160 CID 52 - 61

Hsap of 4: ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit G - 
HGNC:14247 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1185,67)" 14180 false 2736

ENSGALP00000014813 CID 450 - 463
dipeptidyl-peptidase 7 - 
CGNC Symbol 6929 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1487,76)" 1868 true 2.56 2737



ENSGALP00000007490 CID 163 - 171 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1273,65)" 5217 false 2738

ENSGALP00000041816 CID 309 - 323
calcium binding protein 39 - 
HGNC:20292 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1970,87)" 2544 true 0.88 2739

ENSGALP00000021343 CID 263 - 272

serine/threonine kinase 
receptor associated protein - 
CGNC Symbol 9899 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1207,62)" 1372 true 1.45 2740

ENSGALP00000023635 CID 117 - 127
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1275,67)" 20287 true 0.33 2741

ENSGALP00000041816 CID 309 - 323
calcium binding protein 39 - 
HGNC:20292 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1978,92)" 2249 true 0.88 2742

ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(797,45)" 5105 false 2.04 2743

ENSGALP00000003381 CID 380 - 386
aconitase 1 soluble - CGNC 
Symbol 48955 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(797,45)" 5105 2744



ENSGALP00000012145 CID 456 - 461

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(797,45)" 5105 2745

ENSGALP00000023635 CID 117 - 127
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1279,67)" 1020 2746

ENSGALP00000027504 CID 2,269 - 2,275
neurobeachin - CGNC 
Symbol 12814 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(785,48)" 1695 false 0.44 2747

ENSGALP00000015061 CID 145 - 151
fibrinogen alpha chain - 
CGNC Symbol 49746 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(815,48)" 13577 false 0.42 2748

ENSGALP00000006050 CID 185 - 197

calcium homeostasis 
endoplasmic reticulum 
protein - CGNC Symbol 
2800 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1506,76)" 9522 true 0.51 2749

ENSGALP00000042552 CID 383 - 393
guanylate binding protein - 
CGNC Symbol 49284 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1444,77)" 9091 false 2750

ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 4 - CGNC 
Symbol 6824 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1577,72)" 10860 true 0.36 2751



ENSGALP00000003357 CID 189 - 215

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2748,23)" 295 false 2752

ENSGALP00000024213 CID 169 - 176

ribosome production factor 
2 homolog - CGNC Symbol 
11187 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(885,53)" 10584 2753

ENSGALP00000006939 CID 708 - 716
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1133,71)" 14317 true 1.3 2754

ENSGALP00000005643 CID 439 - 452

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1413,74)" 10558 true 0.39 2755

ENSGALP00000023439 CID 98 - 109

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1480,68)" 5249 true 0.49 2756

ENSGALP00000029968 CID 104 - 115
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1513,82)" 719 false 2757

ENSGALP00000017123 CID 318 - 323

lymphoid enhancer binding 
factor 1 - CGNC Symbol 
7997 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(842,43)" 5411 false 2758



ENSGALP00000022734 CID 137 - 145

small glutamine-rich 
tetratricopeptide repeat-
containing protein alpha - 
Refseq NP_001026550 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(948,53)" 3515 true 0.51 2759

ENSGALP00000025165 CID 75 - 85

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1264,68)" 813 true 2.58 2760

ENSGALP00000038463 CID 223 - 233
ribosomal protein L7a - 
CGNC Symbol 50454 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1490,73)" 10614 2761

ENSGALP00000016287 CID 119 - 131

brain and reproductive 
organ-expressed 
(TNFRSF1A modulator) - 
CGNC Symbol 7632 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1750,83)" 10456 true 0.31 2762

ENSGALP00000014265 CID 75 - 82

RAB1A member RAS 
oncogene family - CGNC 
Symbol 6666 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1018,51)" 2865 true 1.3 2763

ENSGALP00000016287 CID 119 - 131

brain and reproductive 
organ-expressed 
(TNFRSF1A modulator) - 
CGNC Symbol 7632 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1754,86)" 2857 2764

ENSGALP00000024417 CID 938 - 944

trafficking protein particle 
complex 8 - CGNC Symbol 
11281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(858,51)" 2336 false 2765



ENSGALP00000040654 CID 27 - 39
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1568,86)" 15577 false 2766

ENSGALP00000005643 CID 16 - 23

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(862,48)" 9621 2767

ENSGALP00000028022 CID 50 - 56
YY1 transcription factor - 
CGNC Symbol 51971 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(862,48)" 9621 false 0.28 2768

ENSGALP00000008056 CID 403 - 408

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(870,39)" 1966 false 2.75 2769

ENSGALP00000019469 CID 121 - 128
ribosomal protein SA - 
CGNC Symbol 49202 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(912,54)" 5031 2770

ENSGALP00000012815 CID 127 - 134

dihydrolipoamide S-
acetyltransferase - CGNC 
Symbol 5977 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(912,54)" 5031 true 0.84 2771

ENSGALP00000003381 CID 73 - 82
aconitase 1 soluble - CGNC 
Symbol 48955 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1220,77)" 5589 false 2772



ENSGALP00000015964 CID 60 - 73
ribosomal protein L18a - 
CGNC Symbol 50601 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1682,90)" 1780 false 2773

ENSGALP00000012815 CID 127 - 134

dihydrolipoamide S-
acetyltransferase - CGNC 
Symbol 5977 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(916,56)" 2322 2774

ENSGALP00000042294 CID 2,177 - 2,190

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1410,86)" 17217 false 2775

ENSGALP00000036963 CID 27 - 31
60S ribosomal protein L15 - 
Refseq NP_001292094 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(840,39)" 5504 false 2776

ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal 
protein S12 (RPS12) mRNA. - 
RefSeq mRNA 
NM_001277911 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1094,64)" 29475 true 1.14 2777

ENSGALP00000002373 CID 561 - 573

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1479,79)" 21470 true 0.27 2778

ENSGALP00000025606 CID 173 - 179

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(895,52)" 4492 false 1.19 2779



ENSGALP00000002373 CID 561 - 573

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1483,82)" 4817 2780

ENSGALP00000040424 CID 177 - 189

small nuclear 
ribonucleoprotein U5 
subunit 40 - CGNC Symbol 
381 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1523,72)" 2487 true 0.56 2781

ENSGALP00000025606 CID 173 - 179

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(903,55)" 10322 true 1.19 2782

ENSGALP00000033359 CID 89 - 98

fascin actin-bundling 
protein 1 - CGNC Symbol 
14444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1102,63)" 11559 2783

ENSGALP00000040424 CID 177 - 189

small nuclear 
ribonucleoprotein U5 
subunit 40 - CGNC Symbol 
381 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1527,73)" 925 2784

ENSGALP00000039796 CID 376 - 381

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(848,46)" 6298 true 0.9 2785

ENSGALP00000013870 CID 15 - 21

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(921,53)" 1132 false 2786



ENSGALP00000036720 CID 109 - 116

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(921,53)" 1132 false 0.69 2787

ENSGALP00000028073 CID 21 - 27

ADP ribosylation factor like 
GTPase 6 interacting 
protein 5 - CGNC Symbol 
13078 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(922,53)" 563 false 2788

ENSGALP00000006762 CID 394 - 402
bleomycin hydrolase - 
CGNC Symbol 3131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1119,50)" 3562 true 0.99 2789

ENSGALP00000042552 CID 426 - 437
guanylate binding protein - 
CGNC Symbol 49284 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1420,82)" 2136 false 2790

ENSGALP00000015897 CID 1,811 - 1,820
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1173,57)" 2208 2791

ENSGALP00000026067 CID 126 - 133

U2 small nuclear RNA 
auxiliary factor 1 - CGNC 
Symbol 49287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(942,54)" 887 false 2792

ENSGALP00000011055 CID 433 - 443

diaphanous homolog 1 
(Drosophila) - CGNC Symbol 
49017 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1572,85)" 3213 true 0.5 2793



ENSGALP00000034078 CID 51 - 57

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(980,60)" 2689 true 1.24 2794

ENSGALP00000019975 CID 488 - 495

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1043,60)" 8618 2795

ENSGALP00000004641 CID 1,345 - 1,354
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1205,66)" 4049 2796

ENSGALP00000004186 CID 380 - 387
annexin A11 - CGNC Symbol 
52013 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1027,52)" 3288 true 0.8 2797

ENSGALP00000019031 CID 149 - 159
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1258,64)" 4444 true 0.77 2798

ENSGALP00000004186 CID 380 - 387
annexin A11 - CGNC Symbol 
52013 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1031,55)" 2622 2799

ENSGALP00000039965 CID 551 - 562

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1330,73)" 6284 true 0.53 2800



ENSGALP00000000924 CID 45 - 51
acyl-CoA thioesterase 7 - 
CGNC Symbol 50978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(717,41)" 1416 2801

ENSGALP00000042680 CID 197 - 206

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1160,55)" 272649 true 0.79 2802

ENSGALP00000015657 CID 197 - 206
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1160,55)" 272649 true 0.79 2803

ENSGALP00000035370 CID 157 - 166

hepatoma-derived growth 
factor - CGNC Symbol 
58434 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1162,60)" 7801 false 0.58 2804

ENSGALP00000026477 CID 1-Oct
nucleolar protein 10 - CGNC 
Symbol 12312 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1162,60)" 7801 false 0.58 2805

ENSGALP00000013987 CID 433 - 443

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1375,75)" 7293 2806

ENSGALP00000041134 CID 243 - 249

microfibrillar associated 
protein 1 - CGNC Symbol 
6322 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(845,48)" 838 false 2807



ENSGALP00000020867 CID 58 - 67
enoyl-CoA delta isomerase 
2 - CGNC Symbol 9709 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1171,64)" 10819 false 2808

ENSGALP00000017495 CID 463 - 472
scinderin - CGNC Symbol 
8188 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1171,64)" 10819 true 1.32 2809

ENSGALP00000039547 CID 319 - 328

rabaptin RAB GTPase 
binding effector protein 1 - 
CGNC Symbol 49558 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1318,61)" 15142 false 2810

ENSGALP00000007490 CID 441 - 450 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1318,61)" 15142 false 2811

ENSGALP00000006284 CID 178 - 203

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2557,14)" 697 true 1.39 2812

ENSGALP00000018382 CID 1,171 - 1,176
early endosome antigen 1 - 
CGNC Symbol 8572 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(747,48)" 814 false 2813

ENSGALP00000012376 CID Jul-13

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(747,48)" 814 false 2814



ENSGALP00000005619 CID 37 - 43

polyamine oxidase (exo-N4-
amino) - CGNC Symbol 
65340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(747,48)" 814 2815

ENSGALP00000008338 CID 1,134 - 1,140

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(891,55)" 915 2816

ENSGALP00000017495 CID 463 - 472
scinderin - CGNC Symbol 
8188 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1175,67)" 13184 2817

ENSGALP00000014828 CID 1-Oct
PIT54 protein precursor - 
Refseq NP_997063 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1195,61)" 9043 false 2818

ENSGALP00000005281 CID 122 - 128
clathrin light chain B - CGNC 
Symbol 50199 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(975,49)" 2574 true 1.03 2819

ENSGALP00000020534 CID 289 - 298

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1197,58)" 6046 true 2.99 2820

ENSGALP00000030734 CID 1,108 - 1,119

microtubule associated 
monooxygenase calponin 
and LIM domain containing 
1 - CGNC Symbol 25636 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1381,83)" 397802 false 0.1 2821



ENSGALP00000010662 CID 298 - 310

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1381,83)" 397802 2822

ENSGALP00000042281 CID 643 - 652

minichromosome 
maintenance complex 
component 3 associated 
protein - CGNC Symbol 
3212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1300,69)" 1155 2823

ENSGALP00000012723 CID 2,028 - 2,038

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1163,61)" 3017 2824

ENSGALP00000000639 CID 202 - 210
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1163,61)" 3017 2825

ENSGALP00000003737 CID 184 - 193
enolase 1 (alpha) - CGNC 
Symbol 49607 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1199,70)" 50862 true 1.4 2826

ENSGALP00000012326 CID 135 - 144

Fas associated via death 
domain - CGNC Symbol 
51906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1199,70)" 50862 false 0.75 2827

ENSGALP00000018418 CID 406 - 415
N-glycanase 1 - CGNC 
Symbol 8593 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1199,70)" 50862 false 0.75 2828



ENSGALP00000027953 CID 202 - 214
ribosomal protein S3 - 
CGNC Symbol 13020 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1542,92)" 1925 true 1.2 2829

ENSGALP00000032625 CID 16 - 22
nucleolin - CGNC Symbol 
5823 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(824,52)" 1391 false 2830

ENSGALP00000007934 CID 27 - 35

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1177,62)" 7471 true 1.14 2831

ENSGALP00000009605 CID 91 - 101

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1210,66)" 2640 true 2.28 2832

ENSGALP00000027953 CID 202 - 214
ribosomal protein S3 - 
CGNC Symbol 13020 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1555,00)" 2316 true 1.2 2833

ENSGALP00000041361 CID 18 - 23
ribosomal protein L17 - 
HGNC:10307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(834,43)" 4365 true 0.73 2834

ENSGALP00000015000 CID 97 - 108

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1160,57)" 400494 false 1.73 2835



ENSGALP00000032274 CID 209 - 218

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1212,66)" 7959 true 0.53 2836

ENSGALP00000023099 CID 318 - 327
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1212,66)" 7959 false 0.53 2837

ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 4 - CGNC 
Symbol 6824 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1581,74)" 2484 2838

ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1611,74)" 38721 true 2.16 2839

ENSGALP00000003737 CID 407 - 412
enolase 1 (alpha) - CGNC 
Symbol 49607 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(838,51)" 28089 2840

ENSGALP00000015623 CID 1,246 - 1,252

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(922,53)" 671 false 2841

ENSGALP00000019629 CID 30 - 41
proteasome subunit alpha 3 
- CGNC Symbol 9125 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1245,68)" 2886 true 0.94 2842



ENSGALP00000002497 CID 1-Nov

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1259,64)" 5256 2843

ENSGALP00000024116 CID Jan-13

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1655,85)" 29080 2844

ENSGALP00000015623 CID 529 - 535

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(864,54)" 4863 false 2845

ENSGALP00000042988 CID 154 - 161
proteasome subunit beta 2 - 
HGNC:9539 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(986,56)" 1383 false 2846

ENSGALP00000038782 CID 91 - 100
nucleobindin 2 - CGNC 
Symbol 51883 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1232,68)" 2420 true 0.79 2847

ENSGALP00000023635 CID 445 - 454
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1301,69)" 15664 false 2848

ENSGALP00000021314 CID 485 - 497
caldesmon 1 - CGNC 
Symbol 9884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1301,69)" 15664 false 2849



ENSGALP00000010414 CID 221 - 232

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1511,72)" 6030 false 2850

ENSGALP00000038782 CID 91 - 100
nucleobindin 2 - CGNC 
Symbol 51883 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1236,70)" 1903 2851

ENSGALP00000015409 CID 733 - 743
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1382,63)" 1192 false 2852

ENSGALP00000001800 CID 526 - 539

spermatid perinuclear RNA 
binding protein - CGNC 
Symbol 50441 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1647,82)" 1525 true 0.57 2853

ENSGALP00000002944 CID 886 - 895
WAPL cohesin release 
factor - CGNC Symbol 1347 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1075,60)" 654 false 0.91 2854

ENSGALP00000027665 CID 1-Oct

acetyl-CoA 
acetyltransferase 1 - CGNC 
Symbol 12890 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1075,60)" 654 2855

ENSGALP00000020092 CID 130 - 137

ubiquitin-conjugating 
enzyme E2D 3 - CGNC 
Symbol 51809 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1075,60)" 654 false 0.91 2856



ENSGALP00000001800 CID 526 - 539

spermatid perinuclear RNA 
binding protein - CGNC 
Symbol 50441 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1655,87)" 871 true 0.57 2857

ENSGALP00000018686 CID 588 - 597

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1101,74)" 665 2858

ENSGALP00000012240 CID 371 - 380

amyloid beta (A4) precursor 
protein-binding family B 
member 1 interacting 
protein - CGNC Symbol 
5719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1251,72)" 1485 false 2859

ENSGALP00000024681 CID 87 - 96

N-acetylneuraminate 
synthase - CGNC Symbol 
11406 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1359,64)" 8732 true 0.59 2860

ENSGALP00000042641 CID 61 - 80

GATA zinc finger domain 
containing 2B - 
HGNC:30778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2213,09)" 900 false 2861

ENSGALP00000024681 CID 87 - 96

N-acetylneuraminate 
synthase - CGNC Symbol 
11406 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1363,67)" 4842 2862

ENSGALP00000022402 CID Jun-23

galactose mutarotase 
(aldose 1-epimerase) - 
CGNC Symbol 10350 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2062,92)" 637 false 2863



ENSGALP00000015964 CID 35 - 44
ribosomal protein L18a - 
CGNC Symbol 50601 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1159,74)" 2897 true 1.18 2864

ENSGALP00000016536 CID 761 - 770
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1159,74)" 2897 false 2865

ENSGALP00000009709 CID 611 - 623

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1327,74)" 21522 true 0.61 2866

ENSGALP00000003381 CID Jan-19
aconitase 1 soluble - CGNC 
Symbol 48955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2257,27)" 19515 2867

ENSGALP00000029968 CID 287 - 294
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(962,56)" 2718 true 1.04 2868

ENSGALP00000023081 CID 308 - 314

Gallus gallus suppressor of 
Ty 5 homolog (S. cerevisiae) 
(SUPT5H) mRNA. - RefSeq 
mRNA NM_001031384 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(962,56)" 2718 false 1.04 2869

ENSGALP00000004317 CID 738 - 744
golgi glycoprotein 1 - CGNC 
Symbol 1981 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(962,56)" 2718 false 1.04 2870



ENSGALP00000009709 CID 611 - 623

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1331,76)" 11006 2871

ENSGALP00000001183 CID 225 - 235

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1420,72)" 6119 true 0.6 2872

ENSGALP00000026406 CID 498 - 510

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1536,85)" 4411 true 0.67 2873

ENSGALP00000042659 CID 511 - 528

B-cell lymphoma/leukemia 
11B-like - CGNC Symbol 
63941 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1948,90)" 5417 false 2874

ENSGALP00000043331 CID 472 - 491
topoisomerase (DNA) I - 
CGNC Symbol 2691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2238,98)" 4980 true 0.58 2875

ENSGALP00000029968 CID 287 - 294
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(970,61)" 2837 true 1.04 2876

ENSGALP00000035478 CID 1,627 - 1,639
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1344,76)" 33552 2877



ENSGALP00000026406 CID 498 - 510

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1540,88)" 2975 2878

ENSGALP00000022293 CID 134 - 151 ezrin - CGNC Symbol 10288 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2223,11)" 1292 false 2879

ENSGALP00000043331 CID 472 - 491
topoisomerase (DNA) I - 
CGNC Symbol 2691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2247,03)" 2328 true 0.58 2880

ENSGALP00000023850 CID 221 - 232

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1348,78)" 1335 2881

ENSGALP00000025762 CID 237 - 257

runt-related transcription 
factor 1 - CGNC Symbol 
49673 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2382,18)" 3228 false 2882

ENSGALP00000016363 CID 43 - 49

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(837,47)" 1558 2883

ENSGALP00000020169 CID 180 - 187
phosphorylase glycogen 
liver - CGNC Symbol 49139 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(944,50)" 4152 true 1.1 2884



ENSGALP00000025130 CID 55 - 67
ribosomal protein S23 - 
HGNC:10410 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1396,81)" 108458 false 0.54 2885

ENSGALP00000035658 CID 127 - 133
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(801,50)" 1969 false 2886

ENSGALP00000023850 CID 501 - 507

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(801,50)" 1969 false 2887

ENSGALP00000008824 CID 120 - 126

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(801,50)" 1969 false 2888

ENSGALP00000027391 CID 532 - 539

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(948,54)" 5312 true 1.53 2889

ENSGALP00000026664 CID 1,841 - 1,849

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1088,61)" 883 false 2890

ENSGALP00000023278 CID 191 - 205

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1433,86)" 6475 false 2891



ENSGALP00000012367 CID 141 - 153
SLC9A3 regulator 1 - CGNC 
Symbol 51624 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1483,80)" 1894 true 1.05 2892

ENSGALP00000007705 CID 198 - 210

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1562,87)" 24303 true 1.17 2893

ENSGALP00000038979 CID 826 - 839

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1584,83)" 1647 true 0.81 2894

ENSGALP00000042357 CID 83 - 89
H2A histone family member 
X - HGNC:4739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(864,54)" 5381 true 0.83 2895

ENSGALP00000021769 CID 208 - 216
scaffold attachment factor 
B - CGNC Symbol 52657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1164,63)" 1414 true 0.89 2896

ENSGALP00000019161 CID 142 - 155

WW domain binding 
protein 11 - CGNC Symbol 
53212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1448,82)" 2520 false 0.67 2897

ENSGALP00000007705 CID 198 - 210

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1570,92)" 27242 true 1.17 2898



ENSGALP00000016260 CID 31 - 37

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(833,46)" 26651 true 0.89 2899

ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal 
protein S12 (RPS12) mRNA. - 
RefSeq mRNA 
NM_001277911 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1098,66)" 25933 2900

ENSGALP00000015128 CID 150 - 158
lamin B receptor - CGNC 
Symbol 49736 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1172,64)" 11334 true 1.73 2901

ENSGALP00000035366 CID 281 - 288

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1172,64)" 11334 false 2902

ENSGALP00000022235 CID Oct-21

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1634,86)" 1064 true 1.27 2903

ENSGALP00000003737 CID Oct-15
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(798,42)" 28534 2904

ENSGALP00000016260 CID 31 - 37

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(837,48)" 30495 2905



ENSGALP00000006965 CID 33 - 38

VPS35 retromer complex 
component - CGNC Symbol 
3222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(837,48)" 30495 2906

ENSGALP00000038677 CID 45 - 54

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1137,69)" 909 false 2907

ENSGALP00000043298 CID 68 - 76

muscleblind-like splicing 
regulator 1 - CGNC Symbol 
52321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1157,67)" 1056 true 1.02 2908

ENSGALP00000022235 CID Oct-21

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1642,91)" 1354 true 1.27 2909

ENSGALP00000036760 CID 52 - 59

centrosomal protein 
135kDa - CGNC Symbol 
10315 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(845,52)" 4717 2910

ENSGALP00000020666 CID 185 - 192
DEK proto-oncogene - 
CGNC Symbol 9623 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(845,52)" 4717 false 1.3 2911

ENSGALP00000010153 CID 259 - 267

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1193,65)" 1929 false 0.64 2912



ENSGALP00000003954 CID 220 - 231

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1381,83)" 2140 false 2913

ENSGALP00000002996 CID 202 - 209

solute carrier family 25 
(mitochondrial carrier 
phosphate carrier) member 
24 - CGNC Symbol 1369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(858,45)" 1970 false 0.68 2914

ENSGALP00000022433 CID 110 - 122
polymerase (RNA) II subunit 
I - HGNC:9196 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1661,78)" 1456 false 2915

P35527 CID 445 - 449

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(720,42)" 1572 false 2916

ENSGALP00000020463 CID 612 - 618

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(856,51)" 9371 false 0.62 2917

ENSGALP00000023850 CID 296 - 302

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(862,48)" 3920 2918

ENSGALP00000039965 CID 551 - 562

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1334,75)" 2153 2919



ENSGALP00000038463 CID 53 - 58
ribosomal protein L7a - 
CGNC Symbol 50454 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(860,51)" 1014 false 2920

ENSGALP00000014768 CID 281 - 287
EH-domain containing 3 - 
CGNC Symbol 51465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(860,51)" 1014 2921

ENSGALP00000016118 CID 170 - 180

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1342,72)" 1251 false 2922

ENSGALP00000028782 CID 27 - 39
thymosin beta 10 - CGNC 
Symbol 13616 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1582,87)" 61045 false 2923

ENSGALP00000043372 CID 192 - 204

farnesyl diphosphate 
synthase - CGNC Symbol 
23240 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1662,80)" 9183 false 2924

ENSGALP00000020534 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1791,87)" 11474 true 1.09 2925

ENSGALP00000007934 CID 89 - 95

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(925,50)" 3848 2926



ENSGALP00000009393 CID 141 - 152

clustered mitochondria 
(cluA/CLU1) homolog - 
CGNC Symbol 4370 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1315,76)" 845 false 2927

ENSGALP00000022816 CID 153 - 163

Gallus gallus cytochrome b5 
reductase 3 (CYB5R3) 
mRNA. - RefSeq mRNA 
NM_001291805 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1315,76)" 845 false 2928

ENSGALP00000003092 CID 303 - 314
protein prune homolog - 
CGNC Symbol 65719 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1442,79)" 4647 true 0.47 2929

ENSGALP00000003737 CID 127 - 132
enolase 1 (alpha) - CGNC 
Symbol 49607 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(732,45)" 22265 true 1.23 2930

ENSGALP00000008236 CID 1,027 - 1,033
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(952,47)" 4385 true 0.75 2931

ENSGALP00000003737 CID 127 - 132
enolase 1 (alpha) - CGNC 
Symbol 49607 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(736,47)" 23070 2932

ENSGALP00000015623 CID 499 - 506

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(894,56)" 1995 false 0.95 2933



ENSGALP00000007822 CID 420 - 427

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(894,56)" 1995 true 0.99 2934

ENSGALP00000018309 CID 484 - 498
raftlin lipid raft linker 1 - 
CGNC Symbol 8540 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1865,93)" 3940 true 0.64 2935

ENSGALP00000003584 CID 118 - 123
H3 histone family 3B - 
CGNC Symbol 49711 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(744,48)" 18555 false 2936

ENSGALP00000041361 CID 116 - 130
ribosomal protein L17 - 
HGNC:10307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1864,12)" 2555 true 2.23 2937

ENSGALP00000027534 CID 804 - 811

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(994,55)" 883 true 1.41 2938

ENSGALP00000007680 CID 262 - 270
ribosomal protein L6 - 
CGNC Symbol 48978 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1000,57)" 3666 false 2939

ENSGALP00000007490 CID 374 - 381 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1037,51)" 21017 2940



ENSGALP00000014105 CID 162 - 173

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1207,75)" 71732 false 1.24 2941

ENSGALP00000000054 CID 80 - 89
G protein subunit alpha i3 - 
HGNC:4387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1207,75)" 71732 false 2942

ENSGALP00000035815 CID 106 - 117

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1207,75)" 71732 false 1.24 2943

ENSGALP00000003737 CID 184 - 193
enolase 1 (alpha) - CGNC 
Symbol 49607 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1207,75)" 71732 true 1.4 2944

ENSGALP00000018750 CID 186 - 197

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1389,76)" 7080 true 0.55 2945

ENSGALP00000041361 CID 116 - 130
ribosomal protein L17 - 
HGNC:10307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1880,19)" 7054 true 2.23 2946

ENSGALP00000038795 CID 176 - 182

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(751,47)" 1119 false 2947



ENSGALP00000025130 CID 55 - 67
ribosomal protein S23 - 
HGNC:10410 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1424,85)" 13715 false 2948

ENSGALP00000013294 CID 405 - 421
5'-nucleotidase cytosolic II - 
CGNC Symbol 6204 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1973,00)" 4758 2949

ENSGALP00000038107 CID 189 - 197

squamous cell carcinoma 
antigen recognized by T-
cells 3 - HGNC:16860 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1066,55)" 1021 2950

ENSGALP00000006939 CID 164 - 171
annexin A6 - CGNC Symbol 
49340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1066,55)" 1021 true 1.03 2951

ENSGALP00000019192 CID 228 - 239

uridine monophosphate 
synthetase - CGNC Symbol 
8931 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1248,76)" 4382 2952

ENSGALP00000008498 CID 102 - 114
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1502,88)" 24736 true 0.61 2953

ENSGALP00000034108 CID 305 - 310
pyruvate kinase muscle - 
CGNC Symbol 1412 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(761,48)" 1577 false 2954



ENSGALP00000006939 CID 164 - 171
annexin A6 - CGNC Symbol 
49340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1074,59)" 1056 true 1.03 2955

ENSGALP00000008498 CID 102 - 114
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1510,93)" 14565 true 0.61 2956

ENSGALP00000025508 CID 397 - 412

SR-related CTD-associated 
factor 4 - CGNC Symbol 
11826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1991,97)" 7656 true 0.34 2957

ENSGALP00000041817 CID 140 - 158

marginal zone B and B1 cell 
specific protein - CGNC 
Symbol 63940 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2238,03)" 1366 true 1.98 2958

ENSGALP00000040011 CID 323 - 335
Hsap of 1: DEAD-box 
helicase 21 - HGNC:2744 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1527,81)" 3001 true 0.7 2959

ENSGALP00000041817 CID 140 - 158

marginal zone B and B1 cell 
specific protein - CGNC 
Symbol 63940 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2242,05)" 3062 2960

ENSGALP00000010210 CID 287 - 292

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(807,45)" 1625 2961



ENSGALP00000040011 CID 323 - 335
Hsap of 1: DEAD-box 
helicase 21 - HGNC:2744 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1531,84)" 2089 2962

ENSGALP00000015735 CID 91 - 105
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1883,05)" 3910 true 0.53 2963

ENSGALP00000015735 CID 91 - 105
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1895,13)" 1678 true 0.53 2964

ENSGALP00000022235 CID 365 - 373

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1097,64)" 1190 true 0.87 2965

ENSGALP00000024116 CID Jan-13

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1671,85)" 1026 2966

ENSGALP00000040424 CID 55 - 79

small nuclear 
ribonucleoprotein U5 
subunit 40 - CGNC Symbol 
381 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2314,17)" 2096 2967

ENSGALP00000026123 CID 38 - 44

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(923,53)" 2264 true 0.88 2968



ENSGALP00000007469 CID 453 - 465

LEO1 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
55225 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1549,86)" 18679 2969

ENSGALP00000039547 CID 202 - 208

rabaptin RAB GTPase 
binding effector protein 1 - 
CGNC Symbol 49558 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(859,49)" 13177 false 0.68 2970

ENSGALP00000007705 CID 245 - 251

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(859,49)" 13177 true 0.68 2971

ENSGALP00000026123 CID 38 - 44

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(927,56)" 1512 2972

ENSGALP00000010888 CID 111 - 120

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1360,57)" 1859 true 3.32 2973

ENSGALP00000039547 CID 202 - 208

rabaptin RAB GTPase 
binding effector protein 1 - 
CGNC Symbol 49558 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(863,51)" 8260 2974

ENSGALP00000021314 CID 254 - 260
caldesmon 1 - CGNC 
Symbol 9884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(863,51)" 8260 false 2975



ENSGALP00000007705 CID 245 - 251

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(863,51)" 8260 2976

ENSGALP00000042552 CID 444 - 451
guanylate binding protein - 
CGNC Symbol 49284 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1011,59)" 592 false 2977

ENSGALP00000020654 CID 959 - 968
KIAA1033 - CGNC Symbol 
9617 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1205,57)" 13387 false 2978

ENSGALP00000043196 CID 1,614 - 1,620
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(906,49)" 26382 false 0.64 2979

ENSGALP00000042837 CID 79 - 87

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1026,60)" 1048 false 0.7 2980

ENSGALP00000005944 CID 135 - 143
phospholipase C gamma 1 - 
CGNC Symbol 50935 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1026,60)" 1048 true 0.7 2981

ENSGALP00000037924 CID 106 - 114

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1026,60)" 1048 false 0.7 2982



ENSGALP00000037462 CID 312 - 322
thymopoietin - CGNC 
Symbol 50621 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1326,74)" 2152 false 2983

ENSGALP00000027504 CID 1,998 - 2,012
neurobeachin - CGNC 
Symbol 12814 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1810,75)" 2972 false 2984

ENSGALP00000021927 CID 134 - 153

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2396,10)" 4688 true 0.32 2985

ENSGALP00000021333 CID 138 - 157

IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 
49585 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2396,10)" 4688 true 0.32 2986

ENSGALP00000003152 CID 675 - 680
adenosylhomocysteinase - 
CGNC Symbol 1443 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(736,47)" 2286 false 2987

ENSGALP00000006050 CID 185 - 197

calcium homeostasis 
endoplasmic reticulum 
protein - CGNC Symbol 
2800 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1510,78)" 3126 2988

ENSGALP00000010405 CID 517 - 531
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1703,86)" 6379 2989



ENSGALP00000018742 CID 173 - 177
creatine kinase brain - 
CGNC Symbol 49719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(717,42)" 5772 2990

ENSGALP00000022724 CID 414 - 419

embryonic ectoderm 
development - CGNC 
Symbol 10494 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(717,42)" 5772 false 2991

ENSGALP00000011689 CID 458 - 466

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1107,55)" 5254 true 1.57 2992

ENSGALP00000002808 CID 481 - 489

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1224,55)" 16872 true 0.21 2993

ENSGALP00000016629 CID 169 - 190
peroxiredoxin 1 - CGNC 
Symbol 7794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2490,30)" 4461 false 2994

ENSGALP00000039530 CID 95 - 99

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(727,41)" 20129 true 0.52 2995

ENSGALP00000020092 CID 125 - 129

ubiquitin-conjugating 
enzyme E2D 3 - CGNC 
Symbol 51809 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(727,41)" 20129 2996



ENSGALP00000020534 CID 165 - 174

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1109,70)" 6374 true 1.14 2997

ENSGALP00000019163 CID 66 - 76
histone H1 - CGNC Symbol 
53214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1157,66)" 76688 true 0.25 2998

ENSGALP00000037266 CID 70 - 80

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1157,66)" 76688 true 0.25 2999

ENSGALP00000019471 CID 45 - 57
PHD finger protein 5A - 
CGNC Symbol 9062 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1649,65)" 16955 true 0.34 3000

ENSGALP00000015964 CID 35 - 44
ribosomal protein L18a - 
CGNC Symbol 50601 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1151,69)" 1493 true 1.18 3001

ENSGALP00000032274 CID 209 - 218

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1216,67)" 4909 3002

ENSGALP00000009004 CID 154 - 164
phosphodiesterase 12 - 
CGNC Symbol 50135 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1216,67)" 4909 false 3003



ENSGALP00000019471 CID 45 - 57
PHD finger protein 5A - 
CGNC Symbol 9062 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1653,68)" 5743 3004

ENSGALP00000015128 CID 109 - 126
lamin B receptor - CGNC 
Symbol 49736 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2051,12)" 13367 true 0.15 3005

ENSGALP00000012163 CID 896 - 900

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(731,44)" 9749 3006

ENSGALP00000039530 CID 95 - 99

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(731,44)" 9749 3007

ENSGALP00000007492 CID 231 - 238

tropomodulin 3 
(ubiquitous) - CGNC Symbol 
49978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(907,49)" 8061 true 0.56 3008

ENSGALP00000017819 CID 282 - 291

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1172,69)" 1593 3009

ENSGALP00000014935 CID 41 - 48
fragile X mental retardation 
1 - CGNC Symbol 51729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1039,58)" 2377 true 2.3 3010



ENSGALP00000042281 CID 374 - 383

minichromosome 
maintenance complex 
component 3 associated 
protein - CGNC Symbol 
3212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1096,66)" 2610 true 0.62 3011

ENSGALP00000027391 CID 331 - 340

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1263,59)" 57281 true 1.23 3012

ENSGALP00000012474 CID 144 - 162

trafficking protein particle 
complex 4 - CGNC Symbol 
5825 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2271,29)" 18103 false 3013

ENSGALP00000014935 CID 41 - 48
fragile X mental retardation 
1 - CGNC Symbol 51729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1043,60)" 6407 3014

ENSGALP00000027391 CID 331 - 340

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1267,62)" 70370 3015

ENSGALP00000005643 CID 439 - 452

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1417,77)" 6220 3016

ENSGALP00000042163 CID 345 - 358
seryl-tRNA synthetase - 
CGNC Symbol 332 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1730,77)" 13425 true 0.88 3017



ENSGALP00000013491 CID 1,305 - 1,318

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1746,92)" 3065 false 3018

ENSGALP00000011372 CID 808 - 827
pitrilysin metallopeptidase 
1 - CGNC Symbol 5310 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2285,31)" 8134 false 3019

ENSGALP00000038408 CID 15 - 22
Y box binding protein 1 - 
CGNC Symbol 3598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(968,49)" 21664 true 0.96 3020

ENSGALP00000024854 CID Oct-18

mitochondrial pyruvate 
carrier 2 - CGNC Symbol 
11506 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1130,58)" 2104 3021

ENSGALP00000026487 CID 399 - 411

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1201,66)" 1506 true 2.81 3022

ENSGALP00000002944 CID 896 - 906
WAPL cohesin release 
factor - CGNC Symbol 1347 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1424,72)" 9223 true 0.55 3023

ENSGALP00000042163 CID 345 - 358
seryl-tRNA synthetase - 
CGNC Symbol 332 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1734,76)" 7707 3024



ENSGALP00000011372 CID 808 - 827
pitrilysin metallopeptidase 
1 - CGNC Symbol 5310 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2289,40)" 1723 false 3025

ENSGALP00000021927 CID 478 - 486

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1137,57)" 785 false 0.94 3026

ENSGALP00000043256 CID Feb-13

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1456,73)" 7265 true 5.25 3027

ENSGALP00000021927 CID 57 - 71

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1769,77)" 1402 true 0.73 3028

ENSGALP00000006284 CID 100 - 106

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(837,40)" 2350 true 1.02 3029

ENSGALP00000021927 CID 478 - 486

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1141,61)" 734 3030

ENSGALP00000008911 CID 61 - 72

Major histocompatibility 
complex class II beta chain 
BLB1 - CGNC Symbol 54366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1459,72)" 2254 true 0.62 3031



ENSGALP00000012986 CID 121 - 127

protein tyrosine 
phosphatase non-receptor 
type 1 - CGNC Symbol 6062 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1008,47)" 5146 false 3032

ENSGALP00000003898 CID 389 - 397
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1188,64)" 683 true 0.55 3033

ENSGALP00000019975 CID 476 - 487

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1381,76)" 1245 false 3034

ENSGALP00000029993 CID Aug-23

Rho GDP dissociation 
inhibitor (GDI) beta - CGNC 
Symbol 8920 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1911,81)" 9000 false 3035

ENSGALP00000043298 CID 235 - 245

muscleblind-like splicing 
regulator 1 - CGNC Symbol 
52321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1364,76)" 2042 true 1.09 3036

ENSGALP00000001577 CID 631 - 643
SRP receptor alpha subunit - 
CGNC Symbol 713 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1387,86)" 1468 false 3037

ENSGALP00000005453 CID 70 - 82

DnaJ heat shock protein 
family (Hsp40) member C7 - 
CGNC Symbol 2515 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1504,77)" 1581 false 3038



ENSGALP00000022004 CID 78 - 91
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1504,77)" 1581 3039

ENSGALP00000016361 CID 228 - 252
ribosomal protein S3A - 
CGNC Symbol 51748 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2536,29)" 7951 true 0.15 3040

ENSGALP00000005587 CID 339 - 346

solute carrier family 12 
(potassium/chloride 
transporters) member 4 - 
CGNC Symbol 50057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(903,49)" 839 false 3041

ENSGALP00000004962 CID 238 - 245
tripartite motif containing 
25 - CGNC Symbol 2279 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(903,49)" 839 false 3042

ENSGALP00000012481 CID 87 - 97
ribosomal protein L4 - 
CGNC Symbol 5828 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1212,53)" 10183 true 0.66 3043

ENSGALP00000011574 CID 70 - 80

dynein light chain 1 
cytoplasmic - CGNC Symbol 
53172 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1346,72)" 2712 true 0.71 3044

ENSGALP00000005587 CID 339 - 346

solute carrier family 12 
(potassium/chloride 
transporters) member 4 - 
CGNC Symbol 50057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(907,52)" 705 false 3045



ENSGALP00000041756 CID 149 - 156
Parkinsonism associated 
deglycase - HGNC:16369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(907,52)" 705 3046

ENSGALP00000004962 CID 238 - 245
tripartite motif containing 
25 - CGNC Symbol 2279 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(907,52)" 705 false 3047

ENSGALP00000012481 CID 87 - 97
ribosomal protein L4 - 
CGNC Symbol 5828 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1216,55)" 6760 3048

ENSGALP00000000224 CID 139 - 146
proliferating cell nuclear 
antigen - CGNC Symbol 92 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(936,46)" 5834 true 1.41 3049

ENSGALP00000027030 CID 27 - 35
ribosomal protein L31 - 
CGNC Symbol 50833 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1229,70)" 2638 false 3050

ENSGALP00000038774 CID 201 - 210
argininosuccinate synthase 
1 - CGNC Symbol 50457 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1254,77)" 3188 false 3051

ENSGALP00000024468 CID 65 - 76
ribosomal protein S15 - 
CGNC Symbol 11306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1437,80)" 9717 true 1.97 3052



ENSGALP00000024150 CID 702 - 721

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2028,15)" 825 3053

ENSGALP00000009037 CID 224 - 245
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2346,97)" 8827 true 0.25 3054

ENSGALP00000000224 CID 139 - 146
proliferating cell nuclear 
antigen - CGNC Symbol 92 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(940,48)" 8206 3055

ENSGALP00000027317 CID 374 - 381

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(972,55)" 77123 false 3056

ENSGALP00000032625 CID 309 - 316
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(972,55)" 77123 true 0.15 3057

ENSGALP00000035496 CID 114 - 125

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1549,76)" 4231 true 0.6 3058

ENSGALP00000009037 CID 224 - 245
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2351,00)" 2031 3059



ENSGALP00000024468 CID 65 - 76
ribosomal protein S15 - 
CGNC Symbol 11306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1449,88)" 19105 true 1.97 3060

ENSGALP00000001474 CID 180 - 195

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1689,88)" 2028 false 0.35 3061

ENSGALP00000014097 CID 34 - 44

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1365,79)" 176602 false 1.6 3062

ENSGALP00000001014 CID 405 - 417

interferon-induced 
guanylate-binding protein 1-
like - CGNC Symbol 51030 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1450,72)" 13528 false 3063

ENSGALP00000003715 CID 93 - 109

mesencephalic astrocyte 
derived neurotrophic factor 
- HGNC:15461 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2054,25)" 4588 false 3064

ENSGALP00000041134 CID 66 - 85

microfibrillar associated 
protein 1 - CGNC Symbol 
6322 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2411,09)" 590 false 3065

ENSGALP00000003584 CID 118 - 123
H3 histone family 3B - 
CGNC Symbol 49711 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(760,47)" 1144 false 3066



ENSGALP00000038463 CID 223 - 233
ribosomal protein L7a - 
CGNC Symbol 50454 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1486,69)" 6726 true 1.1 3067

ENSGALP00000039237 CID 1,548 - 1,567 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2307,22)" 551 false 3068

ENSGALP00000012367 CID 19 - 31
SLC9A3 regulator 1 - CGNC 
Symbol 51624 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1469,73)" 3814 true 0.91 3069

ENSGALP00000022004 CID 78 - 91
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1500,76)" 5153 true 0.58 3070

ENSGALP00000012917 CID Feb-27

nuclear factor of activated T-
cells cytoplasmic calcineurin-
dependent 2 - CGNC 
Symbol 6025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2554,12)" 1744 3071

ENSGALP00000021314 CID 384 - 388
caldesmon 1 - CGNC 
Symbol 9884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(748,43)" 35426 false 3072

ENSGALP00000012427 CID 201 - 205

leucine rich repeat 
containing 59 - CGNC 
Symbol 5794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(748,43)" 35426 false 3073



ENSGALP00000011717 CID 222 - 227
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(748,43)" 35426 false 0.81 3074

ENSGALP00000039765 CID 123 - 129

UTP14 U3 small nucleolar 
ribonucleoprotein homolog 
A (yeast) - CGNC Symbol 
51631 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(748,43)" 35426 false 0.81 3075

ENSGALP00000006164 CID 329 - 333

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily e member 1 - 
CGNC Symbol 51164 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(748,43)" 35426 false 3076

ENSGALP00000020915 CID 108 - 116

GDP-mannose 4 6-
dehydratase - CGNC Symbol 
9729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1047,59)" 3187 false 0.74 3077

ENSGALP00000008824 CID 143 - 153

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1276,64)" 5656 false 3078

ENSGALP00000012367 CID 19 - 31
SLC9A3 regulator 1 - CGNC 
Symbol 51624 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1477,77)" 3475 true 0.91 3079

ENSGALP00000007476 CID 142 - 154
SET nuclear oncogene - 
CGNC Symbol 3483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1502,70)" 6471 true 0.88 3080



ENSGALP00000010510 CID 57 - 72
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1861,96)" 22868 true 0.52 3081

ENSGALP00000021314 CID 236 - 243
caldesmon 1 - CGNC 
Symbol 9884 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1063,60)" 7790 3082

ENSGALP00000023059 CID 117 - 125

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1063,60)" 7790 3083

ENSGALP00000027519 CID 113 - 121

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1063,60)" 7790 3084

ENSGALP00000020445 CID 1,218 - 1,226

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1063,60)" 7790 false 0.72 3085

ENSGALP00000002862 CID 474 - 479
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(777,45)" 10687 false 3086

ENSGALP00000014935 CID 427 - 432
fragile X mental retardation 
1 - CGNC Symbol 51729 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(787,42)" 2786 false 1.28 3087



ENSGALP00000034108 CID 383 - 391
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1071,56)" 10962 true 1.8 3088

ENSGALP00000003737 CID Oct-15
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(794,40)" 32315 true 0.84 3089

ENSGALP00000017495 CID 518 - 524
scinderin - CGNC Symbol 
8188 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(852,50)" 1362 3090

ENSGALP00000005448 CID 66 - 72

microsomal glutathione S-
transferase 3 - CGNC 
Symbol 2512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(978,52)" 6001 true 0.49 3091

ENSGALP00000039758 CID 79 - 87

SAM and SH3 domain 
containing 3 - CGNC Symbol 
2900 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1075,59)" 20501 false 0.96 3092

ENSGALP00000034108 CID 383 - 391
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1075,59)" 20501 3093

ENSGALP00000020534 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1799,92)" 12233 true 1.09 3094



ENSGALP00000018309 CID 1-Jul
raftlin lipid raft linker 1 - 
CGNC Symbol 8540 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(835,42)" 7021 false 3095

ENSGALP00000005448 CID 66 - 72

microsomal glutathione S-
transferase 3 - CGNC 
Symbol 2512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(982,54)" 2964 3096

ENSGALP00000027391 CID 283 - 291

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1087,63)" 1133 false 3097

ENSGALP00000041057 CID 196 - 206
lectin mannose binding 2 - 
CGNC Symbol 63471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1342,67)" 18859 true 0.71 3098

ENSGALP00000011775 CID 1,048 - 1,055

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(800,46)" 1868 3099

ENSGALP00000040985 CID 42 - 53

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1506,76)" 12368 false 3100

ENSGALP00000039454 CID 85 - 101
beta-2-microglobulin - 
CGNC Symbol 1542 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1904,97)" 5674 false 3101



ENSGALP00000007492 CID 231 - 238

tropomodulin 3 
(ubiquitous) - CGNC Symbol 
49978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(911,53)" 3479 3102

ENSGALP00000010097 CID 556 - 562
MAP7 domain containing 3 - 
CGNC Symbol 4697 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(962,53)" 2185 false 0.83 3103

ENSGALP00000041815 CID 24 - 31
calponin-2 - Refseq 
NP_001135728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(962,53)" 2185 false 0.72 3104

ENSGALP00000007476 CID 138 - 154
SET nuclear oncogene - 
CGNC Symbol 3483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1873,94)" 1012 3105

ENSGALP00000008091 CID 413 - 418

dyskerin pseudouridine 
synthase 1 - CGNC Symbol 
3757 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(872,40)" 3495 true 0.56 3106

ENSGALP00000023274 CID 794 - 799

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(872,40)" 3495 false 0.56 3107

ENSGALP00000019252 CID 5,423 - 5,431

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(970,56)" 40843 false 0.64 3108



ENSGALP00000001866 CID 49 - 58

SAM domain and HD 
domain 1 - CGNC Symbol 
839 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1043,63)" 8050 3109

ENSGALP00000012100 CID 131 - 138
leucyl-tRNA synthetase - 
CGNC Symbol 5654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1043,63)" 8050 false 1.43 3110

ENSGALP00000041134 CID Oct-23

microfibrillar associated 
protein 1 - CGNC Symbol 
6322 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1448,82)" 4320 true 0.59 3111

ENSGALP00000013883 CID 557 - 568

protein phosphatase 2 
regulatory subunit B' delta - 
CGNC Symbol 6469 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1448,82)" 4320 false 1.29 3112

ENSGALP00000035496 CID 114 - 125

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1541,72)" 5758 true 0.6 3113

ENSGALP00000018987 CID 249 - 262
t-complex 1 - CGNC Symbol 
8842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1612,95)" 563 false 3114

ENSGALP00000013355 CID 43 - 56
ribosomal protein L30 - 
CGNC Symbol 6224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1612,95)" 563 3115



ENSGALP00000020154 CID 129 - 143
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1767,89)" 2221 true 0.54 3116

ENSGALP00000007492 CID 24 - 30

tropomodulin 3 
(ubiquitous) - CGNC Symbol 
49978 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(903,50)" 2187 false 3117

ENSGALP00000012723 CID 1,216 - 1,222

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(903,50)" 2187 true 2.98 3118

ENSGALP00000015160 CID 1,681 - 1,687

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(903,50)" 2187 true 2.98 3119

ENSGALP00000024803 CID 76 - 82
prolyl endopeptidase - 
CGNC Symbol 11476 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(997,51)" 8557 false 0.52 3120

ENSGALP00000016789 CID 965 - 972

protein phosphatase 1 
regulatory subunit 12A - 
CGNC Symbol 49610 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(997,51)" 8557 false 0.52 3121

ENSGALP00000017553 CID 110 - 117

basic leucine zipper and W2 
domains 2 - CGNC Symbol 
8215 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1039,54)" 3391 true 0.91 3122



ENSGALP00000000509 CID 62 - 74

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1476,76)" 8959 false 3123

ENSGALP00000020154 CID 129 - 143
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1771,92)" 967 3124

ENSGALP00000042317 CID 120 - 138

regulator of chromosome 
condensation 1 - 
HGNC:1913 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1926,96)" 997 false 3125

ENSGALP00000005647 CID 64 - 70
hippocalcin - CGNC Symbol 
2609 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(937,52)" 2938 3126

ENSGALP00000041179 CID 24 - 33

Hsap of 1: glucosamine-6-
phosphate deaminase 1 - 
HGNC:4417 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1082,65)" 1215 3127

ENSGALP00000035658 CID 1-Aug
paraspeckle component 1 - 
CGNC Symbol 50884 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(945,52)" 455 true 0.68 3128

ENSGALP00000019832 CID 255 - 264

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1158,70)" 1106 false 3129



ENSGALP00000038677 CID 135 - 145

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1178,71)" 11864 true 1.55 3130

ENSGALP00000040654 CID 27 - 39
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1596,89)" 59736 true 1.79 3131

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(959,54)" 1412 true 3.52 3132

ENSGALP00000015396 CID 929 - 937
SEC23 interacting protein - 
CGNC Symbol 7197 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(959,54)" 1412 3133

ENSGALP00000038107 CID 345 - 353

squamous cell carcinoma 
antigen recognized by T-
cells 3 - HGNC:16860 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1067,58)" 1071 false 3134

ENSGALP00000038677 CID 135 - 145

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1182,73)" 18367 3135

ENSGALP00000003357 CID 621 - 633

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1566,81)" 4887 true 0.61 3136



ENSGALP00000040654 CID 27 - 39
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1608,97)" 106905 true 1.79 3137

ENSGALP00000015128 CID 109 - 126
lamin B receptor - CGNC 
Symbol 49736 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2059,16)" 950 true 0.15 3138

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(967,59)" 5671 true 3.52 3139

ENSGALP00000007490 CID 374 - 381 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1033,49)" 12999 true 1.5 3140

ENSGALP00000000634 CID 478 - 490

LCK proto-oncogene Src 
family tyrosine kinase - 
HGNC:6524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1739,84)" 3616 false 3141

ENSGALP00000042140 CID 40 - 54

6-
phosphogluconolactonase - 
CGNC Symbol 10027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1645,97)" 2383 false 3142

ENSGALP00000012163 CID 571 - 579

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1238,73)" 1748 false 3143



ENSGALP00000005794 CID 3,133 - 3,139

spen family transcriptional 
repressor - CGNC Symbol 
2675 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(715,41)" 3144 false 3144

ENSGALP00000037924 CID 141 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1196,54)" 8949 true 1.45 3145

ENSGALP00000024479 CID 195 - 209
DAZ associated protein 1 - 
CGNC Symbol 11311 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1540,76)" 1824 false 3146

ENSGALP00000007819 CID 238 - 265
peptidase D - CGNC Symbol 
3636 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(3083,38)" 217 false 3147

ENSGALP00000013622 CID 2-Aug
5'-3' exoribonuclease 2 - 
CGNC Symbol 6344 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(835,43)" 17307 3148

ENSGALP00000026126 CID 31 - 37
ribosomal protein L8 - 
CGNC Symbol 12137 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(835,43)" 17307 true 0.9 3149

ENSGALP00000037924 CID 141 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1200,56)" 12942 3150



ENSGALP00000015978 CID 660 - 672

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1547,90)" 1510 false 3151

ENSGALP00000026126 CID 31 - 37
ribosomal protein L8 - 
CGNC Symbol 12137 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(839,46)" 15621 3152

ENSGALP00000025327 CID 757 - 763

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(962,58)" 2391 true 0.65 3153

ENSGALP00000015409 CID 557 - 568
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1364,79)" 2197 false 3154

ENSGALP00000019975 CID 616 - 631

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1770,85)" 9651 false 3155

ENSGALP00000023294 CID 391 - 408

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2163,03)" 896 false 3156

ENSGALP00000009642 CID 243 - 254
pre-mRNA processing factor 
6 - CGNC Symbol 4493 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1421,67)" 1883 3157



ENSGALP00000038435 CID 316 - 325

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1246,61)" 8943 3158

ENSGALP00000006708 CID 874 - 885
hexokinase 1 - CGNC 
Symbol 3101 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1424,83)" 13933 false 3159

ENSGALP00000035143 CID 223 - 238
drebrin like - CGNC Symbol 
15268 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1706,94)" 2008 true 0.79 3160

ENSGALP00000006222 CID 87 - 93
calreticulin 3 - CGNC 
Symbol 2868 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(871,47)" 1451 true 1.05 3161

ENSGALP00000026595 CID 416 - 423

protein phosphatase 
Mg2+/Mn2+ dependent 1G - 
CGNC Symbol 12369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1006,55)" 707 true 1.12 3162

ENSGALP00000019120 CID 27 - 37
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1256,65)" 132401 true 0.82 3163

ENSGALP00000010510 CID 26 - 36
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1256,65)" 132401 true 0.82 3164



ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1256,65)" 132401 true 0.82 3165

ENSGALP00000035143 CID 223 - 238
drebrin like - CGNC Symbol 
15268 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1710,96)" 1584 3166

ENSGALP00000010414 CID 78 - 94

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1889,05)" 2877 false 3167

ENSGALP00000038124 CID 1,611 - 1,616
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(719,44)" 2428 3168

ENSGALP00000006778 CID 217 - 222

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(719,44)" 2428 3169

ENSGALP00000007165 CID 296 - 300

coiled-coil domain 
containing 137 - CGNC 
Symbol 3327 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(719,44)" 2428 3170

ENSGALP00000026595 CID 416 - 423

protein phosphatase 
Mg2+/Mn2+ dependent 1G - 
CGNC Symbol 12369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1014,59)" 795 true 1.12 3171



P13645 CID 238 - 245

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1025,56)" 1937 3172

ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1260,67)" 175665 3173

ENSGALP00000019120 CID 27 - 37
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1260,67)" 175665 3174

ENSGALP00000026444 CID 1-Nov

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1260,67)" 175665 3175

ENSGALP00000010510 CID 26 - 36
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1260,67)" 175665 3176

ENSGALP00000027391 CID 270 - 282

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1632,76)" 6688 true 0.26 3177

ENSGALP00000003005 CID 306 - 321

TBC1 domain family 
member 2 - CGNC Symbol 
1373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2034,01)" 20758 3178



ENSGALP00000013724 CID 27 - 33

adaptor related protein 
complex 2 mu 1 subunit - 
CGNC Symbol 6392 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(820,43)" 10607 true 1.34 3179

ENSGALP00000015160 CID 1,998 - 2,003

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(820,43)" 10607 false 3180

ENSGALP00000038576 CID 171 - 177

GTPase IMAP family 
member 7-like - CGNC 
Symbol 53739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(884,50)" 1863 false 3181

ENSGALP00000013987 CID 912 - 918

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(884,50)" 1863 3182

ENSGALP00000024116 CID 965 - 971

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(884,50)" 1863 3183

ENSGALP00000019975 CID 488 - 495

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1039,58)" 14618 true 0.45 3184

ENSGALP00000015128 CID 109 - 127
lamin B receptor - CGNC 
Symbol 49736 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2207,23)" 440 false 3185



ENSGALP00000008338 CID 579 - 588

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1158,62)" 4332 false 5.42 3186

ENSGALP00000003152 CID 446 - 455
adenosylhomocysteinase - 
CGNC Symbol 1443 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1315,66)" 11039 true 0.13 3187

ENSGALP00000042610 CID 38 - 51

ATP synthase H+ 
transporting mitochondrial 
F1 complex delta subunit - 
CGNC Symbol 56808 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1406,65)" 4387 true 1.22 3188

ENSGALP00000039156 CID 508 - 520

IKAROS family zinc finger 2 
(Helios) - CGNC Symbol 
2272 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1651,83)" 3221 true 0.58 3189

ENSGALP00000009821 CID 65 - 73
ribosomal protein S13 - 
CGNC Symbol 49921 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1047,65)" 2672 3190

ENSGALP00000042610 CID 38 - 51

ATP synthase H+ 
transporting mitochondrial 
F1 complex delta subunit - 
CGNC Symbol 56808 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1410,68)" 5367 3191

ENSGALP00000009393 CID 1,293 - 1,298

clustered mitochondria 
(cluA/CLU1) homolog - 
CGNC Symbol 4370 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(786,46)" 3575 false 0.65 3192



ENSGALP00000015409 CID 177 - 186
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1283,71)" 4482 true 0.63 3193

ENSGALP00000035478 CID 552 - 566
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1696,90)" 16350 true 3.94 3194

ENSGALP00000018295 CID 204 - 221

SERPINE1 mRNA binding 
protein 1 - CGNC Symbol 
8530 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2176,03)" 5381 true 1.02 3195

ENSGALP00000027391 CID 331 - 340

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1279,57)" 3803 true 1.32 3196

ENSGALP00000015409 CID 177 - 186
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1291,76)" 2253 true 0.63 3197

ENSGALP00000026127 CID 535 - 547
thyroglobulin - CGNC 
Symbol 65221 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1487,73)" 2493 false 3198

ENSGALP00000036720 CID 2,715 - 2,728

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1780,87)" 16586 true 0.59 3199



ENSGALP00000017495 CID 378 - 397
scinderin - CGNC Symbol 
8188 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2230,08)" 2401 false 3200

ENSGALP00000036720 CID 2,715 - 2,728

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1784,90)" 9392 3201

ENSGALP00000026337 CID 62 - 83
peroxiredoxin 4 - CGNC 
Symbol 12239 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2540,13)" 2029 true 1.89 3202

ENSGALP00000019161 CID 5-Nov

WW domain binding 
protein 11 - CGNC Symbol 
53212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(776,47)" 13580 3203

ENSGALP00000042552 CID 426 - 432
guanylate binding protein - 
CGNC Symbol 49284 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(776,47)" 13580 false 1 3204

ENSGALP00000013431 CID 349 - 365
programmed cell death 11 - 
CGNC Symbol 6260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1869,96)" 863 3205

ENSGALP00000026337 CID 62 - 83
peroxiredoxin 4 - CGNC 
Symbol 12239 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2544,16)" 4471 3206



ENSGALP00000006164 CID 329 - 333

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily e member 1 - 
CGNC Symbol 51164 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(752,46)" 17866 false 3207

ENSGALP00000012427 CID 201 - 205

leucine rich repeat 
containing 59 - CGNC 
Symbol 5794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(752,46)" 17866 false 3208

ENSGALP00000021314 CID 384 - 388
caldesmon 1 - CGNC 
Symbol 9884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(752,46)" 17866 false 3209

ENSGALP00000011717 CID 222 - 227
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(752,46)" 17866 3210

ENSGALP00000020275 CID 66 - 75

lectin galactoside-binding 
soluble 1 - CGNC Symbol 
49833 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1349,65)" 1506 true 0.62 3211

ENSGALP00000023543 CID 13 - 23

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1386,78)" 1568 false 3212

ENSGALP00000020445 CID 1,572 - 1,583

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1509,78)" 7835 false 3213



ENSGALP00000019064 CID 694 - 702

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1231,69)" 3958 false 1.16 3214

ENSGALP00000008236 CID 869 - 879
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1362,67)" 11817 true 1.52 3215

ENSGALP00000010984 CID 949 - 959

adaptor-related protein 
complex 2 alpha 2 subunit - 
CGNC Symbol 51890 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1394,77)" 3024 3216

ENSGALP00000009511 CID 164 - 177
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1394,77)" 3024 true 1.45 3217

ENSGALP00000015657 CID 360 - 372
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1516,69)" 7759 3218

ENSGALP00000042680 CID 360 - 372

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1516,69)" 7759 3219

ENSGALP00000030734 CID 999 - 1,004

microtubule associated 
monooxygenase calponin 
and LIM domain containing 
1 - CGNC Symbol 25636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(838,47)" 26190 false 0.15 3220



ENSGALP00000019469 CID 90 - 102
ribosomal protein SA - 
CGNC Symbol 49202 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1235,71)" 4605 3221

ENSGALP00000018042 CID 362 - 374

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1532,73)" 6019 3222

ENSGALP00000010239 CID 362 - 374

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1532,73)" 6019 3223

ENSGALP00000003954 CID 540 - 546

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(897,39)" 7906 true 0.59 3224

ENSGALP00000000054 CID 122 - 131
G protein subunit alpha i3 - 
HGNC:4387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1138,53)" 8739 true 0.31 3225

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1353,80)" 25441 false 3226

ENSGALP00000027534 CID 51 - 63

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1353,80)" 25441 3227



ENSGALP00000018382 CID 1,387 - 1,398
early endosome antigen 1 - 
CGNC Symbol 8572 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1353,80)" 25441 false 3228

ENSGALP00000002278 CID 16 - 27

mitogen-activated protein 
kinase 1 - CGNC Symbol 
48975 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1593,75)" 5793 true 4.28 3229

ENSGALP00000019629 CID 67 - 72
proteasome subunit alpha 3 
- CGNC Symbol 9125 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(791,44)" 1848 true 0.92 3230

ENSGALP00000037232 CID 332 - 339
EWS RNA binding protein 1 - 
CGNC Symbol 50409 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(821,40)" 10414 true 1.83 3231

ENSGALP00000015277 CID 167 - 172

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(821,40)" 10414 false 1.83 3232

ENSGALP00000002349 CID 167 - 172

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(821,40)" 10414 false 1.83 3233

ENSGALP00000003954 CID 540 - 546

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(901,41)" 4630 3234



ENSGALP00000006414 CID 236 - 244

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1071,65)" 891 true 0.86 3235

ENSGALP00000003737 CID 81 - 92
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1498,84)" 5789 true 0.78 3236

ENSGALP00000010239 CID Feb-20

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2217,94)" 62636 false 52.72 3237

ENSGALP00000043298 CID 2-Sep

muscleblind-like splicing 
regulator 1 - CGNC Symbol 
52321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(884,53)" 4215 3238

ENSGALP00000002828 CID 428 - 437

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1133,60)" 963 true 2.02 3239

ENSGALP00000003737 CID 81 - 92
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1510,92)" 4529 true 0.78 3240

ENSGALP00000002828 CID 428 - 437

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1141,65)" 2641 true 2.02 3241



ENSGALP00000025883 CID Oct-16

eukaryotic translation 
initiation factor 3 subunit E - 
CGNC Symbol 12026 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(899,51)" 2581 false 3242

ENSGALP00000023214 CID 620 - 628

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1020,51)" 2152 true 0.76 3243

ENSGALP00000038904 CID 33 - 41

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1141,60)" 1967 true 0.99 3244

ENSGALP00000027534 CID 123 - 133

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1232,69)" 1261 true 0.66 3245

ENSGALP00000015517 CID 480 - 491

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1371,77)" 1987 false 3246

ENSGALP00000006278 CID 231 - 238
protein kinase C alpha - 
CGNC Symbol 50506 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1004,59)" 615 3247

ENSGALP00000007680 CID 262 - 270
ribosomal protein L6 - 
CGNC Symbol 48978 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1004,59)" 615 3248



ENSGALP00000027030 CID 27 - 34
ribosomal protein L31 - 
CGNC Symbol 50833 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1073,60)" 2663 true 1.81 3249

ENSGALP00000038904 CID 33 - 41

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1149,65)" 6872 true 1.19 3250

ENSGALP00000001205 CID 1-Oct
splicing factor 3a subunit 2 - 
CGNC Symbol 14678 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1242,61)" 2740 true 0.73 3251

ENSGALP00000015964 CID 155 - 160
ribosomal protein L18a - 
CGNC Symbol 50601 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(798,51)" 2654 3252

ENSGALP00000027030 CID 27 - 34
ribosomal protein L31 - 
CGNC Symbol 50833 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1081,65)" 5517 true 1.81 3253

ENSGALP00000006778 CID 505 - 514

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1154,63)" 11501 true 0.76 3254

ENSGALP00000003715 CID 129 - 138

mesencephalic astrocyte 
derived neurotrophic factor 
- HGNC:15461 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1159,63)" 1065 false 0.75 3255



ENSGALP00000012240 CID 268 - 277

amyloid beta (A4) precursor 
protein-binding family B 
member 1 interacting 
protein - CGNC Symbol 
5719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1264,67)" 3710 true 0.69 3256

ENSGALP00000006778 CID 505 - 514

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1158,66)" 8211 3257

ENSGALP00000012240 CID 268 - 277

amyloid beta (A4) precursor 
protein-binding family B 
member 1 interacting 
protein - CGNC Symbol 
5719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1272,72)" 1444 true 0.69 3258

ENSGALP00000013337 CID 265 - 276
CTD small phosphatase like 
2 - CGNC Symbol 6215 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1460,75)" 16198 true 0.4 3259

ENSGALP00000014107 CID 445 - 460
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1868,84)" 1676 3260

ENSGALP00000007487 CID 841 - 848

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(917,57)" 1468 false 3261

ENSGALP00000001205 CID 151 - 158
splicing factor 3a subunit 2 - 
CGNC Symbol 14678 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1059,48)" 10238 true 0.48 3262



ENSGALP00000042680 CID 197 - 206

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1132,55)" 4726 3263

ENSGALP00000015657 CID 197 - 206
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1132,55)" 4726 3264

ENSGALP00000040424 CID 252 - 260

small nuclear 
ribonucleoprotein U5 
subunit 40 - CGNC Symbol 
381 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1186,64)" 34192 3265

ENSGALP00000007705 CID 200 - 210

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1277,70)" 3560 true 1.77 3266

ENSGALP00000026130 CID 859 - 872

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1886,72)" 1763 false 3267

ENSGALP00000001205 CID 151 - 158
splicing factor 3a subunit 2 - 
CGNC Symbol 14678 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1063,53)" 5815 3268

ENSGALP00000007705 CID 200 - 210

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1285,75)" 6306 true 1.77 3269



ENSGALP00000010510 CID 540 - 550
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1359,67)" 5315 true 0.48 3270

ENSGALP00000043298 CID 235 - 245

muscleblind-like splicing 
regulator 1 - CGNC Symbol 
52321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1372,79)" 2618 true 0.67 3271

ENSGALP00000014298 CID 17 - 31
ribosomal protein L12 - 
CGNC Symbol 50469 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1474,76)" 7186 true 1.05 3272

ENSGALP00000007997 CID 35 - 53

voltage-dependent anion 
channel 2 - CGNC Symbol 
49348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1896,91)" 2749 false 3273

ENSGALP00000025461 CID 298 - 308

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1296,72)" 3892 false 3274

ENSGALP00000019161 CID 142 - 155

WW domain binding 
protein 11 - CGNC Symbol 
53212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1452,84)" 1973 3275

ENSGALP00000041134 CID Oct-23

microfibrillar associated 
protein 1 - CGNC Symbol 
6322 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1452,84)" 1973 3276



ENSGALP00000014298 CID 17 - 31
ribosomal protein L12 - 
CGNC Symbol 50469 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1482,81)" 6365 true 1.05 3277

ENSGALP00000037266 CID Feb-22

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1929,98)" 42159 true 0.21 3278

ENSGALP00000006933 CID 62 - 69
tubulin folding cofactor A - 
CGNC Symbol 3204 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1078,49)" 28033 true 0.41 3279

ENSGALP00000003357 CID 621 - 633

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1570,83)" 1774 3280

ENSGALP00000037266 CID Feb-22

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1934,00)" 8553 true 0.21 3281

ENSGALP00000011982 CID 165 - 173
CD3e molecule - CGNC 
Symbol 5597 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1087,55)" 6061 false 3282

ENSGALP00000003152 CID 446 - 455
adenosylhomocysteinase - 
CGNC Symbol 1443 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1323,71)" 835 true 0.13 3283



ENSGALP00000004641 CID 1,021 - 1,032
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1452,73)" 920 3284

ENSGALP00000003431 CID 117 - 123

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(750,45)" 4937 false 3285

ENSGALP00000019064 CID 1,226 - 1,231

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(750,45)" 4937 3286

ENSGALP00000010910 CID 299 - 306

cleavage stimulation factor 
3' pre-RNA subunit 2 64kDa - 
CGNC Symbol 51677 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(884,48)" 2680 3287

ENSGALP00000015174 CID 619 - 625
Sp3 transcription factor - 
CGNC Symbol 7089 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(884,48)" 2680 false 2.26 3288

ENSGALP00000003623 CID 338 - 346

3-hydroxyisobutyryl-CoA 
hydrolase - CGNC Symbol 
1646 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1107,52)" 2612 true 0.44 3289

ENSGALP00000014379 CID 619 - 629

DnaJ heat shock protein 
family (Hsp40) member C10 
- CGNC Symbol 6729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1514,69)" 2931 true 0.66 3290



ENSGALP00000008824 CID 177 - 184

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(914,54)" 25066 true 0.42 3291

ENSGALP00000003954 CID 340 - 347

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(914,54)" 25066 true 0.42 3292

ENSGALP00000003623 CID 338 - 346

3-hydroxyisobutyryl-CoA 
hydrolase - CGNC Symbol 
1646 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1111,54)" 1153 3293

ENSGALP00000023911 CID 49 - 59
HD domain containing 2 - 
CGNC Symbol 11010 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1251,66)" 721 false 3294

ENSGALP00000014379 CID 619 - 629

DnaJ heat shock protein 
family (Hsp40) member C10 
- CGNC Symbol 6729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1518,71)" 1924 3295

ENSGALP00000023099 CID 532 - 544
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1569,86)" 1031 false 3296

ENSGALP00000013174 CID 55 - 63
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1137,61)" 30261 true 0.93 3297



ENSGALP00000036056 CID 979 - 987

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1200,64)" 6918 false 3298

ENSGALP00000014509 CID 482 - 489

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1200,64)" 6918 false 3299

ENSGALP00000009085 CID 752 - 765
ubiquitin specific peptidase 
10 - CGNC Symbol 4228 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1686,95)" 2611 true 1.03 3300

ENSGALP00000015886 CID 346 - 365

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2231,11)" 7035 false 3301

ENSGALP00000036963 CID 97 - 105
60S ribosomal protein L15 - 
Refseq NP_001292094 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1046,55)" 23491 true 0.93 3302

ENSGALP00000016509 CID 801 - 809

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1147,56)" 1649 true 0.27 3303

ENSGALP00000021314 CID 37 - 48
caldesmon 1 - CGNC 
Symbol 9884 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1306,61)" 2263 false 3304



ENSGALP00000035478 CID 1,139 - 1,159
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2301,24)" 2347 false 3305

ENSGALP00000000545 CID 573 - 580
RNA binding motif protein 
15 - CGNC Symbol 238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1050,57)" 15029 3306

ENSGALP00000036963 CID 97 - 105
60S ribosomal protein L15 - 
Refseq NP_001292094 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1050,57)" 15029 3307

ENSGALP00000007469 CID 453 - 465

LEO1 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
55225 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1545,84)" 19212 true 0.93 3308

ENSGALP00000003060 CID 287 - 300
pre-mRNA processing factor 
38B - CGNC Symbol 1397 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1647,77)" 3903 true 0.55 3309

ENSGALP00000009085 CID 752 - 765
ubiquitin specific peptidase 
10 - CGNC Symbol 4228 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1695,00)" 2701 true 1.03 3310

ENSGALP00000023543 CID 2-Oct

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1067,56)" 4719 true 1.81 3311



ENSGALP00000002808 CID 481 - 489

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1228,57)" 2054 3312

ENSGALP00000027194 CID 860 - 873
tripeptidyl peptidase II - 
CGNC Symbol 12657 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1625,01)" 2641 true 1.51 3313

ENSGALP00000042113 CID Jan-21
Metallothionein - UP 
P68497 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2411,85)" 1487 false 3314

ENSGALP00000003381 CID 794 - 802
aconitase 1 soluble - CGNC 
Symbol 48955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1069,58)" 8457 3315

ENSGALP00000037522 CID 107 - 124

LUC7-like 3 pre-mRNA 
splicing factor - CGNC 
Symbol 53432 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1742,88)" 6413 true 0.59 3316

ENSGALP00000018087 CID 106 - 111
vaccinia related kinase 1 - 
CGNC Symbol 8440 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(732,45)" 2442 true 0.51 3317

ENSGALP00000014107 CID 359 - 372
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1790,88)" 7999 true 0.58 3318



ENSGALP00000020561 CID 56 - 67

RNA 2' 3'-cyclic phosphate 
and 5'-OH ligase - CGNC 
Symbol 9570 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1122,60)" 1353 true 0.83 3319

ENSGALP00000017367 CID 34 - 47

Gallus gallus mago-nashi 
homolog 2 (MAGOH2) 
transcript variant 1 mRNA. - 
RefSeq mRNA 
NM_001308098 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1757,88)" 1028 true 0.26 3320

ENSGALP00000008498 CID 247 - 264
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2048,12)" 2959 false 3321

ENSGALP00000002235 CID 2-Sep
stathmin 1 - CGNC Symbol 
49630 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(931,50)" 6611 false 3322

ENSGALP00000003234 CID 727 - 735
dedicator of cytokinesis 2 - 
CGNC Symbol 1476 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1129,57)" 4229 true 0.63 3323

ENSGALP00000001446 CID 296 - 307

leucine rich repeat 
containing 47 - CGNC 
Symbol 649 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1373,88)" 13347 true 16.09 3324

ENSGALP00000027682 CID 758 - 772

CWF19-like 2 cell cycle 
control (S. pombe) - 
HGNC:26508 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1848,93)" 2181 false 3325



ENSGALP00000016490 CID 2,025 - 2,029
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(739,37)" 679 false 3326

ENSGALP00000038782 CID 207 - 211
nucleobindin 2 - CGNC 
Symbol 51883 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(739,37)" 679 false 3327

ENSGALP00000023574 CID 506 - 511

regulation of nuclear pre-
mRNA domain containing 2 - 
CGNC Symbol 52333 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(803,51)" 2163 3328

ENSGALP00000022815 CID 93 - 99

cytochrome c oxidase 
subunit 5A - CGNC Symbol 
10534 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(803,51)" 2163 3329

ENSGALP00000008131 CID 420 - 427
vinculin - CGNC Symbol 
3778 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(803,51)" 2163 3330

ENSGALP00000027036 CID 233 - 239

CCR4-NOT transcription 
complex subunit 11 - CGNC 
Symbol 12583 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(864,54)" 2189 false 3331

ENSGALP00000005633 CID 391 - 399
tyrosyl-tRNA synthetase - 
CGNC Symbol 2601 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1043,55)" 3963 3332



ENSGALP00000012086 CID 330 - 338

glutamic-oxaloacetic 
transaminase 1 soluble - 
CGNC Symbol 5645 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1144,67)" 1443 false 3333

ENSGALP00000043256 CID Feb-13

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1460,77)" 32538 true 5.25 3334

ENSGALP00000027391 CID 432 - 438

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(913,47)" 3345 false 0.41 3335

ENSGALP00000006965 CID 151 - 158

VPS35 retromer complex 
component - CGNC Symbol 
3222 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1095,56)" 4025 true 0.3 3336

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic 
translation initiation factor 
2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 
50802 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1566,94)" 6135 true 1.63 3337

ENSGALP00000005653 CID 2,323 - 2,344
fibronectin 1 - CGNC 
Symbol 2613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2446,24)" 1569 3338

ENSGALP00000017856 CID 244 - 250

transformer 2 alpha 
homolog (Drosophila) - 
CGNC Symbol 51305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1069,47)" 4535 3339



ENSGALP00000006965 CID 151 - 158

VPS35 retromer complex 
component - CGNC Symbol 
3222 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1099,59)" 2147 3340

ENSGALP00000042870 CID 301 - 313
aminoacylase 1 - CGNC 
Symbol 64270 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1478,73)" 1174 false 3341

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic 
translation initiation factor 
2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 
50802 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1575,01)" 8341 true 1.63 3342

ENSGALP00000015447 CID 123 - 129

VPS50 EARP/GARPII 
complex subunit - CGNC 
Symbol 7228 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(879,54)" 7005 true 0.82 3343

ENSGALP00000005944 CID 167 - 175
phospholipase C gamma 1 - 
CGNC Symbol 50935 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1152,58)" 5227 true 0.73 3344

ENSGALP00000041377 CID 196 - 207
snurportin-1 - Refseq 
NP_001074347 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1522,68)" 2262 true 0.96 3345

ENSGALP00000018165 CID 767 - 773
lymphocyte antigen 75 - 
CGNC Symbol 8470 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(983,47)" 1417 true 0.68 3346



ENSGALP00000000509 CID 678 - 686

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1095,55)" 8179 3347

ENSGALP00000014097 CID 69 - 80

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1591,83)" 5871 true 0.45 3348

ENSGALP00000002491 CID 104 - 116

MIS12 kinetochore complex 
component - CGNC Symbol 
1136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1738,85)" 9108 false 3349

ENSGALP00000027953 CID 118 - 124
ribosomal protein S3 - 
CGNC Symbol 13020 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(866,47)" 4080 false 1.76 3350

ENSGALP00000030639 CID 184 - 192
Ras-related protein Rab-6A - 
UP Q1KME6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1178,61)" 1331 true 2.41 3351

ENSGALP00000029589 CID 66 - 81
septin 6 - CGNC Symbol 
51720 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1752,89)" 5680 true 1.16 3352

ENSGALP00000001456 CID 685 - 694

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1188,66)" 1553 false 3353



ENSGALP00000014097 CID 69 - 80

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1615,82)" 120852 true 0.78 3354

ENSGALP00000029589 CID 66 - 81
septin 6 - CGNC Symbol 
51720 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1760,94)" 6597 true 1.16 3355

ENSGALP00000035815 CID 71 - 76

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(902,47)" 2984 false 3356

ENSGALP00000013574 CID 61 - 71

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1219,63)" 36296 true 1.54 3357

ENSGALP00000026444 CID 156 - 171

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1766,85)" 8295 true 3.05 3358

ENSGALP00000000864 CID 75 - 82

RAB11B member RAS 
oncogene family - CGNC 
Symbol 51171 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(972,51)" 3886 false 1.12 3359

ENSGALP00000013574 CID 61 - 71

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1223,66)" 61822 3360



ENSGALP00000014372 CID 151 - 163
pre-mRNA processing factor 
4 - CGNC Symbol 6724 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1385,84)" 4298 false 3361

ENSGALP00000010510 CID 602 - 609
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1000,59)" 3688 false 3362

ENSGALP00000025278 CID 196 - 205
prostaglandin reductase 1 - 
CGNC Symbol 11711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1074,56)" 6897 3363

ENSGALP00000012723 CID 965 - 974

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1291,67)" 1712 false 3364

ENSGALP00000012854 CID 113 - 122

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit D - 
CGNC Symbol 5993 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1305,70)" 6759 true 3.57 3365

ENSGALP00000008338 CID 369 - 382

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1536,80)" 1766 false 3366

ENSGALP00000023352 CID 1,088 - 1,098

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1313,73)" 36945 true 0.93 3367



ENSGALP00000020445 CID 1,081 - 1,091

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1313,73)" 36945 true 0.93 3368

ENSGALP00000014480 CID 90 - 103

Hsap of 16: GIMAP1-
GIMAP5 readthrough - 
HGNC:51257 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1409,67)" 6181 true 0.93 3369

ENSGALP00000004866 CID 26 - 37
nudix hydrolase 21 - CGNC 
Symbol 66135 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1545,93)" 8081 true 0.18 3370

ENSGALP00000014480 CID 90 - 103

Hsap of 16: GIMAP1-
GIMAP5 readthrough - 
HGNC:51257 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1413,71)" 5727 3371

ENSGALP00000018295 CID 204 - 221

SERPINE1 mRNA binding 
protein 1 - CGNC Symbol 
8530 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2159,99)" 594 false 3372

ENSGALP00000018295 CID 204 - 221

SERPINE1 mRNA binding 
protein 1 - CGNC Symbol 
8530 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2167,98)" 4761 true 1.02 3373

ENSGALP00000021303 CID 156 - 169

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1647,83)" 4587 3374



ENSGALP00000018742 CID 139 - 148
creatine kinase brain - 
CGNC Symbol 49719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1262,64)" 4898 3375

ENSGALP00000013837 CID 188 - 199

heterogeneous nuclear 
ribonucleoprotein L-like - 
CGNC Symbol 6450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1373,75)" 707 3376

ENSGALP00000016120 CID 32 - 42

Ras-related protein Rap-1b-
like protein - CGNC Symbol 
50604 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1450,74)" 10005 true 0.63 3377

ENSGALP00000019252 CID 780 - 793

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1648,92)" 1585 false 3378

ENSGALP00000019120 CID 58 - 73
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1847,95)" 12059 false 3379

ENSGALP00000004013 CID 1,207 - 1,213 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(791,45)" 3067 3380

ENSGALP00000032101 CID 315 - 321
transaldolase - Refseq 
NP_001026348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(791,45)" 3067 false 1.73 3381



ENSGALP00000037708 CID 253 - 259

proteasome 26S subunit 
ATPase 3 - CGNC Symbol 
6143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(791,45)" 3067 false 1.73 3382

ENSGALP00000020534 CID 165 - 174

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1117,76)" 5443 true 0.54 3383

ENSGALP00000004817 CID 84 - 96
peroxiredoxin 6 - CGNC 
Symbol 2214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1526,78)" 4934 true 0.74 3384

ENSGALP00000027700 CID 317 - 328

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1576,91)" 3014 true 1.07 3385

ENSGALP00000009344 CID 1,011 - 1,017

deleted in lung and 
esophageal cancer 1 - CGNC 
Symbol 4351 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(887,52)" 1953 false 3386

ENSGALP00000017856 CID 192 - 200

transformer 2 alpha 
homolog (Drosophila) - 
CGNC Symbol 51305 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1150,70)" 1365 false 3387

ENSGALP00000016509 CID 1,353 - 1,362

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1150,70)" 1365 false 3388



ENSGALP00000038878 CID 854 - 866
collagen type VI alpha 1 - 
CGNC Symbol 4468 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1512,83)" 9588 true 0.85 3389

ENSGALP00000030998 CID 139 - 152

Hsap of 16: glutathione S-
transferase alpha 1 - 
HGNC:4626 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1675,01)" 874 false 3390

ENSGALP00000007389 CID 220 - 233
F-box protein 6 - CGNC 
Symbol 51014 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1605,81)" 2766 true 0.54 3391

ENSGALP00000008498 CID 187 - 204
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2116,13)" 12349 true 0.88 3392

ENSGALP00000023188 CID 1-Jul

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(935,54)" 18710 false 3393

ENSGALP00000035478 CID 925 - 934
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1226,70)" 1694 true 0.54 3394

ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1268,63)" 2410 false 3395



ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1691,71)" 3444 3396

ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1691,71)" 3444 3397

ENSGALP00000013029 CID 251 - 268
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1859,95)" 5329 true 2.73 3398

ENSGALP00000012993 CID 143 - 149

growth factor receptor 
bound protein 2 - CGNC 
Symbol 6067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(946,55)" 14968 true 1.15 3399

ENSGALP00000014509 CID 209 - 221

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1545,77)" 30018 true 0.46 3400

ENSGALP00000019318 CID 38 - 53
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1893,93)" 8912 true 0.37 3401

ENSGALP00000008498 CID 247 - 264
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2076,15)" 3930 false 3402



ENSGALP00000032625 CID 17 - 23
nucleolin - CGNC Symbol 
5823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(768,45)" 1292 3403

ENSGALP00000008236 CID 1,010 - 1,021
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1381,85)" 243321 false 0.92 3404

ENSGALP00000007822 CID 408 - 419

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1381,85)" 243321 false 0.21 3405

ENSGALP00000005729 CID 21 - 38

NADH:ubiquinone 
oxidoreductase subunit S5 - 
CGNC Symbol 2647 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2007,94)" 5561 true 0.48 3406

ENSGALP00000017462 CID 115 - 127
high mobility group box 2 - 
CGNC Symbol 8169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1380,72)" 2435 true 0.76 3407

ENSGALP00000005729 CID 21 - 38

NADH:ubiquinone 
oxidoreductase subunit S5 - 
CGNC Symbol 2647 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2011,97)" 2451 3408

ENSGALP00000003381 CID 401 - 408
aconitase 1 soluble - CGNC 
Symbol 48955 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(935,53)" 515 3409



ENSGALP00000026858 CID 771 - 778

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(994,52)" 1987 3410

ENSGALP00000017462 CID 115 - 127
high mobility group box 2 - 
CGNC Symbol 8169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1388,77)" 1845 true 0.76 3411

ENSGALP00000023266 CID 37 - 43
ribosomal protein S20 - 
HGNC:10405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(878,50)" 4711 3412

ENSGALP00000010844 CID 158 - 165

CUGBP Elav-like family 
member 2 - CGNC Symbol 
49047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(878,50)" 4711 false 1.11 3413

ENSGALP00000012145 CID 204 - 211

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1044,55)" 5336 true 0.46 3414

ENSGALP00000039699 CID 114 - 119
LIM domain containing 2 - 
CGNC Symbol 327 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(867,51)" 530 false 3415

ENSGALP00000027391 CID 432 - 438

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(917,50)" 656 3416



ENSGALP00000014372 CID 99 - 108
pre-mRNA processing factor 
4 - CGNC Symbol 6724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1219,62)" 25364 false 3417

ENSGALP00000024213 CID 38 - 50

ribosome production factor 
2 homolog - CGNC Symbol 
11187 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1349,78)" 6046 false 3418

ENSGALP00000012723 CID 837 - 849

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1629,72)" 18774 true 0.22 3419

ENSGALP00000039757 CID 90 - 100
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1466,85)" 1335 false 3420

ENSGALP00000021475 CID 263 - 283

succinate dehydrogenase 
complex flavoprotein 
subunit A - CGNC Symbol 
49461 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2279,01)" 443 false 3421

ENSGALP00000021314 CID 735 - 741
caldesmon 1 - CGNC 
Symbol 9884 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(760,48)" 2114 false 0.08 3422

ENSGALP00000023936 CID 232 - 239

3-hydroxy-3-methylglutaryl-
CoA synthase 1 (soluble) - 
CGNC Symbol 49779 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1117,53)" 1672 false 3423



ENSGALP00000018309 CID 95 - 102
raftlin lipid raft linker 1 - 
CGNC Symbol 8540 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1050,57)" 894 3424

ENSGALP00000001480 CID 149 - 157
myeloperoxidase - CGNC 
Symbol 50519 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1123,60)" 13963 3425

ENSGALP00000036304 CID 67 - 76

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1126,74)" 3373 true 0.44 3426

ENSGALP00000034108 CID 43 - 55
pyruvate kinase muscle - 
CGNC Symbol 1412 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1391,76)" 202864 3427

ENSGALP00000021034 CID 410 - 418

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1181,64)" 3862 true 0.64 3428

ENSGALP00000002366 CID 902 - 908

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(818,52)" 833 3429

ENSGALP00000005090 CID 856 - 862

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(818,52)" 833 3430



ENSGALP00000004385 CID 221 - 227

phosphatidylinositol 
transfer protein alpha - 
CGNC Symbol 63402 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(962,54)" 665 true 0.91 3431

ENSGALP00000015063 CID 227 - 234
fibrinogen gamma chain - 
CGNC Symbol 7041 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(970,46)" 1661 3432

ENSGALP00000019870 CID 78 - 87
caspase 6 - CGNC Symbol 
9250 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1129,63)" 4238 false 0.58 3433

ENSGALP00000020563 CID 325 - 335

fructose-1 6-
bisphosphatase 1 - CGNC 
Symbol 9572 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1279,65)" 2574 3434

ENSGALP00000000666 CID 476 - 485
phosphoglucomutase 2 - 
CGNC Symbol 52790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1293,63)" 1810 false 3435

ENSGALP00000039796 CID 237 - 250

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1684,90)" 1295 false 3436

ENSGALP00000017172 CID 315 - 322
nardilysin convertase - 
CGNC Symbol 8022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1024,52)" 32712 false 0.72 3437



ENSGALP00000040424 CID 304 - 314

small nuclear 
ribonucleoprotein U5 
subunit 40 - CGNC Symbol 
381 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1388,73)" 3044 true 0.78 3438

ENSGALP00000023274 CID 440 - 451

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1388,73)" 3044 false 3439

ENSGALP00000012883 CID 128 - 137

Gallus gallus recombination 
activating gene 2 (RAG2) 
mRNA. - RefSeq mRNA 
NM_001305057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1056,52)" 1270 false 3440

ENSGALP00000013174 CID 55 - 63
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1145,66)" 26915 true 0.93 3441

ENSGALP00000014097 CID 69 - 80

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1587,77)" 13844 true 0.45 3442

ENSGALP00000018087 CID 219 - 233
vaccinia related kinase 1 - 
CGNC Symbol 8440 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1802,84)" 3311 false 3443

ENSGALP00000005944 CID 984 - 989
phospholipase C gamma 1 - 
CGNC Symbol 50935 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(868,48)" 624 true 0.78 3444



ENSGALP00000041690 CID 108 - 115

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(997,62)" 8744 false 3445

ENSGALP00000026392 CID 93 - 100
ribosomal protein S7 - 
CGNC Symbol 51562 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(997,62)" 8744 true 0.96 3446

ENSGALP00000011982 CID 145 - 161
CD3e molecule - CGNC 
Symbol 5597 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2090,10)" 2720 false 3447

ENSGALP00000010510 CID 57 - 72
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1877,95)" 1511 false 3448

ENSGALP00000016260 CID 14 - 21

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1016,58)" 410 true 0.38 3449

ENSGALP00000006778 CID 274 - 283

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1221,63)" 4173 true 0.8 3450

ENSGALP00000014097 CID 69 - 80

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1623,87)" 89025 true 0.78 3451



ENSGALP00000002828 CID 481 - 494

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1643,79)" 39342 true 0.97 3452

ENSGALP00000038124 CID 2,449 - 2,464
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1894,90)" 2813 false 3453

ENSGALP00000025165 CID 146 - 153

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1038,64)" 2852 true 2.41 3454

ENSGALP00000014097 CID 69 - 80

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1631,82)" 5788 true 0.93 3455

ENSGALP00000002828 CID 481 - 494

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1647,82)" 53985 3456

ENSGALP00000012731 CID 30 - 38

CD44 molecule (Indian 
blood group) - CGNC 
Symbol 5938 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1091,59)" 1477 true 1.39 3457

ENSGALP00000008091 CID 508 - 516

dyskerin pseudouridine 
synthase 1 - CGNC Symbol 
3757 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1120,53)" 7027 false 3458



ENSGALP00000041159 CID 74 - 85
ribosomal protein S16 - 
HGNC:10396 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1273,74)" 28447 3459

ENSGALP00000022243 CID 776 - 788

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1473,71)" 4882 true 1.49 3460

ENSGALP00000014097 CID 69 - 80

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1639,86)" 2322 true 0.93 3461

ENSGALP00000006157 CID 27 - 35

peptidylprolyl cis/trans 
isomerase NIMA-interacting 
4 - CGNC Symbol 2839 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(886,54)" 1994 false 3462

ENSGALP00000012731 CID 30 - 38

CD44 molecule (Indian 
blood group) - CGNC 
Symbol 5938 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1099,64)" 2674 true 1.39 3463

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1275,78)" 3173 true 1.28 3464

ENSGALP00000022243 CID 776 - 788

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1477,74)" 10406 3465



ENSGALP00000023059 CID 326 - 334

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1124,62)" 2694 true 1.13 3466

ENSGALP00000026406 CID 685 - 695

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1227,69)" 2582 3467

ENSGALP00000003872 CID 55 - 70
WD repeat domain 75 - 
CGNC Symbol 1760 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1732,93)" 752 3468

ENSGALP00000013843 CID 1,104 - 1,118
THO complex 2 - CGNC 
Symbol 6452 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1800,88)" 2267 false 3469

ENSGALP00000006043 CID 50 - 58

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(976,56)" 4773 true 0.58 3470

ENSGALP00000041673 CID 23 - 30
Surfeit locus protein 4 - UP 
Q800K9 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1011,58)" 2038 true 0.86 3471

ENSGALP00000038912 CID 1-Aug
alpha-D-globin - CGNC 
Symbol 50309 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1011,58)" 2038 3472



ENSGALP00000000170 CID 48 - 57
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1220,58)" 48737 true 1.17 3473

ENSGALP00000019224 CID 59 - 71

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1322,75)" 781 true 0.58 3474

ENSGALP00000014768 CID 281 - 287
EH-domain containing 3 - 
CGNC Symbol 51465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(856,48)" 2372 true 0.6 3475

ENSGALP00000015176 CID 933 - 939

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(856,48)" 2372 false 0.6 3476

ENSGALP00000041673 CID 23 - 30
Surfeit locus protein 4 - UP 
Q800K9 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1015,60)" 1722 3477

ENSGALP00000000170 CID 48 - 57
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1224,60)" 33604 3478

ENSGALP00000022433 CID 93 - 103
polymerase (RNA) II subunit 
I - HGNC:9196 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1310,71)" 1213 3479



ENSGALP00000027953 CID 228 - 243
ribosomal protein S3 - 
CGNC Symbol 13020 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1668,90)" 632 false 3480

ENSGALP00000000734 CID Dec-28
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1933,03)" 5000 false 3481

ENSGALP00000015412 CID 132 - 140
cyclin-dependent kinase 6 - 
CGNC Symbol 51286 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1109,59)" 3511 true 1.09 3482

ENSGALP00000002508 CID 156 - 167

Gallus gallus SIN3 
transcription regulator 
family member A (SIN3A) 
mRNA. - RefSeq mRNA 
NM_001293184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1287,68)" 2767 true 1.06 3483

ENSGALP00000011635 CID 494 - 506

Gallus gallus syntaxin 
binding protein 1 (STXBP1) 
mRNA. - RefSeq mRNA 
NM_001305648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1299,64)" 3969 false 0.71 3484

ENSGALP00000013999 CID 160 - 171

NADH:ubiquinone 
oxidoreductase core 
subunit S1 - CGNC Symbol 
6532 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1338,81)" 12122 false 3485

ENSGALP00000014097 CID 45 - 52

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1011,59)" 5147 true 0.98 3486



ENSGALP00000015412 CID 132 - 140
cyclin-dependent kinase 6 - 
CGNC Symbol 51286 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1113,61)" 3844 3487

ENSGALP00000013837 CID 188 - 199

heterogeneous nuclear 
ribonucleoprotein L-like - 
CGNC Symbol 6450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1369,73)" 973 false 3488

ENSGALP00000008498 CID 187 - 204
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2124,18)" 10416 true 0.88 3489

ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1024,54)" 10090 true 0.86 3490

ENSGALP00000002409 CID 552 - 560

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1136,61)" 12193 true 0.6 3491

ENSGALP00000004366 CID 23 - 30
Cysteine-rich protein 1 - 
CGNC Symbol 52178 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1167,59)" 3032 true 8.79 3492

ENSGALP00000036720 CID 2,565 - 2,573

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1318,54)" 2688 true 1.17 3493



ENSGALP00000024417 CID 489 - 499

trafficking protein particle 
complex 8 - CGNC Symbol 
11281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1376,69)" 4562 false 0.62 3494

ENSGALP00000015560 CID 277 - 288

eukaryotic translation 
initiation factor 2 subunit 
alpha - CGNC Symbol 7281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1376,69)" 4562 true 0.62 3495

ENSGALP00000019252 CID 5,503 - 5,513

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1376,69)" 4562 false 0.95 3496

ENSGALP00000007523 CID 117 - 122

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(784,48)" 2376 false 3497

ENSGALP00000028993 CID 176 - 181

Hsap of 1: ADP-
ribosyltransferase 1 - 
HGNC:723 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(903,40)" 13762 true 0.84 3498

ENSGALP00000015366 CID 313 - 321
peptidylprolyl isomerase D - 
CGNC Symbol 7186 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1071,59)" 6441 false 2.34 3499

ENSGALP00000043213 CID 359 - 367

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1071,59)" 6441 false 2.34 3500



ENSGALP00000002409 CID 552 - 560

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1140,63)" 6630 3501

ENSGALP00000015560 CID 277 - 288

eukaryotic translation 
initiation factor 2 subunit 
alpha - CGNC Symbol 7281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1380,70)" 1546 3502

ENSGALP00000015897 CID 835 - 842
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1061,56)" 2803 false 3503

ENSGALP00000032625 CID 571 - 580
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1110,55)" 5859 true 1.86 3504

ENSGALP00000023239 CID 72 - 89
cystatin B (stefin B) - CGNC 
Symbol 10723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2119,19)" 620 false 3505

ENSGALP00000002338 CID 425 - 430
splicing factor 3a subunit 3 - 
CGNC Symbol 1064 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(873,44)" 2880 false 3506

ENSGALP00000005678 CID 3,087 - 3,095

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1065,58)" 1928 false 3507



ENSGALP00000019469 CID 90 - 102
ribosomal protein SA - 
CGNC Symbol 49202 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1231,69)" 7046 true 8 3508

ENSGALP00000025762 CID 194 - 210

runt-related transcription 
factor 1 - CGNC Symbol 
49673 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2034,09)" 596 false 3509

ENSGALP00000018643 CID 296 - 305
TNF alpha induced protein 
2 - CGNC Symbol 8698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1146,60)" 19155 false 0.53 3510

ENSGALP00000018750 CID 186 - 197

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1393,78)" 4422 3511

ENSGALP00000014317 CID 92 - 102

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1393,78)" 4422 false 0.33 3512

ENSGALP00000010241 CID 221 - 232

Uncharacterized protein - 
UniProtKB/TrEMBL V9GY05 - 
CGNC Symbol 4773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1469,64)" 9775 true 0.66 3513

ENSGALP00000003718 CID 220 - 240

SEC16 homolog A (S. 
cerevisiae) - CGNC Symbol 
1688 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2576,20)" 1220 false 3514



ENSGALP00000019163 CID 66 - 76
histone H1 - CGNC Symbol 
53214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1149,61)" 318422 true 0.25 3515

ENSGALP00000037266 CID 70 - 80

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1149,61)" 318422 true 0.25 3516

ENSGALP00000010241 CID 221 - 232

Uncharacterized protein - 
UniProtKB/TrEMBL V9GY05 - 
CGNC Symbol 4773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1473,67)" 6487 3517

ENSGALP00000009341 CID 383 - 395

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1528,85)" 1574 false 3518

ENSGALP00000043256 CID 44 - 56

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1547,77)" 11571 3519

ENSGALP00000027541 CID 113 - 127
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1604,94)" 16496 true 0.53 3520

ENSGALP00000011232 CID 287 - 292

phosphofructokinase 
platelet - CGNC Symbol 
53359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(740,42)" 2902 3521



ENSGALP00000007389 CID 220 - 233
F-box protein 6 - CGNC 
Symbol 51014 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1609,84)" 501 3522

ENSGALP00000013122 CID 76 - 82

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(745,46)" 2238 false 3523

ENSGALP00000007680 CID 211 - 217
ribosomal protein L6 - 
CGNC Symbol 48978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(745,46)" 2238 false 3524

ENSGALP00000021618 CID 113 - 118
lactate dehydrogenase B - 
CGNC Symbol 10005 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(784,51)" 2054 true 0.8 3525

ENSGALP00000000383 CID 388 - 397
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1180,59)" 16999 3526

ENSGALP00000027541 CID 113 - 127
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1617,01)" 7992 true 0.53 3527

ENSGALP00000026664 CID 1,393 - 1,398

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(746,38)" 984 false 3528



ENSGALP00000014599 CID 168 - 174
sorcin - CGNC Symbol 
51278 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(924,45)" 3151 true 0.56 3529

ENSGALP00000013963 CID 936 - 941

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(924,45)" 3151 false 0.68 3530

ENSGALP00000004866 CID 81 - 92
nudix hydrolase 21 - CGNC 
Symbol 66135 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1416,80)" 3056 true 0.72 3531

ENSGALP00000003357 CID 722 - 730

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1176,61)" 7202 false 0.51 3532

ENSGALP00000000639 CID 473 - 485
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1603,79)" 18834 true 1.54 3533

ENSGALP00000035478 CID 552 - 566
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1688,89)" 2615 true 3.94 3534

ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1723,76)" 196783 3535



ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1723,76)" 196783 3536

ENSGALP00000019318 CID 38 - 53
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1897,94)" 1607 3537

ENSGALP00000036720 CID 2,755 - 2,762

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1023,56)" 1050 true 0.85 3538

P13645 CID 442 - 450

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1193,62)" 12330 true 1.86 3539

ENSGALP00000009487 CID 517 - 523
ribophorin I - CGNC Symbol 
4413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(887,55)" 11957 false 3540

ENSGALP00000027828 CID 462 - 469

prolylcarboxypeptidase 
(angiotensinase C) - CGNC 
Symbol 12960 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1054,62)" 953 false 3541

ENSGALP00000027682 CID 60 - 70

CWF19-like 2 cell cycle 
control (S. pombe) - 
HGNC:26508 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1312,61)" 2780 false 3542



ENSGALP00000004108 CID 262 - 271

differentially expressed in 
FDCP 6 homolog (mouse) - 
CGNC Symbol 1882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1312,61)" 2780 false 3543

ENSGALP00000001315 CID 169 - 183
nudC nuclear distribution 
protein - CGNC Symbol 591 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1663,94)" 776 false 3544

ENSGALP00000035143 CID 269 - 285
drebrin like - CGNC Symbol 
15268 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1894,88)" 3191 true 0.76 3545

ENSGALP00000028022 CID 118 - 137
YY1 transcription factor - 
CGNC Symbol 51971 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2444,18)" 1441 true 0.49 3546

ENSGALP00000022815 CID 103 - 112

cytochrome c oxidase 
subunit 5A - CGNC Symbol 
10534 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1176,66)" 1841 false 3547

ENSGALP00000007055 CID 289 - 299

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1210,67)" 28248 3548

ENSGALP00000035143 CID 269 - 285
drebrin like - CGNC Symbol 
15268 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1898,91)" 1498 3549



ENSGALP00000009354 CID 148 - 163

platelet activating factor 
acetylhydrolase 1b 
regulatory subunit 1 - CGNC 
Symbol 4356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1799,86)" 1321 true 1.32 3550

ENSGALP00000000224 CID 249 - 254
proliferating cell nuclear 
antigen - CGNC Symbol 92 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(810,48)" 679 false 3551

ENSGALP00000006778 CID 263 - 269

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(982,49)" 9955 false 0.09* 3552

ENSGALP00000026126 CID 164 - 174
ribosomal protein L8 - 
CGNC Symbol 12137 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(983,61)" 3258 true 1.16 3553

ENSGALP00000025165 CID 146 - 153

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1030,59)" 749 true 2.41 3554

ENSGALP00000004375 CID 361 - 370
acetyl-CoA acyltransferase 
2 - CGNC Symbol 2003 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1220,74)" 6480 3555

ENSGALP00000009354 CID 148 - 163

platelet activating factor 
acetylhydrolase 1b 
regulatory subunit 1 - CGNC 
Symbol 4356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1807,90)" 1750 true 1.32 3556



ENSGALP00000030147 CID 93 - 99

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1004,50)" 19993 false 1.29 3557

ENSGALP00000015176 CID 1,002 - 1,010

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1004,50)" 19993 3558

ENSGALP00000019031 CID 442 - 462
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2463,06)" 15343 3559

ENSGALP00000038107 CID 766 - 772

squamous cell carcinoma 
antigen recognized by T-
cells 3 - HGNC:16860 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(922,52)" 1075 true 4.41 3560

ENSGALP00000019038 CID 75 - 81

Wilms tumor 1 associated 
protein - CGNC Symbol 
8862 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(922,52)" 1075 3561

ENSGALP00000023059 CID 326 - 334

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1128,64)" 455 3562

ENSGALP00000020737 CID 821 - 832
nucleoporin 153kDa - CGNC 
Symbol 9650 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1335,66)" 2094 true 1.03 3563



ENSGALP00000004508 CID 117 - 125

endoplasmic reticulum-
golgi intermediate 
compartment 1 - CGNC 
Symbol 2067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1134,58)" 477 true 1.11 3564

ENSGALP00000020867 CID 347 - 357
enoyl-CoA delta isomerase 
2 - CGNC Symbol 9709 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1284,79)" 2174 false 3565

ENSGALP00000016164 CID 404 - 415

extra spindle pole bodies 
like 1 separase - CGNC 
Symbol 7565 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1284,79)" 2174 3566

ENSGALP00000018382 CID 777 - 788
early endosome antigen 1 - 
CGNC Symbol 8572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1350,69)" 8122 false 1.07 3567

ENSGALP00000003342 CID 129 - 138

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1350,69)" 8122 true 1.07 3568

ENSGALP00000034108 CID 43 - 55
pyruvate kinase muscle - 
CGNC Symbol 1412 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1387,73)" 79153 true 1.48 3569

ENSGALP00000004508 CID 117 - 125

endoplasmic reticulum-
golgi intermediate 
compartment 1 - CGNC 
Symbol 2067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1142,64)" 528 true 1.11 3570



ENSGALP00000035595 CID 48 - 58
40S ribosomal protein S11 - 
Refseq NP_001026004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1362,83)" 4217 false 3571

ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1025,48)" 30829 true 0.42 3572

ENSGALP00000013729 CID 55 - 63
small ubiquitin-like modifier 
1 - CGNC Symbol 48961 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1033,58)" 741 3573

ENSGALP00000032625 CID 293 - 298
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(852,39)" 2611 true 2.33 3574

ENSGALP00000038774 CID 168 - 177
argininosuccinate synthase 
1 - CGNC Symbol 50457 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1108,74)" 1299 false 3575

ENSGALP00000019471 CID 4-Dec
PHD finger protein 5A - 
CGNC Symbol 9062 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1226,64)" 10907 3576

ENSGALP00000023635 CID 386 - 397
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1511,82)" 8567 false 3577



ENSGALP00000019667 CID 84 - 97

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1532,74)" 9342 false 3578

ENSGALP00000013474 CID 193 - 199
RNA binding motif protein 
19 - CGNC Symbol 6281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(887,44)" 1780 false 3579

ENSGALP00000014768 CID 243 - 251
EH-domain containing 3 - 
CGNC Symbol 51465 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1072,65)" 687 3580

ENSGALP00000008824 CID 191 - 202

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1287,76)" 18889 false 3581

ENSGALP00000019695 CID 240 - 251

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1324,78)" 1398 3582

ENSGALP00000002278 CID 16 - 27

mitogen-activated protein 
kinase 1 - CGNC Symbol 
48975 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1597,77)" 25321 3583

ENSGALP00000040890 CID 355 - 368

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1597,77)" 25321 3584



ENSGALP00000038774 CID 60 - 67
argininosuccinate synthase 
1 - CGNC Symbol 50457 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1084,57)" 19485 3585

ENSGALP00000019252 CID 4,422 - 4,429

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1084,57)" 19485 false 1.14 3586

ENSGALP00000026664 CID 2,278 - 2,285

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(898,50)" 18192 false 3587

ENSGALP00000023294 CID 1,880 - 1,893

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1473,91)" 2369 3588

ENSGALP00000009420 CID 33 - 42

coatomer protein complex 
subunit gamma 1 - CGNC 
Symbol 4382 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1214,65)" 4859 true 0.44 3589

ENSGALP00000038904 CID 18 - 32

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1677,85)" 205535 3590

ENSGALP00000013843 CID 1,369 - 1,375
THO complex 2 - CGNC 
Symbol 6452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(906,48)" 523082 false 0.22 3591



ENSGALP00000012007 CID 153 - 159
archain 1 - CGNC Symbol 
5606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(906,48)" 523082 false 0.44 3592

ENSGALP00000003584 CID 74 - 80
H3 histone family 3B - 
CGNC Symbol 49711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(906,48)" 523082 true 0.44 3593

ENSGALP00000025130 CID 55 - 67
ribosomal protein S23 - 
HGNC:10410 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1396,79)" 19231 false 0.74 3594

ENSGALP00000002828 CID 438 - 448

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1486,93)" 1635 true 0.98 3595

ENSGALP00000001957 CID 373 - 380

serine and arginine 
repetitive matrix 1 - CGNC 
Symbol 876 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(927,55)" 2279 false 3596

ENSGALP00000007680 CID 221 - 228
ribosomal protein L6 - 
CGNC Symbol 48978 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1050,56)" 4797 true 0.79 3597

ENSGALP00000011510 CID 83 - 92
apolipoprotein A-I - CGNC 
Symbol 49860 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1349,73)" 54262 false 3598



ENSGALP00000007680 CID 221 - 228
ribosomal protein L6 - 
CGNC Symbol 48978 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1058,61)" 3781 true 0.79 3599

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1353,79)" 2320 true 2.16 3600

ENSGALP00000002828 CID 438 - 448

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1499,00)" 1604 true 0.98 3601

ENSGALP00000039965 CID 517 - 529

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1681,91)" 3618 true 0.43 3602

ENSGALP00000012007 CID 19 - 25
archain 1 - CGNC Symbol 
5606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(938,49)" 2463 true 0.45 3603

ENSGALP00000029322 CID 121 - 129
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1001,51)" 6253 true 0.95 3604

ENSGALP00000009964 CID 2-Sep
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1001,51)" 6253 3605



ENSGALP00000019039 CID 117 - 125

superoxide dismutase 2 
mitochondrial - CGNC 
Symbol 8863 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1102,63)" 1249 true 0.87 3606

ENSGALP00000000742 CID 267 - 279
ring finger protein 113A - 
CGNC Symbol 51137 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1798,78)" 2297 false 3607

ENSGALP00000024868 CID 132 - 139

RAB2A member RAS 
oncogene family - CGNC 
Symbol 49674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(940,48)" 1509 3608

ENSGALP00000039699 CID 101 - 109
LIM domain containing 2 - 
CGNC Symbol 327 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1042,44)" 6065 true 0.75 3609

ENSGALP00000028055 CID 196 - 207
leucine aminopeptidase 3 - 
CGNC Symbol 4763 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1322,74)" 1741 3610

ENSGALP00000016816 CID 1,142 - 1,153
exportin 5 - CGNC Symbol 
7870 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1367,82)" 208748 false 1.59 3611

ENSGALP00000000583 CID Aug-21

histidine triad nucleotide 
binding protein 1 - CGNC 
Symbol 49312 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1444,82)" 3523 true 0.52 3612



ENSGALP00000011103 CID 677 - 689
insulin degrading enzyme - 
HGNC:5381 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1671,80)" 3616 true 0.82 3613

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1750,87)" 2860 false 3614

ENSGALP00000020310 CID 589 - 603
SET binding factor 1 - CGNC 
Symbol 9447 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1917,98)" 1554 false 3615

ENSGALP00000039699 CID 101 - 109
LIM domain containing 2 - 
CGNC Symbol 327 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1046,47)" 3445 3616

ENSGALP00000013682 CID Dec-25

glutathione S-transferase 
omega 1 - CGNC Symbol 
52072 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1334,74)" 1479 true 1.16 3617

ENSGALP00000008236 CID 475 - 487
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1563,82)" 1502 true 0.96 3618

ENSGALP00000019801 CID 174 - 187
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1778,89)" 17260 true 0.59 3619



ENSGALP00000024086 CID 426 - 442

5'-nucleotidase domain 
containing 1 - CGNC Symbol 
11115 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1816,84)" 978 false 3620

ENSGALP00000008236 CID 475 - 487
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1571,87)" 1437 true 0.96 3621

ENSGALP00000009642 CID 303 - 317
pre-mRNA processing factor 
6 - CGNC Symbol 4493 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1711,86)" 15355 false 3622

ENSGALP00000003954 CID 290 - 298

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1079,51)" 4594 3623

ENSGALP00000002008 CID 414 - 423
c-src tyrosine kinase - CGNC 
Symbol 902 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1079,51)" 4594 false 0.78 3624

ENSGALP00000028022 CID 118 - 137
YY1 transcription factor - 
CGNC Symbol 51971 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2456,24)" 436 true 0.49 3625

ENSGALP00000012145 CID 204 - 211

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1048,58)" 1317 3626



ENSGALP00000004104 CID 791 - 804

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1788,90)" 2846 true 1.09 3627

ENSGALP00000039736 CID 148 - 156
CD74 molecule - CGNC 
Symbol 3398 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1093,57)" 1274 3628

ENSGALP00000010925 CID 516 - 525

exocyst complex 
component 6 - CGNC 
Symbol 52056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1214,61)" 1808 3629

ENSGALP00000004104 CID 791 - 804

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1796,94)" 3099 true 1.09 3630

ENSGALP00000007743 CID 459 - 475
nucleoporin 62kDa - CGNC 
Symbol 3605 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2088,99)" 2020 true 0.55 3631

ENSGALP00000014935 CID 219 - 226
fragile X mental retardation 
1 - CGNC Symbol 51729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1089,58)" 6697 true 3.14 3632

ENSGALP00000020534 CID 386 - 396

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1287,59)" 7158 true 1.19 3633



ENSGALP00000004687 CID 493 - 507

MAU2 sister chromatid 
cohesion factor - CGNC 
Symbol 2145 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1820,88)" 3849 false 3634

ENSGALP00000007743 CID 459 - 475
nucleoporin 62kDa - CGNC 
Symbol 3605 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2093,01)" 1113 3635

ENSGALP00000026194 CID 297 - 302
primase (DNA) subunit 2 - 
CGNC Symbol 12170 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(833,46)" 829 false 1.05 3636

ENSGALP00000014935 CID 219 - 226
fragile X mental retardation 
1 - CGNC Symbol 51729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1093,61)" 25411 3637

ENSGALP00000020534 CID 386 - 396

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1291,61)" 8503 3638

ENSGALP00000007819 CID 175 - 184
peptidase D - CGNC Symbol 
3636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1269,69)" 15485 3639

ENSGALP00000003005 CID 261 - 273

TBC1 domain family 
member 2 - CGNC Symbol 
1373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1632,89)" 686 false 3640



ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1663,87)" 5016 3641

ENSGALP00000026509 CID 125 - 140

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2090,93)" 1901 false 3642

ENSGALP00000000509 CID 284 - 291

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1065,55)" 1985 false 3643

ENSGALP00000016263 CID 214 - 222
sorting nexin 6 - CGNC 
Symbol 56458 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1206,63)" 6210 true 0.71 3644

ENSGALP00000019471 CID 4-Dec
PHD finger protein 5A - 
CGNC Symbol 9062 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1222,61)" 22171 true 0.44 3645

ENSGALP00000040985 CID 2-Dec

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1235,68)" 3659 true 0.78 3646

ENSGALP00000020349 CID 340 - 358
pre-mRNA processing factor 
39 - HGNC:20314 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2446,24)" 1046 true 0.68 3647



ENSGALP00000009964 CID 227 - 246
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2455,30)" 1365 false 3648

ENSGALP00000040985 CID 2-Dec

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1239,69)" 1821 true 0.78 3649

ENSGALP00000007481 CID 110 - 120
BUD31 homolog - CGNC 
Symbol 3487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1385,60)" 6327 true 0.42 3650

ENSGALP00000033650 CID 349 - 366
FYN binding protein - CGNC 
Symbol 2773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2057,18)" 1078 false 3651

ENSGALP00000038272 CID 194 - 201

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 27 - CGNC 
Symbol 5262 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(848,51)" 959 true 1.19 3652

ENSGALP00000012086 CID 396 - 402

glutamic-oxaloacetic 
transaminase 1 soluble - 
CGNC Symbol 5645 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(886,54)" 2366 true 0.99 3653

ENSGALP00000006308 CID 68 - 77
ribosomal protein L23a - 
CGNC Symbol 2910 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1298,81)" 757 true 1.11 3654



ENSGALP00000043196 CID 1,252 - 1,263
marker of proliferation Ki-
67 - CGNC Symbol 16321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1298,81)" 757 3655

ENSGALP00000036688 CID 327 - 338
tubulin alpha 8a - CGNC 
Symbol 262 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1298,81)" 757 false 3656

ENSGALP00000022433 CID 93 - 103
polymerase (RNA) II subunit 
I - HGNC:9196 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1306,65)" 4057 true 2.52 3657

ENSGALP00000007481 CID 110 - 120
BUD31 homolog - CGNC 
Symbol 3487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1389,62)" 1794 3658

ENSGALP00000019252 CID 5,312 - 5,317

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(792,43)" 4414 false 0.54 3659

ENSGALP00000033741 CID 204 - 209

EF-hand domain family 
member D1 - CGNC Symbol 
52247 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(792,43)" 4414 true 0.54 3660

ENSGALP00000003089 CID 694 - 700
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(859,51)" 606 false 0.86 3661



ENSGALP00000027391 CID 532 - 539

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(940,50)" 2371 true 1.53 3662

ENSGALP00000006308 CID 68 - 77
ribosomal protein L23a - 
CGNC Symbol 2910 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1310,89)" 842 true 1.11 3663

ENSGALP00000011167 CID 337 - 347

ribonuclease/angiogenin 
inhibitor 1 - CGNC Symbol 
5211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1351,81)" 975 false 3664

ENSGALP00000025165 CID 221 - 233

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1404,71)" 964 3665

ENSGALP00000018987 CID 530 - 535
t-complex 1 - CGNC Symbol 
8842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(744,45)" 412 true 0.96 3666

ENSGALP00000033741 CID 204 - 209

EF-hand domain family 
member D1 - CGNC Symbol 
52247 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(796,45)" 1525 3667

ENSGALP00000004476 CID 144 - 149
reticulocalbin 2 - CGNC 
Symbol 2050 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(796,45)" 1525 3668



ENSGALP00000009371 CID 431 - 443

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1472,91)" 530 3669

ENSGALP00000029109 CID 215 - 221

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(963,50)" 988 true 0.5 3670

ENSGALP00000038435 CID 214 - 221

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(965,54)" 20878 3671

P13645 CID 236 - 245

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1298,77)" 5717 true 0.65 3672

ENSGALP00000023294 CID 1,393 - 1,405

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1560,95)" 2668 false 3673

ENSGALP00000016105 CID 43 - 50

echinoderm microtubule 
associated protein like 4 - 
CGNC Symbol 7532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(828,49)" 4443 3674

ENSGALP00000003850 CID 29 - 35

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(828,49)" 4443 false 1.7 3675



ENSGALP00000039133 CID 66 - 73

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1033,56)" 1600 false 1.51 3676

ENSGALP00000023319 CID 314 - 322
catalase - CGNC Symbol 
51998 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1151,61)" 2975 3677

ENSGALP00000037906 CID 43 - 52
ribosomal protein L35 - 
CGNC Symbol 49055 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,76)" 400 false 3678

ENSGALP00000036651 CID 347 - 356

v-akt murine thymoma viral 
oncogene homolog 1 - 
CGNC Symbol 49557 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1346,65)" 3037 true 1.26 3679

ENSGALP00000012854 CID 101 - 107

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit D - 
CGNC Symbol 5993 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(863,51)" 416 false 3680

ENSGALP00000039133 CID 66 - 73

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1041,61)" 4943 true 1.51 3681

ENSGALP00000005453 CID 160 - 169

DnaJ heat shock protein 
family (Hsp40) member C7 - 
CGNC Symbol 2515 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1199,60)" 4735 true 0.56 3682



ENSGALP00000023075 CID 486 - 496
replication factor C subunit 
1 - CGNC Symbol 51823 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1312,72)" 745 3683

ENSGALP00000036651 CID 347 - 356

v-akt murine thymoma viral 
oncogene homolog 1 - 
CGNC Symbol 49557 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1350,67)" 2669 true 1.25 3684

ENSGALP00000021475 CID 357 - 380

succinate dehydrogenase 
complex flavoprotein 
subunit A - CGNC Symbol 
49461 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2850,49)" 1620 true 0.62 3685

ENSGALP00000005453 CID 160 - 169

DnaJ heat shock protein 
family (Hsp40) member C7 - 
CGNC Symbol 2515 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1203,63)" 3566 3686

ENSGALP00000041057 CID 13 - 28
lectin mannose binding 2 - 
CGNC Symbol 63471 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1327,73)" 894 3687

ENSGALP00000008105 CID 123 - 136

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1572,88)" 1523 false 3688

ENSGALP00000025726 CID 304 - 320

mitochondrial antiviral 
signaling protein - CGNC 
Symbol 51863 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1752,86)" 1655 false 3689



ENSGALP00000021475 CID 357 - 380

succinate dehydrogenase 
complex flavoprotein 
subunit A - CGNC Symbol 
49461 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2858,55)" 1010 true 0.62 3690

ENSGALP00000022293 CID 231 - 237 ezrin - CGNC Symbol 10288 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(900,55)" 617 false 3691

ENSGALP00000000383 CID 446 - 454
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1156,67)" 704 3692

ENSGALP00000020744 CID 671 - 681

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1345,67)" 986 true 1.7 3693

ENSGALP00000013474 CID 313 - 324
RNA binding motif protein 
19 - CGNC Symbol 6281 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1381,84)" 649267 false 0.19 3694

ENSGALP00000014746 CID 38 - 45
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(908,56)" 2039 false 3695

ENSGALP00000042294 CID 2,177 - 2,190

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1382,78)" 12908 true 1.55 3696



ENSGALP00000043088 CID 20 - 34

proteasome (prosome 
macropain) 26S subunit non-
ATPase 4 - CGNC Symbol 
59257 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1766,92)" 756 false 3697

ENSGALP00000001460 CID 21 - 27
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(861,44)" 6520 true 0.57 3698

ENSGALP00000011006 CID Feb-13
catenin beta like 1 - CGNC 
Symbol 5146 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1432,72)" 32878 3699

ENSGALP00000001460 CID 21 - 27
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(865,47)" 3189 3700

ENSGALP00000039878 CID 799 - 807
ubiquitin associated protein 
2-like - CGNC Symbol 17025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(865,47)" 3189 false 3701

ENSGALP00000023085 CID 279 - 286
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1141,59)" 14190 true 0.58 3702

ENSGALP00000015409 CID 304 - 311
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1141,59)" 14190 true 0.58 3703



ENSGALP00000015886 CID 97 - 109

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1468,77)" 1245 true 0.53 3704

ENSGALP00000007174 CID 170 - 176

SH3-domain GRB2-like 
endophilin B1 - CGNC 
Symbol 4722 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(773,45)" 4642 false 1.13 3705

ENSGALP00000019629 CID 87 - 93
proteasome subunit alpha 3 
- CGNC Symbol 9125 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(773,45)" 4642 true 1.13 3706

ENSGALP00000043134 CID 132 - 138

Hsap of 1: integrator 
complex subunit 3 - 
HGNC:26153 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(773,45)" 4642 3707

ENSGALP00000030678 CID 159 - 171 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1432,74)" 8316 3708

ENSGALP00000011071 CID 635 - 650
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1840,05)" 1180 false 0.69 3709

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1279,79)" 371 true 1.9 3710



ENSGALP00000012940 CID 2-Aug

ubiquitin conjugating 
enzyme E2 H - CGNC 
Symbol 6039 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(715,39)" 1667 false 3711

ENSGALP00000029968 CID 262 - 268
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(777,47)" 2229 false 0.96 3712

ENSGALP00000003130 CID 124 - 129

smu-1 suppressor of mec-8 
and unc-52 homolog (C. 
elegans) - CGNC Symbol 
1430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(812,39)" 2151 false 3713

ENSGALP00000021618 CID 308 - 317
lactate dehydrogenase B - 
CGNC Symbol 10005 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1254,81)" 3474 false 3714

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1283,83)" 2495 true 0.46 3715

ENSGALP00000029968 CID 262 - 268
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(781,49)" 2195 3716

ENSGALP00000025754 CID 461 - 466
serine/threonine kinase 3 - 
CGNC Symbol 52437 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(816,43)" 3346 false 0.73 3717



ENSGALP00000006581 CID 472 - 477

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 50 - CGNC 
Symbol 3039 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(816,43)" 3346 false 0.73 3718

ENSGALP00000038107 CID 424 - 429

squamous cell carcinoma 
antigen recognized by T-
cells 3 - HGNC:16860 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(816,43)" 3346 false 0.73 3719

ENSGALP00000002862 CID 15 - 20
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(816,43)" 3346 false 3720

ENSGALP00000007458 CID 42 - 48
protein kinase N3 - CGNC 
Symbol 50459 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(816,43)" 3346 false 0.73 3721

ENSGALP00000016523 CID 493 - 503

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1277,66)" 3960 true 0.62 3722

ENSGALP00000016523 CID 493 - 503

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1281,68)" 2444 3723

ENSGALP00000002796 CID 224 - 237

eukaryotic translation 
initiation factor 6 - CGNC 
Symbol 1275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1573,81)" 2338 true 1.98 3724



ENSGALP00000027682 CID 615 - 619

CWF19-like 2 cell cycle 
control (S. pombe) - 
HGNC:26508 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(753,43)" 458 false 3725

ENSGALP00000012163 CID 531 - 535

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(753,43)" 458 false 3726

ENSGALP00000032274 CID 606 - 612

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(753,43)" 458 false 3727

ENSGALP00000001483 CID 602 - 610

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(863,44)" 16922 3728

ENSGALP00000021028 CID 405 - 411
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(863,44)" 16922 false 2.92 3729

ENSGALP00000023450 CID 13 - 25

lysophosphatidylcholine 
acyltransferase 3 - CGNC 
Symbol 10817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1358,73)" 8550 true 0.69 3730

ENSGALP00000009549 CID 448 - 461
calnexin - CGNC Symbol 
4443 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1577,82)" 1580 true 1.5 3731



ENSGALP00000003584 CID 74 - 80
H3 histone family 3B - 
CGNC Symbol 49711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(914,53)" 219498 true 0.44 3732

ENSGALP00000040890 CID 249 - 258

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1076,56)" 1034 true 0.71 3733

ENSGALP00000008311 CID 366 - 375
SEC24 family member C - 
CGNC Symbol 3857 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1076,56)" 1034 false 0.71 3734

ENSGALP00000013524 CID 974 - 983
STE20-like kinase - CGNC 
Symbol 6304 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1187,62)" 1208 false 3735

ENSGALP00000007379 CID 184 - 191

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(937,46)" 14214 true 0.61 3736

ENSGALP00000000054 CID 187 - 194
G protein subunit alpha i3 - 
HGNC:4387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(937,46)" 14214 true 0.61 3737

ENSGALP00000038408 CID 15 - 22
Y box binding protein 1 - 
CGNC Symbol 3598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(972,52)" 13125 3738



ENSGALP00000008311 CID 366 - 375
SEC24 family member C - 
CGNC Symbol 3857 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1080,60)" 733 3739

ENSGALP00000014389 CID Sep-30
COMM domain containing 
5 - CGNC Symbol 6733 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1990,92)" 793 true 1.01 3740

ENSGALP00000000054 CID 187 - 194
G protein subunit alpha i3 - 
HGNC:4387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(941,48)" 8731 3741

ENSGALP00000007379 CID 184 - 191

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(941,48)" 8731 3742

ENSGALP00000019039 CID 117 - 125

superoxide dismutase 2 
mitochondrial - CGNC 
Symbol 8863 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1110,67)" 538 true 0.87 3743

ENSGALP00000018987 CID 372 - 381
t-complex 1 - CGNC Symbol 
8842 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1115,70)" 697 false 3744

ENSGALP00000019224 CID 794 - 804

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1115,70)" 697 3745



ENSGALP00000038435 CID 512 - 526

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1678,84)" 1137 false 3746

ENSGALP00000014389 CID Sep-30
COMM domain containing 
5 - CGNC Symbol 6733 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1994,95)" 804 3747

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1389,90)" 107480 true 0.19 3748

ENSGALP00000008824 CID 372 - 384

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1503,70)" 25464 false 3749

ENSGALP00000035595 CID 59 - 68
40S ribosomal protein S11 - 
Refseq NP_001026004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1178,60)" 21931 true 0.83 3750

ENSGALP00000043256 CID 319 - 331

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1520,77)" 23777 true 1.44 3751

ENSGALP00000016196 CID 285 - 293

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1162,62)" 1903 3752



ENSGALP00000043256 CID 319 - 331

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1528,82)" 34153 true 1.44 3753

ENSGALP00000032358 CID 987 - 1,002

structural maintenance of 
chromosomes 4 - CGNC 
Symbol 7271 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1930,03)" 816 true 0.74 3754

ENSGALP00000011647 CID 79 - 89

cytochrome c oxidase 
subunit VIa polypeptide 1 - 
CGNC Symbol 50396 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1316,69)" 3865 false 3755

ENSGALP00000025327 CID 2,884 - 2,895

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1463,77)" 38389 false 0.55 3756

ENSGALP00000020154 CID 463 - 477
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1463,77)" 38389 true 0.55 3757

ENSGALP00000026664 CID 245 - 258

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1531,78)" 6165 false 3758

ENSGALP00000022293 CID 394 - 400 ezrin - CGNC Symbol 10288 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(770,50)" 2837 false 3759



ENSGALP00000021618 CID 107 - 112
lactate dehydrogenase B - 
CGNC Symbol 10005 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(770,50)" 2837 false 3760

ENSGALP00000003612 CID 1,960 - 1,965

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(770,50)" 2837 false 3761

ENSGALP00000038626 CID 107 - 112
lactate dehydrogenase A - 
CGNC Symbol 49707 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(770,50)" 2837 false 3762

ENSGALP00000015160 CID 1,998 - 2,003

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(824,46)" 5106 false 1.34 3763

ENSGALP00000013724 CID 27 - 33

adaptor related protein 
complex 2 mu 1 subunit - 
CGNC Symbol 6392 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(824,46)" 5106 3764

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1080,58)" 30765 true 0.64 3765

ENSGALP00000020154 CID 463 - 477
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1467,79)" 19537 3766



ENSGALP00000037871 CID 329 - 344

WAS/WASL interacting 
protein family member 1 - 
CGNC Symbol 7084 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1537,84)" 9639 false 3767

ENSGALP00000014509 CID 209 - 221

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1553,83)" 9036 true 0.46 3768

ENSGALP00000040785 CID 185 - 204

Hsap of 16: DDB1 and CUL4 
associated factor 8-like 1 - 
HGNC:31810 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2346,15)" 1298 true 0.64 3769

ENSGALP00000041057 CID 196 - 206
lectin mannose binding 2 - 
CGNC Symbol 63471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1346,71)" 10340 3770

ENSGALP00000040785 CID 185 - 204

Hsap of 16: DDB1 and CUL4 
associated factor 8-like 1 - 
HGNC:31810 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2350,18)" 508 3771

ENSGALP00000036720 CID 534 - 542

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1206,65)" 3264 true 0.47 3772

ENSGALP00000033650 CID 807 - 812
FYN binding protein - CGNC 
Symbol 2773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(798,45)" 1825 false 3773



ENSGALP00000006222 CID 87 - 93
calreticulin 3 - CGNC 
Symbol 2868 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(875,50)" 15453 3774

ENSGALP00000015596 CID 48 - 54

golgi reassembly stacking 
protein 2 55kDa - CGNC 
Symbol 7296 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(875,50)" 15453 3775

ENSGALP00000004924 CID 1,292 - 1,299

nuclear receptor 
corepressor 2 - CGNC 
Symbol 2259 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(875,50)" 15453 3776

ENSGALP00000007490 CID 247 - 253 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(893,48)" 1838 true 5.2 3777

ENSGALP00000021028 CID 246 - 252
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(893,48)" 1838 true 5.2 3778

ENSGALP00000022293 CID 247 - 253 ezrin - CGNC Symbol 10288 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(893,48)" 1838 true 5.2 3779

ENSGALP00000001027 CID 137 - 147

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1216,69)" 5949 true 0.5 3780



ENSGALP00000006708 CID 874 - 885
hexokinase 1 - CGNC 
Symbol 3101 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1396,79)" 29793 3781

ENSGALP00000000924 CID 74 - 93
acyl-CoA thioesterase 7 - 
CGNC Symbol 50978 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2134,15)" 908 true 0.78 3782

ENSGALP00000012917 CID 649 - 655

nuclear factor of activated T-
cells cytoplasmic calcineurin-
dependent 2 - CGNC 
Symbol 6025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(878,54)" 259874 false 0.22 3783

ENSGALP00000021028 CID 246 - 252
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(901,53)" 10477 true 5.2 3784

ENSGALP00000022293 CID 247 - 253 ezrin - CGNC Symbol 10288 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(901,53)" 10477 true 5.2 3785

ENSGALP00000007490 CID 247 - 253 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(901,53)" 10477 true 5.2 3786

ENSGALP00000014374 CID 150 - 157
malate dehydrogenase 1 - 
CGNC Symbol 6725 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1058,52)" 2199 3787



ENSGALP00000001027 CID 137 - 147

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1220,72)" 2970 3788

ENSGALP00000000924 CID 74 - 93
acyl-CoA thioesterase 7 - 
CGNC Symbol 50978 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2142,20)" 707 true 0.78 3789

ENSGALP00000000837 CID 20 - 27

protein tyrosine 
phosphatase non-receptor 
type 7 - CGNC Symbol 371 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(895,50)" 6375 3790

ENSGALP00000023274 CID 204 - 214

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1284,72)" 1583 false 0.57 3791

ENSGALP00000023059 CID 698 - 711

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1677,93)" 647 false 3792

ENSGALP00000019801 CID 174 - 187
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1790,96)" 7299 true 0.59 3793

ENSGALP00000018616 CID 28 - 36
leukotriene A4 hydrolase - 
CGNC Symbol 8686 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1013,53)" 10541 true 1.42 3794



ENSGALP00000007819 CID 175 - 184
peptidase D - CGNC Symbol 
3636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1265,67)" 1819 true 5.59 3795

ENSGALP00000042552 CID 563 - 572
guanylate binding protein - 
CGNC Symbol 49284 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1322,74)" 6349 true 2.5 3796

ENSGALP00000026858 CID 358 - 365

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(904,54)" 942 true 0.41 3797

ENSGALP00000018616 CID 28 - 36
leukotriene A4 hydrolase - 
CGNC Symbol 8686 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1017,56)" 15476 3798

ENSGALP00000036122 CID 128 - 138

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1296,57)" 47372 true 0.59 3799

ENSGALP00000019945 CID 38 - 44
ribosomal protein S29 - 
CGNC Symbol 9289 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(941,44)" 3033 true 1.16 3800

ENSGALP00000007927 CID 98 - 105
Hsap of 9: ribosomal 
protein L36a - HGNC:10359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(966,55)" 11001 true 0.76 3801



ENSGALP00000036122 CID 128 - 138

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1300,60)" 24333 3802

ENSGALP00000017954 CID 210 - 224

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1405,67)" 69314 true 0.42 3803

ENSGALP00000019945 CID 38 - 44
ribosomal protein S29 - 
CGNC Symbol 9289 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(945,47)" 3505 3804

ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1339,58)" 26352 true 3.08 3805

ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1339,58)" 26352 true 3.08 3806

ENSGALP00000014641 CID 136 - 148

endothelial differentiation 
related factor 1 - CGNC 
Symbol 6846 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1367,80)" 40592 false 3807

ENSGALP00000017954 CID 210 - 224

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1409,70)" 27180 3808



ENSGALP00000018456 CID 90 - 107

NADH:ubiquinone 
oxidoreductase subunit A12 
- CGNC Symbol 8606 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2086,02)" 487 false 3809

ENSGALP00000021315 CID 179 - 196

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
49273 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2302,19)" 5684 false 3810

ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1343,61)" 84329 3811

ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1343,61)" 84329 3812

ENSGALP00000009286 CID 224 - 238

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1478,80)" 2745 3813

ENSGALP00000018652 CID 272 - 284

actin related protein 2/3 
complex subunit 2 34kDa - 
CGNC Symbol 8704 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1478,80)" 2745 true 2.06 3814

ENSGALP00000023059 CID 39 - 44

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(789,51)" 949 false 3815



ENSGALP00000015160 CID 3,703 - 3,708

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(789,51)" 949 3816

ENSGALP00000027519 CID 35 - 40

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(789,51)" 949 false 3817

ENSGALP00000001617 CID 106 - 113

decapping enzyme 
scavenger - CGNC Symbol 
735 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1059,52)" 5489 true 0.7 3818

ENSGALP00000022004 CID 78 - 90
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1348,68)" 21406 3819

ENSGALP00000003617 CID Jan-15
ADP-ribosylhydrolase like 2 - 
CGNC Symbol 1642 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1348,68)" 21406 3820

ENSGALP00000010984 CID 142 - 153

adaptor-related protein 
complex 2 alpha 2 subunit - 
CGNC Symbol 51890 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1348,68)" 21406 false 0.5 3821

ENSGALP00000005576 CID 45 - 55

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1431,71)" 26877 true 0.3 3822



ENSGALP00000039133 CID 110 - 121

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1440,74)" 16792 true 0.99 3823

ENSGALP00000018652 CID 272 - 284

actin related protein 2/3 
complex subunit 2 34kDa - 
CGNC Symbol 8704 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1482,83)" 5654 3824

ENSGALP00000018382 CID 678 - 683
early endosome antigen 1 - 
CGNC Symbol 8572 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(819,47)" 840 false 3825

ENSGALP00000026301 CID 26 - 34

NADH:ubiquinone 
oxidoreductase subunit B9 - 
CGNC Symbol 12221 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1265,63)" 3427 true 1.24 3826

ENSGALP00000032625 CID 559 - 570
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1378,67)" 29578 true 1.55 3827

ENSGALP00000039133 CID 110 - 121

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1448,77)" 23036 true 0.99 3828

ENSGALP00000039965 CID 247 - 260

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1685,83)" 2523 true 0.63 3829



ENSGALP00000013808 CID 607 - 613
stromal antigen 2 - CGNC 
Symbol 51718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(865,51)" 3049 true 0.42 3830

ENSGALP00000003954 CID 306 - 316

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1171,68)" 5620 true 0.47 3831

ENSGALP00000005078 CID 341 - 352

Gallus gallus polymerase 
(DNA-directed) delta 
interacting protein 2 
(POLDIP2) mRNA. - RefSeq 
mRNA NM_001317356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1489,72)" 1260 true 1.12 3832

ENSGALP00000039965 CID 247 - 260

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1689,85)" 1593 3833

P13645 CID 363 - 369

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(879,50)" 3060 3834

ENSGALP00000005078 CID 341 - 352

Gallus gallus polymerase 
(DNA-directed) delta 
interacting protein 2 
(POLDIP2) mRNA. - RefSeq 
mRNA NM_001317356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1493,74)" 1405 3835

ENSGALP00000025299 CID 246 - 255
C-terminal binding protein 
1 - CGNC Symbol 11723 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1104,61)" 5315 true 0.31 3836



ENSGALP00000007833 CID 597 - 606
myelin expression factor 2 - 
CGNC Symbol 49981 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1104,61)" 5315 3837

ENSGALP00000018689 CID 151 - 159
septin 11 - CGNC Symbol 
8720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1180,57)" 2459 true 1.6 3838

ENSGALP00000013649 CID 260 - 273

diphosphoinositol 
pentakisphosphate kinase 1 
- CGNC Symbol 6353 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1576,77)" 1030 true 0.29 3839

ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1615,76)" 74288 3840

ENSGALP00000005180 CID 82 - 88
glutathione synthetase - 
CGNC Symbol 2381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(992,54)" 5710 true 0.97 3841

ENSGALP00000006939 CID 670 - 677
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1108,65)" 4684 false 3842

ENSGALP00000003737 CID 121 - 132
enolase 1 (alpha) - CGNC 
Symbol 49607 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1287,76)" 1571 false 3843



ENSGALP00000042788 CID 31 - 44

guanine nucleotide binding 
protein (G protein) gamma 
7 - CGNC Symbol 64142 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1723,75)" 4034 false 3844

ENSGALP00000015492 CID 348 - 353
histone acetyltransferase 1 - 
CGNC Symbol 7250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(750,49)" 971 false 3845

ENSGALP00000018689 CID 151 - 159
septin 11 - CGNC Symbol 
8720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1184,60)" 3945 3846

ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1244,57)" 5566 true 1.47 3847

ENSGALP00000003187 CID 617 - 632

cytochrome p450 
oxidoreductase - CGNC 
Symbol 1457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1801,86)" 4284 true 0.55 3848

ENSGALP00000001332 CID 247 - 252
lysyl-tRNA synthetase - 
CGNC Symbol 602 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(792,50)" 541 false 3849

ENSGALP00000005224 CID 308 - 317

isocitrate dehydrogenase 3 
(NAD+) alpha - CGNC 
Symbol 2399 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1191,68)" 8799 false 3850



ENSGALP00000013963 CID 62 - 72

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1191,68)" 8799 true 1.25 3851

ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1252,62)" 8190 true 1.47 3852

ENSGALP00000003187 CID 617 - 632

cytochrome p450 
oxidoreductase - CGNC 
Symbol 1457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1805,89)" 2337 3853

ENSGALP00000010414 CID 134 - 140

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(830,52)" 4363 3854

ENSGALP00000013963 CID 62 - 72

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1195,70)" 2188 3855

ENSGALP00000018750 CID 231 - 236

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(857,39)" 35850 true 0.58 3856

ENSGALP00000016822 CID 1-Jun
DEAH-box helicase 36 - 
CGNC Symbol 7873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(857,39)" 35850 false 0.58 3857



ENSGALP00000009642 CID 668 - 676
pre-mRNA processing factor 
6 - CGNC Symbol 4493 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(916,50)" 1725 3858

ENSGALP00000016361 CID 57 - 65
ribosomal protein S3A - 
CGNC Symbol 51748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(916,50)" 1725 3859

ENSGALP00000042497 CID 174 - 183

RAR-related orphan 
receptor C - CGNC Symbol 
58847 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(916,50)" 1725 3860

ENSGALP00000003381 CID 794 - 802
aconitase 1 soluble - CGNC 
Symbol 48955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1065,55)" 2194 true 2.19 3861

ENSGALP00000038829 CID 309 - 317
Hsap of 9: DEAD-box 
helicase 19A - HGNC:25628 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1230,60)" 3425 true 0.68 3862

ENSGALP00000041195 CID 157 - 166

Hsap of 9: toll like receptor 
adaptor molecule 2 - 
HGNC:21354 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1293,66)" 9359 true 0.73 3863

ENSGALP00000011006 CID 424 - 429
catenin beta like 1 - CGNC 
Symbol 5146 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(772,50)" 18643 false 1.02 3864



ENSGALP00000002996 CID 306 - 312

solute carrier family 25 
(mitochondrial carrier 
phosphate carrier) member 
24 - CGNC Symbol 1369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(772,50)" 18643 true 1.02 3865

ENSGALP00000038774 CID 160 - 167
argininosuccinate synthase 
1 - CGNC Symbol 50457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1075,59)" 16280 true 2.34 3866

ENSGALP00000004745 CID 628 - 633
nucleoporin 93kDa - CGNC 
Symbol 2176 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(782,50)" 1611 false 3867

ENSGALP00000018750 CID 231 - 236

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(861,41)" 20060 3868

ENSGALP00000005832 CID 152 - 160
nucleoporin 155kDa - CGNC 
Symbol 2697 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1038,59)" 1666 true 0.87 3869

ENSGALP00000001205 CID 205 - 213
splicing factor 3a subunit 2 - 
CGNC Symbol 14678 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1297,68)" 7550 false 3870

ENSGALP00000041195 CID 157 - 166

Hsap of 9: toll like receptor 
adaptor molecule 2 - 
HGNC:21354 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1297,68)" 7550 3871



ENSGALP00000006970 CID 982 - 993
exportin 1 - CGNC Symbol 
3224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1400,80)" 1195 true 1.99 3872

ENSGALP00000012878 CID 23 - 33
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1413,77)" 5919 true 1.73 3873

ENSGALP00000038259 CID 184 - 200

vascular endothelial zinc 
finger 1 - CGNC Symbol 
4119 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2173,02)" 1477 false 3874

ENSGALP00000020744 CID 683 - 689

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(908,49)" 3979 3875

ENSGALP00000038764 CID 427 - 436

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1142,68)" 1057 3876

ENSGALP00000006970 CID 982 - 993
exportin 1 - CGNC Symbol 
3224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1404,82)" 3827 true 1.99 3877

ENSGALP00000010153 CID 774 - 785

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1447,72)" 9409 true 0.31 3878



ENSGALP00000038764 CID 520 - 539

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2235,04)" 1887 false 3879

P13645 CID 442 - 450

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1197,64)" 20486 3880

ENSGALP00000004745 CID 32 - 42
nucleoporin 93kDa - CGNC 
Symbol 2176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1317,70)" 5487 3881

ENSGALP00000002252 CID 461 - 471

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1354,80)" 6730 true 0.26 3882

ENSGALP00000020275 CID 39 - 50

lectin galactoside-binding 
soluble 1 - CGNC Symbol 
49833 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1425,75)" 3564 3883

ENSGALP00000036304 CID 306 - 312

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(888,41)" 877 3884

ENSGALP00000001013 CID 52 - 64
ribosomal protein L22 - 
CGNC Symbol 48966 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1270,71)" 15962 true 1.17 3885



ENSGALP00000025404 CID 314 - 326

inner membrane 
mitochondrial protein - 
CGNC Symbol 11773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1498,84)" 5743 false 3886

ENSGALP00000028993 CID 145 - 156

Hsap of 1: ADP-
ribosyltransferase 1 - 
HGNC:723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1617,79)" 5751 false 3887

ENSGALP00000019038 CID 13 - 19

Wilms tumor 1 associated 
protein - CGNC Symbol 
8862 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(865,45)" 1237 false 3888

ENSGALP00000025935 CID 150 - 157

tissue specific 
transplantation antigen 
P35B - CGNC Symbol 12057 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1079,57)" 92702 3889

ENSGALP00000018594 CID 92 - 99

small nuclear 
ribonucleoprotein 
polypeptide F - CGNC 
Symbol 8670 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1079,57)" 92702 true 0.41 3890

ENSGALP00000008398 CID 297 - 306

phenylalanyl-tRNA 
synthetase beta subunit - 
CGNC Symbol 3896 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1287,65)" 3111 true 0.8 3891

ENSGALP00000004013 CID 148 - 153 talin 1 - CGNC Symbol 1830 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(745,45)" 1661 3892



ENSGALP00000000734 CID 38 - 43
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(745,45)" 1661 false 3893

ENSGALP00000019613 CID 77 - 83
adenylosuccinate lyase - 
CGNC Symbol 9122 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(867,46)" 4580 3894

ENSGALP00000021028 CID 405 - 411
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(867,46)" 4580 3895

ENSGALP00000019252 CID 5,423 - 5,431

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(974,59)" 26862 3896

ENSGALP00000007930 CID 131 - 138

deoxyuridine 
triphosphatase - CGNC 
Symbol 3681 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1034,59)" 1299 3897

ENSGALP00000042317 CID 322 - 331

regulator of chromosome 
condensation 1 - 
HGNC:1913 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1034,59)" 1299 3898

ENSGALP00000008398 CID 297 - 306

phenylalanyl-tRNA 
synthetase beta subunit - 
CGNC Symbol 3896 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1291,67)" 2011 3899



ENSGALP00000039011 CID 237 - 251

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1831,97)" 840 false 3900

ENSGALP00000039343 CID 52 - 58

SEC31 homolog B (S. 
cerevisiae) - CGNC Symbol 
4268 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(877,42)" 2945 false 3901

ENSGALP00000021949 CID 497 - 504

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(877,42)" 2945 3902

ENSGALP00000001460 CID 113 - 121
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1058,62)" 5203 true 0.81 3903

ENSGALP00000006240 CID 533 - 543
collagen type VI alpha 3 - 
CGNC Symbol 2875 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1276,61)" 11385 3904

ENSGALP00000027391 CID 582 - 588

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(839,45)" 4497 true 0.54 3905

ENSGALP00000001460 CID 113 - 121
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1062,62)" 3475 3906



ENSGALP00000013053 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 
50017 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1523,82)" 6997 true 0.39 3907

ENSGALP00000014107 CID 95 - 107
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1643,85)" 19993 true 1.25 3908

ENSGALP00000018424 CID 98 - 110
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1643,85)" 19993 true 1.25 3909

ENSGALP00000016416 CID 226 - 243

ERI1 exoribonuclease family 
member 3 - CGNC Symbol 
7679 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2073,02)" 2254 true 0.66 3910

ENSGALP00000027391 CID 582 - 588

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(843,48)" 6266 3911

ENSGALP00000038979 CID 1,597 - 1,610

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1636,80)" 12072 true 0.86 3912

ENSGALP00000015596 CID 48 - 54

golgi reassembly stacking 
protein 2 55kDa - CGNC 
Symbol 7296 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(871,48)" 6945 false 1.9 3913



ENSGALP00000000509 CID 631 - 637

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(921,50)" 3941 false 2.78* 3914

ENSGALP00000038979 CID 1,597 - 1,610

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1640,83)" 11277 3915

ENSGALP00000013862 CID 1,131 - 1,146

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1756,86)" 4719 3916

ENSGALP00000012723 CID 148 - 154

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(884,51)" 3408 false 0.96 3917

ENSGALP00000000509 CID 631 - 637

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(925,53)" 2006 3918

ENSGALP00000042430 CID 78 - 92

signal transducer and 
activator of transcription 6 - 
CGNC Symbol 63933 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1795,89)" 6990 3919

ENSGALP00000043213 CID 831 - 840

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1113,65)" 535 3920



ENSGALP00000042455 CID 188 - 196
proteasome subunit alpha 
type-7 - Refseq NP_989944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1117,67)" 518 false 1.8 3921

ENSGALP00000041514 CID 618 - 633
tRNA methyltransferase 1 
like - CGNC Symbol 3801 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1962,89)" 940 true 1.31 3922

ENSGALP00000010405 CID 554 - 571
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1938,99)" 6711 true 0.87 3923

ENSGALP00000041514 CID 618 - 633
tRNA methyltransferase 1 
like - CGNC Symbol 3801 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1966,93)" 1235 3924

ENSGALP00000003954 CID 306 - 316

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1175,70)" 851 3925

ENSGALP00000029968 CID 177 - 193
ribosomal protein L3 - 
CGNC Symbol 50654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1941,06)" 2156 false 0.79 3926

ENSGALP00000011822 CID 347 - 362

proteasome 26S subunit 
non-ATPase 6 - CGNC 
Symbol 5531 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1941,06)" 2156 true 0.79 3927



ENSGALP00000009656 CID 94 - 112

family with sequence 
similarity 103 member A1 - 
CGNC Symbol 49987 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2226,98)" 17116 true 0.17 3928

ENSGALP00000014813 CID 213 - 223
dipeptidyl-peptidase 7 - 
CGNC Symbol 6929 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1215,71)" 1964 3929

ENSGALP00000010376 CID 414 - 423

Rac/Cdc42 guanine 
nucleotide exchange factor 
(GEF) 6 - CGNC Symbol 
4852 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1247,64)" 4685 false 3930

ENSGALP00000011822 CID 347 - 362

proteasome 26S subunit 
non-ATPase 6 - CGNC 
Symbol 5531 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1953,13)" 1711 true 0.79 3931

ENSGALP00000009656 CID 94 - 112

family with sequence 
similarity 103 member A1 - 
CGNC Symbol 49987 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2231,01)" 2426 3932

ENSGALP00000008953 CID 166 - 173

eukaryotic translation 
initiation factor 4 gamma 2 - 
CGNC Symbol 4160 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1078,50)" 10541 true 0.78 3933

ENSGALP00000008953 CID 166 - 173

eukaryotic translation 
initiation factor 4 gamma 2 - 
CGNC Symbol 4160 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1082,52)" 2274 3934



ENSGALP00000011803 CID 35 - 50
THO complex 7 - CGNC 
Symbol 5517 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2006,82)" 11492 false 3935

ENSGALP00000020445 CID 1,484 - 1,492

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1094,64)" 4504 true 0.87 3936

ENSGALP00000000261 CID 22 - 33
defender against cell death 
1 - CGNC Symbol 111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1302,63)" 4050 true 0.61 3937

ENSGALP00000007207 CID 70 - 86
dynactin subunit 4 - CGNC 
Symbol 3352 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2217,84)" 635 false 3938

ENSGALP00000040101 CID 634 - 640
myosin IXB - CGNC Symbol 
2718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(842,51)" 2701 false 3939

ENSGALP00000023917 CID 196 - 201
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(842,51)" 2701 false 3940

ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) beta subunit - 
CGNC Symbol 12399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1154,57)" 12523 3941



ENSGALP00000018122 CID 340 - 352
COP9 signalosome subunit 
4 - CGNC Symbol 8452 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1489,78)" 5932 false 0.47 3942

ENSGALP00000015409 CID 338 - 350
actinin alpha 1 - CGNC 
Symbol 48956 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1489,78)" 5932 false 0.47 3943

ENSGALP00000023085 CID 313 - 325
actinin alpha 4 - CGNC 
Symbol 49612 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1489,78)" 5932 false 0.53 3944

ENSGALP00000004104 CID 328 - 334

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(969,51)" 9018 false 2 3945

ENSGALP00000001565 CID 340 - 347

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(969,51)" 9018 true 2 3946

ENSGALP00000016447 CID 194 - 200
ribosomal protein S8 - 
CGNC Symbol 52222 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(969,51)" 9018 3947

ENSGALP00000007490 CID 430 - 437 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(971,58)" 1852 true 4.93 3948



ENSGALP00000010888 CID 2-Oct

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1156,59)" 19131 3949

ENSGALP00000028022 CID 151 - 168
YY1 transcription factor - 
CGNC Symbol 51971 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2248,16)" 1889 false 3950

ENSGALP00000039965 CID 719 - 726

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1063,59)" 4552 false 3951

ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1070,65)" 7102 3952

ENSGALP00000008236 CID 900 - 910
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1358,65)" 5410 true 0.76 3953

ENSGALP00000004871 CID 457 - 462

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(863,44)" 1203 3954

ENSGALP00000008236 CID 900 - 910
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1362,69)" 5469 3955



ENSGALP00000043298 CID 2-Sep

muscleblind-like splicing 
regulator 1 - CGNC Symbol 
52321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(870,55)" 6480 false 0.53 3956

ENSGALP00000002995 CID 489 - 496

Uncharacterized protein - 
UniProtKB/TrEMBL 
A0A087WUJ7 - CGNC 
Symbol 49954 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1006,54)" 2968 true 1.13 3957

ENSGALP00000019365 CID 277 - 285
annexin A5 - CGNC Symbol 
9009 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1073,61)" 1142 3958

ENSGALP00000041817 CID 46 - 55

marginal zone B and B1 cell 
specific protein - CGNC 
Symbol 63940 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1182,65)" 3687 3959

ENSGALP00000002995 CID 489 - 496

Uncharacterized protein - 
UniProtKB/TrEMBL 
A0A087WUJ7 - CGNC 
Symbol 49954 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1010,56)" 3351 3960

ENSGALP00000025404 CID 579 - 587

inner membrane 
mitochondrial protein - 
CGNC Symbol 11773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1051,54)" 4588 true 0.76 3961

ENSGALP00000008279 CID 290 - 296
mitochondrial carrier 2 - 
CGNC Symbol 3845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1051,54)" 4588 false 0.76 3962



ENSGALP00000018987 CID 394 - 403
t-complex 1 - CGNC Symbol 
8842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1197,67)" 1119 true 1.42 3963

ENSGALP00000019613 CID 417 - 427
adenylosuccinate lyase - 
CGNC Symbol 9122 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1253,58)" 5427 3964

ENSGALP00000006218 CID 133 - 145

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1543,71)" 10116 true 1.03 3965

ENSGALP00000039156 CID 430 - 438

IKAROS family zinc finger 2 
(Helios) - CGNC Symbol 
2272 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1149,66)" 1846 false 3966

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1267,64)" 220508 3967

ENSGALP00000004013 CID 1,161 - 1,169 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1057,56)" 4117 false 0.69 3968

ENSGALP00000037772 CID 289 - 296

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC 
Symbol 7291 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1079,49)" 8366 true 0.36 3969



ENSGALP00000018987 CID 394 - 403
t-complex 1 - CGNC Symbol 
8842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1205,71)" 1588 true 1.42 3970

ENSGALP00000002373 CID 36 - 46

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1302,62)" 16098 true 0.52 3971

ENSGALP00000037772 CID 289 - 296

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC 
Symbol 7291 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1083,51)" 2648 3972

ENSGALP00000006970 CID 45 - 54
exportin 1 - CGNC Symbol 
3224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1225,70)" 802 true 1.04 3973

ENSGALP00000035593 CID 67 - 77
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1248,77)" 2926 true 0.96 3974

ENSGALP00000006970 CID 45 - 54
exportin 1 - CGNC Symbol 
3224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1233,75)" 836 true 1.04 3975

ENSGALP00000035593 CID 67 - 77
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1260,85)" 2817 true 0.96 3976



ENSGALP00000016481 CID 557 - 569

Sec23 homolog A (S. 
cerevisiae) - CGNC Symbol 
7715 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1648,83)" 1177 false 3977

ENSGALP00000038435 CID 592 - 600

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1104,60)" 26655 3978

ENSGALP00000033366 CID 66 - 76
leukocyte ribonuclease A-2 - 
CGNC Symbol 52020 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1348,66)" 1464 true 3.48 3979

ENSGALP00000026858 CID 447 - 459

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1405,73)" 30586 true 0.5 3980

ENSGALP00000010414 CID 247 - 263

RNA binding motif protein X-
linked - CGNC Symbol 
51674 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1824,80)" 867 false 3981

ENSGALP00000016816 CID 811 - 819
exportin 5 - CGNC Symbol 
7870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1119,60)" 3130 false 3982

ENSGALP00000033366 CID 66 - 76
leukocyte ribonuclease A-2 - 
CGNC Symbol 52020 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1352,69)" 10310 3983



ENSGALP00000008236 CID 869 - 879
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1366,67)" 1973 3984

ENSGALP00000026858 CID 447 - 459

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1409,76)" 14392 3985

ENSGALP00000016102 CID 587 - 597

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1377,72)" 1379 true 1.24 3986

ENSGALP00000016789 CID 576 - 591

protein phosphatase 1 
regulatory subunit 12A - 
CGNC Symbol 49610 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1808,88)" 4144 false 3987

ENSGALP00000027519 CID 1,065 - 1,079

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1833,99)" 2158 false 3988

ENSGALP00000030864 CID 148 - 160
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1379,80)" 196978 false 0.6 3989

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1841,97)" 9465 true 1.59 3990



ENSGALP00000019801 CID 270 - 288
septin 7 - CGNC Symbol 
51333 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2433,16)" 1517 false 3991

ENSGALP00000041979 CID 70 - 79

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1267,66)" 5704 3992

ENSGALP00000032274 CID 271 - 283

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1429,70)" 2891 3993

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1850,02)" 15010 true 1.59 3994

ENSGALP00000014509 CID 119 - 136

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2035,06)" 4887 true 0.63 3995

ENSGALP00000038764 CID 214 - 231

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2035,06)" 4887 false 0.63 3996

ENSGALP00000007822 CID 441 - 446

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(762,50)" 1340 3997



ENSGALP00000016523 CID 452 - 457

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(762,50)" 1340 3998

ENSGALP00000007265 CID 27 - 36

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1270,67)" 10621 true 0.44 3999

ENSGALP00000010633 CID 2-Aug

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(783,50)" 3658 false 4000

ENSGALP00000006242 CID 473 - 480
myopalladin - CGNC Symbol 
2877 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(811,52)" 996 false 4001

ENSGALP00000002197 CID 416 - 427
gelsolin - CGNC Symbol 
49472 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1342,72)" 1468 true 6.18 4002

ENSGALP00000020275 CID 39 - 50

lectin galactoside-binding 
soluble 1 - CGNC Symbol 
49833 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1421,73)" 1552 true 1.24 4003

ENSGALP00000002197 CID 416 - 427
gelsolin - CGNC Symbol 
49472 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1346,75)" 13723 4004



ENSGALP00000023635 CID 342 - 362
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2516,14)" 359 false 4005

ENSGALP00000002996 CID 245 - 252

solute carrier family 25 
(mitochondrial carrier 
phosphate carrier) member 
24 - CGNC Symbol 1369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(814,48)" 3984 false 1.35 4006

ENSGALP00000016120 CID 32 - 42

Ras-related protein Rap-1b-
like protein - CGNC Symbol 
50604 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1442,71)" 12585 true 0.63 4007

ENSGALP00000014105 CID 75 - 82

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(963,56)" 1683 4008

ENSGALP00000035815 CID 18 - 25

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(963,56)" 1683 4009

ENSGALP00000033915 CID 307 - 318

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1478,73)" 15748 true 0.49 4010

ENSGALP00000042627 CID 116 - 129

Gallus gallus granulysin 
(GNLY) mRNA. - RefSeq 
mRNA NM_001044680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1641,76)" 9001 true 0.95 4011



P04264 CID 46 - 65

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1797,78)" 2523 4012

ENSGALP00000042891 CID 55 - 70
chromatin target of PRMT1 - 
HGNC:24511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1840,02)" 1595 true 0.5 4013

ENSGALP00000038878 CID 880 - 886
collagen type VI alpha 1 - 
CGNC Symbol 4468 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(906,53)" 1482 4014

ENSGALP00000012878 CID 23 - 33
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1425,84)" 5906 true 1.73 4015

ENSGALP00000005448 CID 111 - 123

microsomal glutathione S-
transferase 3 - CGNC 
Symbol 2512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1567,82)" 2679 true 0.57 4016

ENSGALP00000005643 CID 201 - 208

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(897,53)" 3891 false 4017

ENSGALP00000008398 CID 89 - 95

phenylalanyl-tRNA 
synthetase beta subunit - 
CGNC Symbol 3896 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(897,53)" 3891 4018



ENSGALP00000023278 CID 210 - 217

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(925,56)" 3077 false 4019

ENSGALP00000007358 CID 190 - 196
RNA binding motif protein 5 
- CGNC Symbol 3423 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1060,47)" 7107 true 0.3 4020

ENSGALP00000008171 CID 1,532 - 1,543

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1573,83)" 878 false 4021

ENSGALP00000038979 CID 720 - 733

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1573,83)" 878 true 1.94 4022

ENSGALP00000005448 CID 111 - 123

microsomal glutathione S-
transferase 3 - CGNC 
Symbol 2512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1575,87)" 846 true 0.57 4023

ENSGALP00000023944 CID 367 - 379

nicotinamide nucleotide 
transhydrogenase - CGNC 
Symbol 11035 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1443,78)" 7484 true 1.01 4024

ENSGALP00000038979 CID 720 - 733

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1577,85)" 2939 4025



ENSGALP00000002349 CID 134 - 146

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1613,74)" 1067 true 1.11 4026

ENSGALP00000020463 CID 229 - 243

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1690,82)" 13266 true 0.66 4027

ENSGALP00000003234 CID 1,804 - 1,809
dedicator of cytokinesis 2 - 
CGNC Symbol 1476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(776,46)" 599 false 4028

ENSGALP00000021618 CID 113 - 118
lactate dehydrogenase B - 
CGNC Symbol 10005 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(776,46)" 599 false 4029

ENSGALP00000038979 CID 614 - 627

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1615,80)" 9168 true 0.97 4030

ENSGALP00000002349 CID 134 - 146

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1621,79)" 2210 true 1.11 4031

ENSGALP00000020463 CID 229 - 243

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1694,84)" 8812 4032



ENSGALP00000035496 CID 60 - 74

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1932,70)" 6705 true 0.44 4033

ENSGALP00000040974 CID 29 - 33

Gallus gallus NCK-
associated protein 1-like 
(NCKAP1L) mRNA. - RefSeq 
mRNA NM_001031339 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(706,47)" 855 false 4034

ENSGALP00000002338 CID 149 - 153
splicing factor 3a subunit 3 - 
CGNC Symbol 1064 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(706,47)" 855 false 4035

ENSGALP00000042553 CID 17 - 24

Hsap of 1: Hepatoma-
derived growth factor-
related protein 2 - UP 
Q7Z4V5 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1011,51)" 28483 true 0.12 4036

ENSGALP00000035370 CID 22 - 29

hepatoma-derived growth 
factor - CGNC Symbol 
58434 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1011,51)" 28483 true 0.12 4037

ENSGALP00000010153 CID 774 - 785

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1451,74)" 1564 4038

ENSGALP00000004871 CID 519 - 533

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1668,81)" 15816 4039



ENSGALP00000011770 CID 783 - 798
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1942,99)" 1344 false 4040

ENSGALP00000007523 CID 117 - 122

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(792,50)" 1162 true 0.99 4041

ENSGALP00000036691 CID 112 - 118
tubulin alpha 8b - CGNC 
Symbol 49796 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(821,38)" 9814 4042

ENSGALP00000018669 CID Aug-15

eukaryotic translation 
initiation factor 5 - CGNC 
Symbol 8711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1029,50)" 3406 true 1.18 4043

ENSGALP00000010210 CID 116 - 123

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1035,61)" 2783 true 1.65 4044

ENSGALP00000034254 CID 97 - 107
cell division cycle 42 - CGNC 
Symbol 3561 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1459,76)" 14127 true 0.25 4045

ENSGALP00000018669 CID Aug-15

eukaryotic translation 
initiation factor 5 - CGNC 
Symbol 8711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1033,52)" 4006 4046



ENSGALP00000010210 CID 116 - 123

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1039,63)" 7768 4047

ENSGALP00000006965 CID 574 - 582

VPS35 retromer complex 
component - CGNC Symbol 
3222 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1039,63)" 7768 false 4048

ENSGALP00000004013 CID 2,454 - 2,463 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1059,64)" 23042 4049

ENSGALP00000002338 CID 50 - 58
splicing factor 3a subunit 3 - 
CGNC Symbol 1064 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1096,54)" 5043 true 0.41 4050

ENSGALP00000024150 CID 157 - 167

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1282,73)" 12311 true 0.95 4051

ENSGALP00000021055 CID 442 - 456
dynamin 1-like - CGNC 
Symbol 9791 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1889,96)" 5632 true 0.79 4052

ENSGALP00000015396 CID 913 - 928
SEC23 interacting protein - 
CGNC Symbol 7197 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1889,96)" 5632 false 4053



ENSGALP00000018295 CID 206 - 221

SERPINE1 mRNA binding 
protein 1 - CGNC Symbol 
8530 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1928,84)" 4579 4054

ENSGALP00000015492 CID 1-Oct
histone acetyltransferase 1 - 
CGNC Symbol 7250 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1115,62)" 8602 false 0.43 4055

ENSGALP00000027299 CID 64 - 72

ES1 protein homolog 
mitochondrial-like - CGNC 
Symbol 50857 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1115,62)" 8602 true 0.43 4056

ENSGALP00000042680 CID 197 - 206

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1164,59)" 17746 4057

ENSGALP00000015657 CID 197 - 206
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1164,59)" 17746 4058

ENSGALP00000038935 CID 148 - 162

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1576,90)" 56319 4059

ENSGALP00000021949 CID 1-Nov

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1226,65)" 5333 4060



ENSGALP00000007165 CID 128 - 148

coiled-coil domain 
containing 137 - CGNC 
Symbol 3327 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2371,30)" 2054 true 0.57 4061

ENSGALP00000002944 CID 773 - 778
WAPL cohesin release 
factor - CGNC Symbol 1347 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(808,50)" 73296 false 0.35 4062

ENSGALP00000025404 CID 664 - 669

inner membrane 
mitochondrial protein - 
CGNC Symbol 11773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(808,50)" 73296 4063

ENSGALP00000013053 CID 7-Dec

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 
50017 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(808,50)" 73296 true 0.35 4064

ENSGALP00000012731 CID 47 - 54

CD44 molecule (Indian 
blood group) - CGNC 
Symbol 5938 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(989,50)" 2185 true 0.99 4065

ENSGALP00000043136 CID 304 - 314
citrate synthase - CGNC 
Symbol 64209 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1195,69)" 2891 true 0.84 4066

ENSGALP00000000583 CID 84 - 95

histidine triad nucleotide 
binding protein 1 - CGNC 
Symbol 49312 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1325,70)" 25864 4067



ENSGALP00000007165 CID 128 - 148

coiled-coil domain 
containing 137 - CGNC 
Symbol 3327 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2379,35)" 1167 true 0.57 4068

ENSGALP00000010618 CID Feb-27
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2973,10)" 4232 4069

ENSGALP00000013053 CID 7-Dec

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 
50017 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(812,52)" 683 4070

ENSGALP00000012731 CID 47 - 54

CD44 molecule (Indian 
blood group) - CGNC 
Symbol 5938 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(993,53)" 2164 4071

ENSGALP00000000889 CID 24 - 31

DnaJ heat shock protein 
family (Hsp40) member C11 
- CGNC Symbol 391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(993,53)" 2164 false 4072

ENSGALP00000043136 CID 304 - 314
citrate synthase - CGNC 
Symbol 64209 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1199,72)" 2434 4073

ENSGALP00000037001 CID 154 - 163

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1268,64)" 70390 true 0.53 4074



ENSGALP00000023635 CID 211 - 222
lamin B1 - CGNC Symbol 
10893 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1271,71)" 1069 false 4075

ENSGALP00000043196 CID 900 - 917
marker of proliferation Ki-
67 - CGNC Symbol 16321 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1850,92)" 6542 true 0.24 4076

ENSGALP00000003954 CID 457 - 476

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2484,20)" 1156 false 4077

ENSGALP00000036056 CID 504 - 511

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1074,56)" 5596 false 1.68 4078

ENSGALP00000014107 CID 183 - 190
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1074,56)" 5596 true 0.24 4079

ENSGALP00000019252 CID 4,740 - 4,751

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1415,79)" 1764 4080

ENSGALP00000043196 CID 900 - 917
marker of proliferation Ki-
67 - CGNC Symbol 16321 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1854,94)" 869 4081



ENSGALP00000000224 CID 54 - 61
proliferating cell nuclear 
antigen - CGNC Symbol 92 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1002,44)" 21311 true 1.28 4082

ENSGALP00000014107 CID 183 - 190
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1078,59)" 14957 4083

ENSGALP00000036056 CID 504 - 511

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1078,59)" 14957 false 0.78 4084

ENSGALP00000016196 CID 285 - 293

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1158,59)" 1979 true 0.46 4085

ENSGALP00000026858 CID 561 - 570

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1313,65)" 3866 true 1.36 4086

ENSGALP00000012723 CID 2,022 - 2,027

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(871,43)" 2351 true 0.37 4087

ENSGALP00000000224 CID 54 - 61
proliferating cell nuclear 
antigen - CGNC Symbol 92 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1006,47)" 27273 4088



ENSGALP00000006157 CID 45 - 53

peptidylprolyl cis/trans 
isomerase NIMA-interacting 
4 - CGNC Symbol 2839 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1094,58)" 2926 true 1.66 4089

ENSGALP00000041817 CID 46 - 55

marginal zone B and B1 cell 
specific protein - CGNC 
Symbol 63940 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1178,63)" 1972 true 1.1 4090

ENSGALP00000009873 CID 203 - 213
collagen type VI alpha 2 - 
CGNC Symbol 4597 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1329,71)" 7496 4091

ENSGALP00000000261 CID 93 - 102
defender against cell death 
1 - CGNC Symbol 111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1147,59)" 5096 true 1.21 4092

ENSGALP00000014105 CID 56 - 65

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1192,74)" 526 false 4093

ENSGALP00000003954 CID 354 - 365

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1301,76)" 10589 true 1.39 4094

ENSGALP00000036720 CID 1,310 - 1,319

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1334,63)" 3824 true 0.61 4095



ENSGALP00000035514 CID 202 - 214
protein kinase C delta - 
CGNC Symbol 50113 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1376,73)" 1209 4096

ENSGALP00000009853 CID 120 - 128
zinc finger protein 326 - 
CGNC Symbol 4587 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(980,49)" 12168 true 0.47 4097

ENSGALP00000013964 CID 47 - 58
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1384,71)" 14403 true 0.61 4098

ENSGALP00000009853 CID 120 - 128
zinc finger protein 326 - 
CGNC Symbol 4587 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(984,51)" 5509 4099

ENSGALP00000007680 CID 125 - 133
ribosomal protein L6 - 
CGNC Symbol 48978 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1167,57)" 12781 true 0.51 4100

ENSGALP00000013964 CID 47 - 58
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1392,76)" 7521 true 3.28 4101

ENSGALP00000037408 CID 1,365 - 1,371

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(843,51)" 3559 4102



ENSGALP00000023274 CID 1,286 - 1,294

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1086,60)" 4201 false 0.87 4103

ENSGALP00000020445 CID 1,484 - 1,492

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1086,60)" 4201 true 0.87 4104

ENSGALP00000041574 CID 72 - 80

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1086,60)" 4201 false 4105

ENSGALP00000007265 CID 27 - 36

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1274,70)" 3608 4106

ENSGALP00000015409 CID 338 - 350
actinin alpha 1 - CGNC 
Symbol 48956 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1493,79)" 2300 true 0.67 4107

ENSGALP00000023085 CID 313 - 325
actinin alpha 4 - CGNC 
Symbol 49612 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1493,79)" 2300 4108

ENSGALP00000013862 CID 754 - 764

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1288,58)" 1461 false 4109



ENSGALP00000002497 CID 173 - 182

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1162,57)" 120657 true 0.85 4110

ENSGALP00000011124 CID 38 - 50
cathepsin A - CGNC Symbol 
5190 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1541,80)" 2619 4111

ENSGALP00000042891 CID 55 - 70
chromatin target of PRMT1 - 
HGNC:24511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1848,06)" 490 true 0.5 4112

ENSGALP00000042251 CID 1-Oct
endosulfine alpha - CGNC 
Symbol 23246 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(972,54)" 1774 true 0.3 4113

ENSGALP00000002497 CID 173 - 182

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1166,60)" 102599 4114

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1385,84)" 3323 4115

ENSGALP00000033915 CID 307 - 318

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1482,75)" 11284 4116



ENSGALP00000006308 CID 70 - 77
ribosomal protein L23a - 
CGNC Symbol 2910 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1028,59)" 979 false 4117

ENSGALP00000016623 CID 84 - 95

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1465,82)" 4815 false 4118

ENSGALP00000019832 CID 398 - 409

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1530,83)" 5815 true 0.78 4119

ENSGALP00000017556 CID 112 - 125
legumain - CGNC Symbol 
8216 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1530,83)" 5815 false 4120

ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1675,85)" 1111 true 13.47 4121

ENSGALP00000036963 CID 57 - 63
60S ribosomal protein L15 - 
Refseq NP_001292094 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(930,54)" 4223 4122

ENSGALP00000023917 CID 174 - 187
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1520,78)" 15954 true 0.48 4123



ENSGALP00000020268 CID 599 - 611

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1566,83)" 4002 true 2.87 4124

ENSGALP00000023917 CID 174 - 187
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1524,80)" 9398 4125

ENSGALP00000041687 CID 514 - 528

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1744,87)" 1837 true 0.47 4126

ENSGALP00000042618 CID 1-May

Translationally-controlled 
tumor protein homolog - 
UP P43347 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(723,42)" 2693 true 19.91 4127

ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1216,64)" 34123 true 1.67 4128

ENSGALP00000017954 CID 43 - 55

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1547,78)" 1651 false 11.45 4129

ENSGALP00000027541 CID 30 - 43
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1648,81)" 5279 false 4130



ENSGALP00000017462 CID 30 - 43
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1648,81)" 5279 false 4131

ENSGALP00000041687 CID 514 - 528

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1748,90)" 633 4132

ENSGALP00000038155 CID 13 - 29

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1775,96)" 3298 true 0.97 4133

ENSGALP00000042618 CID 1-May

Translationally-controlled 
tumor protein homolog - 
UP P43347 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(727,44)" 3834 4134

ENSGALP00000005633 CID 179 - 189
tyrosyl-tRNA synthetase - 
CGNC Symbol 2601 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1223,62)" 8525 4135

ENSGALP00000026126 CID 43 - 54
ribosomal protein L8 - 
CGNC Symbol 12137 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1375,82)" 1726 false 4136

ENSGALP00000001866 CID 310 - 323

SAM domain and HD 
domain 1 - CGNC Symbol 
839 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1820,83)" 1736 4137



ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1866,01)" 628 false 4138

ENSGALP00000003898 CID 716 - 722
matrin 3 - CGNC Symbol 
1772 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(823,44)" 7912 true 0.53 4139

ENSGALP00000043196 CID 1,598 - 1,609
marker of proliferation Ki-
67 - CGNC Symbol 16321 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1382,76)" 6935 false 4140

ENSGALP00000004871 CID 519 - 533

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1664,79)" 7147 true 1.45 4141

ENSGALP00000003898 CID 212 - 220
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1240,59)" 13836 true 1.02 4142

ENSGALP00000022724 CID 126 - 138

embryonic ectoderm 
development - CGNC 
Symbol 10494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1623,80)" 2363 4143

ENSGALP00000015061 CID 318 - 332
fibrinogen alpha chain - 
CGNC Symbol 49746 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1688,97)" 6134 false 4144



ENSGALP00000037170 CID 821 - 834

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1809,96)" 5125 true 0.78 4145

ENSGALP00000024484 CID 177 - 182
autophagy related 3 - CGNC 
Symbol 11313 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(747,49)" 953 4146

ENSGALP00000019613 CID 417 - 427
adenylosuccinate lyase - 
CGNC Symbol 9122 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1249,59)" 12103 true 0.41 4147

ENSGALP00000026307 CID Feb-17

Putative eukaryotic 
translation initiation factor 
2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 
50802 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1635,84)" 7446 true 0.74 4148

ENSGALP00000037866 CID 50 - 64
ornithine aminotransferase - 
CGNC Symbol 52788 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1768,96)" 5494 4149

ENSGALP00000037170 CID 821 - 834

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1822,03)" 4001 true 0.78 4150

ENSGALP00000042251 CID 90 - 106
endosulfine alpha - CGNC 
Symbol 23246 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1984,08)" 788 false 4151



ENSGALP00000032688 CID 6-Nov

protein phosphatase 4 
regulatory subunit 2 - CGNC 
Symbol 5906 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(761,49)" 3916 false 0.6 4152

ENSGALP00000015160 CID 1,661 - 1,666

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(761,49)" 3916 4153

ENSGALP00000042251 CID 2-Oct
endosulfine alpha - CGNC 
Symbol 23246 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(845,52)" 4310 4154

ENSGALP00000002828 CID 688 - 697

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1264,56)" 39969 true 1.36 4155

ENSGALP00000000383 CID 1,299 - 1,311
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1446,83)" 5131 true 1.86 4156

ENSGALP00000026307 CID Feb-17

Putative eukaryotic 
translation initiation factor 
2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 
50802 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1639,86)" 4565 4157

ENSGALP00000038835 CID 545 - 558
mutS homolog 6 - CGNC 
Symbol 6804 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1801,82)" 1508 false 4158



ENSGALP00000034254 CID 97 - 107
cell division cycle 42 - CGNC 
Symbol 3561 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1467,81)" 2699 false 0.25 4159

ENSGALP00000012814 CID 27 - 39
COMM domain containing 
9 - CGNC Symbol 51912 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1666,75)" 3092 false 4160

ENSGALP00000017341 CID 409 - 415

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(851,51)" 2474 4161

ENSGALP00000012993 CID 143 - 149

growth factor receptor 
bound protein 2 - CGNC 
Symbol 6067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(950,57)" 8857 4162

ENSGALP00000003584 CID 58 - 64
H3 histone family 3B - 
CGNC Symbol 49711 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(863,55)" 52522 4163

ENSGALP00000007667 CID 313 - 319
glyoxalase domain 
containing 4 - HGNC:14111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(884,53)" 6910 false 4164

ENSGALP00000002385 CID 800 - 807
myosin IF - CGNC Symbol 
1089 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(884,53)" 6910 false 0.67 4165



ENSGALP00000035815 CID 38 - 45

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(884,53)" 6910 true 0.67 4166

ENSGALP00000014105 CID 95 - 102

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(884,53)" 6910 true 0.67 4167

ENSGALP00000030189 CID 48 - 54

cytochrome c oxidase 
subunit 6C - CGNC Symbol 
13868 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(955,53)" 1426 false 4168

ENSGALP00000014641 CID 64 - 79

endothelial differentiation 
related factor 1 - CGNC 
Symbol 6846 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1944,04)" 1091 true 0.88 4169

ENSGALP00000020744 CID 683 - 689

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(904,48)" 1209 true 1.92 4170

ENSGALP00000039691 CID 53 - 59

extracellular fatty acid-
binding protein precursor - 
Refseq NP_990753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(926,51)" 5717 false 0.63 4171

ENSGALP00000036963 CID 57 - 63
60S ribosomal protein L15 - 
Refseq NP_001292094 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(926,51)" 5717 true 0.63 4172



ENSGALP00000012993 CID 79 - 86

growth factor receptor 
bound protein 2 - CGNC 
Symbol 6067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(960,55)" 2892 4173

ENSGALP00000008128 CID 1,278 - 1,285
nucleoporin 210kDa - CGNC 
Symbol 3777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(960,55)" 2892 false 4174

ENSGALP00000030147 CID 65 - 78

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1710,91)" 7981 4175

ENSGALP00000018669 CID 25 - 33

eukaryotic translation 
initiation factor 5 - CGNC 
Symbol 8711 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(933,55)" 1272 false 4176

ENSGALP00000002366 CID 859 - 870

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1396,69)" 8741 4177

ENSGALP00000038979 CID 533 - 547

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1792,88)" 1442 4178

ENSGALP00000040662 CID 230 - 237
inositol monophosphatase 
1 - HGNC:6050 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(989,54)" 3275 true 1.81 4179



ENSGALP00000037260 CID 35 - 44

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1363,75)" 603329 true 0.17 4180

ENSGALP00000006050 CID 19 - 25

calcium homeostasis 
endoplasmic reticulum 
protein - CGNC Symbol 
2800 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(804,49)" 21239 4181

ENSGALP00000007819 CID 212 - 218
peptidase D - CGNC Symbol 
3636 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(804,49)" 21239 false 4182

ENSGALP00000042553 CID 17 - 24

Hsap of 1: Hepatoma-
derived growth factor-
related protein 2 - UP 
Q7Z4V5 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1015,53)" 2412 4183

ENSGALP00000035370 CID 22 - 29

hepatoma-derived growth 
factor - CGNC Symbol 
58434 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1015,53)" 2412 4184

ENSGALP00000007055 CID 98 - 106

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1138,69)" 1357 true 0.98 4185

ENSGALP00000027981 CID 71 - 80

ribonucleotide reductase 
catalytic subunit M1 - CGNC 
Symbol 13036 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1154,63)" 5404 true 0.67 4186



ENSGALP00000012344 CID 137 - 155
heme oxygenase 2 - CGNC 
Symbol 5763 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2235,19)" 2815 true 0.36 4187

ENSGALP00000035601 CID 178 - 186
tripeptidyl peptidase I - 
CGNC Symbol 15637 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1023,57)" 1570 4188

ENSGALP00000023673 CID 904 - 911
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1026,56)" 479 false 4189

ENSGALP00000018382 CID 1,387 - 1,398
early endosome antigen 1 - 
CGNC Symbol 8572 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1385,85)" 4639 4190

ENSGALP00000007822 CID 408 - 419

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1385,85)" 4639 4191

ENSGALP00000021927 CID 221 - 237

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1880,88)" 6336 true 0.32 4192

ENSGALP00000012344 CID 137 - 155
heme oxygenase 2 - CGNC 
Symbol 5763 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2239,22)" 764 4193



ENSGALP00000009821 CID Oct-19
ribosomal protein S13 - 
CGNC Symbol 49921 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1119,62)" 12034 true 1.11 4194

ENSGALP00000021927 CID 221 - 237

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1884,90)" 1611 4195

ENSGALP00000039758 CID 182 - 197

SAM and SH3 domain 
containing 3 - CGNC Symbol 
2900 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1933,95)" 2766 false 4196

ENSGALP00000016363 CID 313 - 321

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1001,55)" 144177 true 1.08 4197

ENSGALP00000009821 CID Oct-19
ribosomal protein S13 - 
CGNC Symbol 49921 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1123,64)" 12740 4198

ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1325,71)" 8076 true 0.26 4199

ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1329,74)" 4340 4200



ENSGALP00000012878 CID 354 - 365
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1349,78)" 1600 false 4201

ENSGALP00000021795 CID 110 - 128 DNA ligase 1 - HGNC:6598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2106,01)" 2135 true 0.85 4202

ENSGALP00000012053 CID 83 - 105
cathepsin Z - CGNC Symbol 
5626 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2644,18)" 964 false 4203

ENSGALP00000019634 CID 207 - 214

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(975,59)" 516 false 4204

ENSGALP00000005033 CID 97 - 106
NHP2 ribonucleoprotein - 
CGNC Symbol 17192 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1207,67)" 5874 true 0.8 4205

ENSGALP00000041159 CID 74 - 85
ribosomal protein S16 - 
HGNC:10396 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1269,71)" 24140 true 0.89 4206

ENSGALP00000021795 CID 110 - 128 DNA ligase 1 - HGNC:6598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2110,04)" 1386 4207



ENSGALP00000001460 CID 70 - 74
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(765,46)" 809 false 4208

ENSGALP00000003423 CID 1,036 - 1,043

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(986,56)" 3273 true 0.5 4209

ENSGALP00000005033 CID 97 - 106
NHP2 ribonucleoprotein - 
CGNC Symbol 17192 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1215,71)" 4729 true 0.8 4210

ENSGALP00000019031 CID 463 - 474
albumin - CGNC Symbol 
14106 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1446,77)" 29981 false 4211

ENSGALP00000018652 CID 330 - 337

actin related protein 2/3 
complex subunit 2 34kDa - 
CGNC Symbol 8704 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1144,60)" 8313 true 1.3 4212

ENSGALP00000004375 CID 159 - 171
acetyl-CoA acyltransferase 
2 - CGNC Symbol 2003 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1370,78)" 1743 false 4213

ENSGALP00000030678 CID 159 - 171 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1428,71)" 8760 true 0.67 4214



ENSGALP00000001474 CID 80 - 95

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1861,95)" 8059 false 4215

ENSGALP00000006414 CID 196 - 215

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2270,12)" 2824 true 0.81 4216

ENSGALP00000014509 CID 332 - 336

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(711,39)" 15916 true 0.12 4217

ENSGALP00000015665 CID 66 - 70 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(711,39)" 15916 true 0.12 4218

ENSGALP00000018652 CID 330 - 337

actin related protein 2/3 
complex subunit 2 34kDa - 
CGNC Symbol 8704 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1152,65)" 6674 true 1.3 4219

ENSGALP00000022434 CID 340 - 354
AFG3-like AAA ATPase 2 - 
CGNC Symbol 10366 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1406,82)" 33841 4220

ENSGALP00000006414 CID 196 - 215

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2278,16)" 1508 true 0.81 4221



ENSGALP00000005944 CID 651 - 659
phospholipase C gamma 1 - 
CGNC Symbol 50935 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1217,59)" 832 false 4222

ENSGALP00000027733 CID 806 - 818

transient receptor potential 
cation channel subfamily C 
member 6 - CGNC Symbol 
12918 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1436,82)" 663 false 4223

ENSGALP00000006939 CID 640 - 655
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1711,81)" 2485 4224

ENSGALP00000041756 CID 33 - 48
Parkinsonism associated 
deglycase - HGNC:16369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1757,97)" 1772 false 4225

ENSGALP00000023294 CID 1,106 - 1,111

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(763,43)" 1082 4226

ENSGALP00000003612 CID 1,768 - 1,774

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(857,51)" 4293 4227

ENSGALP00000008236 CID 1,082 - 1,088
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(913,44)" 7395 true 0.79 4228



ENSGALP00000042543 CID 60 - 70

Hsap of 1: src kinase 
associated phosphoprotein 
1 - HGNC:15605 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1295,63)" 10878 false 4229

ENSGALP00000020953 CID 190 - 200

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 6 - CGNC Symbol 
51364 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1436,75)" 13053 true 1.06 4230

ENSGALP00000003357 CID 216 - 236

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2273,08)" 342 false 4231

ENSGALP00000013516 CID 23 - 29

N-ethylmaleimide-sensitive 
factor attachment protein 
beta - CGNC Symbol 6300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(835,46)" 712 4232

ENSGALP00000016182 CID 854 - 860

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(835,46)" 712 4233

ENSGALP00000008236 CID 1,082 - 1,088
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(917,47)" 5001 4234

ENSGALP00000006939 CID 757 - 764
annexin A6 - CGNC Symbol 
49340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1084,63)" 2632 true 1.89 4235



ENSGALP00000041687 CID 474 - 483

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1359,65)" 11160 true 0.67 4236

ENSGALP00000020953 CID 190 - 200

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 6 - CGNC Symbol 
51364 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1444,79)" 11550 true 1.06 4237

ENSGALP00000013574 CID 103 - 117

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1726,79)" 12510 true 0.59 4238

ENSGALP00000041687 CID 474 - 483

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1363,70)" 10479 4239

ENSGALP00000026633 CID 574 - 582

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1045,54)" 757 4240

ENSGALP00000001750 CID 36 - 41
prohibitin - CGNC Symbol 
51144 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(748,42)" 445 true 0.95 4241

ENSGALP00000009121 CID 500 - 505
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(748,42)" 445 false 4242



ENSGALP00000023266 CID 37 - 43
ribosomal protein S20 - 
HGNC:10405 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(874,49)" 10949 true 0.48 4243

ENSGALP00000038979 CID 1,058 - 1,065

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(874,49)" 10949 false 0.48 4244

ENSGALP00000032625 CID 571 - 580
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1114,58)" 8149 4245

ENSGALP00000013029 CID 560 - 570
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1418,85)" 3663 false 4246

ENSGALP00000007265 CID 302 - 314

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1539,96)" 9333 4247

ENSGALP00000035496 CID 60 - 74

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1936,72)" 2156 4248

ENSGALP00000001565 CID 371 - 376

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(850,52)" 5052 false 0.49 4249



ENSGALP00000009681 CID 190 - 196

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(850,52)" 5052 false 3.36 4250

ENSGALP00000009371 CID 386 - 392

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(899,53)" 5647 false 4251

ENSGALP00000003175 CID 262 - 268

eukaryotic translation 
initiation factor 2 subunit 
beta - CGNC Symbol 49248 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(899,53)" 5647 true 0.7 4252

ENSGALP00000039758 CID 145 - 164

SAM and SH3 domain 
containing 3 - CGNC Symbol 
2900 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2028,97)" 2670 4253

ENSGALP00000028374 CID 1-Sep

VAMP (vesicle-associated 
membrane protein)-
associated protein A 33kDa - 
CGNC Symbol 54859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(847,48)" 1967 false 1.03 4254

ENSGALP00000017341 CID 409 - 415

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(847,48)" 1967 true 1.03 4255

ENSGALP00000017462 CID 30 - 43
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1676,84)" 147818 true 0.16 4256



ENSGALP00000027541 CID 30 - 43
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1676,84)" 147818 false 0.12 4257

ENSGALP00000040638 CID 1,061 - 1,076 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1949,93)" 3405 true 0.42 4258

ENSGALP00000040653 CID 83 - 89

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(878,55)" 250578 true 0.32 4259

ENSGALP00000028277 CID 86 - 92
H2A histone family member 
Z - CGNC Symbol 52762 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(878,55)" 250578 true 0.32 4260

ENSGALP00000019365 CID 51 - 58
annexin A5 - CGNC Symbol 
9009 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(957,59)" 1037 false 4261

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1084,62)" 3400 4262

ENSGALP00000013516 CID 285 - 296

N-ethylmaleimide-sensitive 
factor attachment protein 
beta - CGNC Symbol 6300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1302,70)" 770 false 4263



ENSGALP00000017341 CID 395 - 401

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(885,55)" 3617 true 1.23 4264

ENSGALP00000019469 CID 121 - 128
ribosomal protein SA - 
CGNC Symbol 49202 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(940,57)" 2114 true 1.74 4265

ENSGALP00000016164 CID 97 - 107

extra spindle pole bodies 
like 1 separase - CGNC 
Symbol 7565 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1382,76)" 48202 true 1.52 4266

ENSGALP00000038935 CID 148 - 162

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1572,88)" 60250 true 0.91 4267

ENSGALP00000039316 CID 630 - 637
protein kinase C theta - 
CGNC Symbol 57974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(888,56)" 3695 4268

ENSGALP00000014105 CID 95 - 102

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(888,56)" 3695 4269

ENSGALP00000035815 CID 38 - 45

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(888,56)" 3695 4270



ENSGALP00000012529 CID 272 - 280
enoyl-CoA delta isomerase 
1 - CGNC Symbol 50312 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1137,63)" 2588 false 4271

ENSGALP00000008530 CID 168 - 185

eukaryotic translation 
initiation factor 3 subunit F - 
CGNC Symbol 3965 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2060,05)" 750 true 0.64 4272

ENSGALP00000006046 CID 139 - 145

actin related protein 2/3 
complex subunit 3 - CGNC 
Symbol 2797 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(919,54)" 7435 true 0.76 4273

ENSGALP00000025278 CID 94 - 101
prostaglandin reductase 1 - 
CGNC Symbol 11711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(960,53)" 1562 true 1.27 4274

ENSGALP00000021255 CID 515 - 525

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1270,75)" 5584 true 0.67 4275

ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 
reductase 3 (CYB5R3) 
mRNA. - RefSeq mRNA 
NM_001291805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1606,83)" 10177 true 0.52 4276

ENSGALP00000008530 CID 168 - 185

eukaryotic translation 
initiation factor 3 subunit F - 
CGNC Symbol 3965 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2064,07)" 480 4277



ENSGALP00000024167 CID 489 - 495
transportin 1 - CGNC 
Symbol 11160 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(845,50)" 14998 4278

ENSGALP00000036760 CID 1,018 - 1,024

centrosomal protein 
135kDa - CGNC Symbol 
10315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(845,50)" 14998 false 4279

ENSGALP00000037708 CID 30 - 36

proteasome 26S subunit 
ATPase 3 - CGNC Symbol 
6143 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(845,50)" 14998 false 4280

ENSGALP00000006046 CID 139 - 145

actin related protein 2/3 
complex subunit 3 - CGNC 
Symbol 2797 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(923,56)" 5646 4281

ENSGALP00000038774 CID 148 - 154
argininosuccinate synthase 
1 - CGNC Symbol 50457 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1002,50)" 31295 4282

ENSGALP00000032274 CID 368 - 379

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1274,76)" 3738 false 4283

ENSGALP00000026380 CID 219 - 232

tumor suppressing 
subtransferable candidate 1 
- CGNC Symbol 12263 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1655,88)" 3616 true 0.46 4284



ENSGALP00000018498 CID 60 - 73

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1635,93)" 1218 true 1.25 4285

ENSGALP00000003584 CID 42 - 50
H3 histone family 3B - 
CGNC Symbol 49711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1060,61)" 126193 true 0.23 4286

ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1066,62)" 4091 true 1.31 4287

ENSGALP00000042455 CID 113 - 126
proteasome subunit alpha 
type-7 - Refseq NP_989944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1722,85)" 4014 false 4288

ENSGALP00000001808 CID 2-Nov

cytokine induced apoptosis 
inhibitor 1 - CGNC Symbol 
812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1089,52)" 96669 4289

ENSGALP00000008338 CID 713 - 721

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1089,59)" 474 false 0.6 4290

ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1120,62)" 60131 true 0.58 4291



ENSGALP00000020884 CID Jan-19
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2166,14)" 10538 false 4292

ENSGALP00000013964 CID Jan-19
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2166,14)" 10538 false 4293

ENSGALP00000027098 CID 127 - 132
RAS p21 protein activator 3 - 
CGNC Symbol 12617 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(794,48)" 3063 false 4294

ENSGALP00000005224 CID 161 - 168

isocitrate dehydrogenase 3 
(NAD+) alpha - CGNC 
Symbol 2399 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(946,53)" 654 true 1.4 4295

ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) beta subunit - 
CGNC Symbol 12399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1150,56)" 12840 true 1.3 4296

ENSGALP00000023944 CID 203 - 213

nicotinamide nucleotide 
transhydrogenase - CGNC 
Symbol 11035 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1182,67)" 2198 true 0.34 4297

ENSGALP00000016523 CID 430 - 439

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1274,70)" 841 false 4298



ENSGALP00000005224 CID 161 - 168

isocitrate dehydrogenase 3 
(NAD+) alpha - CGNC 
Symbol 2399 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(950,56)" 667 4299

ENSGALP00000003423 CID 1,036 - 1,043

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(994,61)" 1207 true 0.5 4300

ENSGALP00000020744 CID 547 - 556

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1178,56)" 22088 true 1.66 4301

ENSGALP00000009002 CID 816 - 830

CTR9 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
4182 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1803,90)" 5269 true 0.46 4302

ENSGALP00000039133 CID 98 - 102

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(783,48)" 1978 true 1 4303

ENSGALP00000012993 CID 79 - 86

growth factor receptor 
bound protein 2 - CGNC 
Symbol 6067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(956,53)" 1185 true 1.19 4304

ENSGALP00000005633 CID 179 - 189
tyrosyl-tRNA synthetase - 
CGNC Symbol 2601 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1219,60)" 4366 true 0.85 4305



ENSGALP00000037001 CID 154 - 163

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1272,66)" 21398 4306

ENSGALP00000015204 CID 68 - 83

hematological and 
neurological expressed 1-
like - CGNC Symbol 50339 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1774,84)" 9680 false 4307

ENSGALP00000009002 CID 816 - 830

CTR9 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
4182 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1807,90)" 941 4308

ENSGALP00000040653 CID 83 - 89

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(850,51)" 4018 4309

ENSGALP00000028277 CID 86 - 92
H2A histone family member 
Z - CGNC Symbol 52762 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(850,51)" 4018 4310

ENSGALP00000012917 CID 649 - 655

nuclear factor of activated T-
cells cytoplasmic calcineurin-
dependent 2 - CGNC 
Symbol 6025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(850,51)" 4018 4311

ENSGALP00000004745 CID 121 - 130
nucleoporin 93kDa - CGNC 
Symbol 2176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1282,57)" 462 false 4312



ENSGALP00000021743 CID 31 - 40
histone H2B - CGNC Symbol 
52653 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1349,74)" 364132 true 1.59 4313

ENSGALP00000027299 CID 64 - 72

ES1 protein homolog 
mitochondrial-like - CGNC 
Symbol 50857 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1119,64)" 605 4314

ENSGALP00000007055 CID 98 - 106

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1130,63)" 1388 true 0.98 4315

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1263,62)" 215727 true 0.96 4316

ENSGALP00000028055 CID 196 - 207
leucine aminopeptidase 3 - 
CGNC Symbol 4763 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1318,69)" 935 true 2.5 4317

ENSGALP00000009371 CID 431 - 443

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1412,84)" 4821 false 4318

ENSGALP00000005576 CID 45 - 55

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1435,73)" 26441 4319



ENSGALP00000015063 CID 157 - 180
fibrinogen gamma chain - 
CGNC Symbol 7041 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2865,40)" 1573 false 4320

ENSGALP00000040938 CID 90 - 101

thioredoxin related 
transmembrane protein 4 - 
CGNC Symbol 6720 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1285,67)" 6153 false 4321

ENSGALP00000012293 CID 69 - 78
ribosomal protein L35a - 
CGNC Symbol 5744 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1326,69)" 3887 false 4322

ENSGALP00000028277 CID 103 - 116
H2A histone family member 
Z - CGNC Symbol 52762 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1426,85)" 11201 true 0.26 4323

ENSGALP00000009853 CID 129 - 141
zinc finger protein 326 - 
CGNC Symbol 4587 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1466,68)" 10294 true 2.65 4324

ENSGALP00000015277 CID 194 - 210

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2093,13)" 6788 false 4325

ENSGALP00000002349 CID 194 - 210

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2093,13)" 6788 false 4326



ENSGALP00000039872 CID 74 - 83

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1166,59)" 3801 false 4327

ENSGALP00000036760 CID 378 - 389

centrosomal protein 
135kDa - CGNC Symbol 
10315 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1477,75)" 6990 false 1.54 4328

ENSGALP00000021255 CID 264 - 275

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1503,79)" 2175 true 1.01 4329

ENSGALP00000019252 CID 2,943 - 2,949

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(861,54)" 1736 false 0.97 4330

ENSGALP00000023352 CID 1,441 - 1,448

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(958,54)" 147171 false 0.29 4331

ENSGALP00000022004 CID 78 - 90
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1344,67)" 3607 true 3.01 4332

ENSGALP00000013964 CID 47 - 58
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1388,76)" 458 true 3.28 4333



ENSGALP00000021255 CID 264 - 275

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1515,89)" 2185 true 1.01 4334

ENSGALP00000036341 CID Nov-18

brain abundant membrane 
attached signal protein 1 - 
CGNC Symbol 9805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(967,46)" 874 false 4335

ENSGALP00000014097 CID 69 - 77

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1192,69)" 18969 true 0.84 4336

ENSGALP00000042736 CID 463 - 485
integrator complex subunit 
9 - CGNC Symbol 12464 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2741,32)" 742 false 4337

ENSGALP00000040466 CID 1,263 - 1,270

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1025,56)" 1048 false 4338

ENSGALP00000007236 CID 27 - 35
calcyclin binding protein - 
CGNC Symbol 3365 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1194,59)" 994 false 4339

ENSGALP00000038124 CID 1,729 - 1,738
fatty acid synthase - CGNC 
Symbol 1983 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1286,68)" 7079 true 0.63 4340



ENSGALP00000009217 CID 32 - 43

cytochrome c oxidase 
subunit IV isoform 1 - CGNC 
Symbol 4285 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1420,63)" 12512 true 1.74 4341

ENSGALP00000008105 CID 250 - 263

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1487,88)" 512 false 4342

ENSGALP00000002828 CID 150 - 161

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1539,86)" 2160 false 4343

ENSGALP00000016509 CID 817 - 829

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1539,86)" 2160 true 0.23 4344

ENSGALP00000014280 CID 559 - 571

Sec23 homolog B (S. 
cerevisiae) - CGNC Symbol 
50333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1643,79)" 5238 true 0.3 4345

ENSGALP00000016816 CID 811 - 819
exportin 5 - CGNC Symbol 
7870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1091,58)" 1149 false 4346

ENSGALP00000038124 CID 1,729 - 1,738
fatty acid synthase - CGNC 
Symbol 1983 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1290,71)" 3737 4347



ENSGALP00000009217 CID 32 - 43

cytochrome c oxidase 
subunit IV isoform 1 - CGNC 
Symbol 4285 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1424,66)" 24268 4348

ENSGALP00000010358 CID 224 - 234

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1424,66)" 24268 false 4349

ENSGALP00000014280 CID 559 - 571

Sec23 homolog B (S. 
cerevisiae) - CGNC Symbol 
50333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1647,83)" 3132 true 0.52 4350

ENSGALP00000010754 CID 131 - 149

microtubule-associated 
protein RP/EB family 
member 1 - CGNC Symbol 
50961 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2073,21)" 1015 true 0.72 4351

ENSGALP00000015160 CID 694 - 703

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,72)" 1931 false 4352

ENSGALP00000021301 CID 164 - 177

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1645,86)" 12023 4353

ENSGALP00000013053 CID 15 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 
50017 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1645,86)" 12023 4354



ENSGALP00000018616 CID 129 - 142
leukotriene A4 hydrolase - 
CGNC Symbol 8686 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1833,85)" 1435 4355

ENSGALP00000015063 CID 368 - 385
fibrinogen gamma chain - 
CGNC Symbol 7041 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2084,02)" 2907 4356

ENSGALP00000020154 CID 31 - 45
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1788,92)" 467 false 4357

ENSGALP00000020134 CID 172 - 188

3-hydroxybutyrate 
dehydrogenase type 2 - 
CGNC Symbol 9371 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2019,93)" 2076 true 0.88 4358

ENSGALP00000008171 CID 788 - 796

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1143,64)" 1933 true 0.93 4359

ENSGALP00000020134 CID 172 - 188

3-hydroxybutyrate 
dehydrogenase type 2 - 
CGNC Symbol 9371 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2023,95)" 1820 4360

ENSGALP00000016523 CID 452 - 457

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(758,48)" 8672 false 4361



ENSGALP00000007822 CID 441 - 446

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(758,48)" 8672 false 4362

ENSGALP00000041108 CID 45 - 58
SATB homeobox 1 - CGNC 
Symbol 8550 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1472,88)" 2727 false 2.02 4363

ENSGALP00000024133 CID 367 - 372
histone deacetylase 2 - 
CGNC Symbol 11140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(819,47)" 3317 true 0.34 4364

ENSGALP00000005212 CID 366 - 371
histone deacetylase 1 - 
CGNC Symbol 2394 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(819,47)" 3317 true 0.34 4365

ENSGALP00000032039 CID 186 - 195
leupaxin - CGNC Symbol 
14208 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1210,58)" 3137 4366

ENSGALP00000023288 CID 183 - 195

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1476,77)" 11958 false 4367

ENSGALP00000038408 CID 23 - 37
Y box binding protein 1 - 
CGNC Symbol 3598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1841,06)" 4303 true 3.61 4368



ENSGALP00000005212 CID 366 - 371
histone deacetylase 1 - 
CGNC Symbol 2394 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(823,49)" 949 4369

ENSGALP00000024133 CID 367 - 372
histone deacetylase 2 - 
CGNC Symbol 11140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(823,49)" 949 4370

ENSGALP00000035595 CID 13 - 20
40S ribosomal protein S11 - 
Refseq NP_001026004 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(988,61)" 1197 4371

ENSGALP00000008341 CID 41 - 50

glutathione S-transferase 
theta 1-like - CGNC Symbol 
55583 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1353,71)" 80691 true 0.99 4372

ENSGALP00000001866 CID 447 - 455

SAM domain and HD 
domain 1 - CGNC Symbol 
839 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1076,58)" 928 false 4373

ENSGALP00000006939 CID 757 - 764
annexin A6 - CGNC Symbol 
49340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1076,58)" 928 true 1.89 4374

ENSGALP00000014372 CID 174 - 188
pre-mRNA processing factor 
4 - CGNC Symbol 6724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1993,95)" 1383 false 4375



ENSGALP00000039530 CID 132 - 137

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(840,48)" 2794 true 0.99 4376

ENSGALP00000004521 CID 386 - 393

ribosomal L1 domain 
containing 1 - CGNC Symbol 
2075 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(907,47)" 1654 false 4377

ENSGALP00000039818 CID 485 - 502
pre-mRNA processing factor 
3 - CGNC Symbol 52857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2005,12)" 654 false 4378

ENSGALP00000015128 CID 182 - 188
lamin B receptor - CGNC 
Symbol 49736 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(876,54)" 13548 false 4379

ENSGALP00000020744 CID 448 - 454

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(915,54)" 704 4380

ENSGALP00000027519 CID 322 - 330

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1138,64)" 2626 true 0.56 4381

ENSGALP00000014107 CID 181 - 190
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1367,79)" 14135 false 4382



ENSGALP00000008578 CID 92 - 103

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1532,73)" 5879 true 1 4383

ENSGALP00000038408 CID 150 - 179
Y box binding protein 1 - 
CGNC Symbol 3598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3233,62)" 7211 true 0.65 4384

ENSGALP00000000316 CID 26 - 35
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1168,65)" 4315 false 4385

ENSGALP00000008578 CID 92 - 103

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1536,75)" 5905 4386

ENSGALP00000009354 CID 239 - 259

platelet activating factor 
acetylhydrolase 1b 
regulatory subunit 1 - CGNC 
Symbol 4356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2390,16)" 1853 true 0.68 4387

ENSGALP00000038408 CID 150 - 179
Y box binding protein 1 - 
CGNC Symbol 3598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3237,65)" 4536 4388

ENSGALP00000041993 CID 103 - 108
ribosomal protein L21 - 
HGNC:10313 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(793,44)" 4926 true 0.76 4389



ENSGALP00000022250 CID 58 - 78

cytochrome b5 type A 
(microsomal) - CGNC 
Symbol 10264 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2233,94)" 6559 true 0.61 4390

ENSGALP00000009354 CID 239 - 259

platelet activating factor 
acetylhydrolase 1b 
regulatory subunit 1 - CGNC 
Symbol 4356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2394,19)" 1261 4391

ENSGALP00000015665 CID 66 - 70 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(715,41)" 1412 4392

ENSGALP00000014509 CID 332 - 336

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(715,41)" 1412 4393

ENSGALP00000041993 CID 103 - 108
ribosomal protein L21 - 
HGNC:10313 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(797,46)" 4404 4394

ENSGALP00000013987 CID 627 - 632

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(797,46)" 4404 false 4395

ENSGALP00000022250 CID 58 - 78

cytochrome b5 type A 
(microsomal) - CGNC 
Symbol 10264 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2237,97)" 4025 4396



ENSGALP00000041208 CID 89 - 95
ferritin light polypeptide - 
Refseq NP_989714 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(805,46)" 364 false 4397

ENSGALP00000008824 CID 177 - 184

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(918,54)" 5125 4398

ENSGALP00000003954 CID 340 - 347

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(918,54)" 5125 4399

ENSGALP00000007490 CID 430 - 437 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(975,61)" 9112 4400

ENSGALP00000008171 CID 339 - 346

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1023,60)" 464 false 4401

ENSGALP00000016490 CID 1,555 - 1,567
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1420,80)" 10344 false 4402

ENSGALP00000001460 CID 163 - 175
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1457,80)" 5412 true 0.89 4403



ENSGALP00000011103 CID 39 - 50
insulin degrading enzyme - 
HGNC:5381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1457,80)" 5412 false 4404

ENSGALP00000029993 CID 120 - 126

Rho GDP dissociation 
inhibitor (GDI) beta - CGNC 
Symbol 8920 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(787,49)" 3374 false 4405

ENSGALP00000037266 CID 81 - 86

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(787,49)" 3374 false 4406

ENSGALP00000000509 CID 94 - 99

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(787,49)" 3374 false 4407

ENSGALP00000019163 CID 77 - 82
histone H1 - CGNC Symbol 
53214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(787,49)" 3374 false 4408

ENSGALP00000012231 CID 529 - 534

MMS19 homolog cytosolic 
iron-sulfur assembly 
component - CGNC Symbol 
5715 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(787,49)" 3374 false 4409

ENSGALP00000001332 CID 162 - 168
lysyl-tRNA synthetase - 
CGNC Symbol 602 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(991,46)" 16962 4410



ENSGALP00000001460 CID 163 - 175
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1465,85)" 4837 true 0.89 4411

ENSGALP00000040638 CID 1,061 - 1,076 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1953,95)" 1248 4412

ENSGALP00000022235 CID Oct-20

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1486,78)" 3994 true 1.23 4413

ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1029,50)" 10799 4414

ENSGALP00000025606 CID 256 - 266

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1053,64)" 35092 true 0.78 4415

ENSGALP00000000747 CID 278 - 286

zinc finger CCCH-type 
containing 11A - CGNC 
Symbol 51431 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1053,64)" 35092 false 4416

ENSGALP00000001014 CID 358 - 367

interferon-induced 
guanylate-binding protein 1-
like - CGNC Symbol 51030 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1053,64)" 35092 false 0.78 4417



ENSGALP00000009371 CID 256 - 266

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1053,64)" 35092 true 0.78 4418

ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1481,81)" 1147 4419

ENSGALP00000016118 CID 158 - 163

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(878,55)" 3720 4420

ENSGALP00000001474 CID 352 - 365

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1488,76)" 913 false 4421

ENSGALP00000002625 CID 32 - 38

Gallus gallus ATPase H+ 
transporting lysosomal 
56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - 
RefSeq mRNA 
NM_001293241 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(894,50)" 2970 4422

ENSGALP00000041100 CID 101 - 108 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(980,59)" 2679 true 0.67 4423

ENSGALP00000023085 CID 152 - 161
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1355,76)" 2151 true 2.25 4424



ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1509,84)" 91155 true 1.55 4425

ENSGALP00000038774 CID 203 - 210
argininosuccinate synthase 
1 - CGNC Symbol 50457 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(984,61)" 2888 false 4426

ENSGALP00000003584 CID 42 - 50
H3 histone family 3B - 
CGNC Symbol 49711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1064,64)" 26596 4427

ENSGALP00000029968 CID 251 - 261
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1265,66)" 6554 true 0.93 4428

ENSGALP00000021121 CID 51 - 62

zinc finger and BTB domain 
containing 2 - CGNC Symbol 
51512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1534,76)" 2303 false 4429

ENSGALP00000017856 CID 240 - 250

transformer 2 alpha 
homolog (Drosophila) - 
CGNC Symbol 51305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1556,67)" 17789 true 0.36 4430

ENSGALP00000014107 CID 289 - 298
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1121,55)" 28808 true 1.75 4431



ENSGALP00000012086 CID 100 - 113

glutamic-oxaloacetic 
transaminase 1 soluble - 
CGNC Symbol 5645 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1299,74)" 1328 true 1.14 4432

ENSGALP00000016334 CID 15 - 24
proteasome subunit alpha 6 
- CGNC Symbol 7649 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1184,65)" 22622 true 1.37 4433

ENSGALP00000008056 CID 146 - 158

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1371,82)" 6459 false 4434

ENSGALP00000029249 CID 96 - 108
tumor protein D52-like 2 - 
CGNC Symbol 50951 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1588,79)" 1670 false 4435

ENSGALP00000038935 CID 101 - 111

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1226,71)" 1839 true 1.21 4436

ENSGALP00000016334 CID 34 - 46
proteasome subunit alpha 6 
- CGNC Symbol 7649 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1313,75)" 4983 true 0.9 4437

ENSGALP00000026380 CID 219 - 232

tumor suppressing 
subtransferable candidate 1 
- CGNC Symbol 12263 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1659,92)" 1048 4438



ENSGALP00000039133 CID 98 - 102

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(775,43)" 1386 true 1 4439

ENSGALP00000020064 CID 134 - 138

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(775,43)" 1386 4440

ENSGALP00000014107 CID 108 - 114
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(934,55)" 10281 false 4441

ENSGALP00000038935 CID 101 - 111

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1230,73)" 2221 4442

ENSGALP00000016334 CID 34 - 46
proteasome subunit alpha 6 
- CGNC Symbol 7649 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1317,78)" 4470 4443

ENSGALP00000023257 CID 551 - 561

non-SMC condensin I 
complex subunit G - CGNC 
Symbol 10729 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1317,78)" 4470 false 0.9 4444

ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 
reductase 3 (CYB5R3) 
mRNA. - RefSeq mRNA 
NM_001291805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1610,85)" 3774 4445



ENSGALP00000005182 CID 87 - 100

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1735,89)" 3505 true 0.84 4446

ENSGALP00000020744 CID 547 - 556

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1182,58)" 33604 4447

ENSGALP00000001808 CID 182 - 196

cytokine induced apoptosis 
inhibitor 1 - CGNC Symbol 
812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1502,86)" 2740 4448

ENSGALP00000025404 CID 314 - 326

inner membrane 
mitochondrial protein - 
CGNC Symbol 11773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1502,86)" 2740 4449

ENSGALP00000005182 CID 87 - 100

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1739,91)" 2313 4450

ENSGALP00000013761 CID 428 - 442
NOP58 ribonucleoprotein - 
CGNC Symbol 52126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1567,83)" 619 true 2.68 4451

ENSGALP00000003089 CID 694 - 700
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(831,50)" 2109 4452



ENSGALP00000041108 CID 759 - 767
SATB homeobox 1 - CGNC 
Symbol 8550 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1049,60)" 4637 false 4453

ENSGALP00000014746 CID 50 - 63
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1359,82)" 10077 4454

ENSGALP00000019064 CID 1,209 - 1,214

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(845,52)" 4699 true 0.22 4455

ENSGALP00000015128 CID 159 - 166
lamin B receptor - CGNC 
Symbol 49736 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1021,58)" 23023 true 0.26 4456

ENSGALP00000001565 CID 657 - 665

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1021,58)" 23023 false 0.26 4457

ENSGALP00000007490 CID 451 - 460 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1254,67)" 6499 true 1.16 4458

ENSGALP00000002828 CID 426 - 437

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1404,74)" 45543 true 0.64 4459



ENSGALP00000009985 CID 143 - 155

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1618,73)" 585 false 4460

ENSGALP00000001302 CID 144 - 156

casein kinase 2 alpha prime 
polypeptide - CGNC Symbol 
585 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1618,73)" 585 false 4461

ENSGALP00000007466 CID 175 - 188

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1654,85)" 21644 true 0.49 4462

ENSGALP00000002828 CID 559 - 571

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1663,98)" 643 false 4463

ENSGALP00000003152 CID 448 - 455
adenosylhomocysteinase - 
CGNC Symbol 1443 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1072,49)" 6696 true 0.63 4464

ENSGALP00000028016 CID 2-Dec

enhancer of rudimentary 
homolog (Drosophila) - 
CGNC Symbol 13056 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1306,76)" 15745 true 0.7 4465

ENSGALP00000012293 CID 135 - 141
ribosomal protein L35a - 
CGNC Symbol 5744 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(893,48)" 906 true 1.4 4466



ENSGALP00000028016 CID 2-Dec

enhancer of rudimentary 
homolog (Drosophila) - 
CGNC Symbol 13056 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1310,80)" 9971 true 0.7 4467

ENSGALP00000017856 CID 2-Dec

transformer 2 alpha 
homolog (Drosophila) - 
CGNC Symbol 51305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1337,57)" 9913 4468

ENSGALP00000021301 CID 164 - 177

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1641,83)" 11225 true 1.15 4469

ENSGALP00000012293 CID 135 - 141
ribosomal protein L35a - 
CGNC Symbol 5744 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(897,51)" 2068 4470

ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1124,64)" 33292 4471

ENSGALP00000042061 CID 307 - 323

phosphatidylinositol-5-
phosphate 4-kinase type II 
alpha - CGNC Symbol 5959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1843,95)" 450 true 1.05 4472

ENSGALP00000028277 CID 103 - 116
H2A histone family member 
Z - CGNC Symbol 52762 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1434,90)" 2018 true 0.26 4473



ENSGALP00000020445 CID 1,899 - 1,912

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1579,68)" 7172 true 0.75 4474

ENSGALP00000019975 CID 510 - 528

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2328,08)" 2370 false 4475

ENSGALP00000014768 CID 294 - 299
EH-domain containing 3 - 
CGNC Symbol 51465 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(715,44)" 413 4476

ENSGALP00000006708 CID 345 - 351
hexokinase 1 - CGNC 
Symbol 3101 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(859,53)" 977 false 4477

ENSGALP00000026406 CID 696 - 702

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(859,53)" 977 false 0.44 4478

ENSGALP00000020445 CID 1,899 - 1,912

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1583,70)" 5388 4479

ENSGALP00000038904 CID 18 - 32

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1673,82)" 148199 true 1.36 4480



ENSGALP00000039645 CID 130 - 135

RNA pseudouridylate 
synthase domain containing 
2 - HGNC:24180 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(806,43)" 1072 true 0.49 4481

ENSGALP00000042870 CID 1-Aug
aminoacylase 1 - CGNC 
Symbol 64270 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(876,55)" 498 4482

ENSGALP00000004180 CID 166 - 181
WD repeat domain 5 - 
CGNC Symbol 50449 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1775,92)" 2299 true 0.53 4483

ENSGALP00000002839 CID 74 - 83
exportin 7 - CGNC Symbol 
1294 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1209,66)" 1424 false 4484

ENSGALP00000040388 CID 152 - 164
transcription factor 3 - 
CGNC Symbol 739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1514,70)" 1537 false 4485

ENSGALP00000004180 CID 166 - 181
WD repeat domain 5 - 
CGNC Symbol 50449 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1779,94)" 653 4486

ENSGALP00000027519 CID 322 - 330

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1142,67)" 632 4487



ENSGALP00000015057 CID 224 - 238
fibrinogen beta chain - 
CGNC Symbol 7036 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1634,83)" 2691 4488

ENSGALP00000002508 CID 802 - 807

Gallus gallus SIN3 
transcription regulator 
family member A (SIN3A) 
mRNA. - RefSeq mRNA 
NM_001293184 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(730,43)" 815 false 4489

ENSGALP00000033053 CID 21 - 32

SMT3 suppressor of mif two 
3 homolog 3 - CGNC Symbol 
56110 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1290,72)" 6614 true 0.65 4490

ENSGALP00000017462 CID 30 - 43
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1684,89)" 19043 true 0.16 4491

ENSGALP00000027541 CID 30 - 43
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1684,89)" 19043 4492

ENSGALP00000042254 CID 77 - 94
Hsap of 1: bridging 
integrator 2 - HGNC:1053 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1939,92)" 6453 false 4493

ENSGALP00000015333 CID 257 - 262

TIA1 cytotoxic granule-
associated RNA binding 
protein - CGNC Symbol 
56693 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(756,41)" 1019 true 0.63 4494



ENSGALP00000016263 CID 214 - 222
sorting nexin 6 - CGNC 
Symbol 56458 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1210,66)" 2322 4495

ENSGALP00000027541 CID 30 - 43
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1688,93)" 14969 true 1.59 4496

ENSGALP00000026337 CID 64 - 83
peroxiredoxin 4 - CGNC 
Symbol 12239 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2260,01)" 8390 4497

ENSGALP00000016629 CID 94 - 101
peroxiredoxin 1 - CGNC 
Symbol 7794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(863,46)" 753 true 0.9 4498

ENSGALP00000013183 CID 417 - 425

pseudouridylate synthase 7 
(putative) - CGNC Symbol 
6164 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(970,60)" 722 false 4499

ENSGALP00000041690 CID Nov-19

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1074,59)" 4473 true 2.73 4500

ENSGALP00000002828 CID 498 - 505

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(918,55)" 10456 true 0.57 4501



ENSGALP00000041690 CID Nov-19

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1078,62)" 16239 4502

ENSGALP00000006555 CID 457 - 465

poly(A) binding protein 
cytoplasmic 1-like - CGNC 
Symbol 3026 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1078,62)" 16239 false 4503

ENSGALP00000033359 CID 33 - 42

fascin actin-bundling 
protein 1 - CGNC Symbol 
14444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1078,62)" 16239 false 4504

ENSGALP00000020463 CID 619 - 627

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1078,62)" 16239 false 4505

ENSGALP00000035933 CID 225 - 235
cathepsin B - CGNC Symbol 
12486 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1249,63)" 1639 4506

ENSGALP00000039954 CID 76 - 82
Hsap of 1: formin like 1 - 
HGNC:1212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(828,52)" 3378 true 1.43 4507

ENSGALP00000020534 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1808,81)" 44708 true 0.45 4508



ENSGALP00000022772 CID 43 - 61

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2236,17)" 1082 true 0.41 4509

ENSGALP00000038570 CID 28 - 34

eukaryotic translation 
initiation factor 5A2 - CGNC 
Symbol 49863 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(832,53)" 6263 false 4510

ENSGALP00000041134 CID 2-Sep

microfibrillar associated 
protein 1 - CGNC Symbol 
6322 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(832,53)" 6263 false 2.15 4511

ENSGALP00000015560 CID 68 - 75

eukaryotic translation 
initiation factor 2 subunit 
alpha - CGNC Symbol 7281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1016,57)" 4930 true 0.04 4512

ENSGALP00000041134 CID 208 - 215

microfibrillar associated 
protein 1 - CGNC Symbol 
6322 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1016,57)" 4930 4513

ENSGALP00000040337 CID 272 - 282
G1 to S phase transition 1 - 
CGNC Symbol 54531 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1299,75)" 910 false 4514

ENSGALP00000019975 CID 73 - 83

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1388,71)" 44700 true 0.36 4515



ENSGALP00000020534 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1812,84)" 20296 4516

ENSGALP00000022772 CID 43 - 61

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2240,17)" 315 4517

ENSGALP00000016623 CID 1-Jul

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(878,44)" 1218 false 0.92 4518

ENSGALP00000042374 CID 322 - 328
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(878,44)" 1218 false 4519

ENSGALP00000000509 CID 690 - 697

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(990,52)" 2426 true 0.56 4520

P13645 CID 246 - 257

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1389,75)" 529 4521

ENSGALP00000003954 CID 636 - 646

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1402,72)" 3480 true 0.99 4522



ENSGALP00000037408 CID 2,194 - 2,201

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(886,53)" 2437 false 4523

ENSGALP00000023274 CID 272 - 279

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(886,53)" 2437 4524

ENSGALP00000019667 CID 200 - 206

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(886,53)" 2437 false 4525

ENSGALP00000005495 CID 221 - 229

Hsap of 1: small nuclear 
ribonucleoprotein U5 
subunit 200 - HGNC:30859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1111,57)" 4551 4526

ENSGALP00000042479 CID Nov-25

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1411,76)" 1418 true 0.97 4527

ENSGALP00000000696 CID 208 - 226
DDB1 and CUL4 associated 
factor 7 - CGNC Symbol 313 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2363,22)" 1561 true 0.75 4528

ENSGALP00000041393 CID 29 - 56
Hsap of 1: SON DNA binding 
protein - HGNC:11183 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2781,25)" 570 false 4529



ENSGALP00000011372 CID 897 - 907
pitrilysin metallopeptidase 
1 - CGNC Symbol 5310 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1022,53)" 917 true 2.32 4530

ENSGALP00000022293 CID 389 - 400 ezrin - CGNC Symbol 10288 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1358,83)" 3891 false 4531

ENSGALP00000018686 CID 670 - 681

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1358,83)" 3891 false 4532

ENSGALP00000011673 CID 109 - 119
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1358,83)" 3891 true 1.65 4533

ENSGALP00000021472 CID 335 - 347
fumarate hydratase - CGNC 
Symbol 9939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1415,78)" 1369 4534

ENSGALP00000042479 CID Nov-25

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1415,78)" 1369 4535

ENSGALP00000000696 CID 208 - 226
DDB1 and CUL4 associated 
factor 7 - CGNC Symbol 313 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2367,24)" 806 4536



ENSGALP00000027391 CID 95 - 120

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2806,26)" 1281 true 0.88 4537

ENSGALP00000026126 CID 201 - 226
ribosomal protein L8 - 
CGNC Symbol 12137 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2817,48)" 2928 true 1.03 4538

ENSGALP00000007709 CID 31 - 37
COP9 signalosome subunit 
3 - CGNC Symbol 3588 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(745,44)" 38388 false 4539

ENSGALP00000012938 CID 241 - 246
apoptosis inhibitor 5 - 
CGNC Symbol 16313 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(745,44)" 38388 false 4540

ENSGALP00000003014 CID 2-Sep

peptidase mitochondrial 
processing alpha subunit - 
CGNC Symbol 1379 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(899,53)" 2797 4541

ENSGALP00000011775 CID 1,977 - 1,983

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(923,48)" 15570 4542

ENSGALP00000030471 CID 54 - 60

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(923,48)" 15570 true 1.34 4543



ENSGALP00000032101 CID 193 - 204
transaldolase - Refseq 
NP_001026348 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1479,82)" 1026 false 4544

ENSGALP00000030471 CID 54 - 60

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(927,53)" 23457 4545

ENSGALP00000009486 CID 88 - 93
sequestosome 1 - CGNC 
Symbol 4412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(863,54)" 5250 false 4546

ENSGALP00000019801 CID 312 - 322
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1373,71)" 1250 true 1.11 4547

ENSGALP00000025900 CID 149 - 160
NudC domain containing 1 - 
HGNC:24306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1590,78)" 2225 true 0.54 4548

ENSGALP00000027391 CID 453 - 465

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1621,85)" 478 true 1.84 4549

ENSGALP00000040890 CID 587 - 595

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(962,54)" 412 true 0.91 4550



ENSGALP00000025900 CID 418 - 430
NudC domain containing 1 - 
HGNC:24306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1513,87)" 142012 false 4551

ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1513,87)" 142012 4552

ENSGALP00000025900 CID 149 - 160
NudC domain containing 1 - 
HGNC:24306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1594,80)" 1205 4553

ENSGALP00000027391 CID 453 - 465

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1633,93)" 878 true 1.84 4554

ENSGALP00000020445 CID 187 - 199

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1508,85)" 1776 false 4555

ENSGALP00000023352 CID 191 - 203

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1508,85)" 1776 false 4556

ENSGALP00000002254 CID 372 - 385
Ras-related GTP binding C - 
CGNC Symbol 1028 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1578,85)" 1154 true 0.79 4557



ENSGALP00000028277 CID 24 - 32
H2A histone family member 
Z - CGNC Symbol 52762 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(976,59)" 11135 4558

ENSGALP00000042357 CID 22 - 30
H2A histone family member 
X - HGNC:4739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(976,59)" 11135 4559

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(976,59)" 11135 4560

ENSGALP00000002254 CID 372 - 385
Ras-related GTP binding C - 
CGNC Symbol 1028 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1582,88)" 917 4561

ENSGALP00000021294 CID 478 - 491

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1661,84)" 4997 false 4562

ENSGALP00000029968 CID 104 - 116
ribosomal protein L3 - 
CGNC Symbol 50654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1661,84)" 4997 true 0.65 4563

ENSGALP00000020154 CID 456 - 462
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(899,46)" 384 false 4564



ENSGALP00000029968 CID 104 - 116
ribosomal protein L3 - 
CGNC Symbol 50654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1669,89)" 2457 true 0.65 4565

ENSGALP00000027665 CID 82 - 99

acetyl-CoA 
acetyltransferase 1 - CGNC 
Symbol 12890 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1892,97)" 5098 4566

ENSGALP00000014107 CID 289 - 298
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1125,58)" 5042 4567

ENSGALP00000023166 CID 52 - 66
ZPR1 zinc finger - CGNC 
Symbol 5362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1794,83)" 999 4568

ENSGALP00000038262 CID Nov-19

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1151,45)" 41776 true 0.54 4569

ENSGALP00000038408 CID 23 - 37
Y box binding protein 1 - 
CGNC Symbol 3598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1828,98)" 916 true 3.61 4570

ENSGALP00000000261 CID 93 - 102
defender against cell death 
1 - CGNC Symbol 111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1151,60)" 4556 4571



ENSGALP00000038262 CID Nov-19

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1155,47)" 22761 4572

ENSGALP00000034108 CID 422 - 432
pyruvate kinase muscle - 
CGNC Symbol 1412 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1277,70)" 8722 true 1.13 4573

ENSGALP00000017954 CID 110 - 125

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1936,03)" 22761 true 0.61 4574

ENSGALP00000042837 CID 107 - 122

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1936,03)" 22761 true 0.61 4575

ENSGALP00000012723 CID 389 - 398

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1161,69)" 12785 false 4576

ENSGALP00000018686 CID 231 - 241

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1161,69)" 12785 false 4577

ENSGALP00000034108 CID 422 - 432
pyruvate kinase muscle - 
CGNC Symbol 1412 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1285,74)" 9876 true 1.13 4578



ENSGALP00000038435 CID 463 - 475

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1504,77)" 3916 4579

ENSGALP00000017954 CID 110 - 125

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1944,08)" 16355 true 0.61 4580

ENSGALP00000042837 CID 107 - 122

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1944,08)" 16355 true 0.61 4581

ENSGALP00000042929 CID 240 - 256
glutathione reductase - 
HGNC:4623 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2039,04)" 3558 4582

ENSGALP00000025327 CID 5,513 - 5,519

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(831,49)" 2999 false 4583

ENSGALP00000019040 CID 216 - 222
nucleoporin 205kDa - CGNC 
Symbol 8864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(831,49)" 2999 false 4584

ENSGALP00000003584 CID 58 - 64
H3 histone family 3B - 
CGNC Symbol 49711 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(831,49)" 2999 4585



ENSGALP00000028746 CID 1-Sep

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1202,63)" 7158 true 1.45 4586

ENSGALP00000012376 CID 390 - 399

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1302,81)" 9298 false 4587

ENSGALP00000010387 CID 87 - 97

nucleosome assembly 
protein 1-like 4 - CGNC 
Symbol 51885 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1520,80)" 8780 true 0.23 4588

ENSGALP00000001808 CID 42 - 56

cytokine induced apoptosis 
inhibitor 1 - CGNC Symbol 
812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1782,91)" 6743 true 0.8 4589

ENSGALP00000009853 CID 155 - 176
zinc finger protein 326 - 
CGNC Symbol 4587 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2444,16)" 1005 false 4590

ENSGALP00000026858 CID 618 - 624

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(845,51)" 89249 4591

ENSGALP00000004417 CID 318 - 325

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1047,61)" 3453 true 2.42 4592



ENSGALP00000028746 CID 1-Sep

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1210,68)" 10345 true 1.45 4593

ENSGALP00000001808 CID 42 - 56

cytokine induced apoptosis 
inhibitor 1 - CGNC Symbol 
812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1786,92)" 3584 4594

ENSGALP00000038435 CID 297 - 315

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2134,10)" 5089 4595

ENSGALP00000000639 CID 36 - 42
lamin B2 - CGNC Symbol 
49708 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(877,51)" 14613 false 4596

ENSGALP00000013870 CID 594 - 605

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1384,78)" 4026 true 0.37 4597

ENSGALP00000008911 CID 127 - 140

Major histocompatibility 
complex class II beta chain 
BLB1 - CGNC Symbol 54366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1487,77)" 11691 true 3.28 4598

ENSGALP00000027982 CID 280 - 291

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1576,86)" 5029 false 4599



ENSGALP00000000583 CID 84 - 95

histidine triad nucleotide 
binding protein 1 - CGNC 
Symbol 49312 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1321,67)" 23082 true 0.97 4600

ENSGALP00000008911 CID 127 - 140

Major histocompatibility 
complex class II beta chain 
BLB1 - CGNC Symbol 54366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1491,80)" 16508 4601

ENSGALP00000029144 CID Sep-14
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(817,47)" 3717 false 0.36 4602

ENSGALP00000038795 CID 435 - 441

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(920,52)" 4418 true 1.39 4603

ENSGALP00000037924 CID 155 - 167

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1638,87)" 4528 false 4604

ENSGALP00000013870 CID 180 - 186

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(842,53)" 1512 false 1.12 4605

ENSGALP00000035478 CID 2,285 - 2,294
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1130,62)" 1346 true 1.57 4606



ENSGALP00000011673 CID 109 - 119
ferritin heavy polypeptide 1 
- CGNC Symbol 49581 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1354,79)" 736 4607

ENSGALP00000032625 CID 559 - 570
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1382,68)" 38513 4608

ENSGALP00000002604 CID 441 - 450

inter-alpha-trypsin inhibitor 
heavy chain 3 - CGNC 
Symbol 50111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1134,66)" 2625 false 1.57 4609

ENSGALP00000035478 CID 2,285 - 2,294
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1134,66)" 2625 4610

ENSGALP00000025745 CID 16 - 26

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - 
CGNC Symbol 11954 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1134,66)" 2625 4611

ENSGALP00000040424 CID 102 - 116

small nuclear 
ribonucleoprotein U5 
subunit 40 - CGNC Symbol 
381 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1574,77)" 13968 true 0.49 4612

ENSGALP00000026327 CID 247 - 254
acyl-CoA thioesterase 9 - 
CGNC Symbol 12234 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(936,47)" 3460 4613



ENSGALP00000040424 CID 102 - 116

small nuclear 
ribonucleoprotein U5 
subunit 40 - CGNC Symbol 
381 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1578,80)" 6785 4614

ENSGALP00000015897 CID 1,495 - 1,502
golgin B1 - CGNC Symbol 
7433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(946,54)" 3725 false 0.67 4615

ENSGALP00000027988 CID 40 - 47
Serine/arginine-rich splicing 
factor 2 - UP P30352 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(946,54)" 3725 true 0.67 4616

ENSGALP00000041159 CID 91 - 98
ribosomal protein S16 - 
HGNC:10396 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1011,58)" 1816 true 1.2 4617

ENSGALP00000030436 CID 159 - 172
nucleolar protein 7 - CGNC 
Symbol 9631 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1632,81)" 1967 true 0.6 4618

ENSGALP00000027988 CID 40 - 47
Serine/arginine-rich splicing 
factor 2 - UP P30352 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(950,56)" 2133 4619

ENSGALP00000041159 CID 91 - 98
ribosomal protein S16 - 
HGNC:10396 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1019,64)" 1653 true 1.2 4620



ENSGALP00000021301 CID 87 - 94

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1176,57)" 3922 false 4621

ENSGALP00000010803 CID 677 - 684

UPF2 regulator of nonsense 
transcripts homolog (yeast) - 
CGNC Symbol 5054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1020,58)" 7801 false 0.76 4622

ENSGALP00000015560 CID 68 - 75

eukaryotic translation 
initiation factor 2 subunit 
alpha - CGNC Symbol 7281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1020,58)" 7801 4623

ENSGALP00000042240 CID 309 - 320
RAS protein activator like 3 - 
CGNC Symbol 52700 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1400,66)" 3963 false 4624

ENSGALP00000002520 CID 183 - 189
septin 2-like - CGNC Symbol 
50343 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(789,46)" 767 false 4625

ENSGALP00000000805 CID 488 - 499
RAN binding protein 3 - 
CGNC Symbol 357 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1409,72)" 1566 true 0.34 4626

ENSGALP00000012349 CID 341 - 351
C-terminal binding protein-
like - CGNC Symbol 50231 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1163,63)" 850 4627



ENSGALP00000021475 CID 432 - 452

succinate dehydrogenase 
complex flavoprotein 
subunit A - CGNC Symbol 
49461 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2114,05)" 1127 true 1.5 4628

ENSGALP00000035593 CID 97 - 105
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1158,62)" 56665 4629

ENSGALP00000035595 CID 89 - 96
40S ribosomal protein S11 - 
Refseq NP_001026004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1167,66)" 812 4630

ENSGALP00000004710 CID 230 - 241
solute carrier family 2 
member 6 - HGNC:11011 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1575,77)" 81852 true 0.34 4631

ENSGALP00000021475 CID 432 - 452

succinate dehydrogenase 
complex flavoprotein 
subunit A - CGNC Symbol 
49461 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2118,07)" 699 4632

ENSGALP00000012130 CID 56 - 73

integrin beta 2 
(complement component 3 
receptor 3 and 4 subunit) - 
CGNC Symbol 49690 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2144,98)" 9328 true 0.4 4633

ENSGALP00000004013 CID 1,244 - 1,260 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1727,90)" 1960 true 1.09 4634



ENSGALP00000019801 CID 381 - 394
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1807,87)" 3250 false 4635

ENSGALP00000041749 CID 336 - 356

guanine nucleotide binding 
protein (G protein) alpha 13 
- CGNC Symbol 3014 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2610,36)" 960 false 4636

ENSGALP00000033053 CID 21 - 32

SMT3 suppressor of mif two 
3 homolog 3 - CGNC Symbol 
56110 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1298,77)" 2495 true 0.65 4637

ENSGALP00000004013 CID 1,244 - 1,260 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1731,93)" 2146 4638

ENSGALP00000010633 CID Sep-29

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2414,18)" 1129 4639

ENSGALP00000007586 CID 294 - 302

aldehyde dehydrogenase 3 
family member A2 - CGNC 
Symbol 50558 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1121,63)" 5030 false 4640

ENSGALP00000011510 CID 219 - 227
apolipoprotein A-I - CGNC 
Symbol 49860 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1121,63)" 5030 4641



ENSGALP00000010633 CID Sep-29

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2442,21)" 58014 true 0.55 4642

ENSGALP00000026633 CID 24 - 32

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(936,56)" 3294 4643

ENSGALP00000003646 CID 133 - 140

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(936,56)" 3294 4644

ENSGALP00000015128 CID 272 - 282
lamin B receptor - CGNC 
Symbol 49736 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1168,67)" 5065 true 0.29 4645

ENSGALP00000036720 CID 1,619 - 1,628

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1168,67)" 5065 4646

ENSGALP00000010633 CID Sep-29

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2446,24)" 31327 4647

ENSGALP00000014746 CID 50 - 63
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1355,78)" 9742 true 1.02 4648



ENSGALP00000017123 CID 54 - 73

lymphoid enhancer binding 
factor 1 - CGNC Symbol 
7997 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2040,00)" 3246 false 4649

ENSGALP00000013738 CID 142 - 152

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1291,63)" 5094 4650

ENSGALP00000008802 CID 97 - 107
ribosomal protein S2 - 
CGNC Symbol 50281 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1359,81)" 14953 4651

ENSGALP00000042497 CID 460 - 473

RAR-related orphan 
receptor C - CGNC Symbol 
58847 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1744,86)" 5024 false 4652

ENSGALP00000006300 CID 411 - 421

adaptor-related protein 
complex 1 mu 1 subunit - 
CGNC Symbol 51191 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1398,71)" 2066 true 0.73 4653

ENSGALP00000001254 CID 127 - 145
N-myristoyltransferase 1 - 
CGNC Symbol 561 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2153,20)" 1367 false 4654

ENSGALP00000004641 CID 2,077 - 2,086
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1093,64)" 847 false 4655



ENSGALP00000010662 CID 162 - 172

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1278,76)" 1058 4656

ENSGALP00000016361 CID 188 - 199
ribosomal protein S3A - 
CGNC Symbol 51748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1387,85)" 20022 false 4657

ENSGALP00000013029 CID 1,284 - 1,289
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(837,43)" 13389 true 2.55 4658

ENSGALP00000000693 CID 57 - 67

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1398,77)" 2775 4659

ENSGALP00000021255 CID 227 - 241

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1794,01)" 3027 true 0.82 4660

ENSGALP00000040101 CID 169 - 173
myosin IXB - CGNC Symbol 
2718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(700,46)" 1281 false 4661

ENSGALP00000007997 CID 16 - 20

voltage-dependent anion 
channel 2 - CGNC Symbol 
49348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(700,46)" 1281 false 4662



ENSGALP00000001957 CID 176 - 182

serine and arginine 
repetitive matrix 1 - CGNC 
Symbol 876 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(786,43)" 66105 4663

ENSGALP00000038155 CID 225 - 231

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(786,43)" 66105 false 4664

ENSGALP00000037871 CID 470 - 476

WAS/WASL interacting 
protein family member 1 - 
CGNC Symbol 7084 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(872,46)" 6585 4665

ENSGALP00000014097 CID 13 - 18

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(872,46)" 6585 true 1.91 4666

ENSGALP00000042357 CID 120 - 130
H2A histone family member 
X - HGNC:4739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1000,56)" 9345 true 1.04 4667

ENSGALP00000030436 CID 159 - 172
nucleolar protein 7 - CGNC 
Symbol 9631 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1636,84)" 762 4668

ENSGALP00000021405 CID 97 - 103

Gallus gallus YKT6 v-SNARE 
homolog (S. cerevisiae) 
(YKT6) mRNA. - RefSeq 
mRNA NM_001113744 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(907,48)" 1069 false 4669



ENSGALP00000000666 CID 89 - 94
phosphoglucomutase 2 - 
CGNC Symbol 52790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(779,43)" 1573 false 1.36 4670

ENSGALP00000039645 CID 424 - 434

RNA pseudouridylate 
synthase domain containing 
2 - HGNC:24180 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1450,78)" 661 4671

ENSGALP00000000211 CID 375 - 387
bromodomain containing 2 - 
CGNC Symbol 50420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1512,74)" 898 true 1.83 4672

ENSGALP00000003850 CID 393 - 399

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(814,50)" 4473 false 4673

ENSGALP00000035658 CID 2-Aug
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(814,50)" 4473 false 1.11 4674

ENSGALP00000006259 CID 50 - 55

palmitoyl-protein 
thioesterase 1 - CGNC 
Symbol 2887 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(814,50)" 4473 false 1.11 4675

ENSGALP00000006414 CID 238 - 244

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(814,50)" 4473 true 1.11 4676



ENSGALP00000000383 CID 697 - 707
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1185,64)" 966 4677

ENSGALP00000007379 CID 304 - 316

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1642,80)" 2370 true 0.78 4678

ENSGALP00000000054 CID 307 - 319
G protein subunit alpha i3 - 
HGNC:4387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1642,80)" 2370 true 0.78 4679

ENSGALP00000041109 CID 459 - 474

Hsap of 1: capping actin 
protein gelsolin like - 
HGNC:1474 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1840,94)" 16588 true 0.51 4680

ENSGALP00000002996 CID 245 - 252

solute carrier family 25 
(mitochondrial carrier 
phosphate carrier) member 
24 - CGNC Symbol 1369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(818,52)" 4324 4681

ENSGALP00000006414 CID 238 - 244

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(818,52)" 4324 4682

ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(966,49)" 8433 true 0.43 4683



ENSGALP00000042455 CID Jun-16
proteasome subunit alpha 
type-7 - Refseq NP_989944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1252,86)" 1106 false 4684

ENSGALP00000000054 CID 307 - 319
G protein subunit alpha i3 - 
HGNC:4387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1650,85)" 1857 true 0.78 4685

ENSGALP00000007379 CID 304 - 316

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1650,85)" 1857 true 0.78 4686

ENSGALP00000041109 CID 459 - 474

Hsap of 1: capping actin 
protein gelsolin like - 
HGNC:1474 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1844,97)" 8035 4687

ENSGALP00000003646 CID 273 - 280

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(967,48)" 6696 false 4688

ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(970,52)" 3598 4689

ENSGALP00000009286 CID 110 - 124

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1712,79)" 2877 true 0.86 4690



ENSGALP00000023294 CID 1,734 - 1,740

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1032,50)" 1318 true 0.12 4691

ENSGALP00000009286 CID 110 - 124

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1716,82)" 2486 4692

ENSGALP00000020445 CID 143 - 159

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2099,05)" 6384 true 0.67 4693

ENSGALP00000019031 CID 22 - 29
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(951,58)" 20534 false 4694

ENSGALP00000005565 CID 132 - 143

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1491,77)" 1321 true 0.85 4695

ENSGALP00000020445 CID 143 - 159

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2103,07)" 2907 4696

ENSGALP00000003342 CID 118 - 128

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1477,81)" 3217 true 4.49 4697



ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1671,84)" 23100 true 0.74 4698

ENSGALP00000016536 CID 462 - 477
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1820,95)" 1294 false 4699

ENSGALP00000016447 CID 185 - 193
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1007,52)" 4579 true 1.09 4700

ENSGALP00000000316 CID 26 - 35
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1172,66)" 4367 4701

ENSGALP00000023239 CID 57 - 68
cystatin B (stefin B) - CGNC 
Symbol 10723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1485,79)" 8287 4702

ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1679,89)" 17157 true 0.74 4703

ENSGALP00000014509 CID 119 - 136

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2027,04)" 6928 true 0.63 4704



ENSGALP00000038764 CID 214 - 231

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2027,04)" 6928 false 0.63 4705

ENSGALP00000000170 CID 186 - 212
receptor for activated C 
kinase 1 - CGNC Symbol 61 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2807,43)" 301 false 4706

ENSGALP00000032101 CID 61 - 70
transaldolase - Refseq 
NP_001026348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1114,64)" 2546 true 1.52 4707

ENSGALP00000012349 CID 341 - 351
C-terminal binding protein-
like - CGNC Symbol 50231 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1191,67)" 3921 true 0.66 4708

ENSGALP00000015128 CID Jun-15
lamin B receptor - CGNC 
Symbol 49736 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1124,53)" 30967 true 0.27 4709

ENSGALP00000012349 CID 341 - 351
C-terminal binding protein-
like - CGNC Symbol 50231 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1195,69)" 2577 4710

ENSGALP00000026126 CID 201 - 226
ribosomal protein L8 - 
CGNC Symbol 12137 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2809,42)" 511 true 0.58 4711



ENSGALP00000013870 CID 465 - 473

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1047,59)" 2928 4712

ENSGALP00000006939 CID 359 - 367
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1105,55)" 17607 4713

ENSGALP00000035143 CID 247 - 260
drebrin like - CGNC Symbol 
15268 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1285,68)" 940 false 4714

ENSGALP00000012919 CID 125 - 143

hematological and 
neurological expressed 1 - 
CGNC Symbol 6027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1810,00)" 8742 true 0.74 4715

ENSGALP00000038435 CID 297 - 315

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2130,02)" 747 true 4.59 4716

ENSGALP00000005033 CID 107 - 116
NHP2 ribonucleoprotein - 
CGNC Symbol 17192 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(876,42)" 7598 4717

ENSGALP00000019471 CID 30 - 44
PHD finger protein 5A - 
CGNC Symbol 9062 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1925,98)" 12793 false 4718



ENSGALP00000003381 CID 41 - 48
aconitase 1 soluble - CGNC 
Symbol 48955 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(884,56)" 3737 4719

ENSGALP00000012992 CID 117 - 123

ubiquitin-conjugating 
enzyme E2 variant 1 - CGNC 
Symbol 62089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(884,56)" 3737 true 0.65 4720

ENSGALP00000012171 CID 38 - 53
LUC7-like (S. cerevisiae) - 
CGNC Symbol 5684 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1892,92)" 3931 true 0.68 4721

ENSGALP00000007680 CID 125 - 133
ribosomal protein L6 - 
CGNC Symbol 48978 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1171,60)" 5046 4722

ENSGALP00000019064 CID 1,215 - 1,225

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1239,68)" 1963 true 0.56 4723

ENSGALP00000006240 CID 1,586 - 1,597
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1386,77)" 10658 4724

ENSGALP00000008578 CID 347 - 365

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2245,05)" 2965 true 0.93 4725



ENSGALP00000023543 CID 93 - 102

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1221,62)" 6326 true 0.45 4726

ENSGALP00000019064 CID 1,215 - 1,225

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1243,71)" 1399 4727

ENSGALP00000040654 CID 2-Dec
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1360,65)" 14350 true 3.32 4728

ENSGALP00000008578 CID 347 - 365

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2249,07)" 2386 4729

ENSGALP00000019040 CID 741 - 746
nucleoporin 205kDa - CGNC 
Symbol 8864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(736,41)" 1815 4730

ENSGALP00000003898 CID 516 - 521
matrin 3 - CGNC Symbol 
1772 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(841,49)" 3115 4731

ENSGALP00000023543 CID 93 - 102

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1225,64)" 3938 4732



ENSGALP00000005081 CID 37 - 47

lectin galactoside-binding 
soluble 2 - CGNC Symbol 
2336 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1284,69)" 970 true 1.38 4733

ENSGALP00000008578 CID 154 - 165

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1365,63)" 10068 true 0.76 4734

ENSGALP00000013337 CID 265 - 276
CTD small phosphatase like 
2 - CGNC Symbol 6215 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1464,84)" 999 4735

ENSGALP00000032274 CID 201 - 206

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(839,49)" 658 false 0.81 4736

ENSGALP00000037408 CID 1,571 - 1,576

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(839,49)" 658 false 4737

ENSGALP00000024853 CID 278 - 284

syndecan binding protein 
(syntenin) - CGNC Symbol 
51422 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(853,45)" 6418 false 4738

ENSGALP00000005081 CID 37 - 47

lectin galactoside-binding 
soluble 2 - CGNC Symbol 
2336 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1288,71)" 1334 4739



ENSGALP00000015978 CID 29 - 36

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(847,52)" 15969 4740

ENSGALP00000002234 CID 25 - 34

RAB14 member RAS 
oncogene family - CGNC 
Symbol 1018 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1318,68)" 1553 true 1.44 4741

ENSGALP00000011629 CID 38 - 48

ATPase H+ transporting 
lysosomal 13kDa V1 subunit 
G1 - CGNC Symbol 5433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1397,67)" 16947 4742

ENSGALP00000042317 CID 291 - 310

regulator of chromosome 
condensation 1 - 
HGNC:1913 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2230,03)" 960 false 4743

ENSGALP00000001655 CID 110 - 114

proteasome (prosome 
macropain) subunit beta 
type 7 - CGNC Symbol 
49143 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(722,40)" 1199 false 0.75 4744

ENSGALP00000035339 CID 194 - 207

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1434,71)" 67424 true 0.64 4745

ENSGALP00000016102 CID 246 - 254

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1143,63)" 1334 true 0.41 4746



ENSGALP00000011689 CID 71 - 83

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1343,73)" 5814 4747

ENSGALP00000015897 CID 177 - 187
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1343,73)" 5814 false 1.46 4748

ENSGALP00000015897 CID 2,747 - 2,758
golgin B1 - CGNC Symbol 
7433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1438,74)" 42153 false 0.91 4749

ENSGALP00000035339 CID 194 - 207

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1438,74)" 42153 4750

ENSGALP00000006284 CID 320 - 339

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1919,82)" 10669 false 4751

ENSGALP00000009408 CID 54 - 60
acetyl-CoA acyltransferase 
1 - CGNC Symbol 4375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(772,50)" 8057 false 4752

ENSGALP00000015160 CID Oct-16

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(772,50)" 8057 false 4753



ENSGALP00000027305 CID 212 - 221

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC 
Symbol 12703 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1349,65)" 6865 true 0.58 4754

ENSGALP00000026858 CID 303 - 315

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1499,85)" 1188 true 1.72 4755

ENSGALP00000015061 CID 317 - 326
fibrinogen alpha chain - 
CGNC Symbol 49746 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1053,63)" 3884 true 1.06 4756

ENSGALP00000011770 CID 251 - 261
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1351,75)" 5911 true 2.53 4757

ENSGALP00000016536 CID 186 - 196
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1351,75)" 5911 true 2.53 4758

ENSGALP00000035973 CID 596 - 604

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1103,61)" 579 4759

ENSGALP00000003914 CID 75 - 88

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1587,85)" 9329 true 0.7 4760



ENSGALP00000038626 CID 113 - 118
lactate dehydrogenase A - 
CGNC Symbol 49707 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(790,48)" 2629 false 4761

ENSGALP00000020154 CID 434 - 443
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1249,71)" 3663 true 0.53 4762

ENSGALP00000021475 CID 314 - 326

succinate dehydrogenase 
complex flavoprotein 
subunit A - CGNC Symbol 
49461 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1357,74)" 5510 false 0.87 4763

ENSGALP00000003914 CID 75 - 88

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1591,88)" 5548 4764

ENSGALP00000035717 CID Nov-25

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1648,78)" 7884 true 0.62 4765

ENSGALP00000015128 CID 272 - 282
lamin B receptor - CGNC 
Symbol 49736 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1172,69)" 1108 4766

ENSGALP00000036720 CID 1,619 - 1,628

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1172,69)" 1108 false 0.29 4767



ENSGALP00000016334 CID 15 - 24
proteasome subunit alpha 6 
- CGNC Symbol 7649 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1188,67)" 29391 4768

ENSGALP00000020154 CID 434 - 443
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1253,74)" 1952 4769

ENSGALP00000011770 CID 251 - 261
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1359,81)" 17151 true 2.53 4770

ENSGALP00000016536 CID 186 - 196
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1359,81)" 17151 true 2.53 4771

ENSGALP00000024213 CID 1-Nov

ribosome production factor 
2 homolog - CGNC Symbol 
11187 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1359,81)" 17151 4772

ENSGALP00000035717 CID Nov-25

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1652,80)" 3263 4773

ENSGALP00000001655 CID 206 - 219

proteasome (prosome 
macropain) subunit beta 
type 7 - CGNC Symbol 
49143 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1776,96)" 22930 false 4774



ENSGALP00000006218 CID 411 - 417

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(910,54)" 6815 true 0.36 4775

ENSGALP00000035595 CID 59 - 68
40S ribosomal protein S11 - 
Refseq NP_001026004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1182,61)" 2651 4776

ENSGALP00000023101 CID 254 - 264

UDP-glucose 6-
dehydrogenase - CGNC 
Symbol 51825 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1200,65)" 9193 false 0.72 4777

ENSGALP00000007265 CID 235 - 246

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1622,89)" 2804 true 0.67 4778

ENSGALP00000012349 CID 260 - 269
C-terminal binding protein-
like - CGNC Symbol 50231 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1193,59)" 487 false 1.84 4779

ENSGALP00000009665 CID 108 - 117

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1296,66)" 16273 true 0.29 4780

ENSGALP00000021255 CID 227 - 241

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1781,92)" 2115 true 0.82 4781



ENSGALP00000013738 CID 142 - 152

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1287,61)" 2470 true 1.47 4782

ENSGALP00000008498 CID 103 - 114
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1346,76)" 3493 true 1.29 4783

ENSGALP00000006018 CID 601 - 616

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1764,00)" 1112 false 4784

ENSGALP00000003646 CID 53 - 61

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1008,52)" 1659 true 1.18 4785

ENSGALP00000003646 CID 53 - 61

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1012,55)" 1953 4786

ENSGALP00000015560 CID 144 - 154

eukaryotic translation 
initiation factor 2 subunit 
alpha - CGNC Symbol 7281 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1308,71)" 4231 false 4787

ENSGALP00000027399 CID 178 - 189
esterase D - CGNC Symbol 
12753 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1413,75)" 7999 true 0.76 4788



ENSGALP00000023288 CID 542 - 557

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1790,09)" 2991 true 1.94 4789

ENSGALP00000010358 CID Feb-17

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,87)" 17979 true 0.27 4790

ENSGALP00000001808 CID 129 - 144

cytokine induced apoptosis 
inhibitor 1 - CGNC Symbol 
812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1892,05)" 1784 false 4791

ENSGALP00000018165 CID 1,387 - 1,407
lymphocyte antigen 75 - 
CGNC Symbol 8470 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2469,33)" 1980 true 1.14 4792

ENSGALP00000027399 CID 178 - 189
esterase D - CGNC Symbol 
12753 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1417,77)" 6083 4793

ENSGALP00000000885 CID Feb-16

microtubule-associated 
protein tau - CGNC Symbol 
389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1823,83)" 18235 4794

ENSGALP00000018087 CID 307 - 320
vaccinia related kinase 1 - 
CGNC Symbol 8440 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1848,97)" 21462 true 0.28 4795



ENSGALP00000018165 CID 1,387 - 1,407
lymphocyte antigen 75 - 
CGNC Symbol 8470 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2477,38)" 2266 true 1.14 4796

ENSGALP00000018594 CID 92 - 99

small nuclear 
ribonucleoprotein 
polypeptide F - CGNC 
Symbol 8670 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1083,59)" 9853 4797

ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1466,72)" 43382 4798

ENSGALP00000000639 CID 265 - 283
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1984,05)" 3433 false 4799

ENSGALP00000039954 CID 399 - 409
Hsap of 1: formin like 1 - 
HGNC:1212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1362,70)" 1315 false 11.36 4800

ENSGALP00000021255 CID 371 - 381

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1405,72)" 13660 true 0.5 4801

ENSGALP00000024213 CID 253 - 265

ribosome production factor 
2 homolog - CGNC Symbol 
11187 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1494,74)" 1907 true 1.07 4802



ENSGALP00000011103 CID 850 - 864
insulin degrading enzyme - 
HGNC:5381 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1908,08)" 2353 false 4803

ENSGALP00000007466 CID 21 - 36

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1992,99)" 17573 true 0.65 4804

ENSGALP00000012130 CID 56 - 73

integrin beta 2 
(complement component 3 
receptor 3 and 4 subunit) - 
CGNC Symbol 49690 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2148,98)" 2028 4805

ENSGALP00000007466 CID 21 - 36

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1997,01)" 11450 4806

ENSGALP00000020445 CID 1,175 - 1,191

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2085,03)" 4022 false 4807

ENSGALP00000001027 CID Feb-19

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2181,82)" 2439 4808

ENSGALP00000009605 CID 267 - 278

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1435,73)" 7353 false 0.99 4809



ENSGALP00000018762 CID 124 - 140
tRNA methyltransferase 
61A - CGNC Symbol 8754 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2012,02)" 2859 true 0.9 4810

ENSGALP00000025165 CID 221 - 239

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2156,06)" 12997 true 0.45 4811

ENSGALP00000023188 CID 141 - 147

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(900,52)" 3849 false 4812

ENSGALP00000012053 CID 168 - 184
cathepsin Z - CGNC Symbol 
5626 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2121,03)" 784 false 4813

ENSGALP00000018750 CID 338 - 351

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1651,97)" 13885 true 5.85 4814

ENSGALP00000000316 CID 431 - 453
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2295,04)" 2590 false 4815

ENSGALP00000004651 CID 133 - 152
thioredoxin like 1 - CGNC 
Symbol 2131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2467,04)" 763 false 4816



ENSGALP00000012130 CID 169 - 177

integrin beta 2 
(complement component 3 
receptor 3 and 4 subunit) - 
CGNC Symbol 49690 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(997,52)" 4595 false 0.34 4817

ENSGALP00000024710 CID 36 - 43
ribosomal protein L24 - 
CGNC Symbol 50756 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(997,52)" 4595 true 0.93 4818

ENSGALP00000025794 CID 155 - 167

MORC family CW-type zinc 
finger 3 - CGNC Symbol 
11977 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1472,78)" 35332 false 0.39 4819

ENSGALP00000021708 CID 161 - 172
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1472,78)" 35332 false 0.39 4820

ENSGALP00000011961 CID 130 - 141

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1472,78)" 35332 true 0.32 4821

ENSGALP00000004013 CID 2,197 - 2,209 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1472,78)" 35332 4822

ENSGALP00000010358 CID 18 - 43

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2880,53)" 292 false 4823



ENSGALP00000024710 CID 36 - 43
ribosomal protein L24 - 
CGNC Symbol 50756 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1005,57)" 3633 true 0.93 4824

ENSGALP00000020737 CID 1,044 - 1,057
nucleoporin 153kDa - CGNC 
Symbol 9650 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1475,78)" 909 false 3.72 4825

ENSGALP00000039757 CID 435 - 439
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(704,46)" 3779 false 4826

ENSGALP00000013174 CID 43 - 48
ribosomal protein S27a - 
CGNC Symbol 49483 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(704,46)" 3779 false 4827

ENSGALP00000010803 CID 1,027 - 1,031

UPF2 regulator of nonsense 
transcripts homolog (yeast) - 
CGNC Symbol 5054 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(705,44)" 2374 false 4828

ENSGALP00000004366 CID Oct-16
Cysteine-rich protein 1 - 
CGNC Symbol 52178 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(941,51)" 14875 true 0.35 4829

ENSGALP00000004251 CID 246 - 254

transcription factor A 
mitochondrial - CGNC 
Symbol 1948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(974,54)" 83143 4830



ENSGALP00000005495 CID 221 - 229

Hsap of 1: small nuclear 
ribonucleoprotein U5 
subunit 200 - HGNC:30859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1107,54)" 9774 true 0.44 4831

ENSGALP00000042618 CID 111 - 123

Translationally-controlled 
tumor protein homolog - 
UP P43347 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1503,86)" 2516 true 0.92 4832

ENSGALP00000013738 CID 139 - 152

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1687,83)" 578 true 1 4833

ENSGALP00000042479 CID 26 - 44

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2198,16)" 5600 4834

ENSGALP00000036720 CID 2,443 - 2,450

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(982,56)" 10446 4835

ENSGALP00000037001 CID 167 - 174

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(982,56)" 10446 4836

ENSGALP00000009873 CID 636 - 644
collagen type VI alpha 2 - 
CGNC Symbol 4597 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1065,61)" 4833 4837



ENSGALP00000042736 CID 443 - 451
integrator complex subunit 
9 - CGNC Symbol 12464 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1211,57)" 1408 false 4838

ENSGALP00000005161 CID 141 - 152

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1552,83)" 1360 true 0.84 4839

ENSGALP00000008105 CID 42 - 48

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(809,48)" 616 false 0.95 4840

ENSGALP00000018295 CID 180 - 185

SERPINE1 mRNA binding 
protein 1 - CGNC Symbol 
8530 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(809,48)" 616 4841

ENSGALP00000042163 CID 278 - 290
seryl-tRNA synthetase - 
CGNC Symbol 332 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1611,89)" 1517 false 4842

ENSGALP00000024484 CID 243 - 264
autophagy related 3 - CGNC 
Symbol 11313 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2604,23)" 1626 true 0.62 4843

ENSGALP00000009213 CID 383 - 389
YTH domain family member 
1 - CGNC Symbol 4283 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1007,54)" 17886 false 32.87 4844



ENSGALP00000035595 CID 90 - 96
40S ribosomal protein S11 - 
Refseq NP_001026004 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1007,54)" 17886 true 0.64 4845

ENSGALP00000006939 CID 359 - 367
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1101,53)" 13718 true 1.09 4846

ENSGALP00000024484 CID 243 - 264
autophagy related 3 - CGNC 
Symbol 11313 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2608,26)" 1009 4847

ENSGALP00000002409 CID 907 - 913

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(729,42)" 1892 false 4848

ENSGALP00000042294 CID 420 - 425

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(729,42)" 1892 4849

ENSGALP00000011499 CID 3,821 - 3,825

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(792,48)" 1350 4850

ENSGALP00000009213 CID 383 - 389
YTH domain family member 
1 - CGNC Symbol 4283 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1011,56)" 11512 false 1.37 4851



ENSGALP00000035595 CID 90 - 96
40S ribosomal protein S11 - 
Refseq NP_001026004 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1011,56)" 11512 4852

ENSGALP00000023866 CID 1,012 - 1,020

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1129,63)" 10813 false 1.65 4853

ENSGALP00000042455 CID 174 - 182
proteasome subunit alpha 
type-7 - Refseq NP_989944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1129,63)" 10813 false 0.63 4854

ENSGALP00000006933 CID 53 - 61
tubulin folding cofactor A - 
CGNC Symbol 3204 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1129,63)" 10813 true 0.63 4855

ENSGALP00000013870 CID 465 - 473

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1043,57)" 1337 true 1.34 4856

ENSGALP00000006933 CID 53 - 61
tubulin folding cofactor A - 
CGNC Symbol 3204 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1133,66)" 1564 4857

ENSGALP00000032097 CID 24 - 35
CD5 molecule - CGNC 
Symbol 3864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1241,76)" 6315 4858



ENSGALP00000034108 CID 162 - 172
pyruvate kinase muscle - 
CGNC Symbol 1412 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1241,76)" 6315 false 4859

ENSGALP00000007358 CID 269 - 274
RNA binding motif protein 5 
- CGNC Symbol 3423 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(802,42)" 2688 false 0.85 4860

ENSGALP00000015964 CID 102 - 114
ribosomal protein L18a - 
CGNC Symbol 50601 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1483,74)" 32138 true 0.62 4861

ENSGALP00000014097 CID 13 - 18

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(880,49)" 9997 false 1.27 4862

ENSGALP00000015964 CID 102 - 114
ribosomal protein L18a - 
CGNC Symbol 50601 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1487,76)" 19786 4863

ENSGALP00000014596 CID 58 - 68

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 4 - CGNC 
Symbol 6824 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1350,63)" 720 false 4864

ENSGALP00000011717 CID 100 - 106
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(903,46)" 2989 true 2.98 4865



ENSGALP00000026123 CID 69 - 77

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1005,52)" 452 4866

ENSGALP00000042855 CID 86 - 93

Hsap of 1: ribosomal 
protein L10 like - 
HGNC:17976 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1046,63)" 9477 true 0.64 4867

ENSGALP00000008398 CID 537 - 547

phenylalanyl-tRNA 
synthetase beta subunit - 
CGNC Symbol 3896 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1171,59)" 779 4868

ENSGALP00000002482 CID 382 - 388
copine I - CGNC Symbol 
50925 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(895,57)" 749 false 4869

ENSGALP00000025937 CID 528 - 537

eukaryotic translation 
elongation factor 1 delta 
(guanine nucleotide 
exchange protein) - CGNC 
Symbol 12059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1143,65)" 7279 false 0.93 4870

ENSGALP00000005576 CID 253 - 261

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1143,65)" 7279 4871

ENSGALP00000021034 CID 597 - 606

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1143,65)" 7279 true 0.47 4872



ENSGALP00000019975 CID 282 - 290

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1143,65)" 7279 4873

ENSGALP00000004248 CID 65 - 75

DnaJ heat shock protein 
family (Hsp40) member C9 - 
CGNC Symbol 1946 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1250,67)" 3276 true 0.65 4874

ENSGALP00000035933 CID 225 - 235
cathepsin B - CGNC Symbol 
12486 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1281,68)" 12295 4875

ENSGALP00000025165 CID 45 - 50

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(849,51)" 4726 false 0.79 4876

ENSGALP00000017139 CID 562 - 568

3'-phosphoadenosine 5'-
phosphosulfate synthase 1 - 
CGNC Symbol 8007 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(849,51)" 4726 false 4877

ENSGALP00000005367 CID 20 - 25

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 2 - 
CGNC Symbol 54930 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(849,51)" 4726 false 0.79 4878

ENSGALP00000039265 CID 260 - 268
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1093,54)" 4040 4879



ENSGALP00000000236 CID 654 - 663
antigen peptide transporter 
2 - Refseq NP_001092827 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1209,77)" 894 4880

ENSGALP00000019120 CID 240 - 250
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1491,78)" 3270 true 4.1 4881

ENSGALP00000023439 CID 405 - 418

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1701,85)" 3526 4882

ENSGALP00000019975 CID 234 - 244

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1204,68)" 6144 4883

ENSGALP00000005576 CID 205 - 215

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1204,68)" 6144 4884

ENSGALP00000019120 CID 240 - 250
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1499,83)" 15120 true 4.1 4885

ENSGALP00000006157 CID 45 - 51

peptidylprolyl cis/trans 
isomerase NIMA-interacting 
4 - CGNC Symbol 2839 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(857,42)" 3131 4886



ENSGALP00000009487 CID 489 - 500
ribophorin I - CGNC Symbol 
4413 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1305,78)" 1964 false 4887

ENSGALP00000024116 CID 109 - 118

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1297,66)" 2663 true 2.89 4888

ENSGALP00000020445 CID 1,081 - 1,091

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1321,80)" 16275 true 0.93 4889

ENSGALP00000023352 CID 1,088 - 1,098

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1321,80)" 16275 true 0.93 4890

ENSGALP00000018750 CID 338 - 352

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1800,03)" 416 true 1 4891

ENSGALP00000023288 CID 542 - 557

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1778,01)" 921 true 1.94 4892

ENSGALP00000018750 CID 338 - 352

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1812,12)" 415 true 1 4893



ENSGALP00000001120 CID 301 - 308
cathepsin S - CGNC Symbol 
494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(916,51)" 8321 4894

ENSGALP00000005081 CID 95 - 106

lectin galactoside-binding 
soluble 2 - CGNC Symbol 
2336 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1441,74)" 5882 4895

ENSGALP00000018382 CID 255 - 271
early endosome antigen 1 - 
CGNC Symbol 8572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1951,03)" 2115 true 1.26 4896

ENSGALP00000000639 CID 314 - 325
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1461,74)" 4764 false 4897

ENSGALP00000041758 CID 549 - 564

transporter 1 ATP-binding 
cassette sub-family B 
(MDR/TAP) - CGNC Symbol 
53176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1813,01)" 10025 true 2.33 4898

ENSGALP00000018382 CID 255 - 271
early endosome antigen 1 - 
CGNC Symbol 8572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1955,06)" 2659 4899

ENSGALP00000002808 CID 382 - 399

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2170,97)" 1259 false 4900



ENSGALP00000013738 CID 100 - 105

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(761,48)" 1181 false 4901

ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1434,66)" 887 4902

ENSGALP00000041758 CID 549 - 564

transporter 1 ATP-binding 
cassette sub-family B 
(MDR/TAP) - CGNC Symbol 
53176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1817,04)" 23318 4903

ENSGALP00000004046 CID 13 - 23

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1071,66)" 591 false 4904

ENSGALP00000013682 CID 212 - 221

glutathione S-transferase 
omega 1 - CGNC Symbol 
52072 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1229,62)" 3473 4905

ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1462,69)" 4242 true 9 4906

ENSGALP00000023635 CID 275 - 285
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1497,73)" 4018 false 4907



ENSGALP00000043461 CID 210 - 224

eukaryotic translation 
initiation factor 3 subunit K - 
HGNC:24656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1885,98)" 4081 true 0.49 4908

ENSGALP00000038878 CID 200 - 210
collagen type VI alpha 1 - 
CGNC Symbol 4468 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1318,74)" 2704 4909

ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1482,72)" 2243 4910

ENSGALP00000019832 CID 398 - 409

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1522,77)" 5887 true 0.78 4911

ENSGALP00000014308 CID 32 - 46

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1547,87)" 4355 false 4912

ENSGALP00000042528 CID 29 - 41

cold inducible RNA binding 
protein - CGNC Symbol 
9285 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1547,87)" 4355 false 4913

ENSGALP00000009511 CID 221 - 227
ribosomal protein L5 - 
CGNC Symbol 4424 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(977,58)" 1586 true 1.8 4914



ENSGALP00000006164 CID 217 - 228

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily e member 1 - 
CGNC Symbol 51164 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1332,76)" 5072 4915

ENSGALP00000024213 CID 253 - 265

ribosome production factor 
2 homolog - CGNC Symbol 
11187 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1498,75)" 2508 4916

ENSGALP00000017819 CID 543 - 555

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1596,84)" 3031 4917

ENSGALP00000041514 CID 684 - 701
tRNA methyltransferase 1 
like - CGNC Symbol 3801 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1975,99)" 710 true 0.96 4918

ENSGALP00000025165 CID 221 - 239

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2160,11)" 941 4919

ENSGALP00000042552 CID 223 - 227
guanylate binding protein - 
CGNC Symbol 49284 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(712,41)" 19457 4920

ENSGALP00000040662 CID 213 - 223
inositol monophosphatase 
1 - HGNC:6050 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1188,64)" 618 4921



ENSGALP00000008131 CID 797 - 810
vinculin - CGNC Symbol 
3778 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1522,75)" 891 4922

ENSGALP00000041514 CID 684 - 701
tRNA methyltransferase 1 
like - CGNC Symbol 3801 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1980,01)" 684 4923

ENSGALP00000041979 CID 257 - 266

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1255,78)" 14504 false 4924

ENSGALP00000008578 CID 154 - 165

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1369,67)" 7691 4925

ENSGALP00000033991 CID 182 - 194
WD repeat domain 61 - 
CGNC Symbol 2341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1515,84)" 1853 true 0.78 4926

ENSGALP00000037001 CID 103 - 116

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1623,97)" 479 true 0.62 4927

ENSGALP00000018750 CID 338 - 351

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1643,92)" 942 true 5.85 4928



ENSGALP00000035717 CID 230 - 247

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2205,09)" 1630 false 4929

ENSGALP00000011629 CID 38 - 48

ATPase H+ transporting 
lysosomal 13kDa V1 subunit 
G1 - CGNC Symbol 5433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1393,66)" 4278 true 2.61 4930

ENSGALP00000033991 CID 182 - 194
WD repeat domain 61 - 
CGNC Symbol 2341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1519,86)" 1444 4931

ENSGALP00000015415 CID 201 - 216

Hsap of 4: sterile alpha 
motif domain containing 9 - 
HGNC:1348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1861,96)" 3678 false 4932

ENSGALP00000035478 CID 459 - 475
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1950,90)" 1981 4933

ENSGALP00000011696 CID 151 - 161
Aly/REF export factor - 
CGNC Symbol 5467 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1259,65)" 16563 true 0.47 4934

ENSGALP00000006038 CID 519 - 528
ribophorin II - CGNC Symbol 
2792 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1268,80)" 3411 true 1.89 4935



ENSGALP00000002366 CID 839 - 849

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1268,80)" 3411 false 4936

ENSGALP00000023278 CID 136 - 152

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1875,97)" 3937 true 0.72 4937

ENSGALP00000043213 CID 879 - 884

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(716,40)" 442 4938

ENSGALP00000023075 CID 143 - 152
replication factor C subunit 
1 - CGNC Symbol 51823 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1099,62)" 2596 false 0.92 4939

ENSGALP00000011696 CID 151 - 161
Aly/REF export factor - 
CGNC Symbol 5467 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1263,68)" 7848 4940

ENSGALP00000006038 CID 519 - 528
ribophorin II - CGNC Symbol 
2792 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1280,88)" 6449 true 1.89 4941

ENSGALP00000023278 CID 136 - 152

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1884,02)" 3335 true 0.72 4942



ENSGALP00000041782 CID 838 - 845
M-phase phosphoprotein 8 - 
CGNC Symbol 12877 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(828,50)" 1565 false 0.84 4943

ENSGALP00000003850 CID 29 - 35

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(832,50)" 1907 4944

ENSGALP00000008498 CID 103 - 114
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1350,78)" 3255 4945

ENSGALP00000042430 CID 78 - 92

signal transducer and 
activator of transcription 6 - 
CGNC Symbol 63933 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1791,85)" 3201 true 0.64 4946

ENSGALP00000009985 CID 229 - 244

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2058,03)" 3088 true 1.02 4947

ENSGALP00000009985 CID 229 - 244

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2066,08)" 3149 true 1.02 4948

ENSGALP00000035933 CID 225 - 235
cathepsin B - CGNC Symbol 
12486 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1277,65)" 693 true 0.3 4949



ENSGALP00000021255 CID 371 - 381

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1409,74)" 5873 4950

ENSGALP00000021949 CID 189 - 201

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1579,83)" 1380 4951

ENSGALP00000019832 CID 210 - 225

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1839,00)" 21466 true 1.01 4952

ENSGALP00000039265 CID 1,050 - 1,057
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(992,53)" 1594 false 1.01 4953

ENSGALP00000004186 CID 366 - 373
annexin A11 - CGNC Symbol 
52013 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(992,53)" 1594 true 1.01 4954

ENSGALP00000009873 CID 651 - 659
collagen type VI alpha 2 - 
CGNC Symbol 4597 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(992,53)" 1594 false 2.41 4955

ENSGALP00000013964 CID 242 - 252
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1314,75)" 50912 true 0.09 4956



ENSGALP00000042665 CID 242 - 252
tubulin beta 6 class V - 
CGNC Symbol 51389 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1314,75)" 50912 true 0.09 4957

ENSGALP00000020884 CID 242 - 252
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1314,75)" 50912 true 0.09 4958

ENSGALP00000022436 CID 187 - 197
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1314,75)" 50912 true 0.09 4959

ENSGALP00000023395 CID 179 - 191

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1592,84)" 6471 true 0.78 4960

ENSGALP00000018762 CID 124 - 140
tRNA methyltransferase 
61A - CGNC Symbol 8754 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2016,06)" 1702 4961

ENSGALP00000013516 CID 141 - 163

N-ethylmaleimide-sensitive 
factor attachment protein 
beta - CGNC Symbol 6300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2630,27)" 1203 true 0.95 4962

ENSGALP00000012481 CID 47 - 71
ribosomal protein L4 - 
CGNC Symbol 5828 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2744,33)" 590 false 4963



ENSGALP00000015623 CID 594 - 599

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(748,44)" 623 4964

ENSGALP00000003089 CID 87 - 93
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(902,57)" 5358 4965

ENSGALP00000000670 CID 268 - 274

lon peptidase 1 
mitochondrial - CGNC 
Symbol 300 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(902,57)" 5358 4966

ENSGALP00000011961 CID 130 - 141

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1476,80)" 11562 4967

ENSGALP00000023395 CID 179 - 191

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1596,86)" 4522 4968

ENSGALP00000032039 CID 137 - 153
leupaxin - CGNC Symbol 
14208 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2042,87)" 19520 true 0.44 4969

ENSGALP00000026194 CID 370 - 387
primase (DNA) subunit 2 - 
CGNC Symbol 12170 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2103,98)" 1984 true 0.55 4970



ENSGALP00000042855 CID 28 - 33

Hsap of 1: ribosomal 
protein L10 like - 
HGNC:17976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(752,46)" 1392 4971

ENSGALP00000002828 CID 439 - 448

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1330,77)" 7123 true 1.29 4972

ENSGALP00000008236 CID 132 - 144
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1546,78)" 1517 true 0.84 4973

ENSGALP00000032039 CID 137 - 153
leupaxin - CGNC Symbol 
14208 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2046,89)" 8615 4974

ENSGALP00000026194 CID 370 - 387
primase (DNA) subunit 2 - 
CGNC Symbol 12170 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2107,99)" 695 4975

ENSGALP00000042855 CID 86 - 93

Hsap of 1: ribosomal 
protein L10 like - 
HGNC:17976 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1050,65)" 5257 4976

ENSGALP00000042163 CID 248 - 256
seryl-tRNA synthetase - 
CGNC Symbol 332 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1102,54)" 3363 true 0.82 4977



ENSGALP00000002828 CID 439 - 448

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1338,83)" 8043 true 1.29 4978

ENSGALP00000008236 CID 132 - 144
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1550,79)" 1273 4979

ENSGALP00000020445 CID 564 - 576

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1621,86)" 1612 true 0.71 4980

ENSGALP00000023352 CID 571 - 583

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1621,86)" 1612 true 0.71 4981

ENSGALP00000009393 CID 1,299 - 1,316

clustered mitochondria 
(cluA/CLU1) homolog - 
CGNC Symbol 4370 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2142,05)" 3157 false 4982

ENSGALP00000026392 CID 163 - 180
ribosomal protein S7 - 
CGNC Symbol 51562 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2162,11)" 1188 false 4983

ENSGALP00000003175 CID 179 - 184

eukaryotic translation 
initiation factor 2 subunit 
beta - CGNC Symbol 49248 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(779,41)" 2103 4984



ENSGALP00000003423 CID 401 - 406

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(779,41)" 2103 false 4985

ENSGALP00000016822 CID 794 - 799
DEAH-box helicase 36 - 
CGNC Symbol 7873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(787,50)" 1047 4986

ENSGALP00000005505 CID 139 - 146

RAB8B member RAS 
oncogene family - CGNC 
Symbol 2544 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(948,55)" 4153 false 4987

ENSGALP00000011822 CID 94 - 101

proteasome 26S subunit 
non-ATPase 6 - CGNC 
Symbol 5531 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(948,55)" 4153 4988

ENSGALP00000026126 CID 61 - 68
ribosomal protein L8 - 
CGNC Symbol 12137 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1065,58)" 10370 true 0.16 4989

ENSGALP00000042163 CID 248 - 256
seryl-tRNA synthetase - 
CGNC Symbol 332 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1106,56)" 2746 4990

ENSGALP00000007174 CID 62 - 74

SH3-domain GRB2-like 
endophilin B1 - CGNC 
Symbol 4722 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1507,85)" 689 true 0.42 4991



ENSGALP00000013837 CID 200 - 215

heterogeneous nuclear 
ribonucleoprotein L-like - 
CGNC Symbol 6450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1730,91)" 890 true 0.55 4992

ENSGALP00000009642 CID 884 - 898
pre-mRNA processing factor 
6 - CGNC Symbol 4493 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1886,87)" 5857 true 1.08 4993

ENSGALP00000042479 CID 26 - 44

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2194,12)" 2933 true 1.11 4994

ENSGALP00000043213 CID 285 - 291

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(858,51)" 3248 false 0.39 4995

ENSGALP00000004515 CID 77 - 84

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1139,67)" 11245 true 0.89 4996

ENSGALP00000043256 CID 332 - 342

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1106,71)" 934 false 4997

P35908 CID 198 - 209

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1531,88)" 3584 true 1.68 4998



P04264 CID 200 - 211

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1531,88)" 3584 true 1.68 4999

ENSGALP00000020268 CID 128 - 145

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1976,97)" 1640 false 5000

ENSGALP00000002828 CID 667 - 675

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1127,70)" 5722 false 5001

ENSGALP00000004515 CID 77 - 84

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1147,71)" 7689 true 0.89 5002

P04264 CID 200 - 211

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1539,93)" 6005 true 1.68 5003

ENSGALP00000022004 CID 141 - 152
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1539,93)" 6005 false 0.63 5004

ENSGALP00000038799 CID 141 - 152
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1539,93)" 6005 false 0.63 5005



P35908 CID 198 - 209

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1539,93)" 6005 true 1.68 5006

ENSGALP00000018258 CID 73 - 84
Enah/Vasp-like - CGNC 
Symbol 8513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1576,76)" 13605 false 5007

ENSGALP00000043331 CID 372 - 383
topoisomerase (DNA) I - 
CGNC Symbol 2691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1255,69)" 5298 5008

ENSGALP00000005520 CID 105 - 123

aldehyde dehydrogenase 9 
family member A1 - CGNC 
Symbol 2550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2049,99)" 21785 5009

ENSGALP00000021034 CID 597 - 606

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1147,66)" 761 5010

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1629,84)" 33045 true 0.91 5011

ENSGALP00000003646 CID 62 - 74

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1605,84)" 4230 true 0.82 5012



ENSGALP00000043213 CID 1,317 - 1,325

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1161,64)" 684 false 1.88 5013

ENSGALP00000033650 CID 93 - 102
FYN binding protein - CGNC 
Symbol 2773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1161,64)" 684 false 5014

ENSGALP00000020534 CID 278 - 288

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1222,73)" 12071 true 0.37 5015

ENSGALP00000003646 CID 62 - 74

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1613,88)" 4641 true 0.82 5016

ENSGALP00000014374 CID 180 - 199
malate dehydrogenase 1 - 
CGNC Symbol 6725 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2336,19)" 2131 false 5017

ENSGALP00000002409 CID 1,065 - 1,070

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(835,43)" 3763 false 5018

ENSGALP00000015128 CID 199 - 205
lamin B receptor - CGNC 
Symbol 49736 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(835,43)" 3763 true 0.9 5019



ENSGALP00000023936 CID 80 - 89

3-hydroxy-3-methylglutaryl-
CoA synthase 1 (soluble) - 
CGNC Symbol 49779 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1216,60)" 4341 5020

ENSGALP00000013724 CID 237 - 251

adaptor related protein 
complex 2 mu 1 subunit - 
CGNC Symbol 6392 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1877,85)" 10438 true 0.53 5021

ENSGALP00000001030 CID 104 - 125

protein phosphatase 1 
regulatory subunit 8 - CGNC 
Symbol 463 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2438,30)" 413 false 5022

ENSGALP00000002426 CID 121 - 127

Gallus gallus nuclear 
transport factor 2 (NUTF2) 
transcript variant 2 mRNA. - 
RefSeq mRNA 
NM_001305547 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(799,45)" 1095 true 0.84 5023

ENSGALP00000015128 CID 199 - 205
lamin B receptor - CGNC 
Symbol 49736 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(839,45)" 2164 5024

ENSGALP00000008131 CID 947 - 952
vinculin - CGNC Symbol 
3778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(839,45)" 2164 5025

ENSGALP00000008279 CID 145 - 152
mitochondrial carrier 2 - 
CGNC Symbol 3845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1038,51)" 7604 true 0.85 5026



ENSGALP00000004417 CID 435 - 447

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1520,89)" 35181 5027

ENSGALP00000002482 CID 519 - 531
copine I - CGNC Symbol 
50925 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1520,89)" 35181 false 0.31 5028

ENSGALP00000013724 CID 237 - 251

adaptor related protein 
complex 2 mu 1 subunit - 
CGNC Symbol 6392 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1881,88)" 4731 5029

ENSGALP00000002426 CID 121 - 127

Gallus gallus nuclear 
transport factor 2 (NUTF2) 
transcript variant 2 mRNA. - 
RefSeq mRNA 
NM_001305547 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(803,48)" 917 5030

ENSGALP00000005212 CID 465 - 471
histone deacetylase 1 - 
CGNC Symbol 2394 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(858,45)" 1382 true 0.68 5031

ENSGALP00000009511 CID 221 - 227
ribosomal protein L5 - 
CGNC Symbol 4424 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(969,53)" 435 true 1.8 5032

ENSGALP00000009121 CID 105 - 112
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1042,56)" 8272 false 5033



ENSGALP00000008911 CID 107 - 119

Major histocompatibility 
complex class II beta chain 
BLB1 - CGNC Symbol 54366 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1563,80)" 7544 false 5034

ENSGALP00000023866 CID 1,007 - 1,013

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(905,50)" 1966 false 5035

ENSGALP00000035780 CID 1,093 - 1,100
RAN binding protein 2 - 
CGNC Symbol 50838 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1071,51)" 2741 true 0.68 5036

ENSGALP00000021255 CID 401 - 410

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1211,66)" 16966 true 1.09 5037

ENSGALP00000014308 CID 401 - 410

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1211,66)" 16966 true 1.09 5038

ENSGALP00000003850 CID 29 - 41

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1410,82)" 1448 5039

ENSGALP00000013963 CID 572 - 578

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(966,55)" 9908 false 5040



ENSGALP00000021255 CID 401 - 410

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1215,68)" 17962 5041

ENSGALP00000014308 CID 401 - 410

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1215,68)" 17962 5042

ENSGALP00000011982 CID 145 - 160
CD3e molecule - CGNC 
Symbol 5597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1938,02)" 3284 5043

ENSGALP00000008657 CID 74 - 85

hydroxyacylglutathione 
hydrolase - CGNC Symbol 
4019 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1322,73)" 3637 false 4.59 5044

ENSGALP00000030864 CID 168 - 179
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1322,73)" 3637 true 4.59 5045

ENSGALP00000020445 CID 144 - 159

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1946,95)" 11832 5046

ENSGALP00000004417 CID 364 - 369

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(707,42)" 561 5047



ENSGALP00000013987 CID 657 - 661

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(707,42)" 561 false 5048

ENSGALP00000018087 CID 1-May
vaccinia related kinase 1 - 
CGNC Symbol 8440 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(707,42)" 561 false 5049

ENSGALP00000041758 CID 539 - 548

transporter 1 ATP-binding 
cassette sub-family B 
(MDR/TAP) - CGNC Symbol 
53176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1056,61)" 6636 5050

ENSGALP00000016102 CID 909 - 916

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1065,54)" 8914 true 2.89 5051

ENSGALP00000009007 CID 89 - 96
ADP-ribosylation factor 4 - 
CGNC Symbol 55483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1065,54)" 8914 5052

ENSGALP00000035478 CID 1,774 - 1,787
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1680,89)" 1481 false 1.59 5053

ENSGALP00000017462 CID 30 - 43
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1680,89)" 1481 true 0.63 5054



ENSGALP00000027541 CID 30 - 43
high mobility group box 1 - 
CGNC Symbol 49444 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1680,89)" 1481 false 1.59 5055

ENSGALP00000017444 CID 35 - 43

protein phosphatase 4 
regulatory subunit 3A - 
CGNC Symbol 8158 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1060,63)" 3354 false 0.03 5056

ENSGALP00000004013 CID 90 - 98 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1060,63)" 3354 false 0.03 5057

ENSGALP00000016623 CID 96 - 106

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1534,81)" 11208 true 0.41 5058

ENSGALP00000002785 CID 50 - 63

ariadne RBR E3 ubiquitin 
protein ligase 1 - CGNC 
Symbol 1344 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1808,89)" 2260 true 0.7 5059

ENSGALP00000008171 CID 1,703 - 1,708

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(843,50)" 1283 false 0.77 5060

ENSGALP00000043213 CID 1,278 - 1,283

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(843,50)" 1283 false 0.77 5061



ENSGALP00000023101 CID 1-Jun

UDP-glucose 6-
dehydrogenase - CGNC 
Symbol 51825 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(843,50)" 1283 false 5062

ENSGALP00000001617 CID 239 - 250

decapping enzyme 
scavenger - CGNC Symbol 
735 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1371,75)" 1418 false 5063

ENSGALP00000003012 CID 241 - 256
malate dehydrogenase 2 - 
CGNC Symbol 1378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1482,74)" 6827 true 1.27 5064

ENSGALP00000002785 CID 50 - 63

ariadne RBR E3 ubiquitin 
protein ligase 1 - CGNC 
Symbol 1344 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1812,92)" 1585 5065

ENSGALP00000019038 CID 75 - 81

Wilms tumor 1 associated 
protein - CGNC Symbol 
8862 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(902,53)" 1002 false 0.64 5066

ENSGALP00000039157 CID 771 - 778
ATP citrate lyase - CGNC 
Symbol 2533 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(902,53)" 1002 true 0.64 5067

ENSGALP00000018424 CID 102 - 110
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1147,61)" 23366 5068



ENSGALP00000014107 CID 99 - 107
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1147,61)" 23366 5069

ENSGALP00000007492 CID 318 - 328

tropomodulin 3 
(ubiquitous) - CGNC Symbol 
49978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1369,68)" 5146 5070

ENSGALP00000003012 CID 241 - 256
malate dehydrogenase 2 - 
CGNC Symbol 1378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1486,77)" 8652 5071

ENSGALP00000016583 CID 53 - 69

progesterone receptor 
membrane component 2 - 
CGNC Symbol 7765 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1666,93)" 1256 false 5072

ENSGALP00000002828 CID 688 - 697

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1268,58)" 49734 5073

ENSGALP00000037260 CID 35 - 44

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1371,81)" 6962 5074

ENSGALP00000023673 CID 1,079 - 1,088
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1125,67)" 662 false 5075



ENSGALP00000038957 CID 74 - 84
ribosomal protein L27 - 
CGNC Symbol 49733 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1435,71)" 12183 true 0.89 5076

ENSGALP00000023917 CID 218 - 224
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(818,48)" 4107 true 0.41 5077

ENSGALP00000038957 CID 74 - 84
ribosomal protein L27 - 
CGNC Symbol 49733 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1439,73)" 10874 5078

ENSGALP00000023278 CID 218 - 224

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(823,45)" 38257 true 0.72 5079

P04264 CID 46 - 65

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1793,76)" 2532 true 1.22 5080

ENSGALP00000003898 CID 281 - 297
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2079,01)" 719 false 5081

ENSGALP00000010942 CID 83 - 90
ribosomal protein S15a - 
CGNC Symbol 5109 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(899,56)" 5684 false 5082



ENSGALP00000023294 CID 993 - 1,000

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(962,52)" 2135 true 0.83 5083

ENSGALP00000040654 CID 2-Dec
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1368,70)" 31873 true 3.32 5084

ENSGALP00000008236 CID 177 - 192
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1772,94)" 1230 true 1.67 5085

ENSGALP00000016523 CID 625 - 640

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1967,11)" 2084 true 0.59 5086

ENSGALP00000002828 CID 409 - 414

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(792,44)" 1783 5087

ENSGALP00000041526 CID 46 - 56

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1364,75)" 209686 true 0.15 5088

ENSGALP00000040654 CID 2-Dec
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1384,69)" 2487 true 0.95 5089



ENSGALP00000016523 CID 625 - 640

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1975,17)" 870 true 0.59 5090

ENSGALP00000043475 CID 141 - 147
nucleolar protein 9 - CGNC 
Symbol 55846 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(843,52)" 3229 5091

ENSGALP00000041526 CID 46 - 56

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1368,77)" 30753 5092

ENSGALP00000025165 CID 74 - 85

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1368,77)" 30753 false 0.15 5093

ENSGALP00000013267 CID 310 - 328
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2227,11)" 51613 true 0.62 5094

ENSGALP00000019031 CID 287 - 291
albumin - CGNC Symbol 
14106 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(723,41)" 641 false 9.82 5095

ENSGALP00000020463 CID 586 - 590

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(723,41)" 641 false 19.91 5096



ENSGALP00000020884 CID 47 - 58
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1445,78)" 4426 false 0.69 5097

ENSGALP00000003646 CID 198 - 215

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1999,06)" 6947 true 0.62 5098

ENSGALP00000013267 CID 310 - 328
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2231,13)" 31399 5099

ENSGALP00000025754 CID 84 - 90
serine/threonine kinase 3 - 
CGNC Symbol 52437 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(983,49)" 980 false 5100

ENSGALP00000006555 CID 300 - 311

poly(A) binding protein 
cytoplasmic 1-like - CGNC 
Symbol 3026 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1458,71)" 7304 true 0.81 5101

ENSGALP00000023288 CID 236 - 247

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1458,71)" 7304 true 0.81 5102

ENSGALP00000003646 CID 198 - 215

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2003,08)" 4314 5103



ENSGALP00000011689 CID 36 - 47

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1326,68)" 7278 true 0.58 5104

ENSGALP00000007287 CID 129 - 141
ribosomal protein S14 - 
CGNC Symbol 3393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1461,76)" 20714 5105

ENSGALP00000006581 CID 334 - 350

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 50 - CGNC 
Symbol 3039 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2037,01)" 631 false 5106

ENSGALP00000030998 CID 196 - 204

Hsap of 16: glutathione S-
transferase alpha 1 - 
HGNC:4626 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1057,65)" 3493 false 5107

ENSGALP00000007165 CID 98 - 107

coiled-coil domain 
containing 137 - CGNC 
Symbol 3327 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1295,66)" 2920 true 1.53 5108

ENSGALP00000011689 CID 36 - 47

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1330,71)" 10701 5109

ENSGALP00000004437 CID 139 - 153
ribosomal protein S10 - 
CGNC Symbol 51122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1609,84)" 15123 true 0.86 5110



ENSGALP00000016105 CID 642 - 667

echinoderm microtubule 
associated protein like 4 - 
CGNC Symbol 7532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2732,36)" 990 5111

ENSGALP00000042094 CID 90 - 98
adenylate kinase 1 - CGNC 
Symbol 49598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1069,61)" 970 5112

ENSGALP00000003187 CID 454 - 462

cytochrome p450 
oxidoreductase - CGNC 
Symbol 1457 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1069,61)" 970 false 0.16 5113

ENSGALP00000012815 CID 581 - 589

dihydrolipoamide S-
acetyltransferase - CGNC 
Symbol 5977 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1069,61)" 970 false 0.45 5114

ENSGALP00000008273 CID 2-Nov
PHD finger protein 2 - CGNC 
Symbol 3843 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1280,60)" 4184 5115

ENSGALP00000004437 CID 139 - 153
ribosomal protein S10 - 
CGNC Symbol 51122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1617,88)" 12389 true 0.86 5116

ENSGALP00000005643 CID 16 - 23

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(890,52)" 10282 true 2.19 5117



ENSGALP00000038935 CID 163 - 170

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1078,58)" 4620 true 0.91 5118

ENSGALP00000041134 CID 210 - 221

microfibrillar associated 
protein 1 - CGNC Symbol 
6322 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1386,76)" 6921 5119

ENSGALP00000040974 CID 153 - 175

Gallus gallus NCK-
associated protein 1-like 
(NCKAP1L) mRNA. - RefSeq 
mRNA NM_001031339 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2591,17)" 273 false 5120

ENSGALP00000013516 CID 141 - 163

N-ethylmaleimide-sensitive 
factor attachment protein 
beta - CGNC Symbol 6300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2642,34)" 778 true 0.95 5121

ENSGALP00000036720 CID 3,553 - 3,559

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(830,47)" 2685 false 0.43 5122

ENSGALP00000023364 CID 211 - 217
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(906,51)" 2297 false 1.12 5123

ENSGALP00000038463 CID 121 - 130
ribosomal protein L7a - 
CGNC Symbol 50454 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1001,55)" 8055 false 5124



ENSGALP00000035905 CID 723 - 731
cell division cycle 5 like - 
CGNC Symbol 12520 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1034,58)" 1918 false 5125

ENSGALP00000038463 CID 25 - 33
ribosomal protein L7a - 
CGNC Symbol 50454 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1157,73)" 3554 true 0.63 5126

ENSGALP00000013649 CID 798 - 804

diphosphoinositol 
pentakisphosphate kinase 1 
- CGNC Symbol 6353 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(913,55)" 480 true 8.37 5127

ENSGALP00000003737 CID 336 - 343
enolase 1 (alpha) - CGNC 
Symbol 49607 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1063,55)" 2789 true 0.89 5128

ENSGALP00000017152 CID 213 - 222

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - 
CGNC Symbol 8013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1291,65)" 6285 true 1.13 5129

ENSGALP00000039270 CID 1,145 - 1,158

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1533,81)" 1215 true 1.06 5130

ENSGALP00000015057 CID 211 - 223
fibrinogen beta chain - 
CGNC Symbol 7036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1586,76)" 20119 5131



ENSGALP00000005182 CID 227 - 235

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1137,68)" 8043 false 5132

ENSGALP00000011598 CID 222 - 232

small nuclear 
ribonucleoprotein 
polypeptide A' - CGNC 
Symbol 50006 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1137,68)" 8043 true 0.54 5133

ENSGALP00000017152 CID 213 - 222

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - 
CGNC Symbol 8013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1295,68)" 5489 5134

ENSGALP00000039270 CID 1,145 - 1,158

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1537,83)" 2382 5135

ENSGALP00000019163 CID Feb-18
histone H1 - CGNC Symbol 
53214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1593,83)" 51301 true 0.18 5136

ENSGALP00000014107 CID 95 - 107
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1651,91)" 10206 true 1.25 5137

ENSGALP00000018424 CID 98 - 110
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1651,91)" 10206 true 1.25 5138



ENSGALP00000025606 CID 248 - 255

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1031,62)" 2438 false 5139

ENSGALP00000009371 CID 248 - 255

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1031,62)" 2438 false 5140

ENSGALP00000011598 CID 222 - 232

small nuclear 
ribonucleoprotein 
polypeptide A' - CGNC 
Symbol 50006 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1141,70)" 2641 5141

ENSGALP00000019613 CID 406 - 416
adenylosuccinate lyase - 
CGNC Symbol 9122 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1141,70)" 2641 false 5142

ENSGALP00000010210 CID 200 - 209

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1179,55)" 24664 5143

ENSGALP00000039965 CID 1,128 - 1,142

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1735,02)" 606 true 1.61 5144

ENSGALP00000003898 CID 389 - 397
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1172,62)" 15338 true 0.51 5145



ENSGALP00000039552 CID 331 - 339

proteasome 26S subunit 
non-ATPase 13 - CGNC 
Symbol 51869 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1181,64)" 1927 false 5146

ENSGALP00000024150 CID 157 - 167

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1286,76)" 1627 5147

ENSGALP00000039965 CID 1,128 - 1,142

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1743,07)" 1765 true 1.61 5148

ENSGALP00000000211 CID 339 - 347
bromodomain containing 2 - 
CGNC Symbol 50420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1069,56)" 2785 false 2.17 5149

ENSGALP00000007265 CID 239 - 246

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1069,56)" 2785 true 2.17 5150

ENSGALP00000031272 CID 238 - 245

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1069,56)" 2785 true 2.17 5151

ENSGALP00000003898 CID 389 - 397
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1176,65)" 7216 5152



ENSGALP00000008171 CID 1,156 - 1,170

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1825,85)" 1832 5153

ENSGALP00000011982 CID 145 - 160
CD3e molecule - CGNC 
Symbol 5597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1934,00)" 2056 true 0.48 5154

ENSGALP00000025794 CID 196 - 203

MORC family CW-type zinc 
finger 3 - CGNC Symbol 
11977 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1083,66)" 2541 5155

ENSGALP00000010358 CID 490 - 498

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1180,68)" 1943 true 0.48 5156

ENSGALP00000001183 CID 134 - 145

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1339,70)" 8466 true 0.65 5157

ENSGALP00000025475 CID 131 - 142

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 
51548 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1339,70)" 8466 true 0.65 5158

ENSGALP00000008082 CID 371 - 381

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1396,81)" 24262 false 5159



ENSGALP00000020445 CID 1,220 - 1,234

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1758,93)" 6199 false 5160

ENSGALP00000005520 CID 105 - 123

aldehyde dehydrogenase 9 
family member A1 - CGNC 
Symbol 2550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2045,96)" 6232 true 2.83 5161

ENSGALP00000014105 CID 72 - 82

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1410,84)" 43477 false 5162

ENSGALP00000035815 CID 15 - 25

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1410,84)" 43477 false 5163

ENSGALP00000021907 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member E - CGNC Symbol 
52680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1549,80)" 26902 true 0.32 5164

ENSGALP00000014317 CID Jul-22

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1777,85)" 1635 5165

ENSGALP00000012481 CID Feb-14
ribosomal protein L4 - 
CGNC Symbol 5828 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1563,82)" 4027 false 5166



ENSGALP00000019832 CID 210 - 225

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1847,05)" 19079 true 1.01 5167

ENSGALP00000008498 CID 472 - 493
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2599,30)" 6395 true 0.68 5168

ENSGALP00000008498 CID 472 - 493
transketolase - CGNC 
Symbol 3953 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2607,35)" 4364 true 0.68 5169

ENSGALP00000025606 CID 85 - 96

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1432,76)" 5054 true 0.76 5170

ENSGALP00000023439 CID 287 - 297

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1445,75)" 1734 false 5171

ENSGALP00000020185 CID Jun-20

Gallus gallus chromosome 5 
open reading frame human 
C14orf166 (C5H14ORF166) 
mRNA. - RefSeq mRNA 
NM_205369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1748,81)" 1019 true 1.52 5172

ENSGALP00000006939 CID 463 - 482
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2188,12)" 4904 false 5173



ENSGALP00000019975 CID 73 - 83

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1392,74)" 14191 5174

ENSGALP00000020185 CID Jun-20

Gallus gallus chromosome 5 
open reading frame human 
C14orf166 (C5H14ORF166) 
mRNA. - RefSeq mRNA 
NM_205369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1752,84)" 2333 5175

ENSGALP00000042294 CID 1,018 - 1,036

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2207,12)" 1084 false 5176

ENSGALP00000005944 CID 598 - 604
phospholipase C gamma 1 - 
CGNC Symbol 50935 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(758,39)" 95181 false 5177

ENSGALP00000018258 CID 38 - 50
Enah/Vasp-like - CGNC 
Symbol 8513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1592,80)" 7392 true 0.52 5178

ENSGALP00000022023 CID 665 - 679
nucleoporin 98kDa - CGNC 
Symbol 10169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1678,86)" 906 5179

ENSGALP00000020744 CID 95 - 101

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(919,52)" 4023 5180



ENSGALP00000041974 CID 285 - 296

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1402,78)" 2177 true 1.06 5181

ENSGALP00000018258 CID 38 - 50
Enah/Vasp-like - CGNC 
Symbol 8513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1596,82)" 3429 5182

ENSGALP00000004366 CID Oct-16
Cysteine-rich protein 1 - 
CGNC Symbol 52178 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(949,56)" 4611 true 0.35 5183

ENSGALP00000009487 CID 304 - 315
ribophorin I - CGNC Symbol 
4413 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1484,77)" 7725 true 1.02 5184

ENSGALP00000010190 CID 345 - 362
histone deacetylase 7 - 
CGNC Symbol 4743 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2295,19)" 3422 false 5185

ENSGALP00000009487 CID 304 - 315
ribophorin I - CGNC Symbol 
4413 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1488,80)" 8596 5186

ENSGALP00000037001 CID 103 - 116

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1615,89)" 3737 true 0.48 5187



ENSGALP00000021303 CID 42 - 53

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1637,79)" 5347 true 0.86 5188

ENSGALP00000005832 CID 1,313 - 1,318
nucleoporin 155kDa - CGNC 
Symbol 2697 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(878,42)" 11029 false 0.34 5189

ENSGALP00000014372 CID 353 - 364
pre-mRNA processing factor 
4 - CGNC Symbol 6724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1570,71)" 2133 false 5190

ENSGALP00000020867 CID 364 - 378
enoyl-CoA delta isomerase 
2 - CGNC Symbol 9709 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1812,90)" 6763 true 0.52 5191

ENSGALP00000020349 CID 583 - 591
pre-mRNA processing factor 
39 - HGNC:20314 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(916,54)" 562 false 0.3 5192

ENSGALP00000003342 CID 376 - 383

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(916,54)" 562 false 0.3 5193

ENSGALP00000023281 CID 32 - 41
NOP2 nucleolar protein - 
CGNC Symbol 10744 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1118,62)" 1940 5194



ENSGALP00000023239 CID 57 - 68
cystatin B (stefin B) - CGNC 
Symbol 10723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1481,73)" 3403 true 1.41 5195

ENSGALP00000020867 CID 364 - 378
enoyl-CoA delta isomerase 
2 - CGNC Symbol 9709 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1816,92)" 3051 5196

ENSGALP00000019064 CID 1,392 - 1,400

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1083,59)" 1517 false 5197

ENSGALP00000035595 CID 38 - 44
40S ribosomal protein S11 - 
Refseq NP_001026004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(804,50)" 5381 false 5198

ENSGALP00000041690 CID 101 - 107

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(904,46)" 22873 true 1.7 5199

ENSGALP00000017172 CID 709 - 719
nardilysin convertase - 
CGNC Symbol 8022 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1209,76)" 865 5200

ENSGALP00000023099 CID Aug-17
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1233,68)" 1500 false 5201



ENSGALP00000034078 CID Aug-19

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1408,87)" 14874 true 1.74 5202

ENSGALP00000004417 CID 435 - 447

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1516,86)" 15891 true 2.07 5203

ENSGALP00000020744 CID 428 - 433

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(839,49)" 3735 false 5204

ENSGALP00000014105 CID 75 - 82

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(959,53)" 1547 true 0.64 5205

ENSGALP00000035815 CID 18 - 25

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(959,53)" 1547 true 0.64 5206

ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear 
antigen - CGNC Symbol 92 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1434,74)" 1715 true 0.96 5207

ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear 
antigen - CGNC Symbol 92 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1442,80)" 1640 true 0.96 5208



ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 
50017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1046,52)" 69582 true 0.39 5209

ENSGALP00000017139 CID 2-Sep

3'-phosphoadenosine 5'-
phosphosulfate synthase 1 - 
CGNC Symbol 8007 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1046,52)" 69582 false 5210

ENSGALP00000008824 CID 385 - 399

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1582,69)" 1922 true 0.53 5211

ENSGALP00000023396 CID 99 - 112
triosephosphate isomerase 
1 - CGNC Symbol 49803 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1670,91)" 18890 true 0.57 5212

ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 
50017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1050,54)" 26890 5213

ENSGALP00000035143 CID 97 - 112
drebrin like - CGNC Symbol 
15268 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1733,92)" 1407 true 1.21 5214

ENSGALP00000006939 CID 340 - 348
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1059,56)" 4702 false 5215



ENSGALP00000007997 CID 1-Dec

voltage-dependent anion 
channel 2 - CGNC Symbol 
49348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1306,69)" 4604 true 0.88 5216

ENSGALP00000002252 CID 100 - 119

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2314,13)" 1542 false 5217

ENSGALP00000043088 CID Dec-19

proteasome (prosome 
macropain) 26S subunit non-
ATPase 4 - CGNC Symbol 
59257 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(947,49)" 3215 true 0.63 5218

ENSGALP00000039948 CID 39 - 46
MARCKS-like 1 - CGNC 
Symbol 14646 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(947,49)" 3215 false 5219

ENSGALP00000042479 CID 161 - 174

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1585,87)" 3667 5220

ENSGALP00000040890 CID 391 - 404

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1585,87)" 3667 false 5221

ENSGALP00000042837 CID 1-Aug

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(951,52)" 2025 false 5222



ENSGALP00000039948 CID 39 - 46
MARCKS-like 1 - CGNC 
Symbol 14646 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(951,52)" 2025 false 5223

ENSGALP00000013808 CID 940 - 948
stromal antigen 2 - CGNC 
Symbol 51718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(951,52)" 2025 false 5224

ENSGALP00000003381 CID 142 - 149
aconitase 1 soluble - CGNC 
Symbol 48955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1082,53)" 3943 5225

ENSGALP00000019037 CID 340 - 359

acetyl-CoA 
acetyltransferase 2 - CGNC 
Symbol 8861 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1982,05)" 830 5226

ENSGALP00000033411 CID 52 - 60
ribosomal protein S21 - 
HGNC:10409 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1056,57)" 7317 5227

ENSGALP00000017016 CID 142 - 157
glutaredoxin 3 - CGNC 
Symbol 7961 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1853,96)" 3165 false 0.64 5228

ENSGALP00000012171 CID 38 - 53
LUC7-like (S. cerevisiae) - 
CGNC Symbol 5684 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1896,93)" 1063 5229



ENSGALP00000020268 CID 102 - 113

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1192,68)" 803 5230

ENSGALP00000003623 CID 63 - 72

3-hydroxyisobutyryl-CoA 
hydrolase - CGNC Symbol 
1646 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1317,74)" 2415 true 0.42 5231

ENSGALP00000028016 CID 74 - 88

enhancer of rudimentary 
homolog (Drosophila) - 
CGNC Symbol 13056 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1954,98)" 1158 true 0.52 5232

ENSGALP00000043018 CID 190 - 194

arsA arsenite transporter 
ATP-binding homolog 1 
(bacterial) - CGNC Symbol 
63380 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(708,47)" 1169 true 0.57 5233

ENSGALP00000017495 CID 512 - 516
scinderin - CGNC Symbol 
8188 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(708,47)" 1169 5234

ENSGALP00000023364 CID 211 - 217
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(910,53)" 2032 5235

ENSGALP00000010510 CID 77 - 88
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1490,80)" 10350 true 1.1 5236



ENSGALP00000019120 CID 78 - 89
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1490,80)" 10350 false 1.49 5237

ENSGALP00000015840 CID 209 - 214

family with sequence 
similarity 98 member B - 
CGNC Symbol 7407 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(729,44)" 584 false 5238

ENSGALP00000027121 CID 366 - 372

Gallus gallus PCI domain 
containing 2 (PCID2) mRNA. 
- RefSeq mRNA 
NM_001006266 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(977,52)" 783 true 0.98 5239

ENSGALP00000020134 CID 108 - 114

3-hydroxybutyrate 
dehydrogenase type 2 - 
CGNC Symbol 9371 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(977,52)" 783 false 0.98 5240

ENSGALP00000038313 CID 42 - 49

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
non-catalytic subunit - 
CGNC Symbol 7657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1054,57)" 3907 5241

ENSGALP00000002828 CID 688 - 697

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1284,57)" 3177 5242

ENSGALP00000027121 CID 366 - 372

Gallus gallus PCI domain 
containing 2 (PCID2) mRNA. 
- RefSeq mRNA 
NM_001006266 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(981,55)" 770 5243



ENSGALP00000002348 CID 670 - 677

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(981,55)" 770 5244

ENSGALP00000035658 CID 127 - 133
paraspeckle component 1 - 
CGNC Symbol 50884 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(773,47)" 2208 false 5245

ENSGALP00000008824 CID 120 - 126

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(773,47)" 2208 false 5246

ENSGALP00000009371 CID 248 - 255

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1035,64)" 2774 false 5247

ENSGALP00000025606 CID 248 - 255

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1035,64)" 2774 false 5248

ENSGALP00000008056 CID 289 - 298

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1122,64)" 4729 5249

ENSGALP00000010405 CID 204 - 218
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1735,88)" 12005 true 0.51 5250



ENSGALP00000006527 CID 112 - 129

translocase of outer 
mitochondrial membrane 
34 - CGNC Symbol 3015 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1987,04)" 782 5251

ENSGALP00000013174 CID 64 - 72
ribosomal protein S27a - 
CGNC Symbol 49483 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1095,65)" 144776 true 2.21 5252

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1381,80)" 77382 true 0.16 5253

ENSGALP00000023911 CID 49 - 63
HD domain containing 2 - 
CGNC Symbol 11010 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1765,94)" 655 false 5254

ENSGALP00000013174 CID 64 - 72
ribosomal protein S27a - 
CGNC Symbol 49483 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1099,67)" 41885 5255

ENSGALP00000006240 CID 363 - 369
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(785,50)" 532 false 5256

ENSGALP00000023278 CID 218 - 224

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(827,47)" 25877 5257



ENSGALP00000014599 CID 107 - 116
sorcin - CGNC Symbol 
51278 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1292,60)" 17485 true 0.7 5258

ENSGALP00000007287 CID 129 - 141
ribosomal protein S14 - 
CGNC Symbol 3393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1457,73)" 14593 true 1.04 5259

ENSGALP00000023278 CID 218 - 224

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(839,44)" 2486 true 0.95 5260

ENSGALP00000011499 CID 1,438 - 1,444

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(851,54)" 3436 5261

ENSGALP00000014599 CID 107 - 116
sorcin - CGNC Symbol 
51278 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1296,63)" 8506 5262

ENSGALP00000013808 CID 374 - 381
stromal antigen 2 - CGNC 
Symbol 51718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(950,52)" 1582 false 0.91 5263

ENSGALP00000004962 CID 271 - 279
tripartite motif containing 
25 - CGNC Symbol 2279 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1001,56)" 34192 false 0.66 5264



ENSGALP00000018382 CID 1,331 - 1,338
early endosome antigen 1 - 
CGNC Symbol 8572 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1015,59)" 942 false 5265

ENSGALP00000004515 CID 2-Nov

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1270,71)" 20645 5266

ENSGALP00000039979 CID 103 - 115
small ArfGAP2 - CGNC 
Symbol 51046 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1544,82)" 793 false 5267

ENSGALP00000038912 CID 17 - 31
alpha-D-globin - CGNC 
Symbol 50309 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1648,85)" 67371 5268

ENSGALP00000002828 CID 498 - 505

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(922,56)" 6207 5269

ENSGALP00000036405 CID 217 - 223

proteasome 26S subunit 
ATPase 6 - CGNC Symbol 
9424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(958,46)" 1131 true 1.2 5270

ENSGALP00000010210 CID 200 - 209

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1175,52)" 9517 true 2.31 5271



ENSGALP00000019163 CID Feb-18
histone H1 - CGNC Symbol 
53214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1597,86)" 7443 true 0.18 5272

ENSGALP00000038774 CID 357 - 364
argininosuccinate synthase 
1 - CGNC Symbol 50457 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(933,53)" 1577 true 26.81 5273

ENSGALP00000025165 CID 113 - 121

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1109,63)" 5345 true 0.39 5274

ENSGALP00000014105 CID 118 - 127

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1188,71)" 4477 true 0.71 5275

ENSGALP00000012869 CID 155 - 165

dihydrolipoamide 
dehydrogenase - CGNC 
Symbol 5998 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1188,71)" 4477 false 5276

ENSGALP00000027238 CID 622 - 628
importin 5 - CGNC Symbol 
50851 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(937,57)" 64615 false 5277

ENSGALP00000038774 CID 357 - 364
argininosuccinate synthase 
1 - CGNC Symbol 50457 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(937,57)" 64615 5278



ENSGALP00000009960 CID 93 - 101
ribosomal protein L13 - 
CGNC Symbol 49509 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(985,58)" 3630 true 0.42 5279

ENSGALP00000010358 CID 235 - 243

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(985,58)" 3630 false 5280

ENSGALP00000035366 CID 414 - 426

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1423,78)" 4163 true 0.43 5281

ENSGALP00000035780 CID 1,924 - 1,934
RAN binding protein 2 - 
CGNC Symbol 50838 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1449,83)" 1543 false 5282

ENSGALP00000027665 CID 82 - 99

acetyl-CoA 
acetyltransferase 1 - CGNC 
Symbol 12890 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1888,93)" 2249 true 1.39 5283

ENSGALP00000010358 CID 235 - 243

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(989,60)" 1533 false 5284

ENSGALP00000009960 CID 93 - 101
ribosomal protein L13 - 
CGNC Symbol 49509 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(989,60)" 1533 5285



ENSGALP00000020744 CID 97 - 101

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(705,42)" 25571 true 1.3 5286

ENSGALP00000040101 CID 1,490 - 1,495
myosin IXB - CGNC Symbol 
2718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(705,42)" 25571 false 5287

ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(705,42)" 25571 true 1.3 5288

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(705,42)" 25571 true 1.3 5289

ENSGALP00000034078 CID 58 - 67

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1247,71)" 35673 true 0.59 5290

ENSGALP00000000316 CID 352 - 359
major vault protein - CGNC 
Symbol 136 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(972,55)" 1742688 false 0.31 5291

ENSGALP00000009371 CID 85 - 96

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1446,75)" 1291 true 5.29 5292



ENSGALP00000042294 CID 1,548 - 1,565

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2000,01)" 1361 false 5293

ENSGALP00000018295 CID 180 - 185

SERPINE1 mRNA binding 
protein 1 - CGNC Symbol 
8530 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(805,45)" 2276 false 1.75 5294

ENSGALP00000037462 CID 228 - 236
thymopoietin - CGNC 
Symbol 50621 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(990,55)" 5785 false 1.02 5295

ENSGALP00000036720 CID 3,665 - 3,672

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(990,55)" 5785 5296

ENSGALP00000042171 CID 141 - 148
transgelin 2 - CGNC Symbol 
65718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1003,59)" 3468 true 0.93 5297

ENSGALP00000037232 CID 291 - 314
EWS RNA binding protein 1 - 
CGNC Symbol 50409 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2565,12)" 1119 false 5298

ENSGALP00000011475 CID 2-Oct

ubiquinol-cytochrome c 
reductase complex III 
subunit VII 9.5kDa - CGNC 
Symbol 5357 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1012,56)" 1954 true 0.57 5299



ENSGALP00000034078 CID 107 - 115

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1079,52)" 14948 true 0.82 5300

ENSGALP00000023274 CID 367 - 380

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1657,85)" 2394 false 5301

ENSGALP00000035717 CID 230 - 247

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2209,10)" 1110 5302

ENSGALP00000029993 CID Aug-32

Rho GDP dissociation 
inhibitor (GDI) beta - CGNC 
Symbol 8920 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(3005,45)" 469 false 5303

ENSGALP00000021907 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member E - CGNC Symbol 
52680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1557,86)" 5785 true 0.32 5304

ENSGALP00000010423 CID 240 - 254

protein phosphatase 2 
catalytic subunit alpha 
isozyme - CGNC Symbol 
4870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1943,87)" 13050 true 0.13 5305

ENSGALP00000042317 CID 101 - 119

regulator of chromosome 
condensation 1 - 
HGNC:1913 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2147,92)" 5089 true 0.68 5306



ENSGALP00000029993 CID Aug-32

Rho GDP dissociation 
inhibitor (GDI) beta - CGNC 
Symbol 8920 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(3033,50)" 1198 false 5307

ENSGALP00000035478 CID 569 - 581
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1376,74)" 2021 false 5308

ENSGALP00000037871 CID 204 - 218

WAS/WASL interacting 
protein family member 1 - 
CGNC Symbol 7084 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1562,84)" 2140 false 5309

ENSGALP00000010423 CID 240 - 254

protein phosphatase 2 
catalytic subunit alpha 
isozyme - CGNC Symbol 
4870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1947,88)" 685 5310

ENSGALP00000015061 CID 257 - 274
fibrinogen alpha chain - 
CGNC Symbol 49746 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2140,12)" 10114 5311

ENSGALP00000042317 CID 101 - 119

regulator of chromosome 
condensation 1 - 
HGNC:1913 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2151,95)" 3452 5312

ENSGALP00000041108 CID 386 - 395
SATB homeobox 1 - CGNC 
Symbol 8550 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1047,60)" 5707 true 1.36 5313



ENSGALP00000021301 CID 78 - 86

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1156,71)" 3471 false 5314

ENSGALP00000021303 CID 70 - 78

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1156,71)" 3471 false 5315

ENSGALP00000040985 CID 70 - 78

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1156,71)" 3471 false 5316

ENSGALP00000043372 CID 63 - 72

farnesyl diphosphate 
synthase - CGNC Symbol 
23240 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1246,63)" 3079 true 0.88 5317

ENSGALP00000017556 CID 318 - 329
legumain - CGNC Symbol 
8216 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1502,69)" 2765 false 5318

ENSGALP00000008578 CID 83 - 91

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1187,65)" 3475 5319

ENSGALP00000039965 CID 171 - 182

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1275,71)" 2543 5320



ENSGALP00000014229 CID 54 - 66
pleckstrin - CGNC Symbol 
6647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1470,75)" 1260 false 5321

ENSGALP00000018042 CID 87 - 97

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1547,80)" 178572 5322

ENSGALP00000042680 CID 85 - 95

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1547,80)" 178572 5323

ENSGALP00000015657 CID 85 - 95
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1547,80)" 178572 5324

ENSGALP00000005090 CID 780 - 797

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1970,07)" 2567 true 1.16 5325

ENSGALP00000001808 CID 280 - 296

cytokine induced apoptosis 
inhibitor 1 - CGNC Symbol 
812 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1996,98)" 713 true 0.9 5326

ENSGALP00000005576 CID 205 - 215

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1200,64)" 13352 true 0.34 5327



ENSGALP00000019975 CID 234 - 244

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1200,64)" 13352 true 0.34 5328

ENSGALP00000005090 CID 780 - 797

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1978,12)" 2970 true 1.16 5329

ENSGALP00000038904 CID 94 - 100

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(882,55)" 1994 false 5330

ENSGALP00000038912 CID 93 - 99
alpha-D-globin - CGNC 
Symbol 50309 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(882,55)" 1994 false 5331

ENSGALP00000038313 CID 42 - 49

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
non-catalytic subunit - 
CGNC Symbol 7657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1050,55)" 4094 true 0.92 5332

ENSGALP00000038587 CID 84 - 95

actin related protein 2/3 
complex subunit 5 16kDa - 
CGNC Symbol 14362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1098,66)" 4919 true 0.93 5333

ENSGALP00000038587 CID 84 - 95

actin related protein 2/3 
complex subunit 5 16kDa - 
CGNC Symbol 14362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1102,69)" 4560 5334



ENSGALP00000010800 CID 61 - 71

actin related protein 2/3 
complex subunit 4 20kDa - 
CGNC Symbol 50145 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1214,70)" 6159 true 0.44 5335

ENSGALP00000007945 CID 72 - 82

translocase of inner 
mitochondrial membrane 8 
homolog A (yeast) - CGNC 
Symbol 3689 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1412,66)" 6396 true 0.53 5336

ENSGALP00000002508 CID 1,118 - 1,129

Gallus gallus SIN3 
transcription regulator 
family member A (SIN3A) 
mRNA. - RefSeq mRNA 
NM_001293184 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1490,88)" 1346 false 5337

ENSGALP00000024734 CID 95 - 102
CD47 molecule - CGNC 
Symbol 11437 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(857,54)" 682 5338

ENSGALP00000011499 CID 1,403 - 1,410

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(857,54)" 682 false 0.61 5339

ENSGALP00000010800 CID 61 - 71

actin related protein 2/3 
complex subunit 4 20kDa - 
CGNC Symbol 50145 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1218,73)" 3271 5340

ENSGALP00000007945 CID 72 - 82

translocase of inner 
mitochondrial membrane 8 
homolog A (yeast) - CGNC 
Symbol 3689 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1416,68)" 3407 5341



ENSGALP00000023396 CID 99 - 112
triosephosphate isomerase 
1 - CGNC Symbol 49803 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1678,96)" 9455 true 0.57 5342

ENSGALP00000000933 CID 87 - 99

outer mitochondrial 
membrane cytochrome b5 - 
CGNC Symbol 50102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1689,89)" 2726 true 0.64 5343

ENSGALP00000002839 CID 132 - 139
exportin 7 - CGNC Symbol 
1294 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(945,53)" 4174 true 0.71 5344

ENSGALP00000000933 CID 87 - 99

outer mitochondrial 
membrane cytochrome b5 - 
CGNC Symbol 50102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1697,92)" 1019 true 0.64 5345

P13645 CID 229 - 235

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(835,42)" 7350 false 1.6 5346

ENSGALP00000008341 CID 65 - 71

glutathione S-transferase 
theta 1-like - CGNC Symbol 
55583 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(875,54)" 2027 false 5347

ENSGALP00000023574 CID 832 - 846

regulation of nuclear pre-
mRNA domain containing 2 - 
CGNC Symbol 52333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1601,79)" 3954 false 5348



ENSGALP00000005161 CID 71 - 84

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1788,93)" 4994 true 1.11 5349

P13645 CID 229 - 235

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(839,44)" 10548 5350

ENSGALP00000018686 CID 358 - 365

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(960,58)" 831 false 5351

ENSGALP00000025924 CID 153 - 161

eukaryotic translation 
initiation factor 3 subunit H - 
CGNC Symbol 12051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(960,58)" 831 false 5352

ENSGALP00000005161 CID 71 - 84

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1792,96)" 5531 5353

ENSGALP00000042374 CID 322 - 328
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(882,44)" 2363 5354

ENSGALP00000000639 CID 478 - 485
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1003,50)" 3170 false 5355



ENSGALP00000023352 CID 1,441 - 1,448

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(958,55)" 37133 false 0.71 5356

ENSGALP00000012992 CID 73 - 81

ubiquitin-conjugating 
enzyme E2 variant 1 - CGNC 
Symbol 62089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1107,63)" 5898 5357

ENSGALP00000006240 CID 902 - 909
collagen type VI alpha 3 - 
CGNC Symbol 2875 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1018,57)" 1118 false 0.69 5358

ENSGALP00000020445 CID 738 - 745

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1018,57)" 1118 false 5359

ENSGALP00000041224 CID 71 - 78

Gallus gallus translocase of 
inner mitochondrial 
membrane 13 homolog 
(yeast) (TIMM13) mRNA. - 
RefSeq mRNA 
NM_001302195 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1084,44)" 1298 true 0.58 5360

ENSGALP00000018750 CID 223 - 230

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1067,56)" 2181 true 0.69 5361

ENSGALP00000020463 CID 586 - 594

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1126,60)" 7413 false 0.6 5362



ENSGALP00000023439 CID 289 - 297

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1126,60)" 7413 true 0.6 5363

ENSGALP00000010405 CID 602 - 619
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2112,20)" 4873 false 5364

ENSGALP00000023439 CID 289 - 297

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1130,63)" 4431 5365

ENSGALP00000020463 CID 586 - 594

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1130,63)" 4431 5366

ENSGALP00000023278 CID 225 - 238

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1584,83)" 46804 true 0.81 5367

ENSGALP00000017599 CID 2-Oct

signal peptidase complex 
subunit 3 - CGNC Symbol 
8235 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1062,51)" 10267 true 0.58 5368

ENSGALP00000017599 CID 2-Oct

signal peptidase complex 
subunit 3 - CGNC Symbol 
8235 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1066,54)" 5524 5369



ENSGALP00000002348 CID 176 - 185

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1110,64)" 893 5370

ENSGALP00000013474 CID 782 - 791
RNA binding motif protein 
19 - CGNC Symbol 6281 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1155,66)" 1221 false 5371

ENSGALP00000033650 CID 383 - 417
FYN binding protein - CGNC 
Symbol 2773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(3385,74)" 234 false 5372

ENSGALP00000002248 CID 182 - 187
topoisomerase (DNA) III 
beta - CGNC Symbol 1026 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(805,45)" 13761 5373

ENSGALP00000041159 CID 63 - 69
ribosomal protein S16 - 
HGNC:10396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(805,45)" 13761 true 0.85 5374

ENSGALP00000008311 CID 760 - 765
SEC24 family member C - 
CGNC Symbol 3857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(805,45)" 13761 false 0.85 5375

ENSGALP00000040985 CID 156 - 169

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1655,86)" 3282 true 1.43 5376



ENSGALP00000021315 CID 157 - 170

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
49273 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1655,86)" 3282 true 1.43 5377

ENSGALP00000041159 CID 63 - 69
ribosomal protein S16 - 
HGNC:10396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(809,47)" 11035 5378

ENSGALP00000041782 CID 442 - 447
M-phase phosphoprotein 8 - 
CGNC Symbol 12877 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(809,47)" 11035 false 5379

ENSGALP00000010387 CID 188 - 193

nucleosome assembly 
protein 1-like 4 - CGNC 
Symbol 51885 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(809,47)" 11035 false 5380

ENSGALP00000006043 CID 1,203 - 1,208

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(809,47)" 11035 5381

ENSGALP00000008311 CID 760 - 765
SEC24 family member C - 
CGNC Symbol 3857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(809,47)" 11035 5382

ENSGALP00000015246 CID 198 - 208
peroxiredoxin 3 - CGNC 
Symbol 7123 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1252,74)" 10141 5383



ENSGALP00000007165 CID 164 - 176

coiled-coil domain 
containing 137 - CGNC 
Symbol 3327 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1659,88)" 4415 false 0.64 5384

ENSGALP00000021315 CID 157 - 170

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
49273 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1659,88)" 4415 5385

ENSGALP00000040985 CID 156 - 169

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1659,88)" 4415 5386

ENSGALP00000015293 CID 2-Aug

testis derived transcript (3 
LIM domains) - CGNC 
Symbol 7146 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(888,51)" 507 false 5387

ENSGALP00000026123 CID 384 - 390

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(888,51)" 507 false 5388

ENSGALP00000035514 CID 32 - 40
protein kinase C delta - 
CGNC Symbol 50113 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1122,61)" 2977 false 0.83 5389

ENSGALP00000033974 CID 1,227 - 1,235

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1122,61)" 2977 false 0.83 5390



ENSGALP00000021255 CID 503 - 513

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1329,83)" 1426 false 5391

ENSGALP00000000468 CID 367 - 378

Gallus gallus proteasome 
(prosome macropain) 26S 
subunit ATPase 5 (PSMC5) 
mRNA. - RefSeq mRNA 
NM_001292069 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1355,65)" 1393 true 1 5392

ENSGALP00000008824 CID 385 - 399

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1586,72)" 597 5393

ENSGALP00000003737 CID 344 - 358
enolase 1 (alpha) - CGNC 
Symbol 49607 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1697,92)" 2336 false 5394

ENSGALP00000041159 CID 118 - 125
ribosomal protein S16 - 
HGNC:10396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(912,55)" 6575 true 7.26 5395

ENSGALP00000016630 CID 37 - 44

aldo-keto reductase family 
1 member A1 (aldehyde 
reductase) - CGNC Symbol 
7795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(956,52)" 862 true 0.47 5396

ENSGALP00000006708 CID 786 - 794
hexokinase 1 - CGNC 
Symbol 3101 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1126,63)" 1656 5397



ENSGALP00000035780 CID 463 - 473
RAN binding protein 2 - 
CGNC Symbol 50838 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1383,74)" 1428 true 0.73 5398

ENSGALP00000012163 CID 127 - 133

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(960,50)" 2996 true 0.33 5399

ENSGALP00000038124 CID 958 - 967
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1143,64)" 2377 false 0.93 5400

ENSGALP00000024624 CID 291 - 303

translocase of outer 
mitochondrial membrane 
70 - CGNC Symbol 11379 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1612,90)" 4410 true 0.74 5401

ENSGALP00000007287 CID 122 - 128
ribosomal protein S14 - 
CGNC Symbol 3393 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(748,43)" 3960 5402

ENSGALP00000042855 CID 28 - 33

Hsap of 1: ribosomal 
protein L10 like - 
HGNC:17976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(748,43)" 3960 true 0.95 5403

ENSGALP00000038408 CID 138 - 144
Y box binding protein 1 - 
CGNC Symbol 3598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1017,47)" 9761 true 2.82 5404



ENSGALP00000018498 CID 46 - 57

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1355,73)" 6574 false 5405

ENSGALP00000033411 CID 52 - 60
ribosomal protein S21 - 
HGNC:10409 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1052,55)" 8010 true 0.8 5406

ENSGALP00000023990 CID 123 - 135

golgi-associated PDZ and 
coiled-coil motif containing - 
CGNC Symbol 11060 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1458,84)" 1868 5407

ENSGALP00000023523 CID 87 - 97
actin beta-like 2 - CGNC 
Symbol 52851 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1529,75)" 112770 false 5408

ENSGALP00000010239 CID 87 - 97

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1529,75)" 112770 false 5409

ENSGALP00000003005 CID 315 - 321

TBC1 domain family 
member 2 - CGNC Symbol 
1373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(899,45)" 1188 true 0.85 5410

ENSGALP00000035815 CID 15 - 25

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1406,80)" 85948 true 0.88 5411



ENSGALP00000014105 CID 72 - 82

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1406,80)" 85948 true 0.88 5412

ENSGALP00000022436 CID 270 - 281
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1502,75)" 14269 true 0.72 5413

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1502,75)" 14269 true 0.72 5414

ENSGALP00000020884 CID 325 - 336
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1502,75)" 14269 true 0.72 5415

ENSGALP00000015623 CID 42 - 56

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1715,91)" 1800 true 1.61 5416

ENSGALP00000010387 CID 87 - 96

nucleosome assembly 
protein 1-like 4 - CGNC 
Symbol 51885 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1368,71)" 2382 5417

ENSGALP00000042680 CID 85 - 95

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1543,77)" 874776 true 0.23 5418



ENSGALP00000015657 CID 85 - 95
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1543,77)" 874776 true 0.23 5419

ENSGALP00000018042 CID 87 - 97

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1543,77)" 874776 true 0.23 5420

ENSGALP00000015409 CID 733 - 743
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1370,68)" 11779 5421

ENSGALP00000006240 CID 902 - 907
collagen type VI alpha 3 - 
CGNC Symbol 2875 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(807,48)" 6829 false 0.18 5422

ENSGALP00000010376 CID 732 - 741

Rac/Cdc42 guanine 
nucleotide exchange factor 
(GEF) 6 - CGNC Symbol 
4852 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1379,72)" 1541 false 5423

P35527 CID 241 - 250

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1379,72)" 1541 false 5424

ENSGALP00000038912 CID 17 - 31
alpha-D-globin - CGNC 
Symbol 50309 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1644,80)" 17655 true 1.5 5425



ENSGALP00000008341 CID 96 - 109

glutathione S-transferase 
theta 1-like - CGNC Symbol 
55583 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1845,95)" 1479 false 5426

ENSGALP00000005130 CID 102 - 109
inosine triphosphatase - 
CGNC Symbol 2361 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(948,55)" 17406 false 5427

ENSGALP00000042552 CID 145 - 154
guanylate binding protein - 
CGNC Symbol 49284 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1228,71)" 6662 5428

ENSGALP00000021255 CID 515 - 525

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1274,76)" 1034 5429

ENSGALP00000004889 CID 47 - 62

proline synthetase co-
transcribed homolog 
(bacterial) - CGNC Symbol 
2245 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1858,94)" 624 true 1 5430

ENSGALP00000013963 CID 5-Dec

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(988,60)" 3154 false 5431

ENSGALP00000004889 CID 47 - 62

proline synthetase co-
transcribed homolog 
(bacterial) - CGNC Symbol 
2245 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1866,99)" 622 true 1 5432



ENSGALP00000004248 CID 25 - 33

DnaJ heat shock protein 
family (Hsp40) member C9 - 
CGNC Symbol 1946 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1118,63)" 18236 5433

ENSGALP00000034108 CID 392 - 399
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1118,63)" 18236 true 4.17 5434

ENSGALP00000038979 CID 921 - 931

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1306,72)" 4254 false 5.66 5435

ENSGALP00000032625 CID 287 - 298
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1534,85)" 20417 true 0.49 5436

ENSGALP00000007671 CID 173 - 185

family with sequence 
similarity 129 member A - 
CGNC Symbol 3572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1742,77)" 7687 true 0.44 5437

ENSGALP00000034108 CID 392 - 399
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1122,65)" 16759 5438

ENSGALP00000017462 CID 142 - 150
high mobility group box 2 - 
CGNC Symbol 8169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1122,65)" 16759 false 5439



ENSGALP00000032625 CID 287 - 298
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1542,90)" 10019 true 0.49 5440

ENSGALP00000005633 CID 450 - 465
tyrosyl-tRNA synthetase - 
CGNC Symbol 2601 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1855,80)" 2231 true 1.18 5441

ENSGALP00000023439 CID 451 - 470

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2104,10)" 2494 true 0.41 5442

ENSGALP00000014746 CID 80 - 89
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1132,64)" 1162 true 1.76 5443

ENSGALP00000016490 CID 562 - 570
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1193,67)" 17110 true 0.78 5444

ENSGALP00000014260 CID 82 - 90

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1193,67)" 17110 5445

ENSGALP00000037001 CID 154 - 166

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1566,80)" 10545 false 0.28 5446



ENSGALP00000023439 CID 451 - 470

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2108,13)" 1024 5447

ENSGALP00000003646 CID 281 - 289

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1022,54)" 1991 true 0.71 5448

ENSGALP00000014746 CID 80 - 89
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1140,70)" 2946 true 1.76 5449

ENSGALP00000005643 CID 296 - 306

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1191,69)" 8615 true 0.55 5450

ENSGALP00000016182 CID 659 - 669

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1283,75)" 9548 false 5451

ENSGALP00000005832 CID 778 - 788
nucleoporin 155kDa - CGNC 
Symbol 2697 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1283,75)" 9548 false 5452

ENSGALP00000025883 CID 83 - 93

eukaryotic translation 
initiation factor 3 subunit E - 
CGNC Symbol 12026 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1283,75)" 9548 false 5453



ENSGALP00000003646 CID 281 - 289

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1026,57)" 1417 5454

ENSGALP00000004108 CID 405 - 414

differentially expressed in 
FDCP 6 homolog (mouse) - 
CGNC Symbol 1882 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1151,56)" 1330 true 0.6 5455

ENSGALP00000001315 CID 238 - 249
nudC nuclear distribution 
protein - CGNC Symbol 591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1419,72)" 819 true 0.95 5456

ENSGALP00000019468 CID 71 - 86
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1939,04)" 13709 true 0.9 5457

ENSGALP00000039878 CID 64 - 81
ubiquitin associated protein 
2-like - CGNC Symbol 17025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2156,92)" 3643 true 0.74 5458

ENSGALP00000008398 CID 537 - 547

phenylalanyl-tRNA 
synthetase beta subunit - 
CGNC Symbol 3896 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1167,57)" 1374 true 0.81 5459

ENSGALP00000013963 CID 733 - 743

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1390,76)" 3980 false 0.66 5460



ENSGALP00000043213 CID 2,079 - 2,090

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1392,77)" 1339 false 5461

ENSGALP00000019468 CID 71 - 86
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1947,08)" 12939 true 0.9 5462

ENSGALP00000039878 CID 64 - 81
ubiquitin associated protein 
2-like - CGNC Symbol 17025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2160,94)" 2698 5463

ENSGALP00000016263 CID 139 - 149
sorting nexin 6 - CGNC 
Symbol 56458 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1394,73)" 649 5464

ENSGALP00000008578 CID 83 - 91

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1183,61)" 3104 true 0.83 5465

ENSGALP00000043213 CID 1,284 - 1,295

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1321,69)" 7832 true 1 5466

ENSGALP00000000170 CID 2-Dec
receptor for activated C 
kinase 1 - CGNC Symbol 61 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1321,69)" 7832 false 1 5467



ENSGALP00000018987 CID 115 - 125
t-complex 1 - CGNC Symbol 
8842 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1241,70)" 4682 true 0.68 5468

ENSGALP00000040638 CID 273 - 283 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1249,64)" 1112 true 0.43 5469

ENSGALP00000004453 CID 60 - 71

G protein pathway 
suppressor 1 - CGNC 
Symbol 2036 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1525,80)" 1192 false 5470

ENSGALP00000000170 CID 140 - 155
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2009,93)" 8690 true 0.22 5471

ENSGALP00000008398 CID 548 - 554

phenylalanyl-tRNA 
synthetase beta subunit - 
CGNC Symbol 3896 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(894,43)" 2575 false 5472

ENSGALP00000024150 CID 642 - 652

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1264,75)" 1313 true 0.63 5473

ENSGALP00000006778 CID 40 - 65

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2815,34)" 977 false 5474



ENSGALP00000038774 CID 342 - 356
argininosuccinate synthase 
1 - CGNC Symbol 50457 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1621,95)" 2662 false 5475

ENSGALP00000023059 CID 326 - 339

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1708,97)" 522 false 5476

ENSGALP00000038677 CID 177 - 195

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2355,38)" 1930 true 0.73 5477

ENSGALP00000042800 CID 35 - 45
Zinc finger protein 706 - UP 
Q5ZMM5 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1355,68)" 4766 true 0.4 5478

ENSGALP00000019423 CID 251 - 264

dehydrogenase/reductase 
(SDR family) member 7 - 
CGNC Symbol 9039 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1641,82)" 3476 false 5479

ENSGALP00000015623 CID 42 - 56

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1719,93)" 517 5480

ENSGALP00000038677 CID 177 - 195

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2371,47)" 1128 true 0.73 5481



ENSGALP00000017954 CID 235 - 262

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2527,10)" 1778 5482

ENSGALP00000022392 CID 805 - 811
transportin 3 - CGNC 
Symbol 10345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(949,55)" 1121 false 5483

ENSGALP00000015897 CID 2,295 - 2,302
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(949,55)" 1121 false 5484

ENSGALP00000042800 CID 35 - 45
Zinc finger protein 706 - UP 
Q5ZMM5 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1359,71)" 1504 5485

ENSGALP00000002754 CID 438 - 451

ADP-dependent 
glucokinase - CGNC Symbol 
1256 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1726,91)" 530 false 5486

ENSGALP00000015886 CID 208 - 229

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2553,24)" 3595 false 5487

ENSGALP00000038155 CID 39 - 44

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(773,46)" 619 false 5488



ENSGALP00000009829 CID 37 - 42

Gallus gallus hypoxanthine 
phosphoribosyltransferase 
1 (HPRT1) mRNA. - RefSeq 
mRNA NM_204848 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(773,46)" 619 false 5489

ENSGALP00000015182 CID 99 - 105
RNA binding motif protein 
25 - CGNC Symbol 7094 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(849,47)" 858 false 5490

ENSGALP00000007458 CID 785 - 790
protein kinase N3 - CGNC 
Symbol 50459 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(869,43)" 2349 5491

ENSGALP00000000170 CID 2-Aug
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(920,44)" 15412 5492

ENSGALP00000014828 CID 437 - 451
PIT54 protein precursor - 
Refseq NP_997063 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1491,80)" 8518 5493

ENSGALP00000008299 CID 155 - 171

family with sequence 
similarity 120A - CGNC 
Symbol 3854 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2067,02)" 4654 true 0.64 5494

ENSGALP00000003954 CID 515 - 521

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(965,43)" 1356 false 5495



ENSGALP00000007265 CID 239 - 246

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1073,57)" 5000 5496

ENSGALP00000031272 CID 238 - 245

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1073,57)" 5000 5497

ENSGALP00000000211 CID 339 - 347
bromodomain containing 2 - 
CGNC Symbol 50420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1073,57)" 5000 5498

ENSGALP00000012171 CID 189 - 205
LUC7-like (S. cerevisiae) - 
CGNC Symbol 5684 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2091,98)" 2840 false 5499

ENSGALP00000019318 CID 189 - 205
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2091,98)" 2840 false 5500

ENSGALP00000039965 CID 719 - 726

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1055,59)" 990 5501

ENSGALP00000039270 CID 768 - 775

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1098,52)" 3404 true 1.17 5502



ENSGALP00000018410 CID 854 - 861

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1098,52)" 3404 true 1.17 5503

ENSGALP00000019468 CID 120 - 140
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2304,16)" 398 true 1.39 5504

ENSGALP00000038795 CID 195 - 204

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1058,64)" 4401 5505

P35908 CID 385 - 393

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1058,64)" 4401 5506

ENSGALP00000012399 CID 95 - 104

lysine (K)-specific 
demethylase 3B - CGNC 
Symbol 66092 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1110,62)" 1131 true 0.79 5507

ENSGALP00000038313 CID 224 - 234

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
non-catalytic subunit - 
CGNC Symbol 7657 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1197,73)" 12567 true 0.89 5508

ENSGALP00000019468 CID 120 - 140
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2312,20)" 554 true 1.39 5509



ENSGALP00000010803 CID 388 - 394

UPF2 regulator of nonsense 
transcripts homolog (yeast) - 
CGNC Symbol 5054 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(837,43)" 1132 5510

ENSGALP00000018165 CID 1,024 - 1,029
lymphocyte antigen 75 - 
CGNC Symbol 8470 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(837,43)" 1132 5511

ENSGALP00000023278 CID 218 - 224

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(843,47)" 2843 5512

ENSGALP00000020534 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1126,47)" 44574 true 0.57 5513

ENSGALP00000041159 CID 34 - 45
ribosomal protein S16 - 
HGNC:10396 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1438,78)" 11361 true 0.85 5514

ENSGALP00000020534 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1130,50)" 22588 5515

ENSGALP00000041159 CID 34 - 45
ribosomal protein S16 - 
HGNC:10396 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1442,80)" 9617 5516



ENSGALP00000002322 CID 124 - 136
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1663,85)" 715 false 5517

ENSGALP00000039326 CID 45 - 50
ribosomal protein L19 - 
CGNC Symbol 1159 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(714,45)" 4081 true 0.59 5518

ENSGALP00000012100 CID 70 - 78
leucyl-tRNA synthetase - 
CGNC Symbol 5654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1157,54)" 4619 true 0.52 5519

ENSGALP00000025130 CID 108 - 119
ribosomal protein S23 - 
HGNC:10410 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1205,66)" 849 5520

ENSGALP00000012100 CID 70 - 78
leucyl-tRNA synthetase - 
CGNC Symbol 5654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1161,56)" 2101 5521

ENSGALP00000019695 CID 760 - 765

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(823,48)" 862 false 5522

ENSGALP00000015560 CID 267 - 276

eukaryotic translation 
initiation factor 2 subunit 
alpha - CGNC Symbol 7281 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1212,68)" 1739 true 1.27 5523



ENSGALP00000009037 CID 792 - 802
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1269,67)" 6510 true 0.46 5524

ENSGALP00000006778 CID 691 - 700

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1326,65)" 3620 true 0.44 5525

ENSGALP00000042475 CID 81 - 86

purine-rich element binding 
protein A - CGNC Symbol 
15180 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(778,45)" 2040 false 5526

ENSGALP00000006778 CID 691 - 700

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1330,67)" 1603 5527

ENSGALP00000002235 CID 28 - 41
stathmin 1 - CGNC Symbol 
49630 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1581,87)" 3203 false 5528

ENSGALP00000041159 CID 118 - 125
ribosomal protein S16 - 
HGNC:10396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(916,57)" 3573 5529

ENSGALP00000007287 CID 87 - 96
ribosomal protein S14 - 
CGNC Symbol 3393 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1150,72)" 3361 true 2.46 5530



ENSGALP00000005322 CID Sep-18

BRX1 biogenesis of 
ribosomes - CGNC Symbol 
2456 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1150,72)" 3361 false 5531

ENSGALP00000011717 CID 34 - 45
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1308,65)" 6310 true 1.12 5532

ENSGALP00000014260 CID 185 - 198

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1641,76)" 6098 true 1.15 5533

ENSGALP00000041108 CID 336 - 355
SATB homeobox 1 - CGNC 
Symbol 8550 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2331,27)" 9974 false 5534

ENSGALP00000003455 CID 54 - 60

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(924,46)" 35750 false 1.17 5535

ENSGALP00000000509 CID 690 - 697

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(994,54)" 526 5536

ENSGALP00000010358 CID 490 - 498

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1188,76)" 637 true 0.48 5537



ENSGALP00000015246 CID 198 - 208
peroxiredoxin 3 - CGNC 
Symbol 7123 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1248,71)" 14827 true 0.66 5538

ENSGALP00000011717 CID 34 - 45
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1316,72)" 4467 true 1.12 5539

ENSGALP00000040966 CID 80 - 91

Hsap of 1: hydroxysteroid 
17-beta dehydrogenase 10 - 
HGNC:4800 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1417,79)" 11884 true 0.86 5540

ENSGALP00000010447 CID 143 - 154

Hsap of 1: S-phase kinase-
associated protein 1 - 
HGNC:10899 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1494,66)" 4711 true 1.65 5541

ENSGALP00000037170 CID 1,024 - 1,035

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1354,67)" 921 true 0.82 5542

ENSGALP00000008107 CID 308 - 318
phospholipase A2 group 
IVA - CGNC Symbol 3767 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1378,70)" 9645 false 5543

ENSGALP00000008056 CID 299 - 311

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1378,70)" 9645 5544



ENSGALP00000016623 CID 96 - 105

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1378,70)" 9645 true 1.52 5545

ENSGALP00000010447 CID 143 - 154

Hsap of 1: S-phase kinase-
associated protein 1 - 
HGNC:10899 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1498,69)" 7763 5546

ENSGALP00000005678 CID 2,933 - 2,944

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1457,76)" 1321 false 0.89 5547

ENSGALP00000017495 CID 119 - 138
scinderin - CGNC Symbol 
8188 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2032,04)" 7741 5548

ENSGALP00000042171 CID 141 - 148
transgelin 2 - CGNC Symbol 
65718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1007,60)" 7300 5549

ENSGALP00000012605 CID 42 - 51

pescadillo ribosomal 
biogenesis factor 1 - CGNC 
Symbol 5881 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1273,81)" 438 true 0.53 5550

ENSGALP00000025461 CID 21 - 31

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1355,69)" 21671 5551



ENSGALP00000001456 CID 570 - 581

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1457,82)" 9519 true 0.6 5552

ENSGALP00000015182 CID 524 - 538
RNA binding motif protein 
25 - CGNC Symbol 7094 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1688,84)" 1455 true 3.45 5553

ENSGALP00000007763 CID 27 - 37
ribosomal protein S24 - 
CGNC Symbol 3616 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1292,76)" 1933 true 1.21 5554

ENSGALP00000001456 CID 570 - 581

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1465,87)" 5698 true 0.6 5555

ENSGALP00000001483 CID 614 - 625

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1546,75)" 2180 5556

ENSGALP00000005212 CID Nov-34
histone deacetylase 1 - 
CGNC Symbol 2394 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(3003,38)" 276 false 5557

ENSGALP00000039270 CID 466 - 472

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(888,53)" 1709 false 5558



ENSGALP00000002235 CID 53 - 60
stathmin 1 - CGNC Symbol 
49630 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1001,54)" 17839 false 5559

ENSGALP00000003872 CID 314 - 322
WD repeat domain 75 - 
CGNC Symbol 1760 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1043,62)" 902 5560

ENSGALP00000026307 CID 417 - 426

Putative eukaryotic 
translation initiation factor 
2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 
50802 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1043,62)" 902 false 1.43 5561

ENSGALP00000009709 CID 601 - 610

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1043,62)" 902 false 1.84 5562

ENSGALP00000004745 CID 418 - 434
nucleoporin 93kDa - CGNC 
Symbol 2176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1941,81)" 2145 false 5563

ENSGALP00000016361 CID 129 - 136
ribosomal protein S3A - 
CGNC Symbol 51748 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(966,53)" 6299 true 0.81 5564

ENSGALP00000013870 CID 603 - 610

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(966,53)" 6299 5565



ENSGALP00000016630 CID 160 - 169

aldo-keto reductase family 
1 member A1 (aldehyde 
reductase) - CGNC Symbol 
7795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1106,60)" 1279 true 1.1 5566

ENSGALP00000022734 CID 75 - 92

small glutamine-rich 
tetratricopeptide repeat-
containing protein alpha - 
Refseq NP_001026550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1957,88)" 1516 false 5567

ENSGALP00000001315 CID 319 - 324
nudC nuclear distribution 
protein - CGNC Symbol 591 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(772,49)" 915 false 5568

ENSGALP00000016630 CID 160 - 169

aldo-keto reductase family 
1 member A1 (aldehyde 
reductase) - CGNC Symbol 
7795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1110,60)" 2746 5569

ENSGALP00000013574 CID 93 - 102

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1148,67)" 3123 false 5570

ENSGALP00000020744 CID 142 - 155

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1581,86)" 804 true 1.49 5571

ENSGALP00000004437 CID 60 - 65
ribosomal protein S10 - 
CGNC Symbol 51122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(864,43)" 2253 false 5572



ENSGALP00000012427 CID 244 - 249

leucine rich repeat 
containing 59 - CGNC 
Symbol 5794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(864,43)" 2253 false 5573

ENSGALP00000035366 CID 414 - 426

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1431,82)" 654 true 0.43 5574

ENSGALP00000023439 CID 405 - 418

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1697,83)" 5317 true 0.45 5575

ENSGALP00000014641 CID 99 - 113

endothelial differentiation 
related factor 1 - CGNC 
Symbol 6846 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1774,97)" 5141 true 0.66 5576

ENSGALP00000009371 CID 85 - 96

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1418,73)" 5259 5577

ENSGALP00000008171 CID 684 - 695

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1486,85)" 2099 true 0.52 5578

ENSGALP00000005345 CID 214 - 228

interferon gamma-inducible 
protein 30 - CGNC Symbol 
2468 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1728,92)" 44902 5579



ENSGALP00000014641 CID 99 - 113

endothelial differentiation 
related factor 1 - CGNC 
Symbol 6846 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1783,03)" 2517 true 0.66 5580

ENSGALP00000001332 CID 109 - 128
lysyl-tRNA synthetase - 
CGNC Symbol 602 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2194,14)" 2779 true 0.9 5581

ENSGALP00000006939 CID 671 - 677
annexin A6 - CGNC Symbol 
49340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(960,60)" 1904 false 1 5582

ENSGALP00000008171 CID 684 - 695

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1490,87)" 543 5583

ENSGALP00000007671 CID 173 - 185

family with sequence 
similarity 129 member A - 
CGNC Symbol 3572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1746,79)" 2745 5584

ENSGALP00000037408 CID 1,712 - 1,717

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(813,52)" 461 false 5585

ENSGALP00000008798 CID 144 - 150

coiled-coil domain 
containing 12 - CGNC 
Symbol 4088 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(813,52)" 461 false 5586



ENSGALP00000022392 CID 697 - 703
transportin 3 - CGNC 
Symbol 10345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(813,52)" 461 false 5587

ENSGALP00000041159 CID 27 - 33
ribosomal protein S16 - 
HGNC:10396 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(813,52)" 461 false 5588

ENSGALP00000032358 CID 179 - 185

structural maintenance of 
chromosomes 4 - CGNC 
Symbol 7271 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(813,52)" 461 false 5589

ENSGALP00000015846 CID 237 - 244

asparagine synthetase 
(glutamine-hydrolyzing) - 
CGNC Symbol 7411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(979,58)" 1948 5590

ENSGALP00000025606 CID 85 - 96

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1436,77)" 179920 5591

ENSGALP00000016105 CID 518 - 530

echinoderm microtubule 
associated protein like 4 - 
CGNC Symbol 7532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1553,74)" 958 5592

ENSGALP00000021949 CID 497 - 505

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1049,57)" 2902 5593



ENSGALP00000036405 CID 98 - 113

proteasome 26S subunit 
ATPase 6 - CGNC Symbol 
9424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1925,99)" 1259 5594

ENSGALP00000018689 CID 356 - 361
septin 11 - CGNC Symbol 
8720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(855,43)" 392 false 5595

ENSGALP00000040890 CID 463 - 470

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1001,52)" 2104 true 0.95 5596

ENSGALP00000008498 CID 344 - 353
transketolase - CGNC 
Symbol 3953 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1256,69)" 5321 false 5597

ENSGALP00000001474 CID 531 - 538

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1014,54)" 3888 true 2.37 5598

ENSGALP00000001474 CID 531 - 538

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1018,56)" 10256 5599

ENSGALP00000017341 CID 388 - 401

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1644,91)" 1889 false 5600



ENSGALP00000002366 CID 685 - 700

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1681,95)" 1487 5601

ENSGALP00000007487 CID 18 - 26

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1025,54)" 685 true 1.31 5602

ENSGALP00000003152 CID 594 - 602
adenosylhomocysteinase - 
CGNC Symbol 1443 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1049,64)" 3225 false 5603

ENSGALP00000035658 CID 198 - 209
paraspeckle component 1 - 
CGNC Symbol 50884 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1353,81)" 5988 true 0.99 5604

ENSGALP00000037260 CID 35 - 44

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1375,84)" 27229 true 0.96 5605

ENSGALP00000016363 CID 187 - 199

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1716,96)" 2206 true 0.92 5606

ENSGALP00000013649 CID 582 - 591

diphosphoinositol 
pentakisphosphate kinase 1 
- CGNC Symbol 6353 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1093,63)" 773 false 5607



ENSGALP00000003089 CID 754 - 766
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1685,87)" 8798 true 0.68 5608

ENSGALP00000023635 CID 363 - 377
lamin B1 - CGNC Symbol 
10893 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1797,98)" 1109 false 5609

ENSGALP00000023626 CID 472 - 490 zyxin - CGNC Symbol 10889 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2247,10)" 2214 true 0.85 5610

ENSGALP00000020154 CID 75 - 83
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1152,68)" 1052 false 5611

ENSGALP00000029322 CID 80 - 95
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1851,97)" 6401 true 0.47 5612

ENSGALP00000023626 CID 472 - 490 zyxin - CGNC Symbol 10889 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2255,15)" 1885 true 0.85 5613

ENSGALP00000007833 CID 182 - 201
myelin expression factor 2 - 
CGNC Symbol 49981 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2352,20)" 1394 false 5614



ENSGALP00000009665 CID 108 - 117

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1300,70)" 7401 5615

ENSGALP00000021907 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member E - CGNC Symbol 
52680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1553,87)" 1281 false 5616

ENSGALP00000038292 CID 36 - 50

cAMP-regulated 
phosphoprotein 19kDa - 
CGNC Symbol 54805 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1727,92)" 5931 false 5617

ENSGALP00000005271 CID 283 - 298

eukaryotic translation 
initiation factor 3 subunit I - 
CGNC Symbol 2428 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1735,90)" 867 false 5618

ENSGALP00000029322 CID 80 - 95
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1855,99)" 2681 5619

ENSGALP00000021743 CID 32 - 40
histone H2B - CGNC Symbol 
52653 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1193,61)" 8033 false 5620

ENSGALP00000014280 CID 536 - 546

Sec23 homolog B (S. 
cerevisiae) - CGNC Symbol 
50333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1201,58)" 794 5621



ENSGALP00000018441 CID Aug-19
aspartyl aminopeptidase - 
CGNC Symbol 8600 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1311,72)" 1726 true 1.33 5622

ENSGALP00000010214 CID 2-Dec

Gallus gallus macrophage 
migration inhibitory factor 
(glycosylation-inhibiting 
factor) (MIF) mRNA. - 
RefSeq mRNA 
NM_001305091 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1395,74)" 2610 true 1.09 5623

ENSGALP00000004576 CID 276 - 293
TAR DNA binding protein - 
CGNC Symbol 2099 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1754,79)" 11378 true 0.41 5624

ENSGALP00000004576 CID 276 - 293
TAR DNA binding protein - 
CGNC Symbol 2099 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1758,82)" 4639 5625

ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1916,00)" 17719 true 2.59 5626

ENSGALP00000011441 CID 20 - 27

acyl-CoA dehydrogenase C-
2 to C-3 short chain - CGNC 
Symbol 5341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(843,51)" 682 5627

ENSGALP00000002625 CID 455 - 465

Gallus gallus ATPase H+ 
transporting lysosomal 
56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - 
RefSeq mRNA 
NM_001293241 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1340,68)" 15526 5628



ENSGALP00000003646 CID 119 - 132

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1465,81)" 2693 true 0.99 5629

ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1920,02)" 49185 5630

ENSGALP00000018382 CID 883 - 890
early endosome antigen 1 - 
CGNC Symbol 8572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(892,47)" 9434 false 5631

ENSGALP00000026664 CID 381 - 386

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(892,47)" 9434 false 5632

ENSGALP00000003646 CID 119 - 132

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1469,83)" 1611 5633

ENSGALP00000017495 CID 119 - 138
scinderin - CGNC Symbol 
8188 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2028,01)" 3649 true 1.99 5634

ENSGALP00000005180 CID 216 - 221
glutathione synthetase - 
CGNC Symbol 2381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(820,42)" 1439 true 1.34 5635



ENSGALP00000004159 CID 40 - 45
ribosomal protein L10a - 
CGNC Symbol 51119 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(820,42)" 1439 false 5636

ENSGALP00000008279 CID 291 - 296
mitochondrial carrier 2 - 
CGNC Symbol 3845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(895,44)" 1210 false 5637

ENSGALP00000018689 CID 340 - 349
septin 11 - CGNC Symbol 
8720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1289,72)" 3134 true 0.91 5638

ENSGALP00000029589 CID 327 - 336
septin 6 - CGNC Symbol 
51720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1289,72)" 3134 true 0.91 5639

ENSGALP00000010334 CID 2-Dec
HIV-1 Tat specific factor 1 - 
CGNC Symbol 51672 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1344,52)" 1329 5640

ENSGALP00000034555 CID 170 - 182

pumilio RNA-binding family 
member 1 - CGNC Symbol 
369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1480,71)" 2849 5641

ENSGALP00000000509 CID 575 - 589

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1480,71)" 2849 5642



ENSGALP00000007671 CID 406 - 412

family with sequence 
similarity 129 member A - 
CGNC Symbol 3572 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(895,44)" 820 false 5643

ENSGALP00000012086 CID 283 - 292

glutamic-oxaloacetic 
transaminase 1 soluble - 
CGNC Symbol 5645 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1246,72)" 6116 false 0.92 5644

ENSGALP00000018689 CID 340 - 349
septin 11 - CGNC Symbol 
8720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1297,77)" 2856 true 0.91 5645

ENSGALP00000029589 CID 327 - 336
septin 6 - CGNC Symbol 
51720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1297,77)" 2856 true 0.91 5646

ENSGALP00000003612 CID 1,194 - 1,206

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1497,84)" 29914 false 0.53 5647

ENSGALP00000020445 CID 1,358 - 1,370

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1497,84)" 29914 true 0.53 5648

ENSGALP00000023065 CID 125 - 142

ubiquitin-conjugating 
enzyme E2 K - Refseq 
NP_001026711 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2032,02)" 1092 false 5649



ENSGALP00000020463 CID 177 - 195

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2100,19)" 1873 5650

ENSGALP00000038408 CID Oct-14
Y box binding protein 1 - 
CGNC Symbol 3598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(749,42)" 661 false 5651

ENSGALP00000020445 CID 1,358 - 1,370

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1501,87)" 18180 5652

ENSGALP00000018122 CID 38 - 51
COP9 signalosome subunit 
4 - CGNC Symbol 8452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1501,87)" 18180 5653

ENSGALP00000013174 CID 1-Jun
ribosomal protein S27a - 
CGNC Symbol 49483 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(821,50)" 18711 false 5654

ENSGALP00000042294 CID 669 - 675

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(821,50)" 18711 5655

ENSGALP00000015160 CID 3,805 - 3,810

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(821,50)" 18711 false 1.17 5656



ENSGALP00000010153 CID 251 - 257

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(864,48)" 6362 true 2.38 5657

ENSGALP00000013837 CID 150 - 158

heterogeneous nuclear 
ribonucleoprotein L-like - 
CGNC Symbol 6450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1015,56)" 31251 false 5658

ENSGALP00000003898 CID 892 - 899
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1068,51)" 4004 true 0.43 5659

ENSGALP00000003612 CID 1,932 - 1,941

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1322,64)" 911 false 5660

ENSGALP00000016631 CID 350 - 360
keratin 5 - CGNC Symbol 
49888 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1322,64)" 911 5661

ENSGALP00000003695 CID 313 - 323
keratin 6A - Refseq 
NP_001001313 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1322,64)" 911 5662

ENSGALP00000043256 CID 319 - 330

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1372,71)" 1711 false 5663



ENSGALP00000003898 CID 516 - 521
matrin 3 - CGNC Symbol 
1772 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(837,47)" 10035 true 0.88 5664

ENSGALP00000004871 CID 546 - 552

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(954,50)" 391 5665

ENSGALP00000012367 CID 162 - 175
SLC9A3 regulator 1 - CGNC 
Symbol 51624 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1396,70)" 5515 true 0.54 5666

ENSGALP00000008699 CID 21 - 32

O-linked N-
acetylglucosamine (GlcNAc) 
transferase - CGNC Symbol 
4043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1413,63)" 2313 false 5667

ENSGALP00000011635 CID 303 - 309

Gallus gallus syntaxin 
binding protein 1 (STXBP1) 
mRNA. - RefSeq mRNA 
NM_001305648 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(853,47)" 2888 false 5668

ENSGALP00000019435 CID 77 - 84

SNU13 homolog small 
nuclear ribonucleoprotein 
(U4/U6.U5) - CGNC Symbol 
9043 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1021,59)" 61919 true 0.92 5669

ENSGALP00000024167 CID 766 - 775
transportin 1 - CGNC 
Symbol 11160 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1132,62)" 6157 false 5670



ENSGALP00000012100 CID 1,086 - 1,094
leucyl-tRNA synthetase - 
CGNC Symbol 5654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1132,62)" 6157 5671

ENSGALP00000002186 CID 187 - 199
WD repeat domain 77 - 
CGNC Symbol 991 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1398,78)" 1846 5672

ENSGALP00000027391 CID 53 - 65

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1503,75)" 16927 true 2.4 5673

ENSGALP00000042357 CID 83 - 96
H2A histone family member 
X - HGNC:4739 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1734,95)" 4261 false 5674

ENSGALP00000022724 CID 274 - 280

embryonic ectoderm 
development - CGNC 
Symbol 10494 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(873,54)" 1701 false 5675

P04264 CID 377 - 386

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1207,65)" 5935 true 1.32 5676

P04259 CID 360 - 369

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1207,65)" 5935 true 1.32 5677



ENSGALP00000027391 CID 53 - 65

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1507,78)" 23404 5678

ENSGALP00000014105 CID 128 - 132

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(765,39)" 938 false 5679

ENSGALP00000019435 CID 77 - 84

SNU13 homolog small 
nuclear ribonucleoprotein 
(U4/U6.U5) - CGNC Symbol 
9043 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1025,61)" 38781 5680

ENSGALP00000000933 CID 34 - 42

outer mitochondrial 
membrane cytochrome b5 - 
CGNC Symbol 50102 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1108,63)" 1994 false 5681

ENSGALP00000019192 CID 159 - 167

uridine monophosphate 
synthetase - CGNC Symbol 
8931 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1108,63)" 1994 false 5682

P04264 CID 377 - 386

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1211,68)" 7858 5683

P04259 CID 360 - 369

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1211,68)" 7858 5684



ENSGALP00000042680 CID 85 - 95

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1515,73)" 14650 5685

ENSGALP00000018042 CID 87 - 97

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1515,73)" 14650 5686

ENSGALP00000015657 CID 85 - 95
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1515,73)" 14650 5687

ENSGALP00000015596 CID 142 - 153

golgi reassembly stacking 
protein 2 55kDa - CGNC 
Symbol 7296 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1561,69)" 919 false 5688

ENSGALP00000013174 CID 144 - 156
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1818,83)" 5009 true 0.77 5689

ENSGALP00000017556 CID 214 - 225
legumain - CGNC Symbol 
8216 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1589,62)" 1585 5690

ENSGALP00000013174 CID 144 - 156
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1830,90)" 3847 true 0.77 5691



ENSGALP00000036304 CID 387 - 396

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1182,67)" 4819 true 1.21 5692

ENSGALP00000001474 CID 80 - 95

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1889,97)" 2397 false 5693

ENSGALP00000018309 CID 147 - 157
raftlin lipid raft linker 1 - 
CGNC Symbol 8540 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1186,69)" 5835 false 0.54 5694

ENSGALP00000036304 CID 387 - 396

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1186,69)" 5835 5695

ENSGALP00000036304 CID 387 - 396

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1198,67)" 2844 false 1.2 5696

ENSGALP00000007476 CID 45 - 55
SET nuclear oncogene - 
CGNC Symbol 3483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1273,69)" 630 5697

ENSGALP00000009037 CID 792 - 802
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1273,69)" 630 5698



ENSGALP00000021314 CID 485 - 497
caldesmon 1 - CGNC 
Symbol 9884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1273,69)" 630 false 5699

ENSGALP00000008498 CID 344 - 353
transketolase - CGNC 
Symbol 3953 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1284,73)" 14070 false 5700

ENSGALP00000004453 CID 435 - 444

G protein pathway 
suppressor 1 - CGNC 
Symbol 2036 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1284,73)" 14070 5701

ENSGALP00000003139 CID 229 - 239
glutamate dehydrogenase 1 
- CGNC Symbol 52002 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1284,73)" 14070 false 5702

ENSGALP00000025808 CID 110 - 120

ribonucleotide reductase 
M2 B (TP53 inducible) - 
CGNC Symbol 11989 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1331,72)" 19593 true 0.23 5703

ENSGALP00000015978 CID 850 - 863

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1699,93)" 2267 true 0.6 5704

ENSGALP00000004366 CID 37 - 64
Cysteine-rich protein 1 - 
CGNC Symbol 52178 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(3141,43)" 776 false 5705



ENSGALP00000012878 CID 185 - 191
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(801,51)" 2551 false 5706

ENSGALP00000021752 CID 360 - 365

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(830,52)" 7541 true 0.68 5707

ENSGALP00000039235 CID 90 - 99

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1279,77)" 1663 true 2.22 5708

ENSGALP00000015978 CID 850 - 863

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1703,95)" 1638 5709

ENSGALP00000010241 CID 145 - 159

Uncharacterized protein - 
UniProtKB/TrEMBL V9GY05 - 
CGNC Symbol 4773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1927,94)" 1587 false 5710

ENSGALP00000008299 CID 155 - 171

family with sequence 
similarity 120A - CGNC 
Symbol 3854 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2071,04)" 2637 5711

ENSGALP00000021795 CID 287 - 293 DNA ligase 1 - HGNC:6598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(854,48)" 4893 5712



ENSGALP00000019252 CID 661 - 666

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(854,48)" 4893 false 5713

ENSGALP00000013926 CID 316 - 326
cullin 4B - CGNC Symbol 
6494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1287,82)" 3699 5714

ENSGALP00000039235 CID 90 - 99

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1287,82)" 3699 true 2.22 5715

ENSGALP00000013183 CID 168 - 177

pseudouridylate synthase 7 
(putative) - CGNC Symbol 
6164 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1287,82)" 3699 false 5716

ENSGALP00000004366 CID 37 - 64
Cysteine-rich protein 1 - 
CGNC Symbol 52178 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(3169,47)" 1612 false 5717

ENSGALP00000009642 CID 764 - 770
pre-mRNA processing factor 
6 - CGNC Symbol 4493 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(844,53)" 11545 false 5718

ENSGALP00000006970 CID 296 - 305
exportin 1 - CGNC Symbol 
3224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1227,68)" 5559 true 0.76 5719



ENSGALP00000005645 CID 924 - 931

Rho/Rac guanine nucleotide 
exchange factor (GEF) 18 - 
CGNC Symbol 2608 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(986,54)" 5488 false 5720

ENSGALP00000042294 CID 2,014 - 2,023

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1269,74)" 1374 true 0.53 5721

ENSGALP00000009121 CID Feb-14
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1392,73)" 1419 5722

ENSGALP00000000634 CID 184 - 195

LCK proto-oncogene Src 
family tyrosine kinase - 
HGNC:6524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1414,64)" 3702 false 5723

ENSGALP00000040101 CID 769 - 773
myosin IXB - CGNC Symbol 
2718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(725,39)" 2817 false 1.03 5724

ENSGALP00000017288 CID 84 - 88

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(725,39)" 2817 false 5725

ENSGALP00000014599 CID 128 - 135
sorcin - CGNC Symbol 
51278 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(907,48)" 2243 false 5726



ENSGALP00000043331 CID 639 - 646
topoisomerase (DNA) I - 
CGNC Symbol 2691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(990,57)" 3062 5727

ENSGALP00000005645 CID 924 - 931

Rho/Rac guanine nucleotide 
exchange factor (GEF) 18 - 
CGNC Symbol 2608 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(990,57)" 3062 false 5728

ENSGALP00000021816 CID 113 - 121
programmed cell death 6 - 
CGNC Symbol 10082 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1040,53)" 2367 true 0.62 5729

ENSGALP00000007763 CID 27 - 37
ribosomal protein S24 - 
CGNC Symbol 3616 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1300,79)" 1720 true 1.21 5730

ENSGALP00000008824 CID 294 - 304

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1400,75)" 1963 true 0.64 5731

ENSGALP00000003058 CID 599 - 619

ubiquitin conjugating 
enzyme E2 O - CGNC 
Symbol 1396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2185,07)" 951 true 0.7 5732

ENSGALP00000017288 CID 84 - 88

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(729,42)" 2581 false 5733



ENSGALP00000023866 CID 2-Nov

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(915,49)" 3267 5734

ENSGALP00000021816 CID 113 - 121
programmed cell death 6 - 
CGNC Symbol 10082 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1044,55)" 1026 5735

ENSGALP00000025356 CID 58 - 71

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit F6 - 
CGNC Symbol 11749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1484,81)" 1194 true 1.16 5736

ENSGALP00000019435 CID 108 - 125

SNU13 homolog small 
nuclear ribonucleoprotein 
(U4/U6.U5) - CGNC Symbol 
9043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2095,16)" 2026 true 0.99 5737

ENSGALP00000003058 CID 599 - 619

ubiquitin conjugating 
enzyme E2 O - CGNC 
Symbol 1396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2189,09)" 665 5738

ENSGALP00000042317 CID 206 - 213

regulator of chromosome 
condensation 1 - 
HGNC:1913 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(931,53)" 4498 true 1.26 5739

ENSGALP00000025356 CID 58 - 71

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit F6 - 
CGNC Symbol 11749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1492,84)" 1379 true 1.16 5740



ENSGALP00000039343 CID 247 - 260

SEC31 homolog B (S. 
cerevisiae) - CGNC Symbol 
4268 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1571,82)" 1239 false 5741

ENSGALP00000001332 CID 109 - 128
lysyl-tRNA synthetase - 
CGNC Symbol 602 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2198,16)" 1265 5742

ENSGALP00000020666 CID 143 - 148
DEK proto-oncogene - 
CGNC Symbol 9623 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(833,49)" 493 false 5743

ENSGALP00000040484 CID 32 - 40
ribosomal protein S28 - 
CGNC Symbol 54861 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1131,51)" 6942 5744

ENSGALP00000007287 CID 85 - 96
ribosomal protein S14 - 
CGNC Symbol 3393 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1466,88)" 4584 false 5745

ENSGALP00000016631 CID 206 - 218
keratin 5 - CGNC Symbol 
49888 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1582,84)" 1262 false 5746

ENSGALP00000017819 CID 151 - 171

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2389,18)" 4074 true 1.81 5747



ENSGALP00000009709 CID 372 - 379

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(839,54)" 3144 5748

ENSGALP00000036304 CID 440 - 446

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(839,54)" 3144 true 0.89 5749

ENSGALP00000001480 CID 574 - 585
myeloperoxidase - CGNC 
Symbol 50519 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1535,80)" 7776 true 0.65 5750

ENSGALP00000038764 CID 305 - 317

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1557,85)" 2675 false 5751

ENSGALP00000007819 CID 43 - 56
peptidase D - CGNC Symbol 
3636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1557,85)" 2675 true 2.39 5752

ENSGALP00000020445 CID 1,023 - 1,035

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1641,83)" 4650 true 1.07 5753

ENSGALP00000017819 CID 151 - 171

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2393,21)" 7369 5754



ENSGALP00000020534 CID 278 - 288

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1226,73)" 5433 5755

ENSGALP00000007819 CID 43 - 56
peptidase D - CGNC Symbol 
3636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1561,88)" 6387 5756

ENSGALP00000031272 CID 234 - 245

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1599,85)" 1719 true 0.65 5757

ENSGALP00000014599 CID 57 - 76
sorcin - CGNC Symbol 
51278 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2342,16)" 1557 true 0.83 5758

ENSGALP00000025937 CID 421 - 446

eukaryotic translation 
elongation factor 1 delta 
(guanine nucleotide 
exchange protein) - CGNC 
Symbol 12059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2833,35)" 778 true 0.56 5759

P35908 CID 288 - 296

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1144,61)" 13004 false 1.38 5760

ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1245,67)" 69272 true 1.15 5761



ENSGALP00000012772 CID 68 - 80

Gallus gallus interleukin 18 
(IL18) mRNA. - RefSeq 
mRNA NM_204608 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1628,81)" 2102 false 5762

ENSGALP00000014599 CID 57 - 76
sorcin - CGNC Symbol 
51278 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2350,22)" 1287 true 0.83 5763

ENSGALP00000025937 CID 421 - 446

eukaryotic translation 
elongation factor 1 delta 
(guanine nucleotide 
exchange protein) - CGNC 
Symbol 12059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2837,38)" 432 5764

ENSGALP00000005645 CID 473 - 478

Rho/Rac guanine nucleotide 
exchange factor (GEF) 18 - 
CGNC Symbol 2608 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(781,44)" 615 false 5765

ENSGALP00000011071 CID 663 - 670
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(929,52)" 2055 false 5766

ENSGALP00000029968 CID Nov-19
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1011,57)" 10411 true 0.12 5767

ENSGALP00000022235 CID 202 - 211

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1249,69)" 97280 false 0.39 5768



ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1249,69)" 97280 5769

ENSGALP00000010153 CID 251 - 257

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(868,50)" 2428 5770

ENSGALP00000016816 CID 612 - 619
exportin 5 - CGNC Symbol 
7870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(943,51)" 506 false 0.8 5771

ENSGALP00000010210 CID 266 - 273

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1049,63)" 3018 true 0.92 5772

ENSGALP00000042201 CID 18 - 27

up-regulated during skeletal 
muscle growth 5 homolog 
(mouse) - CGNC Symbol 
52069 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1253,65)" 2689 5773

ENSGALP00000023352 CID 726 - 738

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1598,93)" 40837 true 0.18 5774

ENSGALP00000020445 CID 719 - 731

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1598,93)" 40837 true 0.18 5775



ENSGALP00000040653 CID 83 - 96

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1748,97)" 153347 false 5776

ENSGALP00000009004 CID 165 - 178
phosphodiesterase 12 - 
CGNC Symbol 50135 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1660,83)" 2200 true 0.39 5777

ENSGALP00000006242 CID 1,185 - 1,192
myopalladin - CGNC Symbol 
2877 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1019,60)" 1303 true 1.84 5778

P13645 CID 286 - 295

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1348,68)" 19413 5779

ENSGALP00000019634 CID 643 - 653

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1348,68)" 19413 true 0.41 5780

ENSGALP00000007458 CID 223 - 237
protein kinase N3 - CGNC 
Symbol 50459 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1674,95)" 599 5781

ENSGALP00000005535 CID 217 - 232

Gallus gallus serine 
peptidase inhibitor Kazal 
type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - 
RefSeq mRNA 
NM_001308494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2112,03)" 1058 5782



ENSGALP00000002238 CID 287 - 293
protein PML-like - CGNC 
Symbol 65465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(814,47)" 4535 5783

ENSGALP00000035478 CID 1,604 - 1,615
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1354,62)" 1733 true 2.14 5784

ENSGALP00000015741 CID 147 - 166

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2260,13)" 940 false 5785

ENSGALP00000001565 CID 184 - 190

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(816,48)" 11281 false 5786

ENSGALP00000035478 CID 1,604 - 1,615
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1358,67)" 14663 5787

ENSGALP00000002497 CID 401 - 416

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1830,95)" 3177 5788

ENSGALP00000004840 CID 103 - 125
replication protein A1 - 
CGNC Symbol 2225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2403,19)" 640 false 5789



ENSGALP00000025929 CID 70 - 76

hydroxyacyl-CoA 
dehydrogenase - CGNC 
Symbol 12053 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(831,49)" 1565 false 5790

ENSGALP00000024078 CID Oct-19
WD repeat domain 1 - 
CGNC Symbol 11108 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1177,69)" 2738 5791

ENSGALP00000026127 CID 1,333 - 1,345
thyroglobulin - CGNC 
Symbol 65221 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1516,84)" 20194 true 0.56 5792

ENSGALP00000003381 CID 380 - 386
aconitase 1 soluble - CGNC 
Symbol 48955 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(825,46)" 5572 false 5793

ENSGALP00000003612 CID 293 - 299

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(825,46)" 5572 5794

ENSGALP00000033584 CID 169 - 176

ras homolog family 
member A - CGNC Symbol 
49322 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1010,51)" 3145 true 1.34 5795

ENSGALP00000026127 CID 1,333 - 1,345
thyroglobulin - CGNC 
Symbol 65221 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1524,89)" 10517 true 0.56 5796



ENSGALP00000010405 CID 119 - 131
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1524,89)" 10517 5797

ENSGALP00000033584 CID 169 - 176

ras homolog family 
member A - CGNC Symbol 
49322 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1014,53)" 4218 5798

ENSGALP00000037260 CID 36 - 44

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1215,68)" 4492 true 0.35 5799

ENSGALP00000002252 CID 161 - 170

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1272,64)" 2729 true 0.66 5800

ENSGALP00000016978 CID 391 - 401
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1464,77)" 2266 true 3.23 5801

ENSGALP00000036688 CID 391 - 401
tubulin alpha 8a - CGNC 
Symbol 262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1464,77)" 2266 true 3.23 5802

ENSGALP00000036691 CID 388 - 398
tubulin alpha 8b - CGNC 
Symbol 49796 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1464,77)" 2266 true 3.23 5803



ENSGALP00000018454 CID 412 - 422
tubulin alpha 4b - CGNC 
Symbol 65790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1464,77)" 2266 true 3.23 5804

ENSGALP00000037524 CID 401 - 411
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1464,77)" 2266 true 3.23 5805

ENSGALP00000003584 CID 58 - 64
H3 histone family 3B - 
CGNC Symbol 49711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(859,52)" 641993 true 0.25 5806

ENSGALP00000020310 CID 445 - 452
SET binding factor 1 - CGNC 
Symbol 9447 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(931,50)" 789 false 0.49 5807

ENSGALP00000035658 CID 198 - 209
paraspeckle component 1 - 
CGNC Symbol 50884 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1345,77)" 3851 true 0.99 5808

ENSGALP00000004641 CID 1,668 - 1,678
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1420,65)" 2519 true 1.74 5809

ENSGALP00000026130 CID 1,046 - 1,058

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1561,82)" 6412 false 5810



ENSGALP00000000639 CID 202 - 210
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1219,67)" 10161 true 0.29 5811

ENSGALP00000009960 CID 21 - 31
ribosomal protein L13 - 
CGNC Symbol 49509 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1377,75)" 129759 5812

ENSGALP00000006164 CID 285 - 297

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily e member 1 - 
CGNC Symbol 51164 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1427,74)" 3636 true 1.11 5813

ENSGALP00000042597 CID 262 - 272

myeloid differentiation 
primary response 88 - 
CGNC Symbol 4445 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1391,76)" 313634 false 5814

ENSGALP00000008892 CID 204 - 214

polypyrimidine tract 
binding protein 2 - CGNC 
Symbol 52202 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1391,76)" 313634 5815

ENSGALP00000003584 CID 74 - 84
H3 histone family 3B - 
CGNC Symbol 49711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1391,76)" 313634 false 5816

ENSGALP00000009608 CID 110 - 122

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily b member 1 - 
CGNC Symbol 4462 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1461,80)" 2042 false 0.8 5817



ENSGALP00000042618 CID 111 - 123

Translationally-controlled 
tumor protein homolog - 
UP P43347 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1515,95)" 3195 true 0.68 5818

ENSGALP00000006043 CID 732 - 744

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1517,82)" 2186 false 5819

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1633,85)" 29317 5820

ENSGALP00000027595 CID 278 - 285
nucleoporin 58kDa - CGNC 
Symbol 12853 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(995,57)" 7981 false 5821

ENSGALP00000035658 CID 115 - 122
paraspeckle component 1 - 
CGNC Symbol 50884 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(995,57)" 7981 true 0.35 5822

ENSGALP00000008824 CID 108 - 115

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(995,57)" 7981 false 5823

ENSGALP00000039547 CID 48 - 58

rabaptin RAB GTPase 
binding effector protein 1 - 
CGNC Symbol 49558 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1434,77)" 28437 false 5824



ENSGALP00000005653 CID 1,294 - 1,306
fibronectin 1 - CGNC 
Symbol 2613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1440,81)" 3406 5825

ENSGALP00000000316 CID 737 - 750
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1472,75)" 1076 5826

ENSGALP00000020445 CID 144 - 159

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1942,94)" 7119 true 1.49 5827

ENSGALP00000005542 CID 203 - 210
uridine-cytidine kinase 2 - 
CGNC Symbol 2561 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(946,54)" 2598 5828

ENSGALP00000042553 CID 157 - 164

Hsap of 1: Hepatoma-
derived growth factor-
related protein 2 - UP 
Q7Z4V5 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(998,57)" 2060 true 0.14 5829

ENSGALP00000000316 CID 458 - 475
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2122,05)" 1360 true 0.8 5830

ENSGALP00000035366 CID 141 - 149

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1008,62)" 52568 5831



ENSGALP00000019695 CID 743 - 751

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1008,62)" 52568 5832

ENSGALP00000014317 CID 103 - 111

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1008,62)" 52568 5833

ENSGALP00000020445 CID 1,023 - 1,035

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1649,87)" 4010 true 1.07 5834

ENSGALP00000021472 CID 266 - 283
fumarate hydratase - CGNC 
Symbol 9939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1776,96)" 1679 true 0.99 5835

ENSGALP00000000316 CID 458 - 475
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2126,07)" 1084 5836

ENSGALP00000007667 CID 463 - 473
glyoxalase domain 
containing 4 - HGNC:14111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1386,75)" 5940 false 0.66 5837

ENSGALP00000042374 CID 77 - 89
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1628,81)" 1948 true 0.9 5838



ENSGALP00000031109 CID 600 - 616

nuclear receptor 
coactivator 7 - CGNC 
Symbol 51536 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1780,99)" 1666 false 0.99 5839

ENSGALP00000021472 CID 266 - 283
fumarate hydratase - CGNC 
Symbol 9939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1780,99)" 1666 5840

ENSGALP00000011770 CID 814 - 819
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(785,48)" 6586 false 5841

ENSGALP00000021907 CID 7-Dec

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member E - CGNC Symbol 
52680 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(785,48)" 6586 true 0.44 5842

ENSGALP00000019967 CID 121 - 129

alcohol dehydrogenase 5 
(class III) chi polypeptide - 
CGNC Symbol 9300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(987,53)" 956 true 1.16 5843

ENSGALP00000022871 CID 435 - 444
tubulin tyrosine ligase like 
12 - CGNC Symbol 10561 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1319,73)" 1767 5844

ENSGALP00000015978 CID 828 - 839

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1429,85)" 1508 false 5845



ENSGALP00000010888 CID 29 - 42

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1630,79)" 7661 true 0.85 5846

ENSGALP00000012130 CID 178 - 189

integrin beta 2 
(complement component 3 
receptor 3 and 4 subunit) - 
CGNC Symbol 49690 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1437,81)" 766 false 5847

ENSGALP00000005345 CID 214 - 228

interferon gamma-inducible 
protein 30 - CGNC Symbol 
2468 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1696,86)" 2733 5848

ENSGALP00000000509 CID 292 - 305

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1711,90)" 32644 true 0.42 5849

ENSGALP00000012919 CID 125 - 143

hematological and 
neurological expressed 1 - 
CGNC Symbol 6027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1814,02)" 3934 5850

ENSGALP00000038313 CID 224 - 234

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
non-catalytic subunit - 
CGNC Symbol 7657 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1201,77)" 6743 5851

ENSGALP00000013491 CID 1,945 - 1,955

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1471,75)" 2072 false 5852



ENSGALP00000000509 CID 292 - 305

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1715,92)" 12842 5853

ENSGALP00000023446 CID 78 - 93
prohibitin 2 - CGNC Symbol 
10814 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1873,96)" 5205 true 0.63 5854

ENSGALP00000016182 CID 778 - 785

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(869,54)" 1744 false 0.56 5855

ENSGALP00000005129 CID 475 - 480

CWF19-like 1 cell cycle 
control (S. pombe) - CGNC 
Symbol 2360 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(869,54)" 1744 false 0.56 5856

ENSGALP00000005033 CID Apr-20
NHP2 ribonucleoprotein - 
CGNC Symbol 17192 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1982,01)" 909 true 0.85 5857

ENSGALP00000042294 CID 594 - 610

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2009,00)" 2186 true 0.82 5858

ENSGALP00000025929 CID 214 - 222

hydroxyacyl-CoA 
dehydrogenase - CGNC 
Symbol 12053 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1046,56)" 3177 true 0.99 5859



ENSGALP00000005345 CID 214 - 228

interferon gamma-inducible 
protein 30 - CGNC Symbol 
2468 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1724,90)" 11571 true 3.69 5860

ENSGALP00000042294 CID 594 - 610

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2017,06)" 1116 true 0.82 5861

ENSGALP00000015665 CID 218 - 236 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2257,06)" 8637 false 5862

ENSGALP00000005643 CID 16 - 23

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(894,53)" 2145 5863

ENSGALP00000025929 CID 214 - 222

hydroxyacyl-CoA 
dehydrogenase - CGNC 
Symbol 12053 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1050,59)" 3143 5864

ENSGALP00000015665 CID 122 - 145 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2587,12)" 396 false 5865

ENSGALP00000010662 CID 164 - 172

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1069,65)" 1913 true 0.22 5866



ENSGALP00000015897 CID 1,422 - 1,432
golgin B1 - CGNC Symbol 
7433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1302,67)" 46596 false 5867

ENSGALP00000036304 CID 106 - 122

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2083,23)" 13754 true 0.92 5868

ENSGALP00000020310 CID 542 - 551
SET binding factor 1 - CGNC 
Symbol 9447 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1019,55)" 670 5869

ENSGALP00000012878 CID 57 - 75
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2099,15)" 16709 true 0.79 5870

ENSGALP00000011103 CID 887 - 894
insulin degrading enzyme - 
HGNC:5381 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(921,56)" 7299 5871

ENSGALP00000018309 CID 254 - 262
raftlin lipid raft linker 1 - 
CGNC Symbol 8540 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1074,52)" 558 true 2.73 5872

ENSGALP00000015176 CID 1,284 - 1,291

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1074,52)" 558 false 2.73 5873



ENSGALP00000009709 CID 171 - 179

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1074,52)" 558 false 2.73 5874

ENSGALP00000035593 CID 97 - 105
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1154,60)" 14572 true 3.61 5875

ENSGALP00000019832 CID 318 - 329

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1309,71)" 9042 true 0.95 5876

ENSGALP00000040761 CID 36 - 50
chromobox homolog 5 - 
CGNC Symbol 58306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1903,91)" 1344 false 5877

ENSGALP00000026337 CID 183 - 190
peroxiredoxin 4 - CGNC 
Symbol 12239 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(843,48)" 6709 false 5878

ENSGALP00000014372 CID 217 - 223
pre-mRNA processing factor 
4 - CGNC Symbol 6724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(843,48)" 6709 false 0.7 5879

ENSGALP00000019299 CID 95 - 102

small nuclear 
ribonucleoprotein D1 
polypeptide - CGNC Symbol 
8976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(843,48)" 6709 false 0.7 5880



ENSGALP00000038795 CID 208 - 214

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(843,48)" 6709 true 0.7 5881

ENSGALP00000016105 CID 43 - 50

echinoderm microtubule 
associated protein like 4 - 
CGNC Symbol 7532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(860,55)" 1200 5882

ENSGALP00000042317 CID 206 - 213

regulator of chromosome 
condensation 1 - 
HGNC:1913 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(935,56)" 1529 5883

ENSGALP00000034078 CID 41 - 50

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1214,68)" 2415 true 2.19 5884

ENSGALP00000019832 CID 318 - 329

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1313,74)" 8621 5885

ENSGALP00000038262 CID 20 - 26

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(944,56)" 10298 true 0.49 5886

ENSGALP00000001315 CID 207 - 214
nudC nuclear distribution 
protein - CGNC Symbol 591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(975,56)" 1199 5887



ENSGALP00000034078 CID 41 - 50

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1222,73)" 5855 true 2.19 5888

ENSGALP00000027391 CID 399 - 409

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1318,67)" 3107 true 0.52 5889

ENSGALP00000023352 CID 726 - 738

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1606,98)" 5309 true 0.18 5890

ENSGALP00000020445 CID 719 - 731

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1606,98)" 5309 true 0.18 5891

ENSGALP00000010153 CID 861 - 879

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2107,11)" 1132 true 0.74 5892

ENSGALP00000020641 CID 31 - 38

aldehyde dehydrogenase 5 
family member A1 - CGNC 
Symbol 9610 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(888,52)" 4072 false 0.96 5893

ENSGALP00000023850 CID 559 - 565

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(888,52)" 4072 5894



ENSGALP00000002944 CID 748 - 755
WAPL cohesin release 
factor - CGNC Symbol 1347 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(946,53)" 3456 true 1.41 5895

ENSGALP00000037772 CID 40 - 48

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC 
Symbol 7291 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(989,51)" 10061 false 5896

ENSGALP00000020445 CID 1,393 - 1,400

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(989,51)" 10061 true 0.78 5897

ENSGALP00000000666 CID Feb-13
phosphoglucomutase 2 - 
CGNC Symbol 52790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1115,58)" 7057 false 0.43 5898

ENSGALP00000005302 CID 83 - 92

RAB5C member RAS 
oncogene family - CGNC 
Symbol 2444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1328,66)" 8316 true 0.82 5899

ENSGALP00000010153 CID 861 - 879

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2111,14)" 551 5900

ENSGALP00000023352 CID 719 - 725

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(938,51)" 2998 5901



ENSGALP00000013431 CID 1,733 - 1,739
programmed cell death 11 - 
CGNC Symbol 6260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(938,51)" 2998 false 5902

ENSGALP00000003043 CID 125 - 132
alanyl-tRNA synthetase - 
CGNC Symbol 50043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(946,51)" 761 true 1.21 5903

ENSGALP00000001456 CID 359 - 367

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(993,54)" 7261 5904

ENSGALP00000020445 CID 1,393 - 1,400

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(993,54)" 7261 5905

ENSGALP00000003043 CID 69 - 77
alanyl-tRNA synthetase - 
CGNC Symbol 50043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1119,61)" 13819 false 1.03 5906

ENSGALP00000005302 CID 83 - 92

RAB5C member RAS 
oncogene family - CGNC 
Symbol 2444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1332,69)" 6844 5907

ENSGALP00000002625 CID 455 - 465

Gallus gallus ATPase H+ 
transporting lysosomal 
56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - 
RefSeq mRNA 
NM_001293241 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1336,67)" 3642 true 3 5908



ENSGALP00000027700 CID 2,002 - 2,012

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1336,67)" 3642 5909

ENSGALP00000036720 CID 3,072 - 3,091

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2322,15)" 370 false 5910

ENSGALP00000004799 CID 163 - 183
spermidine synthase - 
CGNC Symbol 2201 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2569,28)" 1040 true 0.56 5911

ENSGALP00000004159 CID Aug-15
ribosomal protein L10a - 
CGNC Symbol 51119 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1002,59)" 1653 true 0.96 5912

ENSGALP00000042374 CID 126 - 136
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1158,62)" 47017 false 0.55 5913

ENSGALP00000004799 CID 163 - 183
spermidine synthase - 
CGNC Symbol 2201 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2573,29)" 363 5914

ENSGALP00000040836 CID 193 - 213

acidic residue 
methyltransferase 1 - CGNC 
Symbol 9819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2573,29)" 363 5915



ENSGALP00000014509 CID 71 - 96

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2696,34)" 645 true 0.82 5916

ENSGALP00000000383 CID 1,062 - 1,069
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(966,55)" 1371 5917

ENSGALP00000039265 CID 76 - 86
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1195,59)" 3682 false 5918

ENSGALP00000014509 CID 71 - 96

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2704,40)" 530 true 0.82 5919

ENSGALP00000016363 CID 192 - 199

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1034,55)" 5028 true 0.41 5920

ENSGALP00000027391 CID 41 - 50

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1107,69)" 2906 false 5921

ENSGALP00000043386 CID 177 - 186
Hsap of 1: dynamin 2 - 
HGNC:2974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1107,69)" 2906 false 0.7 5922



ENSGALP00000035478 CID 2,306 - 2,329
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2751,35)" 1861 true 2.5 5923

ENSGALP00000010510 CID 129 - 137
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1057,65)" 3253 true 0.92 5924

ENSGALP00000027700 CID 668 - 675

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1057,65)" 3253 false 0.92 5925

ENSGALP00000019120 CID 130 - 138
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1057,65)" 3253 true 0.92 5926

ENSGALP00000040966 CID 80 - 91

Hsap of 1: hydroxysteroid 
17-beta dehydrogenase 10 - 
HGNC:4800 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1421,81)" 6012 5927

ENSGALP00000007379 CID 167 - 178

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1436,77)" 1105 true 0.62 5928

ENSGALP00000000054 CID 170 - 181
G protein subunit alpha i3 - 
HGNC:4387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1436,77)" 1105 true 0.62 5929



ENSGALP00000035478 CID 2,306 - 2,329
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2759,41)" 4651 true 2.5 5930

ENSGALP00000005482 CID 415 - 422
bystin like - CGNC Symbol 
2527 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(974,57)" 9477 false 5931

ENSGALP00000038124 CID 1,389 - 1,397
fatty acid synthase - CGNC 
Symbol 1983 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(974,58)" 38486 false 5932

ENSGALP00000016536 CID 771 - 779
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(974,58)" 38486 5933

ENSGALP00000028084 CID 19 - 26

osteoclast stimulating 
factor 1 - CGNC Symbol 
13080 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1024,55)" 4313 true 1.56 5934

ENSGALP00000004641 CID 540 - 548
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1149,56)" 1391 false 5935

ENSGALP00000012163 CID 869 - 877

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1301,69)" 1063 5936



ENSGALP00000002322 CID 124 - 136
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1655,80)" 1892 true 1.1 5937

ENSGALP00000005794 CID 1,322 - 1,329

spen family transcriptional 
repressor - CGNC Symbol 
2675 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1025,49)" 2064 false 5938

ENSGALP00000028084 CID 19 - 26

osteoclast stimulating 
factor 1 - CGNC Symbol 
13080 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1028,58)" 6733 5939

ENSGALP00000003089 CID 378 - 386
valosin containing protein - 
CGNC Symbol 53073 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1158,76)" 2242 false 5940

ENSGALP00000036720 CID 1,535 - 1,544

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1158,76)" 2242 false 5941

ENSGALP00000043386 CID 321 - 329
Hsap of 1: dynamin 2 - 
HGNC:2974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1169,63)" 1931 5942

ENSGALP00000002525 CID 388 - 397
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1319,70)" 6883 true 0.4 5943



ENSGALP00000007379 CID 167 - 178

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1444,82)" 681 true 0.62 5944

ENSGALP00000000054 CID 170 - 181
G protein subunit alpha i3 - 
HGNC:4387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1444,82)" 681 true 0.62 5945

ENSGALP00000006555 CID 300 - 311

poly(A) binding protein 
cytoplasmic 1-like - CGNC 
Symbol 3026 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1462,73)" 1470 5946

ENSGALP00000023288 CID 236 - 247

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1462,73)" 1470 5947

ENSGALP00000038179 CID 197 - 207

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1473,78)" 4713 false 5948

ENSGALP00000041690 CID 137 - 147

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1248,62)" 4402 true 0.58 5949

ENSGALP00000042023 CID 90 - 101

NADH:ubiquinone 
oxidoreductase core 
subunit S2 - CGNC Symbol 
66024 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1252,67)" 606 true 1.05 5950



ENSGALP00000002525 CID 388 - 397
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1323,73)" 2410 5951

ENSGALP00000011167 CID 42 - 54

ribonuclease/angiogenin 
inhibitor 1 - CGNC Symbol 
5211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1488,86)" 1366 false 5952

ENSGALP00000009642 CID 704 - 715
pre-mRNA processing factor 
6 - CGNC Symbol 4493 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1684,88)" 3939 5953

ENSGALP00000041690 CID 137 - 147

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1252,64)" 2553 5954

ENSGALP00000042023 CID 90 - 101

NADH:ubiquinone 
oxidoreductase core 
subunit S2 - CGNC Symbol 
66024 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1256,70)" 635 5955

ENSGALP00000042094 CID 33 - 45
adenylate kinase 1 - CGNC 
Symbol 49598 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1523,79)" 2562 true 0.95 5956

ENSGALP00000022917 CID 156 - 168

SAMM50 sorting and 
assembly machinery 
component - CGNC Symbol 
10580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1565,84)" 2196 false 5957



ENSGALP00000017444 CID 690 - 702

protein phosphatase 4 
regulatory subunit 3A - 
CGNC Symbol 8158 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1565,84)" 2196 false 5958

ENSGALP00000007822 CID 133 - 143

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1234,70)" 48315 true 0.56 5959

ENSGALP00000019252 CID 2,305 - 2,315

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1348,72)" 21494 false 5960

ENSGALP00000010510 CID 77 - 88
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1482,71)" 8666 true 1.73 5961

ENSGALP00000009002 CID 123 - 134

CTR9 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
4182 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1504,81)" 525 5962

ENSGALP00000042094 CID 33 - 45
adenylate kinase 1 - CGNC 
Symbol 49598 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1527,80)" 1946 5963

ENSGALP00000024009 CID 583 - 594
THO complex 1 - CGNC 
Symbol 11072 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1470,78)" 1841 false 1.94 5964



ENSGALP00000007358 CID 764 - 776
RNA binding motif protein 5 
- CGNC Symbol 3423 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1470,78)" 1841 true 0.76 5965

ENSGALP00000014308 CID 124 - 136

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1520,89)" 648 false 5966

ENSGALP00000015409 CID 733 - 743
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1366,65)" 11059 true 0.94 5967

ENSGALP00000011055 CID 132 - 144

diaphanous homolog 1 
(Drosophila) - CGNC Symbol 
49017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1495,79)" 17351 5968

ENSGALP00000035601 CID 71 - 76
tripeptidyl peptidase I - 
CGNC Symbol 15637 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(778,45)" 4334 false 5969

ENSGALP00000042163 CID 221 - 235
seryl-tRNA synthetase - 
CGNC Symbol 332 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1710,93)" 727 true 0.52 5970

ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1284,74)" 7822 true 1.98 5971



ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1284,74)" 7822 true 1.98 5972

ENSGALP00000042163 CID 221 - 235
seryl-tRNA synthetase - 
CGNC Symbol 332 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1714,97)" 2889 5973

ENSGALP00000002808 CID 275 - 287

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1749,72)" 2747 false 5974

ENSGALP00000037974 CID 391 - 400

minichromosome 
maintenance complex 
binding protein - CGNC 
Symbol 7190 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1307,68)" 8240 true 0.96 5975

ENSGALP00000021314 CID 459 - 470
caldesmon 1 - CGNC 
Symbol 9884 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1399,77)" 8449 false 0.43 5976

ENSGALP00000007822 CID 342 - 352

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1399,77)" 8449 true 0.56 5977

ENSGALP00000020445 CID 1,717 - 1,725

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1036,58)" 4730 5978



ENSGALP00000037974 CID 391 - 400

minichromosome 
maintenance complex 
binding protein - CGNC 
Symbol 7190 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1311,70)" 6354 5979

ENSGALP00000007822 CID 342 - 352

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1407,84)" 4697 true 0.56 5980

ENSGALP00000023274 CID 680 - 687

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(963,53)" 760 true 0.34 5981

ENSGALP00000010844 CID 18 - 25

CUGBP Elav-like family 
member 2 - CGNC Symbol 
49047 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(963,53)" 760 5982

ENSGALP00000035366 CID 300 - 309

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1154,56)" 1080 false 5983

P04259 CID 260 - 271

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1406,75)" 1144 false 5984

ENSGALP00000037462 CID 16 - 33
thymopoietin - CGNC 
Symbol 50621 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1981,09)" 2482 false 5985



ENSGALP00000012878 CID 57 - 75
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2115,14)" 584 false 5986

ENSGALP00000036304 CID 430 - 439

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1160,70)" 5559 true 1.06 5987

ENSGALP00000004924 CID 2,049 - 2,058

nuclear receptor 
corepressor 2 - CGNC 
Symbol 2259 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1160,70)" 5559 5988

ENSGALP00000003175 CID 293 - 304

eukaryotic translation 
initiation factor 2 subunit 
beta - CGNC Symbol 49248 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1645,77)" 5014 5989

ENSGALP00000015409 CID 786 - 794
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1072,58)" 1557 true 0.63 5990

ENSGALP00000002808 CID 546 - 553

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1087,60)" 481 true 46.08 5991

ENSGALP00000035996 CID 144 - 153

superoxide dismutase 1 
soluble - CGNC Symbol 
11821 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1057,62)" 2570 false 5992



ENSGALP00000006414 CID 260 - 268

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1121,69)" 1754 false 5993

ENSGALP00000004322 CID 115 - 126
Hsap of 1: high mobility 
group 20A - HGNC:5001 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1479,83)" 1917 true 0.27 5994

ENSGALP00000010510 CID 326 - 342
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1894,06)" 2662 true 0.64 5995

ENSGALP00000011232 CID 99 - 107

phosphofructokinase 
platelet - CGNC Symbol 
53359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1075,62)" 3303 true 2.13 5996

ENSGALP00000018122 CID 2-Nov
COP9 signalosome subunit 
4 - CGNC Symbol 8452 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1075,62)" 3303 false 2.13 5997

ENSGALP00000009344 CID 636 - 647

deleted in lung and 
esophageal cancer 1 - CGNC 
Symbol 4351 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1357,80)" 1921 false 5998

ENSGALP00000007466 CID 324 - 336

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1357,80)" 1921 true 17.9 5999



ENSGALP00000000639 CID 73 - 84
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1464,76)" 4428 true 0.9 6000

ENSGALP00000004322 CID 115 - 126
Hsap of 1: high mobility 
group 20A - HGNC:5001 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1483,85)" 670 6001

ENSGALP00000009354 CID 14 - 20

platelet activating factor 
acetylhydrolase 1b 
regulatory subunit 1 - CGNC 
Symbol 4356 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(853,50)" 517 6002

ENSGALP00000018122 CID 2-Nov
COP9 signalosome subunit 
4 - CGNC Symbol 8452 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1079,63)" 4309 false 2.13 6003

ENSGALP00000011232 CID 99 - 107

phosphofructokinase 
platelet - CGNC Symbol 
53359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1079,63)" 4309 6004

ENSGALP00000024283 CID 54 - 65
ribosomal protein S6 - 
CGNC Symbol 49670 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1395,77)" 747 6005

ENSGALP00000022243 CID 79 - 91

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1474,76)" 3419 6006



ENSGALP00000006604 CID 124 - 132

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1238,63)" 22494 true 1.08 6007

ENSGALP00000039796 CID 95 - 105

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1486,72)" 1790 false 6008

ENSGALP00000022772 CID 421 - 433

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1569,79)" 17981 false 0.15 6009

ENSGALP00000003737 CID 359 - 372
enolase 1 (alpha) - CGNC 
Symbol 49607 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1569,79)" 17981 false 0.15* 6010

ENSGALP00000039504 CID 30 - 44

v-rel avian 
reticuloendotheliosis viral 
oncogene homolog - CGNC 
Symbol 5934 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1569,79)" 17981 false 6011

ENSGALP00000003717 CID 598 - 612

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1949,94)" 3164 false 6012

ENSGALP00000039326 CID 45 - 50
ribosomal protein L19 - 
CGNC Symbol 1159 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(718,47)" 434 6013



ENSGALP00000018616 CID 333 - 339
leukotriene A4 hydrolase - 
CGNC Symbol 8686 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(924,49)" 5667 true 0.56 6014

ENSGALP00000003850 CID 1-Oct

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1156,69)" 1038 false 1.27 6015

ENSGALP00000025461 CID 511 - 521

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1156,69)" 1038 false 6016

ENSGALP00000009408 CID Feb-13
acetyl-CoA acyltransferase 
1 - CGNC Symbol 4375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1156,69)" 1038 6017

ENSGALP00000006604 CID 124 - 132

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1242,66)" 23668 6018

ENSGALP00000022159 CID 56 - 66

CCR4-NOT transcription 
complex subunit 7 - CGNC 
Symbol 10229 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1398,73)" 4435 true 0.73 6019

ENSGALP00000002278 CID 125 - 132

mitogen-activated protein 
kinase 1 - CGNC Symbol 
48975 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(983,51)" 552 6020



ENSGALP00000000693 CID 57 - 67

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1406,83)" 1363 true 3.04 6021

ENSGALP00000023396 CID 100 - 112
triosephosphate isomerase 
1 - CGNC Symbol 49803 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1514,80)" 3208 true 0.82 6022

ENSGALP00000005944 CID 672 - 678
phospholipase C gamma 1 - 
CGNC Symbol 50935 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(809,48)" 387 6023

ENSGALP00000038795 CID 195 - 204

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1054,62)" 8836 true 0.57 6024

ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1217,64)" 4939 6025

ENSGALP00000024853 CID 200 - 210

syndecan binding protein 
(syntenin) - CGNC Symbol 
51422 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1271,72)" 2904 false 6026

ENSGALP00000023396 CID 100 - 112
triosephosphate isomerase 
1 - CGNC Symbol 49803 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1522,83)" 2617 true 0.82 6027



ENSGALP00000015000 CID 407 - 415

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(986,57)" 4342 false 0.8 6028

ENSGALP00000004385 CID 88 - 96

phosphatidylinositol 
transfer protein alpha - 
CGNC Symbol 63402 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1228,56)" 3317 false 6029

ENSGALP00000023917 CID 499 - 510
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1356,73)" 504 6030

ENSGALP00000010240 CID 112 - 126

glutathione S-transferase 
theta 1 - CGNC Symbol 
4772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1866,93)" 3314 false 6031

ENSGALP00000020561 CID 182 - 198

RNA 2' 3'-cyclic phosphate 
and 5'-OH ligase - CGNC 
Symbol 9570 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2184,90)" 1901 false 6032

ENSGALP00000003954 CID 220 - 226

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(814,51)" 3338 false 6033

ENSGALP00000001460 CID 122 - 128
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(992,48)" 1609 false 6034



ENSGALP00000003914 CID 255 - 263

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1080,54)" 2124 false 6035

ENSGALP00000010363 CID 19 - 30

ubiquitin conjugating 
enzyme E2 I - CGNC Symbol 
4844 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1378,80)" 1574 true 0.79 6036

ENSGALP00000005776 CID 106 - 114
5'-nucleotidase cytosolic 
IIIB - CGNC Symbol 2665 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1081,58)" 998 false 6037

ENSGALP00000007043 CID 39 - 49

SAR1 homolog A (S. 
cerevisiae) - CGNC Symbol 
52032 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1398,78)" 509 true 1.08 6038

ENSGALP00000039757 CID 775 - 779
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(728,44)" 7245 6039

ENSGALP00000003934 CID 66 - 74

mannose-1-phosphate 
guanyltransferase beta - 
Refseq NP_001280244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1156,63)" 558 false 3.97 6040

ENSGALP00000026633 CID 527 - 538

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1448,75)" 661 true 0.88 6041



ENSGALP00000012145 CID 436 - 455

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2476,99)" 492 false 6042

ENSGALP00000037462 CID 114 - 126
thymopoietin - CGNC 
Symbol 50621 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1386,79)" 23379 true 0.37 6043

ENSGALP00000026633 CID 527 - 538

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1456,81)" 580 true 0.88 6044

ENSGALP00000023352 CID 701 - 709

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1045,54)" 17323 true 0.33 6045

ENSGALP00000020445 CID 694 - 702

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1045,54)" 17323 true 0.33 6046

ENSGALP00000000613 CID 437 - 447
nucleoporin 160kDa - CGNC 
Symbol 54143 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1277,68)" 812 false 6047

ENSGALP00000034078 CID Aug-19

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1400,82)" 17110 true 1.37 6048



ENSGALP00000003357 CID 713 - 721

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(976,50)" 1432 true 2.95 6049

ENSGALP00000023352 CID 701 - 709

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1049,57)" 5726 6050

ENSGALP00000020445 CID 694 - 702

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1049,57)" 5726 6051

ENSGALP00000005180 CID 60 - 70
glutathione synthetase - 
CGNC Symbol 2381 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1327,74)" 1438 6052

ENSGALP00000001332 CID 405 - 418
lysyl-tRNA synthetase - 
CGNC Symbol 602 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1743,86)" 3265 true 0.71 6053

ENSGALP00000001332 CID 405 - 418
lysyl-tRNA synthetase - 
CGNC Symbol 602 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1747,86)" 2325 6054

ENSGALP00000002497 CID 401 - 416

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1826,93)" 3754 true 0.59 6055



ENSGALP00000034555 CID 753 - 769

pumilio RNA-binding family 
member 1 - CGNC Symbol 
369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1969,93)" 970 true 0.91 6056

ENSGALP00000010942 CID 111 - 119
ribosomal protein S15a - 
CGNC Symbol 5109 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1159,65)" 3892 6057

ENSGALP00000003695 CID 313 - 323
keratin 6A - Refseq 
NP_001001313 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1350,68)" 5975 false 6058

ENSGALP00000023352 CID 573 - 583

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1350,68)" 5975 true 0.81 6059

ENSGALP00000020445 CID 566 - 576

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1350,68)" 5975 true 0.81 6060

ENSGALP00000016631 CID 350 - 360
keratin 5 - CGNC Symbol 
49888 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1350,68)" 5975 false 6061

ENSGALP00000022243 CID 760 - 775

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1764,91)" 3274 false 6062



ENSGALP00000005182 CID 17 - 31

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1853,95)" 4211 true 0.54 6063

ENSGALP00000034555 CID 753 - 769

pumilio RNA-binding family 
member 1 - CGNC Symbol 
369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1973,95)" 886 6064

ENSGALP00000003612 CID 293 - 299

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(821,43)" 1500 false 1.17 6065

ENSGALP00000015182 CID 99 - 105
RNA binding motif protein 
25 - CGNC Symbol 7094 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(821,43)" 1500 6066

ENSGALP00000018987 CID 503 - 513
t-complex 1 - CGNC Symbol 
8842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1270,72)" 1832 false 6067

ENSGALP00000023352 CID 573 - 583

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1358,73)" 4822 true 0.81 6068

ENSGALP00000020445 CID 566 - 576

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1358,73)" 4822 true 0.81 6069



ENSGALP00000015780 CID 408 - 420

tetratricopeptide repeat 
protein 38-like - CGNC 
Symbol 52836 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1488,84)" 1008 6070

ENSGALP00000019468 CID 594 - 607
aconitase 2 - CGNC Symbol 
9059 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1612,82)" 708 false 6071

ENSGALP00000013574 CID 194 - 208

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1796,89)" 2240 true 2.9 6072

ENSGALP00000042552 CID 276 - 294
guanylate binding protein - 
CGNC Symbol 49284 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1972,11)" 1584 false 6073

ENSGALP00000016102 CID 872 - 878

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(868,47)" 988 6074

ENSGALP00000040484 CID 32 - 40
ribosomal protein S28 - 
CGNC Symbol 54861 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1127,49)" 4778 true 1.19 6075

ENSGALP00000026044 CID 361 - 371

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1295,62)" 642 6076



ENSGALP00000013574 CID 194 - 208

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1800,92)" 7290 6077

ENSGALP00000007466 CID 75 - 82

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1050,60)" 9487 false 6078

ENSGALP00000033411 CID 62 - 71
ribosomal protein S21 - 
HGNC:10409 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1150,54)" 1979 true 1.3 6079

ENSGALP00000033411 CID 62 - 71
ribosomal protein S21 - 
HGNC:10409 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1154,56)" 4213 6080

ENSGALP00000032625 CID 437 - 446
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1154,56)" 4213 false 6081

ENSGALP00000004104 CID 243 - 252

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1243,57)" 5423 true 0.27 6082

ENSGALP00000000639 CID 103 - 112
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1304,72)" 13531 true 0.21 6083



ENSGALP00000001456 CID 590 - 602

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1392,78)" 7291 6084

ENSGALP00000003175 CID 293 - 304

eukaryotic translation 
initiation factor 2 subunit 
beta - CGNC Symbol 49248 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1641,74)" 5532 true 0.74 6085

ENSGALP00000036304 CID 106 - 122

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2075,21)" 7123 true 0.92 6086

ENSGALP00000007833 CID 88 - 95
myelin expression factor 2 - 
CGNC Symbol 49981 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(827,49)" 563 false 6087

ENSGALP00000026509 CID 218 - 228

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1290,73)" 2241 true 0.59 6088

ENSGALP00000038774 CID 102 - 113
argininosuccinate synthase 
1 - CGNC Symbol 50457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1335,73)" 3678 6089

ENSGALP00000001456 CID 791 - 803

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1502,86)" 3069 true 0.53 6090



P35908 CID 394 - 401

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1001,56)" 556 false 1.64 6091

P04264 CID 396 - 403

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1001,56)" 556 false 1.64 6092

ENSGALP00000025165 CID 113 - 121

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1117,69)" 1147 true 0.39 6093

ENSGALP00000002996 CID 405 - 425

solute carrier family 25 
(mitochondrial carrier 
phosphate carrier) member 
24 - CGNC Symbol 1369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2327,14)" 403 false 6094

ENSGALP00000022734 CID 137 - 145

small glutamine-rich 
tetratricopeptide repeat-
containing protein alpha - 
Refseq NP_001026550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(920,51)" 520 6095

ENSGALP00000026509 CID 218 - 228

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1298,76)" 634 true 0.59 6096

ENSGALP00000011574 CID 59 - 69

dynein light chain 1 
cytoplasmic - CGNC Symbol 
53172 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1430,69)" 7977 false 6097



ENSGALP00000011232 CID 17 - 35

phosphofructokinase 
platelet - CGNC Symbol 
53359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1819,95)" 1078 6098

ENSGALP00000007265 CID 169 - 188

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2432,16)" 410 false 6099

ENSGALP00000031272 CID 168 - 187

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2432,16)" 410 false 6100

ENSGALP00000003898 CID 13 - 19
matrin 3 - CGNC Symbol 
1772 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(788,40)" 15246 6101

ENSGALP00000018165 CID 1-Jul
lymphocyte antigen 75 - 
CGNC Symbol 8470 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(788,40)" 15246 false 0.99 6102

ENSGALP00000002828 CID 409 - 414

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(788,40)" 15246 true 0.99 6103

ENSGALP00000026663 CID 53 - 61

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) beta subunit - 
CGNC Symbol 12399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1012,61)" 5519 true 1.87 6104



ENSGALP00000018258 CID 88 - 97
Enah/Vasp-like - CGNC 
Symbol 8513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1182,65)" 2847 true 0.48 6105

P35527 CID 251 - 261

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1185,62)" 5029 true 0.39 6106

ENSGALP00000023059 CID 411 - 421

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1342,70)" 987 false 6107

ENSGALP00000027519 CID 407 - 417

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1342,70)" 987 false 6108

ENSGALP00000025461 CID 21 - 31

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1351,67)" 24828 true 0.8 6109

ENSGALP00000008236 CID 417 - 431
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1875,96)" 1017 true 1.83 6110

ENSGALP00000042837 CID 123 - 130

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1033,49)" 7745 true 0.86 6111



P35527 CID 251 - 261

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1189,64)" 5562 6112

ENSGALP00000023446 CID 118 - 127
prohibitin 2 - CGNC Symbol 
10814 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1205,67)" 6017 false 6113

ENSGALP00000025924 CID 175 - 184

eukaryotic translation 
initiation factor 3 subunit H - 
CGNC Symbol 12051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1219,68)" 1410 false 6114

ENSGALP00000042837 CID 123 - 130

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1041,54)" 6628 true 0.86 6115

ENSGALP00000022724 CID 299 - 307

embryonic ectoderm 
development - CGNC 
Symbol 10494 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1151,60)" 2600 6116

ENSGALP00000023188 CID 30 - 39

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1225,59)" 10257 true 0.75 6117

ENSGALP00000039133 CID 110 - 120

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1288,65)" 8938 6118



ENSGALP00000008299 CID 627 - 639

family with sequence 
similarity 120A - CGNC 
Symbol 3854 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1565,95)" 3822 true 0.36 6119

ENSGALP00000011167 CID 308 - 316

ribonuclease/angiogenin 
inhibitor 1 - CGNC Symbol 
5211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1179,66)" 3625 true 0.58 6120

ENSGALP00000023188 CID 30 - 39

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1233,65)" 3644 false 0.75 6121

ENSGALP00000038979 CID 593 - 602

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1233,65)" 3644 true 3.27 6122

ENSGALP00000024386 CID 15 - 32
guanine deaminase - CGNC 
Symbol 11266 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2080,11)" 4189 6123

ENSGALP00000038774 CID 312 - 317
argininosuccinate synthase 
1 - CGNC Symbol 50457 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(701,45)" 1219 false 6124

ENSGALP00000015000 CID 830 - 835

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(790,47)" 2501 false 0.91 6125



ENSGALP00000023574 CID 832 - 846

regulation of nuclear pre-
mRNA domain containing 2 - 
CGNC Symbol 52333 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1573,81)" 1514 false 6126

ENSGALP00000003737 CID 359 - 372
enolase 1 (alpha) - CGNC 
Symbol 49607 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1573,81)" 1514 6127

ENSGALP00000039504 CID 30 - 44

v-rel avian 
reticuloendotheliosis viral 
oncogene homolog - CGNC 
Symbol 5934 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1573,81)" 1514 false 6128

ENSGALP00000015000 CID 830 - 835

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(794,50)" 2284 6129

ENSGALP00000020310 CID 392 - 398
SET binding factor 1 - CGNC 
Symbol 9447 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(794,50)" 2284 6130

ENSGALP00000026380 CID 260 - 266

tumor suppressing 
subtransferable candidate 1 
- CGNC Symbol 12263 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(846,54)" 1251 6131

ENSGALP00000035143 CID Oct-16
drebrin like - CGNC Symbol 
15268 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(974,45)" 632 false 6132



ENSGALP00000033974 CID 297 - 303

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(974,58)" 17032 false 0.13 6133

ENSGALP00000042553 CID 411 - 418

Hsap of 1: Hepatoma-
derived growth factor-
related protein 2 - UP 
Q7Z4V5 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(974,58)" 17032 6134

ENSGALP00000008273 CID 623 - 632
PHD finger protein 2 - CGNC 
Symbol 3843 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1116,63)" 2730 true 1.42 6135

ENSGALP00000038957 CID 99 - 107
ribosomal protein L27 - 
CGNC Symbol 49733 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1116,63)" 2730 false 1.42 6136

ENSGALP00000004046 CID 2-Dec

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1272,66)" 39709 true 0.73 6137

ENSGALP00000025165 CID Jul-17

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1280,85)" 1704 false 6138

ENSGALP00000025924 CID 218 - 237

eukaryotic translation 
initiation factor 3 subunit H - 
CGNC Symbol 12051 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2161,16)" 770 false 6139



ENSGALP00000005653 CID 1,963 - 1,969
fibronectin 1 - CGNC 
Symbol 2613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(835,49)" 924 6140

ENSGALP00000010367 CID 547 - 553
mediator complex subunit 
15 - CGNC Symbol 4845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(889,53)" 4719 false 0.72 6141

ENSGALP00000018120 CID 247 - 253

proteasome 26S subunit 
non-ATPase 14 - CGNC 
Symbol 8450 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(889,53)" 4719 false 6142

ENSGALP00000038957 CID 99 - 107
ribosomal protein L27 - 
CGNC Symbol 49733 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1124,68)" 3878 true 1.42 6143

ENSGALP00000016120 CID 32 - 41

Ras-related protein Rap-1b-
like protein - CGNC Symbol 
50604 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1286,59)" 2896 true 1.26 6144

ENSGALP00000027700 CID 3,035 - 3,046

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1381,77)" 7532 false 6145

ENSGALP00000004515 CID 1-Nov

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1397,75)" 8253 true 0.57 6146



ENSGALP00000021303 CID 204 - 218

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1721,91)" 3302 6147

ENSGALP00000039265 CID 1,050 - 1,057
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(996,54)" 670 6148

ENSGALP00000016120 CID 32 - 41

Ras-related protein Rap-1b-
like protein - CGNC Symbol 
50604 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1290,61)" 5119 6149

ENSGALP00000027700 CID 489 - 499

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1395,79)" 3135 false 6150

ENSGALP00000003584 CID 74 - 84
H3 histone family 3B - 
CGNC Symbol 49711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1395,79)" 3135 false 6151

ENSGALP00000038272 CID 598 - 609

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 27 - CGNC 
Symbol 5262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1395,79)" 3135 false 0.04 6152

ENSGALP00000020737 CID 527 - 538
nucleoporin 153kDa - CGNC 
Symbol 9650 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1395,79)" 3135 6153



ENSGALP00000007236 CID 59 - 67
calcyclin binding protein - 
CGNC Symbol 3365 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(911,47)" 1271 6154

ENSGALP00000038576 CID 152 - 161

GTPase IMAP family 
member 7-like - CGNC 
Symbol 53739 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1170,66)" 602 true 1.1 6155

ENSGALP00000033915 CID 308 - 318

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1322,61)" 6247 true 0.53 6156

ENSGALP00000020445 CID 712 - 718

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(956,55)" 15957 6157

ENSGALP00000028746 CID 42 - 49

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(963,58)" 9455 false 6158

ENSGALP00000021034 CID 384 - 391

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(963,58)" 9455 false 6159

ENSGALP00000026858 CID 236 - 243

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(963,58)" 9455 false 6160



ENSGALP00000006578 CID 42 - 49

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(963,58)" 9455 false 6161

ENSGALP00000039133 CID 22 - 29

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(963,58)" 9455 false 6162

ENSGALP00000036122 CID 42 - 49

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(963,58)" 9455 false 6163

ENSGALP00000010888 CID 43 - 50

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(963,58)" 9455 false 6164

ENSGALP00000038576 CID 152 - 161

GTPase IMAP family 
member 7-like - CGNC 
Symbol 53739 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1178,70)" 662 true 1.1 6165

ENSGALP00000013963 CID 733 - 743

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1326,64)" 3315 6166

ENSGALP00000033915 CID 308 - 318

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1326,64)" 3315 6167



ENSGALP00000022243 CID 79 - 91

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1470,73)" 822 true 1.83 6168

ENSGALP00000021949 CID 330 - 344

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1700,89)" 5103 true 0.3 6169

ENSGALP00000000889 CID 452 - 459

DnaJ heat shock protein 
family (Hsp40) member C11 
- CGNC Symbol 391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(958,54)" 8538 false 0.69 6170

ENSGALP00000007490 CID 1-Aug moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1005,63)" 5183 false 1.08 6171

ENSGALP00000002493 CID 36 - 43
ribosomal protein L23 - 
CGNC Symbol 1138 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1005,63)" 5183 false 6172

ENSGALP00000024116 CID 1,462 - 1,469

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1005,63)" 5183 6173

ENSGALP00000023523 CID 318 - 328
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1225,72)" 10063 true 1.65 6174



ENSGALP00000010239 CID 318 - 328

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1225,72)" 10063 true 1.65 6175

ENSGALP00000015657 CID 316 - 326
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1225,72)" 10063 true 1.65 6176

ENSGALP00000018042 CID 318 - 328

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1225,72)" 10063 true 1.65 6177

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1225,72)" 10063 true 1.65 6178

ENSGALP00000005576 CID 380 - 391

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1254,74)" 10229 true 0.63 6179

ENSGALP00000019975 CID 409 - 420

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1254,74)" 10229 true 0.63 6180

ENSGALP00000005182 CID 17 - 31

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1857,97)" 1903 6181



ENSGALP00000035973 CID 45 - 63

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2060,02)" 1955 true 0.53 6182

ENSGALP00000000666 CID 97 - 105
phosphoglucomutase 2 - 
CGNC Symbol 52790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(961,55)" 5380 true 0.54 6183

ENSGALP00000019975 CID 409 - 420

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1258,77)" 4787 6184

ENSGALP00000005576 CID 380 - 391

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1258,77)" 4787 6185

ENSGALP00000040890 CID 675 - 689

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1922,92)" 2063 true 0.6 6186

ENSGALP00000035973 CID 45 - 63

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2064,04)" 824 6187

ENSGALP00000043088 CID 257 - 266

proteasome (prosome 
macropain) 26S subunit non-
ATPase 4 - CGNC Symbol 
59257 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1238,61)" 3974 false 6188



ENSGALP00000022436 CID 270 - 281
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1510,79)" 5224 true 0.72 6189

ENSGALP00000020884 CID 325 - 336
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1510,79)" 5224 true 0.72 6190

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1510,79)" 5224 true 0.72 6191

ENSGALP00000008911 CID 208 - 222

Major histocompatibility 
complex class II beta chain 
BLB1 - CGNC Symbol 54366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1650,84)" 7513 true 3.85 6192

ENSGALP00000027953 CID 109 - 116
ribosomal protein S3 - 
CGNC Symbol 13020 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(826,53)" 600 true 1.37 6193

ENSGALP00000007487 CID 707 - 714

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1033,60)" 1800 false 6194

ENSGALP00000006355 CID Nov-21

Era-like 12S mitochondrial 
rRNA chaperone 1 - CGNC 
Symbol 2934 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1073,57)" 4370 true 0.85 6195



ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1292,81)" 4242 true 1.98 6196

ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1292,81)" 4242 true 1.98 6197

ENSGALP00000013649 CID 763 - 780

diphosphoinositol 
pentakisphosphate kinase 1 
- CGNC Symbol 6353 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2062,19)" 4488 false 6198

ENSGALP00000016363 CID 295 - 303

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1137,72)" 1250 false 6199

ENSGALP00000005180 CID 60 - 70
glutathione synthetase - 
CGNC Symbol 2381 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1323,72)" 828 false 0.99 6200

ENSGALP00000043213 CID 1,402 - 1,414

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1371,80)" 2527 false 6201

ENSGALP00000022626 CID 37 - 44

Gallus gallus ribosomal 
protein S12 (RPS12) mRNA. - 
RefSeq mRNA 
NM_001277911 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(901,52)" 1069 false 6202



ENSGALP00000025475 CID 214 - 221

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 
51548 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(901,52)" 1069 false 6203

ENSGALP00000012992 CID 73 - 81

ubiquitin-conjugating 
enzyme E2 variant 1 - CGNC 
Symbol 62089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1103,58)" 17846 true 0.51 6204

ENSGALP00000038904 CID 92 - 100

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1143,68)" 7504 true 0.58 6205

ENSGALP00000030734 CID 724 - 733

microtubule associated 
monooxygenase calponin 
and LIM domain containing 
1 - CGNC Symbol 25636 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1162,60)" 3557 true 0.43 6206

ENSGALP00000004104 CID 243 - 252

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1247,60)" 900 6207

ENSGALP00000008730 CID 138 - 153

myosin light chain 3 alkali 
ventricular skeletal slow - 
CGNC Symbol 49636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1778,92)" 3318 true 0.91 6208

ENSGALP00000034108 CID 489 - 497
pyruvate kinase muscle - 
CGNC Symbol 1412 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(959,53)" 1390 false 6209



ENSGALP00000024078 CID Oct-19
WD repeat domain 1 - 
CGNC Symbol 11108 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1173,66)" 5082 true 1.08 6210

ENSGALP00000016918 CID 42 - 54

eukaryotic translation 
initiation factor 2A - CGNC 
Symbol 7921 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1387,84)" 6850 6211

ENSGALP00000008730 CID 138 - 153

myosin light chain 3 alkali 
ventricular skeletal slow - 
CGNC Symbol 49636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1786,97)" 3016 true 0.91 6212

ENSGALP00000042294 CID 2,014 - 2,023

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1273,75)" 925 6213

ENSGALP00000007466 CID 50 - 66

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1937,92)" 1708 false 6214

ENSGALP00000027030 CID 1-Sep
ribosomal protein L31 - 
CGNC Symbol 50833 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(987,53)" 31518 false 6215

ENSGALP00000037260 CID 36 - 44

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1207,62)" 155481 true 0.27 6216



ENSGALP00000008863 CID 212 - 221

transmembrane 9 
superfamily member 3 - 
CGNC Symbol 4123 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1341,68)" 5398 6217

ENSGALP00000003089 CID 454 - 465
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1357,72)" 8565 true 1.01 6218

ENSGALP00000008311 CID 982 - 994
SEC24 family member C - 
CGNC Symbol 3857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1357,72)" 8565 false 1.01 6219

ENSGALP00000013431 CID 1,675 - 1,686
programmed cell death 11 - 
CGNC Symbol 6260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1594,82)" 529 6220

ENSGALP00000013267 CID 194 - 208
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1895,82)" 17124 true 0.64 6221

ENSGALP00000012130 CID 607 - 626

integrin beta 2 
(complement component 3 
receptor 3 and 4 subunit) - 
CGNC Symbol 49690 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2339,94)" 2436 true 0.46 6222

ENSGALP00000016361 CID 95 - 107
ribosomal protein S3A - 
CGNC Symbol 51748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1606,75)" 16744 true 0.81 6223



ENSGALP00000009665 CID 248 - 261

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1635,90)" 1993 false 6224

ENSGALP00000013267 CID 194 - 208
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1899,85)" 10943 6225

ENSGALP00000016361 CID 95 - 107
ribosomal protein S3A - 
CGNC Symbol 51748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1610,78)" 13570 6226

ENSGALP00000029968 CID 343 - 348
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(757,49)" 767 6227

ENSGALP00000018686 CID 588 - 594

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(771,46)" 3853 true 0.8 6228

ENSGALP00000018382 CID 883 - 890
early endosome antigen 1 - 
CGNC Symbol 8572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(924,51)" 2984 false 6229

ENSGALP00000010633 CID 55 - 64

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1250,74)" 34271 6230



ENSGALP00000026130 CID 107 - 112

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(715,47)" 6293 false 6231

ENSGALP00000013963 CID 470 - 474

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(779,42)" 1272 true 0.55 6232

ENSGALP00000036720 CID 2,443 - 2,450

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(978,53)" 12864 false 0.58 6233

ENSGALP00000029109 CID 234 - 241

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(978,53)" 12864 6234

ENSGALP00000037001 CID 167 - 174

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(978,53)" 12864 true 0.58 6235

ENSGALP00000041361 CID 37 - 44
ribosomal protein L17 - 
HGNC:10307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1046,51)" 3118 true 1.44 6236

ENSGALP00000003035 CID 123 - 134

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1517,80)" 4631 true 0.6 6237



ENSGALP00000012399 CID 1,159 - 1,171

lysine (K)-specific 
demethylase 3B - CGNC 
Symbol 66092 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1517,80)" 4631 false 0.6 6238

ENSGALP00000023294 CID 1,168 - 1,173

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(853,49)" 18861 false 0.56 6239

ENSGALP00000010405 CID 321 - 327
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(853,49)" 18861 false 0.56 6240

ENSGALP00000016509 CID 1,044 - 1,049

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(853,49)" 18861 false 0.56 6241

ENSGALP00000012383 CID 412 - 417
ribonucleic acid export 1 - 
CGNC Symbol 5777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(853,49)" 18861 true 0.56 6242

ENSGALP00000004745 CID 736 - 742
nucleoporin 93kDa - CGNC 
Symbol 2176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(908,47)" 1750 false 6243

ENSGALP00000018689 CID 293 - 299
septin 11 - CGNC Symbol 
8720 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(908,47)" 1750 6244



ENSGALP00000029589 CID 280 - 286
septin 6 - CGNC Symbol 
51720 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(908,47)" 1750 6245

ENSGALP00000016361 CID 168 - 174
ribosomal protein S3A - 
CGNC Symbol 51748 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(939,44)" 2699 true 1.07 6246

ENSGALP00000007287 CID 87 - 96
ribosomal protein S14 - 
CGNC Symbol 3393 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1158,77)" 7887 true 2.46 6247

ENSGALP00000003035 CID 123 - 134

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1525,85)" 2310 true 0.6 6248

ENSGALP00000014557 CID 390 - 400
mutS homolog 2 - CGNC 
Symbol 6808 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1262,67)" 679 6249

ENSGALP00000043386 CID 440 - 448
Hsap of 1: dynamin 2 - 
HGNC:2974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1262,67)" 679 false 0.78 6250

ENSGALP00000016361 CID 200 - 213
ribosomal protein S3A - 
CGNC Symbol 51748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1748,88)" 81631 true 1.52 6251



ENSGALP00000008131 CID 723 - 730
vinculin - CGNC Symbol 
3778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(976,49)" 851 6252

ENSGALP00000010942 CID 111 - 119
ribosomal protein S15a - 
CGNC Symbol 5109 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1155,62)" 5264 true 0.63 6253

ENSGALP00000039133 CID 110 - 120

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1284,62)" 1442 true 2.81 6254

ENSGALP00000001456 CID 791 - 803

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1506,88)" 1119 6255

ENSGALP00000016361 CID 200 - 213
ribosomal protein S3A - 
CGNC Symbol 51748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1752,91)" 42811 6256

ENSGALP00000039265 CID 857 - 867
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1186,63)" 1331 true 0.66 6257

ENSGALP00000018424 CID 102 - 110
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1143,59)" 2884 true 7.52 6258



ENSGALP00000014107 CID 99 - 107
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1143,59)" 2884 true 7.52 6259

ENSGALP00000005832 CID 909 - 923
nucleoporin 155kDa - CGNC 
Symbol 2697 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1778,88)" 950 false 6260

ENSGALP00000042661 CID 79 - 96

complement factor D 
(adipsin) - CGNC Symbol 
65437 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2123,23)" 846 false 6261

ENSGALP00000019634 CID 695 - 702

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(995,49)" 3659 true 0.49 6262

ENSGALP00000034078 CID 107 - 115

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1083,56)" 8680 6263

ENSGALP00000023926 CID 94 - 104
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1256,64)" 12490 true 0.82 6264

ENSGALP00000003357 CID 390 - 401

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1375,71)" 990 false 6265



ENSGALP00000004186 CID 179 - 191
annexin A11 - CGNC Symbol 
52013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1375,71)" 990 false 6266

ENSGALP00000004061 CID 960 - 970

phosphatidylinositol-4 5-
bisphosphate 3-kinase 
catalytic subunit delta - 
CGNC Symbol 1859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1479,75)" 676 6267

ENSGALP00000012481 CID 205 - 219
ribosomal protein L4 - 
CGNC Symbol 5828 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1817,92)" 13891 true 0.36 6268

ENSGALP00000019252 CID 4,161 - 4,169

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1129,53)" 3647 false 6269

ENSGALP00000030734 CID 724 - 733

microtubule associated 
monooxygenase calponin 
and LIM domain containing 
1 - CGNC Symbol 25636 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1166,62)" 632 6270

ENSGALP00000023926 CID 94 - 104
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1260,66)" 11483 6271

ENSGALP00000011822 CID 301 - 312

proteasome 26S subunit 
non-ATPase 6 - CGNC 
Symbol 5531 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1507,79)" 6050 true 0.65 6272



ENSGALP00000012481 CID 205 - 219
ribosomal protein L4 - 
CGNC Symbol 5828 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1821,95)" 4768 6273

ENSGALP00000020884 CID 242 - 251
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1162,65)" 78402 6274

ENSGALP00000013964 CID 242 - 251
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1162,65)" 78402 6275

ENSGALP00000022436 CID 187 - 196
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1162,65)" 78402 6276

ENSGALP00000042665 CID 242 - 251
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1162,65)" 78402 6277

ENSGALP00000004046 CID 2-Dec

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1276,68)" 27832 true 0.73 6278

ENSGALP00000011822 CID 301 - 312

proteasome 26S subunit 
non-ATPase 6 - CGNC 
Symbol 5531 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1511,82)" 3946 6279



ENSGALP00000000639 CID 138 - 150
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1558,85)" 959 false 6280

ENSGALP00000020953 CID 180 - 186

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 6 - CGNC Symbol 
51364 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(952,53)" 2382 false 6281

ENSGALP00000003872 CID 314 - 322
WD repeat domain 75 - 
CGNC Symbol 1760 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1071,63)" 9430 false 6282

ENSGALP00000009420 CID 807 - 815

coatomer protein complex 
subunit gamma 1 - CGNC 
Symbol 4382 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1165,53)" 2198 true 0.68 6283

ENSGALP00000036413 CID 358 - 369
interferon regulatory factor 
4 - CGNC Symbol 9722 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1416,79)" 2237 6284

ENSGALP00000024479 CID 115 - 130
DAZ associated protein 1 - 
CGNC Symbol 11311 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1830,94)" 9991 6285

ENSGALP00000002235 CID 53 - 60
stathmin 1 - CGNC Symbol 
49630 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(973,55)" 36304 false 0.34 6286



ENSGALP00000029968 CID Nov-19
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1015,60)" 2607 6287

ENSGALP00000041687 CID 484 - 492

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1015,60)" 2607 false 0.83 6288

ENSGALP00000018120 CID 162 - 175

proteasome 26S subunit 
non-ATPase 14 - CGNC 
Symbol 8450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1622,85)" 1985 false 6289

ENSGALP00000015204 CID Jan-15

hematological and 
neurological expressed 1-
like - CGNC Symbol 50339 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1701,83)" 1023 false 6290

ENSGALP00000002235 CID 53 - 60
stathmin 1 - CGNC Symbol 
49630 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(977,58)" 11442 6291

ENSGALP00000014097 CID 1-Dec

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1332,62)" 158738 6292

ENSGALP00000021949 CID 330 - 344

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1704,91)" 870 6293



ENSGALP00000009528 CID 23 - 46
RuvB like AAA ATPase 1 - 
CGNC Symbol 4431 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2324,22)" 521 false 6294

ENSGALP00000042201 CID 53 - 59

up-regulated during skeletal 
muscle growth 5 homolog 
(mouse) - CGNC Symbol 
52069 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(729,42)" 2072 false 6295

ENSGALP00000018042 CID 318 - 328

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,67)" 5670 true 1.65 6296

ENSGALP00000015657 CID 316 - 326
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,67)" 5670 true 1.65 6297

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,67)" 5670 true 1.65 6298

ENSGALP00000023523 CID 318 - 328
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,67)" 5670 true 1.65 6299

ENSGALP00000010239 CID 318 - 328

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,67)" 5670 true 1.65 6300



ENSGALP00000039872 CID 63 - 73

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1319,70)" 2799 false 6301

ENSGALP00000003060 CID 147 - 161
pre-mRNA processing factor 
38B - CGNC Symbol 1397 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1758,91)" 1459 true 0.44 6302

ENSGALP00000012130 CID 607 - 626

integrin beta 2 
(complement component 3 
receptor 3 and 4 subunit) - 
CGNC Symbol 49690 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2343,96)" 717 6303

ENSGALP00000028055 CID 466 - 477
leucine aminopeptidase 3 - 
CGNC Symbol 4763 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1165,61)" 489 false 1.35 6304

ENSGALP00000043386 CID 321 - 329
Hsap of 1: dynamin 2 - 
HGNC:2974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1165,61)" 489 true 1.35 6305

ENSGALP00000016536 CID 74 - 84
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1360,66)" 12960 6306

ENSGALP00000003060 CID 147 - 161
pre-mRNA processing factor 
38B - CGNC Symbol 1397 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1762,93)" 635 6307



ENSGALP00000002796 CID 68 - 85

eukaryotic translation 
initiation factor 6 - CGNC 
Symbol 1275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2059,09)" 1260 true 1.35 6308

ENSGALP00000022671 CID 50 - 59

Gallus gallus S100 calcium 
binding protein A9 
(S100A9) mRNA. - RefSeq 
mRNA NM_001305151 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1241,71)" 1347 true 0.49 6309

ENSGALP00000002796 CID 68 - 85

eukaryotic translation 
initiation factor 6 - CGNC 
Symbol 1275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2063,11)" 1705 6310

ENSGALP00000018410 CID 505 - 513

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1150,66)" 6503 false 6311

ENSGALP00000039270 CID 419 - 427

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1150,66)" 6503 true 0.76 6312

ENSGALP00000008824 CID 143 - 153

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1248,62)" 1036 6313

ENSGALP00000042479 CID 78 - 87

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1188,71)" 1334 true 0.43 6314



ENSGALP00000002373 CID 606 - 615

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1255,59)" 25276 false 0.57 6315

ENSGALP00000022402 CID 96 - 113

galactose mutarotase 
(aldose 1-epimerase) - 
CGNC Symbol 10350 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2015,00)" 589 false 6316

ENSGALP00000002373 CID 606 - 615

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1259,61)" 13988 6317

ENSGALP00000027953 CID 95 - 106
ribosomal protein S3 - 
CGNC Symbol 13020 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1320,73)" 10190 6318

ENSGALP00000038774 CID 102 - 113
argininosuccinate synthase 
1 - CGNC Symbol 50457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1367,80)" 209343 6319

ENSGALP00000027953 CID 28 - 40
ribosomal protein S3 - 
CGNC Symbol 13020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1451,70)" 14064 true 1.01 6320

ENSGALP00000021618 CID 319 - 328
lactate dehydrogenase B - 
CGNC Symbol 10005 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1208,67)" 1812 true 1.68 6321



ENSGALP00000013294 CID 447 - 456
5'-nucleotidase cytosolic II - 
CGNC Symbol 6204 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1208,67)" 1812 false 1.68 6322

ENSGALP00000027953 CID 28 - 40
ribosomal protein S3 - 
CGNC Symbol 13020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1455,73)" 14149 6323

ENSGALP00000035593 CID 19 - 31
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1387,71)" 32690 true 2.26 6324

ENSGALP00000015000 CID 269 - 281

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1459,75)" 3338 6325

ENSGALP00000042140 CID 84 - 97

6-
phosphogluconolactonase - 
CGNC Symbol 10027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1550,78)" 5674 false 6326

ENSGALP00000018652 CID 272 - 291

actin related protein 2/3 
complex subunit 2 34kDa - 
CGNC Symbol 8704 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2313,27)" 2479 false 6327

ENSGALP00000009665 CID 944 - 950

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(886,55)" 5670 false 6328



ENSGALP00000043196 CID 2,118 - 2,130
marker of proliferation Ki-
67 - CGNC Symbol 16321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1399,79)" 9516 false 6329

ENSGALP00000007705 CID 145 - 154

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1271,76)" 7601 false 6330

ENSGALP00000019040 CID 979 - 984
nucleoporin 205kDa - CGNC 
Symbol 8864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(792,43)" 1029 6331

ENSGALP00000009821 CID 115 - 121
ribosomal protein S13 - 
CGNC Symbol 49921 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(871,55)" 10820 false 6332

ENSGALP00000022724 CID 299 - 307

embryonic ectoderm 
development - CGNC 
Symbol 10494 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1147,59)" 2121 true 0.76 6333

ENSGALP00000005520 CID 173 - 186

aldehyde dehydrogenase 9 
family member A1 - CGNC 
Symbol 2550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1605,86)" 4573 6334

ENSGALP00000010888 CID 29 - 42

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1634,80)" 2716 6335



ENSGALP00000000805 CID 400 - 405
RAN binding protein 3 - 
CGNC Symbol 357 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(796,45)" 436 false 6336

ENSGALP00000010405 CID 299 - 309
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1265,71)" 3310 true 0.19 6337

ENSGALP00000037266 CID 39 - 51

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1424,87)" 34762 true 0.34 6338

ENSGALP00000019163 CID 35 - 47
histone H1 - CGNC Symbol 
53214 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1424,87)" 34762 true 0.34 6339

ENSGALP00000007934 CID 466 - 480

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1804,97)" 6170 true 1.54 6340

ENSGALP00000012986 CID 106 - 112

protein tyrosine 
phosphatase non-receptor 
type 1 - CGNC Symbol 6062 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(820,49)" 536 6341

ENSGALP00000018410 CID 963 - 975

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1559,81)" 2696 false 6342



ENSGALP00000039270 CID 877 - 889

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1559,81)" 2696 false 6343

ENSGALP00000039757 CID 77 - 89
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1559,81)" 2696 true 1.33 6344

ENSGALP00000003357 CID 875 - 887

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1707,78)" 3635 false 6345

ENSGALP00000023942 CID 283 - 291

poly(A) binding protein 
interacting protein 1 - CGNC 
Symbol 53015 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1056,61)" 849 true 1.32 6346

ENSGALP00000016363 CID 304 - 312

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1056,61)" 849 false 1.32 6347

ENSGALP00000012883 CID 128 - 137

Gallus gallus recombination 
activating gene 2 (RAG2) 
mRNA. - RefSeq mRNA 
NM_001305057 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1060,53)" 1601 6348

ENSGALP00000003250 CID 120 - 131

nuclear cap binding protein 
subunit 1 - CGNC Symbol 
53067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1472,77)" 1644 true 0.96 6349



ENSGALP00000039757 CID 77 - 89
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1563,83)" 3584 6350

ENSGALP00000016732 CID 120 - 137

mitochondrial ribosomal 
protein S18A - CGNC 
Symbol 7834 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2001,13)" 515 false 6351

ENSGALP00000001483 CID 663 - 671

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1060,64)" 656 true 0.03 6352

ENSGALP00000017049 CID 27 - 39

cytidine/uridine 
monophosphate kinase 1 - 
CGNC Symbol 7971 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1493,78)" 7562 true 1.28 6353

ENSGALP00000003089 CID 339 - 358
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2174,16)" 2088 true 0.74 6354

ENSGALP00000000639 CID 235 - 243
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1078,58)" 1932 6355

ENSGALP00000017049 CID 27 - 39

cytidine/uridine 
monophosphate kinase 1 - 
CGNC Symbol 7971 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1497,80)" 9685 6356



ENSGALP00000003089 CID 339 - 358
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2178,18)" 1544 6357

ENSGALP00000005224 CID 50 - 57

isocitrate dehydrogenase 3 
(NAD+) alpha - CGNC 
Symbol 2399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1084,58)" 2374 true 1.18 6358

ENSGALP00000015623 CID 1,355 - 1,367

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1615,80)" 1273 false 6359

ENSGALP00000000316 CID 66 - 82
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1685,89)" 813 true 1.01 6360

ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1971,11)" 31614 true 1 6361

ENSGALP00000013122 CID 97 - 121

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2592,30)" 4331 6362

ENSGALP00000008236 CID 354 - 369
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1842,99)" 3231 false 6363



ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1979,16)" 31045 true 1 6364

ENSGALP00000026511 CID 232 - 240

family with sequence 
similarity 49 member A - 
CGNC Symbol 12326 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1169,62)" 933 6365

ENSGALP00000030147 CID 233 - 241

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1169,62)" 933 6366

ENSGALP00000005776 CID 203 - 219
5'-nucleotidase cytosolic 
IIIB - CGNC Symbol 2665 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1955,00)" 1204 true 0.55 6367

ENSGALP00000027519 CID 699 - 707

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1183,61)" 1915 false 6368

ENSGALP00000041993 CID 64 - 78
ribosomal protein L21 - 
HGNC:10313 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1705,01)" 482 false 6369

ENSGALP00000026123 CID 291 - 307

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1916,02)" 7298 true 0.52 6370



ENSGALP00000008802 CID 153 - 159
ribosomal protein S2 - 
CGNC Symbol 50281 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(811,52)" 461 false 6371

ENSGALP00000010618 CID 128 - 135
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1042,59)" 1570 true 2 6372

ENSGALP00000003898 CID 524 - 533
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1243,63)" 3985 6373

ENSGALP00000026123 CID 291 - 307

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1920,04)" 3479 6374

ENSGALP00000023294 CID 1,831 - 1,846

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1940,95)" 1712 false 6375

ENSGALP00000019667 CID 76 - 83

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(862,53)" 758 false 6376

ENSGALP00000016182 CID 525 - 532

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(947,57)" 5334 true 0.8 6377



ENSGALP00000042094 CID 99 - 108
adenylate kinase 1 - CGNC 
Symbol 49598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1278,68)" 1298 false 6378

ENSGALP00000019252 CID 1,089 - 1,100

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1365,75)" 4644 false 6379

ENSGALP00000005345 CID 175 - 190

interferon gamma-inducible 
protein 30 - CGNC Symbol 
2468 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1730,89)" 4062 6380

ENSGALP00000016182 CID 525 - 532

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(951,59)" 4267 6381

ENSGALP00000020534 CID 35 - 43

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1134,54)" 7587 true 0.9 6382

ENSGALP00000009964 CID 1-Sep
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1134,54)" 7587 false 0.9 6383

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2277,21)" 937 false 6384



ENSGALP00000020534 CID 35 - 43

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1138,57)" 5866 6385

ENSGALP00000038570 CID 68 - 85

eukaryotic translation 
initiation factor 5A2 - CGNC 
Symbol 49863 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2257,17)" 1722 false 6386

ENSGALP00000035366 CID 81 - 89

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1145,60)" 72007 true 0.45 6387

ENSGALP00000000545 CID 710 - 721
RNA binding motif protein 
15 - CGNC Symbol 238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1227,62)" 1318 false 6388

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1299,73)" 48865 true 2.53 6389

ENSGALP00000029249 CID 155 - 165
tumor protein D52-like 2 - 
CGNC Symbol 50951 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1299,73)" 48865 6390

ENSGALP00000011170 CID 313 - 321

choroideremia (Rab escort 
protein 1) - CGNC Symbol 
51680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1111,62)" 3243 true 0.88 6391



ENSGALP00000007466 CID 45 - 66

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2572,28)" 362 false 6392

ENSGALP00000037111 CID 59 - 66

N-acylethanolamine acid 
amidase - CGNC Symbol 
8761 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1034,58)" 4177 6393

ENSGALP00000011170 CID 313 - 321

choroideremia (Rab escort 
protein 1) - CGNC Symbol 
51680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1119,67)" 1874 true 0.88 6394

ENSGALP00000023395 CID 469 - 476

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(976,57)" 414292 false 0.6 6395

ENSGALP00000016182 CID 908 - 914

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(976,57)" 414292 false 0.6 6396

ENSGALP00000001866 CID 549 - 558

SAM domain and HD 
domain 1 - CGNC Symbol 
839 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1097,65)" 4302 false 6397

ENSGALP00000025762 CID 178 - 187

runt-related transcription 
factor 1 - CGNC Symbol 
49673 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1097,65)" 4302 false 3.27 6398



ENSGALP00000020439 CID 154 - 165

eukaryotic translation 
initiation factor 3 subunit D - 
CGNC Symbol 56714 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1387,74)" 4132 6399

ENSGALP00000014308 CID 191 - 203

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1387,74)" 4132 true 2.42 6400

ENSGALP00000000933 CID 87 - 98

outer mitochondrial 
membrane cytochrome b5 - 
CGNC Symbol 50102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1533,75)" 1434 true 0.79 6401

ENSGALP00000019468 CID 120 - 143
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2688,37)" 672 false 6402

ENSGALP00000025878 CID 166 - 172
SMYD family member 5 - 
CGNC Symbol 51866 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(828,48)" 491 6403

ENSGALP00000005794 CID 1,772 - 1,783

spen family transcriptional 
repressor - CGNC Symbol 
2675 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1367,75)" 1540 true 1.08 6404

ENSGALP00000017123 CID 351 - 363

lymphoid enhancer binding 
factor 1 - CGNC Symbol 
7997 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1391,75)" 140056 false 2.42 6405



ENSGALP00000000933 CID 87 - 98

outer mitochondrial 
membrane cytochrome b5 - 
CGNC Symbol 50102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1537,77)" 1135 6406

ENSGALP00000038179 CID 233 - 239

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(907,47)" 1334 true 0.61 6407

ENSGALP00000037564 CID 104 - 115

Hsap of 4: solute carrier 
family 25 member 10 - 
HGNC:10980 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1355,81)" 3387 true 0.49 6408

ENSGALP00000018652 CID 319 - 329

actin related protein 2/3 
complex subunit 2 34kDa - 
CGNC Symbol 8704 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1371,74)" 13746 true 0.65 6409

ENSGALP00000004061 CID 287 - 298

phosphatidylinositol-4 5-
bisphosphate 3-kinase 
catalytic subunit delta - 
CGNC Symbol 1859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1371,74)" 13746 6410

ENSGALP00000038179 CID 233 - 239

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(911,49)" 441 6411

ENSGALP00000029968 CID 269 - 277
ribosomal protein L3 - 
CGNC Symbol 50654 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1109,60)" 1799 true 0.54 6412



ENSGALP00000037564 CID 104 - 115

Hsap of 4: solute carrier 
family 25 member 10 - 
HGNC:10980 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1363,86)" 1362 true 0.49 6413

ENSGALP00000018652 CID 319 - 329

actin related protein 2/3 
complex subunit 2 34kDa - 
CGNC Symbol 8704 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1375,76)" 8598 6414

ENSGALP00000019468 CID 432 - 439
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(963,53)" 1408 true 0.87 6415

ENSGALP00000002828 CID 727 - 738

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1479,74)" 19672 true 0.6 6416

ENSGALP00000019468 CID 432 - 439
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(967,55)" 831 6417

ENSGALP00000010541 CID 242 - 257

transformer 2 beta 
homolog (Drosophila) - 
CGNC Symbol 49299 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1471,73)" 5036 true 1.44 6418

ENSGALP00000032274 CID 590 - 601

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1598,82)" 3354 false 6419



ENSGALP00000019435 CID 108 - 125

SNU13 homolog small 
nuclear ribonucleoprotein 
(U4/U6.U5) - CGNC Symbol 
9043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2103,19)" 3533 true 0.54 6420

ENSGALP00000037524 CID 337 - 346
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1071,63)" 1332 false 6421

ENSGALP00000010190 CID 156 - 164
histone deacetylase 7 - 
CGNC Symbol 4743 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1071,63)" 1332 false 6422

ENSGALP00000018454 CID 348 - 357
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1071,63)" 1332 false 6423

ENSGALP00000016978 CID 327 - 336
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1071,63)" 1332 false 6424

ENSGALP00000038904 CID 92 - 100

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1151,74)" 2772 true 0.58 6425

ENSGALP00000000613 CID 448 - 458
nucleoporin 160kDa - CGNC 
Symbol 54143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1475,76)" 3627 false 1.04 6426



ENSGALP00000003089 CID 530 - 543
valosin containing protein - 
CGNC Symbol 53073 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1634,86)" 1897 true 0.97 6427

ENSGALP00000007780 CID 76 - 84

phosphopantothenoylcystei
ne synthetase - CGNC 
Symbol 66161 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1088,57)" 1333 6428

ENSGALP00000022434 CID 670 - 679
AFG3-like AAA ATPase 2 - 
CGNC Symbol 10366 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1159,66)" 599 true 0.78 6429

ENSGALP00000036688 CID 85 - 96
tubulin alpha 8a - CGNC 
Symbol 262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1466,84)" 56450 true 1.62 6430

ENSGALP00000036691 CID 82 - 93
tubulin alpha 8b - CGNC 
Symbol 49796 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1466,84)" 56450 true 1.62 6431

ENSGALP00000037524 CID 95 - 106
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1466,84)" 56450 true 1.62 6432

ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1466,84)" 56450 true 1.62 6433



ENSGALP00000003089 CID 530 - 543
valosin containing protein - 
CGNC Symbol 53073 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1642,92)" 1837 true 0.97 6434

ENSGALP00000038835 CID 1,003 - 1,011
mutS homolog 6 - CGNC 
Symbol 6804 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1143,58)" 4975 false 3.7 6435

ENSGALP00000033650 CID 508 - 519
FYN binding protein - CGNC 
Symbol 2773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1360,82)" 7748 true 0.94 6436

ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1474,89)" 95690 true 1.62 6437

ENSGALP00000037524 CID 95 - 106
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1474,89)" 95690 true 1.62 6438

ENSGALP00000036688 CID 85 - 96
tubulin alpha 8a - CGNC 
Symbol 262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1474,89)" 95690 true 1.62 6439

ENSGALP00000036691 CID 82 - 93
tubulin alpha 8b - CGNC 
Symbol 49796 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1474,89)" 95690 true 1.62 6440



ENSGALP00000002522 CID 32 - 46

complement component 1 
q subcomponent binding 
protein - CGNC Symbol 
1156 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1654,83)" 4841 true 1.58 6441

ENSGALP00000017954 CID 235 - 262

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2523,06)" 2616 true 0.37 6442

ENSGALP00000027391 CID 345 - 354

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1163,64)" 9832 true 1.13 6443

ENSGALP00000026076 CID 258 - 268

pyridoxal (pyridoxine 
vitamin B6) kinase - CGNC 
Symbol 12115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1373,80)" 1159 false 6444

ENSGALP00000008105 CID 352 - 363

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1481,72)" 1809 true 1.07 6445

ENSGALP00000027391 CID 345 - 354

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1167,67)" 11126 6446

ENSGALP00000015409 CID 27 - 37
actinin alpha 1 - CGNC 
Symbol 48956 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1420,69)" 5620 false 6447



ENSGALP00000008105 CID 352 - 363

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1485,75)" 1937 6448

ENSGALP00000016102 CID 879 - 885

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(810,45)" 2571 true 1.27 6449

ENSGALP00000004641 CID 1,579 - 1,584
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(810,45)" 2571 false 1.27 6450

ENSGALP00000041318 CID 65 - 74
NADH dehydrogenase - 
Refseq NP_001289036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1277,63)" 518 true 1.35 6451

ENSGALP00000005345 CID 175 - 190

interferon gamma-inducible 
protein 30 - CGNC Symbol 
2468 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1726,87)" 710 true 2.98 6452

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1806,95)" 1472 false 6453

ENSGALP00000035366 CID 113 - 127

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1821,92)" 1145 false 6454



ENSGALP00000009037 CID 773 - 782
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1328,69)" 2858 6455

ENSGALP00000022724 CID May-24

embryonic ectoderm 
development - CGNC 
Symbol 10494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1817,95)" 9451 6456

ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - 
CGNC Symbol 10005 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2036,05)" 3433 true 3.93 6457

ENSGALP00000008824 CID 76 - 92

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2036,05)" 3433 false 6458

ENSGALP00000018695 CID 277 - 283

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(827,53)" 815 false 6459

ENSGALP00000015128 CID 588 - 594
lamin B receptor - CGNC 
Symbol 49736 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(922,48)" 6221 true 1.89 6460

ENSGALP00000039265 CID 129 - 137
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1005,57)" 3010 false 17.70* 6461



ENSGALP00000000509 CID 575 - 589

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1476,67)" 2846 true 0.53 6462

ENSGALP00000000742 CID 66 - 82
ring finger protein 113A - 
CGNC Symbol 51137 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1924,92)" 6099 false 6463

ENSGALP00000039157 CID 906 - 924
ATP citrate lyase - CGNC 
Symbol 2533 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1959,07)" 2252 false 6464

ENSGALP00000002520 CID Oct-28
septin 2-like - CGNC Symbol 
50343 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2107,05)" 414 true 1.16 6465

ENSGALP00000019629 CID 44 - 52
proteasome subunit alpha 3 
- CGNC Symbol 9125 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1009,60)" 62178 false 6466

ENSGALP00000023673 CID 743 - 751
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1303,62)" 2795 true 0.45 6467

ENSGALP00000007934 CID 466 - 480

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1796,93)" 3542 true 1.54 6468



ENSGALP00000009709 CID 464 - 480

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1973,08)" 4626 true 0.69 6469

ENSGALP00000002520 CID Oct-28
septin 2-like - CGNC Symbol 
50343 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2111,07)" 478 6470

ENSGALP00000004651 CID 133 - 151
thioredoxin like 1 - CGNC 
Symbol 2131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2310,92)" 993 true 1.29 6471

ENSGALP00000013808 CID 128 - 136
stromal antigen 2 - CGNC 
Symbol 51718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1037,56)" 898 true 0.64 6472

ENSGALP00000035658 CID 374 - 387
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1723,82)" 1935 true 0.57 6473

ENSGALP00000037462 CID 292 - 307
thymopoietin - CGNC 
Symbol 50621 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1736,87)" 18672 true 0.26 6474

ENSGALP00000009709 CID 464 - 480

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1981,14)" 2786 true 0.69 6475



ENSGALP00000000170 CID 140 - 155
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2013,93)" 862 6476

ENSGALP00000004651 CID 133 - 151
thioredoxin like 1 - CGNC 
Symbol 2131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2314,94)" 1280 6477

ENSGALP00000013808 CID 128 - 136
stromal antigen 2 - CGNC 
Symbol 51718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1041,58)" 572 6478

ENSGALP00000035658 CID 374 - 387
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1731,86)" 652 true 0.57 6479

ENSGALP00000030005 CID May-23

ubiquitin-conjugating 
enzyme E2N - CGNC Symbol 
50617 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2062,13)" 880 false 6480

ENSGALP00000005322 CID 241 - 264

BRX1 biogenesis of 
ribosomes - CGNC Symbol 
2456 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2805,30)" 394 false 6481

ENSGALP00000014509 CID 157 - 162

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(707,34)" 576 false 6482



ENSGALP00000031379 CID 179 - 186

succinate-CoA ligase alpha 
subunit - CGNC Symbol 
11915 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(857,51)" 2774 6483

ENSGALP00000000666 CID 97 - 105
phosphoglucomutase 2 - 
CGNC Symbol 52790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(965,57)" 2817 6484

ENSGALP00000005090 CID 675 - 684

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1135,61)" 1757 true 1.03 6485

ENSGALP00000016978 CID 216 - 229
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1746,91)" 51148 true 1.93 6486

ENSGALP00000036688 CID 216 - 229
tubulin alpha 8a - CGNC 
Symbol 262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1746,91)" 51148 true 1.93 6487

ENSGALP00000037524 CID 226 - 239
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1746,91)" 51148 true 1.93 6488

ENSGALP00000018454 CID 237 - 250
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1746,91)" 51148 true 1.93 6489



ENSGALP00000036691 CID 213 - 226
tubulin alpha 8b - CGNC 
Symbol 49796 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1746,91)" 51148 true 1.93 6490

ENSGALP00000005090 CID 675 - 684

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1139,63)" 2410 6491

ENSGALP00000037266 CID 39 - 51

histone cluster 1 H1.11L 
(similar to human histone 
cluster 1 class H1 genes) - 
CGNC Symbol 53220 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1436,95)" 8861 true 0.34 6492

ENSGALP00000019163 CID 35 - 47
histone H1 - CGNC Symbol 
53214 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1436,95)" 8861 true 0.34 6493

ENSGALP00000018454 CID 237 - 250
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1750,94)" 25150 6494

ENSGALP00000036691 CID 213 - 226
tubulin alpha 8b - CGNC 
Symbol 49796 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1750,94)" 25150 6495

ENSGALP00000037524 CID 226 - 239
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1750,94)" 25150 6496



ENSGALP00000016978 CID 216 - 229
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1750,94)" 25150 6497

ENSGALP00000036688 CID 216 - 229
tubulin alpha 8a - CGNC 
Symbol 262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1750,94)" 25150 6498

ENSGALP00000014372 CID 217 - 223
pre-mRNA processing factor 
4 - CGNC Symbol 6724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(847,50)" 4033 6499

ENSGALP00000038795 CID 208 - 214

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(847,50)" 4033 6500

ENSGALP00000042552 CID 541 - 547
guanylate binding protein - 
CGNC Symbol 49284 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(925,53)" 3333 6501

ENSGALP00000004013 CID 1,171 - 1,183 talin 1 - CGNC Symbol 1830 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1428,79)" 17817 false 0.69 6502

ENSGALP00000024388 CID 33 - 44
transthyretin - CGNC 
Symbol 49731 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1428,79)" 17817 false 0.69 6503



ENSGALP00000041993 CID 22 - 32
ribosomal protein L21 - 
HGNC:10313 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1291,68)" 14057 6504

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1291,68)" 14057 true 2.53 6505

ENSGALP00000003455 CID 103 - 111

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1049,58)" 1754 6506

ENSGALP00000025327 CID 2,839 - 2,847

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1049,58)" 1754 false 6507

ENSGALP00000016164 CID 961 - 970

extra spindle pole bodies 
like 1 separase - CGNC 
Symbol 7565 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1049,58)" 1754 6508

ENSGALP00000035366 CID 81 - 89

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1149,63)" 25480 6509

ENSGALP00000019120 CID 332 - 345
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1488,87)" 9672 6510



ENSGALP00000028746 CID 116 - 120

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(725,47)" 4749 false 6511

ENSGALP00000006578 CID 116 - 120

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(725,47)" 4749 false 6512

ENSGALP00000036122 CID 116 - 120

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(725,47)" 4749 false 6513

ENSGALP00000010888 CID 121 - 125

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(725,47)" 4749 false 6514

ENSGALP00000020445 CID 1,593 - 1,602

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1306,61)" 5855 true 1.02 6515

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1315,73)" 3884 true 1.86 6516

ENSGALP00000022004 CID 77 - 90
tropomyosin 3 - 
HGNC:12012 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1504,79)" 16308 false 6517



ENSGALP00000000639 CID 235 - 243
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1074,57)" 6676 true 0.24 6518

ENSGALP00000039954 CID 114 - 121
Hsap of 1: formin like 1 - 
HGNC:1212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1082,55)" 1297 true 0.67 6519

ENSGALP00000009829 CID 26 - 36

Gallus gallus hypoxanthine 
phosphoribosyltransferase 
1 (HPRT1) mRNA. - RefSeq 
mRNA NM_204848 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1345,74)" 3418 6520

P35527 CID 241 - 250

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1371,78)" 4130 true 1.13 6521

ENSGALP00000038774 CID 262 - 273
argininosuccinate synthase 
1 - CGNC Symbol 50457 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1378,76)" 3715 false 0.39 6522

ENSGALP00000039270 CID 1,145 - 1,158

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1549,82)" 1160 true 1 6523

ENSGALP00000039954 CID 114 - 121
Hsap of 1: formin like 1 - 
HGNC:1212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1086,58)" 872 6524



ENSGALP00000002373 CID 657 - 667

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1352,65)" 1209 6525

ENSGALP00000008013 CID 57 - 69

ISY1 splicing factor homolog 
(S. cerevisiae) - CGNC 
Symbol 3725 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1430,77)" 1776 true 0.73 6526

ENSGALP00000021343 CID 126 - 147

serine/threonine kinase 
receptor associated protein - 
CGNC Symbol 9899 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2438,35)" 663 false 6527

ENSGALP00000032184 CID 235 - 240
annexin A1 - CGNC Symbol 
11272 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(847,52)" 4445 false 6528

ENSGALP00000021294 CID 552 - 558

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(944,52)" 3068 false 0.46 6529

ENSGALP00000005971 CID 267 - 273
annexin A2 - CGNC Symbol 
49740 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(944,52)" 3068 6530

ENSGALP00000002348 CID 289 - 296

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(985,59)" 2966 true 0.44 6531



ENSGALP00000040189 CID 52 - 62

enoyl CoA hydratase short 
chain 1 mitochondrial - 
CGNC Symbol 56301 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(985,59)" 2966 false 0.44 6532

P35908 CID 454 - 461

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(985,59)" 2966 6533

P04264 CID 456 - 463

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(985,59)" 2966 6534

ENSGALP00000001460 CID 147 - 155
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1092,57)" 7851 true 0.62 6535

ENSGALP00000016196 CID 377 - 388

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1362,71)" 2260 6536

ENSGALP00000007586 CID 20 - 31

aldehyde dehydrogenase 3 
family member A2 - CGNC 
Symbol 50558 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1570,89)" 511 false 6537

ENSGALP00000041541 CID 101 - 108

sphingomyelin 
phosphodiesterase 1 - 
CGNC Symbol 50914 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(989,62)" 1313 6538



ENSGALP00000026477 CID 523 - 530
nucleolar protein 10 - CGNC 
Symbol 12312 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1018,59)" 3948 6539

ENSGALP00000001460 CID 147 - 155
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1096,60)" 4368 6540

ENSGALP00000004159 CID 134 - 147
ribosomal protein L10a - 
CGNC Symbol 51119 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1646,97)" 2431 true 1.78 6541

ENSGALP00000015128 CID 371 - 377
lamin B receptor - CGNC 
Symbol 49736 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(835,48)" 1252 false 6542

ENSGALP00000039767 CID 214 - 221

fumarylacetoacetate 
hydrolase domain 
containing 1 - CGNC Symbol 
16972 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1005,61)" 1043 false 6543

ENSGALP00000022252 CID 524 - 533
sorting nexin 9 - CGNC 
Symbol 10266 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1105,60)" 1568 false 0.58 6544

ENSGALP00000043256 CID 88 - 99

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1377,73)" 140944 false 6545



ENSGALP00000021055 CID 555 - 566
dynamin 1-like - CGNC 
Symbol 9791 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1377,73)" 140944 false 0.54 6546

ENSGALP00000015174 CID Jan-16
Sp3 transcription factor - 
CGNC Symbol 7089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1712,90)" 616 false 6547

ENSGALP00000026270 CID 123 - 136

glutamate-cysteine ligase 
catalytic subunit - CGNC 
Symbol 12202 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1726,92)" 1693 true 0.61 6548

ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC 
Symbol 12703 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1185,62)" 6858 true 0.57 6549

ENSGALP00000002008 CID 248 - 261
c-src tyrosine kinase - CGNC 
Symbol 902 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1567,76)" 4848 false 0.58 6550

ENSGALP00000026270 CID 123 - 136

glutamate-cysteine ligase 
catalytic subunit - CGNC 
Symbol 12202 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1734,96)" 490 true 0.61 6551

ENSGALP00000020346 CID 29 - 43
FK506 binding protein 3 - 
CGNC Symbol 9468 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1795,93)" 34057 true 0.58 6552



ENSGALP00000039265 CID 912 - 918
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(868,52)" 2300 true 0.53 6553

ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC 
Symbol 12703 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1189,65)" 3490 6554

ENSGALP00000007833 CID Feb-16
myelin expression factor 2 - 
CGNC Symbol 49981 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1652,86)" 1778 true 0.33 6555

ENSGALP00000020346 CID 29 - 43
FK506 binding protein 3 - 
CGNC Symbol 9468 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1799,95)" 18482 6556

ENSGALP00000015741 CID 381 - 390

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1172,67)" 1398 true 1.33 6557

ENSGALP00000011510 CID 185 - 194
apolipoprotein A-I - CGNC 
Symbol 49860 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1209,65)" 18835 6558

ENSGALP00000017597 CID 179 - 192

ERO1-like beta (S. 
cerevisiae) - CGNC Symbol 
8234 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1897,94)" 1072 false 6559



ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - 
CGNC Symbol 10005 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2027,99)" 414 true 3.93 6560

ENSGALP00000038179 CID 168 - 173

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(808,43)" 1902 false 0.65 6561

ENSGALP00000025525 CID 227 - 239
carbonic anhydrase II - 
CGNC Symbol 11834 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1566,70)" 910 true 1.82 6562

ENSGALP00000013622 CID 428 - 446
5'-3' exoribonuclease 2 - 
CGNC Symbol 6344 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2053,02)" 1096 false 6563

ENSGALP00000011499 CID 2,237 - 2,244

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(989,57)" 3187 6564

ENSGALP00000018939 CID 122 - 132

group-specific component 
(vitamin D binding protein) - 
CGNC Symbol 8824 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1308,73)" 5066 6565

ENSGALP00000025525 CID 227 - 239
carbonic anhydrase II - 
CGNC Symbol 11834 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1570,73)" 1653 6566



ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1307,67)" 1612 true 1.86 6567

ENSGALP00000008863 CID 212 - 221

transmembrane 9 
superfamily member 3 - 
CGNC Symbol 4123 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1337,64)" 686 true 3.5 6568

ENSGALP00000020561 CID 309 - 321

RNA 2' 3'-cyclic phosphate 
and 5'-OH ligase - CGNC 
Symbol 9570 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1408,69)" 1136 false 6569

ENSGALP00000034419 CID 34 - 47

GATA zinc finger domain 
containing 2A - CGNC 
Symbol 2116 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1496,78)" 716 false 6570

ENSGALP00000023917 CID 111 - 124
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1645,76)" 3919 true 0.93 6571

ENSGALP00000003011 CID Feb-29
scaffold attachment factor 
B2 - CGNC Symbol 52976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2873,30)" 1397 6572

ENSGALP00000042374 CID 255 - 260
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(772,44)" 1592 false 6573



ENSGALP00000006242 CID 140 - 146
myopalladin - CGNC Symbol 
2877 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(772,44)" 1592 false 6574

ENSGALP00000015892 CID 495 - 500

N(alpha)-acetyltransferase 
15 NatA auxiliary subunit - 
CGNC Symbol 7432 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(772,44)" 1592 false 6575

ENSGALP00000018120 CID 155 - 161

proteasome 26S subunit 
non-ATPase 14 - CGNC 
Symbol 8450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(847,50)" 975 true 1.03 6576

ENSGALP00000007458 CID 143 - 149
protein kinase N3 - CGNC 
Symbol 50459 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(960,54)" 1172 false 6577

ENSGALP00000005971 CID 69 - 77
annexin A2 - CGNC Symbol 
49740 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1143,61)" 3558 6578

ENSGALP00000028857 CID 296 - 307

oxoglutarate (alpha-
ketoglutarate) 
dehydrogenase (lipoamide) - 
CGNC Symbol 52787 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1402,69)" 2371 true 1.06 6579

ENSGALP00000020953 CID 111 - 122

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 6 - CGNC Symbol 
51364 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1511,76)" 840 true 0.98 6580



ENSGALP00000016196 CID 83 - 89

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(851,52)" 1012 false 6581

ENSGALP00000018120 CID 155 - 161

proteasome 26S subunit 
non-ATPase 14 - CGNC 
Symbol 8450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(851,52)" 1012 6582

ENSGALP00000023439 CID 35 - 44

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1150,59)" 7425 true 0.47 6583

ENSGALP00000028857 CID 296 - 307

oxoglutarate (alpha-
ketoglutarate) 
dehydrogenase (lipoamide) - 
CGNC Symbol 52787 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1406,71)" 2510 6584

ENSGALP00000020953 CID 111 - 122

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 6 - CGNC Symbol 
51364 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1519,81)" 826 true 0.98 6585

ENSGALP00000011775 CID 1,318 - 1,329

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1317,80)" 12834 false 6586

ENSGALP00000024116 CID 128 - 140

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1702,88)" 2288 true 0.88 6587



ENSGALP00000006527 CID 202 - 209

translocase of outer 
mitochondrial membrane 
34 - CGNC Symbol 3015 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(976,58)" 868 6588

ENSGALP00000003646 CID 164 - 173

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1166,65)" 7613 6589

ENSGALP00000035593 CID 84 - 96
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1642,84)" 13746 true 3.56 6590

ENSGALP00000020439 CID 223 - 236

eukaryotic translation 
initiation factor 3 subunit D - 
CGNC Symbol 56714 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1646,91)" 957 6591

ENSGALP00000017553 CID 96 - 109

basic leucine zipper and W2 
domains 2 - CGNC Symbol 
8215 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1773,81)" 2037 true 0.94 6592

ENSGALP00000000615 CID 428 - 435
karyopherin subunit beta 1 - 
HGNC:6400 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(994,58)" 1248 6593

ENSGALP00000012233 CID 272 - 280
Ras-related GTP binding B - 
CGNC Symbol 5717 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1147,69)" 476 false 2.35 6594



ENSGALP00000034108 CID 32 - 42
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1257,66)" 18234 true 1.38 6595

ENSGALP00000037260 CID 35 - 44

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1367,81)" 1341 6596

ENSGALP00000017553 CID 96 - 109

basic leucine zipper and W2 
domains 2 - CGNC Symbol 
8215 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1777,83)" 1923 6597

ENSGALP00000002172 CID 42 - 52

mitochondrial trans-2-enoyl-
CoA reductase - CGNC 
Symbol 981 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1270,76)" 706 true 0.47 6598

ENSGALP00000014107 CID 191 - 201
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1324,64)" 4029 true 1.56 6599

ENSGALP00000043461 CID 105 - 118

eukaryotic translation 
initiation factor 3 subunit K - 
HGNC:24656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1686,86)" 2066 false 6600

ENSGALP00000008498 CID 466 - 471
transketolase - CGNC 
Symbol 3953 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(793,43)" 3725 true 0.52 6601



ENSGALP00000014107 CID 191 - 201
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1328,66)" 12735 6602

ENSGALP00000009314 CID Apr-29
septin 2 - CGNC Symbol 
4335 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2938,46)" 3084 true 0.32 6603

ENSGALP00000039157 CID 626 - 640
ATP citrate lyase - CGNC 
Symbol 2533 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1579,83)" 567 false 6604

ENSGALP00000009314 CID Apr-29
septin 2 - CGNC Symbol 
4335 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2942,47)" 855 6605

ENSGALP00000004641 CID 2-Aug
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(865,45)" 1661 6606

ENSGALP00000034078 CID 58 - 67

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1255,77)" 56816 true 1.48 6607

ENSGALP00000002828 CID 727 - 738

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1483,79)" 14676 6608



ENSGALP00000010210 CID 244 - 258

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1730,86)" 8827 true 2.91 6609

ENSGALP00000035366 CID 141 - 155

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1773,02)" 23197 true 0.09 6610

ENSGALP00000014374 CID 221 - 230
malate dehydrogenase 1 - 
CGNC Symbol 6725 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1204,67)" 4238 true 0.35 6611

ENSGALP00000002604 CID 496 - 508

inter-alpha-trypsin inhibitor 
heavy chain 3 - CGNC 
Symbol 50111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1481,77)" 3981 6612

ENSGALP00000005224 CID 342 - 352

isocitrate dehydrogenase 3 
(NAD+) alpha - CGNC 
Symbol 2399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1445,60)" 1521 false 6613

ENSGALP00000009341 CID 209 - 221

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1615,96)" 1028 false 6614

ENSGALP00000038957 CID 28 - 48
ribosomal protein L27 - 
CGNC Symbol 49733 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2304,15)" 831 6615



ENSGALP00000006157 CID 114 - 124

peptidylprolyl cis/trans 
isomerase NIMA-interacting 
4 - CGNC Symbol 2839 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1353,73)" 2267 6616

ENSGALP00000003012 CID 241 - 256
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1470,69)" 1331 6617

ENSGALP00000014509 CID 482 - 488

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1044,50)" 1040 false 6618

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1630,81)" 3618 6619

ENSGALP00000008095 CID 27 - 40
adenosine kinase - CGNC 
Symbol 3760 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1714,02)" 2644 false 6620

ENSGALP00000010157 CID 377 - 383
SON DNA binding protein - 
CGNC Symbol 4729 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(978,59)" 3473 6621

ENSGALP00000035595 CID 22 - 31
40S ribosomal protein S11 - 
Refseq NP_001026004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1057,64)" 1954 false 6622



ENSGALP00000014379 CID 338 - 345

DnaJ heat shock protein 
family (Hsp40) member C10 
- CGNC Symbol 6729 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1067,56)" 1707 true 1.81 6623

ENSGALP00000024803 CID 359 - 373
prolyl endopeptidase - 
CGNC Symbol 11476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1699,98)" 515 true 1.14 6624

ENSGALP00000011961 CID 40 - 62

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2748,41)" 1340 false 6625

ENSGALP00000017462 CID 13 - 24
high mobility group box 2 - 
CGNC Symbol 8169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1556,69)" 6166 false 6626

ENSGALP00000024803 CID 359 - 373
prolyl endopeptidase - 
CGNC Symbol 11476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1708,03)" 586 true 1.14 6627

ENSGALP00000016490 CID 1,096 - 1,100
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(709,45)" 5194 6628

ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(709,45)" 5194 6629



ENSGALP00000020744 CID 97 - 101

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(709,45)" 5194 6630

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(709,45)" 5194 6631

ENSGALP00000037462 CID 292 - 307
thymopoietin - CGNC 
Symbol 50621 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1740,89)" 3936 6632

ENSGALP00000041873 CID 34 - 44

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1351,64)" 2259 true 0.71 6633

ENSGALP00000013808 CID 1,166 - 1,177
stromal antigen 2 - CGNC 
Symbol 51718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1532,75)" 12342 6634

ENSGALP00000001027 CID 192 - 205

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1593,86)" 11526 true 0.4 6635

ENSGALP00000037462 CID 292 - 307
thymopoietin - CGNC 
Symbol 50621 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1752,86)" 2277 false 6636



ENSGALP00000032274 CID 224 - 230

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(843,52)" 636 false 6637

ENSGALP00000002944 CID 331 - 345
WAPL cohesin release 
factor - CGNC Symbol 1347 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1613,81)" 1237 true 1.27 6638

ENSGALP00000019064 CID 2,054 - 2,067

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1635,89)" 1014 false 6639

ENSGALP00000029968 CID 35 - 50
ribosomal protein L3 - 
CGNC Symbol 50654 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1884,10)" 591 false 6640

ENSGALP00000013963 CID 969 - 977

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1162,59)" 905 true 0.79 6641

ENSGALP00000025280 CID 73 - 81
thioredoxin - CGNC Symbol 
49804 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1285,66)" 97530 true 2.15 6642

ENSGALP00000012100 CID 148 - 156
leucyl-tRNA synthetase - 
CGNC Symbol 5654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(880,52)" 3456 false 6643



ENSGALP00000019365 CID 175 - 181
annexin A5 - CGNC Symbol 
9009 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(880,52)" 3456 6644

ENSGALP00000025606 CID 85 - 100

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1964,06)" 3167 false 6645

ENSGALP00000025278 CID 77 - 90
prostaglandin reductase 1 - 
CGNC Symbol 11711 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1490,82)" 3326 true 0.37 6646

ENSGALP00000018987 CID 374 - 381
t-complex 1 - CGNC Symbol 
8842 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(892,56)" 3213 6647

ENSGALP00000020641 CID 31 - 38

aldehyde dehydrogenase 5 
family member A1 - CGNC 
Symbol 9610 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(892,56)" 3213 6648

ENSGALP00000023446 CID 262 - 269
prohibitin 2 - CGNC Symbol 
10814 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(892,56)" 3213 false 6649

ENSGALP00000038795 CID 323 - 329

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(892,56)" 3213 6650



ENSGALP00000042479 CID 79 - 87

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1036,60)" 551 6651

ENSGALP00000023115 CID 92 - 114

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2634,38)" 318 false 6652

ENSGALP00000012086 CID 259 - 266

glutamic-oxaloacetic 
transaminase 1 soluble - 
CGNC Symbol 5645 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1040,52)" 4537 true 0.88 6653

ENSGALP00000018120 CID 162 - 175

proteasome 26S subunit 
non-ATPase 14 - CGNC 
Symbol 8450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1626,87)" 2755 6654

ENSGALP00000004248 CID 76 - 92

DnaJ heat shock protein 
family (Hsp40) member C9 - 
CGNC Symbol 1946 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1908,88)" 1211 true 2.16 6655

ENSGALP00000015000 CID 86 - 96

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1021,59)" 478 true 0.35 6656

ENSGALP00000012086 CID 259 - 266

glutamic-oxaloacetic 
transaminase 1 soluble - 
CGNC Symbol 5645 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1044,54)" 3497 6657



ENSGALP00000012529 CID 197 - 211
enoyl-CoA delta isomerase 
1 - CGNC Symbol 50312 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1684,94)" 3216 true 0.57 6658

ENSGALP00000021838 CID 125 - 142
RNA binding motif protein 
14 - HGNC:14219 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1835,95)" 2923 false 6659

ENSGALP00000004248 CID 76 - 92

DnaJ heat shock protein 
family (Hsp40) member C9 - 
CGNC Symbol 1946 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1912,90)" 1099 6660

ENSGALP00000043256 CID 61 - 69

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1064,57)" 11867 true 2.05 6661

ENSGALP00000023439 CID 244 - 252

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1064,57)" 11867 false 6662

ENSGALP00000021314 CID 402 - 409
caldesmon 1 - CGNC 
Symbol 9884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1064,57)" 11867 6663

ENSGALP00000006157 CID 114 - 124

peptidylprolyl cis/trans 
isomerase NIMA-interacting 
4 - CGNC Symbol 2839 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1349,70)" 2075 true 0.71 6664



ENSGALP00000012529 CID 197 - 211
enoyl-CoA delta isomerase 
1 - CGNC Symbol 50312 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1688,97)" 5465 6665

ENSGALP00000023446 CID 78 - 93
prohibitin 2 - CGNC Symbol 
10814 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1877,98)" 2147 6666

ENSGALP00000008498 CID 466 - 471
transketolase - CGNC 
Symbol 3953 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(797,45)" 1170 6667

ENSGALP00000043256 CID 61 - 69

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1068,60)" 24288 6668

ENSGALP00000021314 CID 402 - 409
caldesmon 1 - CGNC 
Symbol 9884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1068,60)" 24288 6669

ENSGALP00000023439 CID 244 - 252

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1068,60)" 24288 6670

ENSGALP00000016182 CID 366 - 373

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1068,60)" 24288 6671



ENSGALP00000007487 CID 138 - 151

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1616,86)" 2722 true 0.53 6672

ENSGALP00000014317 CID 103 - 117

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1751,03)" 914 6673

ENSGALP00000015366 CID 228 - 235
peptidylprolyl isomerase D - 
CGNC Symbol 7186 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(996,56)" 2038 true 1.43 6674

ENSGALP00000007667 CID 204 - 212
glyoxalase domain 
containing 4 - HGNC:14111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1049,63)" 1369 6675

ENSGALP00000007487 CID 138 - 151

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1620,88)" 1173 6676

ENSGALP00000038677 CID 177 - 195

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2327,31)" 1354 false 6677

ENSGALP00000030864 CID 294 - 315
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2393,16)" 1613 true 0.82 6678



ENSGALP00000035717 CID 26 - 33

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(987,56)" 20762 false 6679

ENSGALP00000004515 CID 78 - 84

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(987,56)" 20762 6680

ENSGALP00000015366 CID 228 - 235
peptidylprolyl isomerase D - 
CGNC Symbol 7186 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1004,60)" 2910 true 1.43 6681

ENSGALP00000003737 CID 16 - 28
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1505,80)" 4031 true 1.12 6682

ENSGALP00000030864 CID 294 - 315
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2397,19)" 811 6683

ENSGALP00000029249 CID 154 - 159
tumor protein D52-like 2 - 
CGNC Symbol 50951 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(795,48)" 2211 false 6684

ENSGALP00000000955 CID 298 - 304
CTP synthase 1 - CGNC 
Symbol 429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(811,52)" 486 false 6685



ENSGALP00000009408 CID 229 - 235
acetyl-CoA acyltransferase 
1 - CGNC Symbol 4375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(811,52)" 486 false 6686

ENSGALP00000023288 CID 94 - 102

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1091,54)" 605 true 1.98 6687

ENSGALP00000006018 CID 158 - 166

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1091,54)" 605 true 1.98 6688

ENSGALP00000023059 CID 1,047 - 1,055

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1123,65)" 539 true 1.11 6689

ENSGALP00000003737 CID 16 - 28
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1513,84)" 4529 true 1.12 6690

ENSGALP00000005520 CID 325 - 331

aldehyde dehydrogenase 9 
family member A1 - CGNC 
Symbol 2550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(809,39)" 1631 6691

ENSGALP00000037408 CID 1,365 - 1,371

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(839,47)" 1201 true 0.54 6692



ENSGALP00000004687 CID 508 - 514

MAU2 sister chromatid 
cohesion factor - CGNC 
Symbol 2145 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(839,47)" 1201 false 0.54 6693

ENSGALP00000023288 CID 94 - 102

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1095,56)" 1201 6694

ENSGALP00000006018 CID 158 - 166

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1095,56)" 1201 6695

ENSGALP00000019120 CID 38 - 50
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1519,76)" 24652 6696

ENSGALP00000010510 CID 37 - 49
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1519,76)" 24652 6697

ENSGALP00000001002 CID Apr-23

nuclear casein kinase and 
cyclin-dependent kinase 
substrate 1 - CGNC Symbol 
448 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2422,07)" 2147 true 0.82 6698

ENSGALP00000025794 CID 783 - 789

MORC family CW-type zinc 
finger 3 - CGNC Symbol 
11977 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(822,38)" 3425 false 6699



ENSGALP00000016509 CID 630 - 636

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(858,51)" 2223 false 6700

ENSGALP00000035593 CID 68 - 77
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1100,68)" 8060 true 1.35 6701

ENSGALP00000005643 CID 256 - 267

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1229,72)" 2558 true 0.88 6702

ENSGALP00000001002 CID Apr-23

nuclear casein kinase and 
cyclin-dependent kinase 
substrate 1 - CGNC Symbol 
448 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2430,12)" 1763 true 0.82 6703

ENSGALP00000015528 CID 82 - 90

karyopherin alpha 4 
(importin alpha 3) - CGNC 
Symbol 52315 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1080,61)" 889 false 6704

ENSGALP00000026270 CID 505 - 512

glutamate-cysteine ligase 
catalytic subunit - CGNC 
Symbol 12202 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1080,61)" 889 false 6705

ENSGALP00000001565 CID 249 - 257

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1080,61)" 889 false 6706



ENSGALP00000016105 CID 215 - 224

echinoderm microtubule 
associated protein like 4 - 
CGNC Symbol 7532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1198,75)" 5902 false 0.74 6707

ENSGALP00000041873 CID 45 - 55

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1198,75)" 5902 6708

ENSGALP00000026633 CID 371 - 381

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1254,76)" 1312 true 0.81 6709

ENSGALP00000004104 CID 385 - 398

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1812,93)" 3043 true 2.33 6710

ENSGALP00000009853 CID 243 - 257
zinc finger protein 326 - 
CGNC Symbol 4587 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1812,93)" 3043 6711

ENSGALP00000025327 CID 1,179 - 1,194

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1812,93)" 3043 false 2.33 6712

ENSGALP00000013122 CID 97 - 121

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2588,28)" 2383 true 1.15 6713



ENSGALP00000026633 CID 371 - 381

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1258,77)" 1067 6714

ENSGALP00000018498 CID 46 - 59

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1616,90)" 6563 true 0.52 6715

ENSGALP00000004104 CID 385 - 398

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1816,95)" 1094 6716

ENSGALP00000023115 CID 403 - 410

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1088,48)" 5500 true 0.78 6717

ENSGALP00000027194 CID 961 - 969
tripeptidyl peptidase II - 
CGNC Symbol 12657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1111,62)" 1224 false 6718

ENSGALP00000042061 CID 31 - 40

phosphatidylinositol-5-
phosphate 4-kinase type II 
alpha - CGNC Symbol 5959 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1432,73)" 11283 true 0.21 6719

ENSGALP00000008236 CID 998 - 1,009
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1443,75)" 1837 true 1.06 6720



ENSGALP00000018498 CID 46 - 59

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1624,95)" 3422 true 0.52 6721

ENSGALP00000023115 CID 403 - 410

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1092,51)" 4307 6722

ENSGALP00000005971 CID 69 - 77
annexin A2 - CGNC Symbol 
49740 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1139,59)" 613 true 3.4 6723

ENSGALP00000008236 CID 998 - 1,009
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1447,78)" 1447 6724

ENSGALP00000039796 CID 308 - 319

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1477,74)" 5170 true 0.68 6725

ENSGALP00000023439 CID 35 - 44

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1154,61)" 1750 6726

ENSGALP00000009004 CID 31 - 41
phosphodiesterase 12 - 
CGNC Symbol 50135 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1269,67)" 5122 false 1.59 6727



ENSGALP00000011071 CID 671 - 680
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1269,67)" 5122 true 1.59 6728

ENSGALP00000039796 CID 308 - 319

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1481,76)" 3494 6729

ENSGALP00000003646 CID 164 - 173

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1162,63)" 15971 true 0.6 6730

ENSGALP00000033053 CID 2-Nov

SMT3 suppressor of mif two 
3 homolog 3 - CGNC Symbol 
56110 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1158,66)" 764 false 0.46 6731

ENSGALP00000025280 CID 73 - 81
thioredoxin - CGNC Symbol 
49804 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1293,60)" 2752 true 2.47 6732

ENSGALP00000003423 CID 907 - 917

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1325,65)" 21403 true 0.29 6733

ENSGALP00000008547 CID 326 - 336
sorting nexin 2 - CGNC 
Symbol 52887 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1332,73)" 908 true 2.26 6734



ENSGALP00000003250 CID 120 - 131

nuclear cap binding protein 
subunit 1 - CGNC Symbol 
53067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1476,79)" 1326 6735

ENSGALP00000015986 CID 222 - 234
integrator complex subunit 
7 - CGNC Symbol 7478 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1476,79)" 1326 false 6736

ENSGALP00000023278 CID 225 - 238

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1588,87)" 21406 6737

ENSGALP00000025280 CID 73 - 81
thioredoxin - CGNC Symbol 
49804 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1301,65)" 6807 true 2.47 6738

ENSGALP00000008547 CID 326 - 336
sorting nexin 2 - CGNC 
Symbol 52887 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1336,75)" 3218 6739

ENSGALP00000027194 CID 1,103 - 1,115
tripeptidyl peptidase II - 
CGNC Symbol 12657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1554,86)" 393 false 6740

ENSGALP00000038904 CID 42 - 57

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1903,98)" 35305 true 1.6 6741



ENSGALP00000001411 CID 398 - 407

sorting nexin family 
member 27 - CGNC Symbol 
636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1342,73)" 898 false 6742

ENSGALP00000016447 CID 111 - 123
ribosomal protein S8 - 
CGNC Symbol 52222 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1631,85)" 39416 true 0.09 6743

ENSGALP00000017341 CID 338 - 353

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1760,94)" 647 false 6744

ENSGALP00000035478 CID 1,314 - 1,333
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2185,14)" 5497 6745

ENSGALP00000019469 CID 156 - 166
ribosomal protein SA - 
CGNC Symbol 49202 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1362,70)" 2521 true 0.59 6746

ENSGALP00000001027 CID 192 - 205

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1597,89)" 4025 6747

ENSGALP00000015986 CID 896 - 910
integrator complex subunit 
7 - CGNC Symbol 7478 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1597,89)" 4025 6748



ENSGALP00000004159 CID 134 - 147
ribosomal protein L10a - 
CGNC Symbol 51119 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1638,94)" 480 true 1.78 6749

ENSGALP00000023926 CID 125 - 133
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1067,56)" 1644 6750

ENSGALP00000027391 CID 430 - 438

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1182,71)" 16430 true 0.63 6751

ENSGALP00000019469 CID 156 - 166
ribosomal protein SA - 
CGNC Symbol 49202 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1370,76)" 975 true 0.59 6752

ENSGALP00000020463 CID 482 - 494

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1383,75)" 6152 6753

ENSGALP00000013761 CID 135 - 149
NOP58 ribonucleoprotein - 
CGNC Symbol 52126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1674,84)" 560 true 0.33 6754

ENSGALP00000010925 CID 221 - 227

exocyst complex 
component 6 - CGNC 
Symbol 52056 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(825,46)" 540 false 6755



ENSGALP00000042059 CID 118 - 124

Hsap of 1: RNA binding 
motif protein 39 - 
HGNC:15923 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(825,46)" 540 false 6756

ENSGALP00000038124 CID 1,182 - 1,192
fatty acid synthase - CGNC 
Symbol 1983 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1371,77)" 652 6757

ENSGALP00000043372 CID 147 - 157

farnesyl diphosphate 
synthase - CGNC Symbol 
23240 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1476,74)" 6326 false 6758

ENSGALP00000018441 CID 427 - 441
aspartyl aminopeptidase - 
CGNC Symbol 8600 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1737,94)" 1092 true 0.63 6759

ENSGALP00000040190 CID 163 - 182
pyroglutamyl-peptidase I - 
CGNC Symbol 17204 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2209,23)" 2404 false 6760

ENSGALP00000037001 CID 97 - 102

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(861,46)" 7341 false 6761

ENSGALP00000015897 CID 1,868 - 1,879
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1405,73)" 20985 false 0.5 6762



ENSGALP00000037222 CID 20 - 31

heterogeneous nuclear 
ribonucleoprotein D-like - 
CGNC Symbol 51783 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1405,73)" 20985 6763

ENSGALP00000015886 CID 134 - 146

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1540,82)" 2222 false 6764

ENSGALP00000018441 CID 427 - 441
aspartyl aminopeptidase - 
CGNC Symbol 8600 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1741,96)" 438 6765

ENSGALP00000020445 CID 712 - 718

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(952,52)" 16715 true 0.75 6766

ENSGALP00000000955 CID 494 - 505
CTP synthase 1 - CGNC 
Symbol 429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1585,84)" 2714 true 1.51 6767

ENSGALP00000015735 CID 17 - 32
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2080,05)" 3600 true 0.28 6768

ENSGALP00000039758 CID 257 - 264

SAM and SH3 domain 
containing 3 - CGNC Symbol 
2900 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1038,58)" 834 false 6769



ENSGALP00000016363 CID 192 - 199

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1038,58)" 834 6770

ENSGALP00000005129 CID 192 - 199

CWF19-like 1 cell cycle 
control (S. pombe) - CGNC 
Symbol 2360 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1038,58)" 834 false 6771

ENSGALP00000014509 CID 149 - 156

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1046,60)" 938 true 1.17 6772

ENSGALP00000038764 CID 244 - 251

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1046,60)" 938 true 1.17 6773

ENSGALP00000023352 CID 687 - 700

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1630,95)" 1594 false 6774

ENSGALP00000020445 CID 680 - 693

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1630,95)" 1594 false 6775

ENSGALP00000015735 CID 17 - 32
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2084,06)" 897 6776



ENSGALP00000009286 CID 133 - 140

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(973,55)" 6322 false 1.8 6777

ENSGALP00000022592 CID 326 - 335

HBS1 like translational 
GTPase - CGNC Symbol 
10439 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1110,57)" 1203 false 6778

ENSGALP00000018258 CID 2-Dec
Enah/Vasp-like - CGNC 
Symbol 8513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1274,62)" 27399 6779

ENSGALP00000021405 CID 61 - 71

Gallus gallus YKT6 v-SNARE 
homolog (S. cerevisiae) 
(YKT6) mRNA. - RefSeq 
mRNA NM_001113744 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1509,71)" 1287 false 6780

ENSGALP00000036720 CID 1,738 - 1,750

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1680,03)" 710 false 6781

ENSGALP00000019471 CID 58 - 73
PHD finger protein 5A - 
CGNC Symbol 9062 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1861,82)" 2731 true 1.48 6782

ENSGALP00000013622 CID 733 - 742
5'-3' exoribonuclease 2 - 
CGNC Symbol 6344 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1156,65)" 864 true 0.84 6783



ENSGALP00000023850 CID 462 - 470

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1177,66)" 5391 6784

ENSGALP00000009665 CID 328 - 337

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1160,68)" 729 6785

ENSGALP00000042526 CID 103 - 112
isocitrate dehydrogenase 3 
(NAD(+)) beta - HGNC:5385 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1238,73)" 1592 6786

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1295,68)" 482 6787

ENSGALP00000035595 CID 107 - 117
40S ribosomal protein S11 - 
Refseq NP_001026004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1375,67)" 4806 true 0.77 6788

ENSGALP00000039796 CID 212 - 225

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1520,83)" 1209 true 0.88 6789

ENSGALP00000038904 CID 42 - 57

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1912,03)" 64760 true 1.6 6790



ENSGALP00000012293 CID 69 - 77
ribosomal protein L35a - 
CGNC Symbol 5744 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1170,61)" 814 true 0.83 6791

ENSGALP00000035595 CID 107 - 117
40S ribosomal protein S11 - 
Refseq NP_001026004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1379,70)" 3705 6792

ENSGALP00000038935 CID 249 - 256

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1096,58)" 2248 true 2.25 6793

ENSGALP00000005643 CID 256 - 267

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1237,78)" 1371 true 0.88 6794

ENSGALP00000016629 CID 159 - 168
peroxiredoxin 1 - CGNC 
Symbol 7794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1260,74)" 1699 true 0.97 6795

ENSGALP00000019832 CID 399 - 409

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1370,67)" 4667 6796

ENSGALP00000005090 CID 841 - 854

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1595,79)" 1532 false 6797



ENSGALP00000006372 CID 42 - 61

aldo-keto reductase family 
7 member A2 (aflatoxin 
aldehyde reductase) - CGNC 
Symbol 51005 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2019,00)" 538 6798

ENSGALP00000038935 CID 249 - 256

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1100,61)" 5060 6799

ENSGALP00000018454 CID 333 - 341
tubulin alpha 4b - CGNC 
Symbol 65790 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1277,59)" 76760 true 0.21 6800

ENSGALP00000037524 CID 322 - 330
tubulin alpha 4a - CGNC 
Symbol 65758 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1277,59)" 76760 true 0.21 6801

ENSGALP00000019961 CID 140 - 153
methionyl aminopeptidase 
1 - CGNC Symbol 9297 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1832,85)" 512 false 6802

ENSGALP00000035478 CID 1,314 - 1,333
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2181,11)" 1876 true 2.15 6803

ENSGALP00000025606 CID 135 - 146

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1370,82)" 16765 true 0.99 6804



ENSGALP00000009371 CID 135 - 146

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1370,82)" 16765 true 1.29 6805

ENSGALP00000009371 CID 135 - 146

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1378,87)" 19117 true 1.29 6806

ENSGALP00000025606 CID 135 - 146

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1378,87)" 19117 true 1.29 6807

ENSGALP00000035593 CID 84 - 96
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1634,78)" 3426 true 3.56 6808

ENSGALP00000015171 CID 64 - 83
Obg-like ATPase 1 - CGNC 
Symbol 7087 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2541,36)" 1137 false 6809

ENSGALP00000021303 CID 42 - 62

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2612,26)" 2337 false 0.68 6810

ENSGALP00000021301 CID 50 - 70

aldo-keto reductase family 
1 member B10 (aldose 
reductase) - CGNC Symbol 
50690 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2612,26)" 2337 true 0.68 6811



ENSGALP00000000639 CID 128 - 137
lamin B2 - CGNC Symbol 
49708 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1297,76)" 519 false 6812

ENSGALP00000016447 CID 111 - 123
ribosomal protein S8 - 
CGNC Symbol 52222 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1635,89)" 1039 6813

ENSGALP00000009964 CID 156 - 171
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1706,83)" 1305 true 0.53 6814

ENSGALP00000038795 CID 195 - 207

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1395,77)" 937 false 0.64 6815

ENSGALP00000036406 CID 1,288 - 1,303
alpha-2-macroglobulin - 
CGNC Symbol 50716 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1837,85)" 1083 6816

ENSGALP00000023446 CID Aug-18
prohibitin 2 - CGNC Symbol 
10814 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1248,66)" 1466 true 1.28 6817

P35908 CID 287 - 296

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1284,73)" 16320 true 0.6 6818



ENSGALP00000002234 CID 97 - 110

RAB14 member RAS 
oncogene family - CGNC 
Symbol 1018 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1678,86)" 564 false 6819

ENSGALP00000040466 CID 1,251 - 1,257

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(852,54)" 2349 false 6820

ENSGALP00000009351 CID 77 - 87

protein phosphatase 1 
regulatory subunit 7 - CGNC 
Symbol 4354 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1292,80)" 493 false 6821

ENSGALP00000000509 CID 650 - 664

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1892,95)" 2737 true 0.59 6822

ENSGALP00000012917 CID 744 - 756

nuclear factor of activated T-
cells cytoplasmic calcineurin-
dependent 2 - CGNC 
Symbol 6025 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1573,77)" 2270 6823

ENSGALP00000018195 CID 143 - 156
proteasome subunit beta 1 - 
CGNC Symbol 8487 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1573,77)" 2270 true 2.13 6824

ENSGALP00000019064 CID 1,846 - 1,853

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(931,55)" 1348 false 0.85 6825



ENSGALP00000011499 CID 1,272 - 1,278

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(972,56)" 1928 6826

ENSGALP00000018195 CID 143 - 156
proteasome subunit beta 1 - 
CGNC Symbol 8487 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1577,79)" 5634 6827

ENSGALP00000025794 CID 140 - 154

MORC family CW-type zinc 
finger 3 - CGNC Symbol 
11977 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1782,93)" 802 true 0.8 6828

ENSGALP00000006939 CID 463 - 481
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2031,98)" 12007 true 0.83 6829

ENSGALP00000005662 CID 43 - 49

karyopherin alpha 2 (RAG 
cohort 1 importin alpha 1) - 
CGNC Symbol 50505 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(949,48)" 7244 false 0.92 6830

ENSGALP00000011598 CID 206 - 219

small nuclear 
ribonucleoprotein 
polypeptide A' - CGNC 
Symbol 50006 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1473,79)" 1049 false 6831

ENSGALP00000025280 CID 37 - 48
thioredoxin - CGNC Symbol 
49804 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1606,86)" 4499 true 0.9 6832



ENSGALP00000038795 CID 150 - 167

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1895,00)" 1058 false 6833

ENSGALP00000006939 CID 463 - 481
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2036,00)" 9916 6834

ENSGALP00000015409 CID 744 - 763
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2347,12)" 11357 true 0.45 6835

ENSGALP00000015623 CID 996 - 1,004

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(986,54)" 11485 6836

ENSGALP00000002580 CID 299 - 311

secretory carrier membrane 
protein 2 - CGNC Symbol 
1178 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1520,78)" 2420 true 0.65 6837

ENSGALP00000009795 CID 16 - 35
small acidic protein - Refseq 
NP_990089 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2045,93)" 963 true 2.83 6838

ENSGALP00000011441 CID 29 - 46

acyl-CoA dehydrogenase C-
2 to C-3 short chain - CGNC 
Symbol 5341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2223,17)" 516 true 0.66 6839



ENSGALP00000015409 CID 744 - 763
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2355,17)" 5094 true 0.45 6840

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(972,55)" 158512 true 0.83 6841

ENSGALP00000042357 CID 22 - 30
H2A histone family member 
X - HGNC:4739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(972,55)" 158512 true 0.83 6842

ENSGALP00000028277 CID 24 - 32
H2A histone family member 
Z - CGNC Symbol 52762 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(972,55)" 158512 true 0.83 6843

ENSGALP00000020463 CID 177 - 195

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2096,16)" 750 false 6844

ENSGALP00000013267 CID 80 - 98
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2227,19)" 340 6845

ENSGALP00000011441 CID 29 - 46

acyl-CoA dehydrogenase C-
2 to C-3 short chain - CGNC 
Symbol 5341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2227,19)" 340 6846



ENSGALP00000000316 CID 352 - 359
major vault protein - CGNC 
Symbol 136 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(976,58)" 19851 6847

ENSGALP00000000639 CID 191 - 202
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1594,80)" 4610 true 0.48 6848

ENSGALP00000025280 CID 37 - 48
thioredoxin - CGNC Symbol 
49804 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1618,95)" 4038 true 0.9 6849

ENSGALP00000008105 CID 293 - 308

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1742,95)" 1560 true 0.54 6850

ENSGALP00000021618 CID 58 - 76
lactate dehydrogenase B - 
CGNC Symbol 10005 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2309,29)" 506 false 6851

ENSGALP00000009549 CID 363 - 383
calnexin - CGNC Symbol 
4443 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2537,15)" 2315 false 6852

ENSGALP00000009853 CID 46 - 73
zinc finger protein 326 - 
CGNC Symbol 4587 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2674,13)" 691 true 0.6 6853



ENSGALP00000007667 CID 313 - 319
glyoxalase domain 
containing 4 - HGNC:14111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(884,55)" 401 false 6854

ENSGALP00000015182 CID 209 - 216
RNA binding motif protein 
25 - CGNC Symbol 7094 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(884,55)" 401 false 6855

ENSGALP00000002322 CID 211 - 217
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(926,46)" 2144 true 0.28 6856

ENSGALP00000011006 CID 84 - 91
catenin beta like 1 - CGNC 
Symbol 5146 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1069,64)" 2102 6857

ENSGALP00000037408 CID 1,499 - 1,513

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1786,98)" 1917 6858

ENSGALP00000000054 CID 151 - 165
G protein subunit alpha i3 - 
HGNC:4387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1786,98)" 1917 true 0.38 6859

ENSGALP00000007379 CID 148 - 162

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1786,98)" 1917 false 0.38 6860



ENSGALP00000006604 CID 18 - 32

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1923,00)" 4093 true 0.6 6861

ENSGALP00000009853 CID 46 - 73
zinc finger protein 326 - 
CGNC Symbol 4587 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2678,15)" 412 6862

ENSGALP00000026457 CID 253 - 260

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(906,53)" 980 6863

ENSGALP00000005013 CID 29 - 35

core-binding factor beta 
subunit - CGNC Symbol 
2299 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(985,45)" 1873 true 0.43 6864

ENSGALP00000012163 CID 871 - 877

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(985,45)" 1873 6865

ENSGALP00000006604 CID 18 - 32

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1927,03)" 2440 6866

ENSGALP00000002238 CID 236 - 244
protein PML-like - CGNC 
Symbol 65465 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1034,51)" 1013 6867



ENSGALP00000033650 CID 535 - 543
FYN binding protein - CGNC 
Symbol 2773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1099,60)" 1111 true 1.14 6868

ENSGALP00000024283 CID Apr-13
ribosomal protein S6 - 
CGNC Symbol 49670 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1099,60)" 1111 false 1.14 6869

ENSGALP00000012557 CID 113 - 121
COP9 signalosome subunit 
7B - CGNC Symbol 5861 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1148,67)" 1994 false 6870

ENSGALP00000020445 CID 1,923 - 1,932

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1191,69)" 11896 6871

ENSGALP00000039872 CID 251 - 265

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1691,03)" 7590 false 6872

ENSGALP00000020445 CID 1,754 - 1,770

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2000,04)" 1609 true 0.77 6873

ENSGALP00000002234 CID 172 - 201

RAB14 member RAS 
oncogene family - CGNC 
Symbol 1018 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(3214,73)" 268 false 6874



ENSGALP00000004508 CID 8-Dec

endoplasmic reticulum-
golgi intermediate 
compartment 1 - CGNC 
Symbol 2067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(741,39)" 596 false 6875

ENSGALP00000018686 CID 774 - 778

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(741,39)" 596 false 6876

ENSGALP00000035514 CID 454 - 458
protein kinase C delta - 
CGNC Symbol 50113 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(741,39)" 596 false 6877

ENSGALP00000038179 CID 200 - 207

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1113,55)" 6454 true 0.66 6878

ENSGALP00000005643 CID 296 - 306

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1195,69)" 4198 6879

ENSGALP00000000955 CID 494 - 505
CTP synthase 1 - CGNC 
Symbol 429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1577,80)" 1186 true 1.51 6880

ENSGALP00000020445 CID 1,754 - 1,770

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2008,09)" 1236 true 0.77 6881



ENSGALP00000023278 CID 57 - 76

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2321,32)" 3959 false 6882

ENSGALP00000038179 CID 200 - 207

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1117,57)" 4249 6883

ENSGALP00000025883 CID 83 - 93

eukaryotic translation 
initiation factor 3 subunit E - 
CGNC Symbol 12026 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1311,77)" 17265 false 6884

ENSGALP00000003152 CID 569 - 586
adenosylhomocysteinase - 
CGNC Symbol 1443 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2164,19)" 3767 false 6885

ENSGALP00000021034 CID 729 - 735

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(886,53)" 4424 false 0.5 6886

ENSGALP00000038835 CID 105 - 116
mutS homolog 6 - CGNC 
Symbol 6804 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1473,80)" 2868 true 0.59 6887

ENSGALP00000016538 CID 465 - 472
calpain 11 - CGNC Symbol 
54348 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1011,58)" 434 6888



ENSGALP00000022252 CID 524 - 533
sorting nexin 9 - CGNC 
Symbol 10266 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1161,65)" 9211 false 0.45 6889

ENSGALP00000042374 CID 541 - 550
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1161,65)" 9211 true 0.3 6890

ENSGALP00000038835 CID 105 - 116
mutS homolog 6 - CGNC 
Symbol 6804 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1477,83)" 1958 6891

ENSGALP00000008498 CID Jan-16
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2051,09)" 1359 true 1.76 6892

ENSGALP00000022023 CID 504 - 511
nucleoporin 98kDa - CGNC 
Symbol 10169 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1016,55)" 3336 false 6893

ENSGALP00000004186 CID 418 - 426
annexin A11 - CGNC Symbol 
52013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1080,56)" 11308 true 0.64 6894

ENSGALP00000031109 CID 600 - 613

nuclear receptor 
coactivator 7 - CGNC 
Symbol 51536 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1420,74)" 18164 true 0.61 6895



ENSGALP00000035593 CID 68 - 77
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1092,63)" 5360 true 1.35 6896

ENSGALP00000042497 CID 341 - 350

RAR-related orphan 
receptor C - CGNC Symbol 
58847 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1092,63)" 5360 6897

ENSGALP00000026337 CID 218 - 226
peroxiredoxin 4 - CGNC 
Symbol 12239 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1140,72)" 1417 false 6898

ENSGALP00000043363 CID Jan-13
visual system homeobox 1 - 
Refseq NP_990100 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1434,75)" 38585 false 6899

ENSGALP00000042659 CID 261 - 268

B-cell lymphoma/leukemia 
11B-like - CGNC Symbol 
63941 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1173,64)" 562 6900

ENSGALP00000023850 CID 462 - 470

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1173,64)" 562 true 5.32 6901

ENSGALP00000013267 CID 279 - 290
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1480,70)" 17592 true 0.88 6902



ENSGALP00000024803 CID 86 - 98
prolyl endopeptidase - 
CGNC Symbol 11476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1715,83)" 11601 true 0.8 6903

ENSGALP00000010423 CID 255 - 268

protein phosphatase 2 
catalytic subunit alpha 
isozyme - CGNC Symbol 
4870 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1731,86)" 33802 true 0.39 6904

ENSGALP00000009605 CID 119 - 137

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2262,15)" 1100 true 1.08 6905

ENSGALP00000003423 CID 475 - 481

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(895,51)" 613 false 6906

ENSGALP00000013267 CID 279 - 290
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1484,72)" 10902 6907

ENSGALP00000010423 CID 255 - 268

protein phosphatase 2 
catalytic subunit alpha 
isozyme - CGNC Symbol 
4870 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1735,88)" 10456 6908

ENSGALP00000003089 CID 218 - 231
valosin containing protein - 
CGNC Symbol 53073 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1736,01)" 6462 false 6909



ENSGALP00000009605 CID 119 - 137

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2270,20)" 1192 true 1.08 6910

ENSGALP00000019231 CID 104 - 125
heme binding protein 1 - 
CGNC Symbol 8945 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2606,34)" 1246 false 6911

ENSGALP00000005565 CID 115 - 120

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(800,51)" 899 false 6912

ENSGALP00000007236 CID 38 - 43
calcyclin binding protein - 
CGNC Symbol 3365 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(800,51)" 899 false 6913

ENSGALP00000018454 CID 333 - 341
tubulin alpha 4b - CGNC 
Symbol 65790 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1293,59)" 6098 true 0.27 6914

ENSGALP00000037524 CID 322 - 330
tubulin alpha 4a - CGNC 
Symbol 65758 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1293,59)" 6098 true 0.27 6915

ENSGALP00000009420 CID 578 - 590

coatomer protein complex 
subunit gamma 1 - CGNC 
Symbol 4382 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1422,83)" 437 false 6916



ENSGALP00000023089 CID 45 - 57
ribosomal protein large P2 - 
CGNC Symbol 10655 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1489,74)" 1874 true 1.48 6917

ENSGALP00000008105 CID 293 - 308

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1746,96)" 547 6918

ENSGALP00000037524 CID 322 - 330
tubulin alpha 4a - CGNC 
Symbol 65758 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1297,61)" 949 6919

ENSGALP00000018454 CID 333 - 341
tubulin alpha 4b - CGNC 
Symbol 65790 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1297,61)" 949 6920

ENSGALP00000009344 CID 625 - 635

deleted in lung and 
esophageal cancer 1 - CGNC 
Symbol 4351 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1340,81)" 985 6921

ENSGALP00000008082 CID 390 - 402

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1580,78)" 1992 true 0.8 6922

ENSGALP00000019031 CID 330 - 337
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1002,60)" 1954 true 0.97 6923



ENSGALP00000023274 CID 25 - 35

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1356,76)" 2079 false 6924

ENSGALP00000018410 CID 1,061 - 1,073

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1496,80)" 1142 false 6925

ENSGALP00000016102 CID 40 - 54

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1784,97)" 1016 true 0.45 6926

ENSGALP00000002322 CID 211 - 217
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(930,49)" 482 6927

ENSGALP00000035370 CID Dec-19

hepatoma-derived growth 
factor - CGNC Symbol 
58434 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(965,51)" 4798 true 0.88 6928

ENSGALP00000013622 CID 143 - 152
5'-3' exoribonuclease 2 - 
CGNC Symbol 6344 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1094,62)" 810 false 6929

ENSGALP00000038179 CID 107 - 117

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1240,72)" 5552 true 0.35 6930



ENSGALP00000016102 CID 40 - 54

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1793,02)" 459 true 0.45 6931

ENSGALP00000024681 CID 39 - 44

N-acetylneuraminate 
synthase - CGNC Symbol 
11406 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(821,49)" 14374 false 6932

ENSGALP00000015160 CID 3,805 - 3,810

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(821,49)" 14374 false 1.42 6933

ENSGALP00000008236 CID 1,489 - 1,495
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(971,53)" 6000 true 1.42 6934

ENSGALP00000038979 CID 2,348 - 2,354

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(971,53)" 6000 false 6935

ENSGALP00000013808 CID 862 - 869
stromal antigen 2 - CGNC 
Symbol 51718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(992,55)" 2088 false 6936

ENSGALP00000038179 CID 107 - 117

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1244,75)" 767 6937



ENSGALP00000015409 CID 842 - 854
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1589,77)" 51949 true 0.75 6938

ENSGALP00000010376 CID 609 - 614

Rac/Cdc42 guanine 
nucleotide exchange factor 
(GEF) 6 - CGNC Symbol 
4852 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(826,48)" 4270 false 6939

ENSGALP00000008236 CID 1,489 - 1,495
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(975,55)" 8504 6940

ENSGALP00000015409 CID 842 - 854
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1593,79)" 35502 6941

ENSGALP00000038795 CID 59 - 73

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1593,79)" 35502 6942

ENSGALP00000009393 CID 1,081 - 1,087

clustered mitochondria 
(cluA/CLU1) homolog - 
CGNC Symbol 4370 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(837,48)" 1580 6943

ENSGALP00000043331 CID 283 - 293
topoisomerase (DNA) I - 
CGNC Symbol 2691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1527,71)" 1878 false 6944



ENSGALP00000013524 CID 1,063 - 1,068
STE20-like kinase - CGNC 
Symbol 6304 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(772,49)" 4512 false 6945

ENSGALP00000007236 CID 38 - 43
calcyclin binding protein - 
CGNC Symbol 3365 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(772,49)" 4512 false 6946

ENSGALP00000005565 CID 115 - 120

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(772,49)" 4512 false 6947

ENSGALP00000013574 CID 334 - 342

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1204,60)" 13954 6948

ENSGALP00000003423 CID 907 - 917

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1329,68)" 3667 6949

ENSGALP00000002322 CID 99 - 111
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1565,80)" 2414 6950

ENSGALP00000005182 CID 601 - 618

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2108,20)" 446 true 0.9 6951



ENSGALP00000002828 CID 449 - 455

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(849,46)" 1752 true 1.73 6952

ENSGALP00000043196 CID 1,310 - 1,321
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1356,68)" 1057 false 6953

ENSGALP00000026044 CID 103 - 114

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1373,75)" 2273 false 6954

ENSGALP00000005182 CID 601 - 618

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2116,25)" 401 true 0.9 6955

ENSGALP00000030147 CID 168 - 186

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2124,04)" 2449 true 0.35 6956

ENSGALP00000002828 CID 449 - 455

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(853,48)" 1790 6957

ENSGALP00000016196 CID 182 - 189

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(898,57)" 983 false 6958



ENSGALP00000030147 CID 168 - 186

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2128,06)" 861 6959

ENSGALP00000017049 CID 152 - 168

cytidine/uridine 
monophosphate kinase 1 - 
CGNC Symbol 7971 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2146,18)" 1941 true 0.59 6960

ENSGALP00000015333 CID 76 - 87

TIA1 cytotoxic granule-
associated RNA binding 
protein - CGNC Symbol 
56693 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1159,59)" 2262 true 0.88 6961

ENSGALP00000027981 CID 517 - 526

ribonucleotide reductase 
catalytic subunit M1 - CGNC 
Symbol 13036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1235,62)" 1273 true 1.13 6962

ENSGALP00000020445 CID 1,698 - 1,716

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2145,04)" 3908 true 0.78 6963

ENSGALP00000007466 CID 168 - 174

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(897,53)" 983 false 6964

ENSGALP00000008338 CID 570 - 578

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1139,67)" 1008 true 0.66 6965



ENSGALP00000000316 CID 66 - 82
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1689,90)" 3325 6966

ENSGALP00000020445 CID 1,698 - 1,716

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2153,09)" 3061 true 0.78 6967

ENSGALP00000004515 CID 78 - 84

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(983,55)" 12829 true 1.08 6968

ENSGALP00000008338 CID 570 - 578

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1147,73)" 664 true 0.66 6969

ENSGALP00000000613 CID 564 - 573
nucleoporin 160kDa - CGNC 
Symbol 54143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1289,66)" 1028 false 1.44 6970

ENSGALP00000004248 CID 76 - 95

DnaJ heat shock protein 
family (Hsp40) member C9 - 
CGNC Symbol 1946 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2265,06)" 2132 false 6971

ENSGALP00000003130 CID 114 - 123

smu-1 suppressor of mec-8 
and unc-52 homolog (C. 
elegans) - CGNC Symbol 
1430 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1269,74)" 8462 true 0.53 6972



ENSGALP00000038835 CID 150 - 161
mutS homolog 6 - CGNC 
Symbol 6804 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1389,74)" 2634 false 6973

ENSGALP00000013999 CID 485 - 502

NADH:ubiquinone 
oxidoreductase core 
subunit S1 - CGNC Symbol 
6532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1807,94)" 1228 true 0.63 6974

ENSGALP00000013999 CID 485 - 502

NADH:ubiquinone 
oxidoreductase core 
subunit S1 - CGNC Symbol 
6532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1811,95)" 779 6975

ENSGALP00000037462 CID 49 - 72
thymopoietin - CGNC 
Symbol 50621 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2608,25)" 5430 true 0.35 6976

ENSGALP00000032101 CID 231 - 239
transaldolase - Refseq 
NP_001026348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1009,54)" 2083 true 0.48 6977

ENSGALP00000035658 CID 104 - 114
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1338,68)" 2210 true 0.83 6978

ENSGALP00000014260 CID 185 - 198

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1645,79)" 11546 6979



ENSGALP00000006218 CID 316 - 324

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1047,59)" 12855 true 0.61 6980

ENSGALP00000035658 CID 104 - 114
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1342,70)" 1432 6981

ENSGALP00000012376 CID 554 - 571

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1892,02)" 402 false 6982

ENSGALP00000020953 CID 295 - 300

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 6 - CGNC Symbol 
51364 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(764,39)" 1050 false 6983

ENSGALP00000006218 CID 316 - 324

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1051,61)" 7535 6984

ENSGALP00000042374 CID 541 - 550
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1165,68)" 1663 6985

ENSGALP00000000639 CID 128 - 137
lamin B2 - CGNC Symbol 
49708 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1325,80)" 37579 true 0.29 6986



ENSGALP00000007884 CID 173 - 182

LSM14A mRNA processing 
body assembly factor - 
CGNC Symbol 50074 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1167,66)" 8536 6987

ENSGALP00000023866 CID 1,666 - 1,674

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1167,66)" 8536 false 0.49 6988

ENSGALP00000039965 CID 957 - 965

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1167,66)" 8536 true 0.49 6989

ENSGALP00000000639 CID 128 - 137
lamin B2 - CGNC Symbol 
49708 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1333,84)" 4851 true 0.29 6990

ENSGALP00000017049 CID 152 - 168

cytidine/uridine 
monophosphate kinase 1 - 
CGNC Symbol 7971 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2150,20)" 916 6991

ENSGALP00000017556 CID 112 - 118
legumain - CGNC Symbol 
8216 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(860,54)" 5693 false 6992

ENSGALP00000039965 CID 957 - 965

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1171,70)" 3925 6993



ENSGALP00000020445 CID 1,923 - 1,932

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1187,68)" 17024 true 0.7 6994

ENSGALP00000000509 CID 590 - 600

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1240,57)" 1650 true 0.35 6995

ENSGALP00000002996 CID 224 - 235

solute carrier family 25 
(mitochondrial carrier 
phosphate carrier) member 
24 - CGNC Symbol 1369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1443,81)" 719 6996

ENSGALP00000010210 CID 244 - 258

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1734,90)" 27517 6997

ENSGALP00000000509 CID 590 - 600

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1244,60)" 576 6998

ENSGALP00000022023 CID 665 - 679
nucleoporin 98kDa - CGNC 
Symbol 10169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1706,88)" 2383 false 6999

ENSGALP00000019224 CID 464 - 478

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1862,94)" 3418 true 1.34 7000



ENSGALP00000042659 CID 139 - 154

B-cell lymphoma/leukemia 
11B-like - CGNC Symbol 
63941 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1862,94)" 3418 false 1.34 7001

ENSGALP00000023278 CID 108 - 129

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2417,31)" 364 false 7002

ENSGALP00000006242 CID 646 - 652
myopalladin - CGNC Symbol 
2877 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(815,52)" 649 false 7003

ENSGALP00000012879 CID 428 - 434
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(815,52)" 649 7004

ENSGALP00000013987 CID 750 - 759

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1255,76)" 817 true 0.73 7005

ENSGALP00000030005 CID 83 - 92

ubiquitin-conjugating 
enzyme E2N - CGNC Symbol 
50617 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1269,71)" 1587 false 7006

ENSGALP00000009121 CID 278 - 288
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1269,71)" 1587 false 0.48 7007



ENSGALP00000026067 CID Jan-13

U2 small nuclear RNA 
auxiliary factor 1 - CGNC 
Symbol 49287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1503,74)" 1944 false 7008

ENSGALP00000019224 CID 464 - 478

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1866,96)" 4584 7009

ENSGALP00000023278 CID 108 - 129

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2425,28)" 3593 true 1.17 7010

ENSGALP00000006778 CID 345 - 358

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1785,84)" 710 false 7011

ENSGALP00000032097 CID 259 - 275
CD5 molecule - CGNC 
Symbol 3864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1895,95)" 2843 false 7012

ENSGALP00000023278 CID 108 - 129

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2433,33)" 4493 true 1.17 7013

ENSGALP00000000670 CID 272 - 279

lon peptidase 1 
mitochondrial - CGNC 
Symbol 300 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1019,61)" 1043 true 1.55 7014



ENSGALP00000027953 CID 95 - 106
ribosomal protein S3 - 
CGNC Symbol 13020 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1316,69)" 6417 true 1.27 7015

ENSGALP00000013574 CID 331 - 342

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1528,76)" 932 true 1.03 7016

ENSGALP00000033741 CID 73 - 84

EF-hand domain family 
member D1 - CGNC Symbol 
52247 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1498,82)" 2410 false 7017

ENSGALP00000035905 CID 384 - 402
cell division cycle 5 like - 
CGNC Symbol 12520 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2040,01)" 1710 false 7018

ENSGALP00000034108 CID 367 - 375
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1051,56)" 26007 7019

ENSGALP00000009286 CID 227 - 238

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1226,69)" 405 false 7020

ENSGALP00000007236 CID 92 - 104
calcyclin binding protein - 
CGNC Symbol 3365 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1544,81)" 1285 true 1.26 7021



ENSGALP00000003130 CID 114 - 123

smu-1 suppressor of mec-8 
and unc-52 homolog (C. 
elegans) - CGNC Symbol 
1430 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1273,76)" 3656 7022

ENSGALP00000007236 CID 92 - 104
calcyclin binding protein - 
CGNC Symbol 3365 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1548,84)" 1450 7023

ENSGALP00000036963 CID 97 - 108
60S ribosomal protein L15 - 
Refseq NP_001292094 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1302,65)" 2602 7024

ENSGALP00000001150 CID 237 - 246
histidyl-tRNA synthetase - 
CGNC Symbol 50172 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1302,65)" 2602 7025

ENSGALP00000012427 CID 84 - 96

leucine rich repeat 
containing 59 - CGNC 
Symbol 5794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1562,91)" 2249 false 7026

ENSGALP00000008657 CID 86 - 92

hydroxyacylglutathione 
hydrolase - CGNC Symbol 
4019 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(772,49)" 2697 7027

ENSGALP00000023926 CID 36 - 45
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1265,59)" 15213 true 1.31 7028



ENSGALP00000013413 CID 84 - 97

DnaJ heat shock protein 
family (Hsp40) member C2 - 
CGNC Symbol 6249 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1597,85)" 990 false 7029

ENSGALP00000031109 CID 324 - 330

nuclear receptor 
coactivator 7 - CGNC 
Symbol 51536 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(880,51)" 1879 false 7030

ENSGALP00000023926 CID 36 - 45
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1269,61)" 19890 7031

ENSGALP00000027391 CID 295 - 306

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1472,84)" 6025 true 2.02 7032

ENSGALP00000017347 CID 316 - 328

proteasome 26S subunit 
ATPase 1 - CGNC Symbol 
8111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1478,85)" 1027 true 0.24 7033

ENSGALP00000027391 CID 295 - 306

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1480,86)" 6350 true 2.02 7034

ENSGALP00000030471 CID 71 - 84

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1592,78)" 2327 true 1 7035



ENSGALP00000039157 CID 820 - 825
ATP citrate lyase - CGNC 
Symbol 2533 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(728,47)" 524 false 7036

ENSGALP00000019031 CID 174 - 182
albumin - CGNC Symbol 
14106 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1220,70)" 67361 false 7037

ENSGALP00000030471 CID 71 - 84

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1596,81)" 1751 7038

ENSGALP00000006414 CID 95 - 108

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1752,90)" 3534 true 1.09 7039

ENSGALP00000033974 CID 37 - 50

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1752,90)" 3534 7040

ENSGALP00000003646 CID 250 - 255

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(759,41)" 487 false 7041

ENSGALP00000010210 CID 32 - 44

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1614,75)" 4738 false 7042



ENSGALP00000006414 CID 95 - 108

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1760,96)" 3859 true 1.09 7043

ENSGALP00000018382 CID 533 - 542
early endosome antigen 1 - 
CGNC Symbol 8572 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1248,75)" 440 7044

ENSGALP00000010405 CID 443 - 457
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1684,89)" 3691 7045

ENSGALP00000026664 CID 1,803 - 1,810

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(864,43)" 1567 7046

ENSGALP00000003089 CID 754 - 766
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1677,88)" 2596 7047

ENSGALP00000008273 CID 174 - 186
PHD finger protein 2 - CGNC 
Symbol 3843 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1753,85)" 1691 true 1.12 7048

ENSGALP00000042598 CID 152 - 159
cyclin-dependent kinase 1 - 
CGNC Symbol 2236 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(890,53)" 4385 false 0.99 7049



ENSGALP00000008078 CID 135 - 142
cyclin-dependent kinase 9 - 
CGNC Symbol 3750 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(890,53)" 4385 false 0.99 7050

ENSGALP00000000634 CID 379 - 386

LCK proto-oncogene Src 
family tyrosine kinase - 
HGNC:6524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(890,53)" 4385 false 0.99 7051

ENSGALP00000015412 CID 161 - 168
cyclin-dependent kinase 6 - 
CGNC Symbol 51286 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(890,53)" 4385 false 0.99 7052

ENSGALP00000003612 CID 219 - 232

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1711,00)" 1952 false 7053

ENSGALP00000036760 CID 851 - 856

centrosomal protein 
135kDa - CGNC Symbol 
10315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(901,51)" 415 7054

ENSGALP00000021752 CID 492 - 497

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(901,51)" 415 false 1.06 7055

ENSGALP00000014308 CID 25 - 31

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(903,54)" 5647 false 7056



ENSGALP00000023635 CID 453 - 462
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1097,64)" 1672 true 0.74 7057

ENSGALP00000041574 CID 198 - 209

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1431,74)" 3279 true 1.02 7058

ENSGALP00000003089 CID 754 - 766
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1693,91)" 12274 true 1.08 7059

ENSGALP00000021294 CID 478 - 491

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1693,91)" 12274 7060

ENSGALP00000035905 CID 403 - 417
cell division cycle 5 like - 
CGNC Symbol 12520 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1714,96)" 2213 false 7061

ENSGALP00000016105 CID 159 - 170

echinoderm microtubule 
associated protein like 4 - 
CGNC Symbol 7532 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1320,72)" 7509 7062

ENSGALP00000021618 CID 233 - 243
lactate dehydrogenase B - 
CGNC Symbol 10005 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1320,72)" 7509 true 0.82 7063



ENSGALP00000009037 CID 535 - 545
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1320,72)" 7509 7064

ENSGALP00000041574 CID 198 - 209

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1435,76)" 4093 7065

ENSGALP00000018456 CID 116 - 132

NADH:ubiquinone 
oxidoreductase subunit A12 
- CGNC Symbol 8606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1915,96)" 2047 true 0.41 7066

ENSGALP00000038795 CID 195 - 204

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1026,59)" 615 7067

ENSGALP00000021618 CID 233 - 243
lactate dehydrogenase B - 
CGNC Symbol 10005 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1324,74)" 6122 7068

ENSGALP00000027194 CID 1,075 - 1,085
tripeptidyl peptidase II - 
CGNC Symbol 12657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1380,77)" 17950 true 0.4 7069

ENSGALP00000021055 CID 366 - 376
dynamin 1-like - CGNC 
Symbol 9791 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1470,70)" 514 false 7070



ENSGALP00000006326 CID 192 - 198

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(919,55)" 375 false 7071

ENSGALP00000009605 CID 210 - 217

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1012,50)" 521 false 7072

ENSGALP00000002508 CID 1,045 - 1,053

Gallus gallus SIN3 
transcription regulator 
family member A (SIN3A) 
mRNA. - RefSeq mRNA 
NM_001293184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1135,61)" 2851 false 7073

ENSGALP00000009873 CID 852 - 867
collagen type VI alpha 2 - 
CGNC Symbol 4597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1880,02)" 439 7074

ENSGALP00000001456 CID 915 - 931

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1922,13)" 5989 true 0.44 7075

ENSGALP00000003914 CID 204 - 221

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2157,08)" 1508 true 0.8 7076

ENSGALP00000023574 CID 847 - 854

regulation of nuclear pre-
mRNA domain containing 2 - 
CGNC Symbol 52333 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(961,52)" 3805 false 7077



ENSGALP00000003011 CID 666 - 672
scaffold attachment factor 
B2 - CGNC Symbol 52976 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1009,60)" 3764 7078

ENSGALP00000022293 CID 28 - 35 ezrin - CGNC Symbol 10288 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1032,61)" 13285 false 7079

ENSGALP00000021028 CID 27 - 34
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1032,61)" 13285 false 7080

ENSGALP00000007490 CID 28 - 35 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1032,61)" 13285 false 7081

ENSGALP00000005678 CID 1,272 - 1,282

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1387,84)" 4271 7082

ENSGALP00000003914 CID 204 - 221

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2161,09)" 545 7083

ENSGALP00000003455 CID 14 - 20

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(868,50)" 1882 false 7084



ENSGALP00000015719 CID 1,268 - 1,278
AT-rich interaction domain 
2 - CGNC Symbol 7350 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1037,54)" 414 false 7085

ENSGALP00000000864 CID 42 - 51

RAB11B member RAS 
oncogene family - CGNC 
Symbol 51171 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1108,60)" 1933 false 7086

ENSGALP00000021034 CID 625 - 639

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1764,01)" 1620 true 0.67 7087

ENSGALP00000023446 CID 262 - 269
prohibitin 2 - CGNC Symbol 
10814 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(888,54)" 6443 false 7088

ENSGALP00000039237 CID 1,079 - 1,086 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(888,54)" 6443 false 0.52 7089

ENSGALP00000038795 CID 323 - 329

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(888,54)" 6443 true 0.52 7090

ENSGALP00000036760 CID 334 - 342

centrosomal protein 
135kDa - CGNC Symbol 
10315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1045,60)" 2273 true 1.37 7091



ENSGALP00000004046 CID 143 - 152

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1270,67)" 50570 true 0.84 7092

ENSGALP00000021034 CID 625 - 639

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1768,03)" 1078 7093

ENSGALP00000036304 CID 375 - 386

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1411,61)" 6313 true 1.1 7094

ENSGALP00000005832 CID 990 - 999
nucleoporin 155kDa - CGNC 
Symbol 2697 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1041,63)" 1447 false 7095

ENSGALP00000025005 CID 52 - 60

RAD23 homolog B (S. 
cerevisiae) - CGNC Symbol 
11587 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1058,64)" 14540 false 7096

ENSGALP00000042526 CID 103 - 112
isocitrate dehydrogenase 3 
(NAD(+)) beta - HGNC:5385 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1234,73)" 1238 true 0.75 7097

ENSGALP00000036304 CID 375 - 386

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1415,64)" 6933 7098



ENSGALP00000042294 CID 215 - 224

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1311,70)" 2662 true 0.77 7099

ENSGALP00000043363 CID 170 - 178
visual system homeobox 1 - 
Refseq NP_990100 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(972,56)" 560 false 7100

ENSGALP00000011629 CID 18 - 26

ATPase H+ transporting 
lysosomal 13kDa V1 subunit 
G1 - CGNC Symbol 5433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(972,56)" 560 false 7101

ENSGALP00000018122 CID 150 - 158
COP9 signalosome subunit 
4 - CGNC Symbol 8452 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1138,70)" 1367 7102

ENSGALP00000017495 CID 27 - 36
scinderin - CGNC Symbol 
8188 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1138,70)" 1367 7103

ENSGALP00000016334 CID 157 - 167
proteasome subunit alpha 6 
- CGNC Symbol 7649 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1393,58)" 5472 true 0.94 7104

ENSGALP00000035593 CID 122 - 133
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1536,72)" 16454 true 16.07 7105



ENSGALP00000010358 CID 348 - 364

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2106,10)" 4802 true 0.34 7106

ENSGALP00000002785 CID 206 - 212

ariadne RBR E3 ubiquitin 
protein ligase 1 - CGNC 
Symbol 1344 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1063,49)" 1890 true 0.87 7107

ENSGALP00000003455 CID 118 - 126

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1143,67)" 1573 false 7108

ENSGALP00000009217 CID 56 - 65

cytochrome c oxidase 
subunit IV isoform 1 - CGNC 
Symbol 4285 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1143,67)" 1573 false 0.79 7109

ENSGALP00000016118 CID 216 - 225

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1143,67)" 1573 false 0.79 7110

ENSGALP00000016334 CID 157 - 167
proteasome subunit alpha 6 
- CGNC Symbol 7649 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1401,64)" 5122 true 0.94 7111

ENSGALP00000006414 CID 79 - 92

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1546,71)" 2228 false 7112



ENSGALP00000025165 CID 164 - 173

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1147,70)" 1246 7113

ENSGALP00000016118 CID 216 - 225

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1147,70)" 1246 7114

ENSGALP00000023085 CID 141 - 151
actinin alpha 4 - CGNC 
Symbol 49612 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1254,71)" 1097 true 2.77 7115

ENSGALP00000021255 CID 440 - 449

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1286,61)" 1971 7116

ENSGALP00000008911 CID 157 - 167

Major histocompatibility 
complex class II beta chain 
BLB1 - CGNC Symbol 54366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1464,72)" 8126 true 0.53 7117

ENSGALP00000000639 CID 545 - 558
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1579,79)" 13601 true 0.53 7118

ENSGALP00000000509 CID 472 - 482

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1151,58)" 1803 true 0.6 7119



ENSGALP00000023085 CID 141 - 151
actinin alpha 4 - CGNC 
Symbol 49612 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1258,74)" 3968 7120

ENSGALP00000008236 CID 1,486 - 1,495
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1369,77)" 791 false 7121

ENSGALP00000015409 CID 166 - 176
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1286,69)" 7886 true 0.77 7122

ENSGALP00000012231 CID 553 - 563

MMS19 homolog cytosolic 
iron-sulfur assembly 
component - CGNC Symbol 
5715 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1332,79)" 1303 false 7123

ENSGALP00000025475 CID 92 - 100

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 
51548 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1068,56)" 1041 false 7124

ENSGALP00000001183 CID 95 - 103

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1068,56)" 1041 false 7125

ENSGALP00000003035 CID 497 - 507

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1226,62)" 3671 true 0.87 7126



ENSGALP00000015409 CID 166 - 176
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1290,72)" 6124 7127

ENSGALP00000005647 CID 51 - 63
hippocalcin - CGNC Symbol 
2609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1520,71)" 43413 false 0.44 7128

ENSGALP00000027541 CID 31 - 43
high mobility group box 1 - 
CGNC Symbol 49444 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1520,71)" 43413 false 0.23 7129

ENSGALP00000017462 CID 31 - 43
high mobility group box 2 - 
CGNC Symbol 8169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1520,71)" 43413 true 0.44 7130

ENSGALP00000016182 CID 1,194 - 1,200

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(890,54)" 6323 true 0.64 7131

ENSGALP00000014374 CID 221 - 230
malate dehydrogenase 1 - 
CGNC Symbol 6725 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1208,69)" 2980 7132

ENSGALP00000003850 CID 105 - 117

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1526,79)" 9110 true 0.73 7133



ENSGALP00000013377 CID 41 - 55

aldehyde dehydrogenase 7 
family member A1 - CGNC 
Symbol 6235 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1688,82)" 1714 true 3.45 7134

ENSGALP00000003850 CID 105 - 117

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1530,82)" 6646 7135

ENSGALP00000013574 CID 432 - 446

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1692,79)" 17483 true 1.39 7136

ENSGALP00000013574 CID 432 - 446

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1696,81)" 24264 7137

ENSGALP00000006372 CID 290 - 305

aldo-keto reductase family 
7 member A2 (aflatoxin 
aldehyde reductase) - CGNC 
Symbol 51005 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1625,84)" 1124 7138

ENSGALP00000010358 CID 348 - 364

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2110,13)" 1372 7139

ENSGALP00000008095 CID 129 - 141
adenosine kinase - CGNC 
Symbol 3760 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1458,84)" 891 false 7140



ENSGALP00000018441 CID 78 - 97
aspartyl aminopeptidase - 
CGNC Symbol 8600 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2202,09)" 460 true 0.89 7141

ENSGALP00000033991 CID 2-Oct
WD repeat domain 61 - 
CGNC Symbol 2341 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1144,65)" 3928 true 1.02 7142

ENSGALP00000001480 CID 600 - 608
myeloperoxidase - CGNC 
Symbol 50519 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1144,65)" 3928 false 1.02 7143

ENSGALP00000035478 CID 2,344 - 2,354
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1324,70)" 7238 7144

ENSGALP00000002252 CID 500 - 510

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1535,79)" 4574 true 7.18 7145

ENSGALP00000013267 CID 424 - 436
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1692,73)" 2484 false 7146

ENSGALP00000018441 CID 78 - 97
aspartyl aminopeptidase - 
CGNC Symbol 8600 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2206,11)" 410 7147



ENSGALP00000021770 CID 450 - 464

transducin (beta)-like 1X-
linked - CGNC Symbol 
52656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1716,83)" 5076 false 7148

ENSGALP00000037462 CID 49 - 72
thymopoietin - CGNC 
Symbol 50621 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2612,27)" 1703 7149

ENSGALP00000026130 CID 216 - 227

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1397,83)" 2151 false 7150

ENSGALP00000002205 CID 197 - 208

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit B1 - 
CGNC Symbol 1004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1516,90)" 1793 true 0.45 7151

ENSGALP00000021770 CID 450 - 464

transducin (beta)-like 1X-
linked - CGNC Symbol 
52656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1720,85)" 5199 true 2.15 7152

ENSGALP00000038677 CID 71 - 92

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2587,32)" 1579 true 1.07 7153

ENSGALP00000019672 CID 326 - 332
oxysterol binding protein-
like 11 - CGNC Symbol 9142 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(853,48)" 358 7154



ENSGALP00000009037 CID 535 - 545
myosin IG - CGNC Symbol 
51252 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1368,78)" 919 7155

ENSGALP00000041057 CID 184 - 195
lectin mannose binding 2 - 
CGNC Symbol 63471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1434,70)" 724 false 7156

ENSGALP00000016822 CID 233 - 244
DEAH-box helicase 36 - 
CGNC Symbol 7873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1434,70)" 724 7157

ENSGALP00000038677 CID 71 - 92

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2595,37)" 1370 true 1.07 7158

ENSGALP00000043331 CID 338 - 345
topoisomerase (DNA) I - 
CGNC Symbol 2691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(956,54)" 578 true 1.19 7159

ENSGALP00000001493 CID 265 - 275

protein phosphatase 6 
catalytic subunit - CGNC 
Symbol 57480 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1295,69)" 1627 false 7160

ENSGALP00000012383 CID 286 - 300
ribonucleic acid export 1 - 
CGNC Symbol 5777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1601,89)" 911 false 7161



ENSGALP00000035973 CID 676 - 691

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1709,93)" 553 false 7162

ENSGALP00000003089 CID 678 - 693
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1827,83)" 831 false 7163

ENSGALP00000032625 CID 409 - 416
nucleolin - CGNC Symbol 
5823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1022,57)" 1214 false 7164

ENSGALP00000008955 CID 1-Oct
synaptogyrin 3 - CGNC 
Symbol 4162 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1024,44)" 2076 7165

ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1214,66)" 97859 7166

ENSGALP00000021028 CID 263 - 272
radixin - CGNC Symbol 
49356 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1214,66)" 97859 7167

ENSGALP00000022293 CID 264 - 273 ezrin - CGNC Symbol 10288 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1214,66)" 97859 7168



ENSGALP00000019120 CID 38 - 50
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1515,73)" 22645 true 1.05 7169

ENSGALP00000010510 CID 37 - 49
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1515,73)" 22645 true 1.05 7170

ENSGALP00000039265 CID 985 - 999
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1780,93)" 4307 true 0.44 7171

ENSGALP00000041687 CID 446 - 461

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1938,00)" 1273 false 7172

ENSGALP00000034108 CID 367 - 375
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1047,54)" 12077 true 2.05 7173

ENSGALP00000014105 CID 210 - 220

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1275,66)" 937 true 1.37 7174

ENSGALP00000035815 CID 154 - 164

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1275,66)" 937 true 1.37 7175



ENSGALP00000002373 CID 16 - 30

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1663,82)" 2258 true 0.62 7176

ENSGALP00000039265 CID 985 - 999
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1784,95)" 1911 7177

ENSGALP00000015897 CID 2,187 - 2,196
golgin B1 - CGNC Symbol 
7433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1278,68)" 1429 false 7178

ENSGALP00000004108 CID 489 - 498

differentially expressed in 
FDCP 6 homolog (mouse) - 
CGNC Symbol 1882 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1278,68)" 1429 true 0.15 7179

ENSGALP00000001456 CID 915 - 931

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1926,15)" 1583 7180

ENSGALP00000009665 CID 768 - 786

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2186,36)" 440 false 7181

ENSGALP00000013574 CID 209 - 219

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1283,72)" 1281 7182



ENSGALP00000035815 CID 154 - 164

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1283,72)" 1281 true 1.37 7183

ENSGALP00000014105 CID 210 - 220

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1283,72)" 1281 true 1.37 7184

ENSGALP00000000509 CID 518 - 533

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1661,82)" 2204 true 0.64 7185

ENSGALP00000003130 CID 99 - 107

smu-1 suppressor of mec-8 
and unc-52 homolog (C. 
elegans) - CGNC Symbol 
1430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1148,60)" 1190 true 3.46 7186

ENSGALP00000023673 CID 999 - 1,007
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1148,60)" 1190 false 3.46 7187

ENSGALP00000020445 CID 1,446 - 1,454

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1148,60)" 1190 false 3.46 7188

ENSGALP00000023926 CID 152 - 161
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1292,68)" 4315 7189



ENSGALP00000000509 CID 518 - 533

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1665,85)" 1406 7190

ENSGALP00000016260 CID 91 - 106

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1810,93)" 18371 true 0.98 7191

ENSGALP00000015665 CID 146 - 176 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2582,31)" 802 false 7192

ENSGALP00000043331 CID 542 - 550
topoisomerase (DNA) I - 
CGNC Symbol 2691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1166,55)" 1340 7193

ENSGALP00000008273 CID 823 - 833
PHD finger protein 2 - CGNC 
Symbol 3843 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1298,73)" 655 7194

ENSGALP00000019365 CID Jul-18
annexin A5 - CGNC Symbol 
9009 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1300,71)" 4497 7195

ENSGALP00000023278 CID 57 - 70

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1638,94)" 10543 false 7196



ENSGALP00000018695 CID 135 - 141

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(829,50)" 1817 7197

ENSGALP00000022392 CID 805 - 815
transportin 3 - CGNC 
Symbol 10345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1382,81)" 758 false 7198

ENSGALP00000023115 CID 46 - 59

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1645,87)" 639 false 7199

ENSGALP00000040011 CID 216 - 222
Hsap of 1: DEAD-box 
helicase 21 - HGNC:2744 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(894,56)" 1322 false 7200

ENSGALP00000016182 CID 1,194 - 1,200

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(894,56)" 1322 7201

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1377,76)" 2807 true 1.45 7202

ENSGALP00000005542 CID 106 - 119
uridine-cytidine kinase 2 - 
CGNC Symbol 2561 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1675,87)" 527 false 7203



ENSGALP00000022243 CID 643 - 650

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(929,54)" 6081 true 1.41 7204

ENSGALP00000027238 CID 71 - 78
importin 5 - CGNC Symbol 
50851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(929,54)" 6081 false 1.41 7205

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1385,80)" 4079 true 1.45 7206

ENSGALP00000008338 CID 642 - 664

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2640,29)" 459 false 7207

ENSGALP00000001480 CID 600 - 608
myeloperoxidase - CGNC 
Symbol 50519 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1140,63)" 2076 false 1.02 7208

ENSGALP00000033991 CID 2-Oct
WD repeat domain 61 - 
CGNC Symbol 2341 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1140,63)" 2076 true 1.02 7209

ENSGALP00000003234 CID 625 - 638
dedicator of cytokinesis 2 - 
CGNC Symbol 1476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1773,02)" 2972 7210



ENSGALP00000008442 CID 687 - 704
integrator complex subunit 
2 - CGNC Symbol 3921 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1947,07)" 587 false 7211

ENSGALP00000039270 CID 1,397 - 1,416

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2019,05)" 1331 7212

ENSGALP00000027988 CID 56 - 61
Serine/arginine-rich splicing 
factor 2 - UP P30352 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(724,40)" 8660 true 0.49 7213

ENSGALP00000000639 CID 73 - 83
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1308,64)" 18196 true 1.61 7214

ENSGALP00000036822 CID 100 - 122
CDV3 homolog - 
HGNC:26928 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2605,32)" 359 false 7215

ENSGALP00000027988 CID 56 - 61
Serine/arginine-rich splicing 
factor 2 - UP P30352 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(728,43)" 4952 7216

ENSGALP00000015735 CID 261 - 266
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(885,51)" 979 true 0.99 7217



ENSGALP00000026345 CID 20 - 28
acid phosphatase 1 soluble - 
CGNC Symbol 12245 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1017,57)" 2105 true 0.79 7218

ENSGALP00000038795 CID 74 - 83

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1028,60)" 7494 true 1.57 7219

ENSGALP00000024767 CID 66 - 76

abhydrolase domain 
containing 10 - CGNC 
Symbol 11454 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1200,75)" 4041 7220

ENSGALP00000002254 CID 360 - 370
Ras-related GTP binding C - 
CGNC Symbol 1028 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1469,72)" 2417 true 1.25 7221

ENSGALP00000001655 CID 208 - 219

proteasome (prosome 
macropain) subunit beta 
type 7 - CGNC Symbol 
49143 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1510,82)" 1177 7222

ENSGALP00000026345 CID 20 - 28
acid phosphatase 1 soluble - 
CGNC Symbol 12245 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1021,59)" 1248 7223

ENSGALP00000012326 CID 145 - 152

Fas associated via death 
domain - CGNC Symbol 
51906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1048,56)" 4125 true 0.33 7224



ENSGALP00000019252 CID 5,084 - 5,092

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1048,56)" 4125 false 0.33 7225

ENSGALP00000002254 CID 360 - 370
Ras-related GTP binding C - 
CGNC Symbol 1028 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1473,75)" 3013 7226

ENSGALP00000005565 CID Feb-15

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1621,74)" 6046 false 7227

ENSGALP00000036760 CID 334 - 342

centrosomal protein 
135kDa - CGNC Symbol 
10315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1049,63)" 2652 7228

ENSGALP00000010405 CID 540 - 548
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1079,57)" 16202 7229

ENSGALP00000013862 CID 1,550 - 1,558

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1093,63)" 809 false 0.87 7230

ENSGALP00000016375 CID 1,536 - 1,544

eukaryotic translation 
initiation factor 4 gamma 3 - 
CGNC Symbol 7664 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1093,63)" 809 false 0.87 7231



ENSGALP00000015492 CID 1-Oct
histone acetyltransferase 1 - 
CGNC Symbol 7250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1163,70)" 1403 7232

ENSGALP00000015409 CID 718 - 729
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1457,78)" 6699 true 0.7 7233

ENSGALP00000004924 CID 1,607 - 1,620

nuclear receptor 
corepressor 2 - CGNC 
Symbol 2259 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1502,87)" 586 false 7234

ENSGALP00000013862 CID 1,550 - 1,558

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1097,64)" 701 7235

ENSGALP00000016375 CID 1,536 - 1,544

eukaryotic translation 
initiation factor 4 gamma 3 - 
CGNC Symbol 7664 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1097,64)" 701 7236

ENSGALP00000000509 CID 472 - 482

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1155,62)" 498 7237

ENSGALP00000003706 CID 270 - 280
pseudouridylate synthase 1 - 
CGNC Symbol 1681 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1212,82)" 600 false 7238



ENSGALP00000002186 CID 94 - 107
WD repeat domain 77 - 
CGNC Symbol 991 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1739,94)" 13897 true 0.16 7239

ENSGALP00000001750 CID 84 - 93
prohibitin - CGNC Symbol 
51144 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1213,67)" 3846 true 0.42 7240

ENSGALP00000016822 CID 778 - 793
DEAH-box helicase 36 - 
CGNC Symbol 7873 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1744,93)" 583 false 7241

ENSGALP00000002828 CID 226 - 234

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1142,59)" 2524 true 1.11 7242

ENSGALP00000041873 CID 45 - 55

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1194,72)" 1871 true 0.56 7243

ENSGALP00000002828 CID 226 - 234

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1150,63)" 2793 true 1.11 7244

ENSGALP00000010210 CID 309 - 319

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1231,64)" 7132 false 0.52 7245



ENSGALP00000021253 CID 127 - 137

BH3 interacting domain 
death agonist - CGNC 
Symbol 9863 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1231,64)" 7132 true 0.52 7246

ENSGALP00000000170 CID 89 - 99
receptor for activated C 
kinase 1 - CGNC Symbol 61 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1292,70)" 433 true 0.75 7247

ENSGALP00000036688 CID 312 - 320
tubulin alpha 8a - CGNC 
Symbol 262 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1295,53)" 2611 false 7248

ENSGALP00000016978 CID 312 - 320
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1295,53)" 2611 false 7249

ENSGALP00000036691 CID 309 - 317
tubulin alpha 8b - CGNC 
Symbol 49796 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1295,53)" 2611 false 7250

ENSGALP00000008078 CID 98 - 112
cyclin-dependent kinase 9 - 
CGNC Symbol 3750 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1927,02)" 2843 false 2.23 7251

ENSGALP00000020445 CID 765 - 775

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1251,66)" 30419 true 1.66 7252



ENSGALP00000023352 CID 772 - 782

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1251,66)" 30419 true 1.66 7253

ENSGALP00000017347 CID 220 - 231

proteasome 26S subunit 
ATPase 1 - CGNC Symbol 
8111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1306,68)" 400 false 7254

ENSGALP00000016260 CID 91 - 106

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1782,90)" 637 false 7255

ENSGALP00000005535 CID 219 - 232

Gallus gallus serine 
peptidase inhibitor Kazal 
type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - 
RefSeq mRNA 
NM_001308494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1795,85)" 5279 7256

ENSGALP00000035973 CID 425 - 433

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1020,57)" 800 true 0.73 7257

ENSGALP00000008730 CID 138 - 153

myosin light chain 3 alkali 
ventricular skeletal slow - 
CGNC Symbol 49636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1802,96)" 2722 false 7258

ENSGALP00000000316 CID Aug-25
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2179,20)" 1283 true 0.77 7259



ENSGALP00000038463 CID 37 - 47
ribosomal protein L7a - 
CGNC Symbol 50454 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1272,69)" 9698 true 0.91 7260

ENSGALP00000042475 CID 21 - 33

purine-rich element binding 
protein A - CGNC Symbol 
15180 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1387,80)" 1751 false 7261

ENSGALP00000041423 CID 116 - 127
glutathione peroxidase 1 - 
CGNC Symbol 65881 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1387,80)" 1751 true 1.94 7262

ENSGALP00000016260 CID 91 - 106

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1818,98)" 16986 true 0.98 7263

ENSGALP00000000316 CID Aug-25
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2183,22)" 987 7264

ENSGALP00000020744 CID 537 - 545

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1047,55)" 4024 7265

ENSGALP00000004046 CID 143 - 152

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1278,72)" 35212 true 0.84 7266



ENSGALP00000025461 CID 441 - 451

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1334,75)" 417 true 1.1 7267

ENSGALP00000017347 CID 232 - 247

proteasome 26S subunit 
ATPase 1 - CGNC Symbol 
8111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1787,04)" 2845 true 0.6 7268

ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1853,92)" 5239 true 0.98 7269

ENSGALP00000007487 CID 356 - 372

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2071,91)" 1892 false 7270

ENSGALP00000015492 CID 1-Oct
histone acetyltransferase 1 - 
CGNC Symbol 7250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1187,68)" 1730 false 7271

ENSGALP00000040890 CID 451 - 462

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1270,70)" 1973 true 1.37 7272

ENSGALP00000038463 CID 37 - 47
ribosomal protein L7a - 
CGNC Symbol 50454 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1280,74)" 5094 true 0.91 7273



ENSGALP00000018418 CID 556 - 567
N-glycanase 1 - CGNC 
Symbol 8593 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1342,79)" 457 false 7274

ENSGALP00000025461 CID 441 - 451

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1342,79)" 457 false 1.1 7275

ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1857,94)" 5121 7276

ENSGALP00000019695 CID 743 - 751

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1004,60)" 11749 false 1.48 7277

ENSGALP00000035366 CID 141 - 149

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1004,60)" 11749 true 1.48 7278

ENSGALP00000014317 CID 103 - 111

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1004,60)" 11749 true 1.48 7279

ENSGALP00000019468 CID 416 - 426
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1280,71)" 2118 7280



ENSGALP00000035717 CID 184 - 198

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1767,04)" 1851 true 0.77 7281

ENSGALP00000000170 CID 309 - 317
receptor for activated C 
kinase 1 - CGNC Symbol 61 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1087,61)" 5249 false 7282

ENSGALP00000025327 CID 3,327 - 3,336

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1087,61)" 5249 7283

ENSGALP00000023022 CID 106 - 115

ubiquitin carboxyl-terminal 
esterase L1 (ubiquitin 
thiolesterase) - CGNC 
Symbol 10625 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1087,61)" 5249 false 7284

ENSGALP00000013808 CID 965 - 974
stromal antigen 2 - CGNC 
Symbol 51718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1229,71)" 1824 false 7285

ENSGALP00000039954 CID 44 - 55
Hsap of 1: formin like 1 - 
HGNC:1212 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1229,71)" 1824 false 7286

ENSGALP00000015409 CID 718 - 729
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1461,82)" 3600 7287



ENSGALP00000019120 CID 332 - 345
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1484,85)" 446 true 3.64 7288

ENSGALP00000035717 CID 184 - 198

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1775,10)" 962 true 0.77 7289

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - 
CGNC Symbol 50454 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1136,64)" 1249 true 0.73 7290

ENSGALP00000012938 CID Jan-14
apoptosis inhibitor 5 - 
CGNC Symbol 16313 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1439,78)" 23021 false 7291

ENSGALP00000031379 CID 282 - 297

succinate-CoA ligase alpha 
subunit - CGNC Symbol 
11915 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1439,78)" 23021 false 7292

ENSGALP00000004317 CID 53 - 63
golgi glycoprotein 1 - CGNC 
Symbol 1981 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1330,71)" 2094 true 0.9 7293

ENSGALP00000004982 CID 86 - 97

coatomer protein complex 
subunit epsilon - CGNC 
Symbol 2286 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1506,72)" 617 7294



ENSGALP00000027700 CID 1,970 - 1,982

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1187,67)" 4914 7295

ENSGALP00000027391 CID 399 - 409

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1302,68)" 9155 true 0.24 7296

ENSGALP00000009002 CID 526 - 536

CTR9 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
4182 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1493,68)" 2919 true 0.52 7297

ENSGALP00000042635 CID 31 - 44

FK506 binding protein 1A 
12kDa - CGNC Symbol 
20061 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1561,74)" 4539 true 28.72 7298

ENSGALP00000012879 CID 79 - 93
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1958,93)" 21801 true 0.47 7299

ENSGALP00000043256 CID 15 - 22

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(948,55)" 14414 7300

ENSGALP00000013883 CID 14 - 24

protein phosphatase 2 
regulatory subunit B' delta - 
CGNC Symbol 6469 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1036,61)" 3375 7301



ENSGALP00000027391 CID 399 - 409

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1306,71)" 1631 7302

ENSGALP00000009002 CID 526 - 536

CTR9 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
4182 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1497,71)" 1514 7303

ENSGALP00000012879 CID 79 - 93
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1962,95)" 6751 7304

ENSGALP00000039796 CID 322 - 331

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1274,67)" 1080 false 7305

ENSGALP00000027541 CID 31 - 43
high mobility group box 1 - 
CGNC Symbol 49444 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1524,73)" 18793 false 0.51 7306

ENSGALP00000017462 CID 31 - 43
high mobility group box 2 - 
CGNC Symbol 8169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1524,73)" 18793 7307

ENSGALP00000035478 CID 1,354 - 1,368
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1712,88)" 2661 7308



ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2097,05)" 38666 true 1.4 7309

ENSGALP00000027541 CID 31 - 43
high mobility group box 1 - 
CGNC Symbol 49444 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1528,78)" 9621 true 0.23 7310

ENSGALP00000006278 CID 63 - 76
protein kinase C alpha - 
CGNC Symbol 50506 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1852,85)" 1032 false 7311

ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2101,08)" 54741 7312

ENSGALP00000009709 CID 822 - 832

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1392,75)" 11021 true 0.97 7313

ENSGALP00000001014 CID 368 - 380

interferon-induced 
guanylate-binding protein 1-
like - CGNC Symbol 51030 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1392,75)" 11021 7314

ENSGALP00000025165 CID 74 - 85

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1392,75)" 11021 false 0.56 7315



ENSGALP00000005944 CID 736 - 747
phospholipase C gamma 1 - 
CGNC Symbol 50935 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1560,85)" 1989 true 0.62 7316

ENSGALP00000041554 CID 168 - 182
GEM interacting protein - 
HGNC:24852 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1560,85)" 1989 7317

ENSGALP00000025929 CID 138 - 163

hydroxyacyl-CoA 
dehydrogenase - CGNC 
Symbol 12053 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2893,52)" 330 true 1.08 7318

ENSGALP00000023866 CID 1,881 - 1,888

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(975,58)" 4054 7319

ENSGALP00000012529 CID 2-Oct
enoyl-CoA delta isomerase 
1 - CGNC Symbol 50312 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1044,59)" 24155 7320

ENSGALP00000033974 CID 637 - 644

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1044,59)" 24155 7321

ENSGALP00000042322 CID 95 - 104

translocon-associated 
protein subunit gamma - 
Refseq NP_001264404 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1165,64)" 5935 true 3.58 7322



ENSGALP00000023115 CID 82 - 91

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1165,64)" 5935 false 7323

ENSGALP00000015061 CID 723 - 732
fibrinogen alpha chain - 
CGNC Symbol 49746 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1165,64)" 5935 false 7324

ENSGALP00000032097 CID 242 - 254
CD5 molecule - CGNC 
Symbol 3864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1431,72)" 2973 true 0.61 7325

ENSGALP00000019672 CID 255 - 272
oxysterol binding protein-
like 11 - CGNC Symbol 9142 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1883,99)" 65286 7326

ENSGALP00000028283 CID 31 - 50

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2310,17)" 1415 false 7327

ENSGALP00000025929 CID 138 - 163

hydroxyacyl-CoA 
dehydrogenase - CGNC 
Symbol 12053 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2897,55)" 357 7328

ENSGALP00000041109 CID 384 - 392

Hsap of 1: capping actin 
protein gelsolin like - 
HGNC:1474 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1023,56)" 1471 false 1.02 7329



ENSGALP00000038179 CID 254 - 261

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1023,56)" 1471 true 1.13 7330

ENSGALP00000014480 CID 220 - 227

Hsap of 16: GIMAP1-
GIMAP5 readthrough - 
HGNC:51257 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1023,56)" 1471 7331

ENSGALP00000008824 CID 127 - 135

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1114,59)" 578 true 1.06 7332

ENSGALP00000011822 CID 285 - 293

proteasome 26S subunit 
non-ATPase 6 - CGNC 
Symbol 5531 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1232,62)" 1467 false 7333

ENSGALP00000014097 CID 69 - 80

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1619,82)" 1954 false 7334

ENSGALP00000012878 CID 157 - 171
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1666,85)" 33286 7335

ENSGALP00000038179 CID 254 - 261

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1027,58)" 2188 7336



ENSGALP00000003187 CID 65 - 73

cytochrome p450 
oxidoreductase - CGNC 
Symbol 1457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1196,69)" 1429 false 7337

ENSGALP00000003737 CID 254 - 262
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1196,69)" 1429 false 7338

ENSGALP00000032097 CID 242 - 254
CD5 molecule - CGNC 
Symbol 3864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1435,75)" 1086 7339

ENSGALP00000000316 CID 305 - 313
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1108,56)" 1629 true 0.89 7340

ENSGALP00000001480 CID 192 - 202
myeloperoxidase - CGNC 
Symbol 50519 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1370,70)" 14147 false 7341

ENSGALP00000019120 CID 58 - 72
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1691,83)" 7646 false 7342

ENSGALP00000017819 CID 268 - 281

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1704,89)" 618 false 7343



ENSGALP00000011510 CID 230 - 238
apolipoprotein A-I - CGNC 
Symbol 49860 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1152,63)" 8456 7344

ENSGALP00000013574 CID 334 - 342

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1200,57)" 4896 true 2.59 7345

ENSGALP00000034108 CID 32 - 42
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1261,69)" 24890 7346

ENSGALP00000023396 CID 20 - 32
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1408,82)" 57674 true 0.86 7347

ENSGALP00000010984 CID 330 - 341

adaptor-related protein 
complex 2 alpha 2 subunit - 
CGNC Symbol 51890 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1499,73)" 3996 true 0.33 7348

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1705,84)" 15973 true 1.83 7349

ENSGALP00000001474 CID 80 - 94

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1705,84)" 15973 false 7350



ENSGALP00000002186 CID 94 - 107
WD repeat domain 77 - 
CGNC Symbol 991 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1743,96)" 1103 7351

ENSGALP00000019801 CID 116 - 125
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1271,59)" 6291 true 1.31 7352

ENSGALP00000023396 CID 20 - 32
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1416,87)" 44563 true 0.86 7353

ENSGALP00000010984 CID 330 - 341

adaptor-related protein 
complex 2 alpha 2 subunit - 
CGNC Symbol 51890 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1503,77)" 936 7354

ENSGALP00000003089 CID 149 - 155
valosin containing protein - 
CGNC Symbol 53073 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(851,53)" 622 7355

ENSGALP00000005944 CID 1,193 - 1,199
phospholipase C gamma 1 - 
CGNC Symbol 50935 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(851,53)" 622 false 7356

ENSGALP00000000639 CID 381 - 390
lamin B2 - CGNC Symbol 
49708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1099,66)" 2049 false 7357



ENSGALP00000027733 CID 209 - 219

transient receptor potential 
cation channel subfamily C 
member 6 - CGNC Symbol 
12918 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1099,66)" 2049 7358

ENSGALP00000007934 CID 106 - 115

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1099,66)" 2049 false 7359

ENSGALP00000027700 CID 3,105 - 3,114

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1198,74)" 778 false 7360

ENSGALP00000019801 CID 116 - 125
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1275,62)" 8249 7361

ENSGALP00000019224 CID 314 - 324

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1275,69)" 828 7362

ENSGALP00000039133 CID 133 - 149

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1847,97)" 18820 true 0.41 7363

ENSGALP00000003012 CID 215 - 224
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1282,71)" 5223 false 7364



ENSGALP00000039133 CID 133 - 149

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1851,99)" 20105 7365

ENSGALP00000018122 CID 113 - 126
COP9 signalosome subunit 
4 - CGNC Symbol 8452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1859,92)" 2699 false 7366

ENSGALP00000000639 CID 73 - 83
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1312,67)" 3468 7367

ENSGALP00000041782 CID 403 - 414
M-phase phosphoprotein 8 - 
CGNC Symbol 12877 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1449,73)" 3318 false 1.38 7368

ENSGALP00000008003 CID 62 - 73

SUMO-activating enzyme 
subunit 2 - Refseq 
NP_001025742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1449,73)" 3318 false 0.41 7369

ENSGALP00000000639 CID 203 - 213
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1449,73)" 3318 true 0.41 7370

ENSGALP00000016538 CID 379 - 391
calpain 11 - CGNC Symbol 
54348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1632,86)" 1400 false 7371



ENSGALP00000040466 CID 53 - 64

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1561,80)" 4685 false 7372

ENSGALP00000041109 CID 330 - 338

Hsap of 1: capping actin 
protein gelsolin like - 
HGNC:1474 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(974,58)" 11814 7373

ENSGALP00000037001 CID 95 - 102

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1088,62)" 3211 false 7374

ENSGALP00000016629 CID 159 - 168
peroxiredoxin 1 - CGNC 
Symbol 7794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1252,69)" 6906 true 0.95 7375

ENSGALP00000024868 CID 20 - 29

RAB2A member RAS 
oncogene family - CGNC 
Symbol 49674 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1252,69)" 6906 false 7376

ENSGALP00000019064 CID 926 - 937

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1389,72)" 54192 false 7377

ENSGALP00000012376 CID 681 - 693

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1481,78)" 2456 true 1.76 7378



ENSGALP00000020445 CID 374 - 387

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1599,89)" 73399 true 0.65 7379

ENSGALP00000027595 CID 334 - 350
nucleoporin 58kDa - CGNC 
Symbol 12853 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1941,95)" 2432 true 0.51 7380

ENSGALP00000012376 CID 681 - 693

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1485,80)" 4315 7381

ENSGALP00000020445 CID 374 - 387

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1603,92)" 40494 7382

ENSGALP00000022592 CID 262 - 276

HBS1 like translational 
GTPase - CGNC Symbol 
10439 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1603,92)" 40494 false 7383

ENSGALP00000002491 CID 131 - 147

MIS12 kinetochore complex 
component - CGNC Symbol 
1136 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1844,94)" 4764 7384

ENSGALP00000041772 CID 119 - 135

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2012,94)" 7415 true 0.63 7385



ENSGALP00000013843 CID 1,308 - 1,315
THO complex 2 - CGNC 
Symbol 6452 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(999,56)" 3075 false 7386

ENSGALP00000026664 CID 877 - 885

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1128,62)" 5537 7387

ENSGALP00000022250 CID 45 - 57

cytochrome b5 type A 
(microsomal) - CGNC 
Symbol 10264 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1525,77)" 2960 true 0.76 7388

ENSGALP00000039530 CID 67 - 79

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1576,74)" 10035 false 7389

ENSGALP00000023396 CID 85 - 99
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1707,94)" 3045 false 7390

ENSGALP00000041772 CID 119 - 135

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2016,97)" 4707 7391

ENSGALP00000022250 CID 45 - 57

cytochrome b5 type A 
(microsomal) - CGNC 
Symbol 10264 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1529,79)" 2262 7392



ENSGALP00000000615 CID 436 - 452
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2028,01)" 4332 true 0.68 7393

ENSGALP00000038753 CID 801 - 812
coronin 7 - CGNC Symbol 
50317 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1331,73)" 702 false 7394

ENSGALP00000017123 CID 327 - 339

lymphoid enhancer binding 
factor 1 - CGNC Symbol 
7997 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1614,84)" 6321 false 7395

ENSGALP00000038935 CID 47 - 62

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1883,97)" 20908 true 0.84 7396

ENSGALP00000038179 CID 53 - 68

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1883,97)" 20908 true 0.84 7397

ENSGALP00000000615 CID 436 - 452
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2032,03)" 2932 7398

ENSGALP00000019252 CID 354 - 359

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(759,41)" 480 false 7399



ENSGALP00000004317 CID 53 - 63
golgi glycoprotein 1 - CGNC 
Symbol 1981 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1334,72)" 702 7400

ENSGALP00000025130 CID 55 - 67
ribosomal protein S23 - 
HGNC:10410 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1368,76)" 1620 7401

ENSGALP00000019634 CID 229 - 238

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1368,76)" 1620 false 7402

ENSGALP00000038935 CID 47 - 62

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1892,02)" 17074 true 0.84 7403

ENSGALP00000038179 CID 53 - 68

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1892,02)" 17074 true 0.84 7404

ENSGALP00000012986 CID 200 - 221

protein tyrosine 
phosphatase non-receptor 
type 1 - CGNC Symbol 6062 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2313,12)" 1242 true 0.59 7405

ENSGALP00000022243 CID 643 - 650

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(933,56)" 7869 7406



ENSGALP00000026664 CID 877 - 886

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1256,73)" 394 7407

ENSGALP00000015665 CID 84 - 96 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1635,85)" 13825 true 0.26 7408

ENSGALP00000007934 CID 400 - 416

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2113,02)" 460 false 7409

ENSGALP00000012986 CID 200 - 221

protein tyrosine 
phosphatase non-receptor 
type 1 - CGNC Symbol 6062 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2317,15)" 430 7410

ENSGALP00000039757 CID 775 - 779
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(724,41)" 2325 true 1.9 7411

ENSGALP00000005565 CID Feb-15

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1635,75)" 10350 true 0.71 7412

ENSGALP00000003455 CID 48 - 60

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1651,86)" 12295 false 7413



ENSGALP00000005565 CID Feb-15

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1639,78)" 7369 true 0.71 7414

ENSGALP00000016822 CID 260 - 274
DEAH-box helicase 36 - 
CGNC Symbol 7873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1639,78)" 7369 false 0.72 7415

ENSGALP00000023278 CID 57 - 70

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1642,96)" 15322 7416

ENSGALP00000039758 CID 165 - 179

SAM and SH3 domain 
containing 3 - CGNC Symbol 
2900 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1658,80)" 5995 7417

ENSGALP00000003263 CID 49 - 57

charged multivesicular body 
protein 4B - CGNC Symbol 
50929 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1032,62)" 820 7418

ENSGALP00000038795 CID 74 - 83

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1032,62)" 820 7419

ENSGALP00000005468 CID 315 - 323

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC 
Symbol 49552 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1032,62)" 820 false 7420



ENSGALP00000003718 CID 821 - 829

SEC16 homolog A (S. 
cerevisiae) - CGNC Symbol 
1688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1061,57)" 8869 false 0.13 7421

ENSGALP00000030678 CID 467 - 480 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1569,82)" 385 false 7422

ENSGALP00000007934 CID 180 - 193

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1650,94)" 1371 false 7423

ENSGALP00000032274 CID 519 - 530

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1371,73)" 695 true 0.73 7424

ENSGALP00000019031 CID 368 - 383
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1948,96)" 2005 false 7425

ENSGALP00000036720 CID 595 - 602

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(943,57)" 5083 false 1.24 7426

ENSGALP00000010267 CID 19 - 27
H2A histone family member 
Y - CGNC Symbol 4787 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(943,57)" 5083 true 1.24 7427



ENSGALP00000004453 CID 247 - 257

G protein pathway 
suppressor 1 - CGNC 
Symbol 2036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1130,59)" 2629 true 0.66 7428

ENSGALP00000020884 CID 242 - 251
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1158,62)" 95788 true 0.73 7429

ENSGALP00000022436 CID 187 - 196
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1158,62)" 95788 true 0.73 7430

ENSGALP00000042665 CID 242 - 251
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1158,62)" 95788 true 0.73 7431

ENSGALP00000013964 CID 242 - 251
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1158,62)" 95788 true 0.73 7432

ENSGALP00000010510 CID 237 - 247
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1447,78)" 6986 false 7433

ENSGALP00000016361 CID 35 - 42
ribosomal protein S3A - 
CGNC Symbol 51748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(947,50)" 6294 true 0.8 7434



ENSGALP00000009213 CID 375 - 382
YTH domain family member 
1 - CGNC Symbol 4283 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(947,50)" 6294 false 0.8 7435

ENSGALP00000007837 CID 44 - 58

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1782,83)" 1770 true 1.45 7436

ENSGALP00000018498 CID 185 - 200

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2071,11)" 11124 true 0.77 7437

ENSGALP00000020064 CID 280 - 292

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1576,88)" 974 true 1.07 7438

ENSGALP00000007997 CID 97 - 110

voltage-dependent anion 
channel 2 - CGNC Symbol 
49348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1640,87)" 685 false 7439

ENSGALP00000007837 CID 44 - 58

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1786,87)" 2573 7440

ENSGALP00000040638 CID 73 - 88 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1830,96)" 4422 7441



ENSGALP00000018498 CID 185 - 200

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2079,15)" 7973 true 0.77 7442

ENSGALP00000007523 CID 17 - 32

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1835,81)" 37501 true 0.46 7443

ENSGALP00000004369 CID Apr-21

Gallus gallus small nuclear 
ribonucleoprotein 
polypeptide C (SNRPC) 
mRNA. - RefSeq mRNA 
NM_001293166 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2326,98)" 2617 true 0.51 7444

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1208,65)" 26345 true 0.24 7445

ENSGALP00000026130 CID 1,371 - 1,380

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1236,64)" 394 true 1.12 7446

ENSGALP00000041109 CID 446 - 458

Hsap of 1: capping actin 
protein gelsolin like - 
HGNC:1474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1415,77)" 6131 true 0.28 7447

ENSGALP00000004369 CID Apr-21

Gallus gallus small nuclear 
ribonucleoprotein 
polypeptide C (SNRPC) 
mRNA. - RefSeq mRNA 
NM_001293166 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2331,00)" 1342 7448



ENSGALP00000023352 CID 772 - 782

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1255,69)" 41068 7449

ENSGALP00000020445 CID 765 - 775

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1255,69)" 41068 7450

ENSGALP00000023926 CID 152 - 161
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1288,65)" 2643 true 1.19 7451

ENSGALP00000015061 CID 187 - 202
fibrinogen alpha chain - 
CGNC Symbol 49746 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2045,06)" 1962 false 7452

ENSGALP00000021795 CID 704 - 714 DNA ligase 1 - HGNC:6598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1298,67)" 876 7453

ENSGALP00000026457 CID 285 - 295

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1334,72)" 971 true 1.16 7454

ENSGALP00000026457 CID 285 - 295

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1338,75)" 1125 7455



ENSGALP00000012878 CID 157 - 171
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1662,83)" 20430 true 0.94 7456

ENSGALP00000018454 CID 286 - 301
tubulin alpha 4b - CGNC 
Symbol 65790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1803,02)" 4068 7457

ENSGALP00000021708 CID 125 - 144
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2118,01)" 9018 true 0.65 7458

ENSGALP00000015000 CID 189 - 196

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1021,62)" 506 7459

ENSGALP00000021708 CID 125 - 144
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2122,03)" 7417 7460

ENSGALP00000001456 CID 562 - 569

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(906,52)" 396 7461

ENSGALP00000039133 CID 133 - 149

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1867,98)" 602 7462



ENSGALP00000009487 CID 140 - 156
ribophorin I - CGNC Symbol 
4413 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2038,02)" 4747 true 0.9 7463

ENSGALP00000009314 CID 210 - 229
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2493,15)" 1046 true 0.71 7464

ENSGALP00000008578 CID 751 - 759

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1015,57)" 1137 true 0.87 7465

ENSGALP00000040638 CID 332 - 340 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1169,70)" 4013 false 1 7466

ENSGALP00000013987 CID 216 - 226

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1169,70)" 4013 false 7467

ENSGALP00000017462 CID 31 - 43
high mobility group box 2 - 
CGNC Symbol 8169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1492,67)" 1198 7468

ENSGALP00000013808 CID 346 - 357
stromal antigen 2 - CGNC 
Symbol 51718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1499,76)" 2356 true 0.53 7469



ENSGALP00000009487 CID 140 - 156
ribophorin I - CGNC Symbol 
4413 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2042,04)" 4289 7470

ENSGALP00000009314 CID 210 - 229
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2501,20)" 744 true 0.71 7471

ENSGALP00000027595 CID 278 - 285
nucleoporin 58kDa - CGNC 
Symbol 12853 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1019,61)" 989 7472

ENSGALP00000008953 CID 598 - 606

eukaryotic translation 
initiation factor 4 gamma 2 - 
CGNC Symbol 4160 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1054,56)" 2756 true 0.97 7473

ENSGALP00000035478 CID 1,464 - 1,477
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1362,83)" 1096 true 1.89 7474

ENSGALP00000003945 CID 412 - 424
collagen type V alpha 2 - 
CGNC Symbol 1798 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1411,83)" 2518 false 7475

ENSGALP00000025762 CID 307 - 320

runt-related transcription 
factor 1 - CGNC Symbol 
49673 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1468,74)" 1191 7476



ENSGALP00000027595 CID 334 - 350
nucleoporin 58kDa - CGNC 
Symbol 12853 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1945,96)" 616 7477

ENSGALP00000038935 CID 120 - 142

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2477,23)" 1169 true 0.69 7478

ENSGALP00000021743 CID 90 - 96
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(830,46)" 2250 false 7479

ENSGALP00000035478 CID 1,464 - 1,477
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1366,85)" 2557 7480

ENSGALP00000003043 CID 225 - 236
alanyl-tRNA synthetase - 
CGNC Symbol 50043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1366,85)" 2557 false 7481

ENSGALP00000003012 CID 203 - 214
malate dehydrogenase 2 - 
CGNC Symbol 1378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1426,83)" 2121 true 0.8 7482

ENSGALP00000012376 CID 511 - 522

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1471,84)" 12907 true 3.53 7483



ENSGALP00000037170 CID 1,011 - 1,023

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1578,84)" 3456 true 0.64 7484

ENSGALP00000037170 CID 1,011 - 1,023

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1582,86)" 2449 7485

ENSGALP00000005535 CID 49 - 72

Gallus gallus serine 
peptidase inhibitor Kazal 
type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - 
RefSeq mRNA 
NM_001308494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2842,33)" 1927 false 7486

ENSGALP00000016118 CID 164 - 169

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(792,46)" 649 false 7487

ENSGALP00000029109 CID 201 - 214

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1689,80)" 1182 false 7488

ENSGALP00000000383 CID 495 - 502
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(857,50)" 89186 7489

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1713,90)" 27646 true 1.83 7490



ENSGALP00000001183 CID 188 - 195

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(955,54)" 1990 false 7491

ENSGALP00000000747 CID 270 - 277

zinc finger CCCH-type 
containing 11A - CGNC 
Symbol 51431 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(955,54)" 1990 false 7492

ENSGALP00000025475 CID 185 - 192

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 
51548 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(955,54)" 1990 false 7493

ENSGALP00000032097 CID 80 - 88
CD5 molecule - CGNC 
Symbol 3864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(955,54)" 1990 false 7494

ENSGALP00000013491 CID 876 - 885

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1189,68)" 389 true 1.16 7495

ENSGALP00000013267 CID 300 - 309
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1243,80)" 2122 true 0.54 7496

ENSGALP00000000669 CID 78 - 90

Hsap of 4: nascent 
polypeptide-associated 
complex alpha subunit - 
HGNC:7629 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1646,08)" 5604 false 7497



ENSGALP00000004641 CID 1,902 - 1,908
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(861,53)" 30207 false 7498

ENSGALP00000010935 CID 443 - 449

Cbl proto-oncogene E3 
ubiquitin protein ligase - 
CGNC Symbol 49015 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(913,54)" 641 false 7499

ENSGALP00000012349 CID 177 - 187
C-terminal binding protein-
like - CGNC Symbol 50231 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1117,70)" 861 7500

ENSGALP00000012405 CID 692 - 702

proteasome 26S subunit 
non-ATPase 1 - CGNC 
Symbol 5786 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1117,70)" 861 false 7501

ENSGALP00000025299 CID 163 - 173
C-terminal binding protein 
1 - CGNC Symbol 11723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1117,70)" 861 7502

ENSGALP00000003014 CID 98 - 108

peptidase mitochondrial 
processing alpha subunit - 
CGNC Symbol 1379 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1341,81)" 1050 false 7503

ENSGALP00000036952 CID 472 - 478

PRP40 pre-mRNA 
processing factor 40 
homolog A (S. cerevisiae) - 
CGNC Symbol 48984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(944,53)" 4885 false 2.44 7504



ENSGALP00000043256 CID 15 - 22

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(944,53)" 4885 true 2.44 7505

ENSGALP00000021034 CID 61 - 73

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1460,77)" 2144 true 0.84 7506

ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing 
factor 2 - UP P30352 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1803,90)" 4191 true 0.95 7507

ENSGALP00000004476 CID 102 - 110
reticulocalbin 2 - CGNC 
Symbol 2050 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1007,52)" 998 true 0.46 7508

ENSGALP00000010214 CID 79 - 86

Gallus gallus macrophage 
migration inhibitory factor 
(glycosylation-inhibiting 
factor) (MIF) mRNA. - 
RefSeq mRNA 
NM_001305091 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1019,56)" 1504 true 0.52 7509

ENSGALP00000020830 CID 348 - 357

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1161,61)" 1217 false 3.58 7510

ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing 
factor 2 - UP P30352 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1807,92)" 3972 true 0.95 7511



ENSGALP00000011372 CID 262 - 275
pitrilysin metallopeptidase 
1 - CGNC Symbol 5310 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1813,98)" 793 false 7512

ENSGALP00000038570 CID 56 - 67

eukaryotic translation 
initiation factor 5A2 - CGNC 
Symbol 49863 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1367,80)" 7938 true 1.72 7513

ENSGALP00000040638 CID 73 - 88 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1826,94)" 5366 true 0.73 7514

ENSGALP00000025327 CID 1,125 - 1,133

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1065,59)" 3461 7515

ENSGALP00000038570 CID 56 - 67

eukaryotic translation 
initiation factor 5A2 - CGNC 
Symbol 49863 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1375,86)" 9162 true 1.72 7516

ENSGALP00000002322 CID 99 - 111
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1561,77)" 13655 true 0.48 7517

ENSGALP00000028374 CID 24 - 37

VAMP (vesicle-associated 
membrane protein)-
associated protein A 33kDa - 
CGNC Symbol 54859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1650,95)" 2216 true 0.92 7518



ENSGALP00000020064 CID 446 - 461

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1860,98)" 1127 true 0.65 7519

ENSGALP00000016175 CID 326 - 332

ATP binding cassette 
subfamily E member 1 - 
CGNC Symbol 7569 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(843,53)" 1448 false 7520

ENSGALP00000041993 CID 22 - 32
ribosomal protein L21 - 
HGNC:10313 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1271,68)" 13631 true 1 7521

ENSGALP00000026858 CID Feb-14

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1297,64)" 14233 7522

ENSGALP00000016260 CID 95 - 106

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1297,64)" 14233 7523

ENSGALP00000041195 CID 105 - 117

Hsap of 9: toll like receptor 
adaptor molecule 2 - 
HGNC:21354 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1707,80)" 779 false 7524

ENSGALP00000008056 CID 495 - 508

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1774,93)" 1096 true 2.06 7525



ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1884,17)" 1712 true 1.49 7526

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1884,17)" 1712 true 1.49 7527

ENSGALP00000011718 CID 297 - 317

small nuclear 
ribonucleoprotein 
polypeptides B and B1 - 
CGNC Symbol 49251 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2224,17)" 1317 false 7528

ENSGALP00000041993 CID 22 - 32
ribosomal protein L21 - 
HGNC:10313 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1275,71)" 14432 7529

ENSGALP00000018424 CID 143 - 152
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1300,63)" 3177 7530

ENSGALP00000008056 CID 495 - 508

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1782,97)" 2262 true 2.06 7531

ENSGALP00000037524 CID 275 - 290
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1813,03)" 208822 true 0.76 7532



ENSGALP00000016978 CID 265 - 280
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1813,03)" 208822 false 0.36 7533

ENSGALP00000019031 CID 341 - 360
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2408,18)" 1786 false 7534

ENSGALP00000041749 CID 33 - 40

guanine nucleotide binding 
protein (G protein) alpha 13 
- CGNC Symbol 3014 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1107,63)" 1847 7535

ENSGALP00000012349 CID 177 - 187
C-terminal binding protein-
like - CGNC Symbol 50231 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1113,67)" 403 true 1.16 7536

ENSGALP00000025299 CID 163 - 173
C-terminal binding protein 
1 - CGNC Symbol 11723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1113,67)" 403 true 1.16 7537

ENSGALP00000005182 CID 182 - 197

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1857,97)" 1651 true 0.64 7538

ENSGALP00000020258 CID 81 - 89

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC 
Symbol 9427 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1062,56)" 554 true 1.14 7539



ENSGALP00000019569 CID 131 - 140

suppression of 
tumorigenicity 13 (colon 
carcinoma) (Hsp70 
interacting protein) - CGNC 
Symbol 50650 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1155,72)" 1376 false 7540

ENSGALP00000025754 CID 132 - 140
serine/threonine kinase 3 - 
CGNC Symbol 52437 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1193,62)" 7599 true 0.86 7541

ENSGALP00000039872 CID 233 - 242

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1321,63)" 62737 true 0.22 7542

ENSGALP00000000485 CID 1,526 - 1,537

Hsap of 1: AT-rich 
interaction domain 1A - 
HGNC:11110 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1371,72)" 4077 false 0.9 7543

ENSGALP00000029109 CID 43 - 55

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1371,72)" 4077 7544

ENSGALP00000005182 CID 182 - 197

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1861,99)" 649 7545

ENSGALP00000043213 CID 1,622 - 1,628

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(889,53)" 1568 false 7546



ENSGALP00000027519 CID 1,042 - 1,048

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(889,53)" 1568 false 0.94 7547

ENSGALP00000020258 CID 81 - 89

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC 
Symbol 9427 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1066,57)" 509 7548

ENSGALP00000009393 CID 818 - 826

clustered mitochondria 
(cluA/CLU1) homolog - 
CGNC Symbol 4370 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1111,65)" 2016 false 2.11 7549

ENSGALP00000025754 CID 132 - 140
serine/threonine kinase 3 - 
CGNC Symbol 52437 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1197,65)" 6005 7550

ENSGALP00000020561 CID 68 - 81

RNA 2' 3'-cyclic phosphate 
and 5'-OH ligase - CGNC 
Symbol 9570 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1472,84)" 5685 true 0.55 7551

ENSGALP00000013963 CID 1,080 - 1,099

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1992,98)" 465 false 7552

ENSGALP00000020744 CID 75 - 83

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1113,59)" 12519 7553



ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase 
subunit 2 - UP P18944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1186,72)" 566 7554

ENSGALP00000012399 CID 1,452 - 1,463

lysine (K)-specific 
demethylase 3B - CGNC 
Symbol 66092 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1404,80)" 6447 7555

ENSGALP00000020561 CID 68 - 81

RNA 2' 3'-cyclic phosphate 
and 5'-OH ligase - CGNC 
Symbol 9570 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1476,88)" 1553 7556

ENSGALP00000010942 CID 59 - 65
ribosomal protein S15a - 
CGNC Symbol 5109 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(925,52)" 951 true 0.7 7557

ENSGALP00000027305 CID 77 - 88

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC 
Symbol 12703 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1464,78)" 466 false 7558

ENSGALP00000021034 CID 61 - 73

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1464,78)" 466 7559

ENSGALP00000013761 CID 101 - 118
NOP58 ribonucleoprotein - 
CGNC Symbol 52126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2200,15)" 558 false 7560



ENSGALP00000035595 CID 59 - 68
40S ribosomal protein S11 - 
Refseq NP_001026004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1150,57)" 640 7561

ENSGALP00000010376 CID 659 - 678

Rac/Cdc42 guanine 
nucleotide exchange factor 
(GEF) 6 - CGNC Symbol 
4852 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2130,01)" 600 false 7562

ENSGALP00000038935 CID 120 - 142

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2481,25)" 533 7563

ENSGALP00000001027 CID 158 - 182

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2723,37)" 604 true 1.22 7564

ENSGALP00000003060 CID 360 - 365
pre-mRNA processing factor 
38B - CGNC Symbol 1397 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(868,51)" 4628 false 7565

ENSGALP00000039530 CID 230 - 235

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(868,51)" 4628 true 0.91 7566

ENSGALP00000009511 CID 15 - 20
ribosomal protein L5 - 
CGNC Symbol 4424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(868,51)" 4628 false 7567



ENSGALP00000006284 CID 87 - 92

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(868,51)" 4628 true 0.91 7568

ENSGALP00000006284 CID 87 - 92

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(876,56)" 3045 false 0.91 7569

ENSGALP00000039530 CID 230 - 235

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(876,56)" 3045 false 0.91 7570

ENSGALP00000042553 CID 411 - 418

Hsap of 1: Hepatoma-
derived growth factor-
related protein 2 - UP 
Q7Z4V5 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(970,54)" 5455 true 0.71 7571

ENSGALP00000017123 CID 295 - 305

lymphoid enhancer binding 
factor 1 - CGNC Symbol 
7997 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1199,65)" 8425 true 0.56 7572

ENSGALP00000010510 CID 160 - 171
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1199,65)" 8425 7573

ENSGALP00000030147 CID 106 - 124

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2069,11)" 4607 true 0.68 7574



ENSGALP00000010633 CID 55 - 64

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1246,70)" 6177 true 0.48 7575

ENSGALP00000005944 CID 1,237 - 1,245
phospholipase C gamma 1 - 
CGNC Symbol 50935 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1257,59)" 1490 true 0.67 7576

ENSGALP00000009552 CID 43 - 55
ribosomal protein L27a - 
CGNC Symbol 55716 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1669,87)" 2252 true 0.94 7577

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1880,12)" 2013 7578

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1880,12)" 2013 7579

ENSGALP00000030147 CID 106 - 124

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2073,13)" 4852 7580

ENSGALP00000003877 CID 79 - 86

SEC11 homolog A (S. 
cerevisiae) - CGNC Symbol 
1762 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(946,56)" 1239 true 0.67 7581



ENSGALP00000018849 CID 197 - 206

interleukin enhancer 
binding factor 2 - CGNC 
Symbol 8794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1041,63)" 638 7582

ENSGALP00000020064 CID 382 - 391

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1251,68)" 816 true 1.91 7583

ENSGALP00000005520 CID 289 - 312

aldehyde dehydrogenase 9 
family member A1 - CGNC 
Symbol 2550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2587,38)" 599 false 7584

ENSGALP00000003877 CID 79 - 86

SEC11 homolog A (S. 
cerevisiae) - CGNC Symbol 
1762 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(950,58)" 335 7585

ENSGALP00000012879 CID 177 - 185
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1192,68)" 843 false 7586

ENSGALP00000018410 CID 945 - 955

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1298,73)" 654 false 7587

ENSGALP00000002234 CID Feb-13

RAB14 member RAS 
oncogene family - CGNC 
Symbol 1018 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1511,78)" 1350 true 0.88 7588



ENSGALP00000024803 CID 86 - 98
prolyl endopeptidase - 
CGNC Symbol 11476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1719,85)" 8293 7589

ENSGALP00000042479 CID 241 - 251

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1327,66)" 2520 7590

ENSGALP00000008171 CID 581 - 587

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(859,47)" 679 7591

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1021,63)" 17996 7592

ENSGALP00000000316 CID 305 - 313
major vault protein - CGNC 
Symbol 136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1112,59)" 1049 7593

ENSGALP00000040869 CID 253 - 261

protein-lysine 6-oxidase 
precursor - Refseq 
NP_990812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1155,57)" 3401 7594

ENSGALP00000000054 CID 80 - 89
G protein subunit alpha i3 - 
HGNC:4387 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1203,68)" 468 false 7595



ENSGALP00000016263 CID 183 - 192
sorting nexin 6 - CGNC 
Symbol 56458 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1350,76)" 487 false 7596

ENSGALP00000033741 CID 74 - 84

EF-hand domain family 
member D1 - CGNC Symbol 
52247 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1350,76)" 487 false 7597

ENSGALP00000042317 CID 87 - 100

regulator of chromosome 
condensation 1 - 
HGNC:1913 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1600,74)" 1107 true 0.88 7598

ENSGALP00000014260 CID 284 - 300

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1799,94)" 12486 true 1.12 7599

ENSGALP00000001866 CID 156 - 171

SAM domain and HD 
domain 1 - CGNC Symbol 
839 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1805,94)" 726 true 1.99 7600

ENSGALP00000000485 CID 1,207 - 1,227

Hsap of 1: AT-rich 
interaction domain 1A - 
HGNC:11110 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2135,16)" 1711 false 7601

ENSGALP00000012723 CID 790 - 798

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(933,53)" 31121 false 7602



ENSGALP00000016816 CID 1,056 - 1,066
exportin 5 - CGNC Symbol 
7870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1360,73)" 4004 7603

ENSGALP00000028746 CID 104 - 115

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1360,73)" 4004 true 0.86 7604

ENSGALP00000019629 CID 73 - 86
proteasome subunit alpha 3 
- CGNC Symbol 9125 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1412,80)" 448 7605

ENSGALP00000010387 CID 98 - 109

nucleosome assembly 
protein 1-like 4 - CGNC 
Symbol 51885 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1540,87)" 16235 true 0.54 7606

ENSGALP00000016623 CID 107 - 118

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1540,87)" 16235 true 0.54 7607

ENSGALP00000042317 CID 87 - 100

regulator of chromosome 
condensation 1 - 
HGNC:1913 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1604,77)" 980 7608

ENSGALP00000014260 CID 284 - 300

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1803,97)" 13995 7609



ENSGALP00000001866 CID 156 - 171

SAM domain and HD 
domain 1 - CGNC Symbol 
839 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1809,96)" 1443 7610

ENSGALP00000010910 CID 369 - 392

cleavage stimulation factor 
3' pre-RNA subunit 2 64kDa - 
CGNC Symbol 51677 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2232,08)" 1310 false 7611

ENSGALP00000038979 CID 151 - 156

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(803,51)" 800 false 1.75 7612

ENSGALP00000000734 CID 58 - 69
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1315,67)" 839 false 0.57 7613

ENSGALP00000013862 CID 1,322 - 1,332

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1315,67)" 839 false 0.57 7614

ENSGALP00000028746 CID 104 - 115

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1368,78)" 2384 true 0.86 7615

ENSGALP00000010387 CID 98 - 109

nucleosome assembly 
protein 1-like 4 - CGNC 
Symbol 51885 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1548,92)" 6333 true 0.54 7616



ENSGALP00000016623 CID 107 - 118

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1548,92)" 6333 true 0.54 7617

ENSGALP00000013843 CID 546 - 551
THO complex 2 - CGNC 
Symbol 6452 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(825,49)" 768 false 7618

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1385,83)" 1485 false 7619

ENSGALP00000017661 CID 800 - 811
USO1 vesicle transport 
factor - CGNC Symbol 8265 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1385,83)" 1485 false 7620

ENSGALP00000027011 CID 72 - 84
lysozyme g-like - CGNC 
Symbol 50830 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1414,84)" 2590 7621

ENSGALP00000017268 CID 195 - 207
mediator of cell motility 1 - 
CGNC Symbol 8068 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1700,74)" 6593 true 2.77 7622

ENSGALP00000016363 CID 368 - 387

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2436,30)" 383 false 7623



ENSGALP00000038313 CID 55 - 61

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
non-catalytic subunit - 
CGNC Symbol 7657 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(901,51)" 349 7624

ENSGALP00000039265 CID 140 - 146
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(918,57)" 1556 true 0.85 7625

ENSGALP00000026457 CID 4-Nov

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(918,57)" 1556 false 0.85 7626

ENSGALP00000039645 CID 31 - 42

RNA pseudouridylate 
synthase domain containing 
2 - HGNC:24180 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1353,75)" 502 false 7627

ENSGALP00000010303 CID 208 - 219
interleukin 16 - CGNC 
Symbol 4808 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1385,83)" 1332 false 7628

ENSGALP00000028374 CID 24 - 37

VAMP (vesicle-associated 
membrane protein)-
associated protein A 33kDa - 
CGNC Symbol 54859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1663,03)" 1356 true 0.92 7629

ENSGALP00000009344 CID 1,614 - 1,630

deleted in lung and 
esophageal cancer 1 - CGNC 
Symbol 4351 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2041,10)" 612 false 7630



ENSGALP00000042059 CID 85 - 92

Hsap of 1: RNA binding 
motif protein 39 - 
HGNC:15923 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(950,51)" 3243 true 0.71 7631

ENSGALP00000037222 CID 205 - 214

heterogeneous nuclear 
ribonucleoprotein D-like - 
CGNC Symbol 51783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(950,51)" 3243 7632

ENSGALP00000010342 CID 750 - 757
SEC24 family member A - 
CGNC Symbol 4833 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(950,51)" 3243 false 0.71 7633

ENSGALP00000041974 CID 108 - 122

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1751,94)" 1037 false 7634

ENSGALP00000022525 CID 54 - 61

pre-mRNA-processing 
factor 19 - Refseq 
NP_001034420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(890,49)" 2575 7635

ENSGALP00000008578 CID 329 - 336

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(890,49)" 2575 false 7636

ENSGALP00000042059 CID 85 - 92

Hsap of 1: RNA binding 
motif protein 39 - 
HGNC:15923 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(954,53)" 2303 7637



ENSGALP00000010342 CID 750 - 757
SEC24 family member A - 
CGNC Symbol 4833 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(954,53)" 2303 7638

ENSGALP00000039691 CID 115 - 123

extracellular fatty acid-
binding protein precursor - 
Refseq NP_990753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1059,60)" 7514 7639

ENSGALP00000014768 CID 345 - 357
EH-domain containing 3 - 
CGNC Symbol 51465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1541,79)" 5745 7640

ENSGALP00000022243 CID 748 - 756

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1072,60)" 4503 7641

ENSGALP00000005576 CID 153 - 165

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1396,77)" 4161 true 0.54 7642

ENSGALP00000019975 CID 182 - 194

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1396,77)" 4161 true 0.54 7643

ENSGALP00000041109 CID 446 - 458

Hsap of 1: capping actin 
protein gelsolin like - 
HGNC:1474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1419,80)" 1202 7644



ENSGALP00000001183 CID 428 - 441

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1812,81)" 19994 true 0.52 7645

ENSGALP00000018382 CID 1,274 - 1,290
early endosome antigen 1 - 
CGNC Symbol 8572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1871,90)" 11721 7646

ENSGALP00000015964 CID 80 - 86
ribosomal protein L18a - 
CGNC Symbol 50601 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(937,55)" 2145 7647

ENSGALP00000008311 CID 1,059 - 1,068
SEC24 family member C - 
CGNC Symbol 3857 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1253,71)" 779 true 0.66 7648

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1721,85)" 1328 true 1.41 7649

ENSGALP00000001183 CID 428 - 441

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1816,84)" 9498 7650

ENSGALP00000002942 CID 461 - 467

vav 3 guanine nucleotide 
exchange factor - CGNC 
Symbol 1353 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(947,51)" 968 false 0.8 7651



ENSGALP00000020310 CID 352 - 358
SET binding factor 1 - CGNC 
Symbol 9447 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(947,51)" 968 false 0.8 7652

ENSGALP00000038778 CID 154 - 164
actin-like 6A - CGNC Symbol 
6893 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1148,64)" 1564 false 7653

ENSGALP00000009960 CID 22 - 31
ribosomal protein L13 - 
CGNC Symbol 49509 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1217,63)" 10939 false 7654

ENSGALP00000008311 CID 1,059 - 1,068
SEC24 family member C - 
CGNC Symbol 3857 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1257,74)" 513 7655

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1729,89)" 1875 true 1.41 7656

ENSGALP00000026345 CID 42 - 59
acid phosphatase 1 soluble - 
CGNC Symbol 12245 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1997,94)" 5613 true 0.73 7657

ENSGALP00000020744 CID 384 - 394

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1228,70)" 13756 true 1.55 7658



ENSGALP00000003139 CID 357 - 372
glutamate dehydrogenase 1 
- CGNC Symbol 52002 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1751,90)" 15082 true 0.8 7659

ENSGALP00000042171 CID 109 - 125
transgelin 2 - CGNC Symbol 
65718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1955,91)" 2335 false 7660

ENSGALP00000001002 CID May-23

nuclear casein kinase and 
cyclin-dependent kinase 
substrate 1 - CGNC Symbol 
448 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2265,93)" 5294 true 1.03 7661

ENSGALP00000003934 CID 32 - 42

mannose-1-phosphate 
guanyltransferase beta - 
Refseq NP_001280244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1304,82)" 744 false 7662

ENSGALP00000019975 CID 182 - 194

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1400,80)" 1742 7663

ENSGALP00000005576 CID 153 - 165

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1400,80)" 1742 7664

ENSGALP00000003139 CID 357 - 372
glutamate dehydrogenase 1 
- CGNC Symbol 52002 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1755,92)" 12007 7665



ENSGALP00000001002 CID May-23

nuclear casein kinase and 
cyclin-dependent kinase 
substrate 1 - CGNC Symbol 
448 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2269,96)" 5465 7666

ENSGALP00000041159 CID May-15
ribosomal protein S16 - 
HGNC:10396 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1215,68)" 23614 true 0.72 7667

ENSGALP00000013267 CID 300 - 309
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,75)" 1143 true 0.75 7668

ENSGALP00000014768 CID 345 - 357
EH-domain containing 3 - 
CGNC Symbol 51465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1537,77)" 849 true 0.96 7669

ENSGALP00000014372 CID 273 - 286
pre-mRNA processing factor 
4 - CGNC Symbol 6724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1737,92)" 4413 false 7670

ENSGALP00000037524 CID 363 - 380
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1881,03)" 482 true 0.75 7671

ENSGALP00000016978 CID 353 - 370
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1881,03)" 482 true 0.75 7672



ENSGALP00000018454 CID 374 - 391
tubulin alpha 4b - CGNC 
Symbol 65790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1881,03)" 482 true 0.75 7673

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam 
binding inhibitor (GABA 
receptor modulator acyl-
CoA binding protein) (DBI) 
mRNA. - RefSeq mRNA 
NM_204576 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2020,02)" 1531 true 1.2 7674

ENSGALP00000006043 CID 1,053 - 1,064

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1448,87)" 9256 true 0.65 7675

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam 
binding inhibitor (GABA 
receptor modulator acyl-
CoA binding protein) (DBI) 
mRNA. - RefSeq mRNA 
NM_204576 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2028,07)" 1834 true 1.2 7676

ENSGALP00000018195 CID 201 - 209
proteasome subunit beta 1 - 
CGNC Symbol 8487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1035,54)" 3373 true 1.35 7677

ENSGALP00000023866 CID 1,621 - 1,629

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1092,53)" 7331 7678

ENSGALP00000040890 CID 249 - 258

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1092,53)" 7331 false 7679



ENSGALP00000005678 CID 312 - 328

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1938,99)" 1178 false 7680

ENSGALP00000013987 CID 970 - 986

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2042,05)" 799 7681

ENSGALP00000018195 CID 201 - 209
proteasome subunit beta 1 - 
CGNC Symbol 8487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1039,55)" 8642 7682

ENSGALP00000014265 CID 104 - 111

RAB1A member RAS 
oncogene family - CGNC 
Symbol 6666 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1115,58)" 557 false 7683

ENSGALP00000010405 CID 680 - 688
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1121,72)" 635 false 7684

ENSGALP00000041993 CID 22 - 32
ribosomal protein L21 - 
HGNC:10313 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1287,67)" 859 true 1.39 7685

ENSGALP00000024609 CID 106 - 122

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1905,95)" 580 true 0.63 7686



ENSGALP00000015409 CID 832 - 840
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1154,63)" 569 7687

ENSGALP00000003089 CID 513 - 524
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1307,70)" 4896 true 1.5 7688

ENSGALP00000039270 CID 734 - 744

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1188,70)" 1314 false 1.37 7689

ENSGALP00000002409 CID 1,101 - 1,112

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1394,77)" 2725 true 0.99 7690

ENSGALP00000027519 CID 458 - 473

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1989,97)" 824 true 0.41 7691

ENSGALP00000040653 CID 90 - 100

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1328,74)" 3673 false 0.36 7692

ENSGALP00000004437 CID 97 - 107
ribosomal protein S10 - 
CGNC Symbol 51122 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1336,80)" 632 false 7693



ENSGALP00000013029 CID 1,006 - 1,016
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1336,80)" 632 false 7694

ENSGALP00000005090 CID 905 - 915

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1450,84)" 6713 false 7695

ENSGALP00000027519 CID 458 - 473

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1993,99)" 334 7696

ENSGALP00000039872 CID 310 - 316

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(879,46)" 2062 false 7697

ENSGALP00000012326 CID 125 - 131

Fas associated via death 
domain - CGNC Symbol 
51906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(879,46)" 2062 false 7698

ENSGALP00000020169 CID 417 - 423
phosphorylase glycogen 
liver - CGNC Symbol 49139 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(879,46)" 2062 false 7699

ENSGALP00000036002 CID 24 - 34

RAB10 member RAS 
oncogene family - CGNC 
Symbol 12382 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1344,69)" 4909 false 0.69 7700



ENSGALP00000030639 CID 64 - 74
Ras-related protein Rab-6A - 
UP Q1KME6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1344,69)" 4909 false 0.69 7701

ENSGALP00000014265 CID 62 - 72

RAB1A member RAS 
oncogene family - CGNC 
Symbol 6666 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1344,69)" 4909 false 0.69 7702

ENSGALP00000005505 CID 59 - 69

RAB8B member RAS 
oncogene family - CGNC 
Symbol 2544 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1344,69)" 4909 false 0.69 7703

ENSGALP00000002234 CID 62 - 72

RAB14 member RAS 
oncogene family - CGNC 
Symbol 1018 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1344,69)" 4909 false 0.69 7704

ENSGALP00000041790 CID 59 - 69
Ras-related protein Rab-8A - 
UP Q5F470 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1344,69)" 4909 false 0.69 7705

ENSGALP00000043331 CID 338 - 345
topoisomerase (DNA) I - 
CGNC Symbol 2691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(960,58)" 601 7706

ENSGALP00000038259 CID 72 - 80

vascular endothelial zinc 
finger 1 - CGNC Symbol 
4119 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1192,59)" 2050 false 2.92 7707



ENSGALP00000036405 CID 334 - 344

proteasome 26S subunit 
ATPase 6 - CGNC Symbol 
9424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1192,59)" 2050 true 2.92 7708

ENSGALP00000006240 CID 1,926 - 1,936
collagen type VI alpha 3 - 
CGNC Symbol 2875 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1303,76)" 433 true 0.36 7709

ENSGALP00000014100 CID 199 - 208

chromosome 1 open 
reading frame 52 - 
HGNC:24871 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1303,76)" 433 false 0.36 7710

ENSGALP00000005453 CID 172 - 183

DnaJ heat shock protein 
family (Hsp40) member C7 - 
CGNC Symbol 2515 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1356,77)" 19277 7711

ENSGALP00000040653 CID 90 - 100

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1356,77)" 19277 true 0.08 7712

ENSGALP00000005448 CID 98 - 110

microsomal glutathione S-
transferase 3 - CGNC 
Symbol 2512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1356,77)" 19277 7713

ENSGALP00000027121 CID 148 - 158

Gallus gallus PCI domain 
containing 2 (PCID2) mRNA. 
- RefSeq mRNA 
NM_001006266 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1378,75)" 1016 false 7714



ENSGALP00000041979 CID 243 - 256

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1717,94)" 4403 false 7715

ENSGALP00000005832 CID 909 - 923
nucleoporin 155kDa - CGNC 
Symbol 2697 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1782,88)" 1449 7716

ENSGALP00000014372 CID 415 - 424
pre-mRNA processing factor 
4 - CGNC Symbol 6724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1311,74)" 471 true 0.96 7717

ENSGALP00000002409 CID 1,101 - 1,112

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1398,80)" 1195 7718

ENSGALP00000022293 CID 569 - 576 ezrin - CGNC Symbol 10288 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(976,57)" 2311 7719

ENSGALP00000021028 CID 566 - 573
radixin - CGNC Symbol 
49356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(976,57)" 2311 7720

ENSGALP00000007490 CID 566 - 573 moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(976,57)" 2311 7721



ENSGALP00000006365 CID 101 - 108
lysophospholipase II - CGNC 
Symbol 2940 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1014,53)" 517 false 0.55 7722

ENSGALP00000032625 CID 409 - 416
nucleolin - CGNC Symbol 
5823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1014,53)" 517 false 1.22 7723

ENSGALP00000023214 CID 221 - 232

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1442,77)" 4397 true 0.81 7724

ENSGALP00000018454 CID 286 - 301
tubulin alpha 4b - CGNC 
Symbol 65790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1799,02)" 140075 false 7725

ENSGALP00000000639 CID 291 - 305
lamin B2 - CGNC Symbol 
49708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1809,01)" 1796 false 7726

ENSGALP00000039326 CID 19 - 36
ribosomal protein L19 - 
CGNC Symbol 1159 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2127,07)" 1496 false 7727

ENSGALP00000007391 CID 70 - 80
programmed cell death 5 - 
CGNC Symbol 3442 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1339,76)" 2681 7728



ENSGALP00000002508 CID 327 - 337

Gallus gallus SIN3 
transcription regulator 
family member A (SIN3A) 
mRNA. - RefSeq mRNA 
NM_001293184 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1418,82)" 1804 false 7729

ENSGALP00000015366 CID 32 - 43
peptidylprolyl isomerase D - 
CGNC Symbol 7186 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1418,82)" 1804 false 7730

ENSGALP00000036963 CID 6-Dec
60S ribosomal protein L15 - 
Refseq NP_001292094 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1035,56)" 4674 true 0.15 7731

ENSGALP00000015665 CID 84 - 96 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1639,84)" 617 7732

ENSGALP00000004108 CID 558 - 574

differentially expressed in 
FDCP 6 homolog (mouse) - 
CGNC Symbol 1882 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1843,84)" 553 false 7733

ENSGALP00000035996 CID Dec-31

superoxide dismutase 1 
soluble - CGNC Symbol 
11821 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2092,07)" 18038 true 1.03 7734

ENSGALP00000012563 CID 402 - 420

cleavage stimulation factor 
3' pre-RNA subunit 1 - 
CGNC Symbol 5864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2284,97)" 1290 false 7735



ENSGALP00000002944 CID 1,065 - 1,076
WAPL cohesin release 
factor - CGNC Symbol 1347 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1410,83)" 2927 7736

ENSGALP00000040466 CID 839 - 850

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1521,80)" 3237 false 7737

ENSGALP00000024167 CID 192 - 205
transportin 1 - CGNC 
Symbol 11160 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1629,84)" 1154 true 0.86 7738

ENSGALP00000037524 CID 275 - 290
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1821,09)" 159940 true 1.26 7739

ENSGALP00000027982 CID 252 - 265

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1665,88)" 30723 false 7740

ENSGALP00000019031 CID 71 - 83
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1676,85)" 8000 false 7741

ENSGALP00000035996 CID Dec-31

superoxide dismutase 1 
soluble - CGNC Symbol 
11821 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2100,12)" 17957 true 1.03 7742



ENSGALP00000002625 CID 489 - 500

Gallus gallus ATPase H+ 
transporting lysosomal 
56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - 
RefSeq mRNA 
NM_001293241 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1467,82)" 488 7743

ENSGALP00000012474 CID Dec-25

trafficking protein particle 
complex 4 - CGNC Symbol 
5825 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1601,86)" 3914 true 0.49 7744

ENSGALP00000010510 CID 89 - 102
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1679,90)" 24793 true 0.2 7745

ENSGALP00000014105 CID 169 - 184

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1750,89)" 815 false 7746

ENSGALP00000035815 CID 113 - 128

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1750,89)" 815 false 7747

ENSGALP00000023523 CID 98 - 115
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1996,11)" 24379 false 7748

ENSGALP00000022434 CID 496 - 502
AFG3-like AAA ATPase 2 - 
CGNC Symbol 10366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(831,46)" 3067 false 0.48 7749



ENSGALP00000000509 CID 422 - 428

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(831,46)" 3067 true 0.48 7750

ENSGALP00000007487 CID 347 - 355

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1136,63)" 1333 7751

ENSGALP00000012883 CID 65 - 73

Gallus gallus recombination 
activating gene 2 (RAG2) 
mRNA. - RefSeq mRNA 
NM_001305057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1148,57)" 1446 true 1.06 7752

ENSGALP00000004108 CID 370 - 381

differentially expressed in 
FDCP 6 homolog (mouse) - 
CGNC Symbol 1882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1513,76)" 14376 true 1.7 7753

ENSGALP00000013122 CID 251 - 268

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1953,12)" 160989 7754

ENSGALP00000001302 CID 157 - 171

casein kinase 2 alpha prime 
polypeptide - CGNC Symbol 
585 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1953,12)" 160989 7755

ENSGALP00000040836 CID 109 - 126

acidic residue 
methyltransferase 1 - CGNC 
Symbol 9819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1989,15)" 535 false 7756



ENSGALP00000015657 CID 96 - 113
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2010,13)" 42889 true 1.77 7757

ENSGALP00000042680 CID 96 - 113

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2010,13)" 42889 true 1.77 7758

ENSGALP00000038904 CID 129 - 140

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1335,78)" 776 true 1.11 7759

ENSGALP00000002278 CID 133 - 151

mitogen-activated protein 
kinase 1 - CGNC Symbol 
48975 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2176,07)" 505 7760

ENSGALP00000024040 CID 79 - 101

hexosaminidase B (beta 
polypeptide) - CGNC 
Symbol 11085 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2373,20)" 917 true 1.04 7761

ENSGALP00000009341 CID 788 - 794

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(871,55)" 444 false 7762

ENSGALP00000003737 CID 222 - 228
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(871,55)" 444 false 7763



ENSGALP00000038904 CID 129 - 140

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1343,83)" 863 true 1.11 7764

ENSGALP00000037866 CID 32 - 46
ornithine aminotransferase - 
CGNC Symbol 52788 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1723,86)" 710782 7765

ENSGALP00000024040 CID 79 - 101

hexosaminidase B (beta 
polypeptide) - CGNC 
Symbol 11085 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2377,22)" 492 7766

ENSGALP00000016536 CID 712 - 717
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(761,46)" 689 7767

ENSGALP00000015623 CID 230 - 235

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(761,46)" 689 false 7768

ENSGALP00000000666 CID 52 - 60
phosphoglucomutase 2 - 
CGNC Symbol 52790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1009,52)" 4144 true 0.68 7769

ENSGALP00000043461 CID 32 - 40

eukaryotic translation 
initiation factor 3 subunit K - 
HGNC:24656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1168,60)" 4898 false 7770



ENSGALP00000025808 CID 283 - 291

ribonucleotide reductase 
M2 B (TP53 inducible) - 
CGNC Symbol 11989 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1168,60)" 4898 false 7771

ENSGALP00000026511 CID 148 - 159

family with sequence 
similarity 49 member A - 
CGNC Symbol 12326 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1515,71)" 6331 true 1.43 7772

ENSGALP00000003737 CID 257 - 269
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1610,76)" 2333 true 1.03 7773

ENSGALP00000014768 CID 185 - 193
EH-domain containing 3 - 
CGNC Symbol 51465 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1125,71)" 1169 true 1.98 7774

ENSGALP00000026511 CID 148 - 159

family with sequence 
similarity 49 member A - 
CGNC Symbol 12326 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1519,75)" 10373 7775

ENSGALP00000003737 CID 257 - 269
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1618,80)" 2410 true 1.03 7776

ENSGALP00000027121 CID 197 - 205

Gallus gallus PCI domain 
containing 2 (PCID2) mRNA. 
- RefSeq mRNA 
NM_001006266 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1034,55)" 2465 false 7777



ENSGALP00000015846 CID 273 - 280

asparagine synthetase 
(glutamine-hydrolyzing) - 
CGNC Symbol 7411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1034,55)" 2465 false 7778

ENSGALP00000014768 CID 185 - 193
EH-domain containing 3 - 
CGNC Symbol 51465 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1133,77)" 2318 true 1.98 7779

ENSGALP00000042900 CID 414 - 427

PAF1 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
64966 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1342,76)" 13630 7780

ENSGALP00000031109 CID 447 - 458

nuclear receptor 
coactivator 7 - CGNC 
Symbol 51536 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1342,76)" 13630 false 7781

ENSGALP00000011696 CID 42 - 52
Aly/REF export factor - 
CGNC Symbol 5467 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(970,54)" 2177 7782

ENSGALP00000035478 CID 992 - 1,002
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1275,65)" 448 7783

ENSGALP00000005505 CID 59 - 69

RAB8B member RAS 
oncogene family - CGNC 
Symbol 2544 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1348,72)" 613 7784



ENSGALP00000041790 CID 59 - 69
Ras-related protein Rab-8A - 
UP Q5F470 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1348,72)" 613 7785

ENSGALP00000030639 CID 64 - 74
Ras-related protein Rab-6A - 
UP Q1KME6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1348,72)" 613 7786

ENSGALP00000036002 CID 24 - 34

RAB10 member RAS 
oncogene family - CGNC 
Symbol 12382 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1348,72)" 613 7787

ENSGALP00000014265 CID 62 - 72

RAB1A member RAS 
oncogene family - CGNC 
Symbol 6666 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1348,72)" 613 7788

ENSGALP00000002234 CID 62 - 72

RAB14 member RAS 
oncogene family - CGNC 
Symbol 1018 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1348,72)" 613 7789

ENSGALP00000014298 CID 131 - 146
ribosomal protein L12 - 
CGNC Symbol 50469 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1690,84)" 15333 true 0.9 7790

ENSGALP00000007490 CID 1-Aug moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(979,59)" 10684 7791



ENSGALP00000014298 CID 131 - 146
ribosomal protein L12 - 
CGNC Symbol 50469 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1694,85)" 13832 7792

ENSGALP00000016629 CID Jun-27
peroxiredoxin 1 - CGNC 
Symbol 7794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2393,27)" 478 true 0.7 7793

ENSGALP00000022243 CID 748 - 756

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1068,57)" 2760 true 1.35 7794

ENSGALP00000016629 CID Jun-27
peroxiredoxin 1 - CGNC 
Symbol 7794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2405,35)" 334 true 0.7 7795

ENSGALP00000001579 CID 218 - 225
N-ethylmaleimide sensitive 
factor - CGNC Symbol 715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(838,46)" 2469 false 0.73 7796

ENSGALP00000042641 CID 469 - 474

GATA zinc finger domain 
containing 2B - 
HGNC:30778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(838,46)" 2469 7797

ENSGALP00000015978 CID 522 - 527

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(838,46)" 2469 true 0.44 7798



ENSGALP00000009681 CID 83 - 89

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(985,54)" 3300 7799

ENSGALP00000017139 CID 554 - 561

3'-phosphoadenosine 5'-
phosphosulfate synthase 1 - 
CGNC Symbol 8007 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(976,60)" 626 7800

ENSGALP00000022243 CID 52 - 61

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1205,65)" 3499 false 5.95 7801

ENSGALP00000002513 CID 75 - 87
LIM and SH3 protein 1 - 
CGNC Symbol 1150 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1450,79)" 966 7802

ENSGALP00000012240 CID 381 - 386

amyloid beta (A4) precursor 
protein-binding family B 
member 1 interacting 
protein - CGNC Symbol 
5719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(810,52)" 1037 false 7803

ENSGALP00000001014 CID 150 - 159

interferon-induced 
guanylate-binding protein 1-
like - CGNC Symbol 51030 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1072,60)" 1090 true 1.02 7804

ENSGALP00000007523 CID 44 - 53

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1211,60)" 5642 true 0.95 7805



ENSGALP00000013491 CID 798 - 806

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1211,60)" 5642 false 0.95 7806

ENSGALP00000033915 CID 136 - 147

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1474,76)" 799 7807

ENSGALP00000026345 CID 42 - 59
acid phosphatase 1 soluble - 
CGNC Symbol 12245 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2001,96)" 2973 7808

ENSGALP00000012481 CID 21 - 29
ribosomal protein L4 - 
CGNC Symbol 5828 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1044,62)" 5570 true 1.26 7809

ENSGALP00000015741 CID 258 - 268

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1236,65)" 3122 true 0.53 7810

ENSGALP00000035780 CID 1,943 - 1,954
RAN binding protein 2 - 
CGNC Symbol 50838 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1443,91)" 776 true 0.89 7811

ENSGALP00000015000 CID 733 - 744

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1524,82)" 3975 true 1.07 7812



ENSGALP00000001474 CID 351 - 365

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1652,97)" 914 false 7813

ENSGALP00000035738 CID 104 - 113

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1131,67)" 6803 true 0.43 7814

ENSGALP00000018669 CID 412 - 421

eukaryotic translation 
initiation factor 5 - CGNC 
Symbol 8711 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1131,67)" 6803 false 1.25 7815

ENSGALP00000022772 CID 87 - 96

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1131,67)" 6803 true 0.43 7816

ENSGALP00000033650 CID 556 - 564
FYN binding protein - CGNC 
Symbol 2773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1185,67)" 8218 false 7817

ENSGALP00000018087 CID 38 - 49
vaccinia related kinase 1 - 
CGNC Symbol 8440 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1185,67)" 8218 true 0.32 7818

ENSGALP00000022293 CID 264 - 273 ezrin - CGNC Symbol 10288 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1210,63)" 69850 true 1.38 7819



ENSGALP00000021028 CID 263 - 272
radixin - CGNC Symbol 
49356 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1210,63)" 69850 true 1.38 7820

ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1210,63)" 69850 true 1.38 7821

ENSGALP00000013183 CID 448 - 458

pseudouridylate synthase 7 
(putative) - CGNC Symbol 
6164 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1228,75)" 1531 true 0.66 7822

ENSGALP00000035780 CID 1,943 - 1,954
RAN binding protein 2 - 
CGNC Symbol 50838 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1451,97)" 689 true 0.89 7823

ENSGALP00000015000 CID 733 - 744

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1532,85)" 4254 true 1.07 7824

ENSGALP00000029248 CID 138 - 150
chromobox homolog 1 - 
CGNC Symbol 49096 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1532,85)" 4254 7825

ENSGALP00000039575 CID 2-Aug

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC 
Symbol 50984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(902,45)" 2350 7826



ENSGALP00000035738 CID 104 - 113

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1139,71)" 1777 true 0.43 7827

ENSGALP00000022772 CID 87 - 96

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1139,71)" 1777 true 0.43 7828

ENSGALP00000043213 CID 1,067 - 1,076

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1139,71)" 1777 7829

ENSGALP00000002995 CID 137 - 147

Uncharacterized protein - 
UniProtKB/TrEMBL 
A0A087WUJ7 - CGNC 
Symbol 49954 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1238,69)" 490 7830

ENSGALP00000017467 CID 142 - 153
Sin3A-associated protein 
30kDa - CGNC Symbol 8174 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1470,80)" 5456 false 7831

ENSGALP00000019613 CID 286 - 296
adenylosuccinate lyase - 
CGNC Symbol 9122 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1268,61)" 3898 false 0.69 7832

ENSGALP00000014260 CID 351 - 359

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1268,61)" 3898 true 0.69 7833



ENSGALP00000042680 CID 96 - 113

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2018,18)" 74017 true 1.77 7834

ENSGALP00000015657 CID 96 - 113
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2018,18)" 74017 true 1.77 7835

ENSGALP00000041159 CID May-15
ribosomal protein S16 - 
HGNC:10396 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1219,70)" 17912 7836

ENSGALP00000012474 CID Dec-25

trafficking protein particle 
complex 4 - CGNC Symbol 
5825 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1605,89)" 1022 7837

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1614,77)" 521 7838

ENSGALP00000020349 CID 399 - 405
pre-mRNA processing factor 
39 - HGNC:20314 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(889,54)" 2044 false 7839

ENSGALP00000011103 CID 901 - 908
insulin degrading enzyme - 
HGNC:5381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(962,53)" 3836 false 7840



ENSGALP00000004248 CID 25 - 32

DnaJ heat shock protein 
family (Hsp40) member C9 - 
CGNC Symbol 1946 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(962,53)" 3836 7841

ENSGALP00000034108 CID 392 - 398
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(962,53)" 3836 true 3.12 7842

ENSGALP00000014097 CID 34 - 44

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1333,75)" 4225 false 7843

ENSGALP00000034108 CID 392 - 398
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(966,56)" 12528 7844

ENSGALP00000013410 CID 120 - 128

ADP-ribosylation factor 
GTPase activating protein 2 - 
CGNC Symbol 51916 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(966,56)" 12528 false 0.43 7845

ENSGALP00000011103 CID 901 - 908
insulin degrading enzyme - 
HGNC:5381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(966,56)" 12528 false 0.43 7846

ENSGALP00000035478 CID 56 - 68
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1465,76)" 3650 true 1.57 7847



ENSGALP00000012145 CID 397 - 413

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2079,00)" 11451 true 0.55 7848

ENSGALP00000005576 CID 459 - 466

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1027,61)" 1831 true 0.85 7849

ENSGALP00000011124 CID 376 - 383
cathepsin A - CGNC Symbol 
5190 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1027,61)" 1831 7850

ENSGALP00000013862 CID 1,525 - 1,531

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1027,61)" 1831 7851

ENSGALP00000012879 CID 235 - 243
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1216,64)" 3119 7852

ENSGALP00000035478 CID 56 - 68
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1469,79)" 5967 7853

ENSGALP00000036341 CID 116 - 133

brain abundant membrane 
attached signal protein 1 - 
CGNC Symbol 9805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1739,85)" 99884 false 7854



ENSGALP00000005576 CID 459 - 466

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1031,64)" 1551 7855

ENSGALP00000021294 CID 562 - 572

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1361,78)" 14023 false 7856

ENSGALP00000014097 CID 34 - 44

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1361,78)" 14023 true 1.17 7857

ENSGALP00000035339 CID 78 - 89

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1290,68)" 11154 true 0.7 7858

ENSGALP00000016623 CID 106 - 117

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1552,96)" 2637 false 7859

ENSGALP00000010387 CID 97 - 108

nucleosome assembly 
protein 1-like 4 - CGNC 
Symbol 51885 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1552,96)" 2637 false 7860

ENSGALP00000043386 CID 391 - 405
Hsap of 1: dynamin 2 - 
HGNC:2974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1796,92)" 3191 false 7861



ENSGALP00000042962 CID 112 - 130
zinc finger protein 740 - 
CGNC Symbol 63794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2413,13)" 2469 false 7862

ENSGALP00000012772 CID 2-Dec

Gallus gallus interleukin 18 
(IL18) mRNA. - RefSeq 
mRNA NM_204608 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1335,60)" 9256 7863

ENSGALP00000014097 CID 34 - 44

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1373,86)" 16153 true 1.17 7864

ENSGALP00000018987 CID 22 - 36
t-complex 1 - CGNC Symbol 
8842 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1556,90)" 648 false 7865

ENSGALP00000026044 CID 341 - 356

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1898,00)" 1396 true 0.65 7866

ENSGALP00000039965 CID 322 - 337

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1967,00)" 1931 false 7867

ENSGALP00000043256 CID 73 - 87

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1909,96)" 499 false 7868



ENSGALP00000013122 CID 251 - 268

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1949,10)" 88705 true 1.77 7869

ENSGALP00000004013 CID 2,398 - 2,422 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2613,21)" 560 false 7870

ENSGALP00000028424 CID 213 - 224

O-6-methylguanine-DNA 
methyltransferase - 
HGNC:7059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1444,79)" 1920 true 1.39 7871

ENSGALP00000019031 CID 238 - 252
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1795,85)" 5068 false 7872

ENSGALP00000005033 CID 21 - 36
NHP2 ribonucleoprotein - 
CGNC Symbol 17192 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1843,99)" 8128 true 0.74 7873

ENSGALP00000017288 CID 34 - 46

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1455,72)" 1994 7874

ENSGALP00000039758 CID 165 - 179

SAM and SH3 domain 
containing 3 - CGNC Symbol 
2900 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1654,74)" 19490 true 0.3 7875



ENSGALP00000020744 CID 511 - 529

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2305,08)" 5150 true 1.71 7876

ENSGALP00000040101 CID 1,688 - 1,692
myosin IXB - CGNC Symbol 
2718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(753,41)" 473 false 7877

ENSGALP00000042627 CID 68 - 74

Gallus gallus granulysin 
(GNLY) mRNA. - RefSeq 
mRNA NM_001044680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(908,52)" 1794 false 7878

ENSGALP00000002238 CID 242 - 248
protein PML-like - CGNC 
Symbol 65465 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(908,52)" 1794 7879

ENSGALP00000018382 CID 883 - 890
early endosome antigen 1 - 
CGNC Symbol 8572 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(908,52)" 1794 false 0.67 7880

ENSGALP00000026406 CID 295 - 301

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(974,55)" 7491 true 0.3 7881

ENSGALP00000009122 CID 195 - 201
checkpoint kinase 2 - CGNC 
Symbol 4245 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(974,55)" 7491 7882



ENSGALP00000022434 CID 633 - 641
AFG3-like AAA ATPase 2 - 
CGNC Symbol 10366 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1114,62)" 882 7883

ENSGALP00000010405 CID 459 - 470
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1420,75)" 695 true 0.47 7884

ENSGALP00000000293 CID 90 - 103

Hsap of 4: signal 
recognition particle 19kDa - 
HGNC:11300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1676,81)" 7818 7885

ENSGALP00000020744 CID 511 - 529

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2309,10)" 8812 7886

ENSGALP00000013491 CID 1,701 - 1,710

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1111,62)" 770 false 7887

ENSGALP00000007487 CID 347 - 355

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1132,61)" 1691 true 0.55 7888

ENSGALP00000023188 CID 93 - 106

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1559,83)" 796 false 7889



ENSGALP00000035478 CID 971 - 984
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1698,94)" 7557 true 0.82 7890

ENSGALP00000038957 CID 28 - 51
ribosomal protein L27 - 
CGNC Symbol 49733 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2716,31)" 2059 false 7891

ENSGALP00000000509 CID 422 - 428

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(835,49)" 994 7892

ENSGALP00000006364 CID 833 - 841

La ribonucleoprotein 
domain family member 1 - 
CGNC Symbol 2939 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1086,66)" 718 false 7893

ENSGALP00000008095 CID 229 - 242
adenosine kinase - CGNC 
Symbol 3760 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1728,90)" 3505 false 7894

ENSGALP00000020268 CID 243 - 252

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1167,60)" 684 false 7895

ENSGALP00000019468 CID 636 - 650
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1647,86)" 3041 7896



ENSGALP00000016490 CID 1,470 - 1,492
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2684,33)" 1179 false 7897

ENSGALP00000012481 CID 206 - 219
ribosomal protein L4 - 
CGNC Symbol 5828 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1665,86)" 6955 7898

ENSGALP00000015722 CID 38 - 51
histone PARylation factor 1 - 
HGNC:26051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1756,84)" 1643 7899

ENSGALP00000002796 CID 140 - 164

eukaryotic translation 
initiation factor 6 - CGNC 
Symbol 1275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2759,43)" 797 true 1.13 7900

ENSGALP00000000693 CID 171 - 177

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(847,46)" 1513 false 7901

ENSGALP00000025280 CID 73 - 81
thioredoxin - CGNC Symbol 
49804 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1277,61)" 5685 true 1.65 7902

ENSGALP00000020666 CID 343 - 356
DEK proto-oncogene - 
CGNC Symbol 9623 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1777,79)" 5970 true 0.73 7903



ENSGALP00000002828 CID 633 - 646

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1828,91)" 2432 true 2.98 7904

ENSGALP00000002796 CID 140 - 164

eukaryotic translation 
initiation factor 6 - CGNC 
Symbol 1275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2767,47)" 904 true 1.13 7905

ENSGALP00000020666 CID 343 - 356
DEK proto-oncogene - 
CGNC Symbol 9623 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1781,81)" 4373 7906

ENSGALP00000016490 CID 1,555 - 1,567
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1436,80)" 10669 false 7907

ENSGALP00000040785 CID 317 - 328

Hsap of 16: DDB1 and CUL4 
associated factor 8-like 1 - 
HGNC:31810 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1436,80)" 10669 false 2.33 7908

ENSGALP00000019975 CID 84 - 94

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1436,80)" 10669 7909

ENSGALP00000026664 CID 1,803 - 1,814

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1436,80)" 10669 7910



ENSGALP00000040722 CID 241 - 248

nicotinamide nucleotide 
adenylyltransferase 1 - 
HGNC:17877 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(988,57)" 1674 true 0.95 7911

ENSGALP00000007523 CID 17 - 32

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1839,84)" 18643 7912

ENSGALP00000026044 CID 341 - 356

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1902,04)" 616 7913

ENSGALP00000003187 CID 100 - 107

cytochrome p450 
oxidoreductase - CGNC 
Symbol 1457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1015,56)" 1630 false 7914

ENSGALP00000013294 CID 99 - 111
5'-nucleotidase cytosolic II - 
CGNC Symbol 6204 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1532,86)" 816 true 1.08 7915

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1539,81)" 17106 true 1.17 7916

ENSGALP00000003139 CID 380 - 392
glutamate dehydrogenase 1 
- CGNC Symbol 52002 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1539,81)" 17106 7917



ENSGALP00000027981 CID 244 - 256

ribonucleotide reductase 
catalytic subunit M1 - CGNC 
Symbol 13036 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1292,71)" 754 7918

ENSGALP00000013294 CID 99 - 111
5'-nucleotidase cytosolic II - 
CGNC Symbol 6204 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1540,92)" 885 true 1.08 7919

ENSGALP00000016102 CID 193 - 198

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(799,48)" 492 false 7920

ENSGALP00000020884 CID 381 - 390
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1261,66)" 4363 7921

ENSGALP00000022436 CID 326 - 335
tubulin beta class I - 
HGNC:20778 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1261,66)" 4363 7922

ENSGALP00000013964 CID 381 - 390
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1261,66)" 4363 7923

ENSGALP00000023944 CID 291 - 302

nicotinamide nucleotide 
transhydrogenase - CGNC 
Symbol 11035 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1547,79)" 131906 false 0.74 7924



ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1547,79)" 131906 true 0.71 7925

ENSGALP00000016363 CID 15 - 29

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1677,00)" 1877 false 7926

ENSGALP00000004866 CID 108 - 125
nudix hydrolase 21 - CGNC 
Symbol 66135 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1965,01)" 2604 false 7927

ENSGALP00000020463 CID 619 - 627

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1054,62)" 3994 false 1.71 7928

ENSGALP00000016523 CID 339 - 348

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1296,70)" 23482 true 5.4 7929

ENSGALP00000013431 CID 957 - 971
programmed cell death 11 - 
CGNC Symbol 6260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1704,95)" 1774 7930

ENSGALP00000023294 CID 1,465 - 1,483

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2026,91)" 1552 false 7931



ENSGALP00000018410 CID 254 - 259

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(827,53)" 658 false 7932

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1555,84)" 93048 true 0.71 7933

ENSGALP00000006300 CID Jan-14

adaptor-related protein 
complex 1 mu 1 subunit - 
CGNC Symbol 51191 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1555,84)" 93048 false 7934

ENSGALP00000038626 CID 58 - 73
lactate dehydrogenase A - 
CGNC Symbol 49707 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1925,17)" 2029 false 7935

ENSGALP00000004186 CID 418 - 426
annexin A11 - CGNC Symbol 
52013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1084,57)" 5063 7936

ENSGALP00000016490 CID 1,760 - 1,769
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1188,75)" 12735 true 0.45 7937

ENSGALP00000012163 CID 871 - 877

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1013,49)" 1053 false 7938



ENSGALP00000016490 CID 1,760 - 1,769
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1192,78)" 4706 7939

ENSGALP00000015963 CID 206 - 214

protein phosphatase 2 
regulatory subunit B' alpha - 
CGNC Symbol 7467 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1192,78)" 4706 false 0.45 7940

ENSGALP00000017152 CID 22 - 31

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - 
CGNC Symbol 8013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1105,59)" 7257 7941

ENSGALP00000012854 CID 151 - 162

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit D - 
CGNC Symbol 5993 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1539,85)" 6071 false 7942

ENSGALP00000001150 CID 34 - 47
histidyl-tRNA synthetase - 
CGNC Symbol 50172 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1573,82)" 655 7943

ENSGALP00000023115 CID 353 - 366

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1573,82)" 655 7944

ENSGALP00000001779 CID 230 - 244

complement component 4 
binding protein alpha - 
CGNC Symbol 49292 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1620,81)" 1165 false 7945



ENSGALP00000026664 CID 19 - 27

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1137,64)" 1844 7946

ENSGALP00000012481 CID 206 - 219
ribosomal protein L4 - 
CGNC Symbol 5828 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1661,84)" 3684 true 1.65 7947

ENSGALP00000004817 CID 113 - 121
peroxiredoxin 6 - CGNC 
Symbol 2214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1093,55)" 2098 7948

ENSGALP00000027733 CID 876 - 882

transient receptor potential 
cation channel subfamily C 
member 6 - CGNC Symbol 
12918 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1038,60)" 860 false 7949

ENSGALP00000026633 CID 644 - 653

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1038,60)" 860 false 7950

ENSGALP00000009121 CID 530 - 540
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1475,78)" 32986 7951

ENSGALP00000025475 CID 256 - 267

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 
51548 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1617,89)" 1828 false 7952



ENSGALP00000010510 CID 89 - 102
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1687,95)" 6553 true 0.14 7953

ENSGALP00000017954 CID 126 - 133

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1114,55)" 11600 true 1.52 7954

ENSGALP00000033650 CID 556 - 564
FYN binding protein - CGNC 
Symbol 2773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1189,70)" 1781 false 7955

ENSGALP00000018087 CID 38 - 49
vaccinia related kinase 1 - 
CGNC Symbol 8440 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1189,70)" 1781 7956

P35908 CID 342 - 353

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1385,82)" 1146 false 7957

P04259 CID 327 - 338

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1385,82)" 1146 false 7958

ENSGALP00000003695 CID 301 - 312
keratin 6A - Refseq 
NP_001001313 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1385,82)" 1146 false 7959



ENSGALP00000009037 CID 598 - 606
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1119,56)" 11072 true 0.99 7960

ENSGALP00000017934 CID 29 - 39
cytochrome c somatic - 
CGNC Symbol 8375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1200,69)" 5971 7961

ENSGALP00000002862 CID 649 - 660
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1399,84)" 1972 true 0.96 7962

ENSGALP00000021838 CID 554 - 566
RNA binding motif protein 
14 - HGNC:14219 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1431,68)" 7059 true 0.3 7963

ENSGALP00000005832 CID 924 - 941
nucleoporin 155kDa - CGNC 
Symbol 2697 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2067,11)" 20034 false 0.48 7964

ENSGALP00000009037 CID 598 - 606
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1123,58)" 5444 7965

ENSGALP00000003089 CID 513 - 524
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1315,73)" 3603 true 1.5 7966



ENSGALP00000037564 CID 267 - 278

Hsap of 4: solute carrier 
family 25 member 10 - 
HGNC:10980 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1315,73)" 3603 7967

ENSGALP00000002862 CID 649 - 660
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1407,87)" 3722 true 0.96 7968

ENSGALP00000013862 CID 1,078 - 1,096

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2054,14)" 1710 true 0.92 7969

ENSGALP00000017819 CID 182 - 200

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2081,13)" 53941 false 7970

ENSGALP00000000383 CID 1,284 - 1,293
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1242,60)" 3991 7971

ENSGALP00000013862 CID 1,078 - 1,096

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2062,18)" 1568 true 0.92 7972

ENSGALP00000027391 CID 371 - 392

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2641,30)" 518 false 7973



ENSGALP00000022235 CID 403 - 413

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1265,70)" 1454 7974

ENSGALP00000015892 CID 245 - 255

N(alpha)-acetyltransferase 
15 NatA auxiliary subunit - 
CGNC Symbol 7432 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1329,79)" 1129 true 0.73 7975

ENSGALP00000021353 CID Apr-14

microsomal glutathione S-
transferase 1 - CGNC 
Symbol 9903 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1353,74)" 850 7976

ENSGALP00000042962 CID 93 - 104
zinc finger protein 740 - 
CGNC Symbol 63794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1589,65)" 6030 false 7977

ENSGALP00000041817 CID 56 - 69

marginal zone B and B1 cell 
specific protein - CGNC 
Symbol 63940 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1675,76)" 1051 true 1.32 7978

ENSGALP00000008338 CID 514 - 526

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1695,98)" 1507 7979

ENSGALP00000036760 CID 1,082 - 1,087

centrosomal protein 
135kDa - CGNC Symbol 
10315 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(782,45)" 4203 7980



ENSGALP00000039316 CID 1-Jun
protein kinase C theta - 
CGNC Symbol 57974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(782,45)" 4203 7981

ENSGALP00000008341 CID 34 - 40

glutathione S-transferase 
theta 1-like - CGNC Symbol 
55583 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(867,51)" 44277 true 0.06 7982

ENSGALP00000002828 CID 299 - 308

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1299,73)" 1958 true 0.38 7983

ENSGALP00000009121 CID 530 - 540
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1471,76)" 2609 true 7.03 7984

ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1594,82)" 7357 true 2.43 7985

ENSGALP00000042497 CID 490 - 502

RAR-related orphan 
receptor C - CGNC Symbol 
58847 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1467,74)" 5313 false 7986

ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1598,84)" 18561 7987



ENSGALP00000039454 CID 41 - 54
beta-2-microglobulin - 
CGNC Symbol 1542 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1627,85)" 4184 true 3.47 7988

ENSGALP00000013862 CID 590 - 597

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(985,58)" 2227 false 0.91 7989

ENSGALP00000041541 CID 101 - 108

sphingomyelin 
phosphodiesterase 1 - 
CGNC Symbol 50914 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(985,58)" 2227 false 0.77 7990

ENSGALP00000004817 CID 97 - 107
peroxiredoxin 6 - CGNC 
Symbol 2214 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1348,83)" 3858 false 7991

ENSGALP00000018987 CID 382 - 393
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1502,56)" 1981 true 1.28 7992

ENSGALP00000042661 CID 127 - 140

complement factor D 
(adipsin) - CGNC Symbol 
65437 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1709,92)" 4930 7993

ENSGALP00000020520 CID 200 - 214
ubiquilin 1 - CGNC Symbol 
9551 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1840,01)" 1133 true 0.95 7994



ENSGALP00000040189 CID 52 - 62

enoyl CoA hydratase short 
chain 1 mitochondrial - 
CGNC Symbol 56301 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(989,61)" 1101 7995

ENSGALP00000013474 CID 122 - 129
RNA binding motif protein 
19 - CGNC Symbol 6281 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(989,61)" 1101 7996

ENSGALP00000005653 CID 1,914 - 1,924
fibronectin 1 - CGNC 
Symbol 2613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1401,77)" 885 7997

ENSGALP00000018987 CID 382 - 393
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1506,59)" 5145 7998

ENSGALP00000024856 CID 159 - 172

solute carrier family 44 
(choline transporter) 
member 1 - CGNC Symbol 
53042 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1684,90)" 3388 true 0.57 7999

ENSGALP00000014229 CID 78 - 91
pleckstrin - CGNC Symbol 
6647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1825,85)" 1528 true 0.76 8000

ENSGALP00000024479 CID 115 - 130
DAZ associated protein 1 - 
CGNC Symbol 11311 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1826,92)" 5189 true 0.72 8001



ENSGALP00000025680 CID 1,105 - 1,112
KIAA1429 - CGNC Symbol 
11918 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(944,55)" 2018 false 0.49 8002

ENSGALP00000008128 CID 1,278 - 1,285
nucleoporin 210kDa - CGNC 
Symbol 3777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(944,55)" 2018 false 0.49 8003

ENSGALP00000000742 CID 128 - 133
ring finger protein 113A - 
CGNC Symbol 51137 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(819,47)" 490 8004

ENSGALP00000016630 CID 206 - 220

aldo-keto reductase family 
1 member A1 (aldehyde 
reductase) - CGNC Symbol 
7795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1559,84)" 459 true 0.86 8005

ENSGALP00000002520 CID 77 - 90
septin 2-like - CGNC Symbol 
50343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1631,83)" 4807 true 1.14 8006

ENSGALP00000009314 CID 78 - 91
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1631,83)" 4807 true 1.14 8007

ENSGALP00000014229 CID 78 - 91
pleckstrin - CGNC Symbol 
6647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1829,88)" 1886 8008



ENSGALP00000021294 CID 144 - 159

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1951,93)" 2142 true 0.59 8009

ENSGALP00000025327 CID 5,431 - 5,437

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(983,57)" 741 true 0.79 8010

ENSGALP00000013273 CID 49 - 57

Hsap of 4: 
methylthioadenosine 
phosphorylase - 
HGNC:7413 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1087,59)" 2835 true 0.32 8011

ENSGALP00000013267 CID 80 - 89
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1176,68)" 2086 true 1.09 8012

ENSGALP00000026127 CID 230 - 240
thyroglobulin - CGNC 
Symbol 65221 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1176,68)" 2086 false 8013

ENSGALP00000016630 CID 206 - 220

aldo-keto reductase family 
1 member A1 (aldehyde 
reductase) - CGNC Symbol 
7795 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1563,85)" 816 8014

ENSGALP00000006939 CID 656 - 663
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1037,59)" 11573 true 0.45 8015



ENSGALP00000007493 CID 152 - 160

pentatricopeptide repeat 
domain 1 - CGNC Symbol 
3492 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1037,59)" 11573 8016

ENSGALP00000019870 CID 169 - 176
caspase 6 - CGNC Symbol 
9250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1052,63)" 1130 8017

ENSGALP00000013273 CID 49 - 57

Hsap of 4: 
methylthioadenosine 
phosphorylase - 
HGNC:7413 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1091,61)" 3666 8018

ENSGALP00000012919 CID 65 - 74

hematological and 
neurological expressed 1 - 
CGNC Symbol 6027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1091,61)" 3666 8019

ENSGALP00000013267 CID 80 - 89
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1184,71)" 1283 true 1.09 8020

ENSGALP00000042552 CID 245 - 258
guanylate binding protein - 
CGNC Symbol 49284 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1762,91)" 13541 8021

ENSGALP00000020445 CID 1,220 - 1,234

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1762,91)" 13541 false 0.63 8022



ENSGALP00000012383 CID 234 - 251
ribonucleic acid export 1 - 
CGNC Symbol 5777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2048,97)" 3575 true 0.45 8023

ENSGALP00000006778 CID 421 - 429

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1056,63)" 1673 true 0.71 8024

ENSGALP00000012130 CID 74 - 89

integrin beta 2 
(complement component 3 
receptor 3 and 4 subunit) - 
CGNC Symbol 49690 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1987,01)" 2169 true 0.69 8025

ENSGALP00000012383 CID 234 - 251
ribonucleic acid export 1 - 
CGNC Symbol 5777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2052,96)" 804 8026

ENSGALP00000000734 CID 29 - 37
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1075,59)" 44674 8027

P04259 CID 224 - 232

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1075,59)" 44674 8028

ENSGALP00000036056 CID 732 - 741

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1217,71)" 808 false 1.98 8029



ENSGALP00000001750 CID 84 - 93
prohibitin - CGNC Symbol 
51144 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1217,71)" 808 8030

ENSGALP00000010267 CID 97 - 116
H2A histone family member 
Y - CGNC Symbol 4787 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2042,23)" 503 false 8031

ENSGALP00000016175 CID 416 - 425

ATP binding cassette 
subfamily E member 1 - 
CGNC Symbol 7569 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1091,66)" 5447 8032

ENSGALP00000035339 CID 112 - 129

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2039,12)" 808 false 8033

ENSGALP00000022592 CID 600 - 617

HBS1 like translational 
GTPase - CGNC Symbol 
10439 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2060,17)" 3571 8034

ENSGALP00000035478 CID 2,107 - 2,125
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2065,98)" 8538 8035

ENSGALP00000022436 CID 108 - 119
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1379,81)" 1708 true 1.42 8036



ENSGALP00000013964 CID 163 - 174
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1379,81)" 1708 true 1.42 8037

ENSGALP00000005184 CID 287 - 304

cytokine receptor-like 
factor 3 - CGNC Symbol 
2384 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2095,96)" 1314 false 8038

ENSGALP00000019975 CID 429 - 445

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2145,99)" 5897 true 0.37 8039

ENSGALP00000012481 CID 50 - 71
ribosomal protein L4 - 
CGNC Symbol 5828 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2360,12)" 8819 false 8040

ENSGALP00000042475 CID 36 - 47

purine-rich element binding 
protein A - CGNC Symbol 
15180 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1380,72)" 68597 false 8041

ENSGALP00000016523 CID 321 - 331

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1380,72)" 68597 8042

ENSGALP00000002828 CID 605 - 624

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2199,13)" 2024 true 1.06 8043



ENSGALP00000043256 CID 343 - 364

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2263,99)" 3294 8044

ENSGALP00000039645 CID 88 - 98

RNA pseudouridylate 
synthase domain containing 
2 - HGNC:24180 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1363,74)" 3842 true 1.16 8045

ENSGALP00000015160 CID 1,317 - 1,327

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1422,67)" 1627 false 0.45 8046

ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimida
zole carboxylase 
phosphoribosylaminoimida
zolesuccinocarboxamide 
synthase - CGNC Symbol 
10274 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1422,67)" 1627 true 0.45 8047

ENSGALP00000002828 CID 605 - 624

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2207,17)" 2674 true 1.06 8048

ENSGALP00000014260 CID 328 - 333

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(754,41)" 2851 false 8049

ENSGALP00000035973 CID 849 - 857

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(970,55)" 5144 8050



ENSGALP00000023101 CID 432 - 442

UDP-glucose 6-
dehydrogenase - CGNC 
Symbol 51825 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1358,78)" 5324 true 0.87 8051

ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimida
zole carboxylase 
phosphoribosylaminoimida
zolesuccinocarboxamide 
synthase - CGNC Symbol 
10274 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1426,69)" 737 8052

ENSGALP00000009960 CID 146 - 158
ribosomal protein L13 - 
CGNC Symbol 49509 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1428,77)" 8224 true 0.72 8053

ENSGALP00000021752 CID 211 - 223

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1468,82)" 3302 false 0.56 8054

ENSGALP00000002186 CID Jan-13
WD repeat domain 77 - 
CGNC Symbol 991 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1468,82)" 3302 8055

ENSGALP00000009960 CID 146 - 158
ribosomal protein L13 - 
CGNC Symbol 49509 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1432,78)" 5947 8056

ENSGALP00000010925 CID 221 - 233

exocyst complex 
component 6 - CGNC 
Symbol 52056 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1524,87)" 51189 true 0.45 8057



ENSGALP00000027953 CID 19 - 27
ribosomal protein S3 - 
CGNC Symbol 13020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1120,60)" 7589 true 0.94 8058

ENSGALP00000012100 CID 1,101 - 1,106
leucyl-tRNA synthetase - 
CGNC Symbol 5654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(837,42)" 3430 false 0.67 8059

ENSGALP00000040638 CID 444 - 449 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(837,42)" 3430 true 0.67 8060

ENSGALP00000043331 CID 677 - 683
topoisomerase (DNA) I - 
CGNC Symbol 2691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(934,49)" 14019 true 0.55 8061

ENSGALP00000023866 CID 1,621 - 1,629

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1124,62)" 7714 8062

ENSGALP00000027953 CID 19 - 27
ribosomal protein S3 - 
CGNC Symbol 13020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1124,62)" 7714 8063

ENSGALP00000035386 CID 168 - 178
hemopexin - CGNC Symbol 
15517 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1530,73)" 13253 8064



ENSGALP00000016509 CID 96 - 109

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1590,87)" 2234 true 0.55 8065

ENSGALP00000040638 CID 444 - 449 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(841,44)" 1702 8066

ENSGALP00000022816 CID 136 - 143

Gallus gallus cytochrome b5 
reductase 3 (CYB5R3) 
mRNA. - RefSeq mRNA 
NM_001291805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(964,50)" 2856 false 0.52 8067

ENSGALP00000038179 CID 316 - 322

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(964,50)" 2856 false 8068

ENSGALP00000009037 CID 687 - 695
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1223,62)" 818 true 0.96 8069

ENSGALP00000016509 CID 96 - 109

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1594,91)" 686 8070

ENSGALP00000024856 CID 159 - 172

solute carrier family 44 
(choline transporter) 
member 1 - CGNC Symbol 
53042 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1688,93)" 930 8071



ENSGALP00000010423 CID 122 - 136

protein phosphatase 2 
catalytic subunit alpha 
isozyme - CGNC Symbol 
4870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1975,98)" 1473 true 0.5 8072

ENSGALP00000022816 CID 136 - 143

Gallus gallus cytochrome b5 
reductase 3 (CYB5R3) 
mRNA. - RefSeq mRNA 
NM_001291805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(968,53)" 1480 8073

ENSGALP00000000224 CID 211 - 217
proliferating cell nuclear 
antigen - CGNC Symbol 92 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(996,60)" 9242 true 0.71 8074

ENSGALP00000043134 CID 463 - 476

Hsap of 1: integrator 
complex subunit 3 - 
HGNC:26153 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1693,95)" 3370 true 1.02 8075

ENSGALP00000019634 CID 362 - 377

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1904,01)" 1207 false 8076

ENSGALP00000003612 CID 1,182 - 1,189

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(883,46)" 4203 8077

ENSGALP00000021034 CID 685 - 691

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(883,46)" 4203 true 0.53 8078



ENSGALP00000004013 CID 58 - 66 talin 1 - CGNC Symbol 1830 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1057,65)" 5082 false 8079

ENSGALP00000043134 CID 463 - 476

Hsap of 1: integrator 
complex subunit 3 - 
HGNC:26153 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1697,98)" 3436 8080

P13645 CID 41 - 59

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1735,79)" 1260 true 2.15 8081

ENSGALP00000001150 CID 109 - 124
histidyl-tRNA synthetase - 
CGNC Symbol 50172 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1889,03)" 1685 false 8082

ENSGALP00000009314 CID 233 - 249
septin 2 - CGNC Symbol 
4335 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1889,03)" 1685 false 8083

ENSGALP00000010510 CID 138 - 155
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2010,03)" 2326 true 1.42 8084

P13645 CID 41 - 59

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1739,81)" 2713 8085



ENSGALP00000004159 CID 131 - 147
ribosomal protein L10a - 
CGNC Symbol 51119 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1923,10)" 626 false 8086

ENSGALP00000011718 CID 249 - 255

small nuclear 
ribonucleoprotein 
polypeptides B and B1 - 
CGNC Symbol 49251 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(867,52)" 3658 false 8087

ENSGALP00000013431 CID 1,774 - 1,781
programmed cell death 11 - 
CGNC Symbol 6260 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(945,51)" 1626 8088

ENSGALP00000039954 CID 295 - 302
Hsap of 1: formin like 1 - 
HGNC:1212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(945,51)" 1626 false 1.39 8089

ENSGALP00000018418 CID 91 - 98
N-glycanase 1 - CGNC 
Symbol 8593 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(945,51)" 1626 8090

ENSGALP00000005212 CID 201 - 212
histone deacetylase 1 - 
CGNC Symbol 2394 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1406,71)" 581 8091

ENSGALP00000024133 CID 202 - 213
histone deacetylase 2 - 
CGNC Symbol 11140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1406,71)" 581 8092



ENSGALP00000017288 CID 2-Oct

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1092,58)" 4937 8093

ENSGALP00000002349 CID 38 - 47

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1225,72)" 1920 true 0.87 8094

ENSGALP00000015277 CID 38 - 47

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1225,72)" 1920 true 0.87 8095

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1563,78)" 9563 true 0.7 8096

ENSGALP00000022592 CID 600 - 617

HBS1 like translational 
GTPase - CGNC Symbol 
10439 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2056,14)" 2637 true 1.12 8097

ENSGALP00000006355 CID 417 - 425

Era-like 12S mitochondrial 
rRNA chaperone 1 - CGNC 
Symbol 2934 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1114,71)" 2390 false 8098

ENSGALP00000015277 CID 38 - 47

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1229,75)" 1674 8099



ENSGALP00000003617 CID 87 - 96
ADP-ribosylhydrolase like 2 - 
CGNC Symbol 1642 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1229,75)" 1674 false 8100

ENSGALP00000002349 CID 38 - 47

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1229,75)" 1674 8101

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1571,83)" 6674 true 0.7 8102

ENSGALP00000025935 CID 202 - 216

tissue specific 
transplantation antigen 
P35B - CGNC Symbol 12057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1571,83)" 6674 8103

ENSGALP00000002625 CID 183 - 202

Gallus gallus ATPase H+ 
transporting lysosomal 
56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - 
RefSeq mRNA 
NM_001293241 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2210,23)" 1396 8104

ENSGALP00000017341 CID 99 - 111

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1761,89)" 2347 true 0.24 8105

ENSGALP00000002828 CID 1-Sep

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1119,61)" 12163 true 0.82 8106



ENSGALP00000038782 CID 138 - 153
nucleobindin 2 - CGNC 
Symbol 51883 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2013,01)" 12218 8107

ENSGALP00000002944 CID 684 - 700
WAPL cohesin release 
factor - CGNC Symbol 1347 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2013,01)" 12218 false 8108

ENSGALP00000008730 CID 1-Sep

myosin light chain 3 alkali 
ventricular skeletal slow - 
CGNC Symbol 49636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1123,63)" 7332 false 1.37 8109

ENSGALP00000002828 CID 1-Sep

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1123,63)" 7332 8110

ENSGALP00000023446 CID Aug-18
prohibitin 2 - CGNC Symbol 
10814 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1252,68)" 2290 8111

ENSGALP00000003381 CID 169 - 187
aconitase 1 soluble - CGNC 
Symbol 48955 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2118,22)" 1949 true 2.2 8112

ENSGALP00000025461 CID 366 - 379

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1637,92)" 1042 true 2.39 8113



ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1939,01)" 20406 true 0.59 8114

ENSGALP00000003381 CID 169 - 187
aconitase 1 soluble - CGNC 
Symbol 48955 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2122,24)" 5760 8115

ENSGALP00000038829 CID 260 - 266
Hsap of 9: DEAD-box 
helicase 19A - HGNC:25628 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(961,57)" 7845 8116

ENSGALP00000042475 CID 1-Aug

purine-rich element binding 
protein A - CGNC Symbol 
15180 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1028,59)" 1609 false 8117

ENSGALP00000010267 CID 305 - 315
H2A histone family member 
Y - CGNC Symbol 4787 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1119,61)" 1606 true 0.59 8118

ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1262,61)" 14320 true 0.9 8119

ENSGALP00000042171 CID 204 - 215
transgelin 2 - CGNC Symbol 
65718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1281,82)" 682 false 8120



ENSGALP00000025461 CID 366 - 379

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1645,97)" 3785 true 2.39 8121

ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1947,06)" 11943 true 0.59 8122

ENSGALP00000002508 CID 739 - 746

Gallus gallus SIN3 
transcription regulator 
family member A (SIN3A) 
mRNA. - RefSeq mRNA 
NM_001293184 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1033,61)" 1784 true 1.08 8123

ENSGALP00000015780 CID 399 - 407

tetratricopeptide repeat 
protein 38-like - CGNC 
Symbol 52836 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1087,66)" 613 false 8124

ENSGALP00000024167 CID 238 - 246
transportin 1 - CGNC 
Symbol 11160 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1087,66)" 613 false 8125

ENSGALP00000009709 CID 286 - 294

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1162,70)" 4021 true 0.49 8126

ENSGALP00000003089 CID 366 - 377
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1270,65)" 8106 true 2.06 8127



ENSGALP00000039235 CID 33 - 45

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1601,80)" 393 true 1.48 8128

ENSGALP00000000236 CID 671 - 689
antigen peptide transporter 
2 - Refseq NP_001092827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2040,07)" 1395 8129

ENSGALP00000006278 CID 46 - 62
protein kinase C alpha - 
CGNC Symbol 50506 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2143,98)" 2438 false 8130

ENSGALP00000002348 CID 289 - 296

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(1037,64)" 1424 false 1.08 8131

ENSGALP00000000747 CID 322 - 332

zinc finger CCCH-type 
containing 11A - CGNC 
Symbol 51431 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1166,74)" 2802 false 8132

ENSGALP00000039235 CID 33 - 45

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1605,82)" 583 8133

ENSGALP00000019975 CID 429 - 445

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2150,05)" 2214 8134



ENSGALP00000015492 CID 227 - 251
histone acetyltransferase 1 - 
CGNC Symbol 7250 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2785,48)" 1563 true 0.55 8135

ENSGALP00000011491 CID 1-Sep

pyruvate dehydrogenase 
(lipoamide) beta - CGNC 
Symbol 5364 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(946,54)" 418 8136

ENSGALP00000021838 CID 554 - 566
RNA binding motif protein 
14 - HGNC:14219 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1435,71)" 783 8137

ENSGALP00000011475 CID 13 - 25

ubiquinol-cytochrome c 
reductase complex III 
subunit VII 9.5kDa - CGNC 
Symbol 5357 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1618,86)" 1553 false 8138

P13645 CID 387 - 399

Keratin, type I cytoskeletal 
10 OS=Homo sapiens 
GN=KRT10 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1422,73)" 6376 8139

ENSGALP00000009085 CID 471 - 485
ubiquitin specific peptidase 
10 - CGNC Symbol 4228 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1796,92)" 490 true 1.01 8140

ENSGALP00000038107 CID 134 - 140

squamous cell carcinoma 
antigen recognized by T-
cells 3 - HGNC:16860 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(983,51)" 560 false 8141



ENSGALP00000019975 CID 61 - 69

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1230,71)" 958 8142

ENSGALP00000005576 CID 33 - 41

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1230,71)" 958 8143

ENSGALP00000002525 CID 548 - 559
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1493,73)" 11718 true 0.29 8144

ENSGALP00000009085 CID 471 - 485
ubiquitin specific peptidase 
10 - CGNC Symbol 4228 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1800,94)" 493 8145

ENSGALP00000039265 CID 719 - 728
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1304,61)" 1859 false 8146

ENSGALP00000009681 CID 19 - 30

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1495,82)" 801 false 8147

ENSGALP00000003035 CID 239 - 254

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1925,92)" 1022 true 0.74 8148



ENSGALP00000011717 CID 91 - 99
ribosomal protein large P0 - 
CGNC Symbol 49505 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1032,62)" 1964 true 0.89 8149

ENSGALP00000003431 CID 221 - 229

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1083,66)" 3232 false 8150

ENSGALP00000011441 CID Jan-13

acyl-CoA dehydrogenase C-
2 to C-3 short chain - CGNC 
Symbol 5341 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1313,76)" 868 8151

ENSGALP00000002525 CID 548 - 559
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1497,76)" 3089 8152

ENSGALP00000021405 CID 21 - 33

Gallus gallus YKT6 v-SNARE 
homolog (S. cerevisiae) 
(YKT6) mRNA. - RefSeq 
mRNA NM_001113744 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1517,75)" 840 false 8153

ENSGALP00000023022 CID 117 - 129

ubiquitin carboxyl-terminal 
esterase L1 (ubiquitin 
thiolesterase) - CGNC 
Symbol 10625 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1553,76)" 10512 8154

ENSGALP00000006018 CID 31 - 41

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1171,66)" 6057 false 0.53 8155



ENSGALP00000008802 CID 257 - 268
ribosomal protein S2 - 
CGNC Symbol 50281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1499,79)" 8930 true 1.42 8156

ENSGALP00000013999 CID 186 - 201

NADH:ubiquinone 
oxidoreductase core 
subunit S1 - CGNC Symbol 
6532 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1622,79)" 2567 false 8157

ENSGALP00000006018 CID 31 - 41

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1175,68)" 3864 8158

ENSGALP00000000293 CID 90 - 103

Hsap of 4: signal 
recognition particle 19kDa - 
HGNC:11300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1672,77)" 3515 true 1.25 8159

ENSGALP00000023115 CID 352 - 366

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1725,90)" 4653 true 1.07 8160

ENSGALP00000017661 CID 153 - 171
USO1 vesicle transport 
factor - CGNC Symbol 8265 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2093,17)" 589 false 8161

ENSGALP00000009681 CID 97 - 107

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1364,80)" 12860 8162



ENSGALP00000023115 CID 352 - 366

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1729,92)" 4981 8163

ENSGALP00000007884 CID 369 - 382

LSM14A mRNA processing 
body assembly factor - 
CGNC Symbol 50074 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1802,76)" 2549 false 8164

ENSGALP00000021785 CID 220 - 238 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1997,01)" 2139 true 0.36 8165

ENSGALP00000020169 CID 348 - 367
phosphorylase glycogen 
liver - CGNC Symbol 49139 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(2179,16)" 848 8166

ENSGALP00000009286 CID 84 - 97

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1622,84)" 679 true 2.14 8167

ENSGALP00000009985 CID 230 - 244

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1901,89)" 3426 true 1.2 8168

ENSGALP00000013761 CID 103 - 118
NOP58 ribonucleoprotein - 
CGNC Symbol 52126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1928,98)" 4410 true 0.53 8169



ENSGALP00000012919 CID 20 - 38

hematological and 
neurological expressed 1 - 
CGNC Symbol 6027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2030,07)" 985 false 8170

ENSGALP00000000747 CID 322 - 332

zinc finger CCCH-type 
containing 11A - CGNC 
Symbol 51431 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1166,72)" 1151 8171

ENSGALP00000009709 CID 286 - 294

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1166,72)" 1151 8172

ENSGALP00000001183 CID 375 - 384

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1326,63)" 4200 true 0.44 8173

ENSGALP00000009985 CID 230 - 244

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1905,92)" 4118 8174

ENSGALP00000012145 CID 317 - 324

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(974,57)" 37556 false 8175

ENSGALP00000027953 CID 1-Aug
ribosomal protein S3 - 
CGNC Symbol 13020 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(974,57)" 37556 false 8176



ENSGALP00000001800 CID 653 - 660

spermatid perinuclear RNA 
binding protein - CGNC 
Symbol 50441 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(974,57)" 37556 false 8177

ENSGALP00000013964 CID 163 - 174
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1383,81)" 2597 true 0.57 8178

ENSGALP00000022436 CID 108 - 119
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1383,81)" 2597 true 0.57 8179

ENSGALP00000026663 CID 49 - 61

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) beta subunit - 
CGNC Symbol 12399 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1383,81)" 2597 false 8180

ENSGALP00000043256 CID 343 - 364

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2259,96)" 1702 true 1.14 8181

ENSGALP00000004013 CID 235 - 254 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2468,11)" 1405 true 0.7 8182

ENSGALP00000008013 CID 48 - 56

ISY1 splicing factor homolog 
(S. cerevisiae) - CGNC 
Symbol 3725 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1071,66)" 10992 false 8183



ENSGALP00000035593 CID Oct-18
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1071,66)" 10992 false 8184

ENSGALP00000014097 CID 81 - 91

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1371,72)" 6500 true 1.29 8185

ENSGALP00000011647 CID 90 - 108

cytochrome c oxidase 
subunit VIa polypeptide 1 - 
CGNC Symbol 50396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2196,03)" 5693 true 0.45 8186

ENSGALP00000023214 CID 584 - 602

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2267,20)" 948 true 1.16 8187

ENSGALP00000037708 CID 157 - 176

proteasome 26S subunit 
ATPase 3 - CGNC Symbol 
6143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2309,08)" 1278 true 0.99 8188

ENSGALP00000038979 CID 662 - 670

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1100,67)" 930 false 8189

ENSGALP00000003089 CID 240 - 251
valosin containing protein - 
CGNC Symbol 53073 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1236,77)" 3469 false 8190



ENSGALP00000014280 CID 418 - 431

Sec23 homolog B (S. 
cerevisiae) - CGNC Symbol 
50333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1454,85)" 876 false 8191

ENSGALP00000023214 CID 584 - 602

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2275,26)" 633 true 1.16 8192

ENSGALP00000008953 CID 176 - 195

eukaryotic translation 
initiation factor 4 gamma 2 - 
CGNC Symbol 4160 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2452,19)" 1163 false 8193

ENSGALP00000036405 CID 49 - 62

proteasome 26S subunit 
ATPase 6 - CGNC Symbol 
9424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1468,87)" 1840 false 0.65 8194

ENSGALP00000007458 CID 247 - 260
protein kinase N3 - CGNC 
Symbol 50459 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1468,87)" 1840 false 8195

ENSGALP00000000639 CID 45 - 56
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1468,87)" 1840 false 8196

ENSGALP00000006708 CID 406 - 418
hexokinase 1 - CGNC 
Symbol 3101 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1468,87)" 1840 8197



ENSGALP00000001474 CID 305 - 322

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(2181,08)" 951 8198

ENSGALP00000028424 CID 185 - 197

O-6-methylguanine-DNA 
methyltransferase - 
HGNC:7059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1539,77)" 2082 false 8199

ENSGALP00000015492 CID 227 - 251
histone acetyltransferase 1 - 
CGNC Symbol 7250 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2789,51)" 481 8200

ENSGALP00000002205 CID 240 - 245

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit B1 - 
CGNC Symbol 1004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(817,48)" 1164 false 8201

ENSGALP00000039645 CID 334 - 340

RNA pseudouridylate 
synthase domain containing 
2 - HGNC:24180 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(903,50)" 5371 false 8202

ENSGALP00000022436 CID 108 - 119
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1375,76)" 4336 true 0.99 8203

ENSGALP00000013964 CID 163 - 174
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1375,76)" 4336 true 0.99 8204



ENSGALP00000019468 CID 524 - 536
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1564,87)" 743 true 1.85 8205

ENSGALP00000039547 CID 100 - 107

rabaptin RAB GTPase 
binding effector protein 1 - 
CGNC Symbol 49558 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(987,56)" 741 false 8206

ENSGALP00000013999 CID 619 - 625

NADH:ubiquinone 
oxidoreductase core 
subunit S1 - CGNC Symbol 
6532 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(987,56)" 741 false 1.59 8207

ENSGALP00000013524 CID 19 - 25
STE20-like kinase - CGNC 
Symbol 6304 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr9

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-9/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr9/"MS/MS_(987,56)" 741 false 8208

ENSGALP00000018686 CID 697 - 706

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1089,64)" 3716 false 8209

ENSGALP00000016536 CID 85 - 93
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1089,64)" 3716 8210

ENSGALP00000026663 CID 49 - 61

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) beta subunit - 
CGNC Symbol 12399 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1383,80)" 1300 false 8211



ENSGALP00000009341 CID 146 - 158

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1383,80)" 1300 false 8212

ENSGALP00000001302 CID 231 - 245

casein kinase 2 alpha prime 
polypeptide - CGNC Symbol 
585 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1892,88)" 710 false 8213

ENSGALP00000038935 CID 163 - 169

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(922,48)" 1229 true 1.82 8214

ENSGALP00000013761 CID 407 - 416
NOP58 ribonucleoprotein - 
CGNC Symbol 52126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(973,59)" 2981 8215

ENSGALP00000018179 CID 504 - 512

SEC31 homolog A (S. 
cerevisiae) - CGNC Symbol 
8479 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(973,59)" 2981 8216

ENSGALP00000006018 CID 232 - 240

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1073,54)" 1638 false 8217

ENSGALP00000003234 CID 836 - 844
dedicator of cytokinesis 2 - 
CGNC Symbol 1476 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1105,60)" 511 8218



ENSGALP00000003234 CID 269 - 277
dedicator of cytokinesis 2 - 
CGNC Symbol 1476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1161,60)" 4934 false 8219

ENSGALP00000003934 CID 32 - 42

mannose-1-phosphate 
guanyltransferase beta - 
Refseq NP_001280244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1308,84)" 5125 8220

ENSGALP00000013729 CID 64 - 70
small ubiquitin-like modifier 
1 - CGNC Symbol 48961 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(924,49)" 6222 true 1.17 8221

ENSGALP00000000955 CID 309 - 314
CTP synthase 1 - CGNC 
Symbol 429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(924,49)" 6222 false 8222

ENSGALP00000023288 CID 168 - 176

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1077,57)" 11732 8223

ENSGALP00000006018 CID 232 - 240

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1077,57)" 11732 true 0.92 8224

ENSGALP00000010153 CID 442 - 456

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1505,82)" 1653 8225



ENSGALP00000016538 CID 80 - 97
calpain 11 - CGNC Symbol 
54348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1985,02)" 805 true 1.73 8226

ENSGALP00000038935 CID 163 - 169

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(926,50)" 2241 8227

ENSGALP00000005084 CID 127 - 134

penta-EF-hand domain 
containing 1 - CGNC Symbol 
2337 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1111,56)" 2869 true 0.46 8228

ENSGALP00000016523 CID 339 - 348

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1292,68)" 29107 false 8229

ENSGALP00000023288 CID 248 - 260

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1508,88)" 726 false 8230

ENSGALP00000016538 CID 80 - 97
calpain 11 - CGNC Symbol 
54348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1989,05)" 1389 8231

ENSGALP00000013729 CID 64 - 70
small ubiquitin-like modifier 
1 - CGNC Symbol 48961 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(928,51)" 1605 8232



ENSGALP00000000955 CID 309 - 314
CTP synthase 1 - CGNC 
Symbol 429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(928,51)" 1605 false 8233

ENSGALP00000005084 CID 127 - 134

penta-EF-hand domain 
containing 1 - CGNC Symbol 
2337 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1115,58)" 4918 8234

ENSGALP00000026123 CID 339 - 347

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1121,58)" 3608 true 1.75 8235

ENSGALP00000010153 CID 442 - 456

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1501,81)" 1489 true 0.85 8236

ENSGALP00000038935 CID 163 - 169

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(942,49)" 1258 8237

ENSGALP00000026123 CID 339 - 347

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1125,60)" 3159 8238

ENSGALP00000026337 CID 191 - 203
peroxiredoxin 4 - CGNC 
Symbol 12239 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1528,96)" 3843 false 8239



ENSGALP00000017462 CID 13 - 24
high mobility group box 2 - 
CGNC Symbol 8169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1540,69)" 70396 true 0.13 8240

ENSGALP00000022734 CID 116 - 130

small glutamine-rich 
tetratricopeptide repeat-
containing protein alpha - 
Refseq NP_001026550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1795,87)" 1255 false 8241

ENSGALP00000003089 CID 218 - 225
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1018,59)" 3319 8242

ENSGALP00000002235 CID 44 - 52
stathmin 1 - CGNC Symbol 
49630 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1130,62)" 3987 false 8243

ENSGALP00000024710 CID 61 - 69
ribosomal protein L24 - 
CGNC Symbol 50756 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1130,62)" 3987 false 8244

ENSGALP00000000468 CID 304 - 316

Gallus gallus proteasome 
(prosome macropain) 26S 
subunit ATPase 5 (PSMC5) 
mRNA. - RefSeq mRNA 
NM_001292069 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1466,86)" 623 true 0.88 8245

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1544,71)" 7858 8246



ENSGALP00000017462 CID 13 - 24
high mobility group box 2 - 
CGNC Symbol 8169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1544,71)" 7858 8247

ENSGALP00000021785 CID 220 - 238 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2001,05)" 343 8248

ENSGALP00000000468 CID 304 - 316

Gallus gallus proteasome 
(prosome macropain) 26S 
subunit ATPase 5 (PSMC5) 
mRNA. - RefSeq mRNA 
NM_001292069 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1470,90)" 547 8249

ENSGALP00000001183 CID 375 - 384

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1330,63)" 596 8250

ENSGALP00000023101 CID 432 - 442

UDP-glucose 6-
dehydrogenase - CGNC 
Symbol 51825 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1350,76)" 3868 true 0.87 8251

ENSGALP00000006778 CID 464 - 476

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1495,80)" 1657 true 0.96 8252

ENSGALP00000017268 CID 70 - 83
mediator of cell motility 1 - 
CGNC Symbol 8068 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1600,92)" 2661 true 0.45 8253



ENSGALP00000021752 CID 1-Jul

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(837,47)" 1556 false 2.16 8254

ENSGALP00000005505 CID 22 - 27

RAB8B member RAS 
oncogene family - CGNC 
Symbol 2544 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(837,47)" 1556 false 2.16 8255

ENSGALP00000020463 CID 482 - 494

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1379,73)" 3158 true 0.84 8256

ENSGALP00000012326 CID 105 - 116

Fas associated via death 
domain - CGNC Symbol 
51906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1414,77)" 11832 true 0.43 8257

ENSGALP00000006778 CID 464 - 476

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1499,82)" 1597 8258

ENSGALP00000014372 CID 44 - 56
pre-mRNA processing factor 
4 - CGNC Symbol 6724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1594,84)" 1883 false 8259

ENSGALP00000042281 CID 959 - 971

minichromosome 
maintenance complex 
component 3 associated 
protein - CGNC Symbol 
3212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1594,84)" 1883 false 8260



ENSGALP00000020346 CID 58 - 72
FK506 binding protein 3 - 
CGNC Symbol 9468 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1851,01)" 44158 8261

ENSGALP00000012326 CID 105 - 116

Fas associated via death 
domain - CGNC Symbol 
51906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1418,80)" 5031 8262

ENSGALP00000018441 CID 407 - 422
aspartyl aminopeptidase - 
CGNC Symbol 8600 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1700,86)" 1991 true 1.11 8263

ENSGALP00000012231 CID 83 - 98

MMS19 homolog cytosolic 
iron-sulfur assembly 
component - CGNC Symbol 
5715 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1853,09)" 1277 false 8264

ENSGALP00000012163 CID 938 - 949

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1491,81)" 627 false 8265

ENSGALP00000020874 CID 785 - 801
pre-mRNA processing factor 
4B - CGNC Symbol 9712 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1950,98)" 661 false 8266

ENSGALP00000016164 CID 1,111 - 1,119

extra spindle pole bodies 
like 1 separase - CGNC 
Symbol 7565 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(958,55)" 16189 8267



ENSGALP00000036720 CID 3,552 - 3,559

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(958,55)" 16189 true 0.71 8268

ENSGALP00000000224 CID 81 - 91
proliferating cell nuclear 
antigen - CGNC Symbol 92 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1289,65)" 5217 true 0.99 8269

ENSGALP00000016523 CID 308 - 320

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1583,81)" 1452 false 8270

ENSGALP00000018498 CID 310 - 322

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1583,81)" 1452 false 8271

ENSGALP00000015657 CID 291 - 312
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2407,29)" 2331 true 2.45 8272

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2407,29)" 2331 true 2.45 8273

ENSGALP00000008279 CID 277 - 283
mitochondrial carrier 2 - 
CGNC Symbol 3845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(872,50)" 677 8274



ENSGALP00000000224 CID 81 - 91
proliferating cell nuclear 
antigen - CGNC Symbol 92 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1293,67)" 6660 8275

ENSGALP00000038935 CID 192 - 203

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1599,89)" 2069 true 1.21 8276

ENSGALP00000015000 CID 63 - 76

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1626,84)" 2335 true 0.83 8277

ENSGALP00000030471 CID 93 - 113

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2542,41)" 3255 true 1.18 8278

ENSGALP00000000224 CID 211 - 217
proliferating cell nuclear 
antigen - CGNC Symbol 92 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(988,55)" 23438 true 0.71 8279

ENSGALP00000007493 CID 92 - 100

pentatricopeptide repeat 
domain 1 - CGNC Symbol 
3492 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(988,57)" 690 false 8280

ENSGALP00000015000 CID 63 - 76

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1630,86)" 1960 8281



ENSGALP00000003455 CID 27 - 40

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1690,96)" 360 false 8282

ENSGALP00000030471 CID 93 - 113

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2546,43)" 3800 8283

ENSGALP00000019318 CID 214 - 222
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1125,68)" 24455 true 4.07 8284

ENSGALP00000038935 CID 192 - 203

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1611,96)" 2502 true 1.21 8285

ENSGALP00000011647 CID 90 - 108

cytochrome c oxidase 
subunit VIa polypeptide 1 - 
CGNC Symbol 50396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2200,06)" 2227 8286

ENSGALP00000041772 CID 76 - 83

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1039,54)" 6803 true 0.65 8287

ENSGALP00000036760 CID 642 - 650

centrosomal protein 
135kDa - CGNC Symbol 
10315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1129,71)" 7594 false 8288



ENSGALP00000019318 CID 214 - 222
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1129,71)" 7594 8289

ENSGALP00000003914 CID 236 - 245

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1245,69)" 9998 true 1.14 8290

ENSGALP00000010942 CID 66 - 79
ribosomal protein S15a - 
CGNC Symbol 5109 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1728,83)" 7286 true 0.99 8291

ENSGALP00000035339 CID 93 - 111

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1975,14)" 1057 false 8292

ENSGALP00000041772 CID 76 - 83

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1043,57)" 4585 8293

ENSGALP00000010942 CID 66 - 79
ribosomal protein S15a - 
CGNC Symbol 5109 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1732,86)" 7202 8294

ENSGALP00000000338 CID 82 - 100

proteasome inhibitor 
subunit 1 - CGNC Symbol 
152 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2179,08)" 922 false 8295



ENSGALP00000015657 CID 291 - 312
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2399,24)" 762 true 2.45 8296

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2399,24)" 762 true 2.45 8297

ENSGALP00000040011 CID 216 - 222
Hsap of 1: DEAD-box 
helicase 21 - HGNC:2744 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(890,54)" 662 false 8298

ENSGALP00000016732 CID 1-Aug

mitochondrial ribosomal 
protein S18A - CGNC 
Symbol 7834 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(890,54)" 662 8299

ENSGALP00000013883 CID 2-Oct

protein phosphatase 2 
regulatory subunit B' delta - 
CGNC Symbol 6469 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(989,55)" 408 false 1.81 8300

ENSGALP00000018849 CID 260 - 269

interleukin enhancer 
binding factor 2 - CGNC 
Symbol 8794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1186,69)" 9213 true 1.13 8301

ENSGALP00000007819 CID 57 - 66
peptidase D - CGNC Symbol 
3636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1263,63)" 3857 8302



ENSGALP00000026337 CID 230 - 240
peroxiredoxin 4 - CGNC 
Symbol 12239 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1275,68)" 5259 8303

ENSGALP00000019468 CID 636 - 650
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1643,82)" 6570 true 0.67 8304

ENSGALP00000007466 CID Feb-20

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2414,18)" 677 false 8305

ENSGALP00000019452 CID 67 - 90

eukaryotic translation 
initiation factor 1B - CGNC 
Symbol 9051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2788,31)" 339 false 8306

ENSGALP00000041208 CID 159 - 165
ferritin light polypeptide - 
Refseq NP_989714 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(845,52)" 526 false 8307

ENSGALP00000039235 CID 289 - 295

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(845,52)" 526 false 8308

ENSGALP00000016196 CID 389 - 402

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1610,90)" 6959 true 0.83 8309



ENSGALP00000038313 CID 124 - 137

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
non-catalytic subunit - 
CGNC Symbol 7657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1697,72)" 2734 true 1.64 8310

ENSGALP00000017934 CID 29 - 39
cytochrome c somatic - 
CGNC Symbol 8375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1196,65)" 1260 true 0.87 8311

ENSGALP00000016196 CID 389 - 402

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1618,96)" 5141 true 0.83 8312

ENSGALP00000038313 CID 124 - 137

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
non-catalytic subunit - 
CGNC Symbol 7657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1701,75)" 6862 8313

ENSGALP00000021034 CID 685 - 691

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(887,49)" 451 8314

ENSGALP00000003898 CID 828 - 835
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(992,57)" 2564 8315

ENSGALP00000003612 CID 2,130 - 2,138

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1058,64)" 1736 false 8316



ENSGALP00000009314 CID 310 - 318
septin 2 - CGNC Symbol 
4335 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1163,64)" 374 false 0.24 8317

ENSGALP00000000666 CID 259 - 265
phosphoglucomutase 2 - 
CGNC Symbol 52790 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(908,56)" 1698 false 8318

ENSGALP00000020268 CID 482 - 488

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(908,56)" 1698 false 8319

ENSGALP00000039235 CID 195 - 202

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(996,51)" 683 true 1.75 8320

ENSGALP00000043196 CID 85 - 94
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1166,65)" 3084 true 0.54 8321

ENSGALP00000043386 CID 206 - 220
Hsap of 1: dynamin 2 - 
HGNC:2974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1784,91)" 7606 true 0.65 8322

ENSGALP00000039235 CID 195 - 202

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1000,54)" 1766 8323



ENSGALP00000043196 CID 85 - 94
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1170,67)" 1380 8324

ENSGALP00000009681 CID 97 - 107

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1360,77)" 9695 true 0.94 8325

ENSGALP00000003089 CID 218 - 225
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1014,56)" 1244 true 0.73 8326

ENSGALP00000012145 CID 16 - 24

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1021,51)" 5083 8327

ENSGALP00000000955 CID 222 - 230
CTP synthase 1 - CGNC 
Symbol 429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1090,66)" 866 false 8328

ENSGALP00000008442 CID 734 - 742
integrator complex subunit 
2 - CGNC Symbol 3921 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1090,66)" 866 false 8329

ENSGALP00000006604 CID 362 - 376

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1562,86)" 1483 true 0.78 8330



ENSGALP00000020349 CID 217 - 231
pre-mRNA processing factor 
39 - HGNC:20314 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1605,79)" 2517 true 0.58 8331

ENSGALP00000020346 CID 58 - 72
FK506 binding protein 3 - 
CGNC Symbol 9468 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1846,99)" 21981 true 1.11 8332

ENSGALP00000041514 CID 192 - 200
tRNA methyltransferase 1 
like - CGNC Symbol 3801 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1100,57)" 874 false 8333

ENSGALP00000007493 CID 731 - 740

pentatricopeptide repeat 
domain 1 - CGNC Symbol 
3492 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1100,57)" 874 false 8334

ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1249,70)" 5981 8335

ENSGALP00000013355 CID 45 - 56
ribosomal protein L30 - 
CGNC Symbol 6224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1381,80)" 32226 true 0.92 8336

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1494,85)" 1725 false 8337



ENSGALP00000006604 CID 362 - 376

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1566,89)" 1163 8338

ENSGALP00000020349 CID 217 - 231
pre-mRNA processing factor 
39 - HGNC:20314 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1609,82)" 1111 8339

ENSGALP00000008798 CID Feb-20

coiled-coil domain 
containing 12 - CGNC 
Symbol 4088 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1953,90)" 3701 8340

ENSGALP00000013355 CID 45 - 56
ribosomal protein L30 - 
CGNC Symbol 6224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1385,83)" 50138 8341

ENSGALP00000038463 CID 75 - 88
ribosomal protein L7a - 
CGNC Symbol 50454 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1583,87)" 2816 true 1.54 8342

ENSGALP00000010618 CID 28 - 44
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2046,96)" 2410 false 8343

ENSGALP00000018122 CID 248 - 256
COP9 signalosome subunit 
4 - CGNC Symbol 8452 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1146,70)" 977 false 8344



ENSGALP00000003381 CID 602 - 610
aconitase 1 soluble - CGNC 
Symbol 48955 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1146,70)" 977 false 8345

ENSGALP00000022004 CID 141 - 149
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1195,72)" 787 false 8346

ENSGALP00000038799 CID 141 - 149
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1195,72)" 787 false 8347

ENSGALP00000008131 CID 281 - 293
vinculin - CGNC Symbol 
3778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1432,78)" 33723 false 0.3 8348

ENSGALP00000019975 CID 84 - 94

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1432,78)" 33723 true 0.3 8349

ENSGALP00000038463 CID 75 - 88
ribosomal protein L7a - 
CGNC Symbol 50454 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1587,90)" 4349 8350

ENSGALP00000007466 CID Feb-18

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2143,05)" 5546 true 0.25 8351



ENSGALP00000003431 CID Nov-28

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2335,11)" 3239 false 8352

ENSGALP00000039734 CID 20 - 32

Protein LOC105369241 - 
UniProtKB/TrEMBL 
A0A0B4J2C8 - CGNC 
Symbol 51059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1520,72)" 1590 true 0.65 8353

ENSGALP00000020445 CID 765 - 778

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1635,91)" 15360 false 0.14* 8354

ENSGALP00000023352 CID 772 - 785

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1635,91)" 15360 true 0.14 8355

ENSGALP00000008236 CID 494 - 506
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1635,91)" 15360 false 8356

ENSGALP00000009052 CID 649 - 668 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2141,09)" 721 false 8357

ENSGALP00000007466 CID Feb-18

actin related protein 2/3 
complex subunit 1B 41kDa - 
CGNC Symbol 15421 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2147,06)" 578 true 0.25 8358



ENSGALP00000017268 CID 70 - 83
mediator of cell motility 1 - 
CGNC Symbol 8068 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1604,95)" 541 8359

ENSGALP00000001302 CID 230 - 245

casein kinase 2 alpha prime 
polypeptide - CGNC Symbol 
585 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2057,07)" 727 false 8360

ENSGALP00000042479 CID 154 - 160

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(928,53)" 880 true 1.4 8361

ENSGALP00000039965 CID 1,185 - 1,202

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2230,95)" 5056 true 0.32 8362

ENSGALP00000042479 CID 154 - 160

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(932,56)" 1232 8363

ENSGALP00000015623 CID 727 - 735

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(932,56)" 1232 false 8364

ENSGALP00000008128 CID 448 - 457
nucleoporin 210kDa - CGNC 
Symbol 3777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1151,72)" 467 true 0.9 8365



ENSGALP00000003612 CID 2,152 - 2,163

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1373,69)" 1790 8366

ENSGALP00000036056 CID 1,212 - 1,224

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1545,84)" 814 8367

ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2034,01)" 14453 true 0.25 8368

ENSGALP00000039965 CID 1,185 - 1,202

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2234,97)" 1620 8369

ENSGALP00000008128 CID 448 - 457
nucleoporin 210kDa - CGNC 
Symbol 3777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1155,74)" 419 8370

ENSGALP00000018689 CID 185 - 197
septin 11 - CGNC Symbol 
8720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1507,95)" 878 false 8371

ENSGALP00000029589 CID 172 - 184
septin 6 - CGNC Symbol 
51720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1507,95)" 878 false 8372



ENSGALP00000034108 CID 173 - 185
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1507,95)" 878 false 8373

ENSGALP00000016523 CID 626 - 640

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1810,98)" 3507 true 0.9 8374

ENSGALP00000006626 CID Feb-21

antioxidant 1 copper 
chaperone - CGNC Symbol 
3066 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2413,07)" 437 false 8375

ENSGALP00000004641 CID 1,301 - 1,310
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1182,69)" 2889 false 8376

ENSGALP00000009393 CID 1,249 - 1,259

clustered mitochondria 
(cluA/CLU1) homolog - 
CGNC Symbol 4370 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1182,69)" 2889 false 8377

ENSGALP00000016816 CID 390 - 399
exportin 5 - CGNC Symbol 
7870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1182,69)" 2889 false 8378

ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase 
subunit 2 - UP P18944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1182,69)" 2889 true 0.81 8379



ENSGALP00000015886 CID 179 - 188

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1249,69)" 2113 8380

ENSGALP00000015978 CID 169 - 177

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1249,69)" 2113 true 1.15 8381

ENSGALP00000004417 CID 120 - 136

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1619,84)" 2459 true 1.43 8382

ENSGALP00000006626 CID Feb-21

antioxidant 1 copper 
chaperone - CGNC Symbol 
3066 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2427,09)" 685 8383

ENSGALP00000007220 CID 1-Sep

zinc finger MYND-type 
containing 8 - CGNC Symbol 
3357 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1063,54)" 11080 false 1.33 8384

ENSGALP00000000639 CID 203 - 210
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1063,54)" 11080 true 1.33 8385

ENSGALP00000016816 CID 390 - 399
exportin 5 - CGNC Symbol 
7870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1186,72)" 1756 false 8386



ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase 
subunit 2 - UP P18944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1198,69)" 481 false 8387

ENSGALP00000020744 CID 395 - 403

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1079,57)" 5280 true 0.88 8388

ENSGALP00000030864 CID 495 - 501
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(950,54)" 3261 false 0.63 8389

ENSGALP00000030005 CID 85 - 92

ubiquitin-conjugating 
enzyme E2N - CGNC Symbol 
50617 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(998,58)" 2745 false 8390

ENSGALP00000001866 CID 532 - 543

SAM domain and HD 
domain 1 - CGNC Symbol 
839 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1391,80)" 338 8391

ENSGALP00000015277 CID 87 - 93

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(893,55)" 3218 false 0.94 8392

ENSGALP00000038262 CID 91 - 100

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1106,57)" 15000 true 1.43 8393



ENSGALP00000018695 CID 183 - 191

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1145,63)" 2810 true 0.31 8394

ENSGALP00000038262 CID 91 - 100

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1110,60)" 11608 8395

ENSGALP00000023288 CID 32 - 40

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(990,61)" 635 true 0.68 8396

ENSGALP00000019569 CID 353 - 361

suppression of 
tumorigenicity 13 (colon 
carcinoma) (Hsp70 
interacting protein) - CGNC 
Symbol 50650 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(990,61)" 635 false 0.68 8397

ENSGALP00000016102 CID 75 - 84

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1192,64)" 1938 false 8398

ENSGALP00000042552 CID 64 - 77
guanylate binding protein - 
CGNC Symbol 49284 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1544,88)" 349 true 0.5 8399

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2095,07)" 2042 true 1.34 8400



ENSGALP00000002828 CID 638 - 646

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1200,58)" 1167 8401

ENSGALP00000038130 CID Nov-25
profilin-2 - Refseq 
NP_001073228 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1681,89)" 561 true 1.02 8402

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2099,07)" 581 8403

ENSGALP00000038979 CID 1,253 - 1,273

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2356,17)" 2905 true 0.65 8404

ENSGALP00000038155 CID 30 - 38

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1101,57)" 22380 true 0.25 8405

ENSGALP00000023214 CID 211 - 220

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1219,62)" 4105 8406

ENSGALP00000038130 CID Nov-25
profilin-2 - Refseq 
NP_001073228 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1689,94)" 961 true 1.02 8407



ENSGALP00000038155 CID 30 - 38

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1105,60)" 3808 8408

ENSGALP00000024803 CID 494 - 505
prolyl endopeptidase - 
CGNC Symbol 11476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1251,79)" 787 8409

ENSGALP00000035339 CID 78 - 89

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1294,68)" 2264 8410

ENSGALP00000012163 CID 603 - 612

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1306,66)" 7099 false 8411

ENSGALP00000009351 CID 113 - 122

protein phosphatase 1 
regulatory subunit 7 - CGNC 
Symbol 4354 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1306,66)" 7099 true 1.02 8412

ENSGALP00000036774 CID 302 - 312

DnaJ (Hsp40) homolog 
subfamily A member 1 - 
CGNC Symbol 53066 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1379,68)" 4209 true 0.81 8413

ENSGALP00000012233 CID 83 - 95
Ras-related GTP binding B - 
CGNC Symbol 5717 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1465,83)" 10254 8414



ENSGALP00000013174 CID 120 - 138
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2213,91)" 1270 true 0.66 8415

ENSGALP00000011232 CID 36 - 45

phosphofructokinase 
platelet - CGNC Symbol 
53359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1163,69)" 4391 false 0.96 8416

ENSGALP00000017819 CID 27 - 36

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1163,69)" 4391 false 0.96 8417

ENSGALP00000015886 CID 503 - 512

hematopoietic cell-specific 
Lyn substrate 1 - CGNC 
Symbol 7430 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1163,69)" 4391 true 1.25 8418

ENSGALP00000011775 CID 2,541 - 2,559

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2187,17)" 4705 8419

ENSGALP00000007379 CID 151 - 162

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1446,74)" 10385 true 0.84 8420

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1872,07)" 2252 true 1.36 8421



ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1872,07)" 2252 true 0.86 8422

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1872,07)" 2252 true 0.86 8423

ENSGALP00000006939 CID 608 - 632
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2746,42)" 466 false 8424

ENSGALP00000023352 CID 1,621 - 1,627

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(938,47)" 781 true 1.32 8425

ENSGALP00000018849 CID 260 - 269

interleukin enhancer 
binding factor 2 - CGNC 
Symbol 8794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1190,73)" 1201 8426

ENSGALP00000012240 CID 400 - 410

amyloid beta (A4) precursor 
protein-binding family B 
member 1 interacting 
protein - CGNC Symbol 
5719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1309,72)" 3132 true 2.19 8427

ENSGALP00000003423 CID 616 - 626

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1450,74)" 11540 8428



ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1522,88)" 451469 false 8429

ENSGALP00000020169 CID 519 - 531
phosphorylase glycogen 
liver - CGNC Symbol 49139 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1522,88)" 451469 false 8430

ENSGALP00000019037 CID 14 - 37

acetyl-CoA 
acetyltransferase 2 - CGNC 
Symbol 8861 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2368,35)" 697 8431

ENSGALP00000042357 CID 22 - 30
H2A histone family member 
X - HGNC:4739 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(944,53)" 3193 8432

ENSGALP00000028277 CID 24 - 32
H2A histone family member 
Z - CGNC Symbol 52762 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(944,53)" 3193 8433

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(944,53)" 3193 8434

ENSGALP00000025883 CID 60 - 71

eukaryotic translation 
initiation factor 3 subunit E - 
CGNC Symbol 12026 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1455,75)" 2531 true 0.62 8435



ENSGALP00000008824 CID 437 - 458

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2194,03)" 287 false 8436

ENSGALP00000018939 CID 160 - 181

group-specific component 
(vitamin D binding protein) - 
CGNC Symbol 8824 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2466,34)" 1164 8437

ENSGALP00000013480 CID 65 - 88

V-set and immunoglobulin 
domain containing 1 - CGNC 
Symbol 6282 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(3006,38)" 2076 false 8438

ENSGALP00000019726 CID 423 - 429
engulfment and cell motility 
1 - CGNC Symbol 51330 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(954,53)" 1040 8439

ENSGALP00000038764 CID 94 - 101

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(954,53)" 1040 8440

ENSGALP00000035905 CID 474 - 480
cell division cycle 5 like - 
CGNC Symbol 12520 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(954,53)" 1040 false 8441

ENSGALP00000003898 CID 828 - 835
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(988,54)" 2643 true 0.75 8442



ENSGALP00000025883 CID 60 - 71

eukaryotic translation 
initiation factor 3 subunit E - 
CGNC Symbol 12026 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1459,77)" 871 8443

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1538,87)" 129888 false 8444

ENSGALP00000042302 CID 92 - 116

isocitrate dehydrogenase 3 
(NAD+) gamma - CGNC 
Symbol 63782 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2558,34)" 660 false 8445

ENSGALP00000012399 CID 2-Nov

lysine (K)-specific 
demethylase 3B - CGNC 
Symbol 66092 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(970,54)" 8874 false 8446

ENSGALP00000012086 CID 2-Nov

glutamic-oxaloacetic 
transaminase 1 soluble - 
CGNC Symbol 5645 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1044,58)" 8410 8447

ENSGALP00000018454 CID 333 - 341
tubulin alpha 4b - CGNC 
Symbol 65790 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1281,60)" 30381 8448

ENSGALP00000037524 CID 322 - 330
tubulin alpha 4a - CGNC 
Symbol 65758 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1281,60)" 30381 8449



ENSGALP00000027238 CID 207 - 223
importin 5 - CGNC Symbol 
50851 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1848,10)" 1593 true 1.2 8450

ENSGALP00000013029 CID 411 - 422
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1306,79)" 11817 true 1.16 8451

ENSGALP00000041159 CID 107 - 117
ribosomal protein S16 - 
HGNC:10396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1461,83)" 3901 true 0.81 8452

ENSGALP00000027238 CID 207 - 223
importin 5 - CGNC Symbol 
50851 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1856,16)" 1920 true 1.2 8453

ENSGALP00000000666 CID 486 - 495
phosphoglucomutase 2 - 
CGNC Symbol 52790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1277,74)" 1012 8454

ENSGALP00000020445 CID 645 - 656

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1469,88)" 3169 8455

ENSGALP00000041159 CID 107 - 117
ribosomal protein S16 - 
HGNC:10396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1469,88)" 3169 true 0.81 8456



ENSGALP00000008802 CID 257 - 268
ribosomal protein S2 - 
CGNC Symbol 50281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1491,74)" 4741 true 1.42 8457

ENSGALP00000041533 CID 51 - 64

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein L - 
HGNC:5045 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1690,86)" 2673 true 0.9 8458

ENSGALP00000003357 CID 814 - 822

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1041,47)" 7184 false 8459

ENSGALP00000015978 CID 169 - 177

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1241,63)" 1325 true 1.15 8460

ENSGALP00000020445 CID 779 - 791

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1580,78)" 1487 true 0.8 8461

ENSGALP00000019299 CID 51 - 63

small nuclear 
ribonucleoprotein D1 
polypeptide - CGNC Symbol 
8976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1582,88)" 22592 true 0.49 8462

ENSGALP00000041533 CID 51 - 64

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein L - 
HGNC:5045 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1698,91)" 1827 true 0.9 8463



ENSGALP00000041361 CID 49 - 58
ribosomal protein L17 - 
HGNC:10307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1252,75)" 14164 true 3.22 8464

ENSGALP00000020445 CID 779 - 791

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1584,82)" 1187 8465

ENSGALP00000019299 CID 51 - 63

small nuclear 
ribonucleoprotein D1 
polypeptide - CGNC Symbol 
8976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1586,88)" 14701 8466

ENSGALP00000016260 CID 78 - 90

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1624,73)" 17134 true 0.45 8467

ENSGALP00000035658 CID 264 - 277
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1677,79)" 4379 true 0.8 8468

ENSGALP00000036760 CID 585 - 593

centrosomal protein 
135kDa - CGNC Symbol 
10315 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1152,63)" 623 8469

ENSGALP00000041361 CID 49 - 58
ribosomal protein L17 - 
HGNC:10307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1268,75)" 3943 true 3.3 8470



ENSGALP00000001183 CID 373 - 384

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1595,82)" 6768 false 8471

ENSGALP00000016260 CID 78 - 90

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1628,76)" 7767 8472

ENSGALP00000040890 CID 596 - 612

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1917,15)" 563 false 8473

ENSGALP00000023257 CID 1,026 - 1,033

non-SMC condensin I 
complex subunit G - CGNC 
Symbol 10729 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(975,56)" 1658 false 8474

ENSGALP00000022392 CID 335 - 342
transportin 3 - CGNC 
Symbol 10345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(975,56)" 1658 false 8475

ENSGALP00000019037 CID 360 - 370

acetyl-CoA 
acetyltransferase 2 - CGNC 
Symbol 8861 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1305,82)" 655 false 8476

ENSGALP00000013267 CID 55 - 68
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1606,86)" 899 8477



ENSGALP00000015623 CID 1,492 - 1,504

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1626,85)" 975 true 0.45 8478

ENSGALP00000034108 CID 475 - 488
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1650,78)" 17384 false 8479

ENSGALP00000003954 CID 420 - 433

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1720,80)" 17947 true 0.45 8480

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1880,10)" 2476 8481

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1880,10)" 2476 true 1.36 8482

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1880,10)" 2476 8483

ENSGALP00000016816 CID 119 - 125
exportin 5 - CGNC Symbol 
7870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(875,53)" 331 false 8484



ENSGALP00000003139 CID 48 - 59
glutamate dehydrogenase 1 
- CGNC Symbol 52002 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1279,70)" 1446 false 5.03 8485

ENSGALP00000035514 CID 353 - 362
protein kinase C delta - 
CGNC Symbol 50113 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1309,69)" 579 false 8486

ENSGALP00000025745 CID 39 - 52

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - 
CGNC Symbol 11954 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1624,98)" 12336 true 0.8 8487

ENSGALP00000003954 CID 420 - 433

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1724,83)" 7815 8488

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1778,86)" 33993 true 2.61 8489

ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2038,04)" 3321 8490

ENSGALP00000006970 CID 405 - 413
exportin 1 - CGNC Symbol 
3224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1116,70)" 3626 true 0.58 8491



ENSGALP00000020268 CID 556 - 564

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1116,70)" 3626 false 0.58 8492

ENSGALP00000002996 CID 98 - 108

solute carrier family 25 
(mitochondrial carrier 
phosphate carrier) member 
24 - CGNC Symbol 1369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1284,74)" 2842 true 1 8493

ENSGALP00000025745 CID 39 - 52

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - 
CGNC Symbol 11954 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1633,03)" 9846 true 0.8 8494

ENSGALP00000009314 CID 97 - 112
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1782,86)" 14277 8495

ENSGALP00000040662 CID 213 - 229
inositol monophosphatase 
1 - HGNC:6050 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1928,07)" 1583 false 8496

ENSGALP00000006970 CID 405 - 413
exportin 1 - CGNC Symbol 
3224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1124,76)" 1733 true 0.58 8497

ENSGALP00000013964 CID 381 - 390
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1273,65)" 4750 true 0.76 8498



ENSGALP00000020884 CID 381 - 390
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1273,65)" 4750 true 0.76 8499

ENSGALP00000022436 CID 326 - 335
tubulin beta class I - 
HGNC:20778 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1273,65)" 4750 true 0.76 8500

ENSGALP00000000634 CID 139 - 153

LCK proto-oncogene Src 
family tyrosine kinase - 
HGNC:6524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1641,91)" 2351 false 8501

ENSGALP00000043386 CID 206 - 220
Hsap of 1: dynamin 2 - 
HGNC:2974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1788,93)" 3070 8502

ENSGALP00000005576 CID 400 - 416

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2160,01)" 1742 true 0.98 8503

ENSGALP00000009681 CID Apr-18

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1806,85)" 17780 false 8504

ENSGALP00000005576 CID 400 - 416

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2164,04)" 1713 8505



ENSGALP00000040722 CID 235 - 240

nicotinamide nucleotide 
adenylyltransferase 1 - 
HGNC:17877 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(744,46)" 480 false 8506

ENSGALP00000025461 CID 309 - 315

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(936,52)" 1270 false 8507

ENSGALP00000021294 CID 400 - 407

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1046,60)" 3477 false 0.82 8508

ENSGALP00000040101 CID 311 - 321
myosin IXB - CGNC Symbol 
2718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1332,84)" 7409 false 8509

ENSGALP00000016182 CID 350 - 365

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1977,91)" 2053 true 0.73 8510

ENSGALP00000025461 CID 442 - 451

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1178,63)" 4738 true 0.53 8511

ENSGALP00000038799 CID 168 - 178
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1340,81)" 20494 true 2.46 8512



ENSGALP00000022004 CID 168 - 178
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1340,81)" 20494 true 2.46 8513

ENSGALP00000000383 CID 612 - 623
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1409,75)" 1023 8514

ENSGALP00000011961 CID 81 - 93

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1800,93)" 5354 false 8515

ENSGALP00000036691 CID 262 - 277
tubulin alpha 8b - CGNC 
Symbol 49796 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1857,05)" 5890 false 8516

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2238,95)" 6276 true 0.54 8517

ENSGALP00000025461 CID 442 - 451

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1182,65)" 3890 8518

ENSGALP00000038799 CID 168 - 178
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1348,86)" 45739 true 2.46 8519



ENSGALP00000003423 CID 988 - 998

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1348,86)" 45739 8520

ENSGALP00000022004 CID 168 - 178
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1348,86)" 45739 true 2.46 8521

ENSGALP00000025327 CID 1,907 - 1,918

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1423,80)" 2640 false 8522

ENSGALP00000036688 CID 265 - 280
tubulin alpha 8a - CGNC 
Symbol 262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1871,07)" 10668 false 8523

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2242,98)" 3408 8524

ENSGALP00000037871 CID 485 - 494

WAS/WASL interacting 
protein family member 1 - 
CGNC Symbol 7084 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1070,66)" 638 false 8525

ENSGALP00000008578 CID 52 - 61

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1263,64)" 533 true 1.23 8526



ENSGALP00000019629 CID 73 - 86
proteasome subunit alpha 3 
- CGNC Symbol 9125 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1424,76)" 385 true 1.73 8527

ENSGALP00000007997 CID 21 - 28

voltage-dependent anion 
channel 2 - CGNC Symbol 
49348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(896,53)" 5864 true 1.05 8528

ENSGALP00000014641 CID 89 - 98

endothelial differentiation 
related factor 1 - CGNC 
Symbol 6846 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1120,58)" 1384 false 8529

ENSGALP00000004889 CID 30 - 40

proline synthetase co-
transcribed homolog 
(bacterial) - CGNC Symbol 
2245 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1370,78)" 1097 8530

ENSGALP00000003012 CID 91 - 103
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1370,78)" 1097 8531

ENSGALP00000006242 CID 890 - 897
myopalladin - CGNC Symbol 
2877 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(904,56)" 6465 false 0.59 8532

ENSGALP00000007997 CID 21 - 28

voltage-dependent anion 
channel 2 - CGNC Symbol 
49348 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(904,56)" 6465 true 1.05 8533



ENSGALP00000002828 CID 415 - 425

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1163,69)" 690 true 1.43 8534

ENSGALP00000039011 CID 55 - 67

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1518,80)" 1191 false 8535

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1550,96)" 1000 false 8536

ENSGALP00000011984 CID 146 - 161

CD3d molecule delta (CD3-
TCR complex) - CGNC 
Symbol 49849 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1900,00)" 1307 false 8537

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2103,11)" 1747 true 1.34 8538

ENSGALP00000010942 CID 91 - 100
ribosomal protein S15a - 
CGNC Symbol 5109 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1171,68)" 216655 false 0.67 8539

ENSGALP00000042665 CID 253 - 262
tubulin beta 6 class V - 
CGNC Symbol 51389 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1171,68)" 216655 true 0.67 8540



ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1171,68)" 216655 true 0.67 8541

ENSGALP00000022436 CID 198 - 207
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1171,68)" 216655 true 0.67 8542

ENSGALP00000020884 CID 253 - 262
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1171,68)" 216655 true 0.67 8543

ENSGALP00000016447 CID 99 - 110
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1464,75)" 44153 true 0.53 8544

ENSGALP00000006018 CID 51 - 67

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1956,96)" 3973 true 1.19 8545

ENSGALP00000016447 CID 99 - 110
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1468,77)" 23070 8546

ENSGALP00000006018 CID 51 - 67

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1960,98)" 4734 8547



ENSGALP00000020744 CID 639 - 659

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2383,09)" 454 false 8548

ENSGALP00000025461 CID 309 - 315

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(940,56)" 4283 8549

ENSGALP00000012399 CID 2-Nov

lysine (K)-specific 
demethylase 3B - CGNC 
Symbol 66092 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(974,57)" 9390 false 8550

ENSGALP00000005971 CID 296 - 304
annexin A2 - CGNC Symbol 
49740 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1179,64)" 393 false 8551

ENSGALP00000041361 CID 49 - 58
ribosomal protein L17 - 
HGNC:10307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1244,70)" 3442 true 3.22 8552

ENSGALP00000025461 CID 64 - 75

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1361,78)" 915 true 1.09 8553

ENSGALP00000030864 CID 495 - 501
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(954,56)" 1634 8554



ENSGALP00000008329 CID 302 - 311
CD72 molecule - CGNC 
Symbol 49553 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1078,54)" 782 false 0.78 8555

ENSGALP00000022269 CID 249 - 256

phosphoribosylaminoimida
zole carboxylase 
phosphoribosylaminoimida
zolesuccinocarboxamide 
synthase - CGNC Symbol 
10274 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1078,54)" 782 true 0.78 8556

ENSGALP00000041361 CID 49 - 58
ribosomal protein L17 - 
HGNC:10307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1260,69)" 629 true 3.3 8557

ENSGALP00000004317 CID 33 - 43
golgi glycoprotein 1 - CGNC 
Symbol 1981 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1365,81)" 997 8558

ENSGALP00000025461 CID 64 - 75

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1365,81)" 997 8559

ENSGALP00000000224 CID 150 - 164
proliferating cell nuclear 
antigen - CGNC Symbol 92 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1640,86)" 1241 false 8560

ENSGALP00000026858 CID 230 - 243

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1648,01)" 930 8561



ENSGALP00000029322 CID 4-Nov
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(957,58)" 1926 true 1.02 8562

ENSGALP00000020445 CID 765 - 778

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1643,96)" 1282 false 0.14* 8563

ENSGALP00000023352 CID 772 - 785

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1643,96)" 1282 true 0.14 8564

ENSGALP00000019252 CID 3,433 - 3,440

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1018,52)" 1208 8565

ENSGALP00000026123 CID 261 - 272

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1385,82)" 10424 true 0.65 8566

ENSGALP00000013122 CID 430 - 446

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1696,91)" 3731 true 1.18 8567

ENSGALP00000016523 CID 626 - 640

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1815,01)" 1962 8568



ENSGALP00000040890 CID 284 - 293

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1120,59)" 1703 true 1.02 8569

ENSGALP00000020154 CID 144 - 153
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1188,70)" 2388 true 0.44 8570

ENSGALP00000003431 CID 239 - 248

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1188,70)" 2388 8571

ENSGALP00000026123 CID 261 - 272

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1389,84)" 6320 8572

ENSGALP00000013122 CID 430 - 446

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1700,93)" 5101 8573

ENSGALP00000011055 CID 521 - 529

diaphanous homolog 1 
(Drosophila) - CGNC Symbol 
49017 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1158,72)" 1698 false 2.79 8574

ENSGALP00000001800 CID 652 - 660

spermatid perinuclear RNA 
binding protein - CGNC 
Symbol 50441 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1158,72)" 1698 false 2.79 8575



ENSGALP00000016829 CID 51 - 61
polymerase (RNA) I subunit 
C - CGNC Symbol 7876 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1398,77)" 442 8576

ENSGALP00000016447 CID 78 - 92
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1746,94)" 5889 true 0.79 8577

ENSGALP00000004453 CID 369 - 384

G protein pathway 
suppressor 1 - CGNC 
Symbol 2036 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1926,00)" 2008 true 0.53 8578

ENSGALP00000030639 CID 2-Dec
Ras-related protein Rab-6A - 
UP Q1KME6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1132,52)" 1549 8579

ENSGALP00000016447 CID 78 - 92
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1750,97)" 4669 8580

ENSGALP00000004924 CID 1,424 - 1,434

nuclear receptor 
corepressor 2 - CGNC 
Symbol 2259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1158,62)" 2782 true 2.73 8581

ENSGALP00000026664 CID 778 - 786

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1168,63)" 840 false 8582



ENSGALP00000024133 CID 222 - 230
histone deacetylase 2 - 
CGNC Symbol 11140 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1192,62)" 2801 8583

ENSGALP00000003715 CID 129 - 138

mesencephalic astrocyte 
derived neurotrophic factor 
- HGNC:15461 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1163,63)" 3797 8584

ENSGALP00000006264 CID 177 - 197
COP9 signalosome subunit 
8 - CGNC Symbol 52112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2315,27)" 483 false 8585

ENSGALP00000038979 CID 1,253 - 1,273

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2360,21)" 1421 8586

ENSGALP00000033974 CID 95 - 114

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2379,24)" 490 8587

ENSGALP00000008824 CID 110 - 115

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(724,42)" 16033 true 0.49 8588

ENSGALP00000035658 CID 117 - 122
paraspeckle component 1 - 
CGNC Symbol 50884 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(724,42)" 16033 true 0.49 8589



ENSGALP00000003954 CID 273 - 278

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(724,42)" 16033 true 1.05 8590

ENSGALP00000007379 CID 3-Sep

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(961,53)" 842 false 8591

ENSGALP00000003717 CID 209 - 220

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1270,72)" 4017 true 1.37 8592

ENSGALP00000016447 CID 158 - 170
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1546,85)" 627 true 1.03 8593

ENSGALP00000012563 CID 210 - 221

cleavage stimulation factor 
3' pre-RNA subunit 1 - 
CGNC Symbol 5864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1546,85)" 627 false 0.34 8594

ENSGALP00000020185 CID Jun-26

Gallus gallus chromosome 5 
open reading frame human 
C14orf166 (C5H14ORF166) 
mRNA. - RefSeq mRNA 
NM_205369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2526,15)" 2908 true 0.24 8595

ENSGALP00000042641 CID 469 - 474

GATA zinc finger domain 
containing 2B - 
HGNC:30778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(818,43)" 3448 false 0.41 8596



ENSGALP00000024609 CID 2-Jul

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(818,43)" 3448 false 0.41 8597

ENSGALP00000025327 CID 4,728 - 4,733

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(818,43)" 3448 false 8598

ENSGALP00000016447 CID 158 - 170
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1554,89)" 643 true 1.03 8599

ENSGALP00000016660 CID 570 - 576

nuclear autoantigenic 
sperm protein (histone-
binding) - CGNC Symbol 
7802 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(849,46)" 8319 8600

ENSGALP00000021255 CID 50 - 59

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1057,59)" 2470 false 8601

ENSGALP00000017553 CID 216 - 224

basic leucine zipper and W2 
domains 2 - CGNC Symbol 
8215 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1100,64)" 1063 true 0.62 8602

ENSGALP00000033974 CID 1,227 - 1,235

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1118,61)" 817 false 8603



ENSGALP00000003012 CID 269 - 278
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1223,59)" 9687 true 1.16 8604

ENSGALP00000016118 CID 222 - 229

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(911,54)" 571 false 0.98 8605

ENSGALP00000037708 CID 37 - 44

proteasome 26S subunit 
ATPase 3 - CGNC Symbol 
6143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1003,60)" 5860 false 8606

ENSGALP00000003012 CID 269 - 278
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1227,62)" 11215 8607

ENSGALP00000003012 CID 91 - 103
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1366,75)" 6550 true 0.63 8608

ENSGALP00000006939 CID 321 - 328
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1108,59)" 1082 true 0.74 8609

ENSGALP00000020154 CID 144 - 153
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1192,71)" 508 8610



ENSGALP00000039872 CID 233 - 242

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1325,65)" 7806 8611

ENSGALP00000002493 CID 76 - 83
ribosomal protein L23 - 
CGNC Symbol 1138 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(890,54)" 1320 8612

ENSGALP00000003612 CID 1,568 - 1,577

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1253,65)" 554 false 8613

ENSGALP00000006566 CID 80 - 90

serine/arginine-rich splicing 
factor 10 - CGNC Symbol 
51061 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1332,67)" 2394 false 8614

ENSGALP00000023278 CID 314 - 325

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1414,74)" 7322 true 0.73 8615

ENSGALP00000021708 CID 300 - 308
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1088,66)" 1377 8616

ENSGALP00000039504 CID 116 - 124

v-rel avian 
reticuloendotheliosis viral 
oncogene homolog - CGNC 
Symbol 5934 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1088,66)" 1377 false 8617



ENSGALP00000016196 CID 112 - 120

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1088,66)" 1377 false 8618

ENSGALP00000004817 CID 41 - 52
peroxiredoxin 6 - CGNC 
Symbol 2214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1423,68)" 11196 true 0.86 8619

ENSGALP00000033741 CID 149 - 156

EF-hand domain family 
member D1 - CGNC Symbol 
52247 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1102,68)" 6835 true 1.12 8620

ENSGALP00000023278 CID 314 - 325

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1422,79)" 5340 true 0.73 8621

ENSGALP00000004817 CID 41 - 52
peroxiredoxin 6 - CGNC 
Symbol 2214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1427,69)" 8383 8622

ENSGALP00000018410 CID 740 - 753

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1530,93)" 726 false 8623

ENSGALP00000039270 CID 654 - 667

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1530,93)" 726 false 8624



ENSGALP00000025461 CID Aug-16

chaperonin containing TCP1 
subunit 8 - CGNC Symbol 
11805 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1026,62)" 646 true 0.71 8625

ENSGALP00000008056 CID 36 - 44

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1110,73)" 7677 false 8626

ENSGALP00000033741 CID 149 - 156

EF-hand domain family 
member D1 - CGNC Symbol 
52247 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1110,73)" 7677 true 1.12 8627

ENSGALP00000007379 CID 151 - 162

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1450,76)" 5683 8628

ENSGALP00000038795 CID 494 - 503

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1187,73)" 827 false 8629

ENSGALP00000021028 CID 526 - 538
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1442,79)" 1739 true 1.16 8630

ENSGALP00000001750 CID 106 - 117
prohibitin - CGNC Symbol 
51144 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1472,67)" 8067 true 0.69 8631



ENSGALP00000026487 CID 223 - 237

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1618,89)" 767 8632

ENSGALP00000039265 CID 943 - 958
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1709,93)" 1009 true 0.63 8633

ENSGALP00000017202 CID 28 - 42

pyrophosphatase 
(inorganic) 2 - CGNC Symbol 
8036 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1747,94)" 4166 true 1.53 8634

ENSGALP00000023214 CID 352 - 366

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1810,02)" 14037 true 1.08 8635

ENSGALP00000001750 CID 106 - 117
prohibitin - CGNC Symbol 
51144 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1476,70)" 5536 8636

ENSGALP00000039265 CID 943 - 958
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1713,95)" 641 8637

ENSGALP00000017202 CID 28 - 42

pyrophosphatase 
(inorganic) 2 - CGNC Symbol 
8036 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1756,00)" 6387 true 1.53 8638



ENSGALP00000008279 CID 26 - 41
mitochondrial carrier 2 - 
CGNC Symbol 3845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1766,03)" 1264 true 0.53 8639

ENSGALP00000015623 CID 1,567 - 1,576

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1258,71)" 2678 true 0.72 8640

ENSGALP00000016743 CID 471 - 481
epoxide hydrolase 1-like - 
CGNC Symbol 51488 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1356,85)" 1528 8641

ENSGALP00000018424 CID 120 - 134
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1793,96)" 927 8642

ENSGALP00000021294 CID 596 - 611

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1920,04)" 9281 true 0.32 8643

ENSGALP00000035595 CID 118 - 135
40S ribosomal protein S11 - 
Refseq NP_001026004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2042,10)" 580 false 8644

ENSGALP00000017553 CID 216 - 224

basic leucine zipper and W2 
domains 2 - CGNC Symbol 
8215 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1104,67)" 427 8645



ENSGALP00000037462 CID 337 - 354
thymopoietin - CGNC 
Symbol 50621 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2059,97)" 2642 true 0.41 8646

ENSGALP00000017934 CID 81 - 87
cytochrome c somatic - 
CGNC Symbol 8375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(835,51)" 885 true 1.25 8647

ENSGALP00000025762 CID 78 - 93

runt-related transcription 
factor 1 - CGNC Symbol 
49673 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1957,97)" 4916 false 8648

ENSGALP00000035339 CID 293 - 313

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2294,14)" 990 true 1.15 8649

ENSGALP00000038935 CID 326 - 335

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1146,73)" 1144 8650

ENSGALP00000023523 CID 241 - 258
actin beta-like 2 - CGNC 
Symbol 52851 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2126,12)" 32755 8651

ENSGALP00000018042 CID 241 - 258

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2126,12)" 32755 8652



ENSGALP00000042680 CID 239 - 256

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2126,12)" 32755 8653

ENSGALP00000040938 CID 102 - 119

thioredoxin related 
transmembrane protein 4 - 
CGNC Symbol 6720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2126,12)" 32755 true 0.37 8654

ENSGALP00000010239 CID 241 - 258

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2126,12)" 32755 8655

ENSGALP00000015657 CID 239 - 256
actin beta - CGNC Symbol 
49855 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2126,12)" 32755 8656

ENSGALP00000035339 CID 293 - 313

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2298,16)" 1138 8657

ENSGALP00000009821 CID 21 - 27
ribosomal protein S13 - 
CGNC Symbol 49921 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(886,53)" 899 false 8658

ENSGALP00000026307 CID 276 - 285

Putative eukaryotic 
translation initiation factor 
2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 
50802 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(886,53)" 899 false 8659



ENSGALP00000018987 CID 437 - 446
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1179,68)" 554 8660

ENSGALP00000031272 CID 60 - 73

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1692,87)" 5904 8661

ENSGALP00000009853 CID 74 - 89
zinc finger protein 326 - 
CGNC Symbol 4587 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1706,77)" 12172 true 0.53 8662

ENSGALP00000012689 CID 23 - 33

NmrA-like family domain 
containing 1 - CGNC Symbol 
5919 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1189,65)" 505 true 0.99 8663

ENSGALP00000027194 CID 950 - 960
tripeptidyl peptidase II - 
CGNC Symbol 12657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1428,78)" 955 false 8.64 8664

ENSGALP00000040785 CID 317 - 328

Hsap of 16: DDB1 and CUL4 
associated factor 8-like 1 - 
HGNC:31810 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1428,78)" 955 true 2.33 8665

ENSGALP00000038209 CID 209 - 223

endoplasmic reticulum 
protein 29 - CGNC Symbol 
50366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1735,89)" 21489 8666



ENSGALP00000001456 CID 481 - 495

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1758,79)" 3917 true 0.59 8667

ENSGALP00000009121 CID 643 - 653
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1225,71)" 540 true 1.23 8668

ENSGALP00000002373 CID 714 - 728

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1447,81)" 2516 false 8669

ENSGALP00000001456 CID 481 - 495

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1762,81)" 1958 8670

ENSGALP00000004453 CID 369 - 384

G protein pathway 
suppressor 1 - CGNC 
Symbol 2036 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1934,06)" 695 true 0.53 8671

ENSGALP00000009121 CID 643 - 653
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1229,74)" 662 8672

ENSGALP00000008273 CID 1,006 - 1,019
PHD finger protein 2 - CGNC 
Symbol 3843 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1516,79)" 2465 false 8673



ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1675,88)" 93506 true 0.37 8674

ENSGALP00000026067 CID 120 - 133

U2 small nuclear RNA 
auxiliary factor 1 - CGNC 
Symbol 49287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1675,88)" 93506 8675

ENSGALP00000016660 CID 650 - 666

nuclear autoantigenic 
sperm protein (histone-
binding) - CGNC Symbol 
7802 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1827,91)" 1680 false 8676

ENSGALP00000041541 CID 117 - 144

sphingomyelin 
phosphodiesterase 1 - 
CGNC Symbol 50914 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2990,65)" 248 8677

ENSGALP00000021034 CID 816 - 824

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1239,65)" 2045 true 0.86 8678

ENSGALP00000026067 CID 120 - 133

U2 small nuclear RNA 
auxiliary factor 1 - CGNC 
Symbol 49287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1679,91)" 33697 false 0.37 8679

ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1679,91)" 33697 8680



ENSGALP00000023214 CID 352 - 366

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1814,04)" 3164 8681

ENSGALP00000037924 CID 64 - 79

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1963,02)" 5306 false 8682

ENSGALP00000021034 CID 816 - 824

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1243,67)" 809 8683

ENSGALP00000033366 CID 77 - 91
leukocyte ribonuclease A-2 - 
CGNC Symbol 52020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1797,93)" 3805 true 2.25 8684

ENSGALP00000012481 CID 30 - 45
ribosomal protein L4 - 
CGNC Symbol 5828 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1876,05)" 15112 true 0.72 8685

ENSGALP00000013843 CID 1-Nov
THO complex 2 - CGNC 
Symbol 6452 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1366,77)" 2474 false 1.11 8686

ENSGALP00000004417 CID 120 - 136

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1623,87)" 2061 8687



ENSGALP00000033366 CID 77 - 91
leukocyte ribonuclease A-2 - 
CGNC Symbol 52020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1801,95)" 8574 8688

ENSGALP00000023439 CID 269 - 273

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(710,42)" 1258 8689

ENSGALP00000035780 CID 30 - 35
RAN binding protein 2 - 
CGNC Symbol 50838 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(710,42)" 1258 false 1.96 8690

ENSGALP00000001579 CID 640 - 649
N-ethylmaleimide sensitive 
factor - CGNC Symbol 715 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1129,71)" 74605 false 8691

ENSGALP00000004817 CID 144 - 154
peroxiredoxin 6 - CGNC 
Symbol 2214 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1219,70)" 13474 true 0.94 8692

ENSGALP00000020520 CID 39 - 52
ubiquilin 1 - CGNC Symbol 
9551 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1675,88)" 775 false 0.9 8693

ENSGALP00000016182 CID 350 - 365

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1981,95)" 1122 8694



ENSGALP00000028084 CID 84 - 90

osteoclast stimulating 
factor 1 - CGNC Symbol 
13080 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(873,49)" 1888 false 8695

ENSGALP00000023961 CID 120 - 127

mannosidase alpha class 1A 
member 1 - CGNC Symbol 
11043 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(873,49)" 1888 8696

ENSGALP00000004817 CID 144 - 154
peroxiredoxin 6 - CGNC 
Symbol 2214 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1223,73)" 6075 8697

ENSGALP00000025327 CID Jun-17

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1435,85)" 2474 true 0.97 8698

ENSGALP00000008824 CID 257 - 270

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1723,79)" 7375 true 0.48 8699

ENSGALP00000022626 CID 46 - 63

Gallus gallus ribosomal 
protein S12 (RPS12) mRNA. - 
RefSeq mRNA 
NM_001277911 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2191,01)" 3339 true 1.13 8700

ENSGALP00000025327 CID Jun-17

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1439,87)" 2388 8701



ENSGALP00000008824 CID 257 - 270

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1727,81)" 3534 8702

ENSGALP00000042627 CID 79 - 95

Gallus gallus granulysin 
(GNLY) mRNA. - RefSeq 
mRNA NM_001044680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1868,90)" 2229 false 8703

ENSGALP00000022626 CID 46 - 63

Gallus gallus ribosomal 
protein S12 (RPS12) mRNA. - 
RefSeq mRNA 
NM_001277911 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2199,08)" 1722 true 1.13 8704

ENSGALP00000006708 CID 63 - 69
hexokinase 1 - CGNC 
Symbol 3101 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(891,51)" 1448 false 1.07 8705

ENSGALP00000012878 CID 351 - 358
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(891,51)" 1448 false 1.07 8706

ENSGALP00000016816 CID 403 - 410
exportin 5 - CGNC Symbol 
7870 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(891,51)" 1448 true 1.07 8707

ENSGALP00000024767 CID 66 - 76

abhydrolase domain 
containing 10 - CGNC 
Symbol 11454 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1196,72)" 2590 true 1.05 8708



ENSGALP00000019469 CID 64 - 80
ribosomal protein SA - 
CGNC Symbol 49202 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1768,98)" 2647 true 1.05 8709

ENSGALP00000010210 CID 94 - 115

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2449,21)" 734 false 8710

ENSGALP00000038979 CID 366 - 371

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(796,43)" 911 true 0.91 8711

ENSGALP00000019469 CID 64 - 80
ribosomal protein SA - 
CGNC Symbol 49202 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1773,01)" 2791 8712

ENSGALP00000020064 CID 243 - 262

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2141,97)" 5682 true 0.6 8713

ENSGALP00000038979 CID 366 - 371

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(800,47)" 439 8714

ENSGALP00000027391 CID 121 - 129

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1210,68)" 854 false 8715



ENSGALP00000037524 CID 275 - 290
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1817,09)" 5461 true 1.26 8716

ENSGALP00000016978 CID 265 - 280
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1817,09)" 5461 false 0.36 8717

ENSGALP00000020064 CID 243 - 262

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2146,00)" 3391 8718

ENSGALP00000036720 CID 895 - 910

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1987,05)" 602 true 0.78 8719

ENSGALP00000009608 CID 244 - 262

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily b member 1 - 
CGNC Symbol 4462 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2280,04)" 2074 false 8720

ENSGALP00000016361 CID 137 - 144
ribosomal protein S3A - 
CGNC Symbol 51748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1035,61)" 2686 true 1.22 8721

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1642,77)" 2589 true 0.95 8722



ENSGALP00000003130 CID 419 - 433

smu-1 suppressor of mec-8 
and unc-52 homolog (C. 
elegans) - CGNC Symbol 
1430 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1717,91)" 711 false 8723

ENSGALP00000013177 CID 176 - 190

MOB family member 4 
phocein - CGNC Symbol 
53535 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2028,94)" 669 false 8724

ENSGALP00000019452 CID 67 - 91

eukaryotic translation 
initiation factor 1B - CGNC 
Symbol 9051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2944,46)" 922 true 0.8 8725

ENSGALP00000037462 CID 337 - 354
thymopoietin - CGNC 
Symbol 50621 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2063,99)" 573 8726

ENSGALP00000000734 CID 29 - 37
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1071,56)" 82534 true 0.57 8727

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1646,79)" 2454 8728

ENSGALP00000002248 CID 684 - 698
topoisomerase (DNA) III 
beta - CGNC Symbol 1026 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1998,89)" 463 false 8729



ENSGALP00000012605 CID 469 - 478

pescadillo ribosomal 
biogenesis factor 1 - CGNC 
Symbol 5881 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1055,63)" 2419 8730

ENSGALP00000018987 CID 302 - 312
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1227,62)" 8863 true 0.83 8731

ENSGALP00000019975 CID 291 - 301

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1404,76)" 1806 true 0.64 8732

ENSGALP00000005576 CID 262 - 272

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1404,76)" 1806 true 0.64 8733

ENSGALP00000023942 CID 211 - 229

poly(A) binding protein 
interacting protein 1 - CGNC 
Symbol 53015 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2249,11)" 440 false 8734

ENSGALP00000023281 CID 309 - 317
NOP2 nucleolar protein - 
CGNC Symbol 10744 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1045,61)" 955 8735

ENSGALP00000018987 CID 302 - 312
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1231,64)" 6649 8736



ENSGALP00000008279 CID 26 - 41
mitochondrial carrier 2 - 
CGNC Symbol 3845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1770,05)" 497 8737

ENSGALP00000028993 CID 131 - 140

Hsap of 1: ADP-
ribosyltransferase 1 - 
HGNC:723 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1270,58)" 3375 true 1.37 8738

ENSGALP00000038435 CID 157 - 171

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1775,93)" 966 8739

ENSGALP00000018689 CID 198 - 208
septin 11 - CGNC Symbol 
8720 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1299,77)" 5775 8740

ENSGALP00000040938 CID 102 - 119

thioredoxin related 
transmembrane protein 4 - 
CGNC Symbol 6720 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2130,14)" 7464 8741

ENSGALP00000013029 CID 411 - 422
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1310,80)" 805 8742

ENSGALP00000002493 CID 124 - 131
ribosomal protein L23 - 
CGNC Symbol 1138 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1074,49)" 3701 true 1.01 8743



ENSGALP00000006970 CID 699 - 710
exportin 1 - CGNC Symbol 
3224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1321,77)" 5450 true 0.48 8744

ENSGALP00000013267 CID 56 - 68
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1430,69)" 13894 true 1.38 8745

ENSGALP00000022252 CID 503 - 516
sorting nexin 9 - CGNC 
Symbol 10266 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1595,90)" 753 false 8746

ENSGALP00000001483 CID 694 - 700

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(891,51)" 3514 8747

ENSGALP00000001183 CID 217 - 224

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(891,51)" 3514 false 0.78 8748

ENSGALP00000039011 CID 287 - 296

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1089,57)" 1703 true 0.51 8749

ENSGALP00000041772 CID 162 - 172

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1271,63)" 1013 true 0.72 8750



ENSGALP00000006970 CID 699 - 710
exportin 1 - CGNC Symbol 
3224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1325,79)" 2640 8751

ENSGALP00000003423 CID 616 - 626

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1446,73)" 14155 true 0.7 8752

ENSGALP00000000669 CID 78 - 90

Hsap of 4: nascent 
polypeptide-associated 
complex alpha subunit - 
HGNC:7629 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1605,97)" 820 false 8753

ENSGALP00000027238 CID 625 - 643
importin 5 - CGNC Symbol 
50851 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2255,25)" 552 8754

ENSGALP00000006708 CID 63 - 69
hexokinase 1 - CGNC 
Symbol 3101 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(895,53)" 2740 8755

ENSGALP00000012723 CID 753 - 761

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1060,62)" 29543 false 0.03 8756

ENSGALP00000014379 CID 779 - 785

DnaJ heat shock protein 
family (Hsp40) member C10 
- CGNC Symbol 6729 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(871,51)" 1286 false 0.95 8757



ENSGALP00000013491 CID 1,839 - 1,845

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(871,51)" 1286 false 0.95 8758

ENSGALP00000042475 CID 1-Jul

purine-rich element binding 
protein A - CGNC Symbol 
15180 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(871,51)" 1286 false 0.95 8759

ENSGALP00000016361 CID 137 - 144
ribosomal protein S3A - 
CGNC Symbol 51748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1027,56)" 3165 true 0.55 8760

ENSGALP00000025754 CID 116 - 127
serine/threonine kinase 3 - 
CGNC Symbol 52437 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1429,81)" 4667 false 8761

ENSGALP00000018258 CID 385 - 395
Enah/Vasp-like - CGNC 
Symbol 8513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1429,81)" 4667 true 0.37 8762

ENSGALP00000001456 CID 570 - 581

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1429,81)" 4667 false 8763

ENSGALP00000003381 CID 781 - 793
aconitase 1 soluble - CGNC 
Symbol 48955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1429,81)" 4667 false 8764



ENSGALP00000038278 CID 1,194 - 1,206

Hsap of 1: NAC alpha 
domain containing - 
HGNC:22196 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1630,06)" 2248 false 8765

ENSGALP00000018258 CID 385 - 395
Enah/Vasp-like - CGNC 
Symbol 8513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1437,86)" 1347 false 0.37 8766

ENSGALP00000022525 CID 163 - 176

pre-mRNA-processing 
factor 19 - Refseq 
NP_001034420 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1642,87)" 6342 false 8767

ENSGALP00000035658 CID 264 - 277
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1681,82)" 1030 8768

ENSGALP00000018575 CID 89 - 106

RCD1 required for cell 
differentiation1 homolog 
(S. pombe) - CGNC Symbol 
8665 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2067,07)" 4927 true 0.47 8769

ENSGALP00000004641 CID 1,736 - 1,744
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1044,61)" 1471 true 0.73 8770

ENSGALP00000021795 CID 489 - 499 DNA ligase 1 - HGNC:6598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1388,80)" 5564 true 0.46 8771



ENSGALP00000018575 CID 89 - 106

RCD1 required for cell 
differentiation1 homolog 
(S. pombe) - CGNC Symbol 
8665 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2071,10)" 1990 8772

ENSGALP00000003012 CID 314 - 323
malate dehydrogenase 2 - 
CGNC Symbol 1378 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1164,59)" 458 false 8773

ENSGALP00000013862 CID 1,452 - 1,460

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1164,59)" 458 false 8774

ENSGALP00000002822 CID 302 - 311

glyoxylate reductase 1 
homolog - CGNC Symbol 
52955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1236,59)" 1508 false 8775

ENSGALP00000023214 CID 221 - 232

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1446,80)" 3195 8776

ENSGALP00000042988 CID 71 - 85
proteasome subunit beta 2 - 
HGNC:9539 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1639,81)" 1459 true 0.33 8777

ENSGALP00000010239 CID 71 - 86

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2016,98)" 7357 true 0.3 8778



ENSGALP00000023523 CID 71 - 86
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2016,98)" 7357 true 0.3 8779

ENSGALP00000018042 CID 71 - 86

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2016,98)" 7357 true 0.3 8780

ENSGALP00000003357 CID 634 - 651

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2098,18)" 1217 true 0.6 8781

ENSGALP00000005619 CID 290 - 301

polyamine oxidase (exo-N4-
amino) - CGNC Symbol 
65340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1538,78)" 3542 true 0.29 8782

ENSGALP00000042988 CID 71 - 85
proteasome subunit beta 2 - 
HGNC:9539 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1643,83)" 2249 8783

ENSGALP00000022436 CID 326 - 335
tubulin beta class I - 
HGNC:20778 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1257,63)" 27873 true 0.69 8784

ENSGALP00000020884 CID 381 - 390
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1257,63)" 27873 true 0.69 8785



ENSGALP00000013964 CID 381 - 390
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1257,63)" 27873 true 0.69 8786

ENSGALP00000019064 CID 1,608 - 1,620

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1476,83)" 5660 false 8787

ENSGALP00000006278 CID 166 - 178
protein kinase C alpha - 
CGNC Symbol 50506 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1476,83)" 5660 8788

ENSGALP00000012481 CID 30 - 45
ribosomal protein L4 - 
CGNC Symbol 5828 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1880,08)" 10013 8789

ENSGALP00000001978 CID 162 - 171

Gallus gallus replication 
factor C (activator 1) 2 
40kDa (RFC2) mRNA. - 
RefSeq mRNA NM_205530 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1261,66)" 16610 false 0.69 8790

ENSGALP00000014107 CID 140 - 149
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1282,60)" 6393 true 2.29 8791

ENSGALP00000008341 CID 113 - 125

glutathione S-transferase 
theta 1-like - CGNC Symbol 
55583 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1672,84)" 38648 false 8792



ENSGALP00000002525 CID 310 - 318
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1064,63)" 532 false 8793

ENSGALP00000027036 CID 388 - 396

CCR4-NOT transcription 
complex subunit 11 - CGNC 
Symbol 12583 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1064,63)" 532 8794

ENSGALP00000006240 CID 1,249 - 1,258
collagen type VI alpha 3 - 
CGNC Symbol 2875 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1305,71)" 1352 8795

ENSGALP00000040233 CID Feb-16
casein kinase 1 alpha 1 - 
CGNC Symbol 49554 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1480,83)" 8425 false 8796

ENSGALP00000031272 CID 60 - 73

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1688,84)" 4182 true 0.86 8797

ENSGALP00000039270 CID 277 - 282

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(714,47)" 1036 false 8798

ENSGALP00000019667 CID 272 - 276

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(714,47)" 1036 false 8799



ENSGALP00000004476 CID 102 - 110
reticulocalbin 2 - CGNC 
Symbol 2050 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1003,50)" 3096 false 0.47 8800

ENSGALP00000041673 CID 140 - 149
Surfeit locus protein 4 - UP 
Q800K9 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1124,58)" 1021 true 1.03 8801

ENSGALP00000015160 CID 847 - 856

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1138,62)" 1037 8802

ENSGALP00000026406 CID 246 - 254

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1138,62)" 1037 false 1.03 8803

ENSGALP00000003646 CID 319 - 330

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1367,82)" 1485 true 1.13 8804

ENSGALP00000020445 CID 1,846 - 1,856

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1399,73)" 1851 true 0.3 8805

ENSGALP00000020134 CID 123 - 139

3-hydroxybutyrate 
dehydrogenase type 2 - 
CGNC Symbol 9371 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1840,04)" 6775 false 8806



ENSGALP00000035658 CID 117 - 122
paraspeckle component 1 - 
CGNC Symbol 50884 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(728,44)" 6357 8807

ENSGALP00000008824 CID 110 - 115

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(728,44)" 6357 8808

ENSGALP00000041673 CID 140 - 149
Surfeit locus protein 4 - UP 
Q800K9 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1128,59)" 1048 8809

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - 
CGNC Symbol 50454 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1152,63)" 5846 false 0.99 8810

ENSGALP00000041690 CID 65 - 73

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1152,63)" 5846 true 0.99 8811

ENSGALP00000003646 CID 319 - 330

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1371,85)" 1684 8812

ENSGALP00000037564 CID 116 - 126

Hsap of 4: solute carrier 
family 25 member 10 - 
HGNC:10980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1371,85)" 1684 8813



ENSGALP00000024856 CID 307 - 319

solute carrier family 44 
(choline transporter) 
member 1 - CGNC Symbol 
53042 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1371,85)" 1684 8814

ENSGALP00000015396 CID 895 - 900
SEC23 interacting protein - 
CGNC Symbol 7197 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(732,48)" 1481 8815

ENSGALP00000003954 CID 273 - 278

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(732,48)" 1481 true 1.05 8816

ENSGALP00000025299 CID 332 - 337
C-terminal binding protein 
1 - CGNC Symbol 11723 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(732,48)" 1481 8817

ENSGALP00000041690 CID 65 - 73

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1160,69)" 5192 true 0.99 8818

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - 
CGNC Symbol 50454 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1160,69)" 5192 false 0.99 8819

ENSGALP00000003043 CID 684 - 695
alanyl-tRNA synthetase - 
CGNC Symbol 50043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1436,70)" 9206 true 0.69 8820



ENSGALP00000021255 CID 382 - 388

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(847,53)" 6838 true 1.15 8821

ENSGALP00000002442 CID 123 - 129

chromosome 17 open 
reading frame 62 - 
HGNC:28672 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(847,53)" 6838 false 1.15 8822

ENSGALP00000017661 CID 204 - 213
USO1 vesicle transport 
factor - CGNC Symbol 8265 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1223,65)" 1256 true 0.96 8823

ENSGALP00000017049 CID 27 - 42

cytidine/uridine 
monophosphate kinase 1 - 
CGNC Symbol 7971 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1893,94)" 918 true 1.41 8824

ENSGALP00000034108 CID 467 - 474
pyruvate kinase muscle - 
CGNC Symbol 1412 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(983,61)" 9364 true 0.79 8825

ENSGALP00000017661 CID 204 - 213
USO1 vesicle transport 
factor - CGNC Symbol 8265 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1227,67)" 1206 8826

ENSGALP00000015844 CID 376 - 395
arylsulfatase A - CGNC 
Symbol 7409 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2332,18)" 3053 true 1 8827



ENSGALP00000020744 CID 384 - 394

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1232,72)" 17014 8828

ENSGALP00000004548 CID 335 - 346

acyl-CoA dehydrogenase 
long chain - CGNC Symbol 
2086 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1471,83)" 6598 true 2.81 8829

ENSGALP00000030189 CID 55 - 66

cytochrome c oxidase 
subunit 6C - CGNC Symbol 
13868 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1580,78)" 634 false 8830

ENSGALP00000023288 CID 75 - 89

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1768,84)" 47111 true 1.37 8831

ENSGALP00000015844 CID 376 - 395
arylsulfatase A - CGNC 
Symbol 7409 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2336,20)" 3067 8832

ENSGALP00000018335 CID 342 - 352

TBC1 domain family 
member 5 - CGNC Symbol 
8548 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1300,77)" 403 false 8833

ENSGALP00000000669 CID 78 - 90

Hsap of 4: nascent 
polypeptide-associated 
complex alpha subunit - 
HGNC:7629 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1633,99)" 6549 true 1.42 8834



ENSGALP00000023288 CID 75 - 89

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1772,86)" 58259 8835

ENSGALP00000043256 CID 305 - 315

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1201,68)" 8058 true 0.49 8836

ENSGALP00000043256 CID 305 - 315

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1205,71)" 3389 8837

ENSGALP00000008498 CID 283 - 299
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1904,09)" 4140 true 0.46 8838

ENSGALP00000038130 CID 32 - 47
profilin-2 - Refseq 
NP_001073228 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1916,88)" 1120 false 1.25 8839

ENSGALP00000012605 CID 308 - 319

pescadillo ribosomal 
biogenesis factor 1 - CGNC 
Symbol 5881 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1453,85)" 895 true 0.78 8840

ENSGALP00000038979 CID 567 - 580

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1739,94)" 3566 8841



ENSGALP00000020561 CID 45 - 51

RNA 2' 3'-cyclic phosphate 
and 5'-OH ligase - CGNC 
Symbol 9570 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(965,51)" 505 false 8842

ENSGALP00000009354 CID 267 - 273

platelet activating factor 
acetylhydrolase 1b 
regulatory subunit 1 - CGNC 
Symbol 4356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(965,51)" 505 false 8843

ENSGALP00000012605 CID 308 - 319

pescadillo ribosomal 
biogenesis factor 1 - CGNC 
Symbol 5881 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1457,88)" 353 8844

ENSGALP00000014100 CID 51 - 59

chromosome 1 open 
reading frame 52 - 
HGNC:24871 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1111,61)" 545 true 1.09 8845

ENSGALP00000015780 CID 116 - 126

tetratricopeptide repeat 
protein 38-like - CGNC 
Symbol 52836 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1313,74)" 549 true 0.97 8846

ENSGALP00000024116 CID 770 - 783

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1521,93)" 487 8847

ENSGALP00000016629 CID 115 - 128
peroxiredoxin 1 - CGNC 
Symbol 7794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1683,84)" 43294 true 0.55 8848



ENSGALP00000005542 CID 147 - 152
uridine-cytidine kinase 2 - 
CGNC Symbol 2561 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(885,52)" 3575 false 8849

ENSGALP00000024167 CID 179 - 184
transportin 1 - CGNC 
Symbol 11160 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(885,52)" 3575 false 0.57 8850

ENSGALP00000020654 CID 869 - 874
KIAA1033 - CGNC Symbol 
9617 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(885,52)" 3575 8851

ENSGALP00000026126 CID 65 - 70
ribosomal protein L8 - 
CGNC Symbol 12137 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(885,52)" 3575 false 8852

ENSGALP00000005794 CID 3,294 - 3,304

spen family transcriptional 
repressor - CGNC Symbol 
2675 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1284,74)" 3708 false 0.67 8853

ENSGALP00000012723 CID 583 - 594

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1284,74)" 3708 false 1 8854

ENSGALP00000040424 CID 289 - 298

small nuclear 
ribonucleoprotein U5 
subunit 40 - CGNC Symbol 
381 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1284,74)" 3708 true 0.67 8855



ENSGALP00000008236 CID 342 - 353
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1332,70)" 1243 true 1.5 8856

ENSGALP00000016629 CID 115 - 128
peroxiredoxin 1 - CGNC 
Symbol 7794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1691,89)" 23016 true 0.55 8857

ENSGALP00000027981 CID 690 - 698

ribonucleotide reductase 
catalytic subunit M1 - CGNC 
Symbol 13036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1020,57)" 1858 8858

ENSGALP00000016196 CID 121 - 131

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1319,75)" 5040 false 8859

ENSGALP00000006259 CID 193 - 203

palmitoyl-protein 
thioesterase 1 - CGNC 
Symbol 2887 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1333,71)" 558 true 1.33 8860

ENSGALP00000006240 CID 2,538 - 2,551
collagen type VI alpha 3 - 
CGNC Symbol 2875 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1570,89)" 423 8861

ENSGALP00000009853 CID 74 - 89
zinc finger protein 326 - 
CGNC Symbol 4587 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1710,77)" 2708 8862



ENSGALP00000040388 CID 392 - 400
transcription factor 3 - 
CGNC Symbol 739 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1097,66)" 8618 8863

ENSGALP00000016816 CID 54 - 64
exportin 5 - CGNC Symbol 
7870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1261,76)" 1717 false 1.02 8864

ENSGALP00000024803 CID 346 - 358
prolyl endopeptidase - 
CGNC Symbol 11476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1663,90)" 2985 true 0.97 8865

ENSGALP00000008338 CID 514 - 526

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1691,95)" 2885 true 0.28 8866

ENSGALP00000039645 CID 376 - 383

RNA pseudouridylate 
synthase domain containing 
2 - HGNC:24180 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1035,63)" 2143 false 0.32 8867

ENSGALP00000003612 CID 471 - 478

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1035,63)" 2143 true 0.32 8868

ENSGALP00000018294 CID 375 - 384

tryptophanyl-tRNA 
synthetase - CGNC Symbol 
8529 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1114,61)" 4940 false 0.32 8869



ENSGALP00000041108 CID 555 - 563
SATB homeobox 1 - CGNC 
Symbol 8550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1114,61)" 4940 true 0.32 8870

ENSGALP00000006259 CID 193 - 203

palmitoyl-protein 
thioesterase 1 - CGNC 
Symbol 2887 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1337,74)" 745 8871

ENSGALP00000024803 CID 346 - 358
prolyl endopeptidase - 
CGNC Symbol 11476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1671,95)" 2240 true 0.97 8872

ENSGALP00000038835 CID 285 - 292
mutS homolog 6 - CGNC 
Symbol 6804 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(876,54)" 538 8873

ENSGALP00000005212 CID 432 - 438
histone deacetylase 1 - 
CGNC Symbol 2394 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(876,54)" 538 false 8874

ENSGALP00000010910 CID Jan-13

cleavage stimulation factor 
3' pre-RNA subunit 2 64kDa - 
CGNC Symbol 51677 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1386,73)" 4548 8875

ENSGALP00000038505 CID 36 - 51

protein O-
fucosyltransferase 1 - CGNC 
Symbol 4973 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1776,93)" 7180 true 0.59 8876



ENSGALP00000018498 CID 279 - 294

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2119,15)" 3357 false 8877

ENSGALP00000018987 CID 374 - 381
t-complex 1 - CGNC Symbol 
8842 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(888,53)" 7206 true 1.02 8878

ENSGALP00000020268 CID 114 - 123

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1190,69)" 740 false 8879

ENSGALP00000020534 CID 33 - 43

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1397,69)" 672 8880

ENSGALP00000009122 CID 303 - 313
checkpoint kinase 2 - CGNC 
Symbol 4245 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1416,76)" 6795 false 2.48 8881

ENSGALP00000019832 CID 80 - 91

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1527,73)" 624 false 8882

ENSGALP00000038505 CID 36 - 51

protein O-
fucosyltransferase 1 - CGNC 
Symbol 4973 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1780,96)" 3634 8883



ENSGALP00000019037 CID 360 - 370

acetyl-CoA 
acetyltransferase 2 - CGNC 
Symbol 8861 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1309,86)" 7955 8884

ENSGALP00000031109 CID 155 - 175

nuclear receptor 
coactivator 7 - CGNC 
Symbol 51536 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2353,35)" 833 false 8885

ENSGALP00000001183 CID 196 - 206

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1289,63)" 1488 true 0.53 8886

ENSGALP00000009037 CID 609 - 621
myosin IG - CGNC Symbol 
51252 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1539,86)" 813 false 8887

ENSGALP00000019961 CID 261 - 275
methionyl aminopeptidase 
1 - CGNC Symbol 9297 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1792,95)" 2029 false 8888

ENSGALP00000001183 CID 196 - 206

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1293,64)" 794 8889

ENSGALP00000012376 CID 511 - 522

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1463,78)" 1052 true 2.81 8890



ENSGALP00000004548 CID 335 - 346

acyl-CoA dehydrogenase 
long chain - CGNC Symbol 
2086 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1463,78)" 1052 false 2.81 8891

ENSGALP00000016102 CID 667 - 678

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1560,84)" 832 true 0.61 8892

ENSGALP00000004621 CID 250 - 268

electron-transfer-
flavoprotein alpha 
polypeptide - CGNC Symbol 
2114 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1948,93)" 503 false 0.76 8893

ENSGALP00000000170 CID 13 - 36
receptor for activated C 
kinase 1 - CGNC Symbol 61 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2655,34)" 558 false 8894

ENSGALP00000003089 CID 488 - 502
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1888,01)" 1747 false 8895

ENSGALP00000002442 CID 130 - 147

chromosome 17 open 
reading frame 62 - 
HGNC:28672 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2005,01)" 646 false 8896

ENSGALP00000018042 CID 71 - 86

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2032,97)" 613 false 8897



ENSGALP00000010239 CID 71 - 86

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2032,97)" 613 false 8898

ENSGALP00000023523 CID 71 - 86
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2032,97)" 613 false 8899

ENSGALP00000007822 CID 244 - 251

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1025,61)" 7333 true 2.27 8900

ENSGALP00000008131 CID 929 - 939
vinculin - CGNC Symbol 
3778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1204,64)" 504 8901

ENSGALP00000006284 CID 58 - 69

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1327,68)" 3256 true 0.43 8902

ENSGALP00000010754 CID 114 - 130

microtubule-associated 
protein RP/EB family 
member 1 - CGNC Symbol 
50961 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2033,94)" 4009 true 0.42 8903

ENSGALP00000022402 CID 238 - 254

galactose mutarotase 
(aldose 1-epimerase) - 
CGNC Symbol 10350 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2101,01)" 397 true 1.21 8904



ENSGALP00000041974 CID 260 - 269

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1257,64)" 1849 true 0.67 8905

ENSGALP00000000933 CID 49 - 66

outer mitochondrial 
membrane cytochrome b5 - 
CGNC Symbol 50102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2042,03)" 6758 8906

ENSGALP00000009964 CID 282 - 300
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2042,03)" 6758 false 8907

ENSGALP00000022402 CID 238 - 254

galactose mutarotase 
(aldose 1-epimerase) - 
CGNC Symbol 10350 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2105,03)" 482 8908

ENSGALP00000036304 CID 357 - 365

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1197,61)" 846 true 1.84 8909

ENSGALP00000041974 CID 260 - 269

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1261,66)" 1248 8910

ENSGALP00000027519 CID 209 - 219

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1337,76)" 7274 8911



ENSGALP00000010303 CID 880 - 891
interleukin 16 - CGNC 
Symbol 4808 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1337,76)" 7274 8912

ENSGALP00000012376 CID 339 - 349

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1337,76)" 7274 8913

ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1220,69)" 21799 8914

ENSGALP00000038979 CID 567 - 580

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1735,91)" 2971 true 0.97 8915

ENSGALP00000015719 CID 31 - 36
AT-rich interaction domain 
2 - CGNC Symbol 7350 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(719,45)" 629 false 8916

ENSGALP00000007389 CID 92 - 98
F-box protein 6 - CGNC 
Symbol 51014 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(886,56)" 677 8917

ENSGALP00000040966 CID 50 - 57

Hsap of 1: hydroxysteroid 
17-beta dehydrogenase 10 - 
HGNC:4800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(886,56)" 677 8918



ENSGALP00000000666 CID 464 - 475
phosphoglucomutase 2 - 
CGNC Symbol 52790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1498,76)" 959 true 0.88 8919

ENSGALP00000004317 CID 652 - 657
golgi glycoprotein 1 - CGNC 
Symbol 1981 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(762,44)" 713 8920

ENSGALP00000003538 CID 405 - 414

eukaryotic translation 
termination factor 1 - CGNC 
Symbol 1614 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(974,59)" 7448 false 8921

ENSGALP00000000666 CID 464 - 475
phosphoglucomutase 2 - 
CGNC Symbol 52790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1506,81)" 847 false 0.88 8922

ENSGALP00000019018 CID 204 - 215
translin - CGNC Symbol 
8854 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1519,88)" 752 false 8923

ENSGALP00000011167 CID 234 - 252

ribonuclease/angiogenin 
inhibitor 1 - CGNC Symbol 
5211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2136,15)" 4997 true 1.02 8924

ENSGALP00000006939 CID 697 - 704
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(918,54)" 4176 true 0.68 8925



ENSGALP00000002385 CID 897 - 905
myosin IF - CGNC Symbol 
1089 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(918,54)" 4176 false 0.68 8926

ENSGALP00000021949 CID 168 - 177

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1260,76)" 1902 false 8927

ENSGALP00000029248 CID 156 - 167
chromobox homolog 1 - 
CGNC Symbol 49096 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1554,77)" 3453 true 0.47 8928

ENSGALP00000038795 CID 335 - 347

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1581,81)" 34705 true 0.67 8929

ENSGALP00000028055 CID 376 - 391
leucine aminopeptidase 3 - 
CGNC Symbol 4763 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1889,98)" 949 true 0.79 8930

ENSGALP00000011167 CID 234 - 252

ribonuclease/angiogenin 
inhibitor 1 - CGNC Symbol 
5211 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2144,20)" 5120 true 1.02 8931

ENSGALP00000026301 CID 53 - 59

NADH:ubiquinone 
oxidoreductase subunit B9 - 
CGNC Symbol 12221 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(922,56)" 2359 false 8932



ENSGALP00000012293 CID 135 - 142
ribosomal protein L35a - 
CGNC Symbol 5744 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1006,57)" 2410 false 8933

ENSGALP00000017553 CID 390 - 399

basic leucine zipper and W2 
domains 2 - CGNC Symbol 
8215 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1180,64)" 636 false 8934

ENSGALP00000026337 CID 218 - 225
peroxiredoxin 4 - CGNC 
Symbol 12239 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(976,58)" 984 false 8935

ENSGALP00000015665 CID 178 - 186 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1025,57)" 15859 false 8936

ENSGALP00000011822 CID 182 - 192

proteasome 26S subunit 
non-ATPase 6 - CGNC 
Symbol 5531 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1369,73)" 2606 true 0.3 8937

ENSGALP00000016536 CID 304 - 316
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1538,83)" 3920 8938

ENSGALP00000004013 CID 1,919 - 1,932 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1538,83)" 3920 false 8939



ENSGALP00000016629 CID 129 - 136
peroxiredoxin 1 - CGNC 
Symbol 7794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(990,59)" 3789 false 8940

ENSGALP00000035339 CID 170 - 180

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1031,62)" 2955 false 3.06* 8941

ENSGALP00000036056 CID 51 - 58

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1033,54)" 4530 true 1.71 8942

ENSGALP00000022243 CID 587 - 595

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1051,56)" 1379 8943

ENSGALP00000005132 CID 157 - 167

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1303,81)" 24472 8944

ENSGALP00000002942 CID 266 - 275

vav 3 guanine nucleotide 
exchange factor - CGNC 
Symbol 1353 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1311,80)" 739 false 8945

ENSGALP00000002234 CID Feb-13

RAB14 member RAS 
oncogene family - CGNC 
Symbol 1018 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1507,76)" 1139 true 1.04 8946



ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1552,88)" 699 true 0.6 8947

ENSGALP00000036056 CID 51 - 58

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1037,57)" 3047 8948

ENSGALP00000024150 CID 656 - 665

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1141,58)" 1268 false 8949

ENSGALP00000008524 CID 577 - 588
decapping mRNA 1A - 
CGNC Symbol 3963 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1448,88)" 1727 false 8950

ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1556,91)" 797 8951

ENSGALP00000029248 CID 156 - 167
chromobox homolog 1 - 
CGNC Symbol 49096 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1558,80)" 1294 8952

ENSGALP00000013843 CID 19 - 26
THO complex 2 - CGNC 
Symbol 6452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1107,56)" 2712 true 0.44 8953



ENSGALP00000018042 CID 31 - 41

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1226,72)" 10128 false 8954

ENSGALP00000023523 CID 31 - 41
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1226,72)" 10128 false 8955

ENSGALP00000010239 CID 31 - 41

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1226,72)" 10128 false 8956

ENSGALP00000042680 CID 29 - 39

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1226,72)" 10128 false 8957

ENSGALP00000015657 CID 29 - 39
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1226,72)" 10128 false 8958

ENSGALP00000025900 CID 628 - 639
NudC domain containing 1 - 
HGNC:24306 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1416,78)" 2619 false 8959

ENSGALP00000006939 CID 450 - 462
annexin A6 - CGNC Symbol 
49340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1559,89)" 735 false 8960



ENSGALP00000027238 CID 853 - 865
importin 5 - CGNC Symbol 
50851 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1559,89)" 735 false 8961

ENSGALP00000032625 CID 389 - 398
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1222,68)" 3201 8962

ENSGALP00000021795 CID 489 - 499 DNA ligase 1 - HGNC:6598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1392,80)" 982 8963

ENSGALP00000042001 CID 175 - 189

GDP-D-glucose 
phosphorylase 1 - CGNC 
Symbol 64926 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1593,92)" 893 false 8964

ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1245,67)" 2132 false 2.17 8965

ENSGALP00000006566 CID 52 - 62

serine/arginine-rich splicing 
factor 10 - CGNC Symbol 
51061 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1362,71)" 563 8966

ENSGALP00000012529 CID 228 - 243
enoyl-CoA delta isomerase 
1 - CGNC Symbol 50312 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1776,98)" 3316 true 0.77 8967



ENSGALP00000010510 CID 300 - 311
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1508,79)" 7593 true 0.85 8968

ENSGALP00000019120 CID 303 - 314
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1508,79)" 7593 true 0.85 8969

ENSGALP00000012529 CID 228 - 243
enoyl-CoA delta isomerase 
1 - CGNC Symbol 50312 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1781,00)" 1568 8970

ENSGALP00000010510 CID 300 - 311
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1512,81)" 6439 8971

ENSGALP00000039954 CID 303 - 314
Hsap of 1: formin like 1 - 
HGNC:1212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1512,81)" 6439 8972

ENSGALP00000019120 CID 303 - 314
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1512,81)" 6439 8973

ENSGALP00000016447 CID 126 - 139
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1598,90)" 512 false 8974



ENSGALP00000019975 CID 162 - 181

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2389,35)" 5786 false 8975

ENSGALP00000018849 CID 175 - 185

interleukin enhancer 
binding factor 2 - CGNC 
Symbol 8794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1264,79)" 5315 true 0.63 8976

ENSGALP00000037906 CID Jun-18
ribosomal protein L35 - 
CGNC Symbol 49055 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1612,93)" 1177 true 0.86 8977

ENSGALP00000010305 CID 254 - 268

v-crk avian sarcoma virus 
CT10 oncogene homolog-
like - CGNC Symbol 4810 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1612,93)" 1177 false 8978

ENSGALP00000002625 CID 381 - 394

Gallus gallus ATPase H+ 
transporting lysosomal 
56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - 
RefSeq mRNA 
NM_001293241 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1624,95)" 2071 true 2.16 8979

ENSGALP00000033741 CID 74 - 88

EF-hand domain family 
member D1 - CGNC Symbol 
52247 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1861,95)" 3511 false 8980

ENSGALP00000040890 CID 571 - 586

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1913,97)" 1651 false 8981



ENSGALP00000027519 CID 474 - 490

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2157,11)" 427 false 8982

ENSGALP00000017386 CID 73 - 91
adenylosuccinate synthase - 
CGNC Symbol 53408 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2242,13)" 6740 8983

ENSGALP00000018849 CID 175 - 185

interleukin enhancer 
binding factor 2 - CGNC 
Symbol 8794 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1268,82)" 2335 8984

ENSGALP00000037906 CID Jun-18
ribosomal protein L35 - 
CGNC Symbol 49055 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1620,97)" 542 true 0.86 8985

ENSGALP00000039872 CID 205 - 225

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2356,06)" 1018 false 8986

ENSGALP00000005944 CID 748 - 762
phospholipase C gamma 1 - 
CGNC Symbol 50935 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1639,78)" 3712 true 0.72 8987

ENSGALP00000036413 CID 370 - 384
interferon regulatory factor 
4 - CGNC Symbol 9722 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1869,98)" 2400 8988



ENSGALP00000016447 CID 194 - 200
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1001,56)" 3748 8989

ENSGALP00000008336 CID 16 - 26

adhesion regulating 
molecule 1 - CGNC Symbol 
3870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1332,73)" 3030 8990

ENSGALP00000032625 CID 389 - 398
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1218,65)" 2820 true 0.65 8991

ENSGALP00000039736 CID 104 - 122
CD74 molecule - CGNC 
Symbol 3398 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2103,16)" 786 false 8992

ENSGALP00000006604 CID 335 - 356

GTPase activating protein 
(SH3 domain) binding 
protein 1 - CGNC Symbol 
50211 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2634,41)" 733 false 8993

ENSGALP00000005224 CID 170 - 179

isocitrate dehydrogenase 3 
(NAD+) alpha - CGNC 
Symbol 2399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1244,64)" 595 true 1.03 8994

ENSGALP00000016523 CID 321 - 331

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1376,70)" 75126 true 0.88 8995



ENSGALP00000041756 CID 49 - 63
Parkinsonism associated 
deglycase - HGNC:16369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1757,89)" 3000 true 0.88 8996

ENSGALP00000016829 CID 98 - 115
polymerase (RNA) I subunit 
C - CGNC Symbol 7876 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2146,11)" 402 false 8997

ENSGALP00000007523 CID 54 - 74

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2452,37)" 819 false 8998

ENSGALP00000012240 CID 326 - 330

amyloid beta (A4) precursor 
protein-binding family B 
member 1 interacting 
protein - CGNC Symbol 
5719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(739,46)" 2147 true 0.38 8999

ENSGALP00000040966 CID 50 - 57

Hsap of 1: hydroxysteroid 
17-beta dehydrogenase 10 - 
HGNC:4800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(882,54)" 1122 false 1.09 9000

ENSGALP00000008056 CID 36 - 43

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(950,60)" 2874 9001

ENSGALP00000005224 CID 170 - 179

isocitrate dehydrogenase 3 
(NAD+) alpha - CGNC 
Symbol 2399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1248,66)" 1216 9002



ENSGALP00000016490 CID 488 - 493
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(796,47)" 1481 false 9003

ENSGALP00000001565 CID 340 - 347

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(997,54)" 3517 false 9004

ENSGALP00000016447 CID 194 - 200
ribosomal protein S8 - 
CGNC Symbol 52222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(997,54)" 3517 true 0.92 9005

ENSGALP00000000742 CID 128 - 135
ring finger protein 113A - 
CGNC Symbol 51137 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1032,63)" 384 false 9006

ENSGALP00000042497 CID 125 - 140

RAR-related orphan 
receptor C - CGNC Symbol 
58847 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1660,84)" 1994 false 9007

ENSGALP00000013524 CID 1,090 - 1,095
STE20-like kinase - CGNC 
Symbol 6304 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(811,45)" 1238 false 9008

ENSGALP00000032274 CID 201 - 206

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(811,45)" 1238 false 9009



ENSGALP00000038957 CID 129 - 133
ribosomal protein L27 - 
CGNC Symbol 49733 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(811,45)" 1238 false 9010

ENSGALP00000023288 CID 168 - 176

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1073,54)" 4722 true 0.78 9011

ENSGALP00000007667 CID 204 - 212
glyoxalase domain 
containing 4 - HGNC:14111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1045,60)" 8067 false 0.56 9012

ENSGALP00000036760 CID 334 - 342

centrosomal protein 
135kDa - CGNC Symbol 
10315 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1045,60)" 8067 false 0.56 9013

ENSGALP00000016523 CID 340 - 348

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1140,60)" 4866 false 9014

ENSGALP00000011372 CID 522 - 531
pitrilysin metallopeptidase 
1 - CGNC Symbol 5310 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1202,64)" 4093 false 0.48 9015

ENSGALP00000034108 CID Apr-31
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(3265,49)" 1202 true 1.67 9016



ENSGALP00000009286 CID 471 - 477

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(940,46)" 1793 true 0.48 9017

ENSGALP00000011770 CID 697 - 703
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(940,46)" 1793 false 0.48 9018

ENSGALP00000012326 CID 145 - 152

Fas associated via death 
domain - CGNC Symbol 
51906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1052,59)" 637 9019

ENSGALP00000014374 CID 299 - 310
malate dehydrogenase 1 - 
CGNC Symbol 6725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1421,75)" 1315 true 1.09 9020

ENSGALP00000021303 CID 13 - 27

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1627,99)" 7581 9021

ENSGALP00000033594 CID 61 - 79

phosphohistidine 
phosphatase 1 - CGNC 
Symbol 14487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2064,89)" 1607 true 0.72 9022

ENSGALP00000034108 CID Apr-31
pyruvate kinase muscle - 
CGNC Symbol 1412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(3269,51)" 2215 9023



ENSGALP00000004251 CID Nov-19

transcription factor A 
mitochondrial - CGNC 
Symbol 1948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(860,53)" 11050 9024

ENSGALP00000021255 CID 353 - 360

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(860,53)" 11050 true 0.73 9025

ENSGALP00000012986 CID 113 - 120

protein tyrosine 
phosphatase non-receptor 
type 1 - CGNC Symbol 6062 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(963,55)" 3516 false 1.01 9026

ENSGALP00000020154 CID 77 - 83
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(963,55)" 3516 true 0.34 9027

ENSGALP00000027238 CID 499 - 507
importin 5 - CGNC Symbol 
50851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1093,63)" 5463 false 0.87 9028

ENSGALP00000040388 CID 392 - 400
transcription factor 3 - 
CGNC Symbol 739 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1093,63)" 5463 true 0.87 9029

ENSGALP00000014374 CID 299 - 310
malate dehydrogenase 1 - 
CGNC Symbol 6725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1425,78)" 823 9030



ENSGALP00000012349 CID 69 - 86
C-terminal binding protein-
like - CGNC Symbol 50231 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2020,12)" 845 9031

ENSGALP00000033594 CID 61 - 79

phosphohistidine 
phosphatase 1 - CGNC 
Symbol 14487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2068,91)" 1160 9032

ENSGALP00000020154 CID 77 - 83
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(967,57)" 1296 9033

ENSGALP00000025165 CID 164 - 173

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1143,67)" 4189 true 0.41 9034

ENSGALP00000000509 CID 78 - 88

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1320,76)" 1366 true 1.03 9035

ENSGALP00000013987 CID 336 - 354

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2129,02)" 1142 false 9036

ENSGALP00000013410 CID 312 - 319

ADP-ribosylation factor 
GTPase activating protein 2 - 
CGNC Symbol 51916 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(864,55)" 6357 9037



ENSGALP00000021255 CID 353 - 360

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(864,55)" 6357 9038

ENSGALP00000000316 CID 41 - 47
major vault protein - CGNC 
Symbol 136 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(864,55)" 6357 false 0.73 9039

ENSGALP00000015492 CID 319 - 325
histone acetyltransferase 1 - 
CGNC Symbol 7250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(980,61)" 2490 9040

ENSGALP00000030639 CID 77 - 84
Ras-related protein Rab-6A - 
UP Q1KME6 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(980,61)" 2490 9041

ENSGALP00000035386 CID 196 - 204
hemopexin - CGNC Symbol 
15517 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1156,57)" 4551 9042

ENSGALP00000000509 CID 78 - 88

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1328,81)" 701 true 1.03 9043

ENSGALP00000007705 CID 51 - 61

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1328,81)" 701 9044



ENSGALP00000015396 CID 806 - 820
SEC23 interacting protein - 
CGNC Symbol 7197 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1836,96)" 7262 true 0.73 9045

ENSGALP00000006043 CID 467 - 476

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1222,62)" 1253 true 1.48 9046

ENSGALP00000010423 CID 122 - 135

protein phosphatase 2 
catalytic subunit alpha 
isozyme - CGNC Symbol 
4870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1819,90)" 547 false 9047

ENSGALP00000015396 CID 806 - 820
SEC23 interacting protein - 
CGNC Symbol 7197 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1840,98)" 5272 9048

ENSGALP00000008498 CID 283 - 299
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1912,14)" 1459 true 0.46 9049

ENSGALP00000003914 CID 236 - 245

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1249,70)" 6654 9050

ENSGALP00000004799 CID 44 - 57
spermidine synthase - 
CGNC Symbol 2201 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1571,87)" 726 false 9051



ENSGALP00000019755 CID 103 - 115

eukaryotic translation 
initiation factor 3 subunit M 
- CGNC Symbol 9182 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1571,87)" 726 false 9052

ENSGALP00000000615 CID 94 - 110
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2123,97)" 7760 9053

ENSGALP00000007220 CID 1,020 - 1,026

zinc finger MYND-type 
containing 8 - CGNC Symbol 
3357 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(981,54)" 685 false 9054

ENSGALP00000004871 CID 154 - 161

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1049,61)" 721 true 0.44 9055

ENSGALP00000016629 CID 141 - 151
peroxiredoxin 1 - CGNC 
Symbol 7794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1253,72)" 102895 true 0.54 9056

ENSGALP00000001957 CID 705 - 715

serine and arginine 
repetitive matrix 1 - CGNC 
Symbol 876 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1253,72)" 102895 false 0.54 9057

ENSGALP00000019634 CID 281 - 289

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1022,62)" 456 false 9058



ENSGALP00000040466 CID 1,243 - 1,250

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1022,62)" 456 false 9059

ENSGALP00000025754 CID Dec-20
serine/threonine kinase 3 - 
CGNC Symbol 52437 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1080,65)" 1664 9060

ENSGALP00000004521 CID 359 - 367

ribosomal L1 domain 
containing 1 - CGNC Symbol 
2075 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1080,65)" 1664 false 9061

ENSGALP00000008279 CID 68 - 77
mitochondrial carrier 2 - 
CGNC Symbol 3845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1085,66)" 685 false 9062

ENSGALP00000035738 CID 355 - 365

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1257,74)" 55324 false 9063

ENSGALP00000016629 CID 141 - 151
peroxiredoxin 1 - CGNC 
Symbol 7794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1257,74)" 55324 9064

ENSGALP00000016523 CID 340 - 348

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1136,58)" 765 false 9065



ENSGALP00000040662 CID 238 - 247
inositol monophosphatase 
1 - HGNC:6050 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1146,73)" 12235 false 9066

ENSGALP00000003717 CID 209 - 220

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1274,73)" 4751 9067

ENSGALP00000005905 CID 167 - 180

HAUS augmin like complex 
subunit 8 - CGNC Symbol 
51188 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1795,88)" 498 false 2.67 9068

ENSGALP00000015519 CID 518 - 533

solute carrier family 25 
(aspartate/glutamate 
carrier) member 12 - CGNC 
Symbol 7264 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1911,01)" 763 false 9069

ENSGALP00000033650 CID 585 - 609
FYN binding protein - CGNC 
Symbol 2773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2766,18)" 506 false 9070

ENSGALP00000018087 CID 279 - 287
vaccinia related kinase 1 - 
CGNC Symbol 8440 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1154,58)" 2714 true 0.57 9071

ENSGALP00000018382 CID 523 - 532
early endosome antigen 1 - 
CGNC Symbol 8572 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1169,70)" 3890 9072



ENSGALP00000008171 CID 899 - 908

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1169,70)" 3890 true 1 9073

ENSGALP00000019016 CID 63 - 72

nucleolar protein 
interacting with the FHA 
domain of MKI67 - CGNC 
Symbol 8852 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1302,64)" 3306 true 0.61 9074

ENSGALP00000018498 CID 607 - 614

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(946,57)" 601 9075

ENSGALP00000016523 CID 606 - 613

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(946,57)" 601 9076

ENSGALP00000011044 CID 632 - 640

inter-alpha-trypsin inhibitor 
heavy chain 2 - CGNC 
Symbol 5157 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1158,61)" 1210 false 5.42 9077

ENSGALP00000041208 CID 78 - 87
ferritin light polypeptide - 
Refseq NP_989714 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1317,69)" 2218 true 0.41 9078

ENSGALP00000015517 CID 497 - 512

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2006,07)" 2905 true 1.23 9079



ENSGALP00000007236 CID 59 - 67
calcyclin binding protein - 
CGNC Symbol 3365 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(967,56)" 3850 false 9080

ENSGALP00000001332 CID 139 - 145
lysyl-tRNA synthetase - 
CGNC Symbol 602 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(967,56)" 3850 true 0.96 9081

ENSGALP00000020463 CID 151 - 162

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1234,76)" 8457 true 0.56 9082

ENSGALP00000041208 CID 78 - 87
ferritin light polypeptide - 
Refseq NP_989714 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1321,72)" 912 9083

ENSGALP00000001332 CID 139 - 145
lysyl-tRNA synthetase - 
CGNC Symbol 602 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(971,58)" 4110 9084

ENSGALP00000020463 CID 151 - 162

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1238,79)" 4044 9085

ENSGALP00000012376 CID 339 - 349

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1333,74)" 3705 true 1.71 9086



ENSGALP00000019975 CID 270 - 280

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1364,67)" 1232 true 0.97 9087

ENSGALP00000005576 CID 241 - 251

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1364,67)" 1232 true 0.97 9088

ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1364,67)" 1232 true 0.97 9089

ENSGALP00000042140 CID 98 - 115

6-
phosphogluconolactonase - 
CGNC Symbol 10027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2108,17)" 7872 true 0.9 9090

ENSGALP00000007055 CID 289 - 305

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2150,12)" 2795 false 9091

ENSGALP00000012349 CID 340 - 351
C-terminal binding protein-
like - CGNC Symbol 50231 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1319,76)" 860 9092

ENSGALP00000019975 CID 270 - 280

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1368,69)" 1027 9093



ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1368,69)" 1027 9094

ENSGALP00000005576 CID 241 - 251

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1368,69)" 1027 9095

ENSGALP00000026509 CID 715 - 732

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2162,15)" 10807 true 0.25 9096

ENSGALP00000030864 CID 22 - 31
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1072,62)" 937 true 0.68 9097

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1180,60)" 1013 9098

ENSGALP00000038795 CID 306 - 316

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1343,76)" 5807 true 1.22 9099

ENSGALP00000006018 CID 232 - 240

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1077,57)" 3109 9100



ENSGALP00000016523 CID 321 - 331

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1348,66)" 1467 9101

ENSGALP00000021028 CID 262 - 272
radixin - CGNC Symbol 
49356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1374,79)" 9397 true 0.91 9102

ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1374,79)" 9397 true 0.91 9103

ENSGALP00000022293 CID 263 - 273 ezrin - CGNC Symbol 10288 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1374,79)" 9397 true 0.91 9104

ENSGALP00000001183 CID Jan-13

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1386,74)" 5467 9105

ENSGALP00000014260 CID 50 - 64

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1783,90)" 550 9106

ENSGALP00000011232 CID 202 - 210

phosphofructokinase 
platelet - CGNC Symbol 
53359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1079,60)" 1026 true 0.82 9107



ENSGALP00000038795 CID 306 - 316

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1351,81)" 5837 true 1.22 9108

ENSGALP00000003342 CID 734 - 746

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1462,84)" 710 9109

ENSGALP00000043134 CID 491 - 503

Hsap of 1: integrator 
complex subunit 3 - 
HGNC:26153 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1462,84)" 710 false 9110

ENSGALP00000005645 CID 132 - 145

Rho/Rac guanine nucleotide 
exchange factor (GEF) 18 - 
CGNC Symbol 2608 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1462,84)" 710 false 9111

ENSGALP00000005832 CID 1,250 - 1,262
nucleoporin 155kDa - CGNC 
Symbol 2697 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1462,84)" 710 false 0.98 9112

ENSGALP00000011232 CID 202 - 210

phosphofructokinase 
platelet - CGNC Symbol 
53359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1083,61)" 1889 9113

ENSGALP00000014107 CID 140 - 149
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1286,61)" 10117 9114



ENSGALP00000000170 CID 246 - 257
receptor for activated C 
kinase 1 - CGNC Symbol 61 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1422,76)" 2228 false 9115

ENSGALP00000013987 CID 715 - 728

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1552,81)" 798 true 0.84 9116

ENSGALP00000036056 CID 864 - 872

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1160,61)" 1590 false 0.79 9117

ENSGALP00000010633 CID 68 - 78

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1390,90)" 739 false 9118

ENSGALP00000038124 CID 1,343 - 1,354
fatty acid synthase - CGNC 
Symbol 1983 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1390,90)" 739 false 9119

ENSGALP00000022004 CID 106 - 118
tropomyosin 3 - 
HGNC:12012 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1471,84)" 3083 false 0.83 9120

ENSGALP00000038799 CID 106 - 118
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1471,84)" 3083 false 0.83 9121



ENSGALP00000017856 CID 144 - 157

transformer 2 alpha 
homolog (Drosophila) - 
CGNC Symbol 51305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1608,82)" 14604 true 0.44 9122

ENSGALP00000009605 CID 40 - 53

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1608,82)" 14604 9123

ENSGALP00000002349 CID 20 - 37

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2117,04)" 502 true 0.96 9124

ENSGALP00000003043 CID 684 - 695
alanyl-tRNA synthetase - 
CGNC Symbol 50043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1440,72)" 3529 9125

ENSGALP00000000509 CID 226 - 238

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1462,85)" 2313 false 9126

ENSGALP00000035780 CID 2,433 - 2,439
RAN binding protein 2 - 
CGNC Symbol 50838 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(775,50)" 1951 false 9127

ENSGALP00000010267 CID 237 - 246
H2A histone family member 
Y - CGNC Symbol 4787 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1204,66)" 12593 9128



ENSGALP00000012199 CID 237 - 251
glutaminase - CGNC Symbol 
5698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1748,88)" 1111 false 9129

ENSGALP00000003234 CID 1,063 - 1,069
dedicator of cytokinesis 2 - 
CGNC Symbol 1476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(789,51)" 1310 9130

ENSGALP00000026127 CID 1,333 - 1,339
thyroglobulin - CGNC 
Symbol 65221 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(789,51)" 1310 false 0.94 9131

ENSGALP00000009709 CID 481 - 492

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1228,72)" 1236 true 1.27 9132

ENSGALP00000043018 CID 176 - 185

arsA arsenite transporter 
ATP-binding homolog 1 
(bacterial) - CGNC Symbol 
63380 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1229,72)" 1883 true 0.59 9133

ENSGALP00000039872 CID 103 - 108

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(832,43)" 705 false 9134

ENSGALP00000009351 CID 234 - 244

protein phosphatase 1 
regulatory subunit 7 - CGNC 
Symbol 4354 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1269,75)" 1532 true 0.57 9135



ENSGALP00000004317 CID 128 - 139
golgi glycoprotein 1 - CGNC 
Symbol 1981 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1412,75)" 741 false 9136

ENSGALP00000003130 CID 441 - 453

smu-1 suppressor of mec-8 
and unc-52 homolog (C. 
elegans) - CGNC Symbol 
1430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1495,67)" 1671 true 1.27 9137

ENSGALP00000019318 CID 376 - 388
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1495,67)" 1671 false 1.27 9138

ENSGALP00000036720 CID 3,301 - 3,315

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1873,91)" 1569 true 0.69 9139

ENSGALP00000020744 CID 434 - 447

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1517,78)" 3823 9140

ENSGALP00000011700 CID 246 - 259
nucleotide binding protein 
1 - CGNC Symbol 5471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1517,78)" 3823 false 9141

ENSGALP00000036720 CID 3,301 - 3,315

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1877,93)" 1087 9142



ENSGALP00000023278 CID 300 - 313

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1777,83)" 17766 true 0.15 9143

ENSGALP00000011718 CID 260 - 273

small nuclear 
ribonucleoprotein 
polypeptides B and B1 - 
CGNC Symbol 49251 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1906,90)" 17774 true 0.69 9144

ENSGALP00000017383 CID 73 - 88
replication protein A3 - 
CGNC Symbol 8130 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1946,94)" 1062 true 0.88 9145

ENSGALP00000026509 CID 715 - 732

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2166,17)" 2431 9146

ENSGALP00000006414 CID 96 - 108

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1596,75)" 4956 true 1.24 9147

ENSGALP00000023278 CID 300 - 313

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1781,85)" 2132 9148

ENSGALP00000017383 CID 73 - 88
replication protein A3 - 
CGNC Symbol 8130 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1950,97)" 615 9149



ENSGALP00000017386 CID 320 - 337
adenylosuccinate synthase - 
CGNC Symbol 53408 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2066,14)" 691 false 9150

ENSGALP00000003187 CID 167 - 175

cytochrome p450 
oxidoreductase - CGNC 
Symbol 1457 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1008,58)" 2500 false 9151

ENSGALP00000011961 CID 120 - 129

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1380,76)" 2087 false 9152

ENSGALP00000006414 CID 96 - 108

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1600,78)" 8150 9153

ENSGALP00000027982 CID 292 - 299

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(960,55)" 374 false 9154

ENSGALP00000014746 CID 90 - 101
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1629,90)" 3105 true 1.62 9155

ENSGALP00000041366 CID Jan-17

small nuclear 
ribonucleoprotein 
polypeptide B2 - 
HGNC:11155 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2141,08)" 5044 true 0.64 9156



ENSGALP00000036056 CID 757 - 764

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1022,59)" 2522 false 0.71 9157

ENSGALP00000027534 CID 812 - 823

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1429,75)" 528 true 1.3 9158

ENSGALP00000014746 CID 90 - 101
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1637,95)" 5021 true 1.62 9159

ENSGALP00000038209 CID 209 - 223

endoplasmic reticulum 
protein 29 - CGNC Symbol 
50366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1731,88)" 10059 true 1.62 9160

ENSGALP00000041366 CID Jan-17

small nuclear 
ribonucleoprotein 
polypeptide B2 - 
HGNC:11155 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2145,11)" 3213 true 0.64 9161

ENSGALP00000024710 CID 28 - 35
ribosomal protein L24 - 
CGNC Symbol 50756 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1030,64)" 1866 true 1.39 9162

ENSGALP00000027534 CID 812 - 823

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1433,77)" 685 9163



ENSGALP00000019468 CID 34 - 49
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2035,00)" 3845 false 9164

ENSGALP00000027595 CID 282 - 291
nucleoporin 58kDa - CGNC 
Symbol 12853 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1258,74)" 462 false 1.08 9165

ENSGALP00000041782 CID 740 - 753
M-phase phosphoprotein 8 - 
CGNC Symbol 12877 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1691,98)" 3011 true 0.54 9166

ENSGALP00000017386 CID 73 - 91
adenylosuccinate synthase - 
CGNC Symbol 53408 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2238,11)" 1544 true 2.87 9167

ENSGALP00000020268 CID 579 - 590

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1424,77)" 1515 true 4.76 9168

ENSGALP00000043386 CID 450 - 462
Hsap of 1: dynamin 2 - 
HGNC:2974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1499,81)" 874 9169

ENSGALP00000015528 CID 91 - 103

karyopherin alpha 4 
(importin alpha 3) - CGNC 
Symbol 52315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1534,89)" 4409 true 1.87 9170



ENSGALP00000011124 CID 445 - 464
cathepsin A - CGNC Symbol 
5190 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2162,07)" 486 true 2.05 9171

ENSGALP00000016978 CID 85 - 105
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2443,24)" 3130 false 9172

ENSGALP00000037524 CID 95 - 115
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2443,24)" 3130 false 9173

ENSGALP00000036688 CID 85 - 105
tubulin alpha 8a - CGNC 
Symbol 262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2443,24)" 3130 false 9174

ENSGALP00000036691 CID 82 - 102
tubulin alpha 8b - CGNC 
Symbol 49796 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2443,24)" 3130 false 9175

ENSGALP00000015528 CID 91 - 103

karyopherin alpha 4 
(importin alpha 3) - CGNC 
Symbol 52315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1538,91)" 8929 9176

ENSGALP00000004476 CID 277 - 291
reticulocalbin 2 - CGNC 
Symbol 2050 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1770,85)" 4653 true 2.59 9177



ENSGALP00000011124 CID 445 - 464
cathepsin A - CGNC Symbol 
5190 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2166,10)" 2379 9178

ENSGALP00000026487 CID 380 - 392

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1511,76)" 1096 true 1.68 9179

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1774,91)" 16799 false 3.51 9180

ENSGALP00000022917 CID 37 - 57

SAMM50 sorting and 
assembly machinery 
component - CGNC Symbol 
10580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2488,32)" 529 false 9181

ENSGALP00000024133 CID 222 - 230
histone deacetylase 2 - 
CGNC Symbol 11140 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1188,59)" 1446 true 1.03 9182

ENSGALP00000026487 CID 380 - 392

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1515,78)" 1839 9183

ENSGALP00000025808 CID 41 - 53

ribonucleotide reductase 
M2 B (TP53 inducible) - 
CGNC Symbol 11989 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1695,96)" 9273 false 9184



ENSGALP00000001014 CID 445 - 459

interferon-induced 
guanylate-binding protein 1-
like - CGNC Symbol 51030 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1722,90)" 467 9185

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,95)" 44302 true 2.61 9186

ENSGALP00000033991 CID 29 - 45
WD repeat domain 61 - 
CGNC Symbol 2341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,95)" 44302 false 9187

ENSGALP00000035658 CID 1-Aug
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(989,56)" 3246 false 3.3 9188

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(989,56)" 3246 9189

ENSGALP00000042552 CID 53 - 62
guanylate binding protein - 
CGNC Symbol 49284 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1243,73)" 3258 true 4.36 9190

ENSGALP00000008128 CID 967 - 981
nucleoporin 210kDa - CGNC 
Symbol 3777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1770,95)" 3133 true 1.01 9191



ENSGALP00000006222 CID 286 - 299
calreticulin 3 - CGNC 
Symbol 2868 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1770,95)" 3133 false 1.01 9192

ENSGALP00000007819 CID 428 - 442
peptidase D - CGNC Symbol 
3636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1838,89)" 3960 9193

ENSGALP00000006326 CID 1-Aug

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(890,49)" 1477 9194

ENSGALP00000015623 CID 465 - 472

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(890,49)" 1477 false 9195

ENSGALP00000010844 CID 59 - 68

CUGBP Elav-like family 
member 2 - CGNC Symbol 
49047 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1338,59)" 2188 true 0.29 9196

ENSGALP00000008128 CID 967 - 981
nucleoporin 210kDa - CGNC 
Symbol 3777 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1774,98)" 3177 9197

ENSGALP00000042059 CID 2-Aug

Hsap of 1: RNA binding 
motif protein 39 - 
HGNC:15923 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(875,49)" 903 false 1.12 9198



ENSGALP00000015964 CID 80 - 86
ribosomal protein L18a - 
CGNC Symbol 50601 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(933,53)" 13943 true 0.17 9199

ENSGALP00000007379 CID 332 - 340

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1136,58)" 772 false 9200

ENSGALP00000010844 CID 59 - 68

CUGBP Elav-like family 
member 2 - CGNC Symbol 
49047 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1342,61)" 638 9201

ENSGALP00000040638 CID 868 - 883 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1803,97)" 463 false 9202

ENSGALP00000002349 CID 67 - 86

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2229,06)" 1055 true 1.59 9203

ENSGALP00000015277 CID 67 - 86

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2229,06)" 1055 false 9204

ENSGALP00000015277 CID 67 - 86

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2233,08)" 2753 false 9205



ENSGALP00000002349 CID 67 - 86

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2233,08)" 2753 9206

ENSGALP00000013524 CID 2-Jul
STE20-like kinase - CGNC 
Symbol 6304 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(859,42)" 5205 9207

ENSGALP00000026444 CID 2-Sep

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(900,50)" 928 9208

ENSGALP00000006939 CID 697 - 704
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(922,57)" 3382 9209

ENSGALP00000004745 CID 487 - 500
nucleoporin 93kDa - CGNC 
Symbol 2176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1696,01)" 693 false 9210

ENSGALP00000015517 CID 497 - 512

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1998,02)" 1810 true 1.23 9211

ENSGALP00000015519 CID 380 - 386

solute carrier family 25 
(aspartate/glutamate 
carrier) member 12 - CGNC 
Symbol 7264 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(965,54)" 4551 9212



ENSGALP00000015517 CID 358 - 364

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(965,54)" 4551 9213

ENSGALP00000010800 CID 98 - 105

actin related protein 2/3 
complex subunit 4 20kDa - 
CGNC Symbol 50145 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1037,58)" 10930 true 0.71 9214

ENSGALP00000020154 CID 414 - 423
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1292,54)" 3143 true 0.7 9215

ENSGALP00000010800 CID 98 - 105

actin related protein 2/3 
complex subunit 4 20kDa - 
CGNC Symbol 50145 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1041,60)" 7505 9216

ENSGALP00000018309 CID 140 - 147
raftlin lipid raft linker 1 - 
CGNC Symbol 8540 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1049,63)" 4258 true 0.49 9217

ENSGALP00000000639 CID 203 - 210
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1067,59)" 5898 9218

ENSGALP00000041159 CID 110 - 117
ribosomal protein S16 - 
HGNC:10396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1067,59)" 5898 9219



ENSGALP00000020154 CID 414 - 423
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1296,56)" 2193 9220

ENSGALP00000011044 CID 418 - 433

inter-alpha-trypsin inhibitor 
heavy chain 2 - CGNC 
Symbol 5157 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1717,89)" 2707 9221

ENSGALP00000027391 CID 470 - 485

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1717,89)" 2707 true 1.22 9222

ENSGALP00000025299 CID 55 - 72
C-terminal binding protein 
1 - CGNC Symbol 11723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2030,12)" 7550 true 0.33 9223

ENSGALP00000042430 CID 48 - 55

signal transducer and 
activator of transcription 6 - 
CGNC Symbol 63933 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1070,53)" 851 false 9224

ENSGALP00000024009 CID 236 - 243
THO complex 1 - CGNC 
Symbol 11072 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1092,67)" 1978 false 9225

ENSGALP00000002525 CID 310 - 318
septin 9 - CGNC Symbol 
50494 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1092,67)" 1978 false 9226



ENSGALP00000002828 CID 299 - 307

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1127,61)" 422 true 1.79 9227

ENSGALP00000027391 CID 470 - 485

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1721,92)" 3294 9228

ENSGALP00000025299 CID 55 - 72
C-terminal binding protein 
1 - CGNC Symbol 11723 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2034,14)" 1241 9229

ENSGALP00000025165 CID 86 - 91

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(746,49)" 1713 false 9230

ENSGALP00000002828 CID 299 - 307

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1135,66)" 757 true 1.79 9231

ENSGALP00000021028 CID 262 - 272
radixin - CGNC Symbol 
49356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1366,76)" 19556 true 1.4 9232

ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1366,76)" 19556 true 1.4 9233



ENSGALP00000022293 CID 263 - 273 ezrin - CGNC Symbol 10288 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1366,76)" 19556 true 1.4 9234

ENSGALP00000002522 CID Aug-21

complement component 1 
q subcomponent binding 
protein - CGNC Symbol 
1156 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1760,97)" 1696 false 9235

ENSGALP00000027733 CID 737 - 745

transient receptor potential 
cation channel subfamily C 
member 6 - CGNC Symbol 
12918 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1147,69)" 1480 false 0.79 9236

ENSGALP00000043018 CID 176 - 185

arsA arsenite transporter 
ATP-binding homolog 1 
(bacterial) - CGNC Symbol 
63380 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1233,75)" 642 9237

ENSGALP00000020268 CID 492 - 503

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1421,95)" 2807 false 9238

ENSGALP00000012383 CID 252 - 266
ribonucleic acid export 1 - 
CGNC Symbol 5777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1820,96)" 559 false 9239

ENSGALP00000001150 CID 115 - 124
histidyl-tRNA synthetase - 
CGNC Symbol 50172 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1115,58)" 758 false 0.61 9240



ENSGALP00000009351 CID 234 - 244

protein phosphatase 1 
regulatory subunit 7 - CGNC 
Symbol 4354 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1273,77)" 549 9241

ENSGALP00000038904 CID 1-Dec

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1387,79)" 2375 false 9242

ENSGALP00000026509 CID 500 - 508

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1181,58)" 2703 true 0.61 9243

ENSGALP00000004013 CID 442 - 454 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1355,77)" 398 true 0.82 9244

ENSGALP00000013122 CID 222 - 233

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1429,79)" 3501 true 0.61 9245

ENSGALP00000020954 CID 216 - 224

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 1 - CGNC Symbol 
13903 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1165,63)" 4987 9246

ENSGALP00000026509 CID 500 - 508

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1185,60)" 1650 9247



ENSGALP00000014107 CID 385 - 395
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1327,73)" 1063 9248

ENSGALP00000037170 CID 731 - 743

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1563,82)" 700 false 9249

ENSGALP00000041758 CID 409 - 422

transporter 1 ATP-binding 
cassette sub-family B 
(MDR/TAP) - CGNC Symbol 
53176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1598,96)" 3997 9250

ENSGALP00000002366 CID 770 - 784

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1716,87)" 6709 9251

ENSGALP00000034108 CID 294 - 304
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1205,71)" 1192 false 9252

ENSGALP00000011071 CID 153 - 162
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1205,71)" 1192 false 9253

ENSGALP00000043162 CID 21 - 32
CDGSH iron sulfur domain 2 
- HGNC:24212 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1316,81)" 1397 9254



ENSGALP00000005662 CID 300 - 314

karyopherin alpha 2 (RAG 
cohort 1 importin alpha 1) - 
CGNC Symbol 50505 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1656,96)" 700 9255

ENSGALP00000025921 CID 87 - 101

RAD21 cohesin complex 
component - CGNC Symbol 
12049 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1757,93)" 1930 true 0.4 9256

ENSGALP00000001456 CID 582 - 589

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(965,57)" 2029 false 9257

ENSGALP00000035478 CID 1,943 - 1,955
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1509,90)" 1122 9258

ENSGALP00000009933 CID 30 - 45

heterogeneous nuclear 
ribonucleoprotein A0 - 
CGNC Symbol 4621 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1716,96)" 6010 true 0.38 9259

ENSGALP00000041208 CID 1-Oct
ferritin light polypeptide - 
Refseq NP_989714 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1092,53)" 3144 9260

ENSGALP00000001456 CID 776 - 785

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1229,62)" 3227 true 0.65 9261



ENSGALP00000019252 CID 3,888 - 3,896

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1229,62)" 3227 false 0.65 9262

ENSGALP00000009933 CID 30 - 45

heterogeneous nuclear 
ribonucleoprotein A0 - 
CGNC Symbol 4621 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1720,99)" 1960 9263

ENSGALP00000010662 CID 215 - 223

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1201,65)" 1679 true 1.53 9264

ENSGALP00000009351 CID 113 - 122

protein phosphatase 1 
regulatory subunit 7 - CGNC 
Symbol 4354 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1310,68)" 1454 9265

ENSGALP00000009341 CID 72 - 86

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1752,96)" 381 true 1.67 9266

ENSGALP00000003737 CID 33 - 50
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1832,97)" 5175 true 0.92 9267

ENSGALP00000035815 CID 62 - 76

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1874,01)" 1363 false 9268



ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2079,08)" 15458 true 1 9269

ENSGALP00000028283 CID 58 - 63

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(766,47)" 20472 true 0.86 9270

ENSGALP00000030864 CID 662 - 669
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(766,47)" 20472 9271

ENSGALP00000010662 CID 215 - 223

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1205,68)" 2441 9272

ENSGALP00000013183 CID 630 - 639

pseudouridylate synthase 7 
(putative) - CGNC Symbol 
6164 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1219,72)" 3822 false 1.05 9273

ENSGALP00000014260 CID 38 - 49

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1362,64)" 1322 true 1.34 9274

ENSGALP00000009341 CID 72 - 86

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1756,98)" 634 9275



ENSGALP00000003737 CID 33 - 50
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1836,99)" 4762 9276

ENSGALP00000011718 CID 260 - 273

small nuclear 
ribonucleoprotein 
polypeptides B and B1 - 
CGNC Symbol 49251 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1914,96)" 10164 true 0.69 9277

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(2087,13)" 15351 true 1 9278

ENSGALP00000028283 CID 58 - 63

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(770,49)" 16114 9279

ENSGALP00000017495 CID 512 - 517
scinderin - CGNC Symbol 
8188 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(860,53)" 1805 false 1.7 9280

ENSGALP00000025680 CID 1,233 - 1,244
KIAA1429 - CGNC Symbol 
11918 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1320,84)" 837 true 0.85 9281

ENSGALP00000014260 CID 38 - 49

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1366,67)" 1774 9282



ENSGALP00000000236 CID 543 - 559
antigen peptide transporter 
2 - Refseq NP_001092827 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1832,05)" 1640 9283

ENSGALP00000039965 CID 40 - 55

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1988,97)" 1216 true 0.89 9284

ENSGALP00000020737 CID 1,020 - 1,039
nucleoporin 153kDa - CGNC 
Symbol 9650 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2059,08)" 515 9285

ENSGALP00000016978 CID 403 - 422
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2358,04)" 929 false 9286

ENSGALP00000018454 CID 424 - 443
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2358,04)" 929 false 9287

ENSGALP00000037524 CID 413 - 432
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2358,04)" 929 false 9288

ENSGALP00000009728 CID Aug-14

serine/threonine protein 
kinase MST4 - CGNC 
Symbol 51666 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(863,54)" 841 false 9289



ENSGALP00000012878 CID 107 - 123
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1839,97)" 7556 true 0.96 9290

ENSGALP00000039965 CID 40 - 55

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1997,02)" 1084 true 0.89 9291

ENSGALP00000023396 CID Jun-13
triosephosphate isomerase 
1 - CGNC Symbol 49803 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1010,55)" 1120 false 9292

ENSGALP00000020641 CID 293 - 303

aldehyde dehydrogenase 5 
family member A1 - CGNC 
Symbol 9610 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1133,66)" 2189 false 0.63 9293

ENSGALP00000012878 CID 107 - 123
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1844,00)" 6912 9294

ENSGALP00000040638 CID 893 - 900 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1022,60)" 3407 false 0.35 9295

ENSGALP00000004835 CID 466 - 473

enhancer of zeste homolog 
1 (Drosophila) - CGNC 
Symbol 2222 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1022,60)" 3407 false 9296



ENSGALP00000024710 CID 28 - 35
ribosomal protein L24 - 
CGNC Symbol 50756 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1022,60)" 3407 false 9297

ENSGALP00000012879 CID 754 - 762
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1166,69)" 2379 false 1.53 9298

ENSGALP00000004799 CID 195 - 204
spermidine synthase - 
CGNC Symbol 2201 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1166,69)" 2379 9299

ENSGALP00000042251 CID 1-Oct
endosulfine alpha - CGNC 
Symbol 23246 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(976,56)" 1320 9300

ENSGALP00000024710 CID 28 - 35
ribosomal protein L24 - 
CGNC Symbol 50756 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1026,60)" 637 false 9301

ENSGALP00000015623 CID 787 - 796

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1236,79)" 916 false 9302

ENSGALP00000009709 CID 481 - 492

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1236,79)" 916 true 1.27 9303



ENSGALP00000040189 CID 197 - 208

enoyl CoA hydratase short 
chain 1 mitochondrial - 
CGNC Symbol 56301 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1368,74)" 607 9304

ENSGALP00000005212 CID 201 - 212
histone deacetylase 1 - 
CGNC Symbol 2394 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1402,68)" 22541 true 0.53 9305

ENSGALP00000024133 CID 202 - 213
histone deacetylase 2 - 
CGNC Symbol 11140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1402,68)" 22541 true 0.53 9306

ENSGALP00000041772 CID 109 - 118

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1071,64)" 4214 true 0.22 9307

ENSGALP00000018029 CID 146 - 157
glutaredoxin 5 - CGNC 
Symbol 8413 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1317,81)" 790 9308

ENSGALP00000003717 CID 397 - 407

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1318,71)" 2960 true 4.27 9309

ENSGALP00000007490 CID 54 - 60 moesin - HGNC:7373 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(894,52)" 2017 false 9310



ENSGALP00000004576 CID 115 - 121
TAR DNA binding protein - 
CGNC Symbol 2099 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(894,52)" 2017 false 9311

ENSGALP00000003717 CID 397 - 407

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1322,73)" 3984 9312

ENSGALP00000015897 CID 2,187 - 2,196
golgin B1 - CGNC Symbol 
7433 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1338,75)" 1412 false 3.67 9313

ENSGALP00000040189 CID 169 - 189

enoyl CoA hydratase short 
chain 1 mitochondrial - 
CGNC Symbol 56301 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2139,11)" 3343 true 0.51 9314

ENSGALP00000020064 CID 268 - 279

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1384,77)" 1674 9315

ENSGALP00000009819 CID 324 - 335
PHD finger protein 6 - CGNC 
Symbol 4572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1552,78)" 5885 false 0.47 9316

ENSGALP00000040761 CID 24 - 35
chromobox homolog 5 - 
CGNC Symbol 58306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1552,78)" 5885 true 0.47 9317



ENSGALP00000040189 CID 169 - 189

enoyl CoA hydratase short 
chain 1 mitochondrial - 
CGNC Symbol 56301 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2143,18)" 953 9318

ENSGALP00000040761 CID 24 - 35
chromobox homolog 5 - 
CGNC Symbol 58306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1556,81)" 2438 9319

ENSGALP00000015409 CID 212 - 227
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1815,90)" 1293 true 0.97 9320

ENSGALP00000000837 CID 20 - 27

protein tyrosine 
phosphatase non-receptor 
type 7 - CGNC Symbol 371 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(951,58)" 3345 false 1.35 9321

ENSGALP00000013267 CID 56 - 68
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1434,71)" 9303 9322

ENSGALP00000001474 CID 323 - 334

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1576,86)" 2043 true 2.23 9323

ENSGALP00000015409 CID 212 - 227
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1823,95)" 1261 false 0.97 9324



ENSGALP00000041815 CID 57 - 72
calponin-2 - Refseq 
NP_001135728 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1970,06)" 728 false 9325

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - 
CGNC Symbol 50454 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1144,67)" 1106 false 0.95 9326

ENSGALP00000020445 CID 1,755 - 1,770

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1843,88)" 12139 true 0.59 9327

ENSGALP00000025606 CID 267 - 290

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2599,47)" 795 true 1.84 9328

ENSGALP00000018410 CID 493 - 504

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1156,71)" 543 false 9329

ENSGALP00000038979 CID 628 - 637

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1156,71)" 543 false 9330

ENSGALP00000012993 CID 125 - 136

growth factor receptor 
bound protein 2 - CGNC 
Symbol 6067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1534,77)" 3194 true 1.37 9331



ENSGALP00000041744 CID 68 - 81

SEC22 homolog B vesicle 
trafficking protein - CGNC 
Symbol 52179 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1682,86)" 3569 true 1.13 9332

ENSGALP00000035933 CID 316 - 332
cathepsin B - CGNC Symbol 
12486 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1856,89)" 14151 9333

ENSGALP00000025606 CID 267 - 290

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2611,55)" 1758 true 1.84 9334

ENSGALP00000008105 CID 331 - 337

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(914,57)" 1007 false 9335

ENSGALP00000024868 CID 2-Aug

RAB2A member RAS 
oncogene family - CGNC 
Symbol 49674 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(945,52)" 5524 true 0.77 9336

ENSGALP00000041744 CID 68 - 81

SEC22 homolog B vesicle 
trafficking protein - CGNC 
Symbol 52179 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1690,94)" 1005 true 1.13 9337

ENSGALP00000014509 CID 149 - 156

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1030,59)" 1526 true 2.13 9338



ENSGALP00000019038 CID 74 - 81

Wilms tumor 1 associated 
protein - CGNC Symbol 
8862 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1030,59)" 1526 9339

ENSGALP00000038764 CID 244 - 251

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1030,59)" 1526 true 2.13 9340

ENSGALP00000017016 CID 167 - 174
glutaredoxin 3 - CGNC 
Symbol 7961 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1030,59)" 1526 false 9341

ENSGALP00000002828 CID 391 - 399

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1095,60)" 3722 true 1.03 9342

ENSGALP00000004866 CID 38 - 52
nudix hydrolase 21 - CGNC 
Symbol 66135 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1801,98)" 568 false 9343

ENSGALP00000016175 CID 166 - 181

ATP binding cassette 
subfamily E member 1 - 
CGNC Symbol 7569 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1811,05)" 45903 false 9344

ENSGALP00000024609 CID 270 - 287

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2114,87)" 3171 false 9345



ENSGALP00000027988 CID 84 - 91
Serine/arginine-rich splicing 
factor 2 - UP P30352 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1034,61)" 485 9346

ENSGALP00000014509 CID 149 - 156

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1034,61)" 485 9347

ENSGALP00000038764 CID 244 - 251

far upstream element 
(FUSE) binding protein 3 - 
CGNC Symbol 2892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1034,61)" 485 9348

ENSGALP00000027519 CID 1,302 - 1,310

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1034,61)" 485 false 9349

ENSGALP00000002828 CID 391 - 399

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1103,65)" 3850 true 1.03 9350

ENSGALP00000041873 CID 114 - 124

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1213,76)" 4013 true 0.78 9351

ENSGALP00000018179 CID 315 - 327

SEC31 homolog A (S. 
cerevisiae) - CGNC Symbol 
8479 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1346,71)" 5053 true 2.18 9352



ENSGALP00000035496 CID 35 - 50

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1906,89)" 1200 true 0.76 9353

ENSGALP00000012854 CID Nov-20

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit D - 
CGNC Symbol 5993 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1177,59)" 503 true 0.53 9354

ENSGALP00000041873 CID 114 - 124

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1217,78)" 2466 9355

ENSGALP00000018179 CID 315 - 327

SEC31 homolog A (S. 
cerevisiae) - CGNC Symbol 
8479 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1350,73)" 2656 9356

ENSGALP00000039796 CID 147 - 157

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1259,71)" 8523 true 0.65 9357

ENSGALP00000043196 CID 1,255 - 1,264
marker of proliferation Ki-
67 - CGNC Symbol 16321 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1142,70)" 628 false 9358

ENSGALP00000019038 CID 1-Oct

Wilms tumor 1 associated 
protein - CGNC Symbol 
8862 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1290,71)" 722 false 9359



ENSGALP00000002278 CID 303 - 313

mitogen-activated protein 
kinase 1 - CGNC Symbol 
48975 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1404,81)" 761 true 1.18 9360

ENSGALP00000038778 CID 63 - 76
actin-like 6A - CGNC Symbol 
6893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1596,82)" 12034 true 0.36 9361

ENSGALP00000005643 CID 81 - 98

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2162,03)" 2583 true 0.92 9362

ENSGALP00000038912 CID 128 - 139
alpha-D-globin - CGNC 
Symbol 50309 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1298,82)" 1237 true 7.79 9363

ENSGALP00000001474 CID 323 - 334

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1568,79)" 528 true 2.23 9364

ENSGALP00000025726 CID 262 - 275

mitochondrial antiviral 
signaling protein - CGNC 
Symbol 51863 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1600,84)" 4328 9365

ENSGALP00000038778 CID 63 - 76
actin-like 6A - CGNC Symbol 
6893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1600,84)" 4328 9366



ENSGALP00000013987 CID 506 - 524

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2170,02)" 7979 true 0.81 9367

ENSGALP00000035973 CID 708 - 717

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1398,78)" 3406 false 9368

ENSGALP00000006970 CID 422 - 440
exportin 1 - CGNC Symbol 
3224 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2197,13)" 892 false 9369

ENSGALP00000010800 CID 45 - 55

actin related protein 2/3 
complex subunit 4 20kDa - 
CGNC Symbol 50145 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1312,86)" 7075 9370

ENSGALP00000002409 CID 1-Dec

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1622,69)" 3230 9371

ENSGALP00000010844 CID 125 - 137

CUGBP Elav-like family 
member 2 - CGNC Symbol 
49047 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1627,78)" 595 false 9372

ENSGALP00000002366 CID 770 - 784

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1712,86)" 1063 true 0.61 9373



ENSGALP00000017341 CID 99 - 111

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1753,84)" 16070 true 0.24 9374

ENSGALP00000014813 CID 465 - 475
dipeptidyl-peptidase 7 - 
CGNC Symbol 6929 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1315,76)" 1547 false 9375

ENSGALP00000004180 CID 113 - 123
WD repeat domain 5 - 
CGNC Symbol 50449 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1352,76)" 4801 false 9376

ENSGALP00000020520 CID 215 - 229
ubiquilin 1 - CGNC Symbol 
9551 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1778,87)" 982 true 1.94 9377

ENSGALP00000042294 CID 1,541 - 1,547

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(935,48)" 872 true 0.95 9378

ENSGALP00000016196 CID Feb-13

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1329,78)" 2991 true 0.61 9379

ENSGALP00000008279 CID 47 - 59
mitochondrial carrier 2 - 
CGNC Symbol 3845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1553,87)" 2696 false 9380



ENSGALP00000015846 CID 50 - 63

asparagine synthetase 
(glutamine-hydrolyzing) - 
CGNC Symbol 7411 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1634,93)" 1447 9381

ENSGALP00000020520 CID 215 - 229
ubiquilin 1 - CGNC Symbol 
9551 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1782,88)" 2832 9382

ENSGALP00000042374 CID 640 - 656
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1883,90)" 5407 true 0.3 9383

ENSGALP00000042837 CID 15 - 31

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1969,07)" 962 true 1.08 9384

ENSGALP00000042294 CID 1,541 - 1,547

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(939,51)" 833 9385

ENSGALP00000021795 CID 166 - 175 DNA ligase 1 - HGNC:6598 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1197,75)" 2696 9386

ENSGALP00000024609 CID Aug-18

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1197,75)" 2696 false 9387



ENSGALP00000006939 CID 193 - 207
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1716,98)" 2861 true 0.71 9388

ENSGALP00000039796 CID 272 - 286

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1764,02)" 578 false 9389

ENSGALP00000042837 CID 15 - 31

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1977,12)" 509 true 1.08 9390

ENSGALP00000027391 CID 261 - 269

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1101,68)" 11574 9391

ENSGALP00000006939 CID 193 - 207
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1725,03)" 2032 true 0.71 9392

ENSGALP00000002234 CID 36 - 51

RAB14 member RAS 
oncogene family - CGNC 
Symbol 1018 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1869,90)" 965 9393

ENSGALP00000007884 CID 449 - 456

LSM14A mRNA processing 
body assembly factor - 
CGNC Symbol 50074 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1108,55)" 1716 9394



ENSGALP00000001997 CID 2-Oct

eukaryotic translation 
initiation factor 4H - CGNC 
Symbol 897 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1155,45)" 11482 9395

ENSGALP00000038979 CID 46 - 51

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(900,48)" 796 true 0.59 9396

ENSGALP00000021294 CID 88 - 94

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(972,56)" 3458 false 0.38 9397

ENSGALP00000001332 CID 419 - 427
lysyl-tRNA synthetase - 
CGNC Symbol 602 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1170,56)" 5628 true 1.3 9398

ENSGALP00000035478 CID 838 - 851
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1560,84)" 2392 true 1.85 9399

ENSGALP00000023446 CID 118 - 127
prohibitin 2 - CGNC Symbol 
10814 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1177,62)" 4997 9400

ENSGALP00000001750 CID 134 - 143
prohibitin - CGNC Symbol 
51144 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1177,62)" 4997 true 0.75 9401



ENSGALP00000035478 CID 838 - 851
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1564,87)" 4422 9402

ENSGALP00000042475 CID 113 - 135

purine-rich element binding 
protein A - CGNC Symbol 
15180 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2293,30)" 2594 true 0.53 9403

ENSGALP00000015657 CID 291 - 312
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2415,22)" 723 true 0.73 9404

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2415,22)" 723 true 0.73 9405

ENSGALP00000027999 CID 111 - 118

tRNA nucleotidyl 
transferase CCA-adding 1 - 
CGNC Symbol 13046 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(867,52)" 727 false 9406

ENSGALP00000018424 CID 378 - 386
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1185,68)" 3079 false 9407

ENSGALP00000014107 CID 376 - 384
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1185,68)" 3079 false 9408



ENSGALP00000011510 CID 120 - 130
apolipoprotein A-I - CGNC 
Symbol 49860 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1385,85)" 31312 true 0.18 9409

ENSGALP00000019471 CID 83 - 95
PHD finger protein 5A - 
CGNC Symbol 9062 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1402,75)" 2089 false 9410

ENSGALP00000014308 CID 417 - 432

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1578,92)" 3110 true 0.91 9411

ENSGALP00000015657 CID 291 - 312
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2423,27)" 526 true 0.73 9412

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2423,27)" 526 true 0.73 9413

ENSGALP00000015160 CID 2,445 - 2,451

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(913,55)" 4369 false 9414

ENSGALP00000014308 CID 417 - 432

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1582,95)" 2829 9415



ENSGALP00000016527 CID 323 - 334

pumilio RNA binding family 
member 3 - CGNC Symbol 
7739 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1490,86)" 645 true 1.31 9416

ENSGALP00000036691 CID 82 - 102
tubulin alpha 8b - CGNC 
Symbol 49796 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2471,27)" 7219 false 9417

ENSGALP00000036688 CID 85 - 105
tubulin alpha 8a - CGNC 
Symbol 262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2471,27)" 7219 false 9418

ENSGALP00000016978 CID 85 - 105
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2471,27)" 7219 false 9419

ENSGALP00000037524 CID 95 - 115
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2471,27)" 7219 false 9420

ENSGALP00000001456 CID 776 - 785

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1233,64)" 1514 9421

ENSGALP00000011499 CID 415 - 423

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1233,64)" 1514 9422



ENSGALP00000014374 CID 108 - 118
malate dehydrogenase 1 - 
CGNC Symbol 6725 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1261,76)" 9754 false 9423

ENSGALP00000003012 CID 165 - 175
malate dehydrogenase 2 - 
CGNC Symbol 1378 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1261,76)" 9754 true 1.16 9424

ENSGALP00000013987 CID 633 - 645

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1614,85)" 4294 false 0.92 9425

ENSGALP00000002348 CID 1,931 - 1,951

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2514,28)" 1334 false 9426

ENSGALP00000003012 CID 165 - 175
malate dehydrogenase 2 - 
CGNC Symbol 1378 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1265,78)" 12134 9427

ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1366,78)" 5606 9428

ENSGALP00000039954 CID 235 - 244
Hsap of 1: formin like 1 - 
HGNC:1212 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1270,77)" 491 9429



ENSGALP00000006414 CID 58 - 66

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1259,56)" 7058 true 1.92 9430

ENSGALP00000009528 CID 405 - 418
RuvB like AAA ATPase 1 - 
CGNC Symbol 4431 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1570,96)" 1766 true 0.73 9431

ENSGALP00000008082 CID 382 - 389

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1087,52)" 8999 true 0.32 9432

ENSGALP00000027391 CID 261 - 269

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1097,66)" 5166 true 2.13 9433

ENSGALP00000036304 CID 1-Sep

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1097,66)" 5166 false 2.13 9434

ENSGALP00000018689 CID 176 - 184
septin 11 - CGNC Symbol 
8720 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1138,68)" 4637 false 0.45 9435

ENSGALP00000020641 CID 337 - 347

aldehyde dehydrogenase 5 
family member A1 - CGNC 
Symbol 9610 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1138,68)" 4637 false 9436



ENSGALP00000029589 CID 163 - 171
septin 6 - CGNC Symbol 
51720 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1138,68)" 4637 false 0.45 9437

ENSGALP00000024116 CID 1,097 - 1,105

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1138,68)" 4637 true 0.66 9438

ENSGALP00000013987 CID 1,044 - 1,052

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1138,68)" 4637 true 0.66 9439

ENSGALP00000006414 CID 58 - 66

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1263,59)" 9993 9440

ENSGALP00000026406 CID 531 - 541

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1414,81)" 1146 9441

ENSGALP00000011717 CID 58 - 69
ribosomal protein large P0 - 
CGNC Symbol 49505 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1414,81)" 1146 true 0.87 9442

ENSGALP00000006372 CID 230 - 244

aldo-keto reductase family 
7 member A2 (aflatoxin 
aldehyde reductase) - CGNC 
Symbol 51005 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1648,95)" 738 true 1.39 9443



ENSGALP00000008082 CID 382 - 389

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1091,55)" 2646 9444

ENSGALP00000024116 CID 1,097 - 1,105

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1142,70)" 2592 9445

ENSGALP00000013987 CID 1,044 - 1,052

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1142,70)" 2592 9446

ENSGALP00000004180 CID 113 - 123
WD repeat domain 5 - 
CGNC Symbol 50449 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1324,71)" 2339 true 3.21 9447

ENSGALP00000002235 CID 15 - 27
stathmin 1 - CGNC Symbol 
49630 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1386,78)" 91502 true 0.09 9448

ENSGALP00000003014 CID 446 - 454

peptidase mitochondrial 
processing alpha subunit - 
CGNC Symbol 1379 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1086,67)" 1704 false 1.64 9449

ENSGALP00000008082 CID 382 - 389

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1103,52)" 2163 false 9450



ENSGALP00000004817 CID 132 - 141
peroxiredoxin 6 - CGNC 
Symbol 2214 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1233,77)" 1410 true 1.28 9451

ENSGALP00000002235 CID 15 - 27
stathmin 1 - CGNC Symbol 
49630 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1390,80)" 3975 9452

ENSGALP00000013122 CID 222 - 233

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1437,84)" 716 true 0.99 9453

ENSGALP00000017462 CID 60 - 68
high mobility group box 2 - 
CGNC Symbol 8169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1110,55)" 948 false 9454

ENSGALP00000026406 CID 470 - 479

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1141,67)" 932 false 9455

ENSGALP00000024609 CID Aug-18

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1141,67)" 932 false 9456

ENSGALP00000004817 CID 132 - 141
peroxiredoxin 6 - CGNC 
Symbol 2214 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1245,86)" 1807 true 1.28 9457



ENSGALP00000018424 CID 268 - 279
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1392,75)" 4317 false 0.42 9458

ENSGALP00000003423 CID 585 - 595

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1392,75)" 4317 true 0.42 9459

ENSGALP00000006018 CID 217 - 229

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1392,75)" 4317 9460

ENSGALP00000024283 CID 171 - 182
ribosomal protein S6 - 
CGNC Symbol 49670 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1312,70)" 9917 true 0.82 9461

ENSGALP00000002604 CID 835 - 845

inter-alpha-trypsin inhibitor 
heavy chain 3 - CGNC 
Symbol 50111 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1396,81)" 2624 9462

ENSGALP00000024283 CID 171 - 182
ribosomal protein S6 - 
CGNC Symbol 49670 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1316,72)" 8169 9463

ENSGALP00000039979 CID 92 - 102
small ArfGAP2 - CGNC 
Symbol 51046 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1426,74)" 559 false 9464



ENSGALP00000016536 CID 304 - 316
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1534,81)" 1350 true 1.55 9465

ENSGALP00000012878 CID 200 - 216
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1833,13)" 396310 true 2.37 9466

ENSGALP00000014317 CID 226 - 236

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1537,84)" 783 true 0.79 9467

ENSGALP00000016583 CID 108 - 121

progesterone receptor 
membrane component 2 - 
CGNC Symbol 7765 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1558,77)" 6169 true 0.3 9468

ENSGALP00000025629 CID 209 - 219
RNA binding motif protein 
12B - CGNC Symbol 51213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1262,66)" 2469 false 0.73 9469

ENSGALP00000011491 CID 260 - 270

pyruvate dehydrogenase 
(lipoamide) beta - CGNC 
Symbol 5364 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1345,68)" 2736 true 0.8 9470

ENSGALP00000003012 CID 203 - 214
malate dehydrogenase 2 - 
CGNC Symbol 1378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1434,89)" 627 false 9471



ENSGALP00000016583 CID 108 - 121

progesterone receptor 
membrane component 2 - 
CGNC Symbol 7765 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1562,80)" 1395 9472

ENSGALP00000003737 CID 240 - 253
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1588,84)" 10356 9473

ENSGALP00000023166 CID 72 - 86
ZPR1 zinc finger - CGNC 
Symbol 5362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1589,81)" 1778 9474

ENSGALP00000041673 CID 136 - 149
Surfeit locus protein 4 - UP 
Q800K9 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1589,81)" 1778 false 0.36 9475

ENSGALP00000004687 CID 483 - 492

MAU2 sister chromatid 
cohesion factor - CGNC 
Symbol 2145 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1315,70)" 2863 false 9476

ENSGALP00000043363 CID Jan-13
visual system homeobox 1 - 
Refseq NP_990100 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1406,70)" 25406 true 1.22 9477

ENSGALP00000033359 CID 199 - 214

fascin actin-bundling 
protein 1 - CGNC Symbol 
14444 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1766,96)" 773 9478



ENSGALP00000012869 CID 346 - 364

dihydrolipoamide 
dehydrogenase - CGNC 
Symbol 5998 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(2043,20)" 2047 false 9479

ENSGALP00000001183 CID 258 - 268

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1460,85)" 1403 false 9480

ENSGALP00000019468 CID 659 - 673
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1667,77)" 4185 false 9481

ENSGALP00000014107 CID 165 - 178
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1702,83)" 2610 true 1.14 9482

ENSGALP00000009481 CID 158 - 171

RAB7A member RAS 
oncogene family - CGNC 
Symbol 4408 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1617,86)" 1192 true 0.82 9483

ENSGALP00000004641 CID 822 - 833
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1448,84)" 1133 false 9484

ENSGALP00000005182 CID 141 - 152

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1555,82)" 12494 true 0.65 9485



ENSGALP00000042171 CID 165 - 178
transgelin 2 - CGNC Symbol 
65718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1706,85)" 3399 true 0.93 9486

ENSGALP00000042475 CID 113 - 135

purine-rich element binding 
protein A - CGNC Symbol 
15180 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2297,33)" 1218 9487

ENSGALP00000005182 CID 141 - 152

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1559,84)" 8108 9488

ENSGALP00000042171 CID 165 - 178
transgelin 2 - CGNC Symbol 
65718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1710,88)" 2685 9489

ENSGALP00000003869 CID 235 - 248

Vac14 homolog (S. 
cerevisiae) - CGNC Symbol 
1758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1710,88)" 2685 false 1.06 9490

ENSGALP00000005013 CID 77 - 92

core-binding factor beta 
subunit - CGNC Symbol 
2299 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1832,86)" 7705 true 1.25 9491

ENSGALP00000042281 CID 289 - 305

minichromosome 
maintenance complex 
component 3 associated 
protein - CGNC Symbol 
3212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1840,98)" 1571 false 9492



ENSGALP00000017934 CID 81 - 87
cytochrome c somatic - 
CGNC Symbol 8375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(839,52)" 483 false 0.82 9493

ENSGALP00000021255 CID 248 - 261

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1707,09)" 410 false 9494

ENSGALP00000032184 CID 294 - 307
annexin A1 - CGNC Symbol 
11272 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1756,98)" 3307 false 0.47 9495

ENSGALP00000005013 CID 77 - 92

core-binding factor beta 
subunit - CGNC Symbol 
2299 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1836,89)" 3869 9496

ENSGALP00000003035 CID 219 - 238

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2331,18)" 4107 true 0.62 9497

ENSGALP00000019667 CID 27 - 40

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1807,94)" 1795 false 9498

ENSGALP00000003035 CID 219 - 238

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2339,24)" 2313 true 0.62 9499



ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1814,97)" 85540 true 1.3 9500

ENSGALP00000020349 CID 259 - 273
pre-mRNA processing factor 
39 - HGNC:20314 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1838,04)" 651 false 9501

ENSGALP00000032274 CID 751 - 759

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1197,69)" 671 9502

ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1889,82)" 16184 true 1.7 9503

ENSGALP00000001579 CID 45 - 50
N-ethylmaleimide sensitive 
factor - CGNC Symbol 715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(844,53)" 1174 9504

ENSGALP00000004651 CID 196 - 202
thioredoxin like 1 - CGNC 
Symbol 2131 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(900,57)" 1456 false 0.86 9505

ENSGALP00000003584 CID 117 - 123
H3 histone family 3B - 
CGNC Symbol 49711 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(900,57)" 1456 false 9506



ENSGALP00000018335 CID 468 - 475

TBC1 domain family 
member 5 - CGNC Symbol 
8548 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(900,57)" 1456 false 0.86 9507

ENSGALP00000042374 CID 640 - 656
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1887,92)" 1150 9508

ENSGALP00000012723 CID 1,882 - 1,899

alpha thalassemia/mental 
retardation syndrome X-
linked - CGNC Symbol 
51707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1897,88)" 27492 9509

ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1897,88)" 27492 true 1.7 9510

ENSGALP00000022815 CID 61 - 77

cytochrome c oxidase 
subunit 5A - CGNC Symbol 
10534 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2265,21)" 1241 false 9511

ENSGALP00000026406 CID 45 - 53

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(924,54)" 22697 9512

ENSGALP00000018765 CID Dec-19
ribosomal protein L14 - 
CGNC Symbol 49056 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(924,54)" 22697 true 0.51 9513



ENSGALP00000010965 CID 286 - 294

regulation of nuclear pre-
mRNA domain containing 
1B - CGNC Symbol 50965 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1092,61)" 1084 9514

ENSGALP00000036760 CID 585 - 593

centrosomal protein 
135kDa - CGNC Symbol 
10315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1136,65)" 4303 false 9515

ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1136,65)" 4303 9516

ENSGALP00000022293 CID 238 - 246 ezrin - CGNC Symbol 10288 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1136,65)" 4303 9517

ENSGALP00000021028 CID 237 - 245
radixin - CGNC Symbol 
49356 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1136,65)" 4303 9518

ENSGALP00000004651 CID Jun-23
thioredoxin like 1 - CGNC 
Symbol 2131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1946,96)" 5113 true 0.85 9519

ENSGALP00000018765 CID Dec-19
ribosomal protein L14 - 
CGNC Symbol 49056 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(928,56)" 10205 9520



ENSGALP00000039796 CID 196 - 206

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1120,60)" 2648 9521

ENSGALP00000015176 CID 811 - 818

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1120,60)" 2648 9522

ENSGALP00000017856 CID 163 - 171

transformer 2 alpha 
homolog (Drosophila) - 
CGNC Symbol 51305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1163,60)" 8872 true 0.82 9523

ENSGALP00000002197 CID 370 - 386
gelsolin - CGNC Symbol 
49472 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1974,09)" 2717 false 9524

ENSGALP00000041366 CID 50 - 57

small nuclear 
ribonucleoprotein 
polypeptide B2 - 
HGNC:11155 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(965,59)" 6450 true 2.45 9525

ENSGALP00000018652 CID 349 - 356

actin related protein 2/3 
complex subunit 2 34kDa - 
CGNC Symbol 8704 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(965,59)" 6450 false 2.45 9526

ENSGALP00000041208 CID 88 - 95
ferritin light polypeptide - 
Refseq NP_989714 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(965,59)" 6450 9527



ENSGALP00000026130 CID 1,038 - 1,045

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(965,59)" 6450 false 9528

ENSGALP00000018737 CID 442 - 458
nucleoporin 54kDa - CGNC 
Symbol 8743 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2073,09)" 521 false 9529

ENSGALP00000003869 CID 439 - 449

Vac14 homolog (S. 
cerevisiae) - CGNC Symbol 
1758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1339,79)" 2635 true 0.56 9530

ENSGALP00000039728 CID 64 - 75

Gallus gallus small nuclear 
ribonucleoprotein 
polypeptide G (SNRPG) 
mRNA. - RefSeq mRNA 
NM_001302092 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1377,77)" 544 9531

ENSGALP00000003089 CID 755 - 766
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1533,78)" 977 9532

ENSGALP00000017495 CID Jun-23
scinderin - CGNC Symbol 
8188 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1993,98)" 7294 true 0.77 9533

ENSGALP00000008128 CID 1,270 - 1,277
nucleoporin 210kDa - CGNC 
Symbol 3777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1038,60)" 3154 true 0.73 9534



ENSGALP00000016196 CID Feb-13

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1333,82)" 1127 true 0.55 9535

ENSGALP00000003869 CID 439 - 449

Vac14 homolog (S. 
cerevisiae) - CGNC Symbol 
1758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1343,81)" 1477 9536

ENSGALP00000009481 CID 158 - 171

RAB7A member RAS 
oncogene family - CGNC 
Symbol 4408 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1621,89)" 507 9537

ENSGALP00000012992 CID 46 - 55

ubiquitin-conjugating 
enzyme E2 variant 1 - CGNC 
Symbol 62089 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1155,64)" 5443 false 9538

ENSGALP00000037708 CID 222 - 233

proteasome 26S subunit 
ATPase 3 - CGNC Symbol 
6143 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1369,75)" 744 9539

ENSGALP00000020654 CID 706 - 717
KIAA1033 - CGNC Symbol 
9617 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1517,82)" 1342 true 0.91 9540

ENSGALP00000013480 CID 153 - 161

V-set and immunoglobulin 
domain containing 1 - CGNC 
Symbol 6282 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1172,71)" 2298 false 9541



ENSGALP00000020654 CID 706 - 717
KIAA1033 - CGNC Symbol 
9617 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1521,84)" 1226 9542

ENSGALP00000008236 CID 613 - 625
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1676,93)" 1831 false 9543

ENSGALP00000039530 CID 283 - 309

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2901,16)" 473 false 9544

ENSGALP00000008338 CID 61 - 70

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1247,74)" 1162 true 0.84 9545

ENSGALP00000025525 CID 136 - 148
carbonic anhydrase II - 
CGNC Symbol 11834 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1447,87)" 1794 false 9546

ENSGALP00000011598 CID Apr-20

small nuclear 
ribonucleoprotein 
polypeptide A' - CGNC 
Symbol 50006 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1919,01)" 735 true 1.66 9547

ENSGALP00000016538 CID 497 - 503
calpain 11 - CGNC Symbol 
54348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(895,51)" 628 9548



ENSGALP00000005633 CID 400 - 411
tyrosyl-tRNA synthetase - 
CGNC Symbol 2601 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1301,76)" 773 false 0.37 9549

ENSGALP00000009004 CID 206 - 217
phosphodiesterase 12 - 
CGNC Symbol 50135 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1301,76)" 773 true 0.37 9550

ENSGALP00000013862 CID 728 - 739

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1301,76)" 773 9551

ENSGALP00000038782 CID 220 - 230
nucleobindin 2 - CGNC 
Symbol 51883 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1301,76)" 773 false 1.39 9552

ENSGALP00000012814 CID 143 - 153
COMM domain containing 
9 - CGNC Symbol 51912 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1301,76)" 773 false 0.37 9553

ENSGALP00000018122 CID 280 - 295
COP9 signalosome subunit 
4 - CGNC Symbol 8452 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1898,99)" 1089 false 9554

ENSGALP00000011598 CID Apr-20

small nuclear 
ribonucleoprotein 
polypeptide A' - CGNC 
Symbol 50006 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1923,03)" 466 9555



ENSGALP00000019318 CID 206 - 222
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1923,03)" 466 9556

ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC 
Symbol 9427 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1502,90)" 2138 9557

ENSGALP00000016361 CID 66 - 83
ribosomal protein S3A - 
CGNC Symbol 51748 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2136,12)" 433 false 9558

ENSGALP00000014107 CID 124 - 133
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1225,77)" 733 true 2.29 9559

ENSGALP00000019423 CID 209 - 219

dehydrogenase/reductase 
(SDR family) member 7 - 
CGNC Symbol 9039 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1321,75)" 1874 9560

ENSGALP00000008056 CID 274 - 288

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1591,98)" 1544 false 9561

ENSGALP00000014107 CID 124 - 133
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1233,83)" 2718 true 2.29 9562



ENSGALP00000023188 CID 49 - 63

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1710,97)" 4198 true 0.71 9563

ENSGALP00000030864 CID 637 - 656
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2197,09)" 5129 true 0.32 9564

ENSGALP00000007523 CID 54 - 74

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2480,43)" 5352 true 0.44 9565

ENSGALP00000042929 CID 53 - 59
glutathione reductase - 
HGNC:4623 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(869,55)" 336 9566

ENSGALP00000039965 CID 432 - 438

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(869,55)" 336 false 0.56 9567

ENSGALP00000041744 CID 148 - 159

SEC22 homolog B vesicle 
trafficking protein - CGNC 
Symbol 52179 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1442,79)" 505 true 0.81 9568

ENSGALP00000043363 CID Jan-20
visual system homeobox 1 - 
Refseq NP_990100 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2201,10)" 1268 9569



ENSGALP00000030864 CID 637 - 656
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2201,10)" 1268 9570

ENSGALP00000027999 CID 249 - 256

tRNA nucleotidyl 
transferase CCA-adding 1 - 
CGNC Symbol 13046 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1007,63)" 582 false 9571

ENSGALP00000040466 CID 1,240 - 1,250

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1394,79)" 2345 false 0.73 9572

ENSGALP00000023188 CID 49 - 63

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1739,00)" 18832 false 9573

ENSGALP00000004871 CID 154 - 161

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1037,64)" 803 9574

ENSGALP00000004375 CID 77 - 90
acetyl-CoA acyltransferase 
2 - CGNC Symbol 2003 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1445,90)" 3309 true 0.8 9575

ENSGALP00000023115 CID 150 - 170

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2430,33)" 3797 true 2.58 9576



ENSGALP00000016105 CID 65 - 75

echinoderm microtubule 
associated protein like 4 - 
CGNC Symbol 7532 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1155,63)" 2265 false 5.54 9577

ENSGALP00000007389 CID 66 - 75
F-box protein 6 - CGNC 
Symbol 51014 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1241,60)" 1611 true 0.61 9578

ENSGALP00000004375 CID 77 - 90
acetyl-CoA acyltransferase 
2 - CGNC Symbol 2003 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1449,93)" 2647 9579

ENSGALP00000007667 CID 281 - 287
glyoxalase domain 
containing 4 - HGNC:14111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(959,56)" 1862 true 1.75 9580

ENSGALP00000004651 CID 238 - 259
thioredoxin like 1 - CGNC 
Symbol 2131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2550,21)" 568 false 9581

ENSGALP00000020534 CID 122 - 136

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1583,06)" 1221 true 0.7 9582

ENSGALP00000006708 CID 102 - 125
hexokinase 1 - CGNC 
Symbol 3101 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2789,35)" 438 false 9583



ENSGALP00000015057 CID 162 - 183
fibrinogen beta chain - 
CGNC Symbol 7036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2789,35)" 438 false 9584

ENSGALP00000019252 CID 780 - 793

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1620,87)" 2907 false 9585

ENSGALP00000018671 CID 587 - 598

STT3B subunit of the 
oligosaccharyltransferase 
complex (catalytic) - CGNC 
Symbol 53366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1503,67)" 1450 true 2.4 9586

ENSGALP00000037924 CID 43 - 63

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2497,27)" 1579 true 0.48 9587

ENSGALP00000026664 CID 1,097 - 1,106

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1212,69)" 3379 9588

ENSGALP00000002322 CID 175 - 184
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1294,67)" 2202 true 0.65 9589

ENSGALP00000008236 CID 1,010 - 1,021
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1409,91)" 3118 true 0.63 9590



ENSGALP00000037924 CID 43 - 63

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2505,32)" 544 true 0.48 9591

ENSGALP00000026444 CID Dec-17

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(813,52)" 436 9592

ENSGALP00000001579 CID 45 - 50
N-ethylmaleimide sensitive 
factor - CGNC Symbol 715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(840,50)" 373 true 1.56 9593

ENSGALP00000023866 CID 786 - 792

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(840,50)" 373 9594

ENSGALP00000002322 CID 175 - 184
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1298,70)" 1167 9595

ENSGALP00000008236 CID 1,010 - 1,021
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1417,96)" 1969 true 0.63 9596

ENSGALP00000006970 CID 130 - 144
exportin 1 - CGNC Symbol 
3224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1929,18)" 1691 9597



ENSGALP00000009985 CID 90 - 107

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1929,18)" 1691 false 1.11 9598

ENSGALP00000026130 CID 330 - 335

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(819,47)" 568 false 9599

ENSGALP00000036720 CID 2,853 - 2,858

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(819,47)" 568 9600

ENSGALP00000008341 CID 50 - 55

glutathione S-transferase 
theta 1-like - CGNC Symbol 
55583 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(819,47)" 568 false 9601

ENSGALP00000008128 CID 1,270 - 1,277
nucleoporin 210kDa - CGNC 
Symbol 3777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1042,63)" 1311 9602

ENSGALP00000003139 CID 179 - 194
glutamate dehydrogenase 1 
- CGNC Symbol 52002 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1752,92)" 638 9603

ENSGALP00000011689 CID 291 - 305

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1851,96)" 1294 9604



ENSGALP00000035933 CID 58 - 67
cathepsin B - CGNC Symbol 
12486 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1081,62)" 1065 false 9605

ENSGALP00000006326 CID 230 - 236

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1081,62)" 1065 true 0.69 9606

ENSGALP00000017495 CID 478 - 487
scinderin - CGNC Symbol 
8188 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1244,80)" 1533 false 9607

ENSGALP00000020534 CID 181 - 192

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1404,92)" 1435 false 9608

ENSGALP00000024803 CID 49 - 60
prolyl endopeptidase - 
CGNC Symbol 11476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1486,82)" 7429 true 0.56 9609

ENSGALP00000037564 CID 137 - 149

Hsap of 4: solute carrier 
family 25 member 10 - 
HGNC:10980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1486,82)" 7429 false 0.56 9610

ENSGALP00000017172 CID 838 - 852
nardilysin convertase - 
CGNC Symbol 8022 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1809,00)" 1352 true 1.15 9611



ENSGALP00000021343 CID 273 - 290

serine/threonine kinase 
receptor associated protein - 
CGNC Symbol 9899 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1932,90)" 1303 9612

ENSGALP00000009085 CID 766 - 773
ubiquitin specific peptidase 
10 - CGNC Symbol 4228 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1090,60)" 1129 true 0.54 9613

ENSGALP00000024803 CID 49 - 60
prolyl endopeptidase - 
CGNC Symbol 11476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1490,85)" 4157 9614

ENSGALP00000034419 CID 201 - 216

GATA zinc finger domain 
containing 2A - CGNC 
Symbol 2116 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1823,03)" 603 false 9615

ENSGALP00000015176 CID 503 - 520

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2024,00)" 2620 false 9616

ENSGALP00000022436 CID 228 - 242
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1715,96)" 622 false 9617

ENSGALP00000003089 CID 714 - 732
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2184,01)" 3645 true 1.21 9618



ENSGALP00000013337 CID 46 - 55
CTD small phosphatase like 
2 - CGNC Symbol 6215 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1121,69)" 1106 9619

P35908 CID 93 - 122

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2427,07)" 430 true 0.72 9620

ENSGALP00000018498 CID 153 - 172

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2283,98)" 14736 true 0.4 9621

ENSGALP00000016523 CID 149 - 168

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2283,98)" 14736 true 0.4 9622

P35908 CID 93 - 122

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2431,09)" 312 9623

ENSGALP00000026126 CID 148 - 155
ribosomal protein L8 - 
CGNC Symbol 12137 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(871,55)" 1625 false 9624

ENSGALP00000017856 CID 163 - 171

transformer 2 alpha 
homolog (Drosophila) - 
CGNC Symbol 51305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1167,62)" 6280 9625



ENSGALP00000006762 CID 219 - 236
bleomycin hydrolase - 
CGNC Symbol 3131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2241,04)" 580 false 9626

ENSGALP00000012007 CID Jan-13
archain 1 - CGNC Symbol 
5606 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1403,84)" 1659 9627

ENSGALP00000010358 CID 398 - 414

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC 
Symbol 4842 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1952,93)" 1547 false 9628

ENSGALP00000007822 CID 292 - 311

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2496,18)" 463 false 9629

ENSGALP00000005647 CID 172 - 181
hippocalcin - CGNC Symbol 
2609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1057,59)" 1076 false 9630

ENSGALP00000009709 CID 481 - 492

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1200,71)" 626 false 9631

ENSGALP00000001027 CID 105 - 115

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1246,68)" 6577 true 1.28 9632



ENSGALP00000028283 CID Dec-18

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(892,50)" 1609 false 9633

ENSGALP00000017152 CID 55 - 64

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - 
CGNC Symbol 8013 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1188,74)" 739 9634

ENSGALP00000014374 CID 108 - 118
malate dehydrogenase 1 - 
CGNC Symbol 6725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1269,80)" 585 9635

ENSGALP00000011510 CID 252 - 261
apolipoprotein A-I - CGNC 
Symbol 49860 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1269,80)" 585 false 9636

ENSGALP00000038799 CID 92 - 101
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1271,67)" 6819 true 1.31 9637

ENSGALP00000022004 CID 92 - 101
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1271,67)" 6819 true 1.31 9638

ENSGALP00000023294 CID 1,069 - 1,077

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1122,65)" 2164 false 9639



ENSGALP00000016102 CID 444 - 452

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1122,65)" 2164 true 0.51 9640

ENSGALP00000038799 CID 92 - 101
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1275,70)" 14565 9641

ENSGALP00000022004 CID 92 - 101
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1275,70)" 14565 9642

ENSGALP00000011044 CID 630 - 639

inter-alpha-trypsin inhibitor 
heavy chain 2 - CGNC 
Symbol 5157 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1301,67)" 499 false 9643

ENSGALP00000015665 CID 245 - 254 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1301,67)" 499 false 9644

ENSGALP00000001978 CID 162 - 171

Gallus gallus replication 
factor C (activator 1) 2 
40kDa (RFC2) mRNA. - 
RefSeq mRNA NM_205530 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1301,67)" 499 false 9645

ENSGALP00000005090 CID 187 - 197

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1274,80)" 3119 true 1.02 9646



ENSGALP00000038587 CID 13 - 24

actin related protein 2/3 
complex subunit 5 16kDa - 
CGNC Symbol 14362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1383,82)" 46913 false 9647

ENSGALP00000005653 CID 49 - 61
fibronectin 1 - CGNC 
Symbol 2613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1383,82)" 46913 9648

ENSGALP00000009552 CID 93 - 105
ribosomal protein L27a - 
CGNC Symbol 55716 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1383,82)" 46913 9649

ENSGALP00000023396 CID 160 - 174
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1666,98)" 777 true 0.33 9650

ENSGALP00000016660 CID 570 - 578

nuclear autoantigenic 
sperm protein (histone-
binding) - CGNC Symbol 
7802 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1150,74)" 3348 false 0.65 9651

ENSGALP00000014321 CID 31 - 40

NADH:ubiquinone 
oxidoreductase subunit A5 - 
CGNC Symbol 50588 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1150,74)" 3348 true 0.65 9652

ENSGALP00000007220 CID 302 - 311

zinc finger MYND-type 
containing 8 - CGNC Symbol 
3357 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1282,85)" 2506 9653



ENSGALP00000005090 CID 187 - 197

UPF1 RNA helicase and 
ATPase - CGNC Symbol 
2340 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1282,85)" 2506 true 1.02 9654

ENSGALP00000014509 CID 172 - 184

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1364,74)" 3630 true 1.33 9655

ENSGALP00000020169 CID 309 - 319
phosphorylase glycogen 
liver - CGNC Symbol 49139 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1455,80)" 3327 true 0.95 9656

ENSGALP00000011499 CID 2,287 - 2,301

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1704,96)" 671 false 9657

ENSGALP00000002322 CID 87 - 98
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1377,75)" 3750 true 92.13 9658

ENSGALP00000014317 CID 92 - 102

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1377,75)" 3750 9659

ENSGALP00000020169 CID 309 - 319
phosphorylase glycogen 
liver - CGNC Symbol 49139 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1459,82)" 2603 9660



ENSGALP00000006939 CID 143 - 158
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1763,97)" 1737 true 1.05 9661

ENSGALP00000007523 CID 54 - 74

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2492,52)" 1891 true 0.44 9662

ENSGALP00000020666 CID 176 - 184
DEK proto-oncogene - 
CGNC Symbol 9623 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1168,71)" 1604 true 0.47 9663

ENSGALP00000019975 CID 259 - 269

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1386,69)" 4403 9664

ENSGALP00000005576 CID 230 - 240

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1386,69)" 4403 9665

ENSGALP00000020534 CID 122 - 136

heterogeneous nuclear 
ribonucleoprotein K-like - 
CGNC Symbol 53093 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1575,02)" 2477 true 0.44 9666

ENSGALP00000002828 CID 785 - 800

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1827,92)" 3318 true 0.81 9667



ENSGALP00000015741 CID 31 - 43

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1405,67)" 1270 false 1.96 9668

ENSGALP00000022023 CID 1,366 - 1,376
nucleoporin 98kDa - CGNC 
Symbol 10169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1405,67)" 1270 true 1.96 9669

ENSGALP00000006624 CID 39 - 51

vacuolar protein sorting 26 
homolog A (S. pombe) - 
CGNC Symbol 3064 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1549,81)" 1937 false 9670

ENSGALP00000002828 CID 785 - 800

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1831,94)" 2693 9671

ENSGALP00000000924 CID 43 - 51
acyl-CoA thioesterase 7 - 
CGNC Symbol 50978 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(974,52)" 376 9672

ENSGALP00000001474 CID 343 - 350

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(974,52)" 376 false 9673

ENSGALP00000041532 CID 110 - 120

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1186,71)" 5561 true 0.66 9674



ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1417,76)" 10631 9675

ENSGALP00000001483 CID 41 - 55

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1994,97)" 440 9676

ENSGALP00000041532 CID 110 - 120

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1190,73)" 4339 9677

ENSGALP00000001997 CID 95 - 107

eukaryotic translation 
initiation factor 4H - CGNC 
Symbol 897 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1425,72)" 2964 9678

ENSGALP00000011124 CID 86 - 100
cathepsin A - CGNC Symbol 
5190 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1700,96)" 982 false 9679

ENSGALP00000029993 CID 141 - 166

Rho GDP dissociation 
inhibitor (GDI) beta - CGNC 
Symbol 8920 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(3014,48)" 2075 true 0.68 9680

ENSGALP00000006218 CID 217 - 228

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1477,64)" 10829 true 0.84 9681



ENSGALP00000029993 CID 141 - 166

Rho GDP dissociation 
inhibitor (GDI) beta - CGNC 
Symbol 8920 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(3022,53)" 1408 true 0.68 9682

ENSGALP00000041532 CID 84 - 94

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1335,75)" 522 true 1.03 9683

ENSGALP00000006218 CID 217 - 228

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1481,66)" 9044 9684

ENSGALP00000041532 CID 84 - 94

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1339,79)" 535 9685

ENSGALP00000024009 CID 340 - 354
THO complex 1 - CGNC 
Symbol 11072 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1715,86)" 1375 false 9686

ENSGALP00000020346 CID 191 - 204
FK506 binding protein 3 - 
CGNC Symbol 9468 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1745,94)" 1965 false 9687

ENSGALP00000039995 CID Feb-18

actin related protein 2/3 
complex subunit 1A 41kDa - 
CGNC Symbol 3478 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2164,10)" 2418 9688



ENSGALP00000015840 CID 1-Sep

family with sequence 
similarity 98 member B - 
CGNC Symbol 7407 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1116,62)" 373 false 1.04 9689

ENSGALP00000026406 CID 67 - 75

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1165,73)" 700 false 0.37 9690

ENSGALP00000012163 CID 638 - 649

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1409,73)" 520 false 9691

ENSGALP00000038799 CID 92 - 105
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1755,91)" 10006 true 1 9692

ENSGALP00000022004 CID 92 - 105
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1755,91)" 10006 true 1 9693

ENSGALP00000010510 CID 113 - 126
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1694,90)" 481 true 0.66 9694

ENSGALP00000021927 CID 72 - 86

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1852,83)" 3966 true 0.37 9695



ENSGALP00000016523 CID 394 - 403

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1305,83)" 638 false 9696

ENSGALP00000035366 CID 383 - 393

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1305,83)" 638 9697

ENSGALP00000003455 CID 27 - 40

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1642,80)" 4825 9698

ENSGALP00000002482 CID 389 - 404
copine I - CGNC Symbol 
50925 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1827,02)" 2559 true 0.8 9699

ENSGALP00000018441 CID 396 - 406
aspartyl aminopeptidase - 
CGNC Symbol 8600 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1306,75)" 2500 9700

ENSGALP00000019423 CID 209 - 219

dehydrogenase/reductase 
(SDR family) member 7 - 
CGNC Symbol 9039 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1317,72)" 1820 true 0.54 9701

ENSGALP00000019018 CID 170 - 182
translin - CGNC Symbol 
8854 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1526,78)" 1585 true 0.86 9702



ENSGALP00000037260 CID 59 - 73

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1743,84)" 2524 9703

ENSGALP00000002482 CID 389 - 404
copine I - CGNC Symbol 
50925 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1831,04)" 2055 9704

ENSGALP00000024078 CID 68 - 83
WD repeat domain 1 - 
CGNC Symbol 11108 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1682,92)" 640 true 0.87 9705

ENSGALP00000006240 CID 1,598 - 1,612
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1718,99)" 723 9706

ENSGALP00000041109 CID 147 - 164

Hsap of 1: capping actin 
protein gelsolin like - 
HGNC:1474 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1958,06)" 1854 false 9707

ENSGALP00000013738 CID 34 - 49

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1973,99)" 5039 true 1.72 9708

ENSGALP00000041756 CID 123 - 132
Parkinsonism associated 
deglycase - HGNC:16369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1109,60)" 771 9709



ENSGALP00000035478 CID 1,354 - 1,368
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1708,89)" 903 true 1.2 9710

ENSGALP00000013738 CID 34 - 49

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1982,05)" 8670 true 1.72 9711

ENSGALP00000008338 CID 408 - 413

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(769,48)" 1044 false 9712

ENSGALP00000015000 CID 863 - 875

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1409,82)" 12039 9713

ENSGALP00000015057 CID 83 - 95
fibrinogen beta chain - 
CGNC Symbol 7036 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1431,79)" 818 false 9714

ENSGALP00000010305 CID 91 - 105

v-crk avian sarcoma virus 
CT10 oncogene homolog-
like - CGNC Symbol 4810 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1767,96)" 1818 true 0.75 9715

ENSGALP00000043256 CID 154 - 173

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2132,11)" 1163 9716



ENSGALP00000041764 CID 141 - 146

mesoderm development 
candidate 2 - CGNC Symbol 
4821 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(782,49)" 1230 9717

ENSGALP00000024868 CID 78 - 90

RAB2A member RAS 
oncogene family - CGNC 
Symbol 49674 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1347,77)" 3545 true 0.79 9718

ENSGALP00000036720 CID 1,542 - 1,552

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1347,77)" 3545 false 0.79 9719

ENSGALP00000021294 CID 220 - 229

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1347,77)" 3545 false 0.79 9720

ENSGALP00000011499 CID 1,224 - 1,237

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1727,86)" 21385 true 1.09 9721

ENSGALP00000010305 CID 91 - 105

v-crk avian sarcoma virus 
CT10 oncogene homolog-
like - CGNC Symbol 4810 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1771,96)" 859 9722

ENSGALP00000039872 CID 144 - 162

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2108,06)" 961 false 9723



ENSGALP00000013987 CID 506 - 524

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2174,02)" 4549 9724

ENSGALP00000015665 CID 66 - 76 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1446,76)" 11013 true 0.14 9725

ENSGALP00000009605 CID 1-Nov

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1446,76)" 11013 9726

ENSGALP00000003089 CID 714 - 732
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2188,02)" 3151 9727

ENSGALP00000041687 CID 72 - 78

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(897,52)" 1139 false 9728

ENSGALP00000017268 CID 277 - 293
mediator of cell motility 1 - 
CGNC Symbol 8068 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1851,85)" 776 9729

ENSGALP00000023081 CID 639 - 649

Gallus gallus suppressor of 
Ty 5 homolog (S. cerevisiae) 
(SUPT5H) mRNA. - RefSeq 
mRNA NM_001031384 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(1166,75)" 2155 false 9730



ENSGALP00000023456 CID 284 - 298

selenophosphate 
synthetase 1 - CGNC 
Symbol 10819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1744,07)" 1407 true 0.42 9731

ENSGALP00000015623 CID 996 - 1,004

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1018,56)" 537 9732

ENSGALP00000004548 CID 281 - 293

acyl-CoA dehydrogenase 
long chain - CGNC Symbol 
2086 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1648,84)" 605 9733

ENSGALP00000037260 CID 59 - 73

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1775,90)" 49237 9734

ENSGALP00000004437 CID 66 - 80
ribosomal protein S10 - 
CGNC Symbol 51122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2031,03)" 1586 false 9735

ENSGALP00000041815 CID 218 - 244
calponin-2 - Refseq 
NP_001135728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2858,25)" 913 false 9736

ENSGALP00000019031 CID 84 - 109
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(3171,47)" 4510 9737



ENSGALP00000037222 CID 45 - 52

heterogeneous nuclear 
ribonucleoprotein D-like - 
CGNC Symbol 51783 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1024,52)" 2837 true 0.72 9738

ENSGALP00000021294 CID 357 - 364

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1032,57)" 18292 false 9739

ENSGALP00000006043 CID 715 - 724

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1032,57)" 18292 false 9740

ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(742,38)" 44764 true 0.09 9741

ENSGALP00000037222 CID 45 - 52

heterogeneous nuclear 
ribonucleoprotein D-like - 
CGNC Symbol 51783 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1028,55)" 2037 9742

ENSGALP00000017288 CID 165 - 172

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1082,59)" 3915 true 0.53 9743

ENSGALP00000033584 CID 105 - 118

ras homolog family 
member A - CGNC Symbol 
49322 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1663,95)" 984 true 2.8 9744



ENSGALP00000017954 CID 19 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1831,01)" 2200 9745

ENSGALP00000018498 CID 586 - 606

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2474,16)" 7628 false 0.18* 9746

ENSGALP00000007884 CID 449 - 456

LSM14A mRNA processing 
body assembly factor - 
CGNC Symbol 50074 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1104,49)" 3062 true 0.36 9747

ENSGALP00000020154 CID 267 - 275
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1108,61)" 12187 true 0.33 9748

ENSGALP00000002862 CID 225 - 235
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1357,72)" 858 true 0.87 9749

ENSGALP00000018742 CID 1-Nov
creatine kinase brain - 
CGNC Symbol 49719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1357,72)" 858 false 0.87 9750

ENSGALP00000033584 CID 105 - 118

ras homolog family 
member A - CGNC Symbol 
49322 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1672,00)" 3355 true 2.8 9751



ENSGALP00000002862 CID 225 - 235
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1361,75)" 543 9752

ENSGALP00000037170 CID 1,037 - 1,050

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1714,93)" 1575 true 0.6 9753

ENSGALP00000020666 CID Jan-16
DEK proto-oncogene - 
CGNC Symbol 9623 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1807,88)" 20348 9754

ENSGALP00000020154 CID 267 - 275
aspartyl-tRNA synthetase - 
CGNC Symbol 9384 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1112,64)" 3637 9755

ENSGALP00000001750 CID 134 - 143
prohibitin - CGNC Symbol 
51144 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1181,63)" 2760 9756

ENSGALP00000006939 CID 143 - 158
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1772,01)" 776 true 1.05 9757

ENSGALP00000014321 CID 31 - 40

NADH:ubiquinone 
oxidoreductase subunit A5 - 
CGNC Symbol 50588 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1154,78)" 1078 9758



ENSGALP00000020445 CID 746 - 755

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1221,64)" 7619 true 0.73 9759

ENSGALP00000042988 CID 87 - 93
proteasome subunit beta 2 - 
HGNC:9539 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(892,48)" 7048 true 1 9760

ENSGALP00000010984 CID 154 - 165

adaptor-related protein 
complex 2 alpha 2 subunit - 
CGNC Symbol 51890 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr7

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-7/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr7/"MS/MS_(1308,71)" 15148 false 9761

ENSGALP00000042988 CID 87 - 93
proteasome subunit beta 2 - 
HGNC:9539 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(896,51)" 7071 9762

ENSGALP00000002366 CID 723 - 728

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(896,51)" 7071 9763

ENSGALP00000040101 CID 1,979 - 1,986
myosin IXB - CGNC Symbol 
2718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1015,59)" 497 9764

ENSGALP00000009605 CID 218 - 227

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1311,71)" 6037 true 0.42 9765



ENSGALP00000026858 CID 295 - 302

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1004,55)" 1102 true 1.2 9766

ENSGALP00000041690 CID 116 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1296,61)" 20534 9767

ENSGALP00000035973 CID 718 - 728

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1296,61)" 20534 9768

ENSGALP00000006372 CID 214 - 224

aldo-keto reductase family 
7 member A2 (aflatoxin 
aldehyde reductase) - CGNC 
Symbol 51005 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1435,79)" 663 9769

ENSGALP00000015176 CID 355 - 367

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1378,85)" 1565 true 1.08 9770

ENSGALP00000037260 CID 59 - 73

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1787,85)" 10653 true 0.29 9771

ENSGALP00000004799 CID 195 - 204
spermidine synthase - 
CGNC Symbol 2201 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1162,65)" 3343 true 0.72 9772



ENSGALP00000009511 CID 58 - 67
ribosomal protein L5 - 
CGNC Symbol 4424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1254,67)" 3948 9773

ENSGALP00000005576 CID 230 - 240

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1382,65)" 4412 true 0.71 9774

ENSGALP00000019975 CID 259 - 269

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1382,65)" 4412 true 0.71 9775

ENSGALP00000037260 CID 59 - 73

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1791,87)" 2622 9776

ENSGALP00000013963 CID 89 - 99

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1362,87)" 5539 false 1.44 9777

ENSGALP00000037260 CID 59 - 73

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1803,84)" 2052 true 0.7 9778

ENSGALP00000036720 CID 109 - 116

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(965,58)" 443 false 9779



ENSGALP00000009121 CID 265 - 277
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1423,81)" 15153 9780

ENSGALP00000009351 CID 145 - 156

protein phosphatase 1 
regulatory subunit 7 - CGNC 
Symbol 4354 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1458,86)" 529 false 9781

ENSGALP00000006326 CID 230 - 236

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1073,59)" 1519 true 0.69 9782

ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1413,73)" 6833 true 1.33 9783

ENSGALP00000018987 CID 488 - 499
t-complex 1 - CGNC Symbol 
8842 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1427,90)" 682 false 9784

ENSGALP00000006326 CID 24 - 37

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1641,99)" 1383 true 1.08 9785

ENSGALP00000014509 CID Jul-18

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1288,73)" 1473 true 2.06 9786



ENSGALP00000038262 CID 79 - 90

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1433,66)" 15750 9787

ENSGALP00000038576 CID 40 - 52

GTPase IMAP family 
member 7-like - CGNC 
Symbol 53739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1436,82)" 12746 true 0.77 9788

ENSGALP00000013029 CID 1,028 - 1,042
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1757,89)" 32951 9789

ENSGALP00000011055 CID 94 - 108

diaphanous homolog 1 
(Drosophila) - CGNC Symbol 
49017 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1960,92)" 2612 9790

ENSGALP00000041108 CID 544 - 553
SATB homeobox 1 - CGNC 
Symbol 8550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1290,69)" 2928 true 1.26 9791

ENSGALP00000023059 CID 745 - 757

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1557,87)" 1109 true 2.39 9792

ENSGALP00000018410 CID 666 - 681

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1724,85)" 2401 false 9793



ENSGALP00000024868 CID 78 - 90

RAB2A member RAS 
oncogene family - CGNC 
Symbol 49674 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1351,80)" 1987 9794

ENSGALP00000021294 CID 220 - 229

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1351,80)" 1987 false 0.79 9795

ENSGALP00000042598 CID 98 - 110
cyclin-dependent kinase 1 - 
CGNC Symbol 2236 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1568,79)" 1617 true 1.03 9796

ENSGALP00000003737 CID 240 - 253
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1584,81)" 1635 true 1.38 9797

ENSGALP00000042598 CID 98 - 110
cyclin-dependent kinase 1 - 
CGNC Symbol 2236 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1572,81)" 1784 9798

ENSGALP00000015063 CID 262 - 276
fibrinogen gamma chain - 
CGNC Symbol 7041 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1759,05)" 7970 9799

ENSGALP00000017819 CID 311 - 326

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1905,06)" 1152 9800



ENSGALP00000006300 CID 401 - 410

adaptor-related protein 
complex 1 mu 1 subunit - 
CGNC Symbol 51191 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1204,66)" 1535 true 0.7 9801

ENSGALP00000023214 CID 459 - 471

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1637,79)" 1226 false 9802

ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1786,93)" 1842 9803

ENSGALP00000025680 CID 818 - 828
KIAA1429 - CGNC Symbol 
11918 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1215,66)" 4636 false 0.82 9804

ENSGALP00000009481 CID 70 - 79

RAB7A member RAS 
oncogene family - CGNC 
Symbol 4408 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1215,66)" 4636 true 0.82 9805

ENSGALP00000000693 CID 241 - 252

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1478,81)" 1677 true 0.24 9806

ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1818,99)" 106707 9807



ENSGALP00000019040 CID 1,980 - 1,990
nucleoporin 205kDa - CGNC 
Symbol 8864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1334,76)" 5909 true 1.37 9808

ENSGALP00000023188 CID 93 - 108

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1829,01)" 13667 false 9809

ENSGALP00000001302 CID 174 - 192

casein kinase 2 alpha prime 
polypeptide - CGNC Symbol 
585 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2349,17)" 641 true 0.61 9810

ENSGALP00000012163 CID 556 - 561

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(778,47)" 554 9811

ENSGALP00000041764 CID 141 - 146

mesoderm development 
candidate 2 - CGNC Symbol 
4821 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(778,47)" 554 true 1.48 9812

ENSGALP00000003715 CID 129 - 139

mesencephalic astrocyte 
derived neurotrophic factor 
- HGNC:15461 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1315,76)" 1880 false 9813

ENSGALP00000032274 CID 126 - 137

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1315,76)" 1880 false 9814



ENSGALP00000009341 CID 172 - 182

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1315,76)" 1880 false 9815

ENSGALP00000011491 CID Feb-14

pyruvate dehydrogenase 
(lipoamide) beta - CGNC 
Symbol 5364 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1338,79)" 1860 9816

ENSGALP00000005678 CID 1,892 - 1,904

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1338,79)" 1860 9817

ENSGALP00000008105 CID 233 - 249

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1899,11)" 614 true 1.27 9818

ENSGALP00000013574 CID 350 - 361

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1571,85)" 2700 true 1.31 9819

ENSGALP00000002497 CID 468 - 480

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1615,85)" 2755 true 0.43 9820

ENSGALP00000038799 CID 92 - 105
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1759,94)" 3814 9821



ENSGALP00000022004 CID 92 - 105
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1759,94)" 3814 9822

ENSGALP00000004959 CID 648 - 661

zinc finger CCCH-type 
containing 7A - CGNC 
Symbol 2278 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1826,95)" 4107 9823

ENSGALP00000017954 CID 19 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1826,95)" 4107 true 0.53 9824

ENSGALP00000008105 CID 233 - 249

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1907,17)" 782 true 1.27 9825

ENSGALP00000018987 CID 488 - 499
t-complex 1 - CGNC Symbol 
8842 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1423,82)" 11125 true 0.46 9826

ENSGALP00000000615 CID 94 - 110
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2119,96)" 12529 true 0.52 9827

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1524,71)" 68649 true 0.19 9828



ENSGALP00000011055 CID 94 - 108

diaphanous homolog 1 
(Drosophila) - CGNC Symbol 
49017 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1916,88)" 2164 true 1.25 9829

ENSGALP00000004651 CID Jun-23
thioredoxin like 1 - CGNC 
Symbol 2131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1951,00)" 1592 9830

ENSGALP00000039326 CID 20 - 36
ribosomal protein L19 - 
CGNC Symbol 1159 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1970,94)" 5812 true 0.78 9831

ENSGALP00000019299 CID 47 - 52

small nuclear 
ribonucleoprotein D1 
polypeptide - CGNC Symbol 
8976 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(838,52)" 503 9832

ENSGALP00000017856 CID 144 - 157

transformer 2 alpha 
homolog (Drosophila) - 
CGNC Symbol 51305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1612,87)" 4734 9833

ENSGALP00000010844 CID 33 - 48

CUGBP Elav-like family 
member 2 - CGNC Symbol 
49047 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1939,04)" 4848 true 0.45 9834

ENSGALP00000011055 CID 94 - 108

diaphanous homolog 1 
(Drosophila) - CGNC Symbol 
49017 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1960,90)" 2851 false 9835



ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1705,98)" 16003 true 0.73 9836

ENSGALP00000003423 CID 421 - 435

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1705,98)" 16003 false 0.73 9837

ENSGALP00000010844 CID 33 - 48

CUGBP Elav-like family 
member 2 - CGNC Symbol 
49047 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1943,06)" 2196 9838

ENSGALP00000011071 CID 22 - 37
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1710,01)" 11742 9839

ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1710,01)" 11742 9840

ENSGALP00000041974 CID 328 - 342

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1966,09)" 589 false 9841

ENSGALP00000019031 CID 222 - 237
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2039,71)" 3881 9842



ENSGALP00000018498 CID 586 - 606

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2478,20)" 465 9843

ENSGALP00000019040 CID 1,823 - 1,836
nucleoporin 205kDa - CGNC 
Symbol 8864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1794,75)" 569 false 9844

ENSGALP00000016523 CID 149 - 168

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2288,02)" 1088 9845

ENSGALP00000018498 CID 153 - 172

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2288,02)" 1088 9846

ENSGALP00000004871 CID 418 - 436

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2295,08)" 1104 false 9847

ENSGALP00000002426 CID 64 - 90

Gallus gallus nuclear 
transport factor 2 (NUTF2) 
transcript variant 2 mRNA. - 
RefSeq mRNA 
NM_001305547 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(3067,61)" 760 false 9848

ENSGALP00000020954 CID 368 - 374

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 1 - CGNC Symbol 
13903 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(853,50)" 474 true 1.94 9849



ENSGALP00000035905 CID 481 - 490
cell division cycle 5 like - 
CGNC Symbol 12520 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1038,64)" 2379 false 9850

ENSGALP00000015057 CID 199 - 207
fibrinogen beta chain - 
CGNC Symbol 7036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1038,64)" 2379 false 9851

ENSGALP00000015780 CID 307 - 317

tetratricopeptide repeat 
protein 38-like - CGNC 
Symbol 52836 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1264,75)" 3435 false 9852

ENSGALP00000033650 CID 342 - 348
FYN binding protein - CGNC 
Symbol 2773 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(857,53)" 1927 false 9853

ENSGALP00000020954 CID 368 - 374

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 1 - CGNC Symbol 
13903 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(857,53)" 1927 9854

ENSGALP00000010190 CID 99 - 107
histone deacetylase 7 - 
CGNC Symbol 4743 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1046,60)" 92199 false 9855

ENSGALP00000003717 CID 294 - 302

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1046,60)" 92199 false 9856



ENSGALP00000037924 CID 83 - 105

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2614,28)" 6240 true 0.09 9857

ENSGALP00000005535 CID 180 - 206

Gallus gallus serine 
peptidase inhibitor Kazal 
type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - 
RefSeq mRNA 
NM_001308494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(3116,37)" 378 9858

ENSGALP00000020091 CID 167 - 173

v-ral simian leukemia viral 
oncogene homolog A (ras 
related) - CGNC Symbol 
9353 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(955,50)" 1020 true 1.11 9859

ENSGALP00000017288 CID 165 - 172

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1086,62)" 1702 9860

ENSGALP00000003381 CID 277 - 293
aconitase 1 soluble - CGNC 
Symbol 48955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1885,02)" 2699 9861

ENSGALP00000010910 CID 1-Jul

cleavage stimulation factor 
3' pre-RNA subunit 2 64kDa - 
CGNC Symbol 51677 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(791,40)" 1383 9862

ENSGALP00000020091 CID 167 - 173

v-ral simian leukemia viral 
oncogene homolog A (ras 
related) - CGNC Symbol 
9353 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(959,53)" 1134 9863



ENSGALP00000038795 CID 425 - 434

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1108,60)" 2029 false 0.66 9864

ENSGALP00000013963 CID 89 - 99

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1354,82)" 3274 false 1.44 9865

ENSGALP00000008824 CID 240 - 249

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1354,82)" 3274 false 9866

ENSGALP00000020954 CID 111 - 129

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 1 - CGNC Symbol 
13903 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2084,07)" 1051 9867

ENSGALP00000007819 CID 389 - 395
peptidase D - CGNC Symbol 
3636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(815,52)" 494 9868

ENSGALP00000000955 CID 298 - 304
CTP synthase 1 - CGNC 
Symbol 429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(815,52)" 494 9869

ENSGALP00000008824 CID 127 - 135

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1118,64)" 2704 9870



ENSGALP00000010984 CID Dec-21

adaptor-related protein 
complex 2 alpha 2 subunit - 
CGNC Symbol 51890 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1118,64)" 2704 true 4.17 9871

ENSGALP00000008078 CID 45 - 56
cyclin-dependent kinase 9 - 
CGNC Symbol 3750 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1523,79)" 1388 false 9872

ENSGALP00000018424 CID 215 - 220
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(829,51)" 550 false 0.72 9873

ENSGALP00000014107 CID 212 - 217
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(829,51)" 550 false 9874

ENSGALP00000016660 CID 97 - 103

nuclear autoantigenic 
sperm protein (histone-
binding) - CGNC Symbol 
7802 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(829,51)" 550 true 0.72 9875

ENSGALP00000003357 CID 731 - 736

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(829,51)" 550 false 0.72 9876

ENSGALP00000014768 CID 125 - 135
EH-domain containing 3 - 
CGNC Symbol 51465 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1264,69)" 3321 true 0.63 9877



ENSGALP00000027700 CID 1,959 - 1,967

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1166,68)" 2515 9878

ENSGALP00000009371 CID 52 - 62

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1405,84)" 3276 9879

ENSGALP00000025606 CID 52 - 62

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1405,84)" 3276 9880

ENSGALP00000008105 CID 137 - 150

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1633,92)" 691 false 1.08 9881

ENSGALP00000006326 CID 24 - 37

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1633,92)" 691 true 1.08 9882

ENSGALP00000041758 CID 383 - 390

transporter 1 ATP-binding 
cassette sub-family B 
(MDR/TAP) - CGNC Symbol 
53176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(879,47)" 1260 9883

ENSGALP00000005794 CID 106 - 113

spen family transcriptional 
repressor - CGNC Symbol 
2675 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(879,47)" 1260 9884



ENSGALP00000020445 CID 746 - 755

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1225,66)" 3245 9885

ENSGALP00000037170 CID 473 - 483

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1273,74)" 715 false 9886

ENSGALP00000035996 CID 92 - 115

superoxide dismutase 1 
soluble - CGNC Symbol 
11821 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2536,31)" 2154 true 0.62 9887

ENSGALP00000016182 CID 1,046 - 1,052

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(913,54)" 483 false 9888

ENSGALP00000009605 CID 218 - 227

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1315,71)" 3121 9889

ENSGALP00000013294 CID 292 - 303
5'-nucleotidase cytosolic II - 
CGNC Symbol 6204 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1427,90)" 857 true 0.81 9890

ENSGALP00000035973 CID 718 - 728

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimida
zole synthetase - CGNC 
Symbol 49260 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1292,59)" 11079 false 2.58 9891



ENSGALP00000041690 CID 116 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1292,59)" 11079 true 2.58 9892

ENSGALP00000015160 CID 3,332 - 3,343

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1371,78)" 6558 false 0.9 9893

ENSGALP00000018441 CID 396 - 406
aspartyl aminopeptidase - 
CGNC Symbol 8600 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1302,75)" 4610 true 0.87 9894

ENSGALP00000010965 CID 148 - 162

regulation of nuclear pre-
mRNA domain containing 
1B - CGNC Symbol 50965 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1733,89)" 1496 true 0.51 9895

ENSGALP00000038576 CID 40 - 52

GTPase IMAP family 
member 7-like - CGNC 
Symbol 53739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1440,83)" 8593 9896

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1528,74)" 11203 9897

ENSGALP00000003381 CID 277 - 293
aconitase 1 soluble - CGNC 
Symbol 48955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1880,99)" 689 true 1.83 9898



ENSGALP00000026858 CID 295 - 302

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1008,57)" 1430 9899

ENSGALP00000023395 CID 737 - 744

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1008,57)" 1430 false 9900

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - 
CGNC Symbol 49444 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1540,70)" 1883 true 0.13 9901

ENSGALP00000018750 CID 142 - 157

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1969,98)" 555 false 9902

ENSGALP00000001565 CID 167 - 173

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr8

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-8/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr8/"MS/MS_(822,53)" 669 9903

ENSGALP00000020268 CID 579 - 590

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1428,78)" 26415 9904

ENSGALP00000006522 CID 171 - 184
integral membrane protein 
2A - CGNC Symbol 3012 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1609,92)" 567 false 9905



ENSGALP00000004515 CID 3-Nov

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1110,56)" 733 true 0.87 9906

ENSGALP00000014229 CID 42 - 53
pleckstrin - CGNC Symbol 
6647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1342,73)" 1850 false 9907

ENSGALP00000005576 CID 426 - 439

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1630,86)" 1252 false 9908

ENSGALP00000000485 CID 1,038 - 1,052

Hsap of 1: AT-rich 
interaction domain 1A - 
HGNC:11110 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1665,83)" 2018 false 9909

ENSGALP00000023214 CID 202 - 210

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1127,55)" 1280 false 9910

ENSGALP00000023926 CID 134 - 144
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1443,65)" 7431 true 1.22 9911

ENSGALP00000039454 CID 41 - 54
beta-2-microglobulin - 
CGNC Symbol 1542 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1635,91)" 33567 true 4.94 9912



ENSGALP00000010303 CID 647 - 663
interleukin 16 - CGNC 
Symbol 4808 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1911,89)" 2372 9913

ENSGALP00000001014 CID 265 - 271

interferon-induced 
guanylate-binding protein 1-
like - CGNC Symbol 51030 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(924,55)" 5194 9914

ENSGALP00000042552 CID 179 - 185
guanylate binding protein - 
CGNC Symbol 49284 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(924,55)" 5194 9915

ENSGALP00000019224 CID 489 - 495

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(924,55)" 5194 9916

ENSGALP00000009121 CID 500 - 506
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(924,55)" 5194 false 9917

ENSGALP00000018335 CID 172 - 179

TBC1 domain family 
member 5 - CGNC Symbol 
8548 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1110,60)" 7673 false 9918

ENSGALP00000001655 CID 107 - 114

proteasome (prosome 
macropain) subunit beta 
type 7 - CGNC Symbol 
49143 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1110,60)" 7673 false 9919



ENSGALP00000002348 CID 2,768 - 2,776

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(1110,60)" 7673 false 9920

ENSGALP00000023926 CID 134 - 144
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1447,68)" 9087 9921

ENSGALP00000001493 CID 252 - 264

protein phosphatase 6 
catalytic subunit - CGNC 
Symbol 57480 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1656,84)" 2306 false 9922

ENSGALP00000026487 CID 295 - 319

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2767,42)" 755 9923

ENSGALP00000029965 CID 168 - 173

translocase of outer 
mitochondrial membrane 
22 homolog (yeast) - CGNC 
Symbol 13830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(859,41)" 2680 9924

ENSGALP00000015000 CID 127 - 134

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1051,56)" 445 9925

ENSGALP00000001205 CID Jan-24
splicing factor 3a subunit 2 - 
CGNC Symbol 14678 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2461,17)" 362 false 9926



ENSGALP00000039237 CID 645 - 654 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1030,60)" 3469 false 9927

ENSGALP00000013267 CID 90 - 98
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1153,63)" 6961 true 0.73 9928

ENSGALP00000030863 CID 161 - 176

protein phosphatase 2 
regulatory subunit B alpha - 
CGNC Symbol 51022 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1871,98)" 1176 false 9929

ENSGALP00000035996 CID 92 - 115

superoxide dismutase 1 
soluble - CGNC Symbol 
11821 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2540,33)" 971 9930

ENSGALP00000038782 CID 312 - 320
nucleobindin 2 - CGNC 
Symbol 51883 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1147,67)" 552 true 1.21 9931

ENSGALP00000016263 CID 181 - 188
sorting nexin 6 - CGNC 
Symbol 56458 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1147,67)" 552 9932

ENSGALP00000013267 CID 90 - 98
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1157,65)" 4587 9933



ENSGALP00000009552 CID 93 - 105
ribosomal protein L27a - 
CGNC Symbol 55716 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1379,80)" 70734 true 0.63 9934

ENSGALP00000020744 CID 87 - 94

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr10

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-10/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr10/"MS/MS_(963,60)" 592 9935

ENSGALP00000038782 CID 312 - 320
nucleobindin 2 - CGNC 
Symbol 51883 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1151,70)" 1107 9936

ENSGALP00000041974 CID 297 - 309

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1560,85)" 716 true 1.85 9937

ENSGALP00000006555 CID 31 - 41

poly(A) binding protein 
cytoplasmic 1-like - CGNC 
Symbol 3026 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1185,71)" 6166 true 0.32 9938

ENSGALP00000041974 CID 297 - 309

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1564,87)" 950 9939

ENSGALP00000042552 CID 295 - 316
guanylate binding protein - 
CGNC Symbol 49284 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2240,18)" 3449 9940



ENSGALP00000006555 CID 31 - 41

poly(A) binding protein 
cytoplasmic 1-like - CGNC 
Symbol 3026 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1189,73)" 10092 9941

ENSGALP00000024150 CID 497 - 502

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(810,49)" 7261 false 0.54 9942

ENSGALP00000032274 CID 576 - 581

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(810,49)" 7261 true 0.54 9943

ENSGALP00000019318 CID 206 - 213
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(872,46)" 351 false 9944

ENSGALP00000012171 CID 206 - 213
LUC7-like (S. cerevisiae) - 
CGNC Symbol 5684 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(872,46)" 351 false 9945

ENSGALP00000015623 CID 582 - 593

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1280,76)" 7688 9946

ENSGALP00000015897 CID 188 - 197
golgin B1 - CGNC Symbol 
7433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1280,76)" 7688 9947



ENSGALP00000042167 CID 98 - 114
myotrophin - Refseq 
NP_990217 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1803,90)" 1755 true 3.9 9948

ENSGALP00000011103 CID 284 - 301
insulin degrading enzyme - 
HGNC:5381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2229,11)" 3810 true 0.9 9949

ENSGALP00000032274 CID 576 - 581

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(814,52)" 3947 9950

ENSGALP00000011103 CID 284 - 301
insulin degrading enzyme - 
HGNC:5381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2233,13)" 3416 9951

ENSGALP00000028746 CID 139 - 157

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2279,27)" 445 false 9952

ENSGALP00000011232 CID 434 - 446

phosphofructokinase 
platelet - CGNC Symbol 
53359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1491,77)" 4054 9953

ENSGALP00000009511 CID 58 - 67
ribosomal protein L5 - 
CGNC Symbol 4424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1250,66)" 9984 true 0.54 9954



ENSGALP00000018616 CID 84 - 96
leukotriene A4 hydrolase - 
CGNC Symbol 8686 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1535,85)" 1207 9955

ENSGALP00000020852 CID 81 - 104
signal sequence receptor 
alpha - CGNC Symbol 9701 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2590,33)" 920 false 9956

ENSGALP00000020523 CID 264 - 272
G kinase anchoring protein 
1 - CGNC Symbol 9552 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1128,68)" 870 false 9957

ENSGALP00000018165 CID 1,030 - 1,042
lymphocyte antigen 75 - 
CGNC Symbol 8470 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1558,90)" 795 false 9958

ENSGALP00000009821 CID 79 - 93
ribosomal protein S13 - 
CGNC Symbol 49921 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1758,03)" 493 false 9959

ENSGALP00000041366 CID 183 - 205

small nuclear 
ribonucleoprotein 
polypeptide B2 - 
HGNC:11155 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2614,28)" 663 false 9960

ENSGALP00000026487 CID 295 - 319

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(2763,39)" 411 true 1.08 9961



ENSGALP00000039734 CID 89 - 95

Protein LOC105369241 - 
UniProtKB/TrEMBL 
A0A0B4J2C8 - CGNC 
Symbol 51059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(964,53)" 765 9962

ENSGALP00000024078 CID 2-Aug
WD repeat domain 1 - 
CGNC Symbol 11108 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(964,53)" 765 true 0.52 9963

ENSGALP00000021028 CID 237 - 245
radixin - CGNC Symbol 
49356 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1132,63)" 66836 true 0.55 9964

ENSGALP00000022293 CID 238 - 246 ezrin - CGNC Symbol 10288 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1132,63)" 66836 true 0.55 9965

ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1132,63)" 66836 true 0.55 9966

P35908 CID 287 - 296

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1288,75)" 935 9967

ENSGALP00000011232 CID 434 - 446

phosphofructokinase 
platelet - CGNC Symbol 
53359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1487,74)" 637 true 3.28 9968



ENSGALP00000019967 CID Oct-36

alcohol dehydrogenase 5 
(class III) chi polypeptide - 
CGNC Symbol 9300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2967,60)" 328 false 9969

ENSGALP00000013491 CID 716 - 722

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(921,52)" 382 9970

ENSGALP00000012007 CID 233 - 240
archain 1 - CGNC Symbol 
5606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(993,47)" 663 false 9971

ENSGALP00000010935 CID 127 - 134

Cbl proto-oncogene E3 
ubiquitin protein ligase - 
CGNC Symbol 49015 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(993,47)" 663 false 9972

ENSGALP00000019192 CID 28 - 39

uridine monophosphate 
synthetase - CGNC Symbol 
8931 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1304,71)" 1067 false 9973

ENSGALP00000040785 CID 317 - 327

Hsap of 16: DDB1 and CUL4 
associated factor 8-like 1 - 
HGNC:31810 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1304,71)" 1067 false 9974

ENSGALP00000017172 CID 838 - 852
nardilysin convertase - 
CGNC Symbol 8022 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1813,02)" 808 9975



ENSGALP00000036720 CID 2,685 - 2,694

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1185,71)" 9928 9976

ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2025,02)" 5552 true 0.48 9977

ENSGALP00000002278 CID 305 - 313

mitogen-activated protein 
kinase 1 - CGNC Symbol 
48975 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1139,61)" 659 9978

ENSGALP00000019252 CID 1,416 - 1,424

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1152,67)" 835 false 9979

ENSGALP00000010844 CID 148 - 165

CUGBP Elav-like family 
member 2 - CGNC Symbol 
49047 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2029,04)" 2677 false 9980

ENSGALP00000009709 CID 530 - 549

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2039,13)" 588 false 9981

ENSGALP00000017597 CID 294 - 304

ERO1-like beta (S. 
cerevisiae) - CGNC Symbol 
8234 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1308,76)" 719 false 1.19 9982



ENSGALP00000011770 CID 287 - 299
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1349,74)" 1964 true 0.83 9983

ENSGALP00000028277 CID 93 - 102
H2A histone family member 
Z - CGNC Symbol 52762 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1174,59)" 6622 false 0.41 9984

ENSGALP00000001332 CID 419 - 427
lysyl-tRNA synthetase - 
CGNC Symbol 602 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1174,59)" 6622 9985

ENSGALP00000011770 CID 287 - 299
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1353,76)" 1621 9986

ENSGALP00000004889 CID 159 - 170

proline synthetase co-
transcribed homolog 
(bacterial) - CGNC Symbol 
2245 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1353,76)" 1621 false 0.46 9987

ENSGALP00000005520 CID 502 - 511

aldehyde dehydrogenase 9 
family member A1 - CGNC 
Symbol 2550 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1056,62)" 3120 9988

ENSGALP00000041979 CID 257 - 265

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1107,73)" 486 false 9989



ENSGALP00000010376 CID 207 - 216

Rac/Cdc42 guanine 
nucleotide exchange factor 
(GEF) 6 - CGNC Symbol 
4852 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1254,63)" 1361 false 9990

ENSGALP00000023439 CID Aug-21

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1471,84)" 5028 9991

ENSGALP00000026076 CID 84 - 96

pyridoxal (pyridoxine 
vitamin B6) kinase - CGNC 
Symbol 12115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1619,81)" 723 true 0.84 9992

ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1951,03)" 1778 9993

ENSGALP00000010153 CID 755 - 763

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1137,60)" 1264 9994

ENSGALP00000042374 CID 23 - 32
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1274,62)" 1144 true 1.31 9995

ENSGALP00000026076 CID 84 - 96

pyridoxal (pyridoxine 
vitamin B6) kinase - CGNC 
Symbol 12115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1623,83)" 845 9996



ENSGALP00000013964 CID 104 - 121
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1987,02)" 3470 true 0.78 9997

ENSGALP00000020884 CID 104 - 121
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1987,02)" 3470 true 0.78 9998

ENSGALP00000022436 CID 49 - 66
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1987,02)" 3470 true 0.78 9999

ENSGALP00000042665 CID 104 - 121
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1987,02)" 3470 true 0.78 10000

ENSGALP00000023085 CID 248 - 257
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1243,70)" 1916 true 0.85 10001

ENSGALP00000015409 CID 273 - 282
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1243,70)" 1916 true 0.85 10002

ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1674,90)" 8971 true 0.43 10003



ENSGALP00000005129 CID 490 - 503

CWF19-like 1 cell cycle 
control (S. pombe) - CGNC 
Symbol 2360 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1407,87)" 1846 true 0.92 10004

ENSGALP00000026633 CID 301 - 312

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1424,77)" 13848 true 1.73 10005

ENSGALP00000000639 CID 191 - 201
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1438,66)" 1836 false 10006

ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1678,93)" 3279 10007

ENSGALP00000043256 CID 244 - 258

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1679,88)" 3116 true 3.08 10008

ENSGALP00000011499 CID 1,224 - 1,237

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1759,87)" 809 false 10009

ENSGALP00000043256 CID 244 - 258

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1683,90)" 10302 10010



ENSGALP00000030147 CID 147 - 160

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1747,82)" 4689 true 0.61 10011

ENSGALP00000010510 CID 160 - 171
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1231,72)" 49361 10012

ENSGALP00000007837 CID 94 - 105

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1425,80)" 7447 10013

ENSGALP00000030147 CID 147 - 160

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1751,85)" 2860 10014

ENSGALP00000004641 CID 677 - 686
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1276,67)" 2589 10015

ENSGALP00000019975 CID 84 - 93

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1276,67)" 2589 true 0.37 10016

ENSGALP00000004515 CID 29 - 39

KRAB-A domain-containing 
protein 2 - CGNC Symbol 
49788 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1276,67)" 2589 10017



ENSGALP00000037001 CID 134 - 147

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1535,98)" 2109 true 0.97 10018

ENSGALP00000014557 CID 836 - 846
mutS homolog 2 - CGNC 
Symbol 6808 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1290,68)" 1851 true 0.79 10019

ENSGALP00000039728 CID 64 - 76

Gallus gallus small nuclear 
ribonucleoprotein 
polypeptide G (SNRPG) 
mRNA. - RefSeq mRNA 
NM_001302092 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1472,82)" 2558 true 0.34 10020

ENSGALP00000026123 CID 531 - 544

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1552,81)" 5264 true 0.6 10021

ENSGALP00000014308 CID 324 - 335

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1622,80)" 2447 true 0.99 10022

ENSGALP00000039965 CID 968 - 985

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2197,11)" 1271 false 10023

ENSGALP00000039728 CID 64 - 76

Gallus gallus small nuclear 
ribonucleoprotein 
polypeptide G (SNRPG) 
mRNA. - RefSeq mRNA 
NM_001302092 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1476,84)" 613 10024



ENSGALP00000043213 CID 1,190 - 1,203

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1476,84)" 613 10025

ENSGALP00000008144 CID 768 - 781

family with sequence 
similarity 83 member G - 
HGNC:32554 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1476,84)" 613 10026

ENSGALP00000026123 CID 531 - 544

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1556,84)" 2805 10027

ENSGALP00000016978 CID 353 - 370
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1889,08)" 699 true 0.71 10028

ENSGALP00000037524 CID 363 - 380
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1889,08)" 699 true 0.71 10029

ENSGALP00000018454 CID 374 - 391
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1889,08)" 699 true 0.71 10030

ENSGALP00000039757 CID 366 - 374
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1018,62)" 1567 false 10031



ENSGALP00000042900 CID 381 - 391

PAF1 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
64966 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1512,72)" 1209 false 10032

ENSGALP00000018454 CID 161 - 177
tubulin alpha 4b - CGNC 
Symbol 65790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1735,86)" 1074 10033

ENSGALP00000016536 CID 375 - 388
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1591,85)" 594 true 2.18 10034

ENSGALP00000011770 CID 440 - 453
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1591,85)" 594 true 2.18 10035

ENSGALP00000027534 CID 464 - 477

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1591,85)" 594 true 2.18 10036

ENSGALP00000038435 CID 56 - 73

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1967,96)" 1623 10037

ENSGALP00000006939 CID 656 - 663
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1041,61)" 6377 10038



ENSGALP00000016536 CID 375 - 388
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1599,89)" 2297 true 2.18 10039

ENSGALP00000011770 CID 440 - 453
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1599,89)" 2297 true 2.18 10040

ENSGALP00000027534 CID 464 - 477

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1599,89)" 2297 true 2.18 10041

ENSGALP00000000933 CID 49 - 66

outer mitochondrial 
membrane cytochrome b5 - 
CGNC Symbol 50102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2038,02)" 2985 true 0.9 10042

ENSGALP00000015722 CID 327 - 340
histone PARylation factor 1 - 
HGNC:26051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1625,88)" 610 false 10043

ENSGALP00000010405 CID 494 - 516
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2582,07)" 3215 10044

ENSGALP00000008578 CID 187 - 209

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2591,18)" 597 true 1.11 10045



ENSGALP00000043256 CID 244 - 258

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1699,90)" 895 10046

ENSGALP00000005653 CID 445 - 462
fibronectin 1 - CGNC 
Symbol 2613 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2070,02)" 407 10047

ENSGALP00000008578 CID 187 - 209

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2599,24)" 660 true 1.11 10048

ENSGALP00000003737 CID 133 - 162
enolase 1 (alpha) - CGNC 
Symbol 49607 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(3077,64)" 1082 true 1.32 10049

ENSGALP00000006038 CID 364 - 369
ribophorin II - CGNC Symbol 
2792 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(743,48)" 491 false 10050

ENSGALP00000004521 CID 15 - 25

ribosomal L1 domain 
containing 1 - CGNC Symbol 
2075 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1244,77)" 582 false 10051

ENSGALP00000037260 CID 59 - 73

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1787,85)" 137470 true 0.29 10052



ENSGALP00000027399 CID 112 - 133
esterase D - CGNC Symbol 
12753 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2263,17)" 924 true 0.66 10053

ENSGALP00000003737 CID 133 - 162
enolase 1 (alpha) - CGNC 
Symbol 49607 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(3085,70)" 1433 true 1.32 10054

ENSGALP00000007780 CID 108 - 114

phosphopantothenoylcystei
ne synthetase - CGNC 
Symbol 66161 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(890,49)" 2370 false 10055

ENSGALP00000027399 CID 112 - 133
esterase D - CGNC Symbol 
12753 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2267,19)" 606 10056

ENSGALP00000026664 CID 86 - 93

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(977,60)" 4999 false 10057

ENSGALP00000015176 CID 322 - 335

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1550,95)" 2344 true 0.57 10058

ENSGALP00000033089 CID 284 - 301

NADH:ubiquinone 
oxidoreductase subunit A10 
- CGNC Symbol 3165 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2282,13)" 643 false 10059



ENSGALP00000019016 CID 37 - 54

nucleolar protein 
interacting with the FHA 
domain of MKI67 - CGNC 
Symbol 8852 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1997,08)" 5440 10060

ENSGALP00000038774 CID 114 - 122
argininosuccinate synthase 
1 - CGNC Symbol 50457 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(949,53)" 1115 false 0.89 10061

ENSGALP00000009528 CID 153 - 162
RuvB like AAA ATPase 1 - 
CGNC Symbol 4431 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1136,76)" 846 false 10062

ENSGALP00000007837 CID 94 - 105

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1421,78)" 18535 true 0.63 10063

ENSGALP00000020737 CID 1,020 - 1,039
nucleoporin 153kDa - CGNC 
Symbol 9650 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2055,03)" 1077 false 10064

ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(746,40)" 6861 10065

ENSGALP00000017599 CID 1-Oct

signal peptidase complex 
subunit 3 - CGNC Symbol 
8235 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1190,58)" 1206 10066



ENSGALP00000014072 CID 55 - 71

ubiquitin-conjugating 
enzyme E2A - CGNC Symbol 
6564 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2090,10)" 3955 true 0.77 10067

ENSGALP00000017597 CID 383 - 393

ERO1-like beta (S. 
cerevisiae) - CGNC Symbol 
8234 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1157,69)" 5210 false 10068

ENSGALP00000041108 CID 401 - 410
SATB homeobox 1 - CGNC 
Symbol 8550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1157,69)" 5210 false 10069

ENSGALP00000014072 CID 55 - 71

ubiquitin-conjugating 
enzyme E2A - CGNC Symbol 
6564 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2098,15)" 2509 true 0.77 10070

ENSGALP00000036963 CID 15 - 24
60S ribosomal protein L15 - 
Refseq NP_001292094 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1292,73)" 2471 false 0.75 10071

ENSGALP00000014509 CID Jul-18

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1292,73)" 2471 10072

ENSGALP00000027953 CID Nov-18
ribosomal protein S3 - 
CGNC Symbol 13020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(960,60)" 1611 true 0.63 10073



ENSGALP00000007476 CID 110 - 119
SET nuclear oncogene - 
CGNC Symbol 3483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1264,66)" 2011 true 0.9 10074

ENSGALP00000037001 CID 134 - 147

ras-related C3 botulinum 
toxin substrate 2 (rho 
family small GTP binding 
protein Rac2) - CGNC 
Symbol 9462 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1527,93)" 2169 true 0.97 10075

ENSGALP00000021743 CID 55 - 69
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1773,83)" 744 10076

ENSGALP00000004417 CID 256 - 265

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1004,55)" 548 false 3.91 10077

ENSGALP00000007476 CID 110 - 119
SET nuclear oncogene - 
CGNC Symbol 3483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1272,71)" 1811 true 0.9 10078

ENSGALP00000020863 CID 335 - 346

ribonuclease P/MRP 40kDa 
subunit - CGNC Symbol 
9707 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1456,77)" 988 true 0.78 10079

ENSGALP00000038835 CID 874 - 887
mutS homolog 6 - CGNC 
Symbol 6804 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1613,85)" 2626 false 10080



ENSGALP00000037260 CID 59 - 73

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1791,88)" 19354 10081

ENSGALP00000003175 CID 169 - 178

eukaryotic translation 
initiation factor 2 subunit 
beta - CGNC Symbol 49248 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1329,63)" 926 false 10082

ENSGALP00000020863 CID 335 - 346

ribonuclease P/MRP 40kDa 
subunit - CGNC Symbol 
9707 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1460,79)" 773 10083

ENSGALP00000021892 CID 128 - 137

endoplasmic reticulum 
protein 44 - CGNC Symbol 
10115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1140,65)" 1746 10084

ENSGALP00000014097 CID 81 - 91

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1363,67)" 4725 true 1.25 10085

ENSGALP00000024853 CID 1-Nov

syndecan binding protein 
(syntenin) - CGNC Symbol 
51422 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1371,72)" 5923 false 10086

ENSGALP00000019031 CID 76 - 83
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1108,60)" 1845 true 1.08 10087



ENSGALP00000012938 CID 74 - 86
apoptosis inhibitor 5 - 
CGNC Symbol 16313 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1485,77)" 6705 true 0.56 10088

ENSGALP00000041361 CID 37 - 47
ribosomal protein L17 - 
HGNC:10307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1485,77)" 6705 false 1.1 10089

ENSGALP00000034078 CID 130 - 144

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1936,07)" 4310 true 0.3 10090

ENSGALP00000000669 CID 157 - 169

Hsap of 4: nascent 
polypeptide-associated 
complex alpha subunit - 
HGNC:7629 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1489,77)" 5965 true 1.48 10091

ENSGALP00000002822 CID 338 - 354

glyoxylate reductase 1 
homolog - CGNC Symbol 
52955 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1762,08)" 1646 false 10092

ENSGALP00000019031 CID 296 - 314
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2288,03)" 34882 10093

ENSGALP00000020359 CID 131 - 141
USP6 N-terminal like - 
CGNC Symbol 5064 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1375,76)" 669 false 10094



ENSGALP00000027534 CID 109 - 122

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1497,74)" 1175 10095

ENSGALP00000020884 CID 253 - 262
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1187,68)" 11910 true 0.79 10096

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1187,68)" 11910 true 0.79 10097

ENSGALP00000022436 CID 198 - 207
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1187,68)" 11910 true 0.79 10098

ENSGALP00000042665 CID 253 - 262
tubulin beta 6 class V - 
CGNC Symbol 51389 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1187,68)" 11910 true 0.79 10099

ENSGALP00000041109 CID 328 - 338

Hsap of 1: capping actin 
protein gelsolin like - 
HGNC:1474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1213,68)" 661 false 0.42 10100

ENSGALP00000022243 CID 522 - 533

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1378,79)" 4280 10101



ENSGALP00000035366 CID 262 - 272

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1525,91)" 735 false 10102

ENSGALP00000020520 CID 200 - 214
ubiquilin 1 - CGNC Symbol 
9551 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1844,04)" 1260 10103

ENSGALP00000005078 CID 205 - 219

Gallus gallus polymerase 
(DNA-directed) delta 
interacting protein 2 
(POLDIP2) mRNA. - RefSeq 
mRNA NM_001317356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1844,04)" 1260 10104

ENSGALP00000010510 CID 160 - 171
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1227,70)" 54317 true 0.9 10105

ENSGALP00000019975 CID 84 - 93

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1280,69)" 579 10106

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1541,80)" 26945 true 1.13 10107

ENSGALP00000036056 CID 1,212 - 1,224

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1541,80)" 26945 false 10108



ENSGALP00000016536 CID 222 - 234
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1421,78)" 1730 true 3.76 10109

ENSGALP00000016173 CID 162 - 172

cleavage and 
polyadenylation specific 
factor 6 - CGNC Symbol 
13843 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1428,69)" 4909 true 0.5 10110

ENSGALP00000019252 CID 5,691 - 5,700

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1428,69)" 4909 false 0.5 10111

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa 
alpha (cytosolic) class B 
member 1 - CGNC Symbol 
49691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1545,83)" 29024 10112

ENSGALP00000012564 CID 426 - 441
oxysterol binding protein 2 - 
CGNC Symbol 5865 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1918,03)" 2455 10113

ENSGALP00000040966 CID 38 - 49

Hsap of 1: hydroxysteroid 
17-beta dehydrogenase 10 - 
HGNC:4800 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1212,73)" 2970 true 0.62 10114

ENSGALP00000007837 CID 28 - 38

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1212,73)" 2970 false 0.62 10115



ENSGALP00000034078 CID 130 - 144

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1944,12)" 637 true 0.3 10116

ENSGALP00000042251 CID 39 - 56
endosulfine alpha - CGNC 
Symbol 23246 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1979,01)" 1672 false 10117

ENSGALP00000040966 CID 38 - 49

Hsap of 1: hydroxysteroid 
17-beta dehydrogenase 10 - 
HGNC:4800 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1216,75)" 2185 10118

ENSGALP00000002373 CID 639 - 651

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1425,80)" 7034 false 10119

ENSGALP00000016536 CID 222 - 234
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1425,80)" 7034 10120

ENSGALP00000040638 CID 1,141 - 1,158 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2043,13)" 1484 false 10121

ENSGALP00000014260 CID 71 - 81

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1448,71)" 8060 true 0.14 10122



ENSGALP00000012463 CID 551 - 562
cortactin - CGNC Symbol 
5818 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1473,80)" 1220 10123

ENSGALP00000020185 CID 181 - 200

Gallus gallus chromosome 5 
open reading frame human 
C14orf166 (C5H14ORF166) 
mRNA. - RefSeq mRNA 
NM_205369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2181,18)" 1592 true 2.48 10124

ENSGALP00000003455 CID 77 - 89

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1513,77)" 596 true 1.47 10125

ENSGALP00000015176 CID 322 - 335

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1554,97)" 768 10126

ENSGALP00000020830 CID 101 - 116

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1854,84)" 2021 true 0.91 10127

ENSGALP00000001183 CID 64 - 84

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2434,32)" 934 false 10128

ENSGALP00000002497 CID 457 - 461

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(707,43)" 417 false 10129



ENSGALP00000018686 CID 699 - 707

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a-like 1 - CGNC 
Symbol 8719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1032,59)" 2603 false 10130

ENSGALP00000042479 CID 79 - 87

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1032,59)" 2603 false 10131

ENSGALP00000014746 CID 17 - 24
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1091,67)" 7656 false 10132

ENSGALP00000003455 CID 77 - 89

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1521,82)" 873 true 1.47 10133

ENSGALP00000007822 CID 32 - 44

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1566,74)" 19271 false 10134

ENSGALP00000020830 CID 101 - 116

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1858,86)" 1839 10135

ENSGALP00000011598 CID 56 - 64

small nuclear 
ribonucleoprotein 
polypeptide A' - CGNC 
Symbol 50006 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1114,70)" 4010 true 0.58 10136



ENSGALP00000035717 CID 101 - 113

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1597,83)" 723 false 10137

ENSGALP00000007265 CID 247 - 260

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1695,82)" 839 true 1.35 10138

ENSGALP00000031272 CID 246 - 259

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1695,82)" 839 true 1.35 10139

ENSGALP00000035478 CID 1,162 - 1,181
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2070,02)" 2335 true 1.98 10140

ENSGALP00000005505 CID 154 - 167

RAB8B member RAS 
oncogene family - CGNC 
Symbol 2544 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1611,85)" 8366 true 0.59 10141

ENSGALP00000024734 CID 61 - 74
CD47 molecule - CGNC 
Symbol 11437 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1634,84)" 7610 true 0.63 10142

ENSGALP00000031272 CID 246 - 259

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1703,87)" 1788 true 1.35 10143



ENSGALP00000007265 CID 247 - 260

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1703,87)" 1788 true 1.35 10144

ENSGALP00000035478 CID 1,162 - 1,181
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2074,05)" 4624 10145

ENSGALP00000011598 CID 56 - 64

small nuclear 
ribonucleoprotein 
polypeptide A' - CGNC 
Symbol 50006 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1122,76)" 2335 true 0.58 10146

ENSGALP00000005505 CID 154 - 167

RAB8B member RAS 
oncogene family - CGNC 
Symbol 2544 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1615,87)" 4937 10147

ENSGALP00000003717 CID 190 - 204

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1722,87)" 20981 true 1.24 10148

ENSGALP00000003717 CID 190 - 204

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1726,90)" 26034 10149

ENSGALP00000037260 CID 59 - 73

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1771,86)" 659890 true 0.26 10150



ENSGALP00000001480 CID 648 - 661
myeloperoxidase - CGNC 
Symbol 50519 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1797,86)" 700 false 10151

ENSGALP00000041758 CID 456 - 476

transporter 1 ATP-binding 
cassette sub-family B 
(MDR/TAP) - CGNC Symbol 
53176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2193,12)" 1238 10152

ENSGALP00000022436 CID 198 - 207
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1175,70)" 22085 10153

ENSGALP00000020884 CID 253 - 262
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1175,70)" 22085 10154

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1175,70)" 22085 10155

ENSGALP00000010942 CID 91 - 100
ribosomal protein S15a - 
CGNC Symbol 5109 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1175,70)" 22085 10156

ENSGALP00000042665 CID 253 - 262
tubulin beta 6 class V - 
CGNC Symbol 51389 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1175,70)" 22085 10157



ENSGALP00000005680 CID 47 - 63
adenylate kinase 2 - CGNC 
Symbol 2627 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2037,96)" 2335 true 1.2 10158

ENSGALP00000010754 CID 213 - 231

microtubule-associated 
protein RP/EB family 
member 1 - CGNC Symbol 
50961 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2298,11)" 1996 false 10159

ENSGALP00000036691 CID 371 - 387
tubulin alpha 8b - CGNC 
Symbol 49796 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1896,98)" 4798 10160

ENSGALP00000016978 CID 374 - 390
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1896,98)" 4798 10161

ENSGALP00000036688 CID 374 - 390
tubulin alpha 8a - CGNC 
Symbol 262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1896,98)" 4798 10162

ENSGALP00000037524 CID 384 - 400
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1896,98)" 4798 10163

ENSGALP00000018454 CID 395 - 411
tubulin alpha 4b - CGNC 
Symbol 65790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1896,98)" 4798 10164



ENSGALP00000005680 CID 47 - 63
adenylate kinase 2 - CGNC 
Symbol 2627 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2041,99)" 2800 10165

ENSGALP00000043256 CID 112 - 134

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2301,13)" 2277 true 1.72 10166

ENSGALP00000003455 CID 27 - 40

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1626,80)" 3625 10167

ENSGALP00000040985 CID 23 - 41

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1906,99)" 60622 10168

ENSGALP00000038904 CID 63 - 83

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2177,22)" 3025 true 2.14 10169

ENSGALP00000042700 CID 36 - 51

ubiquitin-conjugating 
enzyme E2L 6 - CGNC 
Symbol 64999 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1745,98)" 3482 10170

ENSGALP00000035496 CID 35 - 50

CCHC-type zinc finger 
nucleic acid binding protein - 
CGNC Symbol 3717 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1910,89)" 696 10171



ENSGALP00000038904 CID 63 - 83

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2185,27)" 7454 true 2.14 10172

ENSGALP00000043256 CID 112 - 134

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2305,17)" 4622 10173

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2305,17)" 4622 false 10174

ENSGALP00000006939 CID 249 - 264
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1810,02)" 1709 10175

ENSGALP00000023673 CID 220 - 236
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1810,02)" 1709 10176

ENSGALP00000025600 CID 75 - 92

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC 
Symbol 11873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1810,02)" 1709 10177

ENSGALP00000009351 CID 168 - 186

protein phosphatase 1 
regulatory subunit 7 - CGNC 
Symbol 4354 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2213,22)" 1172 true 0.6 10178



ENSGALP00000039530 CID 284 - 309

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2745,04)" 7301 true 0.22 10179

ENSGALP00000009351 CID 168 - 186

protein phosphatase 1 
regulatory subunit 7 - CGNC 
Symbol 4354 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2217,24)" 699 10180

ENSGALP00000029322 CID 174 - 198
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2899,29)" 1933 true 0.29 10181

ENSGALP00000017123 CID 271 - 284

lymphoid enhancer binding 
factor 1 - CGNC Symbol 
7997 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1835,98)" 642 false 0.89 10182

ENSGALP00000023115 CID 150 - 170

FK506 binding protein 4 
59kDa - CGNC Symbol 
10671 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2418,27)" 1165 true 2.58 10183

ENSGALP00000029322 CID 174 - 198
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2903,32)" 404 10184

ENSGALP00000002205 CID 1-Aug

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit B1 - 
CGNC Symbol 1004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1003,59)" 15374 10185



ENSGALP00000009371 CID 52 - 62

eukaryotic translation 
elongation factor 1 alpha 2 - 
CGNC Symbol 50948 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1397,79)" 20557 true 0.79 10186

ENSGALP00000025606 CID 52 - 62

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1397,79)" 20557 true 0.79 10187

ENSGALP00000008056 CID 97 - 121

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2801,42)" 746 10188

ENSGALP00000011071 CID 497 - 504
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(844,48)" 2842 10189

ENSGALP00000011499 CID 2,410 - 2,421

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1568,81)" 953 false 10190

ENSGALP00000000316 CID 278 - 298
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2381,21)" 1009 true 0.66 10191

ENSGALP00000004817 CID 155 - 161
peroxiredoxin 6 - CGNC 
Symbol 2214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(934,49)" 2416 true 0.55 10192



ENSGALP00000015846 CID 396 - 404

asparagine synthetase 
(glutamine-hydrolyzing) - 
CGNC Symbol 7411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1199,69)" 505 10193

ENSGALP00000004817 CID 155 - 161
peroxiredoxin 6 - CGNC 
Symbol 2214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(938,51)" 2491 10194

ENSGALP00000016363 CID 276 - 283

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(938,51)" 2491 false 10195

ENSGALP00000006778 CID 436 - 444

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1164,60)" 881 true 0.89 10196

ENSGALP00000004710 CID 489 - 498
solute carrier family 2 
member 6 - HGNC:11011 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1271,69)" 535 10197

ENSGALP00000027305 CID 89 - 108

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC 
Symbol 12703 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2179,16)" 1336 false 10198

ENSGALP00000006778 CID 436 - 444

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1172,65)" 785 true 0.89 10199



ENSGALP00000013122 CID 143 - 157

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1655,07)" 8811 true 3.72 10200

ENSGALP00000019224 CID 513 - 520

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1037,58)" 867 10201

ENSGALP00000003284 CID 191 - 198
RAN binding protein 1 - 
CGNC Symbol 50345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1037,58)" 867 false 10202

ENSGALP00000016118 CID 576 - 585

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1197,69)" 4901 false 10203

ENSGALP00000027700 CID 2,998 - 3,007

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1245,72)" 1134 10204

ENSGALP00000023866 CID 1,621 - 1,629

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1076,54)" 2740 10205

ENSGALP00000001306 CID 410 - 419
SFRS protein kinase 1 - 
CGNC Symbol 586 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1076,54)" 2740 10206



ENSGALP00000001493 CID 103 - 111

protein phosphatase 6 
catalytic subunit - CGNC 
Symbol 57480 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1201,72)" 2779 10207

ENSGALP00000002235 CID 14 - 27
stathmin 1 - CGNC Symbol 
49630 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1542,89)" 4316 false 10208

ENSGALP00000008892 CID 469 - 475

polypyrimidine tract 
binding protein 2 - CGNC 
Symbol 52202 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(924,54)" 2999 false 1.17 10209

ENSGALP00000008056 CID 415 - 427

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1562,95)" 3555 10210

ENSGALP00000008802 CID 70 - 82
ribosomal protein S2 - 
CGNC Symbol 50281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1607,91)" 2848 true 1.68 10211

ENSGALP00000023319 CID 325 - 339
catalase - CGNC Symbol 
51998 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1831,97)" 1892 true 0.8 10212

ENSGALP00000009312 CID 65 - 79
importin 7 - CGNC Symbol 
4333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1760,99)" 3113 true 0.87 10213



ENSGALP00000008105 CID 336 - 350

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1760,99)" 3113 false 10214

ENSGALP00000023319 CID 325 - 339
catalase - CGNC Symbol 
51998 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1835,99)" 1516 10215

ENSGALP00000016173 CID 162 - 172

cleavage and 
polyadenylation specific 
factor 6 - CGNC Symbol 
13843 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1432,74)" 3350 10216

ENSGALP00000009312 CID 65 - 79
importin 7 - CGNC Symbol 
4333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1765,02)" 2705 10217

ENSGALP00000008105 CID 336 - 350

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1765,02)" 2705 false 10218

ENSGALP00000001655 CID 208 - 219

proteasome (prosome 
macropain) subunit beta 
type 7 - CGNC Symbol 
49143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1506,82)" 600 true 1.37 10219

ENSGALP00000027012 CID 81 - 98
lysozyme G-like 2 - CGNC 
Symbol 49435 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1900,08)" 737 10220



ENSGALP00000002839 CID 786 - 804
exportin 7 - CGNC Symbol 
1294 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2179,16)" 1281 false 10221

ENSGALP00000020666 CID 91 - 97
DEK proto-oncogene - 
CGNC Symbol 9623 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(938,57)" 528 false 10222

ENSGALP00000036720 CID 1,516 - 1,530

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1700,96)" 619 10223

P04259 CID 208 - 222

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1923,03)" 1990 10224

ENSGALP00000039011 CID 1,014 - 1,021

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(952,51)" 504 true 0.69 10225

ENSGALP00000015519 CID 37 - 44

solute carrier family 25 
(aspartate/glutamate 
carrier) member 12 - CGNC 
Symbol 7264 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(959,57)" 517 10226

ENSGALP00000015517 CID 15 - 22

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(959,57)" 517 false 0.79 10227



ENSGALP00000009665 CID 44 - 54

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1285,82)" 26263 false 10228

ENSGALP00000009821 CID 44 - 55
ribosomal protein S13 - 
CGNC Symbol 49921 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1285,82)" 26263 10229

ENSGALP00000009213 CID 530 - 543
YTH domain family member 
1 - CGNC Symbol 4283 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1790,87)" 785 false 10230

ENSGALP00000009286 CID 451 - 468

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2032,09)" 3906 10231

ENSGALP00000023543 CID 1-Dec

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1397,80)" 6305 false 0.25 10232

ENSGALP00000041108 CID 428 - 442
SATB homeobox 1 - CGNC 
Symbol 8550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1845,92)" 2845 false 10233

ENSGALP00000033915 CID 319 - 336

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2107,10)" 564 false 10234



ENSGALP00000041974 CID 166 - 184

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2202,12)" 2739 true 0.59 10235

ENSGALP00000018695 CID 144 - 164

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2202,12)" 2739 false 10236

ENSGALP00000038262 CID 79 - 90

serine/arginine-rich splicing 
factor 1 - Refseq 
NP_001107213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1429,63)" 23660 true 0.62 10237

ENSGALP00000041974 CID 166 - 184

OTU deubiquitinase 
ubiquitin aldehyde binding 
1 - CGNC Symbol 58812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2206,14)" 1605 10238

ENSGALP00000010367 CID 42 - 53
mediator complex subunit 
15 - CGNC Symbol 4845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1473,83)" 12452 false 10239

ENSGALP00000000669 CID 157 - 169

Hsap of 4: nascent 
polypeptide-associated 
complex alpha subunit - 
HGNC:7629 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1493,78)" 8278 10240

ENSGALP00000020445 CID 1,025 - 1,037

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1628,79)" 19093 10241



ENSGALP00000007265 CID 61 - 74

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1754,89)" 7070 10242

ENSGALP00000016509 CID 859 - 877

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2294,00)" 612 false 10243

ENSGALP00000025165 CID 92 - 101

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1068,63)" 2556 true 1.35 10244

ENSGALP00000020666 CID 82 - 90
DEK proto-oncogene - 
CGNC Symbol 9623 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1164,61)" 11889 false 0.79 10245

ENSGALP00000011055 CID 347 - 355

diaphanous homolog 1 
(Drosophila) - CGNC Symbol 
49017 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1164,61)" 11889 false 0.33 10246

ENSGALP00000006300 CID 202 - 211

adaptor-related protein 
complex 1 mu 1 subunit - 
CGNC Symbol 51191 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1164,61)" 11889 10247

ENSGALP00000003012 CID 314 - 323
malate dehydrogenase 2 - 
CGNC Symbol 1378 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1164,61)" 11889 false 0.04 10248



ENSGALP00000022674 CID 193 - 207
ubiquilin 4 - CGNC Symbol 
52757 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1822,91)" 654 false 10249

ENSGALP00000013964 CID 310 - 318
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1071,65)" 34681 10250

ENSGALP00000022436 CID 255 - 263
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1071,65)" 34681 10251

ENSGALP00000009486 CID 38 - 47
sequestosome 1 - CGNC 
Symbol 4412 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1177,72)" 729 10252

ENSGALP00000000613 CID 417 - 428
nucleoporin 160kDa - CGNC 
Symbol 54143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1516,78)" 1436 true 0.52 10253

ENSGALP00000019016 CID 37 - 54

nucleolar protein 
interacting with the FHA 
domain of MKI67 - CGNC 
Symbol 8852 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1993,06)" 5383 true 0.87 10254

ENSGALP00000000613 CID 417 - 428
nucleoporin 160kDa - CGNC 
Symbol 54143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1520,80)" 745 10255



ENSGALP00000013122 CID 143 - 157

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1642,99)" 1329 true 3.72 10256

ENSGALP00000019695 CID 592 - 606

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1734,92)" 779 false 10257

ENSGALP00000007523 CID Jan-16

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2029,08)" 956 false 10258

ENSGALP00000039796 CID 147 - 157

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1263,76)" 2423 10259

ENSGALP00000013122 CID 143 - 157

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1671,05)" 839 false 10260

ENSGALP00000042700 CID 36 - 51

ubiquitin-conjugating 
enzyme E2L 6 - CGNC 
Symbol 64999 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1741,97)" 598 true 2.77 10261

ENSGALP00000039553 CID Feb-17

polymerase (DNA directed) 
epsilon 3 accessory subunit - 
CGNC Symbol 6738 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1849,96)" 1520 10262



ENSGALP00000025629 CID 376 - 384
RNA binding motif protein 
12B - CGNC Symbol 51213 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1109,64)" 2351 false 0.63 10263

ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1366,76)" 29330 10264

ENSGALP00000022023 CID 1,395 - 1,407
nucleoporin 98kDa - CGNC 
Symbol 10169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1678,92)" 6179 10265

ENSGALP00000026858 CID 66 - 79

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1678,92)" 6179 true 0.52 10266

ENSGALP00000040890 CID 525 - 543

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1996,99)" 8815 false 10267

ENSGALP00000022023 CID 1,395 - 1,407
nucleoporin 98kDa - CGNC 
Symbol 10169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1682,95)" 3183 false 0.52 10268

ENSGALP00000026858 CID 66 - 79

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1682,95)" 3183 10269



ENSGALP00000025600 CID 75 - 92

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC 
Symbol 11873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1806,01)" 594 true 1.49 10270

ENSGALP00000041526 CID 61 - 78

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2161,12)" 2991 true 0.51 10271

ENSGALP00000000639 CID 67 - 83
lamin B2 - CGNC Symbol 
49708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1949,99)" 607 false 10272

ENSGALP00000028746 CID 140 - 158

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2267,17)" 2046 false 10273

ENSGALP00000002862 CID 46 - 52
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(905,55)" 2613 false 10274

ENSGALP00000023214 CID 113 - 119

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(905,55)" 2613 true 0.48 10275

ENSGALP00000019040 CID 1,909 - 1,930
nucleoporin 205kDa - CGNC 
Symbol 8864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2617,26)" 404 false 10276



ENSGALP00000020445 CID 1,924 - 1,932

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1031,59)" 877 true 1.28 10277

ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC 
Symbol 9427 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1498,85)" 537 true 1.12 10278

ENSGALP00000018643 CID 256 - 269
TNF alpha induced protein 
2 - CGNC Symbol 8698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1792,96)" 825 10279

ENSGALP00000005643 CID 381 - 390

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1250,73)" 654 true 0.92 10280

ENSGALP00000015735 CID 61 - 73
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1502,88)" 1069 false 10281

ENSGALP00000030436 CID 79 - 95
nucleolar protein 7 - CGNC 
Symbol 9631 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1801,06)" 825 false 10282

ENSGALP00000013174 CID 120 - 138
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2217,92)" 4405 10283



ENSGALP00000004641 CID 2,114 - 2,121
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1051,56)" 2400 true 0.53 10284

ENSGALP00000027391 CID 283 - 291

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1051,56)" 2400 false 0.53 10285

ENSGALP00000015517 CID 109 - 117

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1051,56)" 2400 false 10286

ENSGALP00000005643 CID 381 - 390

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1258,76)" 603 true 0.92 10287

ENSGALP00000003695 CID 182 - 196
keratin 6A - Refseq 
NP_001001313 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1877,99)" 753 false 10288

ENSGALP00000036822 CID 62 - 93
CDV3 homolog - 
HGNC:26928 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3271,76)" 1140 10289

ENSGALP00000025680 CID 370 - 377
KIAA1429 - CGNC Symbol 
11918 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1041,60)" 2438 false 10290



ENSGALP00000004641 CID 2,114 - 2,121
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1055,57)" 2444 10291

ENSGALP00000010803 CID 1,032 - 1,041

UPF2 regulator of nonsense 
transcripts homolog (yeast) - 
CGNC Symbol 5054 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1152,68)" 3237 false 10292

P04259 CID 208 - 222

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1919,01)" 799 true 1.66 10293

ENSGALP00000026301 CID 39 - 45

NADH:ubiquinone 
oxidoreductase subunit B9 - 
CGNC Symbol 12221 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(909,56)" 675 false 10294

ENSGALP00000024417 CID 207 - 215

trafficking protein particle 
complex 8 - CGNC Symbol 
11281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1157,55)" 594 false 1.14 10295

ENSGALP00000018652 CID 200 - 208

actin related protein 2/3 
complex subunit 2 34kDa - 
CGNC Symbol 8704 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1157,55)" 594 true 1.14 10296

ENSGALP00000019252 CID 780 - 796

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1945,02)" 778 false 10297



ENSGALP00000039530 CID 284 - 309

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2749,05)" 1471 10298

ENSGALP00000011635 CID 18 - 27

Gallus gallus syntaxin 
binding protein 1 (STXBP1) 
mRNA. - RefSeq mRNA 
NM_001305648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1187,67)" 490 true 1.28 10299

ENSGALP00000039728 CID 21 - 32

Gallus gallus small nuclear 
ribonucleoprotein 
polypeptide G (SNRPG) 
mRNA. - RefSeq mRNA 
NM_001302092 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1351,81)" 578 10300

ENSGALP00000035366 CID 160 - 172

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1465,85)" 23221 true 0.82 10301

ENSGALP00000039901 CID Sep-16

DnaJ heat shock protein 
family (Hsp40) member B12 
- CGNC Symbol 52030 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1031,63)" 44722 10302

ENSGALP00000026633 CID 583 - 593

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1230,62)" 2678 true 0.8 10303

ENSGALP00000018454 CID 395 - 411
tubulin alpha 4b - CGNC 
Symbol 65790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1892,96)" 76631 true 0.13 10304



ENSGALP00000036688 CID 374 - 390
tubulin alpha 8a - CGNC 
Symbol 262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1892,96)" 76631 true 0.13 10305

ENSGALP00000036691 CID 371 - 387
tubulin alpha 8b - CGNC 
Symbol 49796 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1892,96)" 76631 true 0.13 10306

ENSGALP00000016978 CID 374 - 390
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1892,96)" 76631 true 0.13 10307

ENSGALP00000037524 CID 384 - 400
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1892,96)" 76631 true 0.13 10308

ENSGALP00000003737 CID 163 - 179
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1980,04)" 3679 true 1.28 10309

ENSGALP00000027700 CID 1,512 - 1,522

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1321,66)" 1723 false 10310

ENSGALP00000018454 CID 395 - 411
tubulin alpha 4b - CGNC 
Symbol 65790 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1908,95)" 1389 false 10311



ENSGALP00000037524 CID 384 - 400
tubulin alpha 4a - CGNC 
Symbol 65758 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1908,95)" 1389 false 10312

ENSGALP00000036688 CID 374 - 390
tubulin alpha 8a - CGNC 
Symbol 262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1908,95)" 1389 false 10313

ENSGALP00000036691 CID 371 - 387
tubulin alpha 8b - CGNC 
Symbol 49796 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1908,95)" 1389 false 10314

ENSGALP00000016978 CID 374 - 390
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1908,95)" 1389 false 10315

ENSGALP00000003737 CID 163 - 179
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1988,09)" 4701 true 1.28 10316

ENSGALP00000032274 CID 728 - 737

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1205,78)" 1996 false 10317

ENSGALP00000007487 CID 94 - 109

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1796,01)" 760 true 0.58 10318



ENSGALP00000011232 CID 109 - 129

phosphofructokinase 
platelet - CGNC Symbol 
53359 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2167,20)" 3676 10319

ENSGALP00000001474 CID 100 - 116

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2167,20)" 3676 false 10320

ENSGALP00000007391 CID 2-Oct
programmed cell death 5 - 
CGNC Symbol 3442 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1029,52)" 1953 10321

ENSGALP00000016509 CID 958 - 967

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1248,69)" 1501 false 10322

ENSGALP00000023257 CID 1,024 - 1,033

non-SMC condensin I 
complex subunit G - CGNC 
Symbol 10729 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1248,69)" 1501 false 10323

ENSGALP00000039454 CID 41 - 54
beta-2-microglobulin - 
CGNC Symbol 1542 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1631,89)" 732 true 3.89 10324

ENSGALP00000009286 CID 451 - 468

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2028,07)" 3736 true 0.88 10325



ENSGALP00000016536 CID 778 - 795
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2248,23)" 1583 false 10326

ENSGALP00000019832 CID 19 - 38

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2248,23)" 1583 true 0.65 10327

ENSGALP00000009821 CID 44 - 55
ribosomal protein S13 - 
CGNC Symbol 49921 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1281,80)" 9741 true 4 10328

ENSGALP00000019832 CID 19 - 38

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2256,24)" 326 true 0.65 10329

ENSGALP00000024624 CID 194 - 204

translocase of outer 
mitochondrial membrane 
70 - CGNC Symbol 11379 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1398,69)" 5422 true 0.55 10330

ENSGALP00000038799 CID 169 - 178
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1184,68)" 3202 true 0.56 10331

ENSGALP00000022004 CID 169 - 178
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1184,68)" 3202 true 0.56 10332



ENSGALP00000024624 CID 194 - 204

translocase of outer 
mitochondrial membrane 
70 - CGNC Symbol 11379 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1402,71)" 2730 10333

ENSGALP00000037462 CID 34 - 48
thymopoietin - CGNC 
Symbol 50621 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1903,05)" 1054 false 10334

ENSGALP00000002154 CID 95 - 116

Hsap of 4: ubiquitin 
conjugating enzyme E2 L5 
pseudogene - HGNC:13477 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2511,35)" 1109 true 0.91 10335

ENSGALP00000000742 CID 125 - 133
ring finger protein 113A - 
CGNC Symbol 51137 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1130,61)" 368 10336

ENSGALP00000038799 CID 169 - 178
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1188,71)" 12587 10337

ENSGALP00000022004 CID 169 - 178
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1188,71)" 12587 10338

ENSGALP00000019975 CID 456 - 468

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1472,79)" 3099 true 0.86 10339



ENSGALP00000002154 CID 95 - 116

Hsap of 4: ubiquitin 
conjugating enzyme E2 L5 
pseudogene - HGNC:13477 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2515,37)" 1007 10340

ENSGALP00000033974 CID 1,227 - 1,235

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1146,61)" 825 false 10341

ENSGALP00000022392 CID 125 - 134
transportin 3 - CGNC 
Symbol 10345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1146,61)" 825 false 0.56 10342

ENSGALP00000006364 CID 67 - 77

La ribonucleoprotein 
domain family member 1 - 
CGNC Symbol 2939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1184,68)" 477 10343

ENSGALP00000019975 CID 456 - 468

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1480,84)" 4655 true 0.86 10344

ENSGALP00000007666 CID 131 - 157
peptidylprolyl isomerase F - 
CGNC Symbol 52036 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2833,40)" 1843 false 10345

ENSGALP00000019192 CID 197 - 209

uridine monophosphate 
synthetase - CGNC Symbol 
8931 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1476,76)" 6157 true 0.53 10346



ENSGALP00000021743 CID 55 - 69
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1817,86)" 750 true 0.27 10347

ENSGALP00000041690 CID 74 - 100

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2847,42)" 2302 true 0.89 10348

ENSGALP00000019832 CID 266 - 275

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1256,61)" 9445 true 0.82 10349

ENSGALP00000019192 CID 197 - 209

uridine monophosphate 
synthetase - CGNC Symbol 
8931 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1480,78)" 2322 10350

ENSGALP00000015978 CID 1,086 - 1,098

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1517,85)" 534 false 10351

ENSGALP00000041690 CID 74 - 100

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2855,47)" 2059 true 0.89 10352

ENSGALP00000007487 CID 487 - 492

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(870,49)" 4391 true 0.53 10353



ENSGALP00000019832 CID 266 - 275

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1260,63)" 7725 10354

ENSGALP00000020359 CID 47 - 58
USP6 N-terminal like - 
CGNC Symbol 5064 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1501,77)" 2506 true 0.49 10355

ENSGALP00000015128 CID 183 - 196
lamin B receptor - CGNC 
Symbol 49736 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1658,95)" 25331 false 10356

ENSGALP00000023396 CID 160 - 174
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1658,95)" 25331 true 0.15 10357

ENSGALP00000018165 CID 125 - 139
lymphocyte antigen 75 - 
CGNC Symbol 8470 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1696,83)" 11396 false 0.39 10358

ENSGALP00000038935 CID 249 - 260

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1696,83)" 11396 true 0.14 10359

ENSGALP00000041758 CID 522 - 529

transporter 1 ATP-binding 
cassette sub-family B 
(MDR/TAP) - CGNC Symbol 
53176 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(878,56)" 1305 10360



ENSGALP00000012163 CID 925 - 935

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1420,70)" 2270 true 1.74 10361

ENSGALP00000020359 CID 47 - 58
USP6 N-terminal like - 
CGNC Symbol 5064 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1505,80)" 1231 10362

ENSGALP00000001315 CID 223 - 237
nudC nuclear distribution 
protein - CGNC Symbol 591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1714,93)" 2530 false 10363

ENSGALP00000015623 CID 1,593 - 1,599

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(931,51)" 3048 true 0.85 10364

ENSGALP00000036002 CID 126 - 136

RAB10 member RAS 
oncogene family - CGNC 
Symbol 12382 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1289,75)" 5787 true 1.44 10365

ENSGALP00000007472 CID 75 - 87
PDGFA associated protein 1 
- CGNC Symbol 3481 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1453,76)" 2635 true 1.97 10366

ENSGALP00000010925 CID 197 - 208

exocyst complex 
component 6 - CGNC 
Symbol 52056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1453,76)" 2635 false 0.62 10367



ENSGALP00000015623 CID 1,593 - 1,599

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(935,53)" 2203 10368

ENSGALP00000036002 CID 126 - 136

RAB10 member RAS 
oncogene family - CGNC 
Symbol 12382 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1293,78)" 2778 10369

ENSGALP00000018671 CID 650 - 663

STT3B subunit of the 
oligosaccharyltransferase 
complex (catalytic) - CGNC 
Symbol 53366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1781,88)" 2342 false 10370

ENSGALP00000042374 CID 218 - 226
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1233,72)" 2093 true 0.48 10371

ENSGALP00000027828 CID 283 - 295

prolylcarboxypeptidase 
(angiotensinase C) - CGNC 
Symbol 12960 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1551,88)" 4031 true 0.4 10372

ENSGALP00000013377 CID 450 - 463

aldehyde dehydrogenase 7 
family member A1 - CGNC 
Symbol 6235 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1564,84)" 4183 false 0.66 10373

ENSGALP00000041673 CID 31 - 43
Surfeit locus protein 4 - UP 
Q800K9 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1564,84)" 4183 true 0.66 10374



ENSGALP00000002625 CID 62 - 75

Gallus gallus ATPase H+ 
transporting lysosomal 
56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - 
RefSeq mRNA 
NM_001293241 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1616,88)" 2471 10375

ENSGALP00000004871 CID 50 - 61

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1483,76)" 2379 10376

ENSGALP00000027828 CID 283 - 295

prolylcarboxypeptidase 
(angiotensinase C) - CGNC 
Symbol 12960 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1555,91)" 696 10377

ENSGALP00000041673 CID 31 - 43
Surfeit locus protein 4 - UP 
Q800K9 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1568,88)" 2745 10378

ENSGALP00000012399 CID 122 - 136

lysine (K)-specific 
demethylase 3B - CGNC 
Symbol 66092 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1627,95)" 890 false 10379

ENSGALP00000012878 CID 200 - 216
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1825,08)" 21770 true 2.01 10380

ENSGALP00000009002 CID 189 - 201

CTR9 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
4182 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1472,79)" 2726 10381



ENSGALP00000025280 CID Feb-16
thioredoxin - CGNC Symbol 
49804 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1703,94)" 1974 false 10382

ENSGALP00000006778 CID 299 - 314

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1951,92)" 3978 10383

ENSGALP00000011770 CID 704 - 716
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1585,75)" 1372 true 0.32 10384

ENSGALP00000025280 CID Feb-16
thioredoxin - CGNC Symbol 
49804 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1707,97)" 1529 10385

ENSGALP00000009985 CID 90 - 107

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1921,16)" 1440 false 10386

ENSGALP00000027121 CID 293 - 307

Gallus gallus PCI domain 
containing 2 (PCID2) mRNA. 
- RefSeq mRNA 
NM_001006266 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1955,89)" 514 10387

ENSGALP00000008279 CID 129 - 144
mitochondrial carrier 2 - 
CGNC Symbol 3845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1805,06)" 1218 false 10388



ENSGALP00000003011 CID 47 - 60
scaffold attachment factor 
B2 - CGNC Symbol 52976 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1494,84)" 84037 false 10389

ENSGALP00000011232 CID 400 - 421

phosphofructokinase 
platelet - CGNC Symbol 
53359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2175,19)" 938 10390

ENSGALP00000035593 CID 84 - 105
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2742,31)" 6657 true 0.52 10391

ENSGALP00000015517 CID 658 - 664

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(893,53)" 2685 false 1.4 10392

ENSGALP00000015519 CID 681 - 687

solute carrier family 25 
(aspartate/glutamate 
carrier) member 12 - CGNC 
Symbol 7264 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(893,53)" 2685 false 0.28 10393

ENSGALP00000005161 CID 200 - 214

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1863,95)" 1087 true 1.03 10394

ENSGALP00000015517 CID 658 - 664

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(897,55)" 3503 10395



ENSGALP00000016822 CID 275 - 281
DEAH-box helicase 36 - 
CGNC Symbol 7873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(897,55)" 3503 false 10396

ENSGALP00000019695 CID 579 - 586

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(897,55)" 3503 10397

ENSGALP00000023214 CID 113 - 119

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(909,57)" 844 10398

ENSGALP00000015277 CID Feb-15

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1730,84)" 2673 false 10399

ENSGALP00000005161 CID 200 - 214

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1867,98)" 1116 10400

ENSGALP00000037524 CID 405 - 411
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(943,50)" 1977 true 1.75 10401

ENSGALP00000036691 CID 392 - 398
tubulin alpha 8b - CGNC 
Symbol 49796 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(943,50)" 1977 true 1.75 10402



ENSGALP00000036688 CID 395 - 401
tubulin alpha 8a - CGNC 
Symbol 262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(943,50)" 1977 true 1.75 10403

ENSGALP00000016978 CID 395 - 401
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(943,50)" 1977 true 1.75 10404

ENSGALP00000018454 CID 416 - 422
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(943,50)" 1977 true 1.75 10405

ENSGALP00000031272 CID 113 - 121

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1230,69)" 27094 10406

ENSGALP00000007265 CID 114 - 122

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1230,69)" 27094 10407

ENSGALP00000003175 CID 258 - 268

eukaryotic translation 
initiation factor 2 subunit 
beta - CGNC Symbol 49248 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1402,77)" 1640 10408

ENSGALP00000018454 CID 416 - 422
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(951,54)" 3860 true 1.75 10409



ENSGALP00000036688 CID 395 - 401
tubulin alpha 8a - CGNC 
Symbol 262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(951,54)" 3860 true 1.75 10410

ENSGALP00000036691 CID 392 - 398
tubulin alpha 8b - CGNC 
Symbol 49796 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(951,54)" 3860 true 1.75 10411

ENSGALP00000016978 CID 395 - 401
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(951,54)" 3860 true 1.75 10412

ENSGALP00000037524 CID 405 - 411
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(951,54)" 3860 true 1.75 10413

ENSGALP00000012529 CID 281 - 290
enoyl-CoA delta isomerase 
1 - CGNC Symbol 50312 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1262,64)" 1064 10414

ENSGALP00000022004 CID 249 - 259
tropomyosin 3 - 
HGNC:12012 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1406,80)" 1736 false 1.04 10415

ENSGALP00000018335 CID 698 - 710

TBC1 domain family 
member 5 - CGNC Symbol 
8548 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1406,80)" 1736 false 10416



ENSGALP00000003617 CID 25 - 43
ADP-ribosylhydrolase like 2 - 
CGNC Symbol 1642 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1963,98)" 1740 false 10417

ENSGALP00000038130 CID 65 - 72
profilin-2 - Refseq 
NP_001073228 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(948,59)" 686 false 10418

ENSGALP00000015897 CID 1,832 - 1,840
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1064,55)" 443 false 1.69 10419

ENSGALP00000005944 CID 1,228 - 1,236
phospholipase C gamma 1 - 
CGNC Symbol 50935 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1064,55)" 443 false 1.69 10420

ENSGALP00000027982 CID 160 - 173

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1540,92)" 5160 true 1.02 10421

ENSGALP00000006043 CID 301 - 317

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1985,10)" 766 true 1.73 10422

ENSGALP00000015846 CID 273 - 280

asparagine synthetase 
(glutamine-hydrolyzing) - 
CGNC Symbol 7411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1078,57)" 1131 false 0.82 10423



ENSGALP00000020463 CID 221 - 228

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1078,57)" 1131 true 0.82 10424

ENSGALP00000013963 CID 222 - 236

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1884,93)" 1385 false 10425

ENSGALP00000002497 CID 41 - 58

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2017,06)" 777 false 10426

ENSGALP00000025935 CID 285 - 292

tissue specific 
transplantation antigen 
P35B - CGNC Symbol 12057 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(916,58)" 2304 false 0.48 10427

ENSGALP00000039237 CID 1,079 - 1,086 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(916,58)" 2304 true 0.48 10428

ENSGALP00000002385 CID 788 - 794
myosin IF - CGNC Symbol 
1089 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(963,56)" 1757 10429

ENSGALP00000020463 CID 221 - 228

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1086,62)" 471 true 0.82 10430



ENSGALP00000008107 CID 201 - 210
phospholipase A2 group 
IVA - CGNC Symbol 3767 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1086,62)" 471 false 10431

ENSGALP00000015061 CID 169 - 176
fibrinogen alpha chain - 
CGNC Symbol 49746 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(972,56)" 2236 false 0.83 10432

ENSGALP00000019634 CID 60 - 69

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1200,67)" 485 10433

ENSGALP00000003717 CID 351 - 363

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1531,88)" 1953 false 10434

ENSGALP00000006326 CID 153 - 165

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1531,88)" 1953 false 10435

ENSGALP00000003737 CID 203 - 221
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2016,97)" 1064 true 1.45 10436

ENSGALP00000010153 CID 755 - 763

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1133,57)" 705 true 1.82 10437



ENSGALP00000004641 CID 728 - 741
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1581,92)" 14101 10438

ENSGALP00000003737 CID 203 - 221
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2025,03)" 2648 true 1.45 10439

ENSGALP00000006242 CID 662 - 671
myopalladin - CGNC Symbol 
2877 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1135,72)" 32634 false 10440

ENSGALP00000019120 CID 352 - 360
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1137,62)" 5374 true 1.48 10441

ENSGALP00000010510 CID 349 - 357
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1137,62)" 5374 true 1.48 10442

ENSGALP00000019402 CID 509 - 528

catenin (cadherin-
associated protein) beta 1 
88kDa - CGNC Symbol 
49578 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2157,22)" 682 10443

ENSGALP00000005262 CID 401 - 409

Fas associated factor family 
member 2 - CGNC Symbol 
2423 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1149,60)" 1321 true 0.97 10444



ENSGALP00000006242 CID 662 - 671
myopalladin - CGNC Symbol 
2877 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1159,73)" 976 false 10445

ENSGALP00000014097 CID 95 - 111

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2161,19)" 1627 true 0.96 10446

ENSGALP00000007055 CID 174 - 195

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2600,27)" 608 false 10447

ENSGALP00000037866 CID 348 - 357
ornithine aminotransferase - 
CGNC Symbol 52788 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1162,64)" 1012 10448

ENSGALP00000040101 CID 839 - 845
myosin IXB - CGNC Symbol 
2718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(907,49)" 743 false 0.68 10449

ENSGALP00000017553 CID 241 - 247

basic leucine zipper and W2 
domains 2 - CGNC Symbol 
8215 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(907,49)" 743 true 0.68 10450

ENSGALP00000023081 CID 256 - 262

Gallus gallus suppressor of 
Ty 5 homolog (S. cerevisiae) 
(SUPT5H) mRNA. - RefSeq 
mRNA NM_001031384 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(907,49)" 743 false 0.49 10451



ENSGALP00000022917 CID 195 - 205

SAMM50 sorting and 
assembly machinery 
component - CGNC Symbol 
10580 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1305,71)" 3422 false 10452

ENSGALP00000007358 CID 104 - 115
RNA binding motif protein 5 
- CGNC Symbol 3423 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1359,79)" 1174 10453

ENSGALP00000026858 CID 317 - 328

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1359,79)" 1174 true 1.01 10454

ENSGALP00000026664 CID 1,052 - 1,065

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1681,99)" 4730 10455

ENSGALP00000014097 CID 95 - 111

destrin (actin 
depolymerizing factor) - 
CGNC Symbol 6580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2173,25)" 1564 true 0.96 10456

ENSGALP00000009312 CID 267 - 278
importin 7 - CGNC Symbol 
4333 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1336,90)" 1142 false 10457

ENSGALP00000026858 CID 317 - 328

minichromosome 
maintenance complex 
component 3 - CGNC 
Symbol 12496 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1367,82)" 1182 true 1.01 10458



ENSGALP00000025165 CID 132 - 145

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1718,97)" 3057 false 10459

ENSGALP00000038795 CID 473 - 493

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2349,24)" 8321 true 0.61 10460

ENSGALP00000003263 CID 96 - 116

charged multivesicular body 
protein 4B - CGNC Symbol 
50929 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2349,24)" 8321 false 10461

ENSGALP00000015840 CID 263 - 274

family with sequence 
similarity 98 member B - 
CGNC Symbol 7407 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1294,78)" 3158 true 0.74 10462

ENSGALP00000038795 CID 473 - 493

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2353,27)" 4556 10463

ENSGALP00000006939 CID 211 - 221
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1121,62)" 4784 10464

ENSGALP00000024803 CID 652 - 662
prolyl endopeptidase - 
CGNC Symbol 11476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1298,77)" 2340 10465



ENSGALP00000010153 CID 880 - 901

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2461,38)" 647 false 10466

ENSGALP00000017495 CID 37 - 53
scinderin - CGNC Symbol 
8188 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1974,05)" 3685 true 2.25 10467

ENSGALP00000012564 CID 744 - 755
oxysterol binding protein 2 - 
CGNC Symbol 5865 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1302,67)" 1392 true 0.52 10468

ENSGALP00000027982 CID 160 - 173

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1544,95)" 4018 10469

ENSGALP00000006240 CID 1,338 - 1,352
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1719,01)" 3249 10470

ENSGALP00000017495 CID 37 - 53
scinderin - CGNC Symbol 
8188 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1978,10)" 6641 10471

ENSGALP00000023635 CID 145 - 155
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1321,66)" 1232 true 0.22 10472



ENSGALP00000040233 CID 265 - 278
casein kinase 1 alpha 1 - 
CGNC Symbol 49554 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1775,88)" 156331 10473

ENSGALP00000000170 CID 107 - 118
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1337,66)" 8800 true 0.45 10474

ENSGALP00000040233 CID Feb-16
casein kinase 1 alpha 1 - 
CGNC Symbol 49554 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1480,83)" 12419 false 10475

ENSGALP00000021472 CID 486 - 501
fumarate hydratase - CGNC 
Symbol 9939 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2007,14)" 680 false 10476

ENSGALP00000019832 CID 231 - 240

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1283,68)" 1674 true 1.07 10477

ENSGALP00000000170 CID 107 - 118
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1341,69)" 6693 10478

ENSGALP00000011775 CID 592 - 610

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2099,22)" 1903 false 10479



ENSGALP00000019832 CID 231 - 240

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1291,71)" 1858 true 1.07 10480

ENSGALP00000036406 CID 451 - 460
alpha-2-macroglobulin - 
CGNC Symbol 50716 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1291,71)" 1858 false 1.13 10481

ENSGALP00000019758 CID Jan-13

Gallus gallus diazepam 
binding inhibitor (GABA 
receptor modulator acyl-
CoA binding protein) (DBI) 
mRNA. - RefSeq mRNA 
NM_204576 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1508,86)" 527707 10482

ENSGALP00000042900 CID 123 - 132

PAF1 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
64966 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1328,66)" 2626 true 0.57 10483

ENSGALP00000009314 CID 51 - 66
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1910,04)" 7097 true 0.7 10484

ENSGALP00000002520 CID 50 - 65
septin 2-like - CGNC Symbol 
50343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1910,04)" 7097 true 0.7 10485

ENSGALP00000009314 CID 51 - 66
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1914,07)" 4484 10486



ENSGALP00000002520 CID 50 - 65
septin 2-like - CGNC Symbol 
50343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1914,07)" 4484 10487

ENSGALP00000009007 CID 59 - 78
ADP-ribosylation factor 4 - 
CGNC Symbol 55483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2466,18)" 5065 true 0.48 10488

ENSGALP00000022243 CID 807 - 818

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1562,76)" 2042 true 0.87 10489

ENSGALP00000041423 CID 22 - 43
glutathione peroxidase 1 - 
CGNC Symbol 65881 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2601,24)" 3292 true 0.68 10490

ENSGALP00000013574 CID 447 - 458

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1332,79)" 31244 true 2.31 10491

ENSGALP00000022243 CID 807 - 818

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1566,78)" 1780 10492

ENSGALP00000001565 CID 666 - 678

discs large (Drosophila) 
homolog-associated protein 
4 - CGNC Symbol 708 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1620,83)" 699 false 10493



ENSGALP00000036720 CID 2,736 - 2,754

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2151,27)" 1140 false 10494

ENSGALP00000015665 CID 71 - 76 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(782,41)" 3053 false 10495

ENSGALP00000024133 CID 38 - 50
histone deacetylase 2 - 
CGNC Symbol 11140 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1639,92)" 1784 10496

ENSGALP00000005212 CID 37 - 49
histone deacetylase 1 - 
CGNC Symbol 2394 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1639,92)" 1784 10497

ENSGALP00000002373 CID Jan-15

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1680,84)" 1859 10498

ENSGALP00000010510 CID 540 - 550
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1367,71)" 4622 true 2.33 10499

ENSGALP00000036122 CID 92 - 103

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1447,82)" 526 true 1.63 10500



ENSGALP00000020346 CID Feb-17
FK506 binding protein 3 - 
CGNC Symbol 9468 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1710,84)" 4331 10501

ENSGALP00000036122 CID 92 - 103

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1455,87)" 858 true 1.63 10502

ENSGALP00000007930 CID 94 - 108

deoxyuridine 
triphosphatase - CGNC 
Symbol 3681 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1733,88)" 1686 true 1.76 10503

ENSGALP00000007930 CID 94 - 108

deoxyuridine 
triphosphatase - CGNC 
Symbol 3681 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1737,87)" 2974 10504

ENSGALP00000002493 CID 49 - 66
ribosomal protein L23 - 
CGNC Symbol 1138 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1899,06)" 1403 false 10505

ENSGALP00000025327 CID 1,799 - 1,807

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(925,56)" 1442 false 10506

ENSGALP00000021055 CID 613 - 619
dynamin 1-like - CGNC 
Symbol 9791 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(925,56)" 1442 false 10507



ENSGALP00000025929 CID 223 - 233

hydroxyacyl-CoA 
dehydrogenase - CGNC 
Symbol 12053 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1349,73)" 3144 true 0.35 10508

ENSGALP00000042870 CID 159 - 170
aminoacylase 1 - CGNC 
Symbol 64270 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1546,89)" 1064 false 10509

ENSGALP00000002385 CID 788 - 794
myosin IF - CGNC Symbol 
1089 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(959,53)" 1700 true 1.05 10510

ENSGALP00000002278 CID 40 - 51

mitogen-activated protein 
kinase 1 - CGNC Symbol 
48975 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1438,81)" 1705 10511

ENSGALP00000017386 CID 162 - 172
adenylosuccinate synthase - 
CGNC Symbol 53408 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1439,78)" 1283 false 10512

ENSGALP00000001014 CID 120 - 135

interferon-induced 
guanylate-binding protein 1-
like - CGNC Symbol 51030 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1667,99)" 799 true 0.96 10513

ENSGALP00000018695 CID 209 - 222

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1476,74)" 6803 false 10514



ENSGALP00000016671 CID 285 - 299

latent transforming growth 
factor beta binding protein 
2 - CGNC Symbol 53503 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1476,74)" 6803 false 10515

ENSGALP00000001014 CID 120 - 135

interferon-induced 
guanylate-binding protein 1-
like - CGNC Symbol 51030 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1672,02)" 765 10516

ENSGALP00000011499 CID 1,224 - 1,237

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1755,84)" 3251 false 0.95 10517

ENSGALP00000026015 CID 34 - 49
ribosomal protein large P1 - 
CGNC Symbol 49724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1758,97)" 23604 true 0.21 10518

ENSGALP00000022626 CID 64 - 78

Gallus gallus ribosomal 
protein S12 (RPS12) mRNA. - 
RefSeq mRNA 
NM_001277911 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1807,01)" 1343 true 1.23 10519

ENSGALP00000013174 CID Dec-27
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1843,98)" 7416 true 0.91 10520

ENSGALP00000022626 CID 64 - 78

Gallus gallus ribosomal 
protein S12 (RPS12) mRNA. - 
RefSeq mRNA 
NM_001277911 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1815,06)" 1647 true 1.23 10521



ENSGALP00000013174 CID Dec-27
ribosomal protein S27a - 
CGNC Symbol 49483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1852,03)" 6718 true 0.91 10522

ENSGALP00000015409 CID 323 - 335
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1664,83)" 1246 false 10523

ENSGALP00000005807 CID 255 - 266

Hsap of 1: regulator of G-
protein signaling like 1 - 
HGNC:18636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1664,83)" 1246 false 10524

ENSGALP00000023085 CID 298 - 310
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1664,83)" 1246 false 10525

ENSGALP00000009528 CID 318 - 333
RuvB like AAA ATPase 1 - 
CGNC Symbol 4431 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1731,97)" 9804 true 0.5 10526

ENSGALP00000006939 CID 34 - 50
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1769,84)" 2243 10527

ENSGALP00000021949 CID 791 - 805

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1862,78)" 2080 false 10528



ENSGALP00000008128 CID 912 - 921
nucleoporin 210kDa - CGNC 
Symbol 3777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1255,69)" 1794 10529

ENSGALP00000009528 CID 318 - 333
RuvB like AAA ATPase 1 - 
CGNC Symbol 4431 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1736,00)" 3871 10530

ENSGALP00000026015 CID 34 - 49
ribosomal protein large P1 - 
CGNC Symbol 49724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1767,04)" 2572 true 0.21 10531

ENSGALP00000037260 CID 59 - 73

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1807,88)" 2401 10532

ENSGALP00000027391 CID 594 - 607

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1696,03)" 1612 false 10533

ENSGALP00000030147 CID 287 - 304

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2019,18)" 2993 false 10534

ENSGALP00000004013 CID 2,492 - 2,508 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1862,04)" 862 10535



ENSGALP00000010510 CID 138 - 155
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2014,05)" 32572 10536

ENSGALP00000006298 CID 226 - 245

apolipoprotein H (beta-2-
glycoprotein I) - CGNC 
Symbol 2904 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2166,18)" 2288 10537

ENSGALP00000037222 CID 157 - 171

heterogeneous nuclear 
ribonucleoprotein D-like - 
CGNC Symbol 51783 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1930,00)" 2053 true 1.66 10538

ENSGALP00000017016 CID 249 - 256
glutaredoxin 3 - CGNC 
Symbol 7961 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(992,57)" 1999 false 10539

ENSGALP00000011441 CID 335 - 347

acyl-CoA dehydrogenase C-
2 to C-3 short chain - CGNC 
Symbol 5341 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1508,88)" 512 10540

ENSGALP00000002349 CID 48 - 66

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2189,09)" 1267 true 0.7 10541

ENSGALP00000007287 CID 64 - 84
ribosomal protein S14 - 
CGNC Symbol 3393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2293,08)" 1240 true 1.36 10542



ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1534,99)" 8059 false 10543

ENSGALP00000007287 CID 64 - 84
ribosomal protein S14 - 
CGNC Symbol 3393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2297,10)" 1681 10544

ENSGALP00000009007 CID 59 - 78
ADP-ribosylation factor 4 - 
CGNC Symbol 55483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2470,20)" 2082 10545

ENSGALP00000023294 CID 1,457 - 1,464

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1014,54)" 1269 false 0.89 10546

ENSGALP00000038677 CID 96 - 116

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2495,22)" 3301 true 1.42 10547

ENSGALP00000027519 CID 956 - 964

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1110,60)" 614 false 1.86 10548

ENSGALP00000018454 CID 360 - 373
tubulin alpha 4b - CGNC 
Symbol 65790 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1796,93)" 5594 true 0.83 10549



ENSGALP00000037524 CID 349 - 362
tubulin alpha 4a - CGNC 
Symbol 65758 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1796,93)" 5594 true 0.83 10550

ENSGALP00000038677 CID 96 - 116

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2503,27)" 4692 true 1.42 10551

ENSGALP00000041423 CID 22 - 43
glutathione peroxidase 1 - 
CGNC Symbol 65881 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2605,26)" 1997 10552

ENSGALP00000035593 CID 84 - 105
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2714,27)" 532 false 10553

ENSGALP00000014379 CID 662 - 670

DnaJ heat shock protein 
family (Hsp40) member C10 
- CGNC Symbol 6729 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1060,59)" 778 false 10554

ENSGALP00000019634 CID 558 - 567

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1144,69)" 1178 false 1.92 10555

ENSGALP00000008311 CID 696 - 710
SEC24 family member C - 
CGNC Symbol 3857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1800,96)" 606 false 10556



ENSGALP00000009217 CID 146 - 151

cytochrome c oxidase 
subunit IV isoform 1 - CGNC 
Symbol 4285 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(885,44)" 448 10557

ENSGALP00000022436 CID 255 - 263
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1067,63)" 18321 true 0.47 10558

ENSGALP00000013964 CID 310 - 318
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1067,63)" 18321 true 0.47 10559

ENSGALP00000035593 CID 84 - 105
Hemoglobin subunit beta - 
UP P02112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2750,36)" 2873 true 0.52 10560

ENSGALP00000004104 CID 358 - 364

U2 snRNP-associated SURP 
domain containing - CGNC 
Symbol 52256 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(921,53)" 711 false 10561

ENSGALP00000006259 CID 263 - 273

palmitoyl-protein 
thioesterase 1 - CGNC 
Symbol 2887 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1264,75)" 23674 false 0.12 10562

ENSGALP00000008802 CID 70 - 82
ribosomal protein S2 - 
CGNC Symbol 50281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1615,99)" 3682 true 1.68 10563



ENSGALP00000012883 CID 151 - 159

Gallus gallus recombination 
activating gene 2 (RAG2) 
mRNA. - RefSeq mRNA 
NM_001305057 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1007,59)" 1855 true 1.25 10564

ENSGALP00000007819 CID 18 - 27
peptidase D - CGNC Symbol 
3636 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1127,69)" 2782 true 6.51 10565

ENSGALP00000017341 CID 436 - 444

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1161,58)" 7190 10566

ENSGALP00000025929 CID 223 - 233

hydroxyacyl-CoA 
dehydrogenase - CGNC 
Symbol 12053 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1353,76)" 596 10567

ENSGALP00000015176 CID 455 - 469

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1746,99)" 6562 true 0.79 10568

ENSGALP00000028073 CID 1-Sep

ADP ribosylation factor like 
GTPase 6 interacting 
protein 5 - CGNC Symbol 
13078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1084,58)" 4252 10569

ENSGALP00000003623 CID 190 - 200

3-hydroxyisobutyryl-CoA 
hydrolase - CGNC Symbol 
1646 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1225,74)" 981 false 10570



ENSGALP00000013999 CID 410 - 418

NADH:ubiquinone 
oxidoreductase core 
subunit S1 - CGNC Symbol 
6532 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1092,57)" 1280 true 2.45 10571

ENSGALP00000005281 CID 134 - 141
clathrin light chain B - CGNC 
Symbol 50199 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1102,55)" 1496 false 10572

ENSGALP00000005963 CID 169 - 183
polymerase (DNA) beta - 
CGNC Symbol 2752 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1740,80)" 543 false 10573

ENSGALP00000013029 CID 746 - 764
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2265,15)" 2067 false 10574

ENSGALP00000008082 CID 615 - 629

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1803,00)" 1071 true 0.63 10575

ENSGALP00000008498 CID 359 - 379
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2462,15)" 9806 true 0.65 10576

ENSGALP00000008082 CID 615 - 629

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1811,05)" 676 true 0.63 10577



ENSGALP00000035658 CID 161 - 183
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2588,35)" 1240 true 0.5 10578

ENSGALP00000035658 CID 161 - 183
paraspeckle component 1 - 
CGNC Symbol 50884 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2592,37)" 621 10579

ENSGALP00000037222 CID 157 - 171

heterogeneous nuclear 
ribonucleoprotein D-like - 
CGNC Symbol 51783 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1917,92)" 910 true 1.66 10580

ENSGALP00000010899 CID 140 - 150

ATP synthase H+ 
transporting mitochondrial 
F1 complex gamma 
polypeptide 1 - CGNC 
Symbol 5096 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1414,75)" 970 true 1.29 10581

ENSGALP00000016196 CID 502 - 516

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1642,92)" 11571 true 0.75 10582

ENSGALP00000016196 CID 502 - 516

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1646,94)" 7755 10583

ENSGALP00000000383 CID 990 - 1,002
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1690,98)" 1659 false 10584



ENSGALP00000042900 CID 248 - 256

PAF1 homolog Paf1/RNA 
polymerase II complex 
component - CGNC Symbol 
64966 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1030,57)" 1242 false 10585

ENSGALP00000019120 CID 451 - 461
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1264,73)" 1592 10586

ENSGALP00000010510 CID 448 - 458
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1264,73)" 1592 10587

ENSGALP00000026123 CID 273 - 283

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1348,71)" 1916 true 0.41 10588

ENSGALP00000002493 CID 52 - 67
ribosomal protein L23 - 
CGNC Symbol 1138 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1691,94)" 1232 false 10589

ENSGALP00000007705 CID 174 - 190

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1810,87)" 3312 true 0.59 10590

ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1266,65)" 3022 true 0.94 10591



ENSGALP00000007705 CID 174 - 190

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1814,87)" 6623 10592

ENSGALP00000038463 CID 73 - 88
ribosomal protein L7a - 
CGNC Symbol 50454 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1853,08)" 4237 true 0.49 10593

ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-
Ala-Asp) box helicase 6 
(DDX6) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001282047 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1270,67)" 1414 10594

ENSGALP00000019039 CID 205 - 218

superoxide dismutase 2 
mitochondrial - CGNC 
Symbol 8863 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1715,91)" 4432 false 10595

ENSGALP00000036760 CID 511 - 521

centrosomal protein 
135kDa - CGNC Symbol 
10315 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1423,73)" 4184 10596

ENSGALP00000016490 CID 135 - 146
dedicator of cytokinesis 8 - 
CGNC Symbol 7720 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1423,73)" 4184 false 0.86 10597

ENSGALP00000001183 CID 290 - 300

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1500,68)" 420 false 10598



ENSGALP00000021743 CID 55 - 69
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1801,86)" 190415 true 0.18 10599

ENSGALP00000010097 CID 642 - 657
MAP7 domain containing 3 - 
CGNC Symbol 4697 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1801,86)" 190415 false 10600

ENSGALP00000003035 CID 239 - 254

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1929,95)" 1403 10601

ENSGALP00000039270 CID 642 - 653

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1450,71)" 952 false 10602

ENSGALP00000021708 CID 145 - 160
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1769,04)" 2207 true 0.73 10603

ENSGALP00000003089 CID 324 - 336
valosin containing protein - 
CGNC Symbol 53073 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1494,94)" 1301 true 0.42 10604

ENSGALP00000023059 CID 462 - 477

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1987,04)" 2572 false 10605



ENSGALP00000021708 CID 145 - 160
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1777,09)" 820 true 0.73 10606

ENSGALP00000022671 CID 60 - 69

Gallus gallus S100 calcium 
binding protein A9 
(S100A9) mRNA. - RefSeq 
mRNA NM_001305151 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1255,75)" 1313 true 1.66 10607

ENSGALP00000020268 CID 468 - 481

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1700,73)" 1184 true 2.77 10608

ENSGALP00000014317 CID 325 - 341

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1906,98)" 6869 true 0.76 10609

ENSGALP00000005944 CID 193 - 206
phospholipase C gamma 1 - 
CGNC Symbol 50935 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1673,84)" 959 false 10610

ENSGALP00000020268 CID 468 - 481

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1704,76)" 5151 10611

ENSGALP00000034108 CID 230 - 245
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1906,98)" 904 10612



ENSGALP00000008498 CID 284 - 299
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1747,95)" 13809 true 0.63 10613

ENSGALP00000007220 CID 649 - 663

zinc finger MYND-type 
containing 8 - CGNC Symbol 
3357 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1839,06)" 17396 10614

ENSGALP00000015176 CID 439 - 454

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1951,09)" 5661 true 0.49 10615

ENSGALP00000014746 CID Jan-16
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1951,09)" 5661 10616

ENSGALP00000019224 CID 879 - 889

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1173,73)" 6412 10617

ENSGALP00000015176 CID 439 - 454

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1955,11)" 2771 10618

ENSGALP00000000088 CID 141 - 159

proteasome subunit alpha 
type-5 - Refseq 
NP_001026578 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2191,00)" 2495 true 1.56 10619



ENSGALP00000021927 CID 405 - 421

IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 
49403 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2113,12)" 2577 false 10620

ENSGALP00000018750 CID 134 - 141

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1100,63)" 3980 true 1.37 10621

ENSGALP00000043213 CID 62 - 71

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1210,68)" 931 false 10622

ENSGALP00000035370 CID 81 - 96

hepatoma-derived growth 
factor - CGNC Symbol 
58434 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1898,98)" 747 true 0.87 10623

ENSGALP00000002008 CID 406 - 423
c-src tyrosine kinase - CGNC 
Symbol 902 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1898,98)" 747 false 10624

ENSGALP00000019629 CID Feb-20
proteasome subunit alpha 3 
- CGNC Symbol 9125 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1959,88)" 5267 10625

ENSGALP00000010405 CID 219 - 228
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1067,63)" 82926 10626



ENSGALP00000005678 CID 1,196 - 1,204

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1114,69)" 1164 false 10627

ENSGALP00000027700 CID 2,910 - 2,919

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1114,69)" 1164 false 10628

ENSGALP00000001332 CID 491 - 506
lysyl-tRNA synthetase - 
CGNC Symbol 602 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2011,91)" 7382 true 0.67 10629

ENSGALP00000004521 CID 235 - 244

ribosomal L1 domain 
containing 1 - CGNC Symbol 
2075 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1102,67)" 3542 true 0.73 10630

ENSGALP00000005495 CID 303 - 312

Hsap of 1: small nuclear 
ribonucleoprotein U5 
subunit 200 - HGNC:30859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1236,64)" 1527 false 10631

ENSGALP00000001332 CID 491 - 506
lysyl-tRNA synthetase - 
CGNC Symbol 602 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2015,93)" 4968 10632

ENSGALP00000004521 CID 235 - 244

ribosomal L1 domain 
containing 1 - CGNC Symbol 
2075 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1106,69)" 2574 10633



ENSGALP00000022734 CID 57 - 74

small glutamine-rich 
tetratricopeptide repeat-
containing protein alpha - 
Refseq NP_001026550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2064,14)" 1362 true 0.82 10634

ENSGALP00000006284 CID 142 - 172

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(3265,17)" 957 false 10635

ENSGALP00000006939 CID 265 - 274
annexin A6 - CGNC Symbol 
49340 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1127,70)" 2591 true 3.13 10636

ENSGALP00000019672 CID 333 - 342
oxysterol binding protein-
like 11 - CGNC Symbol 9142 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1214,77)" 3270 false 10637

ENSGALP00000022734 CID 57 - 74

small glutamine-rich 
tetratricopeptide repeat-
containing protein alpha - 
Refseq NP_001026550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2072,19)" 437 true 0.82 10638

ENSGALP00000007930 CID 109 - 126

deoxyuridine 
triphosphatase - CGNC 
Symbol 3681 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2072,19)" 437 false 10639

ENSGALP00000016583 CID 74 - 81

progesterone receptor 
membrane component 2 - 
CGNC Symbol 7765 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1035,54)" 1318 true 1.35 10640



ENSGALP00000019672 CID 333 - 342
oxysterol binding protein-
like 11 - CGNC Symbol 9142 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1218,79)" 4634 false 10641

ENSGALP00000009511 CID 164 - 178
ribosomal protein L5 - 
CGNC Symbol 4424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1522,83)" 53570 false 0.87 10642

ENSGALP00000016120 CID 152 - 163

Ras-related protein Rap-1b-
like protein - CGNC Symbol 
50604 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1522,83)" 53570 true 0.87 10643

ENSGALP00000038272 CID 231 - 241

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 27 - CGNC 
Symbol 5262 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1257,77)" 1074 true 1.13 10644

ENSGALP00000036405 CID 345 - 356

proteasome 26S subunit 
ATPase 6 - CGNC Symbol 
9424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1396,65)" 1657 true 0.71 10645

ENSGALP00000016120 CID 152 - 163

Ras-related protein Rap-1b-
like protein - CGNC Symbol 
50604 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1526,85)" 45936 10646

ENSGALP00000042641 CID 141 - 149

GATA zinc finger domain 
containing 2B - 
HGNC:30778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1130,61)" 6755 10647



ENSGALP00000000639 CID 151 - 160
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1130,61)" 6755 true 0.22 10648

ENSGALP00000013649 CID 1,054 - 1,063

diphosphoinositol 
pentakisphosphate kinase 1 
- CGNC Symbol 6353 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1130,61)" 6755 false 0.22 10649

ENSGALP00000012233 CID 69 - 78
Ras-related GTP binding B - 
CGNC Symbol 5717 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1195,69)" 3799 true 0.58 10650

ENSGALP00000004745 CID 628 - 637
nucleoporin 93kDa - CGNC 
Symbol 2176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1268,78)" 1403 10651

ENSGALP00000038179 CID 254 - 265

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1623,87)" 4898 false 10652

ENSGALP00000042475 CID 34 - 47

purine-rich element binding 
protein A - CGNC Symbol 
15180 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1623,87)" 4898 false 10653

ENSGALP00000027391 CID 251 - 260

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1206,56)" 1466 true 3.42 10654



ENSGALP00000019161 CID 290 - 300

WW domain binding 
protein 11 - CGNC Symbol 
53212 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1330,74)" 680 false 10655

ENSGALP00000021708 CID 161 - 172
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1456,77)" 762 true 1.4 10656

ENSGALP00000024868 CID 78 - 91

RAB2A member RAS 
oncogene family - CGNC 
Symbol 49674 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1503,88)" 1407 true 0.81 10657

ENSGALP00000014298 CID 100 - 114
ribosomal protein L12 - 
CGNC Symbol 50469 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1658,87)" 9706 true 1.1 10658

ENSGALP00000008056 CID 299 - 310

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1214,60)" 930 true 0.89 10659

ENSGALP00000021708 CID 161 - 172
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1464,82)" 1068 true 1.4 10660

ENSGALP00000014298 CID 100 - 114
ribosomal protein L12 - 
CGNC Symbol 50469 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1662,89)" 10671 10661



ENSGALP00000013574 CID 447 - 458

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1324,74)" 4253 true 1.01 10662

ENSGALP00000014317 CID 325 - 341

isocitrate dehydrogenase 1 
(NADP+) soluble - CGNC 
Symbol 6693 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1911,02)" 638 10663

ENSGALP00000043213 CID 1,100 - 1,112

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1579,90)" 3098 10664

ENSGALP00000006818 CID 113 - 120
plasminogen - CGNC 
Symbol 51506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(890,52)" 580 false 10665

ENSGALP00000025629 CID 633 - 646
RNA binding motif protein 
12B - CGNC Symbol 51213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1733,85)" 6145 true 0.51 10666

ENSGALP00000025629 CID 633 - 646
RNA binding motif protein 
12B - CGNC Symbol 51213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1737,87)" 3154 10667

ENSGALP00000012815 CID 73 - 89

dihydrolipoamide S-
acetyltransferase - CGNC 
Symbol 5977 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1785,00)" 1004 true 0.81 10668



ENSGALP00000042294 CID 280 - 288

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1002,62)" 2819 false 10669

ENSGALP00000009121 CID 366 - 374
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1002,62)" 2819 10670

ENSGALP00000029144 CID 92 - 103
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1300,71)" 1050 false 10671

ENSGALP00000012815 CID 73 - 89

dihydrolipoamide S-
acetyltransferase - CGNC 
Symbol 5977 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1789,02)" 816 10672

ENSGALP00000024040 CID 544 - 560

hexosaminidase B (beta 
polypeptide) - CGNC 
Symbol 11085 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1914,94)" 2842 true 0.55 10673

ENSGALP00000019031 CID 524 - 535
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1332,72)" 1476 true 0.58 10674

ENSGALP00000015002 CID Dec-29

ATPase H+ transporting 
lysosomal 16kDa V0 subunit 
c - CGNC Symbol 7004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1948,06)" 561 true 2.08 10675



ENSGALP00000007487 CID 282 - 292

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1484,71)" 8950 true 0.8 10676

ENSGALP00000006778 CID 299 - 314

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1947,92)" 4251 true 0.7 10677

ENSGALP00000009681 CID 52 - 61

Proteasome subunit alpha 
type - UniProtKB/TrEMBL 
B4DEV8 - CGNC Symbol 
4513 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1110,60)" 33193 false 1.15 10678

ENSGALP00000007487 CID 282 - 292

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1488,73)" 7138 10679

ENSGALP00000021255 CID 324 - 340

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1766,98)" 18131 false 10680

ENSGALP00000023257 CID 432 - 449

non-SMC condensin I 
complex subunit G - CGNC 
Symbol 10729 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1893,16)" 3293 false 10681

ENSGALP00000039872 CID 127 - 143

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1799,01)" 8393 false 10682



ENSGALP00000009821 CID 79 - 94
ribosomal protein S13 - 
CGNC Symbol 49921 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1906,11)" 749 false 10683

ENSGALP00000008144 CID 642 - 658

family with sequence 
similarity 83 member G - 
HGNC:32554 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1998,01)" 2318 true 0.77 10684

ENSGALP00000000726 CID 35 - 47

Gallus gallus SH3 domain 
binding glutamate-rich 
protein like 3 (SH3BGRL3) 
mRNA. - RefSeq mRNA 
NM_001302096 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1563,80)" 3833 true 0.9 10685

ENSGALP00000019224 CID 879 - 889

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1169,71)" 4628 false 1 10686

ENSGALP00000013491 CID 183 - 195

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1418,84)" 1201 false 10687

ENSGALP00000000726 CID 35 - 47

Gallus gallus SH3 domain 
binding glutamate-rich 
protein like 3 (SH3BGRL3) 
mRNA. - RefSeq mRNA 
NM_001302096 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1567,82)" 3450 10688

ENSGALP00000021743 CID 55 - 69
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1805,88)" 32628 10689



ENSGALP00000008236 CID 1,214 - 1,232
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2003,06)" 3884 10690

ENSGALP00000020463 CID 352 - 362

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1192,66)" 6052 true 0.42 10691

ENSGALP00000014107 CID 1-Jul
vimentin - CGNC Symbol 
51275 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(859,41)" 989 false 10692

ENSGALP00000020463 CID 352 - 362

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1196,69)" 2182 10693

ENSGALP00000018165 CID 868 - 878
lymphocyte antigen 75 - 
CGNC Symbol 8470 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1446,81)" 960 false 10694

ENSGALP00000010984 CID 620 - 632

adaptor-related protein 
complex 2 alpha 2 subunit - 
CGNC Symbol 51890 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1446,81)" 960 10695

ENSGALP00000011071 CID Jan-15
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1565,88)" 3708 10696



ENSGALP00000008498 CID 284 - 299
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1751,98)" 7948 10697

ENSGALP00000021743 CID 55 - 69
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1817,85)" 13792 false 0.27 10698

ENSGALP00000038677 CID 177 - 194

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2211,29)" 15996 false 10699

ENSGALP00000027953 CID 1-Aug
ribosomal protein S3 - 
CGNC Symbol 13020 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1008,62)" 655 false 10700

ENSGALP00000009964 CID 199 - 213
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1796,84)" 1460 true 0.93 10701

ENSGALP00000021743 CID 55 - 69
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1821,88)" 2917 10702

ENSGALP00000021743 CID 55 - 69
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1833,85)" 2371 false 10703



ENSGALP00000026615 CID 1,637 - 1,658

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2562,22)" 427 false 10704

ENSGALP00000018750 CID 134 - 141

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1092,58)" 2164 true 1.37 10705

ENSGALP00000041057 CID 115 - 129
lectin mannose binding 2 - 
CGNC Symbol 63471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1800,91)" 895 false 10706

ENSGALP00000020445 CID 1,194 - 1,210

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2066,10)" 4216 true 0.91 10707

ENSGALP00000001302 CID 136 - 143

casein kinase 2 alpha prime 
polypeptide - CGNC Symbol 
585 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1162,63)" 581 true 1.67 10708

ENSGALP00000009985 CID 135 - 142

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1162,63)" 581 true 1.67 10709

ENSGALP00000001579 CID 608 - 617
N-ethylmaleimide sensitive 
factor - CGNC Symbol 715 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1174,70)" 506 10710



ENSGALP00000038463 CID 73 - 88
ribosomal protein L7a - 
CGNC Symbol 50454 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1861,12)" 10533 true 0.44 10711

ENSGALP00000016260 CID 14 - 30

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1928,98)" 4667 true 1.67 10712

ENSGALP00000020445 CID 1,194 - 1,210

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2074,14)" 3836 true 0.91 10713

ENSGALP00000016260 CID 14 - 30

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1941,06)" 7770 true 1.67 10714

ENSGALP00000022400 CID Jan-16

Gallus gallus ABRA C-
terminal like (ABRACL) 
mRNA. - RefSeq mRNA 
NM_001302176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2025,03)" 1572 10715

ENSGALP00000005944 CID 124 - 134
phospholipase C gamma 1 - 
CGNC Symbol 50935 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1285,72)" 2286 false 10716

ENSGALP00000001150 CID 476 - 486
histidyl-tRNA synthetase - 
CGNC Symbol 50172 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1285,72)" 2286 10717



ENSGALP00000001617 CID 228 - 238

decapping enzyme 
scavenger - CGNC Symbol 
735 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1305,75)" 452 false 10718

ENSGALP00000011696 CID 245 - 262
Aly/REF export factor - 
CGNC Symbol 5467 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2063,00)" 13781 true 0.32 10719

ENSGALP00000009007 CID 59 - 76
ADP-ribosylation factor 4 - 
CGNC Symbol 55483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2185,10)" 2873 10720

ENSGALP00000016671 CID 1,268 - 1,275

latent transforming growth 
factor beta binding protein 
2 - CGNC Symbol 53503 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(961,55)" 8565 false 10721

ENSGALP00000013524 CID 261 - 270
STE20-like kinase - CGNC 
Symbol 6304 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1328,71)" 80260 false 2.38 10722

ENSGALP00000008336 CID 16 - 26

adhesion regulating 
molecule 1 - CGNC Symbol 
3870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1328,71)" 80260 false 2.38 10723

ENSGALP00000040190 CID 37 - 55
pyroglutamyl-peptidase I - 
CGNC Symbol 17204 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2274,14)" 2608 false 10724



ENSGALP00000013574 CID 151 - 159

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1025,54)" 670 true 4.03 10725

ENSGALP00000013524 CID 261 - 270
STE20-like kinase - CGNC 
Symbol 6304 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1332,74)" 11263 false 1.25 10726

ENSGALP00000008336 CID 16 - 26

adhesion regulating 
molecule 1 - CGNC Symbol 
3870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1332,74)" 11263 false 1.25 10727

ENSGALP00000030863 CID 113 - 124

protein phosphatase 2 
regulatory subunit B alpha - 
CGNC Symbol 51022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1381,74)" 3772 false 0.66 10728

ENSGALP00000007945 CID 83 - 93

translocase of inner 
mitochondrial membrane 8 
homolog A (yeast) - CGNC 
Symbol 3689 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1381,74)" 3772 true 0.66 10729

ENSGALP00000024116 CID 929 - 935

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(963,55)" 495 false 10730

ENSGALP00000015986 CID 145 - 151
integrator complex subunit 
7 - CGNC Symbol 7478 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(963,55)" 495 false 1.8 10731



ENSGALP00000013987 CID 876 - 882

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(963,55)" 495 false 1.8 10732

ENSGALP00000005794 CID 1,190 - 1,197

spen family transcriptional 
repressor - CGNC Symbol 
2675 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(963,55)" 495 false 10733

ENSGALP00000035339 CID 250 - 262

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1467,83)" 65273 true 1.15 10734

ENSGALP00000018849 CID 271 - 297

interleukin enhancer 
binding factor 2 - CGNC 
Symbol 8794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2920,44)" 563 false 10735

ENSGALP00000013987 CID 876 - 882

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(967,58)" 889 10736

ENSGALP00000020641 CID 2-Sep

aldehyde dehydrogenase 5 
family member A1 - CGNC 
Symbol 9610 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1008,61)" 1139 10737

ENSGALP00000013883 CID 69 - 77

protein phosphatase 2 
regulatory subunit B' delta - 
CGNC Symbol 6469 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1008,61)" 1139 false 10738



ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1413,84)" 1495 true 1.59 10739

ENSGALP00000043213 CID 1,196 - 1,209

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1471,86)" 69532 false 0.81 10740

ENSGALP00000035339 CID 250 - 262

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1471,86)" 69532 10741

ENSGALP00000016196 CID 294 - 322

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(3237,56)" 2120 true 0.52 10742

ENSGALP00000024609 CID 35 - 44

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1120,69)" 1980 10743

ENSGALP00000015171 CID 36 - 44
Obg-like ATPase 1 - CGNC 
Symbol 7087 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1120,69)" 1980 false 10744

ENSGALP00000025680 CID 527 - 539
KIAA1429 - CGNC Symbol 
11918 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1431,74)" 1127 false 10745



ENSGALP00000015971 CID 415 - 428
exportin for tRNA - CGNC 
Symbol 7470 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1527,95)" 953 10746

ENSGALP00000017341 CID 436 - 444

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1157,57)" 16666 true 0.33 10747

ENSGALP00000028084 CID 151 - 162

osteoclast stimulating 
factor 1 - CGNC Symbol 
13080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1386,82)" 1835 true 1.24 10748

ENSGALP00000021708 CID 58 - 70
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1422,92)" 4881 true 1.37 10749

ENSGALP00000030864 CID 109 - 120
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1434,77)" 15288 true 1.38 10750

ENSGALP00000000639 CID 151 - 160
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1134,63)" 687 10751

ENSGALP00000012233 CID 69 - 78
Ras-related GTP binding B - 
CGNC Symbol 5717 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1199,71)" 1380 10752



ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1626,78)" 16972 true 0.66 10753

ENSGALP00000004355 CID 18 - 31

ATPase Na+/K+ 
transporting beta 3 
polypeptide - CGNC Symbol 
1995 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1655,80)" 823 false 10754

ENSGALP00000028283 CID 76 - 91

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1832,99)" 10292 true 0.92 10755

ENSGALP00000003455 CID 30 - 40

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1318,62)" 9042 10756

ENSGALP00000003092 CID 228 - 240
protein prune homolog - 
CGNC Symbol 65719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1524,79)" 16828 false 0.15 10757

ENSGALP00000028283 CID 76 - 91

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1837,02)" 5135 10758

ENSGALP00000002349 CID 20 - 37

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2121,08)" 4475 10759



ENSGALP00000021752 CID 135 - 149

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1859,99)" 1213 true 1.02 10760

ENSGALP00000009007 CID 59 - 76
ADP-ribosylation factor 4 - 
CGNC Symbol 55483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2181,07)" 664 true 2.37 10761

ENSGALP00000005643 CID 99 - 109

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1401,84)" 2890 false 10762

ENSGALP00000021752 CID 135 - 149

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1864,01)" 1236 10763

ENSGALP00000012938 CID 120 - 137
apoptosis inhibitor 5 - 
CGNC Symbol 16313 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1931,06)" 11776 true 0.36 10764

ENSGALP00000025606 CID 219 - 247

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(3245,83)" 1992 false 10765

ENSGALP00000016671 CID 188 - 196

latent transforming growth 
factor beta binding protein 
2 - CGNC Symbol 53503 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1057,65)" 2979 false 10766



ENSGALP00000036760 CID 765 - 772

centrosomal protein 
135kDa - CGNC Symbol 
10315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1057,65)" 2979 10767

ENSGALP00000028424 CID 174 - 181

O-6-methylguanine-DNA 
methyltransferase - 
HGNC:7059 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1057,65)" 2979 true 0.94 10768

ENSGALP00000024040 CID 544 - 560

hexosaminidase B (beta 
polypeptide) - CGNC 
Symbol 11085 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1918,97)" 834 10769

ENSGALP00000012938 CID 120 - 137
apoptosis inhibitor 5 - 
CGNC Symbol 16313 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1935,08)" 6045 10770

ENSGALP00000026044 CID 156 - 172

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1943,04)" 5147 true 0.52 10771

ENSGALP00000008236 CID 1,214 - 1,232
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1999,04)" 3187 true 0.74 10772

ENSGALP00000008131 CID 646 - 665
vinculin - CGNC Symbol 
3778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2092,11)" 1597 10773



ENSGALP00000020666 CID 206 - 212
DEK proto-oncogene - 
CGNC Symbol 9623 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(709,35)" 2299 10774

ENSGALP00000023085 CID 53 - 61
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1125,69)" 4923 false 10775

ENSGALP00000026509 CID 485 - 493

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1142,73)" 466 false 10776

ENSGALP00000041159 CID 51 - 60
ribosomal protein S16 - 
HGNC:10396 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1150,79)" 15353 true 1.29 10777

ENSGALP00000007458 CID 23 - 31
protein kinase N3 - CGNC 
Symbol 50459 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1146,72)" 457 false 10778

ENSGALP00000041159 CID 51 - 60
ribosomal protein S16 - 
HGNC:10396 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1158,84)" 19617 true 1.29 10779

ENSGALP00000027391 CID 543 - 562

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2154,20)" 3591 true 1.65 10780



ENSGALP00000007458 CID 42 - 49
protein kinase N3 - CGNC 
Symbol 50459 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(976,59)" 49898 false 0.6 10781

ENSGALP00000011696 CID 245 - 262
Aly/REF export factor - 
CGNC Symbol 5467 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2067,03)" 3796 10782

ENSGALP00000027391 CID 543 - 562

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2162,25)" 5925 true 1.65 10783

ENSGALP00000015277 CID 48 - 66

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2171,14)" 1988 false 10784

ENSGALP00000003060 CID 162 - 169
pre-mRNA processing factor 
38B - CGNC Symbol 1397 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(998,55)" 1701 false 10785

ENSGALP00000038677 CID 177 - 194

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2179,23)" 762 false 10786

ENSGALP00000015002 CID Dec-29

ATPase H+ transporting 
lysosomal 16kDa V0 subunit 
c - CGNC Symbol 7004 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1956,10)" 5787 false 10787



ENSGALP00000038677 CID 177 - 194

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2195,26)" 5682 false 10788

ENSGALP00000003737 CID 234 - 253
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2234,12)" 2859 false 10789

ENSGALP00000017367 CID 2-Aug

Gallus gallus mago-nashi 
homolog 2 (MAGOH2) 
transcript variant 1 mRNA. - 
RefSeq mRNA 
NM_001308098 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(913,43)" 9219 10790

ENSGALP00000008128 CID 101 - 111
nucleoporin 210kDa - CGNC 
Symbol 3777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1220,69)" 4029 false 1.49 10791

ENSGALP00000003423 CID 1,142 - 1,160

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2278,18)" 15759 true 0.31 10792

ENSGALP00000008299 CID 533 - 551

family with sequence 
similarity 120A - CGNC 
Symbol 3854 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2125,15)" 1136 true 0.78 10793

ENSGALP00000003423 CID 1,142 - 1,160

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2282,20)" 4213 10794



ENSGALP00000015657 CID 291 - 312
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2391,24)" 1119 10795

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2391,24)" 1119 10796

ENSGALP00000014813 CID 250 - 264
dipeptidyl-peptidase 7 - 
CGNC Symbol 6929 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1838,03)" 820 false 10797

ENSGALP00000008299 CID 533 - 551

family with sequence 
similarity 120A - CGNC 
Symbol 3854 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2129,18)" 515 10798

ENSGALP00000008498 CID 359 - 379
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2466,18)" 4002 10799

ENSGALP00000010376 CID 260 - 277

Rac/Cdc42 guanine 
nucleotide exchange factor 
(GEF) 6 - CGNC Symbol 
4852 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2180,21)" 2040 false 10800

ENSGALP00000013574 CID 303 - 327

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2728,45)" 2239 true 0.87 10801



ENSGALP00000041749 CID 325 - 331

guanine nucleotide binding 
protein (G protein) alpha 13 
- CGNC Symbol 3014 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(984,49)" 2236 true 0.58 10802

ENSGALP00000003869 CID 152 - 162

Vac14 homolog (S. 
cerevisiae) - CGNC Symbol 
1758 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1262,73)" 4891 10803

ENSGALP00000015623 CID 1,567 - 1,576

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1262,73)" 4891 10804

ENSGALP00000018742 CID 87 - 96
creatine kinase brain - 
CGNC Symbol 49719 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1264,66)" 7158 10805

ENSGALP00000013574 CID 303 - 327

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2736,50)" 1941 true 0.87 10806

ENSGALP00000016196 CID 294 - 322

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(3241,58)" 530 10807

ENSGALP00000041749 CID 325 - 331

guanine nucleotide binding 
protein (G protein) alpha 13 
- CGNC Symbol 3014 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(988,53)" 1676 10808



ENSGALP00000023673 CID 804 - 813
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1278,68)" 2497 true 0.41 10809

ENSGALP00000003455 CID 30 - 40

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1314,59)" 819 true 5.57 10810

ENSGALP00000004548 CID 1-Jul

acyl-CoA dehydrogenase 
long chain - CGNC Symbol 
2086 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(922,48)" 553 10811

ENSGALP00000003455 CID 30 - 40

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC 
Symbol 1580 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1334,61)" 1264 10812

ENSGALP00000005807 CID 385 - 397

Hsap of 1: regulator of G-
protein signaling like 1 - 
HGNC:18636 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1358,81)" 5519 false 10813

ENSGALP00000028084 CID 151 - 162

osteoclast stimulating 
factor 1 - CGNC Symbol 
13080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1378,76)" 820 true 1.24 10814

ENSGALP00000009037 CID 739 - 746
myosin IG - CGNC Symbol 
51252 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1018,63)" 5468 false 10815



ENSGALP00000003130 CID 318 - 332

smu-1 suppressor of mec-8 
and unc-52 homolog (C. 
elegans) - CGNC Symbol 
1430 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1695,82)" 978 false 10816

ENSGALP00000023274 CID 36 - 45

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1098,64)" 595 true 0.58 10817

ENSGALP00000013294 CID 229 - 238
5'-nucleotidase cytosolic II - 
CGNC Symbol 6204 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1139,71)" 13089 false 10818

ENSGALP00000007822 CID 382 - 391

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1139,71)" 13089 true 0.61 10819

ENSGALP00000019064 CID 2,062 - 2,071

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1139,71)" 13089 false 0.61 10820

ENSGALP00000010618 CID 250 - 266
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2075,07)" 980 false 10821

ENSGALP00000007822 CID 382 - 391

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1147,76)" 7777 true 0.61 10822



ENSGALP00000025475 CID 193 - 203

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 
51548 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1260,67)" 13123 10823

ENSGALP00000025883 CID 338 - 346

eukaryotic translation 
initiation factor 3 subunit E - 
CGNC Symbol 12026 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1260,67)" 13123 true 1.76 10824

ENSGALP00000024150 CID 439 - 452

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1447,81)" 4604 true 0.39 10825

ENSGALP00000019031 CID 539 - 558
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2270,09)" 12944 10826

ENSGALP00000023081 CID 183 - 195

Gallus gallus suppressor of 
Ty 5 homolog (S. cerevisiae) 
(SUPT5H) mRNA. - RefSeq 
mRNA NM_001031384 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1462,83)" 3725 10827

ENSGALP00000026044 CID 156 - 172

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1947,09)" 1270 10828

ENSGALP00000019252 CID 2,030 - 2,041

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1331,78)" 540 false 10829



ENSGALP00000003850 CID 118 - 129

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1365,78)" 1148 10830

ENSGALP00000018987 CID 437 - 446
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1175,64)" 1766 true 0.67 10831

ENSGALP00000025508 CID 60 - 71

SR-related CTD-associated 
factor 4 - CGNC Symbol 
11826 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1358,82)" 9143 true 0.28 10832

ENSGALP00000027391 CID 543 - 562

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2146,15)" 1922 false 10833

ENSGALP00000015246 CID 186 - 197
peroxiredoxin 3 - CGNC 
Symbol 7123 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1363,88)" 2330 false 10834

ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1405,79)" 570 true 1.59 10835

ENSGALP00000008128 CID 1,443 - 1,454
nucleoporin 210kDa - CGNC 
Symbol 3777 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1533,87)" 1752 10836



ENSGALP00000020445 CID 15 - 29

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1724,93)" 1011 false 10837

ENSGALP00000017954 CID 134 - 143

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1216,67)" 5853 true 1.2 10838

ENSGALP00000015897 CID 2,014 - 2,024
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1216,67)" 5853 false 1.2 10839

ENSGALP00000011441 CID 141 - 152

acyl-CoA dehydrogenase C-
2 to C-3 short chain - CGNC 
Symbol 5341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1430,74)" 5498 true 1.38 10840

ENSGALP00000007822 CID 198 - 204

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(868,54)" 3489 10841

ENSGALP00000017954 CID 134 - 143

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1220,70)" 7044 10842

ENSGALP00000023081 CID 650 - 665

Gallus gallus suppressor of 
Ty 5 homolog (S. cerevisiae) 
(SUPT5H) mRNA. - RefSeq 
mRNA NM_001031384 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1753,85)" 618 true 0.2 10843



ENSGALP00000003342 CID 284 - 304

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2293,32)" 4952 true 0.76 10844

ENSGALP00000038778 CID 195 - 207
actin-like 6A - CGNC Symbol 
6893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1523,74)" 1282 false 10845

ENSGALP00000033650 CID 223 - 238
FYN binding protein - CGNC 
Symbol 2773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1783,95)" 582 false 10846

ENSGALP00000003342 CID 284 - 304

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2297,35)" 3750 10847

ENSGALP00000004061 CID 89 - 100

phosphatidylinositol-4 5-
bisphosphate 3-kinase 
catalytic subunit delta - 
CGNC Symbol 1859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1498,86)" 4126 true 1.12 10848

ENSGALP00000025327 CID 4,557 - 4,579

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2652,32)" 907 10849

ENSGALP00000019435 CID 21 - 33

SNU13 homolog small 
nuclear ribonucleoprotein 
(U4/U6.U5) - CGNC Symbol 
9043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1637,83)" 1299 false 10850



ENSGALP00000008128 CID 1,158 - 1,171
nucleoporin 210kDa - CGNC 
Symbol 3777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1637,83)" 1299 false 0.72 10851

ENSGALP00000015623 CID 373 - 395

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2655,35)" 1286 10852

ENSGALP00000024213 CID 2-Nov

ribosome production factor 
2 homolog - CGNC Symbol 
11187 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1200,74)" 562 false 10853

ENSGALP00000011984 CID 66 - 77

CD3d molecule delta (CD3-
TCR complex) - CGNC 
Symbol 49849 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1403,71)" 1959 false 10854

ENSGALP00000010935 CID 110 - 123

Cbl proto-oncogene E3 
ubiquitin protein ligase - 
CGNC Symbol 49015 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1569,82)" 9497 false 10855

ENSGALP00000019120 CID 140 - 156
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1954,03)" 1513 10856

ENSGALP00000003646 CID 256 - 272

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1990,06)" 2393 true 1.15 10857



ENSGALP00000008442 CID 944 - 954
integrator complex subunit 
2 - CGNC Symbol 3921 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1212,67)" 122041 false 0.53 10858

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1212,67)" 122041 10859

ENSGALP00000014768 CID 330 - 341
EH-domain containing 3 - 
CGNC Symbol 51465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1418,76)" 2445 true 0.63 10860

ENSGALP00000004641 CID 728 - 741
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1577,91)" 10750 true 1.5 10861

ENSGALP00000003646 CID 256 - 272

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1998,10)" 1979 true 1.15 10862

ENSGALP00000011160 CID 30 - 38

Hsap of 4: ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit G - 
HGNC:14247 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1218,67)" 3927 false 10863

ENSGALP00000001474 CID 352 - 365

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1492,81)" 2813 10864



ENSGALP00000035738 CID 159 - 180

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2390,29)" 3546 true 0.38 10865

ENSGALP00000024710 CID 48 - 56
ribosomal protein L24 - 
CGNC Symbol 50756 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1220,69)" 11468 true 0.59 10866

ENSGALP00000020884 CID 63 - 77
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1659,84)" 1470 true 0.7 10867

ENSGALP00000022436 CID Aug-22
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1659,84)" 1470 true 0.7 10868

ENSGALP00000023274 CID 655 - 665

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1184,73)" 2063 false 10869

ENSGALP00000006046 CID 23 - 33

actin related protein 2/3 
complex subunit 3 - CGNC 
Symbol 2797 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1224,75)" 5121 true 0.33 10870

ENSGALP00000041756 CID 13 - 27
Parkinsonism associated 
deglycase - HGNC:16369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1705,80)" 1905 true 1.19 10871



ENSGALP00000034108 CID 230 - 245
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1890,97)" 7089 10872

ENSGALP00000006046 CID 23 - 33

actin related protein 2/3 
complex subunit 3 - CGNC 
Symbol 2797 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1228,79)" 1045 10873

ENSGALP00000041756 CID 13 - 27
Parkinsonism associated 
deglycase - HGNC:16369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1709,83)" 3292 10874

ENSGALP00000031272 CID 168 - 186

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2276,06)" 1122 true 1.82 10875

ENSGALP00000007265 CID 169 - 187

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2276,06)" 1122 true 1.82 10876

ENSGALP00000012163 CID 503 - 517

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1754,85)" 2917 false 10877

ENSGALP00000031272 CID 168 - 186

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2280,09)" 2046 10878



ENSGALP00000007265 CID 169 - 187

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2280,09)" 2046 10879

ENSGALP00000015176 CID 416 - 438

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2804,49)" 851 false 10880

ENSGALP00000025130 CID 125 - 135
ribosomal protein S23 - 
HGNC:10410 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1246,79)" 989 true 0.66 10881

ENSGALP00000018454 CID 134 - 144
tubulin alpha 4b - CGNC 
Symbol 65790 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1369,78)" 1982 10882

ENSGALP00000037524 CID 123 - 133
tubulin alpha 4a - CGNC 
Symbol 65758 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1369,78)" 1982 10883

ENSGALP00000043256 CID 244 - 259

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1835,98)" 33272 true 0.31 10884

ENSGALP00000022400 CID Jan-16

Gallus gallus ABRA C-
terminal like (ABRACL) 
mRNA. - RefSeq mRNA 
NM_001302176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2009,04)" 6113 10885



ENSGALP00000026307 CID 401 - 416

Putative eukaryotic 
translation initiation factor 
2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 
50802 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1674,89)" 1217 true 0.77 10886

ENSGALP00000043256 CID 244 - 259

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1840,00)" 8991 10887

ENSGALP00000008329 CID 104 - 111
CD72 molecule - CGNC 
Symbol 49553 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(972,55)" 2088 true 3.55 10888

ENSGALP00000026307 CID 401 - 416

Putative eukaryotic 
translation initiation factor 
2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 
50802 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1678,90)" 507 10889

ENSGALP00000041782 CID 848 - 858
M-phase phosphoprotein 8 - 
CGNC Symbol 12877 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1301,80)" 8776 false 0.35 10890

ENSGALP00000012917 CID 120 - 138

nuclear factor of activated T-
cells cytoplasmic calcineurin-
dependent 2 - CGNC 
Symbol 6025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2164,10)" 950 false 10891

ENSGALP00000010800 CID 14 - 32

actin related protein 2/3 
complex subunit 4 20kDa - 
CGNC Symbol 50145 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2164,10)" 950 false 10892



ENSGALP00000011717 CID 91 - 106
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1881,01)" 1564 false 10893

ENSGALP00000020445 CID 1,418 - 1,433

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1935,97)" 8206 true 0.62 10894

ENSGALP00000003717 CID 363 - 370

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1015,59)" 916 false 10895

ENSGALP00000020445 CID 1,418 - 1,433

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1939,99)" 5107 10896

ENSGALP00000009505 CID 130 - 149

Gallus gallus 
immunoglobulin lambda-
like polypeptide 1 (IGLL1) 
mRNA. - RefSeq mRNA 
NM_001278545 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2281,36)" 1446 false 10897

ENSGALP00000040189 CID 63 - 82

enoyl CoA hydratase short 
chain 1 mitochondrial - 
CGNC Symbol 56301 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2368,27)" 1877 false 10898

ENSGALP00000035738 CID 159 - 180

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2394,31)" 1003 10899



ENSGALP00000000211 CID 130 - 150
bromodomain containing 2 - 
CGNC Symbol 50420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2394,31)" 1003 false 0.38 10900

ENSGALP00000015623 CID 373 - 395

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2651,32)" 846 true 0.71 10901

ENSGALP00000027953 CID 46 - 54
ribosomal protein S3 - 
CGNC Symbol 13020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1057,65)" 9351 false 10902

ENSGALP00000000383 CID 503 - 512
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1057,65)" 9351 10903

ENSGALP00000019569 CID 141 - 151

suppression of 
tumorigenicity 13 (colon 
carcinoma) (Hsp70 
interacting protein) - CGNC 
Symbol 50650 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1331,79)" 3140 true 0.49 10904

ENSGALP00000003357 CID 585 - 603

thyroid hormone receptor 
associated protein 3 - CGNC 
Symbol 51043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2178,04)" 1069 false 10905

ENSGALP00000005495 CID 200 - 220

Hsap of 1: small nuclear 
ribonucleoprotein U5 
subunit 200 - HGNC:30859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2474,27)" 2305 false 10906



ENSGALP00000040466 CID 802 - 809

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1003,59)" 1654 false 10907

ENSGALP00000019569 CID 141 - 151

suppression of 
tumorigenicity 13 (colon 
carcinoma) (Hsp70 
interacting protein) - CGNC 
Symbol 50650 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1339,83)" 826 true 0.49 10908

ENSGALP00000004641 CID 862 - 880
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2212,06)" 1108 true 0.37 10909

ENSGALP00000023574 CID 1,193 - 1,204

regulation of nuclear pre-
mRNA domain containing 2 - 
CGNC Symbol 52333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1247,63)" 2181 10910

ENSGALP00000026130 CID 1,955 - 1,966

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1479,73)" 15446 false 10911

ENSGALP00000026615 CID 139 - 157

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2224,06)" 1025 false 10912

ENSGALP00000010510 CID 349 - 357
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1145,68)" 5364 true 1.48 10913



ENSGALP00000019120 CID 352 - 360
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1145,68)" 5364 true 1.48 10914

ENSGALP00000019468 CID 526 - 536
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1257,64)" 578 10915

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1017,60)" 29211 true 1.11 10916

ENSGALP00000012731 CID 79 - 90

CD44 molecule (Indian 
blood group) - CGNC 
Symbol 5938 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1398,84)" 8176 true 0.43 10917

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1054,54)" 3607 true 1.7 10918

ENSGALP00000018042 CID 186 - 193

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1054,54)" 3607 true 1.7 10919

ENSGALP00000010239 CID 186 - 193

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1054,54)" 3607 true 1.7 10920



ENSGALP00000015657 CID 184 - 191
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1054,54)" 3607 true 1.7 10921

ENSGALP00000023523 CID 186 - 193
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1054,54)" 3607 true 1.7 10922

ENSGALP00000013987 CID 1,033 - 1,043

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1289,68)" 8119 false 0.91 10923

ENSGALP00000041108 CID 524 - 533
SATB homeobox 1 - CGNC 
Symbol 8550 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1289,68)" 8119 true 0.56 10924

ENSGALP00000039011 CID 285 - 296

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1404,75)" 1853 false 10925

ENSGALP00000006939 CID 390 - 398
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1119,57)" 1295 true 0.99 10926

ENSGALP00000013359 CID 272 - 280
annexin A4 - CGNC Symbol 
57513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1119,57)" 1295 true 0.99 10927



ENSGALP00000033974 CID 115 - 126

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1320,75)" 15120 false 0.27 10928

ENSGALP00000002252 CID 26 - 37

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1320,75)" 15120 true 0.27 10929

ENSGALP00000012731 CID 79 - 90

CD44 molecule (Indian 
blood group) - CGNC 
Symbol 5938 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1402,85)" 3296 10930

ENSGALP00000008171 CID 1,457 - 1,468

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1475,79)" 1555 false 0.28 10931

ENSGALP00000013963 CID 1,013 - 1,024

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1475,79)" 1555 false 10932

ENSGALP00000013649 CID 936 - 948

diphosphoinositol 
pentakisphosphate kinase 1 
- CGNC Symbol 6353 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1475,79)" 1555 false 0.28 10933

ENSGALP00000013359 CID 272 - 280
annexin A4 - CGNC Symbol 
57513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1123,59)" 1415 10934



ENSGALP00000006939 CID 390 - 398
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1123,59)" 1415 10935

ENSGALP00000002252 CID 26 - 37

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1324,77)" 3595 10936

ENSGALP00000006218 CID 250 - 259

CAP adenylate cyclase-
associated protein 1 (yeast) - 
CGNC Symbol 2866 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1324,77)" 3595 false 2.55 10937

ENSGALP00000021708 CID 58 - 70
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1414,88)" 1782 true 0.71 10938

ENSGALP00000025629 CID 348 - 356
RNA binding motif protein 
12B - CGNC Symbol 51213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1152,62)" 10008 false 1.11 10939

ENSGALP00000002252 CID 26 - 37

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1336,75)" 2380 false 10940

ENSGALP00000009709 CID 272 - 282

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1333,79)" 3735 true 1.71 10941



ENSGALP00000025508 CID 60 - 71

SR-related CTD-associated 
factor 4 - CGNC Symbol 
11826 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1362,84)" 1523 10942

ENSGALP00000009709 CID 272 - 282

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1337,81)" 1909 10943

ENSGALP00000041772 CID 99 - 108

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1280,62)" 1650 true 1.23 10944

ENSGALP00000009037 CID 535 - 545
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1348,73)" 1074 false 10945

ENSGALP00000034108 CID 230 - 245
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1886,95)" 3858 true 1.45 10946

ENSGALP00000017926 CID 173 - 180
phosphoglucomutase 1 - 
CGNC Symbol 8372 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr6

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-6/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr6/"MS/MS_(1021,50)" 611 10947

ENSGALP00000037924 CID 64 - 74

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1365,66)" 3471 false 10948



ENSGALP00000040101 CID 35 - 48
myosin IXB - CGNC Symbol 
2718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1521,87)" 1473 false 6.61 10949

ENSGALP00000018087 CID 188 - 202
vaccinia related kinase 1 - 
CGNC Symbol 8440 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1812,94)" 19902 true 0.52 10950

ENSGALP00000013837 CID 45 - 58

heterogeneous nuclear 
ribonucleoprotein L-like - 
CGNC Symbol 6450 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1812,94)" 19902 false 10951

ENSGALP00000002238 CID 249 - 259
protein PML-like - CGNC 
Symbol 65465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1391,80)" 1934 true 1.21 10952

ENSGALP00000016918 CID 289 - 300

eukaryotic translation 
initiation factor 2A - CGNC 
Symbol 7921 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1395,62)" 854 false 10953

ENSGALP00000043213 CID 1,821 - 1,832

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1475,89)" 1413 false 10954

ENSGALP00000020169 CID 320 - 334
phosphorylase glycogen 
liver - CGNC Symbol 49139 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1836,98)" 7210 true 0.99 10955



ENSGALP00000002238 CID 249 - 259
protein PML-like - CGNC 
Symbol 65465 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1395,82)" 2333 10956

ENSGALP00000020169 CID 320 - 334
phosphorylase glycogen 
liver - CGNC Symbol 49139 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1840,98)" 3884 10957

ENSGALP00000040233 CID 268 - 278
casein kinase 1 alpha 1 - 
CGNC Symbol 49554 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1461,67)" 889 true 0.77 10958

ENSGALP00000008128 CID 1,158 - 1,171
nucleoporin 210kDa - CGNC 
Symbol 3777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1641,83)" 589 10959

ENSGALP00000028277 CID 86 - 102
H2A histone family member 
Z - CGNC Symbol 52762 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2006,15)" 1451 false 10960

ENSGALP00000015333 CID 220 - 238

TIA1 cytotoxic granule-
associated RNA binding 
protein - CGNC Symbol 
56693 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2144,02)" 797 false 10961

ENSGALP00000033554 CID 20 - 41 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(2392,26)" 1098 false 10962



ENSGALP00000019672 CID 375 - 387
oxysterol binding protein-
like 11 - CGNC Symbol 9142 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1679,84)" 1378 10963

ENSGALP00000042294 CID 1,162 - 1,176

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1846,02)" 2658 false 10964

ENSGALP00000027391 CID Feb-16

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1719,77)" 18129 10965

ENSGALP00000015963 CID 114 - 126

protein phosphatase 2 
regulatory subunit B' alpha - 
CGNC Symbol 7467 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1391,75)" 83357 false 1.43 10966

ENSGALP00000008802 CID 205 - 220
ribosomal protein S2 - 
CGNC Symbol 50281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1900,92)" 603 false 10967

ENSGALP00000038753 CID 572 - 589
coronin 7 - CGNC Symbol 
50317 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1979,03)" 990 false 10968

ENSGALP00000019120 CID 140 - 156
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1950,00)" 872 true 1.23 10969



ENSGALP00000043256 CID 244 - 259

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1851,98)" 1742 false 10970

ENSGALP00000029993 CID 53 - 73

Rho GDP dissociation 
inhibitor (GDI) beta - CGNC 
Symbol 8920 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2105,14)" 11013 true 0.53 10971

ENSGALP00000035339 CID 208 - 227

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2374,22)" 2308 true 0.6 10972

ENSGALP00000002828 CID 767 - 784

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2018,05)" 3312 true 1.82 10973

ENSGALP00000002828 CID 767 - 784

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2026,10)" 6041 true 1.82 10974

ENSGALP00000039270 CID 453 - 459

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(852,53)" 1816 false 10975

ENSGALP00000018410 CID 539 - 545

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(852,53)" 1816 false 10976



ENSGALP00000007055 CID 82 - 88

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(852,53)" 1816 false 10977

ENSGALP00000018987 CID 126 - 133
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(974,55)" 584 false 10978

ENSGALP00000040985 CID 23 - 41

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1923,01)" 2182 10979

ENSGALP00000003035 CID 351 - 373

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2303,33)" 44140 true 0.36 10980

ENSGALP00000016102 CID 587 - 597

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1377,73)" 20591 true 0.1 10981

ENSGALP00000003035 CID 351 - 373

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2307,35)" 10957 10982

ENSGALP00000038979 CID 1,094 - 1,098

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(745,42)" 596 10983



ENSGALP00000019832 CID 92 - 99

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1105,66)" 1328 true 0.48 10984

ENSGALP00000023523 CID 186 - 193
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1062,59)" 9534 true 1.7 10985

ENSGALP00000015657 CID 184 - 191
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1062,59)" 9534 true 1.7 10986

ENSGALP00000018042 CID 186 - 193

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1062,59)" 9534 true 1.7 10987

ENSGALP00000010239 CID 186 - 193

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1062,59)" 9534 true 1.7 10988

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1062,59)" 9534 true 1.7 10989

ENSGALP00000040662 CID 75 - 84
inositol monophosphatase 
1 - HGNC:6050 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1089,59)" 460 false 0.51 10990



ENSGALP00000012917 CID 511 - 520

nuclear factor of activated T-
cells cytoplasmic calcineurin-
dependent 2 - CGNC 
Symbol 6025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1089,59)" 460 true 0.51 10991

ENSGALP00000042281 CID 374 - 383

minichromosome 
maintenance complex 
component 3 associated 
protein - CGNC Symbol 
3212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1124,73)" 662 true 1.35 10992

ENSGALP00000016118 CID 266 - 275

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1216,71)" 9449 true 0.5 10993

ENSGALP00000038313 CID 31 - 41

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
non-catalytic subunit - 
CGNC Symbol 7657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1255,74)" 1598 true 0.69 10994

ENSGALP00000004840 CID 322 - 332
replication protein A1 - 
CGNC Symbol 2225 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1372,86)" 3722 10995

ENSGALP00000018087 CID 188 - 202
vaccinia related kinase 1 - 
CGNC Symbol 8440 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1816,96)" 4000 10996

ENSGALP00000011689 CID 260 - 268

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1145,81)" 1005 false 10997



ENSGALP00000038313 CID 31 - 41

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
non-catalytic subunit - 
CGNC Symbol 7657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1259,77)" 1087 10998

ENSGALP00000017367 CID 17 - 31

Gallus gallus mago-nashi 
homolog 2 (MAGOH2) 
transcript variant 1 mRNA. - 
RefSeq mRNA 
NM_001308098 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1910,95)" 2015 true 2.23 10999

ENSGALP00000003914 CID 89 - 96

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(858,53)" 1052 false 11000

ENSGALP00000005453 CID 221 - 230

DnaJ heat shock protein 
family (Hsp40) member C7 - 
CGNC Symbol 2515 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1206,70)" 1981 false 1.01 11001

ENSGALP00000015000 CID 863 - 875

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1405,79)" 5191 true 0.8 11002

ENSGALP00000017367 CID 17 - 31

Gallus gallus mago-nashi 
homolog 2 (MAGOH2) 
transcript variant 1 mRNA. - 
RefSeq mRNA 
NM_001308098 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1919,01)" 5395 true 2.23 11003

ENSGALP00000008128 CID 1,513 - 1,523
nucleoporin 210kDa - CGNC 
Symbol 3777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1319,60)" 551 11004



ENSGALP00000000693 CID 216 - 227

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1413,79)" 2537 11005

ENSGALP00000016509 CID 277 - 295

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2216,27)" 1796 true 0.49 11006

ENSGALP00000016509 CID 277 - 295

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2224,32)" 875 true 0.49 11007

ENSGALP00000039872 CID 253 - 265

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1433,84)" 949 false 11008

ENSGALP00000025327 CID 4,185 - 4,197

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1433,84)" 949 false 11009

ENSGALP00000018410 CID 728 - 739

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1464,72)" 849 true 0.88 11010

ENSGALP00000019064 CID 1,608 - 1,620

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1464,82)" 5029 false 11011



ENSGALP00000035339 CID 208 - 227

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2382,26)" 812 true 0.6 11012

ENSGALP00000007523 CID 83 - 102

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2463,32)" 1641 true 2.05 11013

ENSGALP00000006762 CID 392 - 402
bleomycin hydrolase - 
CGNC Symbol 3131 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1465,74)" 1323 11014

ENSGALP00000013122 CID 143 - 156

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1478,83)" 29557 false 11015

ENSGALP00000041554 CID 558 - 570
GEM interacting protein - 
HGNC:24852 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1516,87)" 3073 true 0.76 11016

ENSGALP00000002420 CID Feb-15
proteasome subunit beta 3 - 
CGNC Symbol 1108 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1529,70)" 1100 11017

ENSGALP00000010541 CID 141 - 156

transformer 2 beta 
homolog (Drosophila) - 
CGNC Symbol 49299 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1838,92)" 4632 true 0.61 11018



ENSGALP00000010541 CID 141 - 156

transformer 2 beta 
homolog (Drosophila) - 
CGNC Symbol 49299 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1842,93)" 1813 11019

ENSGALP00000024150 CID 235 - 249

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1714,82)" 769 true 1.06 11020

ENSGALP00000038626 CID 60 - 76
lactate dehydrogenase A - 
CGNC Symbol 49707 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1962,08)" 4247 false 11021

ENSGALP00000001997 CID Feb-19

eukaryotic translation 
initiation factor 4H - CGNC 
Symbol 897 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2037,82)" 585 11022

ENSGALP00000019064 CID 1,608 - 1,620

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1492,83)" 7085 false 11023

ENSGALP00000024150 CID 235 - 249

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1718,85)" 812 11024

ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1966,10)" 15771 11025



ENSGALP00000020445 CID 210 - 225

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1791,08)" 1937 true 1.29 11026

ENSGALP00000000639 CID 130 - 137
lamin B2 - CGNC Symbol 
49708 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1056,58)" 405 true 0.43 11027

ENSGALP00000015657 CID 292 - 312
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2263,10)" 3021 11028

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2263,10)" 3021 11029

ENSGALP00000006326 CID 131 - 152

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2421,27)" 2482 true 0.52 11030

ENSGALP00000007523 CID 83 - 102

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2455,27)" 382 true 2.05 11031

ENSGALP00000016118 CID 266 - 275

metastasis associated 1 
family member 3 - CGNC 
Symbol 7538 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1220,73)" 3864 11032



ENSGALP00000030639 CID 14 - 26
Ras-related protein Rab-6A - 
UP Q1KME6 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1535,90)" 886 false 11033

ENSGALP00000026406 CID 257 - 272

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1815,00)" 9771 true 0.43 11034

ENSGALP00000040424 CID 336 - 345

small nuclear 
ribonucleoprotein U5 
subunit 40 - CGNC Symbol 
381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1301,66)" 2332 false 11035

ENSGALP00000028084 CID 174 - 190

osteoclast stimulating 
factor 1 - CGNC Symbol 
13080 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1819,03)" 7584 false 11036

ENSGALP00000026406 CID 257 - 272

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1819,03)" 7584 11037

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1070,54)" 3178 true 1.98 11038

ENSGALP00000018042 CID 186 - 193

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1070,54)" 3178 true 1.98 11039



ENSGALP00000015657 CID 184 - 191
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1070,54)" 3178 true 1.98 11040

ENSGALP00000023523 CID 186 - 193
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1070,54)" 3178 true 1.98 11041

ENSGALP00000010239 CID 186 - 193

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1070,54)" 3178 true 1.98 11042

ENSGALP00000032274 CID 297 - 310

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1648,90)" 4494 true 0.28 11043

ENSGALP00000018042 CID 186 - 193

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1078,59)" 6308 true 1.98 11044

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1078,59)" 6308 true 1.98 11045

ENSGALP00000023523 CID 186 - 193
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1078,59)" 6308 true 1.98 11046



ENSGALP00000015657 CID 184 - 191
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1078,59)" 6308 true 1.98 11047

ENSGALP00000010239 CID 186 - 193

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1078,59)" 6308 true 1.98 11048

ENSGALP00000002172 CID 143 - 164

mitochondrial trans-2-enoyl-
CoA reductase - CGNC 
Symbol 981 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2390,27)" 1557 11049

ENSGALP00000017341 CID 368 - 379

heterogeneous nuclear 
ribonucleoprotein U 
(scaffold attachment factor 
A) - CGNC Symbol 8107 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1438,78)" 420 false 11050

ENSGALP00000021294 CID 644 - 653

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1160,67)" 9947 false 11051

ENSGALP00000008336 CID 104 - 112

adhesion regulating 
molecule 1 - CGNC Symbol 
3870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1281,69)" 1070 true 1.36 11052

ENSGALP00000013029 CID 1,243 - 1,256
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1761,91)" 3026 false 11053



ENSGALP00000039765 CID 71 - 81

UTP14 U3 small nucleolar 
ribonucleoprotein homolog 
A (yeast) - CGNC Symbol 
51631 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1308,84)" 5543 true 0.61 11054

ENSGALP00000007837 CID 253 - 269

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1830,04)" 4423 true 0.42 11055

ENSGALP00000006527 CID 282 - 292

translocase of outer 
mitochondrial membrane 
34 - CGNC Symbol 3015 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1188,68)" 697 true 1.57 11056

ENSGALP00000039765 CID 71 - 81

UTP14 U3 small nucleolar 
ribonucleoprotein homolog 
A (yeast) - CGNC Symbol 
51631 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1312,86)" 3403 11057

ENSGALP00000009341 CID 168 - 178

high density lipoprotein 
binding protein - CGNC 
Symbol 4348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr2

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-2/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr2/"MS/MS_(1342,75)" 7171 false 0.69 11058

ENSGALP00000001483 CID 290 - 300

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1422,82)" 3929 11059

ENSGALP00000020346 CID 54 - 72
FK506 binding protein 3 - 
CGNC Symbol 9468 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2289,26)" 1491 false 11060



ENSGALP00000016527 CID 591 - 600

pumilio RNA binding family 
member 3 - CGNC Symbol 
7739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1202,67)" 945 true 1.11 11061

ENSGALP00000007780 CID 115 - 128

phosphopantothenoylcystei
ne synthetase - CGNC 
Symbol 66161 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1490,88)" 46073 true 0.96 11062

ENSGALP00000011770 CID 220 - 234
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1676,84)" 2266 true 0.96 11063

ENSGALP00000006326 CID 131 - 152

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2425,29)" 758 11064

ENSGALP00000007493 CID 17 - 27

pentatricopeptide repeat 
domain 1 - CGNC Symbol 
3492 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1289,71)" 4156 true 1.03 11065

ENSGALP00000011770 CID 220 - 234
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1680,88)" 2172 11066

ENSGALP00000026123 CID 448 - 471

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2781,33)" 458 true 0.77 11067



ENSGALP00000041554 CID 558 - 570
GEM interacting protein - 
HGNC:24852 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1520,89)" 1571 11068

ENSGALP00000042061 CID 46 - 59

phosphatidylinositol-5-
phosphate 4-kinase type II 
alpha - CGNC Symbol 5959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1683,78)" 1588 true 0.76 11069

ENSGALP00000001048 CID 64 - 79

replication protein A2 
32kDa - CGNC Symbol 
51031 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1792,04)" 1182 true 0.86 11070

ENSGALP00000026123 CID 448 - 471

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2789,37)" 352 true 0.77 11071

ENSGALP00000039872 CID 283 - 293

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1260,61)" 4113 true 0.97 11072

ENSGALP00000042061 CID 46 - 59

phosphatidylinositol-5-
phosphate 4-kinase type II 
alpha - CGNC Symbol 5959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1687,80)" 1207 11073

ENSGALP00000001048 CID 64 - 79

replication protein A2 
32kDa - CGNC Symbol 
51031 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1796,07)" 1014 11074



ENSGALP00000038979 CID 286 - 295

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1113,68)" 1135 true 1.12 11075

ENSGALP00000015409 CID 647 - 663
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2034,05)" 1341 true 0.99 11076

ENSGALP00000004982 CID 53 - 58

coatomer protein complex 
subunit epsilon - CGNC 
Symbol 2286 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(824,47)" 367 true 1.34 11077

ENSGALP00000013926 CID 247 - 258
cullin 4B - CGNC Symbol 
6494 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1449,79)" 3290 false 11078

ENSGALP00000015409 CID 647 - 663
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2038,06)" 1329 11079

ENSGALP00000040890 CID 432 - 444

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1501,74)" 682 false 11080

ENSGALP00000000634 CID 45 - 63

LCK proto-oncogene Src 
family tyrosine kinase - 
HGNC:6524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2194,02)" 3596 false 0.29 11081



ENSGALP00000038979 CID 286 - 295

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1117,68)" 803 11082

ENSGALP00000022433 CID Jan-15
polymerase (RNA) II subunit 
I - HGNC:9196 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1633,74)" 680 11083

ENSGALP00000020445 CID 210 - 225

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1787,06)" 1187 true 0.38 11084

ENSGALP00000008824 CID 437 - 458

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2198,05)" 1044 11085

ENSGALP00000005565 CID 252 - 258

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(962,51)" 2878 true 0.83 11086

ENSGALP00000036720 CID 3,793 - 3,801

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1137,60)" 1185 false 11087

ENSGALP00000028055 CID 466 - 477
leucine aminopeptidase 3 - 
CGNC Symbol 4763 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1137,60)" 1185 11088



ENSGALP00000001579 CID 595 - 607
N-ethylmaleimide sensitive 
factor - CGNC Symbol 715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1547,74)" 833 false 11089

ENSGALP00000009052 CID 1,074 - 1,081 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(985,60)" 455 11090

ENSGALP00000004641 CID 988 - 995
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(985,60)" 455 true 0.42 11091

ENSGALP00000015892 CID 69 - 78

N(alpha)-acetyltransferase 
15 NatA auxiliary subunit - 
CGNC Symbol 7432 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1244,71)" 2052 true 0.75 11092

ENSGALP00000027981 CID 480 - 493

ribonucleotide reductase 
catalytic subunit M1 - CGNC 
Symbol 13036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1723,90)" 1271 11093

ENSGALP00000023917 CID 202 - 211
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1106,64)" 602 true 1.53 11094

ENSGALP00000023395 CID 844 - 853

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1369,72)" 4237 11095



ENSGALP00000002808 CID 334 - 349

CCCTC-binding factor (zinc 
finger protein) - CGNC 
Symbol 49729 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1884,81)" 653 false 11096

ENSGALP00000038179 CID 331 - 340

eukaryotic translation 
initiation factor 4A3 - CGNC 
Symbol 6471 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1187,67)" 1885 true 1.28 11097

ENSGALP00000008236 CID 1,469 - 1,485
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1970,93)" 1631 true 0.78 11098

ENSGALP00000007837 CID 253 - 269

phosphoribosyl 
pyrophosphate synthetase 
1 - CGNC Symbol 51649 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1834,07)" 973 11099

ENSGALP00000008236 CID 1,469 - 1,485
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1974,96)" 1266 11100

ENSGALP00000015979 CID Oct-23

peptidylprolyl isomerase G 
(cyclophilin G) - CGNC 
Symbol 7474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1621,83)" 5031 true 0.21 11101

ENSGALP00000020445 CID 683 - 693

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1346,78)" 12253 true 1.29 11102



ENSGALP00000023352 CID 690 - 700

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1346,78)" 12253 true 1.29 11103

ENSGALP00000015979 CID Oct-23

peptidylprolyl isomerase G 
(cyclophilin G) - CGNC 
Symbol 7474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1625,84)" 1714 11104

ENSGALP00000014107 CID 340 - 358
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2214,98)" 1496 true 1.45 11105

ENSGALP00000041423 CID 70 - 79
glutathione peroxidase 1 - 
CGNC Symbol 65881 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1156,68)" 16434 true 0.56 11106

ENSGALP00000014107 CID 340 - 358
vimentin - CGNC Symbol 
51275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2219,01)" 2610 11107

ENSGALP00000041423 CID 70 - 79
glutathione peroxidase 1 - 
CGNC Symbol 65881 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1160,71)" 9164 11108

ENSGALP00000002828 CID 366 - 385

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2365,15)" 402 false 11109



ENSGALP00000009605 CID 245 - 257

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1685,94)" 3692 true 1.29 11110

ENSGALP00000019469 CID 103 - 120
ribosomal protein SA - 
CGNC Symbol 49202 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2109,10)" 11414 false 11111

ENSGALP00000003058 CID 858 - 878

ubiquitin conjugating 
enzyme E2 O - CGNC 
Symbol 1396 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2500,19)" 559 11112

ENSGALP00000020445 CID 1,731 - 1,751

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2500,19)" 559 false 11113

ENSGALP00000042374 CID 329 - 335
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(953,50)" 460 11114

ENSGALP00000033974 CID 221 - 227

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(953,50)" 460 false 0.79 11115

ENSGALP00000001483 CID 500 - 506

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(953,50)" 460 true 0.79 11116



ENSGALP00000033974 CID 221 - 227

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(957,53)" 363 false 0.79 11117

ENSGALP00000011499 CID 2,237 - 2,244

dynein axonemal heavy 
chain 17 - CGNC Symbol 
26405 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(957,53)" 363 11118

ENSGALP00000001483 CID 500 - 506

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(957,53)" 363 11119

ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1463,78)" 11221 true 0.51 11120

ENSGALP00000011071 CID 200 - 213
glutaminyl-tRNA synthetase 
- CGNC Symbol 5185 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1463,78)" 11221 false 0.51 11121

ENSGALP00000009605 CID 245 - 257

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1693,98)" 4773 true 1.29 11122

ENSGALP00000017954 CID 59 - 85

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2869,38)" 857 false 11123



ENSGALP00000004180 CID 240 - 245
WD repeat domain 5 - 
CGNC Symbol 50449 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(843,47)" 1501 false 11124

ENSGALP00000030998 CID 178 - 185

Hsap of 16: glutathione S-
transferase alpha 1 - 
HGNC:4626 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1035,61)" 977 true 0.86 11125

ENSGALP00000039872 CID 244 - 252

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1108,71)" 656 false 11126

ENSGALP00000039011 CID 776 - 790

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1657,89)" 1412 false 11127

ENSGALP00000041790 CID 176 - 190
Ras-related protein Rab-8A - 
UP Q5F470 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1542,76)" 645 11128

ENSGALP00000005161 CID Feb-13

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1542,76)" 645 11129

ENSGALP00000039758 CID 28 - 33

SAM and SH3 domain 
containing 3 - CGNC Symbol 
2900 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(751,45)" 593 false 11130



ENSGALP00000040101 CID 167 - 171
myosin IXB - CGNC Symbol 
2718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(751,45)" 593 false 11131

ENSGALP00000000236 CID 48 - 61
antigen peptide transporter 
2 - Refseq NP_001092827 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1409,90)" 7713 11132

ENSGALP00000009528 CID 77 - 90
RuvB like AAA ATPase 1 - 
CGNC Symbol 4431 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1441,87)" 1583 true 0.91 11133

ENSGALP00000011044 CID 400 - 414

inter-alpha-trypsin inhibitor 
heavy chain 2 - CGNC 
Symbol 5157 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1778,91)" 1042 11134

ENSGALP00000023523 CID 241 - 256
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,89)" 4717 11135

ENSGALP00000010239 CID 241 - 256

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,89)" 4717 11136

ENSGALP00000015657 CID 239 - 254
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,89)" 4717 11137



ENSGALP00000042680 CID 239 - 254

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,89)" 4717 11138

ENSGALP00000018042 CID 241 - 256

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,89)" 4717 11139

ENSGALP00000006038 CID 78 - 96
ribophorin II - CGNC Symbol 
2792 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2097,03)" 2634 true 0.86 11140

ENSGALP00000009528 CID 77 - 90
RuvB like AAA ATPase 1 - 
CGNC Symbol 4431 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1449,92)" 1435 true 0.91 11141

ENSGALP00000006038 CID 78 - 96
ribophorin II - CGNC Symbol 
2792 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2101,06)" 2277 11142

ENSGALP00000001027 CID 314 - 320

ELAV like RNA binding 
protein 1 - CGNC Symbol 
49416 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(862,52)" 570 false 11143

ENSGALP00000001480 CID 89 - 101
myeloperoxidase - CGNC 
Symbol 50519 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1473,83)" 18393 false 11144



ENSGALP00000041886 CID 154 - 166

ubiquinol-cytochrome c 
reductase Rieske iron-sulfur 
polypeptide 1 - CGNC 
Symbol 3283 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1473,83)" 18393 false 11145

ENSGALP00000038778 CID 113 - 130
actin-like 6A - CGNC Symbol 
6893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2053,01)" 2310 false 11146

ENSGALP00000001183 CID 121 - 128

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(941,59)" 2250 false 11147

ENSGALP00000042855 CID 20 - 27

Hsap of 1: ribosomal 
protein L10 like - 
HGNC:17976 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(941,59)" 2250 false 11148

ENSGALP00000025883 CID 370 - 376

eukaryotic translation 
initiation factor 3 subunit E - 
CGNC Symbol 12026 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(941,59)" 2250 false 11149

ENSGALP00000001002 CID 213 - 219

nuclear casein kinase and 
cyclin-dependent kinase 
substrate 1 - CGNC Symbol 
448 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(941,59)" 2250 false 0.61 11150

ENSGALP00000025475 CID 118 - 125

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 
51548 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(941,59)" 2250 false 11151



ENSGALP00000025921 CID 371 - 383

RAD21 cohesin complex 
component - CGNC Symbol 
12049 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1583,89)" 9139 false 11152

ENSGALP00000020445 CID 302 - 327

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3066,45)" 1242 true 1.33 11153

ENSGALP00000032688 CID 90 - 103

protein phosphatase 4 
regulatory subunit 2 - CGNC 
Symbol 5906 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1590,93)" 4221 true 0.55 11154

ENSGALP00000010803 CID 1,106 - 1,124

UPF2 regulator of nonsense 
transcripts homolog (yeast) - 
CGNC Symbol 5054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2201,08)" 610 11155

ENSGALP00000020445 CID 302 - 327

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3074,50)" 1656 true 1.33 11156

ENSGALP00000006970 CID 254 - 261
exportin 1 - CGNC Symbol 
3224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1055,60)" 3863 11157

ENSGALP00000027733 CID 485 - 492

transient receptor potential 
cation channel subfamily C 
member 6 - CGNC Symbol 
12918 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1055,60)" 3863 false 2.88 11158



ENSGALP00000042163 CID 330 - 344
seryl-tRNA synthetase - 
CGNC Symbol 332 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1749,95)" 3826 true 18.04 11159

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3199,58)" 329 11160

ENSGALP00000015657 CID 148 - 177
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3199,58)" 329 11161

ENSGALP00000001150 CID 125 - 133
histidyl-tRNA synthetase - 
CGNC Symbol 50172 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1113,62)" 2398 11162

ENSGALP00000020666 CID 156 - 165
DEK proto-oncogene - 
CGNC Symbol 9623 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1261,64)" 963 true 1.38 11163

ENSGALP00000026130 CID 1,232 - 1,240

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1176,64)" 563 true 0.73 11164

ENSGALP00000020666 CID 156 - 165
DEK proto-oncogene - 
CGNC Symbol 9623 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1265,66)" 506 11165



ENSGALP00000026130 CID 1,232 - 1,240

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1180,66)" 412 11166

ENSGALP00000006240 CID 991 - 1,006
collagen type VI alpha 3 - 
CGNC Symbol 2875 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1863,05)" 8683 11167

ENSGALP00000006043 CID 1,101 - 1,109

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1205,64)" 430 true 0.67 11168

ENSGALP00000013724 CID 280 - 286

adaptor related protein 
complex 2 mu 1 subunit - 
CGNC Symbol 6392 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(901,56)" 828 false 11169

ENSGALP00000000666 CID 486 - 495
phosphoglucomutase 2 - 
CGNC Symbol 52790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1273,72)" 2515 true 0.76 11170

ENSGALP00000021028 CID 400 - 411
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1277,75)" 463 11171

ENSGALP00000041423 CID Apr-14
glutathione peroxidase 1 - 
CGNC Symbol 65881 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1431,75)" 1685 true 0.59 11172



ENSGALP00000033650 CID 77 - 92
FYN binding protein - CGNC 
Symbol 2773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1917,10)" 8612 false 11173

ENSGALP00000000545 CID 384 - 393
RNA binding motif protein 
15 - CGNC Symbol 238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1131,72)" 1117 false 11174

ENSGALP00000027595 CID 286 - 294
nucleoporin 58kDa - CGNC 
Symbol 12853 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1131,72)" 1117 false 10.36 11175

ENSGALP00000041423 CID Apr-14
glutathione peroxidase 1 - 
CGNC Symbol 65881 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1435,78)" 1004 11176

ENSGALP00000041464 CID 83 - 95

late endosomal/lysosomal 
adaptor MAPK and MTOR 
activator 1 - CGNC Symbol 
65815 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1438,81)" 5195 false 11177

ENSGALP00000000670 CID 195 - 204

lon peptidase 1 
mitochondrial - CGNC 
Symbol 300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1215,72)" 633 false 11178

ENSGALP00000020445 CID 683 - 693

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1350,80)" 11005 11179



ENSGALP00000023866 CID 553 - 562

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1350,80)" 11005 false 11180

ENSGALP00000023352 CID 690 - 700

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1350,80)" 11005 11181

ENSGALP00000027391 CID 163 - 175

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1564,76)" 3667 true 1.37 11182

ENSGALP00000007945 CID 83 - 93

translocase of inner 
mitochondrial membrane 8 
homolog A (yeast) - CGNC 
Symbol 3689 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1385,77)" 2548 11183

ENSGALP00000023101 CID 318 - 330

UDP-glucose 6-
dehydrogenase - CGNC 
Symbol 51825 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1493,84)" 6226 11184

ENSGALP00000027391 CID 163 - 175

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1568,79)" 5019 11185

ENSGALP00000015892 CID 69 - 78

N(alpha)-acetyltransferase 
15 NatA auxiliary subunit - 
CGNC Symbol 7432 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1248,74)" 1208 11186



ENSGALP00000001456 CID 764 - 775

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1421,72)" 1704 true 2.1 11187

ENSGALP00000021769 CID 47 - 60
scaffold attachment factor 
B - CGNC Symbol 52657 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1577,77)" 800 false 11188

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2259,29)" 18602 11189

ENSGALP00000015892 CID 69 - 78

N(alpha)-acetyltransferase 
15 NatA auxiliary subunit - 
CGNC Symbol 7432 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1260,71)" 659 true 0.83 11190

ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1467,81)" 4911 11191

ENSGALP00000011961 CID 63 - 76

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1588,86)" 2839 true 0.58 11192

ENSGALP00000002625 CID 381 - 394

Gallus gallus ATPase H+ 
transporting lysosomal 
56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - 
RefSeq mRNA 
NM_001293241 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1628,98)" 7121 11193



ENSGALP00000019961 CID 210 - 230
methionyl aminopeptidase 
1 - CGNC Symbol 9297 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2448,32)" 1388 true 0.56 11194

ENSGALP00000011961 CID 63 - 76

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1592,88)" 1335 11195

ENSGALP00000003152 CID 309 - 317
adenosylhomocysteinase - 
CGNC Symbol 1443 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1044,64)" 4122 true 0.27 11196

ENSGALP00000026633 CID 283 - 292

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1044,64)" 4122 false 0.27 11197

ENSGALP00000020310 CID 604 - 616
SET binding factor 1 - CGNC 
Symbol 9447 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1615,85)" 1123 false 11198

ENSGALP00000006970 CID 254 - 261
exportin 1 - CGNC Symbol 
3224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1051,59)" 1328 true 1.59 11199

ENSGALP00000005678 CID 740 - 749

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1359,79)" 1622 11200



ENSGALP00000038912 CID 41 - 56
alpha-D-globin - CGNC 
Symbol 50309 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1893,90)" 12550 true 1.41 11201

ENSGALP00000042870 CID 227 - 235
aminoacylase 1 - CGNC 
Symbol 64270 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1071,65)" 1271 11202

ENSGALP00000042665 CID 63 - 77
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1629,85)" 5261 true 0.73 11203

ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1629,85)" 5261 true 0.73 11204

ENSGALP00000038912 CID 41 - 56
alpha-D-globin - CGNC 
Symbol 50309 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1897,92)" 17754 11205

ENSGALP00000008338 CID 279 - 286

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1078,66)" 931 false 11206

ENSGALP00000042665 CID 63 - 77
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1633,87)" 2976 11207



ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1633,87)" 2976 11208

ENSGALP00000012481 CID 223 - 234
ribosomal protein L4 - 
CGNC Symbol 5828 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1352,82)" 3762 true 1.14 11209

ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1645,85)" 545 false 11210

ENSGALP00000042665 CID 63 - 77
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1645,85)" 545 false 11211

ENSGALP00000027999 CID 136 - 156

tRNA nucleotidyl 
transferase CCA-adding 1 - 
CGNC Symbol 13046 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2322,28)" 3096 11212

ENSGALP00000012481 CID 223 - 234
ribosomal protein L4 - 
CGNC Symbol 5828 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1360,87)" 4277 true 1.14 11213

ENSGALP00000042455 CID 65 - 78
proteasome subunit alpha 
type-7 - Refseq NP_989944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1662,89)" 1739 true 0.73 11214



ENSGALP00000032625 CID Oct-15
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(824,46)" 664 11215

ENSGALP00000023395 CID 844 - 853

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1365,70)" 4855 true 0.77 11216

ENSGALP00000002008 CID 171 - 183
c-src tyrosine kinase - CGNC 
Symbol 902 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1545,92)" 69774 true 0.81 11217

ENSGALP00000042455 CID 65 - 78
proteasome subunit alpha 
type-7 - Refseq NP_989944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1666,92)" 847 11218

ENSGALP00000041108 CID 52 - 58
SATB homeobox 1 - CGNC 
Symbol 8550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(828,48)" 1694 false 11219

ENSGALP00000002338 CID 491 - 496
splicing factor 3a subunit 3 - 
CGNC Symbol 1064 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(828,48)" 1694 false 1.17 11220

ENSGALP00000002008 CID 171 - 183
c-src tyrosine kinase - CGNC 
Symbol 902 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1549,94)" 14733 11221



ENSGALP00000025404 CID 177 - 193

inner membrane 
mitochondrial protein - 
CGNC Symbol 11773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1659,94)" 9166 true 0.64 11222

ENSGALP00000034108 CID 278 - 293
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1871,92)" 1053 11223

ENSGALP00000007667 CID 282 - 303
glyoxalase domain 
containing 4 - HGNC:14111 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2427,21)" 333 false 11224

ENSGALP00000001150 CID 125 - 133
histidyl-tRNA synthetase - 
CGNC Symbol 50172 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1109,60)" 878 true 1.54 11225

ENSGALP00000042988 CID 171 - 181
proteasome subunit beta 2 - 
HGNC:9539 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1309,76)" 3360 true 2.19 11226

ENSGALP00000042430 CID 219 - 233

signal transducer and 
activator of transcription 6 - 
CGNC Symbol 63933 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1814,86)" 21115 false 11227

ENSGALP00000002995 CID 411 - 421

Uncharacterized protein - 
UniProtKB/TrEMBL 
A0A087WUJ7 - CGNC 
Symbol 49954 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1331,77)" 2031 false 11228



ENSGALP00000006965 CID 324 - 339

VPS35 retromer complex 
component - CGNC Symbol 
3222 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1884,06)" 4504 11229

ENSGALP00000039530 CID Jan-21

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2419,00)" 448 11230

ENSGALP00000019801 CID Apr-20
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1982,02)" 31785 true 0.2 11231

ENSGALP00000010405 CID 398 - 405
transferrin (ovotransferrin) - 
CGNC Symbol 49715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1080,65)" 3948 false 11232

ENSGALP00000003869 CID 439 - 449

Vac14 homolog (S. 
cerevisiae) - CGNC Symbol 
1758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1311,72)" 2383 11233

ENSGALP00000021907 CID 2-Dec

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member E - CGNC Symbol 
52680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1416,74)" 2454 11234

ENSGALP00000011598 CID 114 - 122

small nuclear 
ribonucleoprotein 
polypeptide A' - CGNC 
Symbol 50006 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1093,66)" 11631 false 11235



ENSGALP00000018195 CID 225 - 235
proteasome subunit beta 1 - 
CGNC Symbol 8487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1361,77)" 1773 false 0.8 11236

ENSGALP00000016260 CID Jan-13

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1591,78)" 2462 true 1.09 11237

ENSGALP00000001483 CID Sep-19

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1365,79)" 1427 false 11238

ENSGALP00000016260 CID Jan-13

calmodulin 2 
(phosphorylase kinase 
delta) - CGNC Symbol 
49513 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1595,80)" 2674 true 1.09 11239

ENSGALP00000042479 CID 161 - 174

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1613,92)" 14282 11240

ENSGALP00000016363 CID 133 - 147

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1613,92)" 14282 false 11241

ENSGALP00000018616 CID 427 - 434
leukotriene A4 hydrolase - 
CGNC Symbol 8686 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1132,66)" 1119 false 11242



P04259 CID 208 - 223

Keratin, type II cytoskeletal 
6B OS=Homo sapiens 
GN=KRT6B PE=1 SV=5 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2075,12)" 1088 false 11243

ENSGALP00000016816 CID 755 - 771
exportin 5 - CGNC Symbol 
7870 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1786,02)" 2398 11244

ENSGALP00000037408 CID 2,057 - 2,072

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1786,02)" 2398 false 11245

ENSGALP00000018669 CID 238 - 246

eukaryotic translation 
initiation factor 5 - CGNC 
Symbol 8711 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1150,68)" 1557 true 1.35 11246

ENSGALP00000023214 CID 134 - 146

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1725,80)" 932 true 1.07 11247

ENSGALP00000005633 CID 513 - 522
tyrosyl-tRNA synthetase - 
CGNC Symbol 2601 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1152,67)" 15602 false 11248

ENSGALP00000015844 CID 294 - 304
arylsulfatase A - CGNC 
Symbol 7409 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1152,67)" 15602 false 11249



ENSGALP00000031109 CID 566 - 577

nuclear receptor 
coactivator 7 - CGNC 
Symbol 51536 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1309,73)" 6192 11250

ENSGALP00000036720 CID 1,420 - 1,429

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1309,73)" 6192 11251

ENSGALP00000025278 CID Dec-33
prostaglandin reductase 1 - 
CGNC Symbol 11711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2653,41)" 4173 11252

ENSGALP00000042988 CID 171 - 181
proteasome subunit beta 2 - 
HGNC:9539 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1313,75)" 13111 11253

ENSGALP00000009933 CID 161 - 175

heterogeneous nuclear 
ribonucleoprotein A0 - 
CGNC Symbol 4621 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1771,84)" 920 true 0.72 11254

ENSGALP00000022626 CID 122 - 129

Gallus gallus ribosomal 
protein S12 (RPS12) mRNA. - 
RefSeq mRNA 
NM_001277911 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1098,57)" 472 true 1.51 11255

ENSGALP00000006240 CID 1,782 - 1,790
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1106,61)" 711 true 0.68 11256



ENSGALP00000001579 CID 447 - 458
N-ethylmaleimide sensitive 
factor - CGNC Symbol 715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1403,76)" 1082 false 1.17 11257

ENSGALP00000009605 CID 267 - 278

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1407,80)" 12117 11258

ENSGALP00000015657 CID 148 - 177
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3211,68)" 527 true 0.72 11259

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3211,68)" 527 true 0.72 11260

ENSGALP00000020064 CID 539 - 545

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(945,47)" 661 true 1.39 11261

ENSGALP00000002338 CID 1-Sep
splicing factor 3a subunit 3 - 
CGNC Symbol 1064 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1189,58)" 407 11262

ENSGALP00000004745 CID 546 - 555
nucleoporin 93kDa - CGNC 
Symbol 2176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1377,73)" 11942 true 0.48 11263



ENSGALP00000020064 CID 539 - 545

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(949,49)" 917 11264

ENSGALP00000027121 CID 366 - 372

Gallus gallus PCI domain 
containing 2 (PCID2) mRNA. 
- RefSeq mRNA 
NM_001006266 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(949,49)" 917 11265

ENSGALP00000000837 CID 72 - 79

protein tyrosine 
phosphatase non-receptor 
type 7 - CGNC Symbol 371 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1033,60)" 1500 true 1.71 11266

ENSGALP00000003152 CID 223 - 233
adenosylhomocysteinase - 
CGNC Symbol 1443 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1230,64)" 861 true 0.72 11267

ENSGALP00000004745 CID 546 - 555
nucleoporin 93kDa - CGNC 
Symbol 2176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1381,75)" 5698 11268

ENSGALP00000001221 CID 171 - 181

Ras association domain 
family member 5 - CGNC 
Symbol 541 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1389,82)" 10499 true 0.29 11269

ENSGALP00000026509 CID 314 - 324

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1139,70)" 512 true 0.88 11270



ENSGALP00000025754 CID 228 - 241
serine/threonine kinase 3 - 
CGNC Symbol 52437 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1629,90)" 2850 true 0.86 11271

ENSGALP00000035339 CID 157 - 166

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1144,69)" 445 false 11272

ENSGALP00000026633 CID Jan-14

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1486,86)" 51315 11273

ENSGALP00000025754 CID 228 - 241
serine/threonine kinase 3 - 
CGNC Symbol 52437 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1633,93)" 1608 11274

ENSGALP00000009393 CID 752 - 762

clustered mitochondria 
(cluA/CLU1) homolog - 
CGNC Symbol 4370 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1280,68)" 481 11275

ENSGALP00000035478 CID 2,420 - 2,435
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1818,01)" 1405 false 11276

ENSGALP00000020830 CID 398 - 408

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1343,72)" 737 true 1.44 11277



ENSGALP00000016816 CID 755 - 771
exportin 5 - CGNC Symbol 
7870 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1781,98)" 797 true 1.91 11278

ENSGALP00000031379 CID 257 - 280

succinate-CoA ligase alpha 
subunit - CGNC Symbol 
11915 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2449,33)" 1420 false 11279

ENSGALP00000020830 CID 398 - 408

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1347,75)" 1063 11280

P04264 CID 212 - 223

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1503,77)" 589 true 1.38 11281

ENSGALP00000025404 CID 177 - 193

inner membrane 
mitochondrial protein - 
CGNC Symbol 11773 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1663,96)" 4752 11282

ENSGALP00000009964 CID 356 - 367
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1367,79)" 885 false 11283

ENSGALP00000041979 CID 282 - 294

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1698,88)" 1998 false 11284



ENSGALP00000006018 CID 114 - 129

poly(A) binding protein 
cytoplasmic 4 (inducible 
form) - CGNC Symbol 2781 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1870,99)" 2656 false 11285

ENSGALP00000006555 CID 114 - 129

poly(A) binding protein 
cytoplasmic 1-like - CGNC 
Symbol 3026 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1870,99)" 2656 false 11286

ENSGALP00000023288 CID 50 - 65

poly(A) binding protein 
cytoplasmic 1 - CGNC 
Symbol 54111 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1870,99)" 2656 false 11287

ENSGALP00000041109 CID 214 - 235

Hsap of 1: capping actin 
protein gelsolin like - 
HGNC:1474 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2405,34)" 788 false 11288

ENSGALP00000020445 CID 824 - 829

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1003,48)" 3176 true 0.78 11289

ENSGALP00000032625 CID 499 - 512
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1608,84)" 2070 true 1.42 11290

ENSGALP00000019040 CID 1,995 - 2,003
nucleoporin 205kDa - CGNC 
Symbol 8864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1142,69)" 2414 11291



ENSGALP00000016105 CID 65 - 75

echinoderm microtubule 
associated protein like 4 - 
CGNC Symbol 7532 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1159,69)" 1842 11292

ENSGALP00000013574 CID 151 - 159

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1029,56)" 1255 11293

ENSGALP00000011232 CID 36 - 45

phosphofructokinase 
platelet - CGNC Symbol 
53359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1163,72)" 19586 false 0.96 11294

ENSGALP00000037924 CID 174 - 188

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1769,83)" 672 true 1.97 11295

ENSGALP00000037522 CID 37 - 52

LUC7-like 3 pre-mRNA 
splicing factor - CGNC 
Symbol 53432 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2039,95)" 27824 true 0.24 11296

ENSGALP00000037522 CID 37 - 52

LUC7-like 3 pre-mRNA 
splicing factor - CGNC 
Symbol 53432 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2043,99)" 6731 11297

ENSGALP00000042870 CID 373 - 391
aminoacylase 1 - CGNC 
Symbol 64270 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2336,22)" 670 false 11298



ENSGALP00000004641 CID 1,311 - 1,320
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1250,72)" 2852 true 0.92 11299

ENSGALP00000021034 CID 74 - 95

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2389,21)" 3518 true 0.43 11300

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2275,28)" 688 11301

ENSGALP00000015657 CID 239 - 254
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1818,92)" 122422 true 0.73 11302

ENSGALP00000042680 CID 239 - 254

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1818,92)" 122422 true 0.73 11303

ENSGALP00000018042 CID 241 - 256

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1818,92)" 122422 true 0.73 11304

ENSGALP00000010239 CID 241 - 256

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1818,92)" 122422 true 0.73 11305



ENSGALP00000023523 CID 241 - 256
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1818,92)" 122422 true 0.73 11306

ENSGALP00000005576 CID 440 - 449

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1184,71)" 925 true 1.03 11307

ENSGALP00000008338 CID 628 - 638

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1184,71)" 925 11308

ENSGALP00000018042 CID 241 - 256

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1822,95)" 137751 11309

ENSGALP00000010239 CID 241 - 256

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1822,95)" 137751 11310

ENSGALP00000015657 CID 239 - 254
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1822,95)" 137751 11311

ENSGALP00000023523 CID 241 - 256
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1822,95)" 137751 11312



ENSGALP00000042680 CID 239 - 254

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1822,95)" 137751 11313

ENSGALP00000038904 CID 62 - 83

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2345,43)" 4425 true 1.87 11314

ENSGALP00000005576 CID 440 - 449

DEAD (Asp-Glu-Ala-Asp) 
box helicase 5 - CGNC 
Symbol 49411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1188,73)" 502 11315

ENSGALP00000002205 CID 240 - 249

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit B1 - 
CGNC Symbol 1004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1188,73)" 502 false 1.28 11316

ENSGALP00000041510 CID 34 - 56
Hsap of 1: calreticulin - 
HGNC:1455 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2952,56)" 2443 true 3.59 11317

ENSGALP00000019832 CID 103 - 123

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2510,22)" 1115 true 0.87 11318

ENSGALP00000007822 CID 292 - 315

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3006,46)" 2083 false 11319



ENSGALP00000001221 CID 171 - 181

Ras association domain 
family member 5 - CGNC 
Symbol 541 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1393,84)" 2384 11320

ENSGALP00000019832 CID 103 - 123

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2514,25)" 971 11321

ENSGALP00000011006 CID 333 - 344
catenin beta like 1 - CGNC 
Symbol 5146 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1402,76)" 2822 true 0.65 11322

ENSGALP00000023059 CID 839 - 849

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1402,76)" 2822 false 11323

ENSGALP00000016527 CID 572 - 583

pumilio RNA binding family 
member 3 - CGNC Symbol 
7739 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1402,76)" 2822 false 0.65 11324

ENSGALP00000026664 CID 1,851 - 1,858

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1102,63)" 28638 false 11325

ENSGALP00000006939 CID 222 - 230
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1102,63)" 28638 true 0.4 11326



ENSGALP00000011006 CID 333 - 344
catenin beta like 1 - CGNC 
Symbol 5146 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1406,79)" 1839 11327

ENSGALP00000019469 CID 103 - 117
ribosomal protein SA - 
CGNC Symbol 49202 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1726,90)" 60012 true 1.49 11328

ENSGALP00000006939 CID 222 - 230
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1106,66)" 11287 11329

ENSGALP00000038935 CID 326 - 335

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1142,72)" 3328 true 0.62 11330

ENSGALP00000030678 CID 393 - 403 no description available 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1412,71)" 1999 false 11331

ENSGALP00000019469 CID 103 - 117
ribosomal protein SA - 
CGNC Symbol 49202 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1730,93)" 97558 11332

ENSGALP00000021795 CID Apr-13 DNA ligase 1 - HGNC:6598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1191,68)" 1172 11333



ENSGALP00000027098 CID 556 - 566
RAS p21 protein activator 3 - 
CGNC Symbol 12617 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1236,66)" 1943 false 11334

ENSGALP00000009487 CID 399 - 413
ribophorin I - CGNC Symbol 
4413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1800,04)" 6059 false 11335

ENSGALP00000003737 CID 270 - 281
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1481,79)" 1055 true 1.25 11336

ENSGALP00000003737 CID 270 - 281
enolase 1 (alpha) - CGNC 
Symbol 49607 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1489,84)" 1691 true 1.25 11337

ENSGALP00000026067 CID 134 - 151

U2 small nuclear RNA 
auxiliary factor 1 - CGNC 
Symbol 49287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2142,08)" 1046 false 11338

ENSGALP00000000864 CID 167 - 174

RAB11B member RAS 
oncogene family - CGNC 
Symbol 51171 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1049,60)" 667 true 0.49 11339

ENSGALP00000020310 CID 459 - 466
SET binding factor 1 - CGNC 
Symbol 9447 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1049,60)" 667 false 11340



ENSGALP00000000864 CID 167 - 174

RAB11B member RAS 
oncogene family - CGNC 
Symbol 51171 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1053,62)" 615 11341

ENSGALP00000020310 CID 459 - 466
SET binding factor 1 - CGNC 
Symbol 9447 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1053,62)" 615 false 11342

ENSGALP00000023059 CID 884 - 892

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(909,56)" 1440 11343

ENSGALP00000009665 CID 192 - 204

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1589,76)" 2645 true 0.86 11344

ENSGALP00000023099 CID 840 - 849
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1223,71)" 2309 true 0.3 11345

ENSGALP00000009665 CID 192 - 204

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1593,78)" 824 11346

ENSGALP00000020884 CID 363 - 379
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1922,07)" 2962 true 1.66 11347



ENSGALP00000042665 CID 363 - 379
tubulin beta 6 class V - 
CGNC Symbol 51389 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1922,07)" 2962 true 1.66 11348

ENSGALP00000013964 CID 363 - 379
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1922,07)" 2962 true 1.66 11349

ENSGALP00000018695 CID 33 - 41

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1021,61)" 3430 11350

ENSGALP00000023099 CID 840 - 849
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1227,74)" 556 11351

ENSGALP00000039552 CID 59 - 70

proteasome 26S subunit 
non-ATPase 13 - CGNC 
Symbol 51869 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1611,79)" 1622 true 0.84 11352

ENSGALP00000000338 CID 159 - 174

proteasome inhibitor 
subunit 1 - CGNC Symbol 
152 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1808,93)" 1051 11353

ENSGALP00000018987 CID 519 - 529
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1233,72)" 788 true 2.72 11354



ENSGALP00000006240 CID 2,818 - 2,827
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1233,72)" 788 false 2.72 11355

ENSGALP00000039552 CID 59 - 70

proteasome 26S subunit 
non-ATPase 13 - CGNC 
Symbol 51869 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1615,81)" 1413 11356

ENSGALP00000018424 CID 220 - 232
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1640,00)" 6719 false 11357

ENSGALP00000023866 CID 535 - 542

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1054,63)" 29499 11358

ENSGALP00000022592 CID 166 - 174

HBS1 like translational 
GTPase - CGNC Symbol 
10439 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1054,63)" 29499 11359

ENSGALP00000038576 CID 133 - 140

GTPase IMAP family 
member 7-like - CGNC 
Symbol 53739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1054,63)" 29499 true 0.97 11360

ENSGALP00000030678 CID 121 - 128 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1054,63)" 29499 true 0.97 11361



ENSGALP00000039265 CID 604 - 615
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1331,77)" 2282 true 1.53 11362

ENSGALP00000038576 CID 133 - 140

GTPase IMAP family 
member 7-like - CGNC 
Symbol 53739 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1058,65)" 2470 11363

ENSGALP00000030678 CID 121 - 128 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1058,65)" 2470 11364

ENSGALP00000039265 CID 604 - 615
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1335,80)" 1255 11365

ENSGALP00000022235 CID 1-Sep

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1089,62)" 723 false 11366

ENSGALP00000021405 CID 51 - 60

Gallus gallus YKT6 v-SNARE 
homolog (S. cerevisiae) 
(YKT6) mRNA. - RefSeq 
mRNA NM_001113744 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1089,62)" 723 false 11367

ENSGALP00000008524 CID 27 - 37
decapping mRNA 1A - 
CGNC Symbol 3963 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1100,63)" 1057 11368



ENSGALP00000006939 CID 739 - 747
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1100,63)" 1057 true 0.89 11369

ENSGALP00000039767 CID 30 - 51

fumarylacetoacetate 
hydrolase domain 
containing 1 - CGNC Symbol 
16972 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2507,35)" 3548 true 0.23 11370

ENSGALP00000039530 CID 313 - 325

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1564,72)" 774 false 11371

ENSGALP00000002525 CID 310 - 318
septin 9 - CGNC Symbol 
50494 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1100,72)" 3001 false 11372

ENSGALP00000005482 CID 244 - 252
bystin like - CGNC Symbol 
2527 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1162,71)" 3406 true 0.49 11373

ENSGALP00000023075 CID 727 - 737
replication factor C subunit 
1 - CGNC Symbol 51823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1196,74)" 1757 true 0.93 11374

ENSGALP00000008056 CID 234 - 243

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1219,72)" 9980 false 0.94 11375



ENSGALP00000039011 CID 837 - 845

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1219,72)" 9980 true 1.97 11376

ENSGALP00000006939 CID 739 - 747
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1104,65)" 541 11377

ENSGALP00000023075 CID 727 - 737
replication factor C subunit 
1 - CGNC Symbol 51823 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1200,76)" 1629 11378

ENSGALP00000039265 CID 1-Oct
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1326,73)" 2088 false 11379

ENSGALP00000009605 CID 267 - 278

proliferation-associated 
2G4 38kDa - CGNC Symbol 
4474 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1403,76)" 13468 true 0.82 11380

ENSGALP00000021034 CID 74 - 95

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2393,22)" 882 11381

ENSGALP00000038124 CID 203 - 213
fatty acid synthase - CGNC 
Symbol 1983 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1224,60)" 1026 false 11382



ENSGALP00000013431 CID 237 - 249
programmed cell death 11 - 
CGNC Symbol 6260 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1548,87)" 3473 false 11383

ENSGALP00000019569 CID 18 - 32

suppression of 
tumorigenicity 13 (colon 
carcinoma) (Hsp70 
interacting protein) - CGNC 
Symbol 50650 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1751,94)" 7227 true 0.79 11384

ENSGALP00000041510 CID 34 - 56
Hsap of 1: calreticulin - 
HGNC:1455 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2940,48)" 413 true 3.59 11385

ENSGALP00000040638 CID 43 - 50 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(962,57)" 1076 true 0.76 11386

ENSGALP00000027982 CID 282 - 295

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1755,97)" 5744 false 0.79 11387

ENSGALP00000019569 CID 18 - 32

suppression of 
tumorigenicity 13 (colon 
carcinoma) (Hsp70 
interacting protein) - CGNC 
Symbol 50650 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1755,97)" 5744 11388

ENSGALP00000041533 CID 15 - 27

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein L - 
HGNC:5045 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1666,92)" 1051 true 1.41 11389



ENSGALP00000005643 CID 179 - 195

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2004,94)" 438 true 1.14 11390

ENSGALP00000005643 CID 179 - 195

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2008,97)" 500 11391

ENSGALP00000003717 CID 348 - 362

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1703,95)" 965 false 11392

ENSGALP00000004013 CID 1,645 - 1,651 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(919,52)" 419 false 11393

ENSGALP00000035780 CID 2,964 - 2,970
RAN binding protein 2 - 
CGNC Symbol 50838 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(919,52)" 419 false 11394

ENSGALP00000004817 CID 122 - 131
peroxiredoxin 6 - CGNC 
Symbol 2214 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1163,62)" 10466 false 0.96 11395

ENSGALP00000005680 CID 106 - 115
adenylate kinase 2 - CGNC 
Symbol 2627 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1163,62)" 10466 true 0.96 11396



ENSGALP00000005680 CID 106 - 115
adenylate kinase 2 - CGNC 
Symbol 2627 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1167,65)" 9595 11397

ENSGALP00000006300 CID 192 - 201

adaptor-related protein 
complex 1 mu 1 subunit - 
CGNC Symbol 51191 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1167,65)" 9595 11398

ENSGALP00000016509 CID 1,381 - 1,392

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1444,81)" 548 false 11399

ENSGALP00000013748 CID Jan-13
SH2 domain containing 1A - 
CGNC Symbol 65191 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1499,78)" 2375 11400

ENSGALP00000010510 CID 302 - 311
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1281,63)" 3723 true 3.33 11401

ENSGALP00000019120 CID 305 - 314
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1281,63)" 3723 true 3.33 11402

ENSGALP00000021333 CID 276 - 286

IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 
49585 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1281,63)" 3723 false 3.33 11403



ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - 
CGNC Symbol 49056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1310,69)" 4445 true 0.84 11404

ENSGALP00000016120 CID 150 - 163

Ras-related protein Rap-1b-
like protein - CGNC Symbol 
50604 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1766,00)" 28912 false 11405

ENSGALP00000019120 CID 305 - 314
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1285,66)" 12942 11406

ENSGALP00000010510 CID 302 - 311
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1285,66)" 12942 11407

ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - 
CGNC Symbol 49056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1318,74)" 3713 true 0.84 11408

ENSGALP00000027238 CID 146 - 159
importin 5 - CGNC Symbol 
50851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1596,85)" 927 true 0.36 11409

ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - 
CGNC Symbol 49056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1326,68)" 552 false 11410



ENSGALP00000032274 CID 788 - 801

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1671,91)" 398 false 11411

ENSGALP00000018294 CID 436 - 451

tryptophanyl-tRNA 
synthetase - CGNC Symbol 
8529 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1863,09)" 396 11412

ENSGALP00000003423 CID 771 - 792

protein tyrosine 
phosphatase receptor type 
C - CGNC Symbol 1563 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2316,20)" 813 false 11413

ENSGALP00000008336 CID Feb-15

adhesion regulating 
molecule 1 - CGNC Symbol 
3870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1416,76)" 2337 11414

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1689,83)" 1345 true 1.1 11415

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1693,86)" 1485 11416

ENSGALP00000013574 CID 146 - 159

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1613,89)" 4824 true 0.89 11417



ENSGALP00000016182 CID 505 - 521

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1825,01)" 4637 11418

ENSGALP00000014260 CID Apr-26

ARP2 actin-related protein 
2 homolog (yeast) - CGNC 
Symbol 49669 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2599,38)" 2664 false 11419

ENSGALP00000013574 CID 146 - 159

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1621,94)" 4287 true 0.89 11420

ENSGALP00000037866 CID 256 - 271
ornithine aminotransferase - 
CGNC Symbol 52788 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1829,03)" 3731 11421

ENSGALP00000027816 CID 310 - 327
cathepsin C - CGNC Symbol 
12954 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2231,06)" 954 false 11422

ENSGALP00000019031 CID 265 - 286
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2632,34)" 274 false 11423

ENSGALP00000003089 CID 46 - 53
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1079,55)" 1175 true 1.09 11424



ENSGALP00000016102 CID 590 - 597

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1079,55)" 1175 false 1.09 11425

ENSGALP00000037772 CID 1-Sep

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC 
Symbol 7291 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1079,55)" 1175 false 1.09 11426

ENSGALP00000003089 CID 46 - 53
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1083,57)" 892 11427

ENSGALP00000037772 CID 1-Sep

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC 
Symbol 7291 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1083,57)" 892 11428

ENSGALP00000040662 CID 106 - 115
inositol monophosphatase 
1 - HGNC:6050 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1231,77)" 7097 false 0.39 11429

ENSGALP00000015409 CID 616 - 623
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1099,60)" 1100 true 1.14 11430

ENSGALP00000009642 CID 456 - 464
pre-mRNA processing factor 
6 - CGNC Symbol 4493 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1099,60)" 1100 false 1.14 11431



ENSGALP00000004817 CID 53 - 62
peroxiredoxin 6 - CGNC 
Symbol 2214 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1149,71)" 4368 11432

ENSGALP00000039965 CID 563 - 572

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1218,72)" 1426 true 0.79 11433

ENSGALP00000005132 CID 370 - 380

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1298,79)" 1710 11434

ENSGALP00000039965 CID 563 - 572

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1222,75)" 561 11435

ENSGALP00000005482 CID 244 - 252
bystin like - CGNC Symbol 
2527 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1166,74)" 1214 11436

ENSGALP00000013377 CID Jun-16

aldehyde dehydrogenase 7 
family member A1 - CGNC 
Symbol 6235 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1166,74)" 1214 11437

ENSGALP00000041423 CID 116 - 126
glutathione peroxidase 1 - 
CGNC Symbol 65881 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1231,70)" 2477 true 2.57 11438



ENSGALP00000018742 CID 253 - 265
creatine kinase brain - 
CGNC Symbol 49719 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1621,90)" 7738 false 11439

ENSGALP00000002409 CID 278 - 291

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1621,90)" 7738 false 11440

ENSGALP00000023294 CID 1,862 - 1,874

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1621,90)" 7738 11441

ENSGALP00000041790 CID 154 - 167
Ras-related protein Rab-8A - 
UP Q5F470 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1621,90)" 7738 false 0.33 11442

ENSGALP00000020884 CID 63 - 77
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1643,85)" 14110 true 0.67 11443

ENSGALP00000022436 CID Aug-22
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1643,85)" 14110 true 0.67 11444

ENSGALP00000021785 CID 239 - 247 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1173,71)" 1326 false 11445



ENSGALP00000041423 CID 116 - 126
glutathione peroxidase 1 - 
CGNC Symbol 65881 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1235,72)" 4320 11446

ENSGALP00000041790 CID 154 - 167
Ras-related protein Rab-8A - 
UP Q5F470 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1625,90)" 2534 11447

ENSGALP00000022436 CID Aug-22
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1647,88)" 8823 11448

ENSGALP00000020884 CID 63 - 77
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1647,88)" 8823 11449

ENSGALP00000002366 CID 474 - 483

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1193,68)" 3390 true 1.84 11450

ENSGALP00000025475 CID 193 - 203

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 
51548 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1292,72)" 459 11451

ENSGALP00000005643 CID 532 - 546

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1685,91)" 11029 true 3.23 11452



ENSGALP00000025754 CID 161 - 176
serine/threonine kinase 3 - 
CGNC Symbol 52437 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1685,91)" 11029 false 11453

ENSGALP00000012869 CID 315 - 333

dihydrolipoamide 
dehydrogenase - CGNC 
Symbol 5998 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2213,25)" 1743 true 0.85 11454

ENSGALP00000002366 CID 474 - 483

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1197,70)" 6234 11455

ENSGALP00000020666 CID 123 - 134
DEK proto-oncogene - 
CGNC Symbol 9623 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1412,73)" 2013 true 0.58 11456

ENSGALP00000005643 CID 532 - 546

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1689,94)" 14979 11457

ENSGALP00000008824 CID 76 - 91

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1887,93)" 1694 true 0.56 11458

ENSGALP00000036720 CID 286 - 296

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1296,79)" 2427 true 1.14 11459



ENSGALP00000034255 CID 62 - 72

NADH:ubiquinone 
oxidoreductase subunit A8 - 
CGNC Symbol 929 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1425,71)" 663 true 2.26 11460

ENSGALP00000042294 CID 84 - 90

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(904,53)" 2882 false 1.02 11461

ENSGALP00000020641 CID 31 - 38

aldehyde dehydrogenase 5 
family member A1 - CGNC 
Symbol 9610 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(904,53)" 2882 false 0.57 11462

ENSGALP00000016743 CID 320 - 326
epoxide hydrolase 1-like - 
CGNC Symbol 51488 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(904,53)" 2882 true 0.57 11463

ENSGALP00000021795 CID 408 - 414 DNA ligase 1 - HGNC:6598 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(904,53)" 2882 false 1.02 11464

ENSGALP00000023294 CID 1,495 - 1,502

chromodomain helicase 
DNA binding protein 4 - 
CGNC Symbol 10176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(904,53)" 2882 11465

ENSGALP00000034255 CID 62 - 72

NADH:ubiquinone 
oxidoreductase subunit A8 - 
CGNC Symbol 929 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1429,73)" 485 11466



ENSGALP00000016743 CID 320 - 326
epoxide hydrolase 1-like - 
CGNC Symbol 51488 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(908,55)" 1413 11467

ENSGALP00000005971 CID 314 - 324
annexin A2 - CGNC Symbol 
49740 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1469,83)" 916 true 1.57 11468

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2243,08)" 20959 true 1.21 11469

ENSGALP00000015657 CID 292 - 312
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2243,08)" 20959 true 1.21 11470

ENSGALP00000003914 CID 47 - 64

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1927,09)" 19705 true 1.15 11471

ENSGALP00000015657 CID 292 - 312
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2247,10)" 23619 11472

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2247,10)" 23619 11473



ENSGALP00000028993 CID 116 - 130

Hsap of 1: ADP-
ribosyltransferase 1 - 
HGNC:723 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1647,87)" 5193 true 0.52 11474

ENSGALP00000003914 CID 47 - 64

ubiquinol-cytochrome c 
reductase core protein II - 
CGNC Symbol 1783 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1931,11)" 23402 11475

ENSGALP00000042837 CID 131 - 140

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1246,66)" 5572 true 0.81 11476

ENSGALP00000031272 CID 111 - 121

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1495,88)" 61217 true 0.51 11477

ENSGALP00000023085 CID 88 - 99
actinin alpha 4 - CGNC 
Symbol 49612 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1495,88)" 61217 11478

ENSGALP00000007265 CID 112 - 122

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1495,88)" 61217 true 0.51 11479

ENSGALP00000015409 CID 113 - 124
actinin alpha 1 - CGNC 
Symbol 48956 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1495,88)" 61217 11480



ENSGALP00000019252 CID 6,060 - 6,071

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1495,88)" 61217 false 0.51 11481

ENSGALP00000007055 CID 44 - 59

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1871,04)" 1020 false 11482

ENSGALP00000042837 CID 131 - 140

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1250,69)" 4033 11483

ENSGALP00000031272 CID 111 - 121

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1503,93)" 26732 true 0.51 11484

ENSGALP00000007265 CID 112 - 122

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1503,93)" 26732 true 0.51 11485

ENSGALP00000011232 CID 185 - 201

phosphofructokinase 
platelet - CGNC Symbol 
53359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1944,03)" 3774 11486

ENSGALP00000003717 CID 501 - 515

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1606,98)" 30986 true 1.33 11487



ENSGALP00000004982 CID 24 - 40

coatomer protein complex 
subunit epsilon - CGNC 
Symbol 2286 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1948,03)" 1461 11488

ENSGALP00000003717 CID 501 - 515

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1611,01)" 42011 11489

ENSGALP00000010409 CID 500 - 514

sphingomyelin 
phosphodiesterase 4 - 
CGNC Symbol 4864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1805,00)" 799 false 11490

ENSGALP00000004013 CID 2,492 - 2,509 talin 1 - CGNC Symbol 1830 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2014,14)" 8037 true 0.29 11491

ENSGALP00000019031 CID 424 - 440
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2043,98)" 6243 11492

ENSGALP00000018765 CID 24 - 35
ribosomal protein L14 - 
CGNC Symbol 49056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1382,79)" 3377 true 0.62 11493

ENSGALP00000021892 CID 328 - 343

endoplasmic reticulum 
protein 44 - CGNC Symbol 
10115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1930,03)" 4298 false 11494



ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-
phosphate dehydrogenase - 
CGNC Symbol 49077 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2269,20)" 378 true 2.74 11495

ENSGALP00000018765 CID 24 - 35
ribosomal protein L14 - 
CGNC Symbol 49056 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1386,79)" 3491 11496

ENSGALP00000017954 CID 18 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1983,08)" 17584 true 0.5 11497

ENSGALP00000011770 CID 684 - 694
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1436,69)" 1508 11498

ENSGALP00000016536 CID 625 - 635
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1436,69)" 1508 11499

ENSGALP00000017954 CID 18 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - 
CGNC Symbol 51306 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1991,13)" 8302 true 0.5 11500

ENSGALP00000016182 CID 162 - 170

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1095,59)" 453 true 0.37 11501



ENSGALP00000040101 CID 1,421 - 1,428
myosin IXB - CGNC Symbol 
2718 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(961,59)" 544 false 11502

ENSGALP00000004548 CID 361 - 370

acyl-CoA dehydrogenase 
long chain - CGNC Symbol 
2086 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1096,56)" 806 true 2.25 11503

ENSGALP00000023085 CID 114 - 122
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1202,65)" 3269 false 11504

ENSGALP00000015409 CID 139 - 147
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1202,65)" 3269 false 11505

ENSGALP00000022436 CID Aug-22
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1663,87)" 1246 11506

ENSGALP00000020884 CID 63 - 77
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1663,87)" 1246 11507

ENSGALP00000026123 CID 508 - 524

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2115,08)" 2695 11508



ENSGALP00000018669 CID 238 - 246

eukaryotic translation 
initiation factor 5 - CGNC 
Symbol 8711 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1158,74)" 1217 true 1.35 11509

ENSGALP00000002366 CID 839 - 849

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1212,75)" 1873 11510

ENSGALP00000039757 CID 313 - 325
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1718,78)" 486 11511

ENSGALP00000008013 CID 277 - 295

ISY1 splicing factor homolog 
(S. cerevisiae) - CGNC 
Symbol 3725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2190,20)" 8203 true 0.69 11512

ENSGALP00000015897 CID 2,690 - 2,697
golgin B1 - CGNC Symbol 
7433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(938,57)" 3110 false 11513

ENSGALP00000028993 CID 264 - 271

Hsap of 1: ADP-
ribosyltransferase 1 - 
HGNC:723 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(938,57)" 3110 false 11514

ENSGALP00000025475 CID 193 - 203

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 
51548 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1288,69)" 464 true 1.05 11515



ENSGALP00000008824 CID 76 - 91

non-POU domain 
containing octamer-binding 
- CGNC Symbol 4102 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1891,96)" 582 11516

ENSGALP00000020874 CID 998 - 1,005
pre-mRNA processing factor 
4B - CGNC Symbol 9712 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(975,58)" 607 false 11517

ENSGALP00000013870 CID 2-Nov

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1227,76)" 2393 false 11518

ENSGALP00000040662 CID 106 - 115
inositol monophosphatase 
1 - HGNC:6050 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1239,82)" 967 true 0.39 11519

ENSGALP00000016623 CID 107 - 117

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1392,82)" 1181 true 0.36 11520

ENSGALP00000010387 CID 98 - 108

nucleosome assembly 
protein 1-like 4 - CGNC 
Symbol 51885 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1392,82)" 1181 true 0.36 11521

ENSGALP00000016536 CID 582 - 593
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1403,80)" 680 true 2.34 11522



ENSGALP00000007287 CID 67 - 86
ribosomal protein S14 - 
CGNC Symbol 3393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2259,07)" 2181 false 1.08 11523

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2259,07)" 2181 true 1.55 11524

ENSGALP00000015657 CID 292 - 312
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2259,07)" 2181 true 1.55 11525

ENSGALP00000003431 CID 264 - 272

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1227,71)" 18662 true 0.71 11526

ENSGALP00000026664 CID 2,063 - 2,074

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1407,83)" 2432 11527

ENSGALP00000016536 CID 582 - 593
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1407,83)" 2432 11528

ENSGALP00000042140 CID 55 - 66

6-
phosphogluconolactonase - 
CGNC Symbol 10027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1309,83)" 1807 false 11529



ENSGALP00000006939 CID 428 - 449
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2387,05)" 858 false 11530

ENSGALP00000012564 CID 769 - 781
oxysterol binding protein 2 - 
CGNC Symbol 5865 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1506,78)" 602 true 1.37 11531

ENSGALP00000038576 CID 57 - 78

GTPase IMAP family 
member 7-like - CGNC 
Symbol 53739 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2493,18)" 357 false 11532

ENSGALP00000015897 CID 786 - 795
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1105,63)" 401 false 11533

ENSGALP00000015447 CID Jun-14

VPS50 EARP/GARPII 
complex subunit - CGNC 
Symbol 7228 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1105,63)" 401 false 11534

ENSGALP00000014813 CID 398 - 406
dipeptidyl-peptidase 7 - 
CGNC Symbol 6929 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1105,63)" 401 false 11535

ENSGALP00000019365 CID 277 - 285
annexin A5 - CGNC Symbol 
9009 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1105,63)" 401 11536



ENSGALP00000009037 CID 943 - 955
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1508,82)" 1907 true 0.37 11537

ENSGALP00000006240 CID 599 - 608
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1316,65)" 442 11538

ENSGALP00000009037 CID 943 - 955
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1512,86)" 423 11539

ENSGALP00000037708 CID 234 - 249

proteasome 26S subunit 
ATPase 3 - CGNC Symbol 
6143 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1700,95)" 1754 false 11540

ENSGALP00000026126 CID 93 - 123
ribosomal protein L8 - 
CGNC Symbol 12137 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3479,79)" 338 false 11541

ENSGALP00000004013 CID 2,455 - 2,464 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1055,63)" 1327 false 11542

ENSGALP00000011775 CID 1,875 - 1,884

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1055,63)" 1327 11543



ENSGALP00000021816 CID 122 - 132
programmed cell death 6 - 
CGNC Symbol 10082 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1398,70)" 820 false 11544

ENSGALP00000002442 CID 95 - 108

chromosome 17 open 
reading frame 62 - 
HGNC:28672 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1535,84)" 1035 true 0.63 11545

ENSGALP00000004013 CID 1,025 - 1,034 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1069,64)" 14748 true 2.17 11546

ENSGALP00000011770 CID 684 - 694
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1432,66)" 389 true 2.03 11547

ENSGALP00000016536 CID 625 - 635
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1432,66)" 389 true 2.03 11548

ENSGALP00000008236 CID 151 - 163
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1527,88)" 7841 true 0.24 11549

ENSGALP00000008236 CID 151 - 163
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1531,90)" 1020 11550



ENSGALP00000004013 CID 1,025 - 1,034 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1073,66)" 1633 11551

ENSGALP00000009314 CID 117 - 128
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1541,76)" 1604 true 1.13 11552

ENSGALP00000034108 CID 92 - 114
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2551,30)" 541 true 2.4 11553

ENSGALP00000006043 CID 814 - 825

cytoplasmic FMR1 
interacting protein 2 - CGNC 
Symbol 2795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1498,67)" 571 false 11554

ENSGALP00000034108 CID 92 - 114
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2559,35)" 1298 true 2.4 11555

ENSGALP00000013267 CID 222 - 240
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2169,16)" 203707 true 0.64 11556

ENSGALP00000013267 CID 222 - 240
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2173,19)" 130523 11557



ENSGALP00000010510 CID 424 - 447
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2806,36)" 2764 11558

ENSGALP00000016509 CID 1,146 - 1,161

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1882,04)" 1364 false 11559

ENSGALP00000023446 CID 25 - 41
prohibitin 2 - CGNC Symbol 
10814 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1882,04)" 1364 true 0.76 11560

ENSGALP00000009344 CID 91 - 101

deleted in lung and 
esophageal cancer 1 - CGNC 
Symbol 4351 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1113,64)" 22625 false 0.66 11561

ENSGALP00000023274 CID 811 - 827

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1886,06)" 639 false 11562

ENSGALP00000023446 CID 25 - 41
prohibitin 2 - CGNC Symbol 
10814 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1886,06)" 639 11563

ENSGALP00000006965 CID 420 - 433

VPS35 retromer complex 
component - CGNC Symbol 
3222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1914,87)" 910 true 1.93 11564



ENSGALP00000042294 CID 330 - 348

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2212,17)" 4509 true 0.5 11565

ENSGALP00000005662 CID 30 - 38

karyopherin alpha 2 (RAG 
cohort 1 importin alpha 1) - 
CGNC Symbol 50505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1127,66)" 2323 11566

ENSGALP00000017152 CID 85 - 93

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - 
CGNC Symbol 8013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1127,66)" 2323 false 0.48 11567

ENSGALP00000042294 CID 330 - 348

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2216,20)" 1980 11568

ENSGALP00000027816 CID 251 - 270
cathepsin C - CGNC Symbol 
12954 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2242,99)" 1006 11569

ENSGALP00000006326 CID 166 - 188

twinfilin actin-binding 
protein homolog 2 
(Drosophila) - CGNC Symbol 
50121 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2588,50)" 1135 true 0.64 11570

ENSGALP00000004251 CID 237 - 249

transcription factor A 
mitochondrial - CGNC 
Symbol 1948 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1391,73)" 364 false 1.14 11571



ENSGALP00000019801 CID 42 - 64
septin 7 - CGNC Symbol 
51333 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2649,40)" 6386 true 0.84 11572

ENSGALP00000008056 CID 36 - 43

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(946,59)" 805 true 0.5 11573

ENSGALP00000015000 CID 340 - 346

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(946,59)" 805 false 11574

ENSGALP00000016375 CID 686 - 698

eukaryotic translation 
initiation factor 4 gamma 3 - 
CGNC Symbol 7664 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1425,68)" 1630 true 0.78 11575

ENSGALP00000019801 CID 42 - 64
septin 7 - CGNC Symbol 
51333 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2653,42)" 5924 11576

ENSGALP00000011170 CID 364 - 385

choroideremia (Rab escort 
protein 1) - CGNC Symbol 
51680 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2692,31)" 3218 true 0.43 11577

ENSGALP00000009314 CID 117 - 128
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1545,78)" 477 11578



ENSGALP00000011170 CID 364 - 385

choroideremia (Rab escort 
protein 1) - CGNC Symbol 
51680 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2696,32)" 1077 11579

ENSGALP00000003431 CID 264 - 272

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1231,73)" 869 11580

ENSGALP00000032625 CID 592 - 605
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1558,73)" 1292 true 1.13 11581

ENSGALP00000013738 CID 34 - 49

Rho GDP dissociation 
inhibitor (GDI) alpha - CGNC 
Symbol 55089 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1978,04)" 2855 false 11582

ENSGALP00000005565 CID 297 - 304

retinoblastoma binding 
protein 4 - CGNC Symbol 
2572 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1001,59)" 1987 false 11583

ENSGALP00000008236 CID 844 - 852
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1138,71)" 42809 false 0.13* 11584

ENSGALP00000016816 CID 390 - 399
exportin 5 - CGNC Symbol 
7870 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1138,71)" 42809 false 0.13 11585



ENSGALP00000032625 CID 592 - 605
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1566,78)" 1459 true 1.13 11586

ENSGALP00000010153 CID 829 - 845

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2029,11)" 674 true 0.82 11587

ENSGALP00000022159 CID 187 - 196

CCR4-NOT transcription 
complex subunit 7 - CGNC 
Symbol 10229 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1296,78)" 1458 false 11588

ENSGALP00000036304 CID 292 - 305

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1593,79)" 398 true 0.25 11589

ENSGALP00000010153 CID 829 - 845

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2033,13)" 554 11590

ENSGALP00000002944 CID 592 - 600
WAPL cohesin release 
factor - CGNC Symbol 1347 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1072,64)" 605 11591

ENSGALP00000023396 CID 160 - 174
triosephosphate isomerase 
1 - CGNC Symbol 49803 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1662,98)" 637 true 0.42 11592



ENSGALP00000026123 CID 508 - 524

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2111,05)" 519 true 1.95 11593

ENSGALP00000025921 CID 599 - 606

RAD21 cohesin complex 
component - CGNC Symbol 
12049 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1076,65)" 535 false 11594

ENSGALP00000020169 CID 706 - 713
phosphorylase glycogen 
liver - CGNC Symbol 49139 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1076,65)" 535 false 0.53 11595

ENSGALP00000043256 CID 14 - 22

aldolase C fructose-
bisphosphate - CGNC 
Symbol 49343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1076,65)" 535 11596

ENSGALP00000014596 CID Feb-15

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 4 - CGNC 
Symbol 6824 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1756,89)" 1423 false 11597

ENSGALP00000039575 CID Feb-15

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC 
Symbol 50984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1756,89)" 1423 false 11598

ENSGALP00000027098 CID 270 - 285
RAS p21 protein activator 3 - 
CGNC Symbol 12617 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1756,89)" 1423 false 11599



ENSGALP00000015277 CID 20 - 37

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2129,10)" 28678 true 0.92 11600

ENSGALP00000004248 CID Feb-18

DnaJ heat shock protein 
family (Hsp40) member C9 - 
CGNC Symbol 1946 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1896,91)" 1107 false 11601

ENSGALP00000015277 CID 20 - 37

capping protein (actin 
filament) muscle Z-line 
alpha 2 - CGNC Symbol 
7136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2133,12)" 26270 11602

ENSGALP00000002409 CID 313 - 323

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1376,84)" 7750 11603

ENSGALP00000033584 CID 52 - 68

ras homolog family 
member A - CGNC Symbol 
49322 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2036,94)" 959 false 11604

ENSGALP00000008013 CID 277 - 295

ISY1 splicing factor homolog 
(S. cerevisiae) - CGNC 
Symbol 3725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2194,23)" 5143 11605

ENSGALP00000001446 CID 170 - 189

leucine rich repeat 
containing 47 - CGNC 
Symbol 649 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2015,19)" 3662 false 11606



ENSGALP00000002525 CID 491 - 509
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2167,01)" 424 false 11607

ENSGALP00000000338 CID 243 - 253

proteasome inhibitor 
subunit 1 - CGNC Symbol 
152 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1161,63)" 806 true 0.48 11608

ENSGALP00000010510 CID 424 - 447
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2802,32)" 1141 true 0.88 11609

ENSGALP00000000338 CID 243 - 253

proteasome inhibitor 
subunit 1 - CGNC Symbol 
152 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1165,65)" 391 11610

ENSGALP00000002520 CID 277 - 299
septin 2-like - CGNC Symbol 
50343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2880,39)" 444 11611

ENSGALP00000024167 CID 489 - 495
transportin 1 - CGNC 
Symbol 11160 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(873,49)" 572 false 11612

ENSGALP00000026663 CID 202 - 229

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) beta subunit - 
CGNC Symbol 12399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3121,50)" 455 false 11613



ENSGALP00000019726 CID 322 - 328
engulfment and cell motility 
1 - CGNC Symbol 51330 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(933,53)" 454 false 11614

ENSGALP00000013122 CID 76 - 87

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1285,80)" 2621 false 11615

ENSGALP00000017462 CID 2-Oct
high mobility group box 2 - 
CGNC Symbol 8169 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1066,60)" 934 false 11616

ENSGALP00000006242 CID 583 - 591
myopalladin - CGNC Symbol 
2877 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1066,60)" 934 false 11617

ENSGALP00000002482 CID 483 - 491
copine I - CGNC Symbol 
50925 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1152,68)" 1585 11618

ENSGALP00000014509 CID 232 - 244

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1567,84)" 16360 true 0.36 11619

ENSGALP00000019468 CID 726 - 741
aconitase 2 - CGNC Symbol 
9059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1710,06)" 1016 true 1.18 11620



ENSGALP00000017152 CID 85 - 93

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - 
CGNC Symbol 8013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1131,68)" 792 11621

ENSGALP00000000170 CID 1-Dec
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1472,76)" 422 11622

ENSGALP00000014509 CID 232 - 244

far upstream element 
(FUSE) binding protein 1 - 
CGNC Symbol 6789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1571,86)" 5604 11623

ENSGALP00000016509 CID 1,394 - 1,403

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 2 - 
CGNC Symbol 7728 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1352,71)" 1238 false 11624

ENSGALP00000026664 CID 1,525 - 1,535

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1352,71)" 1238 false 11625

ENSGALP00000019468 CID 726 - 741
aconitase 2 - CGNC Symbol 
9059 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1722,13)" 2081 true 1.18 11626

ENSGALP00000004013 CID 208 - 220 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1560,94)" 449 11627



ENSGALP00000014641 CID Feb-13

endothelial differentiation 
related factor 1 - CGNC 
Symbol 6846 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1433,70)" 506 11628

ENSGALP00000008236 CID 844 - 852
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1142,74)" 2983 11629

ENSGALP00000031272 CID Feb-14

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1444,73)" 527 11630

ENSGALP00000011961 CID Feb-26

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2795,47)" 15833 false 11631

ENSGALP00000040890 CID 662 - 674

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1446,73)" 1601 true 0.84 11632

ENSGALP00000023085 CID 445 - 459
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1814,91)" 532 false 11633

ENSGALP00000025280 CID Apr-16
thioredoxin - CGNC Symbol 
49804 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1456,81)" 580 false 11634



ENSGALP00000042374 CID 178 - 190
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1581,79)" 737 false 11635

ENSGALP00000019120 CID 455 - 472
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1966,09)" 1848 false 11636

ENSGALP00000010910 CID 181 - 189

cleavage stimulation factor 
3' pre-RNA subunit 2 64kDa - 
CGNC Symbol 51677 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(997,60)" 7923 11637

ENSGALP00000025754 CID 279 - 287
serine/threonine kinase 3 - 
CGNC Symbol 52437 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(997,60)" 7923 11638

ENSGALP00000021752 CID 1-Aug

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(997,60)" 7923 11639

ENSGALP00000015160 CID 126 - 134

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(997,60)" 7923 false 0.34 11640

ENSGALP00000038435 CID 527 - 544

transglutaminase 2 (C 
polypeptide protein-
glutamine-gamma-
glutamyltransferase) - 
CGNC Symbol 49801 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2122,20)" 978 11641



ENSGALP00000015719 CID 601 - 622
AT-rich interaction domain 
2 - CGNC Symbol 7350 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2529,37)" 1153 false 11642

ENSGALP00000037871 CID 445 - 464

WAS/WASL interacting 
protein family member 1 - 
CGNC Symbol 7084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2336,25)" 993 true 0.38 11643

ENSGALP00000013122 CID 237 - 249

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1665,87)" 548 false 11644

ENSGALP00000037871 CID 445 - 464

WAS/WASL interacting 
protein family member 1 - 
CGNC Symbol 7084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2340,26)" 382 11645

ENSGALP00000002349 CID 147 - 166

capping protein (actin 
filament) muscle Z-line 
alpha 1 - CGNC Symbol 
1070 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2356,23)" 346 false 11646

ENSGALP00000017049 CID 89 - 96

cytidine/uridine 
monophosphate kinase 1 - 
CGNC Symbol 7971 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(992,56)" 2010 true 0.69 11647

ENSGALP00000018410 CID 1,493 - 1,501

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(992,56)" 2010 false 0.69 11648



ENSGALP00000038272 CID 437 - 451

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 27 - CGNC 
Symbol 5262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1789,96)" 1935 false 11649

ENSGALP00000017049 CID 89 - 96

cytidine/uridine 
monophosphate kinase 1 - 
CGNC Symbol 7971 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(996,58)" 1138 11650

ENSGALP00000020884 CID 310 - 318
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1081,65)" 1025 false 11651

ENSGALP00000023456 CID 140 - 149

selenophosphate 
synthetase 1 - CGNC 
Symbol 10819 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1201,72)" 2257 true 1.28 11652

ENSGALP00000013516 CID 272 - 282

N-ethylmaleimide-sensitive 
factor attachment protein 
beta - CGNC Symbol 6300 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1417,80)" 3090 false 11653

ENSGALP00000004322 CID 87 - 98
Hsap of 1: high mobility 
group 20A - HGNC:5001 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1459,80)" 5084 true 0.35 11654

ENSGALP00000042479 CID 79 - 92

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1664,91)" 582 false 11655



ENSGALP00000003717 CID 380 - 393

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1478,81)" 3293 11656

ENSGALP00000026130 CID 1,042 - 1,056

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1759,92)" 1610 false 11657

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(3215,67)" 4841 11658

ENSGALP00000015657 CID 148 - 177
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(3215,67)" 4841 11659

ENSGALP00000023395 CID 122 - 133

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1476,86)" 402 true 1.32 11660

ENSGALP00000038795 CID 134 - 149

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1652,92)" 1932 true 0.33 11661

ENSGALP00000040466 CID 1,324 - 1,334

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1316,78)" 340087 false 0.23 11662



ENSGALP00000000670 CID 394 - 404

lon peptidase 1 
mitochondrial - CGNC 
Symbol 300 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1316,78)" 340087 false 0.23 11663

ENSGALP00000035593 CID 32 - 41
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1316,78)" 340087 true 0.23 11664

ENSGALP00000023395 CID 122 - 133

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1480,89)" 529 11665

ENSGALP00000018410 CID 1,447 - 1,462

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1934,92)" 1789 false 11666

ENSGALP00000040466 CID 1,324 - 1,334

UDP-glucose glycoprotein 
glucosyltransferase 1 - 
CGNC Symbol 1529 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1320,80)" 72046 11667

ENSGALP00000036304 CID 177 - 192

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1937,99)" 356 false 11668

ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1962,05)" 589 true 2.27 11669



ENSGALP00000010800 CID 45 - 55

actin related protein 2/3 
complex subunit 4 20kDa - 
CGNC Symbol 50145 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1308,84)" 4521 true 0.62 11670

ENSGALP00000007481 CID 42 - 51
BUD31 homolog - CGNC 
Symbol 3487 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1330,78)" 12206 true 0.8 11671

ENSGALP00000021253 CID 106 - 126

BH3 interacting domain 
death agonist - CGNC 
Symbol 9863 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2563,37)" 2294 false 11672

ENSGALP00000038124 CID 1,520 - 1,542
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2739,44)" 1524 true 0.56 11673

ENSGALP00000038677 CID 72 - 92

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2439,27)" 5172 false 11674

ENSGALP00000003284 CID 119 - 141
RAN binding protein 1 - 
CGNC Symbol 50345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2803,44)" 1282 false 11675

ENSGALP00000033915 CID 319 - 336

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2091,13)" 20524 true 0.28 11676



ENSGALP00000028283 CID Dec-30

coactosin-like F-actin 
binding protein 1 - CGNC 
Symbol 54450 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2326,17)" 283 false 11677

ENSGALP00000011961 CID Feb-26

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2837,52)" 589 false 11678

ENSGALP00000002252 CID 241 - 251

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1390,86)" 15165 true 0.12 11679

ENSGALP00000033915 CID 319 - 336

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2095,16)" 3436 11680

ENSGALP00000011775 CID 1,738 - 1,756

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2095,16)" 3436 11681

ENSGALP00000004013 CID 2,209 - 2,216 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(989,58)" 1356 false 0.49 11682

ENSGALP00000010447 CID 129 - 136

Hsap of 1: S-phase kinase-
associated protein 1 - 
HGNC:10899 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(989,58)" 1356 11683



ENSGALP00000013574 CID 470 - 479

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1264,71)" 1758 true 1.97 11684

ENSGALP00000007055 CID 60 - 70

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1335,74)" 4839 11685

ENSGALP00000004641 CID 499 - 510
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1499,84)" 4438 true 0.65 11686

ENSGALP00000028073 CID Oct-20

ADP ribosylation factor like 
GTPase 6 interacting 
protein 5 - CGNC Symbol 
13078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1370,59)" 747 true 0.48 11687

ENSGALP00000014105 CID 103 - 114

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1502,81)" 45108 true 0.83 11688

ENSGALP00000035815 CID 46 - 57

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1502,81)" 45108 true 0.83 11689

ENSGALP00000023396 CID 85 - 98
triosephosphate isomerase 
1 - CGNC Symbol 49803 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1551,83)" 22852 true 0.86 11690



ENSGALP00000002348 CID 1,285 - 1,292

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1023,57)" 1218 true 0.71 11691

ENSGALP00000006522 CID 163 - 170
integral membrane protein 
2A - CGNC Symbol 3012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1023,57)" 1218 false 11692

ENSGALP00000019801 CID Apr-20
septin 7 - CGNC Symbol 
51333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1986,04)" 2422 11693

ENSGALP00000038124 CID 1,616 - 1,624
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1040,64)" 42178 false 11694

ENSGALP00000027391 CID 242 - 250

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1040,64)" 42178 false 11695

ENSGALP00000010190 CID 183 - 191
histone deacetylase 7 - 
CGNC Symbol 4743 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1040,64)" 42178 false 11696

ENSGALP00000006970 CID 77 - 88
exportin 1 - CGNC Symbol 
3224 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1516,93)" 1202 false 11697



ENSGALP00000038795 CID 134 - 149

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1656,92)" 397 11698

ENSGALP00000015409 CID 786 - 794
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1088,59)" 1584 false 11699

ENSGALP00000007671 CID 161 - 172

family with sequence 
similarity 129 member A - 
CGNC Symbol 3572 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1580,82)" 8510 true 0.8 11700

ENSGALP00000011647 CID Jun-21

cytochrome c oxidase 
subunit VIa polypeptide 1 - 
CGNC Symbol 50396 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1589,98)" 3386 false 11701

ENSGALP00000023944 CID 763 - 777

nicotinamide nucleotide 
transhydrogenase - CGNC 
Symbol 11035 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1589,98)" 3386 false 11702

ENSGALP00000036760 CID 1,032 - 1,045

centrosomal protein 
135kDa - CGNC Symbol 
10315 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1600,94)" 815 false 11703

ENSGALP00000019667 CID 277 - 292

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1924,89)" 1564 false 11704



ENSGALP00000036056 CID 523 - 530

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1114,60)" 8700 11705

ENSGALP00000042374 CID 408 - 415
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1114,60)" 8700 true 0.32 11706

ENSGALP00000007391 CID 1-Oct
programmed cell death 5 - 
CGNC Symbol 3442 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1150,58)" 402 11707

ENSGALP00000042059 CID 265 - 281

Hsap of 1: RNA binding 
motif protein 39 - 
HGNC:15923 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1719,95)" 9743 true 0.37 11708

ENSGALP00000013574 CID 470 - 479

protein disulfide isomerase 
family A member 3 - CGNC 
Symbol 6325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1256,66)" 406 true 1.97 11709

ENSGALP00000007833 CID 545 - 554
myelin expression factor 2 - 
CGNC Symbol 49981 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1317,72)" 1773 false 11710

ENSGALP00000042059 CID 265 - 281

Hsap of 1: RNA binding 
motif protein 39 - 
HGNC:15923 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1723,97)" 2992 11711



ENSGALP00000005832 CID 1,054 - 1,068
nucleoporin 155kDa - CGNC 
Symbol 2697 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1787,05)" 4264 true 0.38 11712

ENSGALP00000014105 CID 86 - 94

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1149,61)" 6905 true 0.97 11713

ENSGALP00000035815 CID 29 - 37

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1149,61)" 6905 true 0.97 11714

ENSGALP00000017661 CID 185 - 196
USO1 vesicle transport 
factor - CGNC Symbol 8265 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1405,88)" 681 false 11715

ENSGALP00000035478 CID 2,045 - 2,060
filamin B beta - CGNC 
Symbol 49141 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1821,08)" 1072 false 11716

ENSGALP00000012878 CID 76 - 86
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1237,80)" 1466 true 2.72 11717

ENSGALP00000042552 CID 190 - 202
guanylate binding protein - 
CGNC Symbol 49284 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1613,80)" 2862 11718



ENSGALP00000012940 CID 23 - 37

ubiquitin conjugating 
enzyme E2 H - CGNC 
Symbol 6039 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1719,03)" 2509 true 1.56 11719

ENSGALP00000020953 CID 144 - 158

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 6 - CGNC Symbol 
51364 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1719,03)" 2509 11720

ENSGALP00000027534 CID 393 - 405

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1640,81)" 720 11721

ENSGALP00000019224 CID 29 - 46

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2008,19)" 1768 false 11722

ENSGALP00000007493 CID 28 - 39

pentatricopeptide repeat 
domain 1 - CGNC Symbol 
3492 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1294,68)" 5980 true 0.53 11723

ENSGALP00000020463 CID 628 - 642

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1716,86)" 2633 false 11724

ENSGALP00000009121 CID 510 - 529
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2234,22)" 1658 true 0.97 11725



ENSGALP00000010803 CID 628 - 634

UPF2 regulator of nonsense 
transcripts homolog (yeast) - 
CGNC Symbol 5054 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(843,52)" 3196 false 11726

ENSGALP00000007493 CID 28 - 39

pentatricopeptide repeat 
domain 1 - CGNC Symbol 
3492 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1298,72)" 1967 11727

ENSGALP00000042659 CID 139 - 153

B-cell lymphoma/leukemia 
11B-like - CGNC Symbol 
63941 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1726,81)" 9016 11728

ENSGALP00000013267 CID 143 - 156
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1726,81)" 9016 true 0.59 11729

ENSGALP00000038979 CID 1,392 - 1,408

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1940,01)" 13341 true 0.47 11730

ENSGALP00000009121 CID 510 - 529
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2238,25)" 1606 11731

ENSGALP00000007055 CID 60 - 70

pyrophosphatase 
(inorganic) 1 - CGNC Symbol 
3275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1331,72)" 2864 true 1.53 11732



ENSGALP00000013267 CID 143 - 156
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1730,84)" 4728 11733

ENSGALP00000038979 CID 1,392 - 1,408

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1944,04)" 4079 11734

ENSGALP00000010942 CID 120 - 139
ribosomal protein S15a - 
CGNC Symbol 5109 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2266,13)" 1877 true 0.96 11735

ENSGALP00000005653 CID 1,149 - 1,161
fibronectin 1 - CGNC 
Symbol 2613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1351,72)" 460 false 11736

ENSGALP00000039265 CID 1,017 - 1,031
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1836,90)" 4881 false 11737

ENSGALP00000041193 CID 113 - 131
ubiquitin specific peptidase 
39 - CGNC Symbol 64119 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2054,11)" 10084 false 11738

ENSGALP00000010942 CID 120 - 139
ribosomal protein S15a - 
CGNC Symbol 5109 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2270,15)" 1796 11739



ENSGALP00000010423 CID 284 - 294

protein phosphatase 2 
catalytic subunit alpha 
isozyme - CGNC Symbol 
4870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1368,71)" 14310 true 0.75 11740

ENSGALP00000006240 CID 1,757 - 1,774
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1841,93)" 4158 11741

ENSGALP00000005662 CID 42 - 48

karyopherin alpha 2 (RAG 
cohort 1 importin alpha 1) - 
CGNC Symbol 50505 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(933,51)" 568 false 11742

ENSGALP00000036720 CID 1,262 - 1,269

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(933,51)" 568 false 26.81 11743

ENSGALP00000010423 CID 284 - 294

protein phosphatase 2 
catalytic subunit alpha 
isozyme - CGNC Symbol 
4870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1372,73)" 9195 11744

ENSGALP00000004959 CID 414 - 436

zinc finger CCCH-type 
containing 7A - CGNC 
Symbol 2278 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2326,17)" 706 false 11745

ENSGALP00000000236 CID 209 - 216
antigen peptide transporter 
2 - Refseq NP_001092827 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(938,53)" 2198 true 1.55 11746



ENSGALP00000006708 CID 744 - 755
hexokinase 1 - CGNC 
Symbol 3101 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1396,73)" 561 true 0.71 11747

ENSGALP00000008530 CID 202 - 213

eukaryotic translation 
initiation factor 3 subunit F - 
CGNC Symbol 3965 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1396,73)" 561 false 11748

ENSGALP00000010239 CID 294 - 314

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2244,07)" 1310 11749

ENSGALP00000000236 CID 209 - 216
antigen peptide transporter 
2 - Refseq NP_001092827 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(942,55)" 4023 11750

ENSGALP00000043213 CID 685 - 693

nuclear mitotic apparatus 
protein 1 - CGNC Symbol 
859 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1096,64)" 1656 false 1.14 11751

ENSGALP00000022269 CID 151 - 160

phosphoribosylaminoimida
zole carboxylase 
phosphoribosylaminoimida
zolesuccinocarboxamide 
synthase - CGNC Symbol 
10274 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1096,64)" 1656 true 0.98 11752

ENSGALP00000009121 CID 338 - 358
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2248,23)" 2780 true 1.22 11753



ENSGALP00000000734 CID 44 - 64
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2348,09)" 10923 true 0.33 11754

ENSGALP00000009121 CID 338 - 358
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2252,25)" 3390 11755

ENSGALP00000000734 CID 44 - 64
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2352,12)" 3461 11756

ENSGALP00000019726 CID 585 - 607
engulfment and cell motility 
1 - CGNC Symbol 51330 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2652,36)" 2114 false 11757

ENSGALP00000043331 CID 618 - 625
topoisomerase (DNA) I - 
CGNC Symbol 2691 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(977,60)" 17945 false 3.18 11758

ENSGALP00000001577 CID 133 - 140
SRP receptor alpha subunit - 
CGNC Symbol 713 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(977,60)" 17945 false 3.18 11759

ENSGALP00000022269 CID 151 - 160

phosphoribosylaminoimida
zole carboxylase 
phosphoribosylaminoimida
zolesuccinocarboxamide 
synthase - CGNC Symbol 
10274 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1104,70)" 1616 true 0.98 11760



ENSGALP00000038155 CID 45 - 65

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2406,10)" 1985 true 0.46 11761

ENSGALP00000016054 CID 370 - 377

digestive organ expansion 
factor homolog (zebrafish) - 
CGNC Symbol 7511 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1006,62)" 816 11762

ENSGALP00000023450 CID 2-Dec

lysophosphatidylcholine 
acyltransferase 3 - CGNC 
Symbol 10817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1116,59)" 788 11763

ENSGALP00000023396 CID 85 - 98
triosephosphate isomerase 
1 - CGNC Symbol 49803 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1555,85)" 2588 11764

ENSGALP00000027953 CID 152 - 173
ribosomal protein S3 - 
CGNC Symbol 13020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2496,20)" 1496 true 0.84 11765

ENSGALP00000018179 CID 489 - 496

SEC31 homolog A (S. 
cerevisiae) - CGNC Symbol 
8479 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1054,62)" 687 false 11766

ENSGALP00000019040 CID 1,995 - 2,003
nucleoporin 205kDa - CGNC 
Symbol 8864 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1138,67)" 1231 true 0.66 11767



ENSGALP00000002520 CID 277 - 299
septin 2-like - CGNC Symbol 
50343 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2876,38)" 1333 false 11768

ENSGALP00000006259 CID 56 - 65

palmitoyl-protein 
thioesterase 1 - CGNC 
Symbol 2887 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1158,73)" 956 true 0.65 11769

ENSGALP00000003187 CID 368 - 381

cytochrome p450 
oxidoreductase - CGNC 
Symbol 1457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1665,86)" 387 false 11770

ENSGALP00000006259 CID 56 - 65

palmitoyl-protein 
thioesterase 1 - CGNC 
Symbol 2887 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1162,76)" 4471 11771

ENSGALP00000003877 CID 101 - 110

SEC11 homolog A (S. 
cerevisiae) - CGNC Symbol 
1762 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1269,75)" 697 false 11772

ENSGALP00000005084 CID 110 - 120

penta-EF-hand domain 
containing 1 - CGNC Symbol 
2337 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1269,75)" 697 11773

ENSGALP00000017819 CID 445 - 456

insulin-like growth factor 2 
mRNA binding protein 3 - 
CGNC Symbol 51304 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1269,75)" 697 11774



ENSGALP00000004437 CID 81 - 95
ribosomal protein S10 - 
CGNC Symbol 51122 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1762,00)" 30158 true 0.94 11775

ENSGALP00000004437 CID 81 - 95
ribosomal protein S10 - 
CGNC Symbol 51122 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1766,03)" 28390 11776

ENSGALP00000002348 CID 1,285 - 1,292

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1027,60)" 465 11777

ENSGALP00000011232 CID 185 - 201

phosphofructokinase 
platelet - CGNC Symbol 
53359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1940,02)" 508 true 2.43 11778

ENSGALP00000016538 CID 1-Oct
calpain 11 - CGNC Symbol 
54348 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1092,54)" 2124 11779

ENSGALP00000006284 CID 265 - 285

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2135,03)" 1082 false 11780

ENSGALP00000004521 CID 129 - 137

ribosomal L1 domain 
containing 1 - CGNC Symbol 
2075 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1159,57)" 493 11781



ENSGALP00000042294 CID 75 - 83

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1137,64)" 1871 false 11782

ENSGALP00000017926 CID 201 - 209
phosphoglucomutase 1 - 
CGNC Symbol 8372 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1137,64)" 1871 true 1.49 11783

ENSGALP00000016631 CID 299 - 310
keratin 5 - CGNC Symbol 
49888 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1361,68)" 937 false 11784

ENSGALP00000024388 CID 104 - 126
transthyretin - CGNC 
Symbol 49731 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2521,25)" 1219 11785

ENSGALP00000007833 CID 88 - 95
myelin expression factor 2 - 
CGNC Symbol 49981 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(859,54)" 365 true 0.25 11786

ENSGALP00000017926 CID 201 - 209
phosphoglucomutase 1 - 
CGNC Symbol 8372 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1145,69)" 2795 true 1.49 11787

ENSGALP00000005678 CID 893 - 899

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(935,54)" 15394 false 11788



ENSGALP00000014746 CID 18 - 24
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(935,54)" 15394 true 1.74 11789

ENSGALP00000020349 CID 285 - 296
pre-mRNA processing factor 
39 - HGNC:20314 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1490,79)" 1258 false 11790

ENSGALP00000027982 CID 133 - 146

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1490,79)" 1258 false 11791

ENSGALP00000014746 CID 18 - 24
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(939,57)" 27346 11792

ENSGALP00000005678 CID 893 - 899

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(939,57)" 27346 false 11793

ENSGALP00000003092 CID 55 - 65
protein prune homolog - 
CGNC Symbol 65719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1238,78)" 5174 true 0.52 11794

ENSGALP00000000693 CID 78 - 88

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1272,71)" 619 true 0.91 11795



ENSGALP00000042171 CID 97 - 108
transgelin 2 - CGNC Symbol 
65718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1516,78)" 8266 true 0.97 11796

ENSGALP00000003092 CID 55 - 65
protein prune homolog - 
CGNC Symbol 65719 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1242,81)" 1963 11797

ENSGALP00000042171 CID 97 - 108
transgelin 2 - CGNC Symbol 
65718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1520,80)" 8039 11798

ENSGALP00000019365 CID 246 - 260
annexin A5 - CGNC Symbol 
9009 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1833,96)" 1895 false 11799

ENSGALP00000040638 CID 43 - 50 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(966,60)" 457 11800

ENSGALP00000022436 CID 308 - 324
tubulin beta class I - 
HGNC:20778 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1934,09)" 1153 false 11801

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1358,79)" 2379 false 11802



ENSGALP00000033650 CID 123 - 131
FYN binding protein - CGNC 
Symbol 2773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1118,63)" 2481 false 11803

ENSGALP00000042374 CID 408 - 415
thimet oligopeptidase 1 - 
CGNC Symbol 52774 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1118,63)" 2481 11804

ENSGALP00000039645 CID 200 - 212

RNA pseudouridylate 
synthase domain containing 
2 - HGNC:24180 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1512,79)" 1342 false 11805

ENSGALP00000021034 CID 842 - 854

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1421,78)" 661 false 5.29 11806

ENSGALP00000023543 CID 1-Dec

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1425,81)" 1415 false 11807

ENSGALP00000038979 CID 2,460 - 2,472

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1635,78)" 1000 11808

ENSGALP00000035593 CID 32 - 41
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1320,82)" 72236 11809



ENSGALP00000003869 CID 542 - 552

Vac14 homolog (S. 
cerevisiae) - CGNC Symbol 
1758 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1320,82)" 72236 11810

ENSGALP00000033915 CID 254 - 265

protein kinase cAMP-
dependent regulatory type I 
alpha - CGNC Symbol 3113 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1530,86)" 3250 false 11811

ENSGALP00000042322 CID Nov-24

translocon-associated 
protein subunit gamma - 
Refseq NP_001264404 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1735,81)" 1052 false 11812

ENSGALP00000004651 CID 260 - 280
thioredoxin like 1 - CGNC 
Symbol 2131 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2520,31)" 461 false 11813

ENSGALP00000035478 CID 69 - 79
filamin B beta - CGNC 
Symbol 49141 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1290,89)" 2435 false 11814

ENSGALP00000002205 CID 173 - 184

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit B1 - 
CGNC Symbol 1004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1449,76)" 1231 true 0.95 11815

ENSGALP00000019252 CID 1,719 - 1,731

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1481,87)" 1062 false 11816



ENSGALP00000007666 CID 42 - 58
peptidylprolyl isomerase F - 
CGNC Symbol 52036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1872,97)" 1085 11817

ENSGALP00000027779 CID 293 - 303

chromosome 1 open 
reading frame human 
C11orf54 - Refseq 
NP_001264206 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1319,78)" 62172 true 0.49 11818

ENSGALP00000002205 CID 173 - 184

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit B1 - 
CGNC Symbol 1004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1453,79)" 1169 11819

ENSGALP00000016287 CID Oct-23

brain and reproductive 
organ-expressed 
(TNFRSF1A modulator) - 
CGNC Symbol 7632 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1500,89)" 2915 false 11820

ENSGALP00000012940 CID 23 - 37

ubiquitin conjugating 
enzyme E2 H - CGNC 
Symbol 6039 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1710,98)" 1082 true 1.56 11821

ENSGALP00000042665 CID 78 - 103
tubulin beta 6 class V - 
CGNC Symbol 51389 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2882,40)" 1197 false 11822

ENSGALP00000027779 CID 293 - 303

chromosome 1 open 
reading frame human 
C11orf54 - Refseq 
NP_001264206 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1323,80)" 26919 11823



ENSGALP00000020445 CID 1,108 - 1,124

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2075,95)" 1892 true 0.88 11824

ENSGALP00000012405 CID 481 - 492

proteasome 26S subunit 
non-ATPase 1 - CGNC 
Symbol 5786 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1350,78)" 11891 true 0.41 11825

ENSGALP00000026130 CID 1,330 - 1,342

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1628,82)" 974 true 0.71 11826

ENSGALP00000009665 CID 127 - 141

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1779,05)" 2799 true 0.73 11827

ENSGALP00000020445 CID 1,108 - 1,124

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2079,97)" 1657 11828

ENSGALP00000004385 CID 33 - 51

phosphatidylinositol 
transfer protein alpha - 
CGNC Symbol 63402 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2079,97)" 1657 11829

ENSGALP00000012405 CID 481 - 492

proteasome 26S subunit 
non-ATPase 1 - CGNC 
Symbol 5786 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1354,81)" 3869 11830



ENSGALP00000026130 CID 1,330 - 1,342

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1632,84)" 688 11831

ENSGALP00000009665 CID 127 - 141

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1787,10)" 2030 true 0.73 11832

ENSGALP00000007379 CID 131 - 147

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2104,94)" 817 true 0.39 11833

ENSGALP00000020953 CID 159 - 168

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 6 - CGNC Symbol 
51364 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,78)" 806 true 0.75 11834

ENSGALP00000020954 CID 159 - 168

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 1 - CGNC Symbol 
13903 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1235,78)" 806 true 0.75 11835

ENSGALP00000017288 CID 215 - 228

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1666,81)" 2746 true 0.84 11836

ENSGALP00000016182 CID 505 - 521

leucine rich 
pentatricopeptide repeat 
containing - CGNC Symbol 
7574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1820,98)" 3687 true 0.84 11837



ENSGALP00000007379 CID 131 - 147

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2108,97)" 777 11838

ENSGALP00000015409 CID 706 - 717
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1414,81)" 129682 true 0.15 11839

ENSGALP00000018042 CID 294 - 314

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2246,08)" 1482 11840

ENSGALP00000016660 CID 251 - 262

nuclear autoantigenic 
sperm protein (histone-
binding) - CGNC Symbol 
7802 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1442,81)" 11609 11841

ENSGALP00000012231 CID 752 - 768

MMS19 homolog cytosolic 
iron-sulfur assembly 
component - CGNC Symbol 
5715 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1934,08)" 855 11842

ENSGALP00000002385 CID 565 - 576
myosin IF - CGNC Symbol 
1089 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1446,81)" 25694 false 11843

ENSGALP00000023944 CID 763 - 777

nicotinamide nucleotide 
transhydrogenase - CGNC 
Symbol 11035 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1594,02)" 1827 11844



ENSGALP00000009037 CID 114 - 128
myosin IG - CGNC Symbol 
51252 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1810,96)" 4620 false 11845

ENSGALP00000017383 CID 105 - 119
replication protein A3 - 
CGNC Symbol 8130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1837,94)" 4903 true 0.83 11846

ENSGALP00000016102 CID 888 - 903

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2154,04)" 4647 true 0.62 11847

ENSGALP00000027519 CID 78 - 89

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1482,82)" 3822 11848

ENSGALP00000023059 CID 82 - 93

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1482,82)" 3822 11849

ENSGALP00000039818 CID 579 - 593
pre-mRNA processing factor 
3 - CGNC Symbol 52857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1598,95)" 1659 11850

ENSGALP00000017383 CID 105 - 119
replication protein A3 - 
CGNC Symbol 8130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1841,97)" 4424 11851



ENSGALP00000021353 CID 115 - 130

microsomal glutathione S-
transferase 1 - CGNC 
Symbol 9903 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1894,10)" 3726 true 0.75 11852

ENSGALP00000016102 CID 888 - 903

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily a member 5 - 
CGNC Symbol 51742 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2162,09)" 2517 true 0.62 11853

ENSGALP00000038155 CID 45 - 65

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2410,12)" 675 11854

ENSGALP00000024116 CID 725 - 735

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1493,89)" 5816 false 11855

ENSGALP00000027953 CID 152 - 173
ribosomal protein S3 - 
CGNC Symbol 13020 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2500,22)" 956 11856

ENSGALP00000001957 CID 1-Jul

serine and arginine 
repetitive matrix 1 - CGNC 
Symbol 876 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(885,38)" 1183 11857

ENSGALP00000002322 CID 197 - 210
thymocyte nuclear protein 
1 - CGNC Symbol 1055 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1569,89)" 1399 11858



ENSGALP00000040190 CID 146 - 162
pyroglutamyl-peptidase I - 
CGNC Symbol 17204 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2224,99)" 2075 false 11859

ENSGALP00000020445 CID 476 - 494

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2495,25)" 34554 true 0.45 11860

ENSGALP00000023352 CID 483 - 501

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2495,25)" 34554 true 0.45 11861

ENSGALP00000013870 CID 288 - 304

X-prolyl aminopeptidase 
(aminopeptidase P) 1 
soluble - CGNC Symbol 
6466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1952,10)" 6567 false 11862

ENSGALP00000009314 CID 278 - 300
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2890,40)" 7124 true 0.58 11863

ENSGALP00000009511 CID 89 - 106
ribosomal protein L5 - 
CGNC Symbol 4424 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1955,05)" 68296 true 0.53 11864

ENSGALP00000009286 CID 395 - 420

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2818,41)" 285 true 0.92 11865



ENSGALP00000009314 CID 278 - 300
septin 2 - CGNC Symbol 
4335 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2894,42)" 4133 11866

ENSGALP00000003898 CID 132 - 145
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1676,04)" 4197 true 0.98 11867

ENSGALP00000038829 CID 30 - 47
Hsap of 9: DEAD-box 
helicase 19A - HGNC:25628 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1959,07)" 33945 11868

ENSGALP00000009511 CID 89 - 106
ribosomal protein L5 - 
CGNC Symbol 4424 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1959,07)" 33945 11869

ENSGALP00000009286 CID 395 - 420

ubiquinol-cytochrome c 
reductase core protein I - 
CGNC Symbol 4319 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2822,43)" 261 11870

ENSGALP00000003898 CID 132 - 145
matrin 3 - CGNC Symbol 
1772 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1684,09)" 4122 true 0.98 11871

ENSGALP00000027391 CID 295 - 323

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3227,68)" 589 false 11872



ENSGALP00000011475 CID 26 - 40

ubiquinol-cytochrome c 
reductase complex III 
subunit VII 9.5kDa - CGNC 
Symbol 5357 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1740,95)" 24996 true 1.06 11873

ENSGALP00000018410 CID 1,098 - 1,106

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1143,66)" 989 false 11874

ENSGALP00000008078 CID 265 - 273
cyclin-dependent kinase 9 - 
CGNC Symbol 3750 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1056,65)" 474 11875

ENSGALP00000004013 CID 614 - 624 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1186,70)" 7485 true 1.28 11876

ENSGALP00000000236 CID 225 - 234
antigen peptide transporter 
2 - Refseq NP_001092827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1255,65)" 1301 false 0.69 11877

ENSGALP00000043196 CID 1,952 - 1,965
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1683,90)" 1334 false 11878

ENSGALP00000025745 CID 113 - 129

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - 
CGNC Symbol 11954 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1929,04)" 23360 true 0.83 11879



ENSGALP00000014229 CID 100 - 110
pleckstrin - CGNC Symbol 
6647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1273,67)" 620 true 0.76 11880

ENSGALP00000017597 CID 418 - 429

ERO1-like beta (S. 
cerevisiae) - CGNC Symbol 
8234 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1344,77)" 508 false 11881

ENSGALP00000037772 CID 108 - 122

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC 
Symbol 7291 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1770,88)" 1941 false 2.59 11882

ENSGALP00000014596 CID Feb-15

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 4 - CGNC 
Symbol 6824 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1770,88)" 1941 11883

ENSGALP00000023456 CID 140 - 149

selenophosphate 
synthetase 1 - CGNC 
Symbol 10819 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1209,81)" 1326 false 11884

ENSGALP00000039575 CID 24 - 42

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC 
Symbol 50984 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1985,00)" 1527 true 1.36 11885

ENSGALP00000000693 CID 241 - 252

succinate dehydrogenase 
complex subunit B iron 
sulfur (Ip) - CGNC Symbol 
63429 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1482,83)" 917 11886



ENSGALP00000006939 CID 405 - 414
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1292,68)" 382 false 1.91 11887

ENSGALP00000021314 CID 389 - 400
caldesmon 1 - CGNC 
Symbol 9884 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1402,76)" 3861 false 0.43 11888

ENSGALP00000013474 CID 874 - 883
RNA binding motif protein 
19 - CGNC Symbol 6281 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1190,69)" 6291 false 0.29 11889

ENSGALP00000006259 CID 260 - 270

palmitoyl-protein 
thioesterase 1 - CGNC 
Symbol 2887 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1388,73)" 4597 false 11890

ENSGALP00000040484 CID 52 - 63
ribosomal protein S28 - 
CGNC Symbol 54861 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1388,73)" 4597 true 1.45 11891

ENSGALP00000019695 CID 442 - 457

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1837,07)" 907 true 0.92 11892

ENSGALP00000040484 CID 52 - 63
ribosomal protein S28 - 
CGNC Symbol 54861 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1392,76)" 6660 11893



ENSGALP00000023673 CID 290 - 300
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1400,68)" 580 false 11894

ENSGALP00000006372 CID 230 - 244

aldo-keto reductase family 
7 member A2 (aflatoxin 
aldehyde reductase) - CGNC 
Symbol 51005 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1640,90)" 889 true 3.04 11895

ENSGALP00000032274 CID 110 - 121

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1499,75)" 3519 true 0.46 11896

ENSGALP00000019318 CID 108 - 122
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1648,88)" 160787 false 0.28 11897

ENSGALP00000013964 CID 337 - 350
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1752,90)" 4582 true 1.16 11898

ENSGALP00000022243 CID 660 - 674

aminopeptidase puromycin 
sensitive - CGNC Symbol 
10259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1752,90)" 4582 false 1.16 11899

ENSGALP00000042665 CID 337 - 350
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1752,90)" 4582 true 1.16 11900



ENSGALP00000022436 CID 282 - 295
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1752,90)" 4582 true 1.16 11901

ENSGALP00000020884 CID 337 - 350
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1752,90)" 4582 true 1.16 11902

ENSGALP00000008279 CID 108 - 119
mitochondrial carrier 2 - 
CGNC Symbol 3845 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1412,82)" 10758 false 11903

ENSGALP00000032274 CID 110 - 121

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1503,77)" 1604 11904

ENSGALP00000021353 CID 115 - 130

microsomal glutathione S-
transferase 1 - CGNC 
Symbol 9903 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1898,12)" 1886 11905

ENSGALP00000011006 CID 373 - 380
catenin beta like 1 - CGNC 
Symbol 5146 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(960,59)" 1240 false 11906

ENSGALP00000015409 CID 706 - 717
actinin alpha 1 - CGNC 
Symbol 48956 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1418,83)" 14154 11907



ENSGALP00000004548 CID 256 - 268

acyl-CoA dehydrogenase 
long chain - CGNC Symbol 
2086 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1572,78)" 1682 11908

ENSGALP00000013410 CID 346 - 363

ADP-ribosylation factor 
GTPase activating protein 2 - 
CGNC Symbol 51916 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1912,00)" 1955 false 11909

ENSGALP00000024803 CID 328 - 345
prolyl endopeptidase - 
CGNC Symbol 11476 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2248,20)" 3253 false 11910

ENSGALP00000000189 CID 13 - 23

small nuclear 
ribonucleoprotein 
polypeptide E - CGNC 
Symbol 49689 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1373,83)" 7171 true 0.81 11911

ENSGALP00000040890 CID 391 - 403

Sad1 and UNC84 domain 
containing 2 - CGNC Symbol 
50656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1429,80)" 5077 false 1.3 11912

ENSGALP00000001456 CID 251 - 262

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1429,80)" 5077 true 1.3 11913

ENSGALP00000027391 CID 307 - 323

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1801,89)" 3608 true 2.46 11914



ENSGALP00000039235 CID 428 - 440

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1432,82)" 1189 false 11915

ENSGALP00000027391 CID 307 - 323

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1805,91)" 8885 11916

ENSGALP00000035593 CID 42 - 62
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2274,20)" 10935 11917

ENSGALP00000021816 CID 87 - 96
programmed cell death 6 - 
CGNC Symbol 10082 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1369,69)" 1197 true 0.83 11918

ENSGALP00000009420 CID 610 - 624

coatomer protein complex 
subunit gamma 1 - CGNC 
Symbol 4382 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1832,95)" 1996 true 0.64 11919

ENSGALP00000020884 CID 78 - 103
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2826,40)" 1251 false 11920

ENSGALP00000013964 CID 78 - 103
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2826,40)" 1251 false 11921



ENSGALP00000022436 CID 23 - 48
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2826,40)" 1251 false 11922

ENSGALP00000005678 CID 1,146 - 1,158

transformation/transcriptio
n domain associated 
protein - CGNC Symbol 
2626 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1476,83)" 10924 false 1.03 11923

ENSGALP00000015657 CID Feb-18
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1853,84)" 1742 true 1.67 11924

ENSGALP00000023352 CID 483 - 501

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2499,28)" 14668 11925

ENSGALP00000020445 CID 476 - 494

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2499,28)" 14668 11926

ENSGALP00000020884 CID 78 - 103
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2854,44)" 15174 true 0.12 11927

ENSGALP00000022436 CID 23 - 48
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2854,44)" 15174 true 0.12 11928



ENSGALP00000013964 CID 78 - 103
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2854,44)" 15174 true 0.12 11929

ENSGALP00000042665 CID 78 - 103
tubulin beta 6 class V - 
CGNC Symbol 51389 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2854,44)" 15174 false 11930

ENSGALP00000006355 CID 88 - 101

Era-like 12S mitochondrial 
rRNA chaperone 1 - CGNC 
Symbol 2934 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1452,96)" 845 false 11931

ENSGALP00000026509 CID 205 - 217

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1539,85)" 11906 true 0.71 11932

ENSGALP00000023352 CID 483 - 501

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2511,24)" 1328 false 11933

ENSGALP00000020445 CID 476 - 494

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2511,24)" 1328 false 11934

ENSGALP00000036691 CID 337 - 349
tubulin alpha 8b - CGNC 
Symbol 49796 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1640,83)" 10324 true 0.11 11935



ENSGALP00000005322 CID 96 - 108

BRX1 biogenesis of 
ribosomes - CGNC Symbol 
2456 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1640,83)" 10324 11936

ENSGALP00000018454 CID 361 - 373
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1640,83)" 10324 true 0.11 11937

ENSGALP00000037524 CID 350 - 362
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1640,83)" 10324 true 0.11 11938

ENSGALP00000035339 CID 356 - 374

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2016,05)" 4210 true 0.81 11939

ENSGALP00000027981 CID 174 - 196

ribonucleotide reductase 
catalytic subunit M1 - CGNC 
Symbol 13036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2597,39)" 2741 false 11940

ENSGALP00000008578 CID 560 - 569

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1262,76)" 518 true 0.78 11941

ENSGALP00000022004 CID 106 - 118
tropomyosin 3 - 
HGNC:12012 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1499,87)" 1767 false 11942



ENSGALP00000038799 CID 106 - 118
tropomyosin 1 (alpha) - 
CGNC Symbol 49772 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1499,87)" 1767 false 11943

ENSGALP00000027534 CID 244 - 258

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1656,91)" 449 true 1.47 11944

ENSGALP00000035339 CID 356 - 374

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2020,07)" 3391 11945

ENSGALP00000027534 CID 244 - 258

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1660,93)" 661 11946

ENSGALP00000005944 CID 552 - 570
phospholipase C gamma 1 - 
CGNC Symbol 50935 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2169,09)" 485 true 1.59 11947

ENSGALP00000005653 CID 2,064 - 2,091
fibronectin 1 - CGNC 
Symbol 2613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3146,69)" 565 11948

ENSGALP00000042001 CID 357 - 363

GDP-D-glucose 
phosphorylase 1 - CGNC 
Symbol 64926 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(743,43)" 397 11949



ENSGALP00000003584 CID 124 - 129
H3 histone family 3B - 
CGNC Symbol 49711 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(743,43)" 397 true 0.19 11950

ENSGALP00000024133 CID 222 - 248
histone deacetylase 2 - 
CGNC Symbol 11140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3222,62)" 463 false 11951

ENSGALP00000026615 CID 450 - 465

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1966,11)" 15833 true 0.42 11952

ENSGALP00000029968 CID 313 - 341
ribosomal protein L3 - 
CGNC Symbol 50654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3236,63)" 851 false 11953

ENSGALP00000026615 CID 450 - 465

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1970,13)" 5324 11954

ENSGALP00000003012 CID 52 - 73
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2421,30)" 982 true 1.07 11955

ENSGALP00000024133 CID 222 - 248
histone deacetylase 2 - 
CGNC Symbol 11140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3250,65)" 1076 false 11956



ENSGALP00000039011 CID 1,008 - 1,013

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(855,44)" 5348 false 11957

ENSGALP00000040966 CID 58 - 77

Hsap of 1: hydroxysteroid 
17-beta dehydrogenase 10 - 
HGNC:4800 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2087,30)" 982 false 11958

ENSGALP00000003012 CID 52 - 73
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2425,31)" 1411 11959

ENSGALP00000007945 CID 35 - 42

translocase of inner 
mitochondrial membrane 8 
homolog A (yeast) - CGNC 
Symbol 3689 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1053,60)" 468 false 11960

ENSGALP00000009528 CID 405 - 418
RuvB like AAA ATPase 1 - 
CGNC Symbol 4431 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1579,01)" 758 true 1.36 11961

ENSGALP00000011006 CID 101 - 109
catenin beta like 1 - CGNC 
Symbol 5146 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1151,70)" 15256 false 11962

ENSGALP00000039734 CID 76 - 85

Protein LOC105369241 - 
UniProtKB/TrEMBL 
A0A0B4J2C8 - CGNC 
Symbol 51059 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1151,70)" 15256 false 11963



ENSGALP00000019252 CID 4,799 - 4,811

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1618,80)" 624 false 11964

ENSGALP00000005643 CID 51 - 65

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1625,80)" 640 11965

ENSGALP00000007680 CID 177 - 193
ribosomal protein L6 - 
CGNC Symbol 48978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1750,07)" 40674 true 0.35 11966

ENSGALP00000041687 CID 283 - 297

erythrocyte membrane 
protein band 4.1 
(elliptocytosis 1 RH-linked) - 
CGNC Symbol 49834 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,89)" 683 true 0.27 11967

ENSGALP00000002482 CID 483 - 491
copine I - CGNC Symbol 
50925 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1148,66)" 1244 true 0.88 11968

ENSGALP00000009829 CID 133 - 142

Gallus gallus hypoxanthine 
phosphoribosyltransferase 
1 (HPRT1) mRNA. - RefSeq 
mRNA NM_204848 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1219,77)" 904 false 11969

ENSGALP00000027391 CID 307 - 323

lymphocyte cytosolic 
protein 1 (L-plastin) - CGNC 
Symbol 12749 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1821,91)" 575 11970



ENSGALP00000041179 CID 34 - 50

Hsap of 1: glucosamine-6-
phosphate deaminase 1 - 
HGNC:4417 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1914,98)" 3013 true 0.6 11971

ENSGALP00000015657 CID Feb-18
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1849,82)" 606 true 1.67 11972

ENSGALP00000041179 CID 34 - 50

Hsap of 1: glucosamine-6-
phosphate deaminase 1 - 
HGNC:4417 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1919,00)" 1802 11973

ENSGALP00000016173 CID 140 - 146

cleavage and 
polyadenylation specific 
factor 6 - CGNC Symbol 
13843 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(857,54)" 616 false 11974

ENSGALP00000023866 CID 827 - 837

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1309,78)" 3334 11975

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1382,76)" 2637 true 0.47 11976

ENSGALP00000002366 CID 50 - 61

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1382,76)" 2637 false 11977



ENSGALP00000026633 CID 301 - 312

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1428,80)" 5040 11978

ENSGALP00000041511 CID 156 - 165

HSPA (heat shock 70kDa) 
binding protein cytoplasmic 
cochaperone 1 - CGNC 
Symbol 64131 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1177,68)" 4143 true 0.65 11979

ENSGALP00000041511 CID 156 - 165

HSPA (heat shock 70kDa) 
binding protein cytoplasmic 
cochaperone 1 - CGNC 
Symbol 64131 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1181,71)" 2344 11980

ENSGALP00000010662 CID 298 - 310

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1437,89)" 1277 false 11981

ENSGALP00000035593 CID 42 - 62
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2270,17)" 8214 true 1.06 11982

ENSGALP00000020359 CID Mar-13
USP6 N-terminal like - 
CGNC Symbol 5064 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1335,77)" 24446 false 11983

ENSGALP00000020953 CID 364 - 375

serpin peptidase inhibitor 
clade B (ovalbumin) 
member 6 - CGNC Symbol 
51364 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1479,81)" 1610 11984



ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1366,77)" 119262 true 0.45 11985

ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1521,94)" 21098 true 0.96 11986

ENSGALP00000025921 CID 599 - 606

RAD21 cohesin complex 
component - CGNC Symbol 
12049 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1072,65)" 1884 false 11987

ENSGALP00000002373 CID 714 - 728

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1423,80)" 1311 false 0.95 11988

ENSGALP00000015057 CID 333 - 349
fibrinogen beta chain - 
CGNC Symbol 7036 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1993,06)" 742 11989

ENSGALP00000035717 CID 64 - 77

SGT1 homolog MIS12 
kinetochore complex 
assembly cochaperone - 
CGNC Symbol 12721 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1524,89)" 527 false 11990

ENSGALP00000011232 CID 109 - 129

phosphofructokinase 
platelet - CGNC Symbol 
53359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2163,10)" 576 true 1.76 11991



ENSGALP00000007220 CID 374 - 383

zinc finger MYND-type 
containing 8 - CGNC Symbol 
3357 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1245,65)" 2350 true 1.15 11992

ENSGALP00000027098 CID 256 - 269
RAS p21 protein activator 3 - 
CGNC Symbol 12617 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1789,87)" 376 false 11993

ENSGALP00000008338 CID 928 - 946

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2236,22)" 11253 true 0.5 11994

ENSGALP00000025745 CID 113 - 129

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - 
CGNC Symbol 11954 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1933,06)" 16759 11995

ENSGALP00000008338 CID 928 - 946

damage-specific DNA 
binding protein 1 127kDa - 
CGNC Symbol 3871 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2244,27)" 5682 true 0.5 11996

ENSGALP00000019961 CID 92 - 102
methionyl aminopeptidase 
1 - CGNC Symbol 9297 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1291,66)" 2355 11997

ENSGALP00000000170 CID 226 - 245
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2276,12)" 957 11998



ENSGALP00000023635 CID 263 - 273
lamin B1 - CGNC Symbol 
10893 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1437,70)" 372 true 0.91 11999

ENSGALP00000035478 CID 2,003 - 2,014
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1565,72)" 933 12000

ENSGALP00000000170 CID 226 - 245
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2304,16)" 17774 true 1.19 12001

ENSGALP00000035815 CID 46 - 57

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1510,87)" 27036 true 0.83 12002

ENSGALP00000014105 CID 103 - 114

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1510,87)" 27036 true 0.83 12003

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1959,16)" 11195 false 12004

ENSGALP00000000170 CID 226 - 245
receptor for activated C 
kinase 1 - CGNC Symbol 61 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2308,18)" 18265 12005



ENSGALP00000042479 CID 124 - 136

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1531,89)" 3907 false 12006

ENSGALP00000038155 CID 45 - 58

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1649,79)" 2635 true 1.82 12007

ENSGALP00000000734 CID 44 - 57
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1649,79)" 2635 true 1.82 12008

ENSGALP00000001483 CID 596 - 601

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase 
subunit STT3A-like - CGNC 
Symbol 65836 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(879,50)" 487 false 12009

ENSGALP00000026044 CID 401 - 407

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(879,50)" 487 false 12010

ENSGALP00000018671 CID 570 - 575

STT3B subunit of the 
oligosaccharyltransferase 
complex (catalytic) - CGNC 
Symbol 53366 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(879,50)" 487 false 12011

ENSGALP00000000734 CID 44 - 57
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1653,82)" 5214 12012



ENSGALP00000038155 CID 45 - 58

Hsap of 1: serine and 
arginine rich splicing factor 
7 - HGNC:10789 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1653,82)" 5214 12013

ENSGALP00000018498 CID 507 - 528

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2789,47)" 2603 true 1.76 12014

ENSGALP00000042317 CID 139 - 146

regulator of chromosome 
condensation 1 - 
HGNC:1913 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1039,58)" 8187 true 0.75 12015

ENSGALP00000003234 CID 841 - 849
dedicator of cytokinesis 2 - 
CGNC Symbol 1476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1165,72)" 36136 false 12016

ENSGALP00000004437 CID Sep-17
ribosomal protein S10 - 
CGNC Symbol 51122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1165,72)" 36136 true 1.15 12017

ENSGALP00000038835 CID 832 - 843
mutS homolog 6 - CGNC 
Symbol 6804 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1338,74)" 471 false 12018

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1338,74)" 471 false 12019



ENSGALP00000012145 CID 189 - 203

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1677,86)" 508 true 0.27 12020

ENSGALP00000018498 CID 507 - 528

heat shock protein 90kDa 
alpha (cytosolic) class A 
member 1 - CGNC Symbol 
51974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2801,54)" 5101 true 1.76 12021

ENSGALP00000037772 CID 1-Sep

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC 
Symbol 7291 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1051,58)" 4336 12022

ENSGALP00000015176 CID 750 - 757

eukaryotic translation 
initiation factor 3 subunit A - 
CGNC Symbol 7090 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1051,58)" 4336 12023

ENSGALP00000004437 CID Sep-17
ribosomal protein S10 - 
CGNC Symbol 51122 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1173,77)" 41631 true 1.15 12024

ENSGALP00000012481 CID 249 - 258
ribosomal protein L4 - 
CGNC Symbol 5828 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1344,64)" 819 false 12025

ENSGALP00000023439 CID 128 - 136

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1118,64)" 6676 true 2.25 12026



ENSGALP00000027700 CID 1,476 - 1,485

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1118,64)" 6676 12027

ENSGALP00000027534 CID 311 - 323

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1377,76)" 970 true 1.05 12028

ENSGALP00000013053 CID 117 - 132

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 
50017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2000,93)" 1587 true 0.92 12029

ENSGALP00000012376 CID 115 - 139

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3159,56)" 1033 false 12030

ENSGALP00000027534 CID 311 - 323

heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 
12826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1381,78)" 1018 12031

ENSGALP00000027030 CID 105 - 118
ribosomal protein L31 - 
CGNC Symbol 50833 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1701,00)" 2857 true 1.96 12032

ENSGALP00000013053 CID 117 - 132

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 
50017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2004,95)" 1457 12033



ENSGALP00000020349 CID 583 - 593
pre-mRNA processing factor 
39 - HGNC:20314 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1191,67)" 833 12034

ENSGALP00000027030 CID 105 - 118
ribosomal protein L31 - 
CGNC Symbol 50833 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1709,05)" 6460 true 1.96 12035

ENSGALP00000007458 CID 42 - 49
protein kinase N3 - CGNC 
Symbol 50459 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(972,57)" 4369 false 12036

ENSGALP00000002373 CID 639 - 651

ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 
1084 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1421,79)" 1516 false 12037

ENSGALP00000012376 CID 40 - 57

signal transducer and 
activator of transcription 1 
91kDa - CGNC Symbol 
52118 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2299,14)" 1582 12038

ENSGALP00000026664 CID 2,103 - 2,114

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1375,87)" 1023 false 12039

ENSGALP00000021034 CID 842 - 854

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1425,81)" 3693 false 12040



ENSGALP00000019252 CID 1,764 - 1,774

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1425,81)" 3693 12041

ENSGALP00000011491 CID 131 - 146

pyruvate dehydrogenase 
(lipoamide) beta - CGNC 
Symbol 5364 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1843,99)" 6089 12042

ENSGALP00000017016 CID 82 - 94
glutaredoxin 3 - CGNC 
Symbol 7961 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1641,94)" 9622 false 12043

ENSGALP00000005495 CID 53 - 61

Hsap of 1: small nuclear 
ribonucleoprotein U5 
subunit 200 - HGNC:30859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1191,60)" 970 false 12044

ENSGALP00000023022 CID 211 - 222

ubiquitin carboxyl-terminal 
esterase L1 (ubiquitin 
thiolesterase) - CGNC 
Symbol 10625 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1402,76)" 1831 false 0.57 12045

ENSGALP00000005643 CID 24 - 43

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1884,11)" 10415 true 0.85 12046

ENSGALP00000026663 CID 62 - 81

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) beta subunit - 
CGNC Symbol 12399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2260,16)" 447 true 0.94 12047



ENSGALP00000005643 CID 24 - 43

5-aminoimidazole-4-
carboxamide ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC 
Symbol 2606 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1888,13)" 8875 12048

ENSGALP00000026663 CID 62 - 81

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) beta subunit - 
CGNC Symbol 12399 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2264,17)" 419 12049

ENSGALP00000007391 CID 42 - 54
programmed cell death 5 - 
CGNC Symbol 3442 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1440,83)" 25056 true 0.79 12050

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1648,88)" 164126 true 0.36 12051

ENSGALP00000020884 CID 263 - 276
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1648,88)" 164126 true 0.36 12052

ENSGALP00000022436 CID 208 - 221
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1648,88)" 164126 true 0.36 12053

ENSGALP00000002996 CID 232 - 240

solute carrier family 25 
(mitochondrial carrier 
phosphate carrier) member 
24 - CGNC Symbol 1369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1049,58)" 7834 false 0.56 12054



ENSGALP00000015293 CID 1-Aug

testis derived transcript (3 
LIM domains) - CGNC 
Symbol 7146 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1049,58)" 7834 false 0.49 12055

ENSGALP00000009709 CID 644 - 651

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1049,58)" 7834 true 0.49 12056

ENSGALP00000009487 CID 193 - 202
ribophorin I - CGNC Symbol 
4413 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1049,58)" 7834 12057

ENSGALP00000007391 CID 42 - 54
programmed cell death 5 - 
CGNC Symbol 3442 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1444,85)" 19861 12058

ENSGALP00000036304 CID 53 - 66

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1444,85)" 19861 false 12059

ENSGALP00000015293 CID 1-Aug

testis derived transcript (3 
LIM domains) - CGNC 
Symbol 7146 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1053,61)" 3663 false 12060

ENSGALP00000009709 CID 644 - 651

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1053,61)" 3663 12061



ENSGALP00000007523 CID 60 - 74

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1703,95)" 39155 12062

ENSGALP00000025745 CID 113 - 129

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - 
CGNC Symbol 11954 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1945,02)" 1498 false 12063

ENSGALP00000017152 CID 320 - 329

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - 
CGNC Symbol 8013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1081,61)" 1404 false 12064

ENSGALP00000015897 CID 1,640 - 1,652
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1713,96)" 1788 false 12065

ENSGALP00000002409 CID 569 - 577

inositol polyphosphate-5-
phosphatase 145kDa - 
CGNC Symbol 52250 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1116,62)" 2766 12066

ENSGALP00000042294 CID 1,571 - 1,583

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1727,97)" 5414 true 0.57 12067

ENSGALP00000039265 CID 770 - 786
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1949,08)" 19848 true 0.45 12068



ENSGALP00000004013 CID 2,154 - 2,176 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2542,31)" 464 true 0.7 12069

ENSGALP00000008299 CID 847 - 869

family with sequence 
similarity 120A - CGNC 
Symbol 3854 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2684,37)" 685 12070

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1374,82)" 52866 true 0.45 12071

ENSGALP00000019870 CID 250 - 265
caspase 6 - CGNC Symbol 
9250 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1829,96)" 2864 true 0.83 12072

ENSGALP00000004013 CID 2,154 - 2,176 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2546,31)" 323 12073

ENSGALP00000005662 CID 42 - 48

karyopherin alpha 2 (RAG 
cohort 1 importin alpha 1) - 
CGNC Symbol 50505 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(965,56)" 1122 12074

ENSGALP00000006939 CID 748 - 756
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1139,60)" 400 true 0.94 12075



ENSGALP00000017553 CID 392 - 400

basic leucine zipper and W2 
domains 2 - CGNC Symbol 
8215 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1139,60)" 400 false 12076

ENSGALP00000019870 CID 250 - 265
caspase 6 - CGNC Symbol 
9250 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1834,01)" 1738 12077

ENSGALP00000006939 CID 748 - 756
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1147,64)" 377 true 0.94 12078

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1390,81)" 4913 true 0.4 12079

ENSGALP00000012145 CID 371 - 381

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1372,68)" 1247 true 1.61 12080

ENSGALP00000018424 CID 332 - 342
desmin - CGNC Symbol 
49543 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1372,68)" 1247 12081

ENSGALP00000015246 CID 172 - 185
peroxiredoxin 3 - CGNC 
Symbol 7123 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1500,83)" 2691 true 0.53 12082



ENSGALP00000039237 CID 21 - 32 no description available 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1458,77)" 865 true 1.17 12083

ENSGALP00000015246 CID 172 - 185
peroxiredoxin 3 - CGNC 
Symbol 7123 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1504,85)" 1416 12084

ENSGALP00000007819 CID 219 - 233
peptidase D - CGNC Symbol 
3636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2069,97)" 3759 12085

ENSGALP00000033974 CID 51 - 61

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1213,77)" 1877 false 12086

ENSGALP00000030147 CID 45 - 57

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1536,74)" 372 false 12087

ENSGALP00000018454 CID 361 - 373
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1648,88)" 389 true 0.11 12088

ENSGALP00000036691 CID 337 - 349
tubulin alpha 8b - CGNC 
Symbol 49796 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1648,88)" 389 true 0.11 12089



ENSGALP00000037524 CID 350 - 362
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1648,88)" 389 true 0.11 12090

ENSGALP00000016978 CID 340 - 352
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1654,83)" 2347 false 12091

ENSGALP00000016978 CID 65 - 79
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1715,91)" 3656 false 12092

ENSGALP00000037524 CID 75 - 89
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1715,91)" 3656 12093

ENSGALP00000012815 CID 354 - 368

dihydrolipoamide S-
acetyltransferase - CGNC 
Symbol 5977 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1543,88)" 8068 12094

ENSGALP00000002839 CID 1,032 - 1,048
exportin 7 - CGNC Symbol 
1294 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2134,00)" 3530 true 0.33 12095

ENSGALP00000016623 CID 38 - 56

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2240,20)" 2931 true 0.22 12096



ENSGALP00000018695 CID 234 - 244

glycerol-3-phosphate 
dehydrogenase 1-like - 
CGNC Symbol 8724 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1279,69)" 1596 false 12097

ENSGALP00000002839 CID 1,032 - 1,048
exportin 7 - CGNC Symbol 
1294 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2138,04)" 917 12098

ENSGALP00000010423 CID 215 - 239

protein phosphatase 2 
catalytic subunit alpha 
isozyme - CGNC Symbol 
4870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2683,29)" 262 false 12099

ENSGALP00000007705 CID 39 - 48

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1301,77)" 63936 true 2.09 12100

ENSGALP00000019040 CID 48 - 55
nucleoporin 205kDa - CGNC 
Symbol 8864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1012,54)" 599 true 1.09 12101

ENSGALP00000004046 CID 153 - 166

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1812,96)" 7824 false 12102

ENSGALP00000006708 CID 900 - 910
hexokinase 1 - CGNC 
Symbol 3101 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1120,64)" 3220 12103



ENSGALP00000013122 CID 353 - 361

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1120,64)" 3220 false 4.08 12104

ENSGALP00000027317 CID 408 - 419

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1421,81)" 1089 12105

ENSGALP00000020867 CID 117 - 130
enoyl-CoA delta isomerase 
2 - CGNC Symbol 9709 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1421,81)" 1089 false 12106

ENSGALP00000003089 CID 466 - 487
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2554,32)" 267 false 12107

ENSGALP00000024417 CID 647 - 671

trafficking protein particle 
complex 8 - CGNC Symbol 
11281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2706,46)" 693 false 12108

ENSGALP00000023673 CID 999 - 1,007
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1132,61)" 2996 false 12109

ENSGALP00000015892 CID 448 - 457

N(alpha)-acetyltransferase 
15 NatA auxiliary subunit - 
CGNC Symbol 7432 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1136,63)" 1411 false 0.91 12110



ENSGALP00000025629 CID 348 - 356
RNA binding motif protein 
12B - CGNC Symbol 51213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1136,63)" 1411 false 12111

ENSGALP00000004046 CID 153 - 166

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1840,99)" 25336 true 0.16 12112

ENSGALP00000018750 CID 118 - 133

solute carrier family 25 
member 3 - CGNC Symbol 
8748 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1871,90)" 3425 false 12113

ENSGALP00000039265 CID 770 - 786
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1953,10)" 4608 12114

ENSGALP00000008892 CID 515 - 541

polypyrimidine tract 
binding protein 2 - CGNC 
Symbol 52202 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3034,58)" 2244 false 12115

ENSGALP00000019064 CID 1,608 - 1,619

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1320,72)" 2659 false 0.53 12116

ENSGALP00000003035 CID 470 - 496

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3048,59)" 3769 true 0.69 12117



ENSGALP00000001474 CID 325 - 334

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1345,67)" 441 12118

ENSGALP00000012145 CID 371 - 381

structure specific 
recognition protein 1 - 
CGNC Symbol 49844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1376,71)" 413 12119

ENSGALP00000031725 CID 75 - 86

Gallus gallus SH3 domain 
binding glutamic acid-rich 
protein like (SH3BGRL) 
mRNA. - RefSeq mRNA 
NM_001012574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1508,69)" 9452 true 0.44 12120

ENSGALP00000007523 CID 60 - 74

chloride intracellular 
channel 2 - CGNC Symbol 
51647 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1699,92)" 27897 true 2.21 12121

ENSGALP00000031725 CID 75 - 86

Gallus gallus SH3 domain 
binding glutamic acid-rich 
protein like (SH3BGRL) 
mRNA. - RefSeq mRNA 
NM_001012574 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1512,72)" 2680 12122

ENSGALP00000026509 CID 205 - 217

DEAD (Asp-Glu-Ala-Asp) 
box helicase 1 - CGNC 
Symbol 12324 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1543,87)" 6214 12123

ENSGALP00000002822 CID 78 - 91

glyoxylate reductase 1 
homolog - CGNC Symbol 
52955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1735,94)" 6421 false 12124



ENSGALP00000024609 CID 22 - 34

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1557,89)" 11741 true 0.64 12125

ENSGALP00000012993 CID 118 - 124

growth factor receptor 
bound protein 2 - CGNC 
Symbol 6067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1010,61)" 1561 false 12126

ENSGALP00000039965 CID 75 - 81

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1010,61)" 1561 12127

ENSGALP00000016630 CID 16 - 25

aldo-keto reductase family 
1 member A1 (aldehyde 
reductase) - CGNC Symbol 
7795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1153,75)" 1527 false 12128

ENSGALP00000024609 CID 22 - 34

transcription elongation 
factor A (SII) 1 - CGNC 
Symbol 51413 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1561,91)" 6870 12129

ENSGALP00000000383 CID 594 - 611
alpha-2-macroglobulin-like 
4 - CGNC Symbol 65057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2130,30)" 2841 false 12130

ENSGALP00000006768 CID 95 - 103
myeloid-derived growth 
factor - CGNC Symbol 3135 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1244,72)" 3546 true 3.13 12131



ENSGALP00000039757 CID 406 - 418
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1556,80)" 433 12132

ENSGALP00000015846 CID 425 - 437

asparagine synthetase 
(glutamine-hydrolyzing) - 
CGNC Symbol 7411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1591,88)" 3535 12133

ENSGALP00000012007 CID 1-Oct
archain 1 - CGNC Symbol 
5606 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1105,69)" 3182 false 12134

ENSGALP00000003234 CID 611 - 622
dedicator of cytokinesis 2 - 
CGNC Symbol 1476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1324,86)" 864 false 12135

ENSGALP00000041772 CID 84 - 98

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1680,91)" 15236 false 12136

ENSGALP00000018454 CID 86 - 100
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1729,93)" 55767 12137

ENSGALP00000035780 CID 1,259 - 1,280
RAN binding protein 2 - 
CGNC Symbol 50838 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2654,41)" 759 false 12138



ENSGALP00000039270 CID 745 - 755

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1339,76)" 5638 true 0.41 12139

ENSGALP00000018410 CID 831 - 841

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1339,76)" 5638 true 0.41 12140

ENSGALP00000036691 CID 62 - 76
tubulin alpha 8b - CGNC 
Symbol 49796 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1733,95)" 26477 12141

ENSGALP00000011961 CID Feb-26

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2823,50)" 520 false 12142

ENSGALP00000004641 CID 822 - 833
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1456,87)" 1876 false 12143

ENSGALP00000013963 CID 759 - 774

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1787,90)" 1670 false 12144

ENSGALP00000011961 CID Feb-26

phosphatidylethanolamine 
binding protein 1 - CGNC 
Symbol 5589 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2841,49)" 1880 false 12145



ENSGALP00000011770 CID 516 - 531
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1894,04)" 1988 true 1.24 12146

ENSGALP00000003035 CID 470 - 496

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3056,60)" 1160 true 0.69 12147

ENSGALP00000005122 CID 34 - 49

LSM1 homolog mRNA 
degradation associated - 
CGNC Symbol 2356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1902,08)" 8869 12148

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3311,53)" 1385 false 12149

ENSGALP00000015657 CID 257 - 284
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3311,53)" 1385 false 12150

ENSGALP00000021294 CID 644 - 653

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1120,62)" 3069 false 12151

ENSGALP00000043386 CID 221 - 229
Hsap of 1: dynamin 2 - 
HGNC:2974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1120,62)" 3069 true 0.51 12152



ENSGALP00000004046 CID 153 - 166

RAN member RAS 
oncogene family - CGNC 
Symbol 1850 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1849,04)" 3192 true 0.16 12153

ENSGALP00000026444 CID 100 - 116

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1986,02)" 749 false 12154

ENSGALP00000025606 CID 396 - 423

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(3057,41)" 561 12155

ENSGALP00000043386 CID 221 - 229
Hsap of 1: dynamin 2 - 
HGNC:2974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1124,65)" 1560 12156

ENSGALP00000013122 CID 353 - 361

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1124,65)" 1560 false 12157

ENSGALP00000036720 CID 1,898 - 1,914

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1989,04)" 1082 true 0.42 12158

ENSGALP00000007680 CID 177 - 193
ribosomal protein L6 - 
CGNC Symbol 48978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1754,10)" 4801 12159



ENSGALP00000036720 CID 1,898 - 1,914

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1993,06)" 457 12160

ENSGALP00000025606 CID 396 - 423

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(3073,44)" 3001 12161

ENSGALP00000000509 CID 690 - 699

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1219,62)" 1226 true 0.85 12162

ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1513,90)" 20338 true 0.96 12163

ENSGALP00000010984 CID 124 - 141

adaptor-related protein 
complex 2 alpha 2 subunit - 
CGNC Symbol 51890 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1990,04)" 683 12164

ENSGALP00000003296 CID 487 - 503

lymphocyte cytosolic 
protein 2 (SH2 domain 
containing leukocyte 
protein of 76kDa) - CGNC 
Symbol 1506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2068,07)" 3652 true 0.54 12165

ENSGALP00000016536 CID 111 - 124
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1597,98)" 3394 false 12166



ENSGALP00000006414 CID Feb-14

capping actin protein of 
muscle Z-line beta subunit - 
CGNC Symbol 2959 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1606,71)" 2172 12167

ENSGALP00000016623 CID 38 - 56

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2244,22)" 411 12168

ENSGALP00000023944 CID 147 - 166

nicotinamide nucleotide 
transhydrogenase - CGNC 
Symbol 11035 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2314,35)" 319 false 12169

ENSGALP00000041633 CID 35 - 44

Hsap of 1: ilvB (bacterial 
acetolactate synthase)-like - 
HGNC:6041 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1174,73)" 1000 true 3.92 12170

ENSGALP00000006240 CID 609 - 624
collagen type VI alpha 3 - 
CGNC Symbol 2875 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1887,11)" 5952 12171

ENSGALP00000006240 CID 1,900 - 1,918
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2201,06)" 570 12172

ENSGALP00000006768 CID 95 - 103
myeloid-derived growth 
factor - CGNC Symbol 3135 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1236,67)" 652 true 3.13 12173



ENSGALP00000016263 CID 124 - 137
sorting nexin 6 - CGNC 
Symbol 56458 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1809,06)" 655 false 12174

ENSGALP00000024388 CID 72 - 93
transthyretin - CGNC 
Symbol 49731 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2646,26)" 1258 12175

ENSGALP00000043386 CID 263 - 280
Hsap of 1: dynamin 2 - 
HGNC:2974 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1976,08)" 19349 false 12176

ENSGALP00000025937 CID 538 - 548

eukaryotic translation 
elongation factor 1 delta 
(guanine nucleotide 
exchange protein) - CGNC 
Symbol 12059 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1214,75)" 3414 false 12177

ENSGALP00000038795 CID 104 - 123

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2160,06)" 1804 false 12178

ENSGALP00000001480 CID 462 - 471
myeloperoxidase - CGNC 
Symbol 50519 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1195,69)" 1369 true 0.84 12179

ENSGALP00000037486 CID 77 - 86
epsin 3 - CGNC Symbol 
63844 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1218,78)" 1899 true 0.36 12180



ENSGALP00000013267 CID 241 - 264
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2708,43)" 1039 false 12181

ENSGALP00000037486 CID 77 - 86
epsin 3 - CGNC Symbol 
63844 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1226,82)" 691 true 0.36 12182

ENSGALP00000019318 CID 108 - 122
LUC7-like 2 (S. cerevisiae) - 
CGNC Symbol 8987 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1652,90)" 41997 false 0.28 12183

ENSGALP00000042665 CID 263 - 276
tubulin beta 6 class V - 
CGNC Symbol 51389 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1652,90)" 41997 12184

ENSGALP00000020884 CID 263 - 276
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1652,90)" 41997 12185

ENSGALP00000022436 CID 208 - 221
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1652,90)" 41997 12186

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1652,90)" 41997 12187



ENSGALP00000010210 CID 69 - 93

leukocyte cell derived 
chemotaxin 2 - CGNC 
Symbol 4754 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2640,33)" 1410 12188

ENSGALP00000004013 CID 614 - 624 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1194,77)" 8674 true 1.28 12189

ENSGALP00000008236 CID 495 - 506
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1507,84)" 8596 true 0.49 12190

ENSGALP00000015846 CID 425 - 437

asparagine synthetase 
(glutamine-hydrolyzing) - 
CGNC Symbol 7411 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1587,86)" 1420 true 2.01 12191

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1664,87)" 20595 true 0.38 12192

ENSGALP00000020884 CID 263 - 276
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1664,87)" 20595 true 0.38 12193

ENSGALP00000022436 CID 208 - 221
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1664,87)" 20595 true 0.38 12194



ENSGALP00000006762 CID 20 - 43
bleomycin hydrolase - 
CGNC Symbol 3131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2787,35)" 253 true 0.95 12195

ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1529,90)" 1633 true 0.68 12196

ENSGALP00000006762 CID 20 - 43
bleomycin hydrolase - 
CGNC Symbol 3131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2791,37)" 240 12197

ENSGALP00000002172 CID 282 - 294

mitochondrial trans-2-enoyl-
CoA reductase - CGNC 
Symbol 981 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1492,90)" 8305 12198

ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase 
H+ transporting 
mitochondrial F1 complex 
beta polypeptide (ATP5B) 
mRNA. - RefSeq mRNA 
NM_001031391 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1537,94)" 1102 true 0.68 12199

ENSGALP00000000615 CID 524 - 537
karyopherin subunit beta 1 - 
HGNC:6400 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1683,96)" 937 true 0.96 12200

ENSGALP00000000615 CID 524 - 537
karyopherin subunit beta 1 - 
HGNC:6400 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1696,04)" 897 true 0.96 12201



ENSGALP00000004013 CID 1,244 - 1,260 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1699,91)" 2553 12202

ENSGALP00000016120 CID 103 - 117

Ras-related protein Rap-1b-
like protein - CGNC Symbol 
50604 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1699,91)" 2553 false 12203

ENSGALP00000041979 CID 34 - 47

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1543,88)" 17135 false 0.39 12204

ENSGALP00000020463 CID 683 - 700

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2061,11)" 10167 true 0.52 12205

ENSGALP00000010803 CID 699 - 710

UPF2 regulator of nonsense 
transcripts homolog (yeast) - 
CGNC Symbol 5054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1585,91)" 3791 12206

ENSGALP00000018410 CID 593 - 605

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1585,91)" 3791 true 0.52 12207

ENSGALP00000007476 CID 124 - 137
SET nuclear oncogene - 
CGNC Symbol 3483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1904,92)" 1523 true 1.13 12208



ENSGALP00000020463 CID 683 - 700

minichromosome 
maintenance complex 
component 5 - CGNC 
Symbol 9524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2065,12)" 6082 12209

ENSGALP00000037408 CID 2,373 - 2,385

spastic paraplegia 11 
(autosomal recessive) - 
CGNC Symbol 50019 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1593,95)" 1961 12210

ENSGALP00000018410 CID 593 - 605

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1593,95)" 1961 true 0.52 12211

ENSGALP00000003296 CID 487 - 503

lymphocyte cytosolic 
protein 2 (SH2 domain 
containing leukocyte 
protein of 76kDa) - CGNC 
Symbol 1506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2076,11)" 1338 true 0.54 12212

ENSGALP00000011491 CID 131 - 146

pyruvate dehydrogenase 
(lipoamide) beta - CGNC 
Symbol 5364 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1839,97)" 3036 true 0.7 12213

ENSGALP00000007487 CID 715 - 736

CSE1 chromosome 
segregation 1-like (yeast) - 
CGNC Symbol 3489 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2226,30)" 453 false 12214

ENSGALP00000017152 CID 185 - 204

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - 
CGNC Symbol 8013 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2212,08)" 15178 false 0.37 12215



ENSGALP00000023396 CID 33 - 52
triosephosphate isomerase 
1 - CGNC Symbol 49803 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2212,08)" 15178 true 0.37 12216

ENSGALP00000015000 CID 97 - 105

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(864,45)" 527 12217

ENSGALP00000015897 CID 1,458 - 1,464
golgin B1 - CGNC Symbol 
7433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(864,45)" 527 false 12218

ENSGALP00000018441 CID 427 - 441
aspartyl aminopeptidase - 
CGNC Symbol 8600 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1757,92)" 31762 12219

ENSGALP00000023396 CID 33 - 52
triosephosphate isomerase 
1 - CGNC Symbol 49803 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2216,11)" 5134 12220

ENSGALP00000005653 CID 246 - 264
fibronectin 1 - CGNC 
Symbol 2613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2216,11)" 5134 false 12221

ENSGALP00000005161 CID 711 - 730

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2311,17)" 1159 true 0.84 12222



ENSGALP00000025373 CID 287 - 296

GA binding protein 
transcription factor alpha 
subunit - CGNC Symbol 
11756 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1016,59)" 719 false 12223

ENSGALP00000023673 CID 1,016 - 1,028
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1477,81)" 1495 true 1.49 12224

ENSGALP00000005161 CID 711 - 730

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2315,19)" 972 12225

ENSGALP00000015735 CID 64 - 73
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1146,64)" 666 true 0.92 12226

ENSGALP00000008236 CID 285 - 307
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2412,33)" 7035 true 0.93 12227

ENSGALP00000015735 CID 64 - 73
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1150,66)" 613 12228

ENSGALP00000015171 CID 84 - 98
Obg-like ATPase 1 - CGNC 
Symbol 7087 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1633,04)" 3813 false 12229



ENSGALP00000001105 CID 182 - 200

potassium voltage-gated 
channel shaker-related 
subfamily beta member 2 - 
CGNC Symbol 606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2449,20)" 1895 true 0.41 12230

ENSGALP00000010935 CID 190 - 199

Cbl proto-oncogene E3 
ubiquitin protein ligase - 
CGNC Symbol 49015 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1274,74)" 6330 false 12231

ENSGALP00000018410 CID 831 - 841

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1343,78)" 1697 12232

ENSGALP00000039270 CID 745 - 755

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1343,78)" 1697 12233

ENSGALP00000015735 CID 75 - 86
Sjogren syndrome antigen B 
- CGNC Symbol 7359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1424,76)" 1019 false 0.78 12234

ENSGALP00000001332 CID 228 - 238
lysyl-tRNA synthetase - 
CGNC Symbol 602 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1424,76)" 1019 true 0.78 12235

ENSGALP00000001332 CID 228 - 238
lysyl-tRNA synthetase - 
CGNC Symbol 602 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1428,79)" 443 12236



ENSGALP00000001978 CID 332 - 348

Gallus gallus replication 
factor C (activator 1) 2 
40kDa (RFC2) mRNA. - 
RefSeq mRNA NM_205530 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1788,03)" 1905 12237

ENSGALP00000039133 CID 195 - 204

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1237,72)" 18892 12238

ENSGALP00000006578 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1237,72)" 18892 12239

ENSGALP00000010888 CID 218 - 227

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1237,72)" 18892 12240

ENSGALP00000028746 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1237,72)" 18892 12241

ENSGALP00000036122 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1237,72)" 18892 12242

ENSGALP00000023101 CID 318 - 330

UDP-glucose 6-
dehydrogenase - CGNC 
Symbol 51825 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1525,88)" 5205 true 1.02 12243



ENSGALP00000007476 CID 124 - 137
SET nuclear oncogene - 
CGNC Symbol 3483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1896,85)" 971 true 1.13 12244

ENSGALP00000038935 CID 336 - 354

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2172,14)" 2220 false 12245

ENSGALP00000008398 CID 506 - 518

phenylalanyl-tRNA 
synthetase beta subunit - 
CGNC Symbol 3896 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1481,83)" 3667 true 1.56 12246

ENSGALP00000001480 CID 627 - 640
myeloperoxidase - CGNC 
Symbol 50519 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1590,87)" 1737 true 0.55 12247

ENSGALP00000022436 CID 208 - 221
tubulin beta class I - 
HGNC:20778 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1668,89)" 2456 12248

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1668,89)" 2456 12249

ENSGALP00000020884 CID 263 - 276
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1668,89)" 2456 12250



ENSGALP00000034615 CID 114 - 133
Cytochrome c oxidase 
subunit 2 - UP P18944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2345,11)" 313 12251

ENSGALP00000013491 CID 820 - 840

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2345,11)" 313 false 12252

ENSGALP00000008398 CID 506 - 518

phenylalanyl-tRNA 
synthetase beta subunit - 
CGNC Symbol 3896 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1485,86)" 3659 12253

ENSGALP00000022023 CID 1,339 - 1,353
nucleoporin 98kDa - CGNC 
Symbol 10169 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1624,00)" 2147 false 12254

ENSGALP00000027036 CID 271 - 288

CCR4-NOT transcription 
complex subunit 11 - CGNC 
Symbol 12583 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2077,22)" 1754 false 12255

ENSGALP00000024853 CID 226 - 246

syndecan binding protein 
(syntenin) - CGNC Symbol 
51422 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2392,27)" 935 false 12256

ENSGALP00000018087 CID 160 - 178
vaccinia related kinase 1 - 
CGNC Symbol 8440 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2392,27)" 935 false 12257



ENSGALP00000023085 CID 343 - 353
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1449,72)" 1461 true 0.62 12258

ENSGALP00000015409 CID 368 - 378
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1449,72)" 1461 true 0.62 12259

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1959,21)" 2144 false 12260

ENSGALP00000013267 CID 241 - 264
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2736,49)" 2480 true 1.35 12261

ENSGALP00000019224 CID 265 - 293

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(3006,49)" 512 true 1.67 12262

ENSGALP00000013267 CID 241 - 264
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2748,57)" 3342 true 1.35 12263

ENSGALP00000019224 CID 265 - 293

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(3010,52)" 855 12264



ENSGALP00000023673 CID 752 - 759
Ski2 like RNA helicase 2 - 
CGNC Symbol 10905 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(868,54)" 4290 false 0.91 12265

ENSGALP00000021253 CID 106 - 121

BH3 interacting domain 
death agonist - CGNC 
Symbol 9863 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1935,07)" 14998 true 0.49 12266

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1987,24)" 573968 true 0.2 12267

ENSGALP00000008091 CID 170 - 189

dyskerin pseudouridine 
synthase 1 - CGNC Symbol 
3757 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2165,34)" 5643 true 0.57 12268

ENSGALP00000007934 CID 194 - 210

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1940,12)" 1206 true 0.78 12269

ENSGALP00000008091 CID 170 - 189

dyskerin pseudouridine 
synthase 1 - CGNC Symbol 
3757 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2173,38)" 3232 true 0.57 12270

ENSGALP00000007934 CID 194 - 210

glucose-6-phosphate 
isomerase - CGNC Symbol 
3683 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1948,16)" 1518 true 0.78 12271



ENSGALP00000013413 CID 142 - 151

DnaJ heat shock protein 
family (Hsp40) member C2 - 
CGNC Symbol 6249 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1134,61)" 2167 12272

ENSGALP00000022235 CID 67 - 84

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2011,32)" 746 false 12273

ENSGALP00000041574 CID 221 - 228

Hsap of 1: chaperonin 
containing TCP1 subunit 3 - 
HGNC:1616 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(987,52)" 372 false 0.53 12274

ENSGALP00000015719 CID 248 - 255
AT-rich interaction domain 
2 - CGNC Symbol 7350 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(993,57)" 580 false 12275

ENSGALP00000008236 CID 24 - 30
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(993,57)" 580 false 12276

ENSGALP00000036760 CID 787 - 794

centrosomal protein 
135kDa - CGNC Symbol 
10315 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(993,57)" 580 12277

ENSGALP00000009487 CID 244 - 251
ribophorin I - CGNC Symbol 
4413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1007,58)" 1271 true 1.15 12278



ENSGALP00000027700 CID 1,357 - 1,365

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1024,63)" 2766 12279

ENSGALP00000004687 CID 515 - 523

MAU2 sister chromatid 
cohesion factor - CGNC 
Symbol 2145 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1086,59)" 2286 false 12280

ENSGALP00000011717 CID 142 - 153
ribosomal protein large P0 - 
CGNC Symbol 49505 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1369,79)" 575 true 0.9 12281

ENSGALP00000013883 CID 437 - 447

protein phosphatase 2 
regulatory subunit B' delta - 
CGNC Symbol 6469 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1377,82)" 17650 false 1.23 12282

ENSGALP00000011717 CID 142 - 153
ribosomal protein large P0 - 
CGNC Symbol 49505 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1377,82)" 17650 false 1.3 12283

ENSGALP00000016623 CID 167 - 177

nucleosome assembly 
protein 1-like 1 - CGNC 
Symbol 50609 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1392,80)" 1453 false 12284

ENSGALP00000019402 CID 648 - 661

catenin (cadherin-
associated protein) beta 1 
88kDa - CGNC Symbol 
49578 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1513,84)" 2822 12285



ENSGALP00000039965 CID 207 - 227

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2282,19)" 1535 false 12286

ENSGALP00000008236 CID 285 - 307
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2416,36)" 6196 12287

ENSGALP00000019037 CID Feb-13

acetyl-CoA 
acetyltransferase 2 - CGNC 
Symbol 8861 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1286,70)" 1398 12288

ENSGALP00000001105 CID 182 - 200

potassium voltage-gated 
channel shaker-related 
subfamily beta member 2 - 
CGNC Symbol 606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2453,26)" 484 12289

ENSGALP00000005129 CID 526 - 536

CWF19-like 1 cell cycle 
control (S. pombe) - CGNC 
Symbol 2360 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1398,66)" 522 false 12290

ENSGALP00000029968 CID 301 - 312
ribosomal protein L3 - 
CGNC Symbol 50654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1398,66)" 522 false 2.59 12291

ENSGALP00000021475 CID 453 - 466

succinate dehydrogenase 
complex flavoprotein 
subunit A - CGNC Symbol 
49461 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1501,87)" 2470 false 12292



ENSGALP00000039011 CID 972 - 984

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1523,86)" 12070 true 0.25 12293

ENSGALP00000039011 CID 972 - 984

ubiquitin specific peptidase 
7 (herpes virus-associated) - 
CGNC Symbol 5523 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1527,89)" 2277 12294

ENSGALP00000038935 CID 179 - 191

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1583,75)" 3031 true 1.1 12295

ENSGALP00000041511 CID 131 - 145

HSPA (heat shock 70kDa) 
binding protein cytoplasmic 
cochaperone 1 - CGNC 
Symbol 64131 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1608,95)" 5102 true 0.78 12296

ENSGALP00000038935 CID 179 - 191

eukaryotic translation 
initiation factor 4A2 - CGNC 
Symbol 49225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1587,76)" 2210 12297

ENSGALP00000041511 CID 131 - 145

HSPA (heat shock 70kDa) 
binding protein cytoplasmic 
cochaperone 1 - CGNC 
Symbol 64131 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1612,98)" 2915 12298

ENSGALP00000039157 CID 89 - 103
ATP citrate lyase - CGNC 
Symbol 2533 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(1612,98)" 2915 false 12299



ENSGALP00000008105 CID 151 - 164

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1689,88)" 2250 true 1.1 12300

ENSGALP00000022856 CID 50 - 66
NudC domain containing 3 - 
CGNC Symbol 10553 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1782,02)" 646 false 12301

ENSGALP00000032625 CID 323 - 336
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1692,76)" 519 true 1.73 12302

ENSGALP00000008056 CID 555 - 573

acyl-CoA dehydrogenase 
family member 9 - CGNC 
Symbol 3741 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2387,21)" 670 false 12303

ENSGALP00000032625 CID 323 - 336
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1700,82)" 1483 true 1.73 12304

ENSGALP00000037924 CID 43 - 58

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1798,91)" 1190 true 1.42 12305

ENSGALP00000020830 CID 377 - 385

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1107,66)" 18533 true 1.17 12306



ENSGALP00000032274 CID 587 - 600

minichromosome 
maintenance complex 
component 6 - CGNC 
Symbol 9378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1802,94)" 2333 false 12307

ENSGALP00000037924 CID 43 - 58

heterogeneous nuclear 
ribonucleoprotein A1 - 
CGNC Symbol 7027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1802,94)" 2333 12308

ENSGALP00000020830 CID 377 - 385

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1111,69)" 17512 12309

ENSGALP00000020268 CID 543 - 553

protein disulfide isomerase 
family A member 4 - CGNC 
Symbol 9429 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1336,83)" 6066 false 12310

ENSGALP00000042837 CID 16 - 31

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1812,92)" 4194 true 0.61 12311

ENSGALP00000009873 CID 786 - 800
collagen type VI alpha 2 - 
CGNC Symbol 4597 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1812,92)" 4194 12312

ENSGALP00000034078 CID 68 - 86

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(2149,11)" 3813 false 12313



ENSGALP00000000189 CID 13 - 23

small nuclear 
ribonucleoprotein 
polypeptide E - CGNC 
Symbol 49689 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1357,81)" 52714 true 1.01 12314

ENSGALP00000042837 CID 16 - 31

Hsap of 4: heterogeneous 
nuclear ribonucleoprotein 
A1-like 2 - HGNC:27067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1816,94)" 1847 12315

ENSGALP00000007165 CID 182 - 192

coiled-coil domain 
containing 137 - CGNC 
Symbol 3327 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1283,72)" 1349 false 12316

ENSGALP00000036405 CID 147 - 161

proteasome 26S subunit 
ATPase 6 - CGNC Symbol 
9424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1825,99)" 1768 true 0.59 12317

ENSGALP00000009007 CID 97 - 106
ADP-ribosylation factor 4 - 
CGNC Symbol 55483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1159,71)" 1345 true 3.7 12318

ENSGALP00000021034 CID 774 - 791

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1865,04)" 732 false 12319

ENSGALP00000019975 CID 472 - 487

DEAD (Asp-Glu-Ala-Asp) 
box helicase 17 - CGNC 
Symbol 9302 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1865,04)" 732 false 12320



ENSGALP00000010541 CID 112 - 132

transformer 2 beta 
homolog (Drosophila) - 
CGNC Symbol 49299 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2412,11)" 452 false 12321

ENSGALP00000009007 CID 97 - 106
ADP-ribosylation factor 4 - 
CGNC Symbol 55483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1167,76)" 4984 true 3.7 12322

ENSGALP00000023917 CID 368 - 389
3-oxoacid CoA transferase 1 
- CGNC Symbol 53012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2451,16)" 1014 false 12323

ENSGALP00000015623 CID 1,075 - 1,098

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2451,16)" 1014 false 12324

ENSGALP00000012007 CID 72 - 83
archain 1 - CGNC Symbol 
5606 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1444,76)" 1186 true 1.69 12325

ENSGALP00000021253 CID 106 - 121

BH3 interacting domain 
death agonist - CGNC 
Symbol 9863 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1939,10)" 6250 12326

ENSGALP00000000509 CID 638 - 646

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1223,65)" 21598 false 12327



ENSGALP00000026487 CID 124 - 137

protein disulfide isomerase 
family A member 6 - CGNC 
Symbol 12314 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1448,81)" 862 12328

ENSGALP00000025762 CID Feb-18

runt-related transcription 
factor 1 - CGNC Symbol 
49673 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2010,00)" 6771 12329

ENSGALP00000011006 CID Jan-13
catenin beta like 1 - CGNC 
Symbol 5146 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1563,74)" 401 12330

ENSGALP00000009709 CID 855 - 871

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2081,10)" 934 true 0.86 12331

ENSGALP00000008105 CID 151 - 164

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1693,90)" 1237 12332

ENSGALP00000009709 CID 855 - 871

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2089,11)" 1574 true 0.86 12333

ENSGALP00000015897 CID 1,168 - 1,176
golgin B1 - CGNC Symbol 
7433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1043,64)" 927 12334



ENSGALP00000014935 CID 277 - 290
fragile X mental retardation 
1 - CGNC Symbol 51729 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1697,89)" 955 12335

ENSGALP00000005180 CID 106 - 125
glutathione synthetase - 
CGNC Symbol 2381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2279,28)" 1996 true 0.56 12336

ENSGALP00000017856 CID 115 - 135

transformer 2 alpha 
homolog (Drosophila) - 
CGNC Symbol 51305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2353,14)" 418 false 12337

ENSGALP00000038124 CID 1,876 - 1,888
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1473,81)" 1144 false 12338

ENSGALP00000026044 CID 674 - 693

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2304,23)" 2394 true 0.63 12339

ENSGALP00000019402 CID 648 - 661

catenin (cadherin-
associated protein) beta 1 
88kDa - CGNC Symbol 
49578 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1509,82)" 1130 true 1.85 12340

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1995,28)" 64697 true 0.3 12341



ENSGALP00000021055 CID 1-Oct
dynamin 1-like - CGNC 
Symbol 9791 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1183,70)" 1103 false 0.97 12342

ENSGALP00000021472 CID 231 - 253
fumarate hydratase - CGNC 
Symbol 9939 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2616,41)" 402 false 12343

ENSGALP00000009121 CID Jan-14
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1523,77)" 1547 12344

ENSGALP00000022434 CID 398 - 414
AFG3-like AAA ATPase 2 - 
CGNC Symbol 10366 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1987,08)" 2867 false 12345

ENSGALP00000022436 CID 49 - 67
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2143,15)" 112474 true 0.11 12346

ENSGALP00000013964 CID 104 - 122
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2143,15)" 112474 true 0.11 12347

ENSGALP00000020884 CID 104 - 122
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2143,15)" 112474 true 0.11 12348



ENSGALP00000042665 CID 104 - 122
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2143,15)" 112474 true 0.11 12349

ENSGALP00000004745 CID 791 - 802
nucleoporin 93kDa - CGNC 
Symbol 2176 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1380,79)" 3342 false 12350

ENSGALP00000002822 CID 78 - 90

glyoxylate reductase 1 
homolog - CGNC Symbol 
52955 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1579,80)" 1287 true 0.53 12351

ENSGALP00000028374 CID 114 - 126

VAMP (vesicle-associated 
membrane protein)-
associated protein A 33kDa - 
CGNC Symbol 54859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1579,80)" 1287 false 1.3 12352

ENSGALP00000033411 CID Jan-15
ribosomal protein S21 - 
HGNC:10409 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1795,81)" 11787 12353

ENSGALP00000037170 CID 265 - 274

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1241,75)" 8014 true 0.49 12354

ENSGALP00000001456 CID 873 - 888

elongation factor Tu GTP 
binding domain containing 
2 - CGNC Symbol 656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1826,93)" 13624 true 0.85 12355



ENSGALP00000037170 CID 265 - 274

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1245,77)" 3328 12356

ENSGALP00000019224 CID 31 - 46

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 
8944 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1719,00)" 919 12357

ENSGALP00000003898 CID 102 - 119
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1834,91)" 945 true 0.61 12358

ENSGALP00000015246 CID 157 - 167
peroxiredoxin 3 - CGNC 
Symbol 7123 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1286,73)" 1120 true 0.78 12359

ENSGALP00000007780 CID 228 - 238

phosphopantothenoylcystei
ne synthetase - CGNC 
Symbol 66161 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1286,73)" 1120 false 12360

ENSGALP00000003898 CID 102 - 119
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1838,94)" 581 12361

ENSGALP00000013183 CID 219 - 229

pseudouridylate synthase 7 
(putative) - CGNC Symbol 
6164 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1294,79)" 497 12362



ENSGALP00000015246 CID 157 - 167
peroxiredoxin 3 - CGNC 
Symbol 7123 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1294,79)" 497 true 0.78 12363

ENSGALP00000014107 CID 405 - 418
vimentin - CGNC Symbol 
51275 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1618,94)" 7175 12364

ENSGALP00000019031 CID 475 - 490
albumin - CGNC Symbol 
14106 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1993,96)" 6293 false 12365

ENSGALP00000020874 CID 819 - 829
pre-mRNA processing factor 
4B - CGNC Symbol 9712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1347,73)" 548 true 1 12366

ENSGALP00000011717 CID 46 - 55
ribosomal protein large P0 - 
CGNC Symbol 49505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1354,76)" 645 12367

ENSGALP00000003234 CID 1,356 - 1,362
dedicator of cytokinesis 2 - 
CGNC Symbol 1476 161121_VP007_TuvsT_OFFGEL_FASP_DiM_Fr5

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-5/Trypsin/LC-
226/161121_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr5/"MS/MS_(995,61)" 4292 true 0.39 12368

ENSGALP00000012917 CID 498 - 510

nuclear factor of activated T-
cells cytoplasmic calcineurin-
dependent 2 - CGNC 
Symbol 6025 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1524,88)" 548 12369



ENSGALP00000025373 CID 237 - 248

GA binding protein 
transcription factor alpha 
subunit - CGNC Symbol 
11756 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1493,86)" 1213 true 13.33 12370

ENSGALP00000006046 CID 167 - 173

actin related protein 2/3 
complex subunit 3 - CGNC 
Symbol 2797 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1094,59)" 892 true 1.6 12371

ENSGALP00000020744 CID 561 - 586

heat shock protein 90kDa 
beta (Grp94) member 1 - 
CGNC Symbol 49067 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(3168,57)" 270 false 12372

ENSGALP00000023395 CID 304 - 329

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2959,59)" 4149 true 0.33 12373

ENSGALP00000000189 CID 13 - 23

small nuclear 
ribonucleoprotein 
polypeptide E - CGNC 
Symbol 49689 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1377,82)" 9343 12374

ENSGALP00000000211 CID 670 - 681
bromodomain containing 2 - 
CGNC Symbol 50420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1315,75)" 6966 false 12375

ENSGALP00000016363 CID 260 - 270

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1315,75)" 6966 true 0.15 12376



ENSGALP00000014107 CID 405 - 418
vimentin - CGNC Symbol 
51275 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1614,92)" 1951 true 1.27 12377

ENSGALP00000008498 CID 175 - 186
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1416,77)" 6742 true 0.54 12378

ENSGALP00000019064 CID 1,608 - 1,620

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1420,79)" 3368 12379

ENSGALP00000008498 CID 175 - 186
transketolase - CGNC 
Symbol 3953 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1420,79)" 3368 12380

ENSGALP00000036056 CID 311 - 320

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1250,66)" 8369 true 0.5 12381

ENSGALP00000037524 CID 240 - 253
tubulin alpha 4a - CGNC 
Symbol 65758 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1515,92)" 13419 false 12382

ENSGALP00000036688 CID 230 - 243
tubulin alpha 8a - CGNC 
Symbol 262 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1515,92)" 13419 false 12383



ENSGALP00000036691 CID 227 - 240
tubulin alpha 8b - CGNC 
Symbol 49796 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1515,92)" 13419 false 12384

ENSGALP00000039133 CID 74 - 85

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1540,82)" 994 false 12385

ENSGALP00000002252 CID 193 - 206

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1540,82)" 994 false 0.38 12386

ENSGALP00000036056 CID 311 - 320

Rho-associated coiled-coil 
containing protein kinase 1 - 
CGNC Symbol 11078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1254,70)" 6058 12387

ENSGALP00000020064 CID 475 - 487

eukaryotic translation 
initiation factor 3 subunit L - 
CGNC Symbol 9341 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1570,82)" 631 12388

ENSGALP00000021770 CID Feb-14

transducin (beta)-like 1X-
linked - CGNC Symbol 
52656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1584,77)" 624 12389

ENSGALP00000009085 CID 574 - 591
ubiquitin specific peptidase 
10 - CGNC Symbol 4228 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2043,07)" 9095 true 0.75 12390



ENSGALP00000009085 CID 574 - 591
ubiquitin specific peptidase 
10 - CGNC Symbol 4228 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2047,09)" 5373 12391

ENSGALP00000030734 CID 891 - 898

microtubule associated 
monooxygenase calponin 
and LIM domain containing 
1 - CGNC Symbol 25636 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(962,59)" 406 false 0.67 12392

ENSGALP00000036406 CID 237 - 244
alpha-2-macroglobulin - 
CGNC Symbol 50716 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(962,59)" 406 false 0.67 12393

ENSGALP00000016147 CID 577 - 587

MYST histone 
acetyltransferase 2 - CGNC 
Symbol 52487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1446,82)" 748 false 12394

ENSGALP00000003342 CID 391 - 402

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1446,82)" 748 true 0.83 12395

ENSGALP00000002525 CID 174 - 188
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1626,85)" 1541 12396

ENSGALP00000017599 CID 74 - 80

signal peptidase complex 
subunit 3 - CGNC Symbol 
8235 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(970,58)" 28685 12397



ENSGALP00000037222 CID 72 - 79

heterogeneous nuclear 
ribonucleoprotein D-like - 
CGNC Symbol 51783 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(970,58)" 28685 true 0.81 12398

ENSGALP00000003342 CID 391 - 402

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1454,88)" 622 true 0.83 12399

ENSGALP00000030147 CID 290 - 304

family with sequence 
similarity 49 member B - 
CGNC Symbol 12196 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1650,86)" 1024 false 12400

ENSGALP00000004508 CID 224 - 231

endoplasmic reticulum-
golgi intermediate 
compartment 1 - CGNC 
Symbol 2067 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1043,64)" 6559 true 0.68 12401

ENSGALP00000014280 CID Feb-14

Sec23 homolog B (S. 
cerevisiae) - CGNC Symbol 
50333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1682,77)" 441 12402

ENSGALP00000035593 CID 42 - 62
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2254,18)" 18130 true 0.85 12403

ENSGALP00000015519 CID 494 - 509

solute carrier family 25 
(aspartate/glutamate 
carrier) member 12 - CGNC 
Symbol 7264 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1694,95)" 831 false 12404



ENSGALP00000035593 CID 42 - 62
Hemoglobin subunit beta - 
UP P02112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2258,21)" 15435 12405

ENSGALP00000001201 CID 83 - 97

mitogen-activated protein 
kinase 14 - CGNC Symbol 
13975 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1708,97)" 3176 true 1.43 12406

ENSGALP00000005182 CID Feb-16

signal transducer and 
activator of transcription 5B 
- CGNC Symbol 49373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1752,91)" 627 12407

ENSGALP00000001201 CID 83 - 97

mitogen-activated protein 
kinase 14 - CGNC Symbol 
13975 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1717,02)" 3108 true 1.43 12408

ENSGALP00000005180 CID 106 - 125
glutathione synthetase - 
CGNC Symbol 2381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2283,26)" 677 12409

ENSGALP00000004871 CID 154 - 161

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1033,63)" 487 true 1.07 12410

ENSGALP00000000189 CID 13 - 23

small nuclear 
ribonucleoprotein 
polypeptide E - CGNC 
Symbol 49689 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1361,84)" 48686 12411



ENSGALP00000007709 CID 95 - 114
COP9 signalosome subunit 
3 - CGNC Symbol 3588 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2308,17)" 1051 false 12412

ENSGALP00000024150 CID 31 - 39

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1180,66)" 4060 12413

ENSGALP00000034078 CID 41 - 50

NME/NM23 nucleoside 
diphosphate kinase 2 - 
CGNC Symbol 49549 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1186,62)" 1223 false 12414

ENSGALP00000025005 CID 15 - 24

RAD23 homolog B (S. 
cerevisiae) - CGNC Symbol 
11587 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1186,62)" 1223 false 12415

ENSGALP00000002828 CID 647 - 666

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2317,23)" 639 false 12416

ENSGALP00000016363 CID 260 - 270

heterochromatin protein 1 
binding protein 3 - CGNC 
Symbol 7661 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1319,77)" 595 12417

ENSGALP00000009122 CID 360 - 383
checkpoint kinase 2 - CGNC 
Symbol 4245 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2603,31)" 520 false 12418



ENSGALP00000041772 CID 84 - 97

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1524,77)" 8172 true 0.96 12419

ENSGALP00000040101 CID 35 - 48
myosin IXB - CGNC Symbol 
2718 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1525,90)" 8337 false 0.27 12420

ENSGALP00000020185 CID 132 - 145

Gallus gallus chromosome 5 
open reading frame human 
C14orf166 (C5H14ORF166) 
mRNA. - RefSeq mRNA 
NM_205369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1525,90)" 8337 true 0.27 12421

ENSGALP00000011990 CID 141 - 152

Hsap of 4: proteoglycan 2 
bone marrow (natural killer 
cell activator eosinophil 
granule major basic 
protein) - HGNC:9362 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1615,83)" 25241 false 12422

ENSGALP00000037170 CID 1,107 - 1,131

polymerase (RNA) II (DNA 
directed) polypeptide B 
140kDa - CGNC Symbol 
8655 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2907,45)" 1094 false 12423

ENSGALP00000023395 CID 304 - 329

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2967,64)" 720 true 0.33 12424

ENSGALP00000005367 CID 171 - 179

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 2 - 
CGNC Symbol 54930 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1142,67)" 673 false 12425



ENSGALP00000035366 CID 289 - 299

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - 
CGNC Symbol 54127 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1316,73)" 439 false 12426

ENSGALP00000004840 CID 251 - 260
replication protein A1 - 
CGNC Symbol 2225 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1316,73)" 439 false 12427

ENSGALP00000013053 CID 117 - 137

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 
50017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2646,25)" 2875 false 12428

ENSGALP00000032625 CID 274 - 286
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1453,78)" 3097 true 0.87 12429

ENSGALP00000036304 CID Oct-36

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2898,42)" 430 false 12430

ENSGALP00000022235 CID 2-Sep

CNDP dipeptidase 2 
(metallopeptidase M20 
family) - CGNC Symbol 
13892 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(952,55)" 1482 true 0.89 12431

ENSGALP00000015517 CID 480 - 488

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1115,62)" 1356 true 1.21 12432



ENSGALP00000032625 CID 274 - 286
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1461,83)" 2684 true 0.87 12433

ENSGALP00000015517 CID 480 - 488

solute carrier family 25 
(aspartate/glutamate 
carrier) member 13 - CGNC 
Symbol 7395 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1123,67)" 1638 true 1.21 12434

P04264 CID 344 - 355

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1366,81)" 556 false 12435

ENSGALP00000004871 CID 401 - 412

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1567,83)" 2602 false 1.01 12436

ENSGALP00000013843 CID 1,060 - 1,072
THO complex 2 - CGNC 
Symbol 6452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1567,83)" 2602 true 1.01 12437

ENSGALP00000038829 CID 145 - 155
Hsap of 9: DEAD-box 
helicase 19A - HGNC:25628 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1207,70)" 1030 true 1.45 12438

ENSGALP00000042659 CID 435 - 448

B-cell lymphoma/leukemia 
11B-like - CGNC Symbol 
63941 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1616,86)" 53996 true 0.12 12439



ENSGALP00000000509 CID 638 - 646

heterogeneous nuclear 
ribonucleoprotein M - 
CGNC Symbol 51167 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1227,65)" 1335 true 0.9 12440

ENSGALP00000003612 CID 2,264 - 2,275

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1463,85)" 2302 false 12441

ENSGALP00000003646 CID 88 - 100

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1493,78)" 2767 true 1.79 12442

ENSGALP00000003646 CID 88 - 100

glutamic-oxaloacetic 
transaminase 2 - CGNC 
Symbol 1656 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1497,81)" 4940 12443

ENSGALP00000039954 CID 339 - 351
Hsap of 1: formin like 1 - 
HGNC:1212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1587,78)" 3782 true 0.7 12444

ENSGALP00000006939 CID 486 - 501
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1699,90)" 8637 true 0.72 12445

ENSGALP00000041979 CID 80 - 91

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1444,91)" 2388 true 0.52 12446



ENSGALP00000039954 CID 339 - 351
Hsap of 1: formin like 1 - 
HGNC:1212 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1591,80)" 2632 12447

ENSGALP00000015623 CID 182 - 197

glutamyl-prolyl-tRNA 
synthetase - CGNC Symbol 
7307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1703,93)" 5637 false 12448

ENSGALP00000006939 CID 486 - 501
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1703,93)" 5637 12449

ENSGALP00000041979 CID 80 - 91

protein kinase cAMP-
dependent catalytic beta - 
CGNC Symbol 66476 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1452,96)" 878 true 0.52 12450

ENSGALP00000018643 CID 107 - 121
TNF alpha induced protein 
2 - CGNC Symbol 8698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1767,14)" 2506 12451

ENSGALP00000020185 CID 132 - 145

Gallus gallus chromosome 5 
open reading frame human 
C14orf166 (C5H14ORF166) 
mRNA. - RefSeq mRNA 
NM_205369 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1529,92)" 793 12452

ENSGALP00000025005 CID 282 - 300

RAD23 homolog B (S. 
cerevisiae) - CGNC Symbol 
11587 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2158,29)" 4584 true 0.56 12453



ENSGALP00000016361 CID 66 - 82
ribosomal protein S3A - 
CGNC Symbol 51748 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1984,01)" 582 12454

ENSGALP00000025005 CID 282 - 300

RAD23 homolog B (S. 
cerevisiae) - CGNC Symbol 
11587 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2162,31)" 2559 12455

ENSGALP00000007220 CID 162 - 176

zinc finger MYND-type 
containing 8 - CGNC Symbol 
3357 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1786,91)" 772 false 12456

ENSGALP00000014300 CID 36 - 52

DCN1 defective in cullin 
neddylation 1 domain 
containing 1 - CGNC Symbol 
6684 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2083,02)" 2095 true 0.7 12457

ENSGALP00000012163 CID 665 - 681

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2088,02)" 3719 true 0.81 12458

ENSGALP00000016196 CID 445 - 466

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2375,20)" 1050 false 12459

ENSGALP00000002366 CID 50 - 61

Mov10 Moloney leukemia 
virus 10 homolog (mouse) - 
CGNC Symbol 51112 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1386,80)" 612 12460



ENSGALP00000022772 CID 183 - 204

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2415,13)" 791 false 12461

ENSGALP00000035738 CID 234 - 255

poly(U) binding splicing 
factor 60KDa - CGNC 
Symbol 52777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2415,13)" 791 false 12462

ENSGALP00000002862 CID 529 - 541
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1488,79)" 10614 true 1.23 12463

ENSGALP00000026615 CID 709 - 719

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1189,81)" 2752 true 0.5 12464

ENSGALP00000005180 CID 71 - 81
glutathione synthetase - 
CGNC Symbol 2381 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1294,71)" 444 12465

ENSGALP00000026615 CID 709 - 719

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1193,84)" 1376 12466

ENSGALP00000009709 CID 500 - 516

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1840,98)" 8230 true 0.16 12467



ENSGALP00000029711 CID Feb-14

proteasome (prosome 
macropain) assembly 
chaperone 1 - CGNC Symbol 
11998 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1421,73)" 1077 12468

ENSGALP00000039157 CID 986 - 1,002
ATP citrate lyase - CGNC 
Symbol 2533 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2027,09)" 2888 true 0.91 12469

ENSGALP00000039157 CID 986 - 1,002
ATP citrate lyase - CGNC 
Symbol 2533 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2035,14)" 1874 true 0.91 12470

ENSGALP00000023099 CID 757 - 766
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1264,73)" 3380 false 12471

ENSGALP00000034108 CID 319 - 335
pyruvate kinase muscle - 
CGNC Symbol 1412 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(2003,15)" 508 false 12472

ENSGALP00000022436 CID 49 - 67
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2151,20)" 11134 true 0.11 12473

ENSGALP00000013964 CID 104 - 122
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2151,20)" 11134 true 0.11 12474



ENSGALP00000042665 CID 104 - 122
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2151,20)" 11134 true 0.11 12475

ENSGALP00000019435 CID Feb-20

SNU13 homolog small 
nuclear ribonucleoprotein 
(U4/U6.U5) - CGNC Symbol 
9043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2151,20)" 11134 false 0.11 12476

ENSGALP00000020884 CID 104 - 122
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2151,20)" 11134 true 0.11 12477

ENSGALP00000016822 CID 599 - 612
DEAH-box helicase 36 - 
CGNC Symbol 7873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1673,88)" 642 true 0.92 12478

ENSGALP00000003035 CID 65 - 84

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2184,25)" 900 true 0.88 12479

ENSGALP00000003035 CID 65 - 84

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2196,32)" 794 true 0.88 12480

ENSGALP00000016175 CID 307 - 323

ATP binding cassette 
subfamily E member 1 - 
CGNC Symbol 7569 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1978,00)" 1451 true 0.85 12481



ENSGALP00000016175 CID 307 - 323

ATP binding cassette 
subfamily E member 1 - 
CGNC Symbol 7569 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1982,02)" 1232 12482

ENSGALP00000002338 CID 97 - 115
splicing factor 3a subunit 3 - 
CGNC Symbol 1064 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2383,26)" 837 true 0.92 12483

ENSGALP00000005078 CID 39 - 53

Gallus gallus polymerase 
(DNA-directed) delta 
interacting protein 2 
(POLDIP2) mRNA. - RefSeq 
mRNA NM_001317356 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1443,85)" 2842 12484

ENSGALP00000026444 CID 220 - 231

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1443,85)" 2842 true 2.14 12485

ENSGALP00000015333 CID 239 - 251

TIA1 cytotoxic granule-
associated RNA binding 
protein - CGNC Symbol 
56693 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1581,84)" 18239 true 0.67 12486

ENSGALP00000020830 CID 243 - 251

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1180,65)" 12202 true 0.19 12487

ENSGALP00000015333 CID 239 - 251

TIA1 cytotoxic granule-
associated RNA binding 
protein - CGNC Symbol 
56693 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1585,87)" 8441 12488



ENSGALP00000018179 CID 328 - 342

SEC31 homolog A (S. 
cerevisiae) - CGNC Symbol 
8479 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1597,86)" 1382 true 1.04 12489

ENSGALP00000014300 CID 36 - 52

DCN1 defective in cullin 
neddylation 1 domain 
containing 1 - CGNC Symbol 
6684 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2087,05)" 927 12490

ENSGALP00000003617 CID 25 - 47
ADP-ribosylhydrolase like 2 - 
CGNC Symbol 1642 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2405,25)" 1108 false 12491

ENSGALP00000025165 CID 200 - 209

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1319,76)" 7465 true 0.65 12492

ENSGALP00000042659 CID 435 - 448

B-cell lymphoma/leukemia 
11B-like - CGNC Symbol 
63941 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1620,88)" 6296 12493

ENSGALP00000043475 CID 216 - 239
nucleolar protein 9 - CGNC 
Symbol 55846 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2704,38)" 2761 true 0.36 12494

ENSGALP00000003012 CID 130 - 155
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3021,57)" 1592 false 12495



ENSGALP00000003381 CID 602 - 610
aconitase 1 soluble - CGNC 
Symbol 48955 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1138,61)" 2315 true 0.45 12496

ENSGALP00000026406 CID 255 - 272

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2042,10)" 2227 false 12497

ENSGALP00000018029 CID 65 - 83
glutaredoxin 5 - CGNC 
Symbol 8413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2042,10)" 2227 true 0.44 12498

ENSGALP00000039316 CID 313 - 325
protein kinase C theta - 
CGNC Symbol 57974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1439,81)" 415 false 12499

ENSGALP00000018029 CID 65 - 83
glutaredoxin 5 - CGNC 
Symbol 8413 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(2046,14)" 780 12500

ENSGALP00000023188 CID 49 - 56

heterogeneous nuclear 
ribonucleoprotein A/B - 
CGNC Symbol 49727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(984,59)" 23127 false 12501

ENSGALP00000021708 CID 71 - 78
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(984,59)" 23127 12502



ENSGALP00000020445 CID 811 - 821

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1391,76)" 1681 false 4.71* 12503

ENSGALP00000011689 CID 103 - 111

prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 
5464 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1184,68)" 647 false 1.02 12504

ENSGALP00000020830 CID 243 - 251

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1184,68)" 647 12505

ENSGALP00000027036 CID 87 - 98

CCR4-NOT transcription 
complex subunit 11 - CGNC 
Symbol 12583 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1447,82)" 4270 true 0.39 12506

ENSGALP00000040337 CID 271 - 282
G1 to S phase transition 1 - 
CGNC Symbol 54531 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1447,82)" 4270 false 12507

ENSGALP00000016536 CID 391 - 405
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1771,95)" 2307 12508

ENSGALP00000010153 CID 689 - 703

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1548,96)" 3250 true 0.61 12509



ENSGALP00000003012 CID 26 - 44
malate dehydrogenase 2 - 
CGNC Symbol 1378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1849,17)" 696 true 0.97 12510

ENSGALP00000024868 CID 2-Aug

RAB2A member RAS 
oncogene family - CGNC 
Symbol 49674 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(949,54)" 805 true 0.71 12511

ENSGALP00000010153 CID 689 - 703

proteasome 26S subunit 
non-ATPase 2 - CGNC 
Symbol 4727 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1552,98)" 1991 12512

ENSGALP00000003012 CID 26 - 44
malate dehydrogenase 2 - 
CGNC Symbol 1378 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1857,22)" 676 true 0.97 12513

ENSGALP00000021907 CID 117 - 132

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member E - CGNC Symbol 
52680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2033,96)" 2216 12514

P04264 CID 252 - 267

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2033,96)" 2216 12515

ENSGALP00000004417 CID 88 - 107

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2206,16)" 2231 12516



ENSGALP00000018987 CID Feb-14
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1389,67)" 6124 12517

ENSGALP00000004614 CID 787 - 797

thyroid hormone receptor 
interactor 12 - CGNC 
Symbol 2117 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1251,66)" 5432 false 1.66 12518

ENSGALP00000041772 CID 84 - 97

nudix (nucleoside 
diphosphate linked moiety 
X)-type motif 16-like 1 - 
CGNC Symbol 20168 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1528,80)" 5927 12519

ENSGALP00000013963 CID 119 - 132

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1580,76)" 538 false 12520

ENSGALP00000017386 CID 278 - 287
adenylosuccinate synthase - 
CGNC Symbol 53408 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1287,69)" 5437 true 0.63 12521

ENSGALP00000040938 CID 79 - 89

thioredoxin related 
transmembrane protein 4 - 
CGNC Symbol 6720 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1287,69)" 5437 false 0.63 12522

ENSGALP00000016536 CID 391 - 405
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1767,93)" 782 true 2.21 12523



ENSGALP00000017386 CID 278 - 287
adenylosuccinate synthase - 
CGNC Symbol 53408 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1291,72)" 2682 12524

ENSGALP00000003612 CID 1,182 - 1,193

CCR4-NOT transcription 
complex subunit 1 - CGNC 
Symbol 64685 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1320,74)" 1982 false 12525

ENSGALP00000008273 CID 606 - 616
PHD finger protein 2 - CGNC 
Symbol 3843 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1320,74)" 1982 false 12526

ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1946,99)" 15942 true 0.85 12527

ENSGALP00000012344 CID 156 - 168
heme oxygenase 2 - CGNC 
Symbol 5763 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1499,84)" 2705 12528

ENSGALP00000002348 CID 857 - 870

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1549,84)" 5716 true 0.68 12529

ENSGALP00000012163 CID 665 - 681

transcription elongation 
regulator 1 - CGNC Symbol 
5680 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2092,02)" 1939 12530



ENSGALP00000039645 CID Feb-19

RNA pseudouridylate 
synthase domain containing 
2 - HGNC:24180 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1949,09)" 436 false 14.16 12531

ENSGALP00000041554 CID 619 - 636
GEM interacting protein - 
HGNC:24852 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2017,07)" 1009 true 1.45 12532

ENSGALP00000004840 CID 242 - 250
replication protein A1 - 
CGNC Symbol 2225 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1176,70)" 753 true 1.4 12533

ENSGALP00000008356 CID 49 - 65

NEDD8 activating enzyme 
E1 subunit 1 - CGNC Symbol 
50078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1800,01)" 10378 true 0.47 12534

ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear 
ribonucleoprotein H1 (H) - 
CGNC Symbol 49193 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2029,02)" 7367 12535

ENSGALP00000008356 CID 49 - 65

NEDD8 activating enzyme 
E1 subunit 1 - CGNC Symbol 
50078 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1804,03)" 4276 12536

ENSGALP00000021294 CID 160 - 178

NOP2/Sun RNA 
methyltransferase family 
member 2 - CGNC Symbol 
9878 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2143,14)" 1650 false 12537



ENSGALP00000004417 CID 88 - 107

phosphogluconate 
dehydrogenase - CGNC 
Symbol 2017 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2202,15)" 697 true 2.07 12538

ENSGALP00000007780 CID 129 - 152

phosphopantothenoylcystei
ne synthetase - CGNC 
Symbol 66161 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2347,32)" 1577 true 0.71 12539

ENSGALP00000043196 CID 13 - 31
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2104,03)" 10566 true 0.26 12540

ENSGALP00000007780 CID 129 - 152

phosphopantothenoylcystei
ne synthetase - CGNC 
Symbol 66161 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2351,33)" 824 12541

ENSGALP00000004962 CID 462 - 483
tripartite motif containing 
25 - CGNC Symbol 2279 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2135,16)" 815 12542

ENSGALP00000024854 CID 39 - 48

mitochondrial pyruvate 
carrier 2 - CGNC Symbol 
11506 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1295,73)" 1915 true 0.51 12543

ENSGALP00000037524 CID 254 - 274
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2437,22)" 33290 true 0.38 12544



ENSGALP00000016978 CID 244 - 264
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2437,22)" 33290 true 0.38 12545

ENSGALP00000018454 CID 265 - 285
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2437,22)" 33290 true 0.38 12546

ENSGALP00000004546 CID 157 - 177

alveolar soft part sarcoma 
chromosome region 
candidate 1 - CGNC Symbol 
2085 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2437,22)" 33290 false 0.38 12547

ENSGALP00000036688 CID 244 - 264
tubulin alpha 8a - CGNC 
Symbol 262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2437,22)" 33290 true 0.38 12548

P35527 CID 164 - 184

Keratin, type I cytoskeletal 
9 OS=Homo sapiens 
GN=KRT9 PE=1 SV=3 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2437,22)" 33290 12549

ENSGALP00000004546 CID 157 - 177

alveolar soft part sarcoma 
chromosome region 
candidate 1 - CGNC Symbol 
2085 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2441,25)" 11740 false 0.38 12550

ENSGALP00000036688 CID 244 - 264
tubulin alpha 8a - CGNC 
Symbol 262 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2441,25)" 11740 12551



ENSGALP00000037524 CID 254 - 274
tubulin alpha 4a - CGNC 
Symbol 65758 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2441,25)" 11740 12552

ENSGALP00000018454 CID 265 - 285
tubulin alpha 4b - CGNC 
Symbol 65790 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2441,25)" 11740 12553

ENSGALP00000033974 CID 1,013 - 1,033

RGD motif leucine rich 
repeats tropomodulin 
domain and proline-rich 
containing - CGNC Symbol 
1280 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2441,25)" 11740 12554

ENSGALP00000016978 CID 244 - 264
tubulin alpha-3 chain-like - 
CGNC Symbol 52325 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2441,25)" 11740 12555

ENSGALP00000007705 CID 37 - 48

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1570,96)" 32140 true 0.73 12556

ENSGALP00000023059 CID 385 - 398

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1616,89)" 560 false 12557

ENSGALP00000025754 CID 117 - 127
serine/threonine kinase 3 - 
CGNC Symbol 52437 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1273,73)" 750 false 12558



ENSGALP00000005971 CID 120 - 135
annexin A2 - CGNC Symbol 
49740 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1823,92)" 499 12559

ENSGALP00000021949 CID 867 - 884

protein phosphatase 6 
regulatory subunit 2 - CGNC 
Symbol 10141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1823,92)" 499 12560

ENSGALP00000009121 CID 549 - 561
glycyl-tRNA synthetase - 
CGNC Symbol 4244 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1513,85)" 1622 false 12561

ENSGALP00000040638 CID 585 - 610 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3005,74)" 5320 true 0.33 12562

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3295,55)" 16303 true 2.7 12563

ENSGALP00000015657 CID 257 - 284
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3295,55)" 16303 true 2.7 12564

ENSGALP00000032358 CID 559 - 565

structural maintenance of 
chromosomes 4 - CGNC 
Symbol 7271 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(826,46)" 385 false 12565



ENSGALP00000026664 CID 1,097 - 1,106

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1208,63)" 681 true 1.46 12566

ENSGALP00000006038 CID 66 - 77
ribophorin II - CGNC Symbol 
2792 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1383,76)" 6319 12567

ENSGALP00000003012 CID 257 - 268
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1383,76)" 6319 true 1.79 12568

ENSGALP00000038209 CID 244 - 253

endoplasmic reticulum 
protein 29 - CGNC Symbol 
50366 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1161,73)" 1501 true 1.65 12569

ENSGALP00000038979 CID 303 - 312

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1161,73)" 1501 12570

ENSGALP00000014768 CID 484 - 492
EH-domain containing 3 - 
CGNC Symbol 51465 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1161,73)" 1501 12571

ENSGALP00000003012 CID 257 - 268
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1391,80)" 11295 true 1.79 12572



ENSGALP00000038209 CID 244 - 253

endoplasmic reticulum 
protein 29 - CGNC Symbol 
50366 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1169,78)" 2032 true 1.65 12573

ENSGALP00000018987 CID Feb-14
t-complex 1 - CGNC Symbol 
8842 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1405,67)" 434 12574

ENSGALP00000003012 CID 257 - 268
malate dehydrogenase 2 - 
CGNC Symbol 1378 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1407,80)" 851 true 2.34 12575

ENSGALP00000002348 CID 857 - 870

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1553,87)" 3400 12576

ENSGALP00000035478 CID 508 - 519
filamin B beta - CGNC 
Symbol 49141 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1430,80)" 2160 false 12577

ENSGALP00000020874 CID 200 - 211
pre-mRNA processing factor 
4B - CGNC Symbol 9712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1430,80)" 2160 false 2.05 12578

ENSGALP00000041744 CID 148 - 159

SEC22 homolog B vesicle 
trafficking protein - CGNC 
Symbol 52179 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1430,80)" 2160 12579



ENSGALP00000038774 CID 68 - 79
argininosuccinate synthase 
1 - CGNC Symbol 50457 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1539,80)" 4703 12580

ENSGALP00000008953 CID 343 - 355

eukaryotic translation 
initiation factor 4 gamma 2 - 
CGNC Symbol 4160 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1571,81)" 450 12581

ENSGALP00000027317 CID 122 - 134

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1538,94)" 13423 true 0.37 12582

ENSGALP00000011775 CID 2,096 - 2,110

GCN1 eIF2 alpha kinase 
activator homolog - CGNC 
Symbol 5500 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1547,90)" 2421 false 12583

ENSGALP00000020852 CID 113 - 127
signal sequence receptor 
alpha - CGNC Symbol 9701 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1713,82)" 542 true 0.6 12584

ENSGALP00000039316 CID 326 - 340
protein kinase C theta - 
CGNC Symbol 57974 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1552,86)" 696 true 0.51 12585

ENSGALP00000006965 CID 404 - 417

VPS35 retromer complex 
component - CGNC Symbol 
3222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1658,97)" 2376 true 0.91 12586



ENSGALP00000006527 CID 279 - 292

translocase of outer 
mitochondrial membrane 
34 - CGNC Symbol 3015 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1658,97)" 2376 12587

ENSGALP00000029109 CID 283 - 295

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1566,88)" 7977 true 0.61 12588

ENSGALP00000006965 CID 404 - 417

VPS35 retromer complex 
component - CGNC Symbol 
3222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1663,00)" 2174 12589

ENSGALP00000043196 CID 13 - 31
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2108,05)" 1539 12590

ENSGALP00000042680 CID Feb-18

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1905,88)" 2452 true 0.96 12591

ENSGALP00000023961 CID 252 - 266

mannosidase alpha class 1A 
member 1 - CGNC Symbol 
11043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1850,98)" 1915 true 0.57 12592

ENSGALP00000042680 CID Feb-18

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1909,90)" 2345 true 0.96 12593



ENSGALP00000005122 CID 34 - 49

LSM1 homolog mRNA 
degradation associated - 
CGNC Symbol 2356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1898,04)" 5183 true 1.09 12594

ENSGALP00000016481 CID 34 - 46

Sec23 homolog A (S. 
cerevisiae) - CGNC Symbol 
7715 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1449,94)" 552 false 12595

ENSGALP00000019967 CID 342 - 364

alcohol dehydrogenase 5 
(class III) chi polypeptide - 
CGNC Symbol 9300 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2812,50)" 1404 false 12596

ENSGALP00000000613 CID 724 - 735
nucleoporin 160kDa - CGNC 
Symbol 54143 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1466,87)" 2655 true 0.6 12597

ENSGALP00000026044 CID 720 - 725

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(843,47)" 1434 12598

ENSGALP00000015897 CID 2,246 - 2,257
golgin B1 - CGNC Symbol 
7433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1470,88)" 518 false 12599

ENSGALP00000027700 CID 4,142 - 4,151

dynein cytoplasmic 2 heavy 
chain 1 - CGNC Symbol 
12906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1203,69)" 1922 12600



ENSGALP00000025629 CID 164 - 179
RNA binding motif protein 
12B - CGNC Symbol 51213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2007,07)" 1183 true 0.9 12601

ENSGALP00000006578 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1221,72)" 223609 12602

ENSGALP00000036122 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1221,72)" 223609 12603

ENSGALP00000039133 CID 195 - 204

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1221,72)" 223609 12604

ENSGALP00000010888 CID 218 - 227

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1221,72)" 223609 12605

ENSGALP00000028746 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1221,72)" 223609 12606

ENSGALP00000025629 CID 164 - 179
RNA binding motif protein 
12B - CGNC Symbol 51213 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2015,09)" 1068 true 0.9 12607



ENSGALP00000009408 CID 301 - 313
acetyl-CoA acyltransferase 
1 - CGNC Symbol 4375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1408,87)" 3581 true 0.9 12608

ENSGALP00000020915 CID 162 - 180

GDP-mannose 4 6-
dehydratase - CGNC Symbol 
9729 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2223,18)" 2916 12609

ENSGALP00000009408 CID 301 - 313
acetyl-CoA acyltransferase 
1 - CGNC Symbol 4375 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1412,90)" 2752 12610

ENSGALP00000026511 CID 289 - 303

family with sequence 
similarity 49 member A - 
CGNC Symbol 12326 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1683,89)" 392 12611

ENSGALP00000015719 CID 1,756 - 1,764
AT-rich interaction domain 
2 - CGNC Symbol 7350 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1106,66)" 416 false 12612

ENSGALP00000006939 CID 300 - 313
annexin A6 - CGNC Symbol 
49340 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1696,86)" 2239 false 12613

ENSGALP00000039504 CID Feb-16

v-rel avian 
reticuloendotheliosis viral 
oncogene homolog - CGNC 
Symbol 5934 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1790,89)" 2953 12614



ENSGALP00000039872 CID 412 - 433

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2436,29)" 12094 true 0.21 12615

ENSGALP00000039872 CID 412 - 433

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2440,31)" 2247 12616

ENSGALP00000042665 CID 104 - 121
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1991,02)" 3481 12617

ENSGALP00000013964 CID 104 - 121
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1991,02)" 3481 12618

ENSGALP00000022436 CID 49 - 66
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1991,02)" 3481 12619

ENSGALP00000020884 CID 104 - 121
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1991,02)" 3481 12620

ENSGALP00000005161 CID 50 - 70

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2485,28)" 792 true 1.14 12621



ENSGALP00000005161 CID 50 - 70

signal transducer and 
activator of transcription 3 
(acute-phase response 
factor) - CGNC Symbol 2374 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2489,30)" 901 12622

ENSGALP00000002862 CID 575 - 581
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(859,51)" 1496 12623

ENSGALP00000024116 CID 1,304 - 1,310

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(859,51)" 1496 12624

ENSGALP00000026511 CID 102 - 123

family with sequence 
similarity 49 member A - 
CGNC Symbol 12326 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2586,38)" 1262 12625

ENSGALP00000014280 CID 34 - 46

Sec23 homolog B (S. 
cerevisiae) - CGNC Symbol 
50333 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1510,88)" 4249 true 0.41 12626

ENSGALP00000026664 CID 1,937 - 1,946

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1196,71)" 805 false 12627

ENSGALP00000026130 CID 1,120 - 1,132

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1371,80)" 5018 true 0.73 12628



ENSGALP00000038677 CID 117 - 130

phosphoglycerate mutase 1 
(brain) - CGNC Symbol 
53524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1739,97)" 1153 false 12629

ENSGALP00000026130 CID 1,120 - 1,132

ubiquitin specific peptidase 
9 X-linked - CGNC Symbol 
50795 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1375,83)" 3213 12630

ENSGALP00000014280 CID 34 - 46

Sec23 homolog B (S. 
cerevisiae) - CGNC Symbol 
50333 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1514,90)" 5317 12631

ENSGALP00000011635 CID 1-Aug

Gallus gallus syntaxin 
binding protein 1 (STXBP1) 
mRNA. - RefSeq mRNA 
NM_001305648 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1028,54)" 470 12632

ENSGALP00000037708 CID 177 - 192

proteasome 26S subunit 
ATPase 3 - CGNC Symbol 
6143 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1934,06)" 525 false 12633

ENSGALP00000023456 CID 140 - 149

selenophosphate 
synthetase 1 - CGNC 
Symbol 10819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1173,73)" 1422 false 12634

ENSGALP00000019695 CID 474 - 490

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2082,11)" 6345 12635



ENSGALP00000040101 CID 584 - 600
myosin IXB - CGNC Symbol 
2718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2082,11)" 6345 true 0.83 12636

ENSGALP00000002348 CID 287 - 296

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1286,83)" 845 false 12637

ENSGALP00000023214 CID 472 - 483

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1341,82)" 1597 false 12638

ENSGALP00000040101 CID 584 - 600
myosin IXB - CGNC Symbol 
2718 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2090,15)" 5295 true 0.83 12639

ENSGALP00000019695 CID 474 - 490

poly (ADP-ribose) 
polymerase family member 
14 - CGNC Symbol 9152 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2090,15)" 5295 false 2.17 12640

ENSGALP00000007458 CID 1,252 - 1,262
protein kinase N3 - CGNC 
Symbol 50459 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1300,84)" 2367 12641

ENSGALP00000009420 CID 339 - 350

coatomer protein complex 
subunit gamma 1 - CGNC 
Symbol 4382 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1300,84)" 2367 true 0.91 12642



ENSGALP00000015246 CID 186 - 197
peroxiredoxin 3 - CGNC 
Symbol 7123 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1355,83)" 2058 true 0.78 12643

ENSGALP00000009420 CID 339 - 350

coatomer protein complex 
subunit gamma 1 - CGNC 
Symbol 4382 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1308,90)" 2144 true 0.91 12644

ENSGALP00000015719 CID 1,762 - 1,772
AT-rich interaction domain 
2 - CGNC Symbol 7350 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1308,90)" 2144 12645

ENSGALP00000019192 CID 382 - 402

uridine monophosphate 
synthetase - CGNC Symbol 
8931 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2286,08)" 1684 false 12646

ENSGALP00000041511 CID 219 - 230

HSPA (heat shock 70kDa) 
binding protein cytoplasmic 
cochaperone 1 - CGNC 
Symbol 64131 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1337,84)" 1314 false 12647

ENSGALP00000040189 CID 63 - 81

enoyl CoA hydratase short 
chain 1 mitochondrial - 
CGNC Symbol 56301 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2216,19)" 4558 12648

ENSGALP00000023085 CID 417 - 441
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2836,35)" 420 true 2.2 12649



ENSGALP00000015409 CID 442 - 466
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2836,35)" 420 true 2.2 12650

ENSGALP00000007680 CID 152 - 166
ribosomal protein L6 - 
CGNC Symbol 48978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1539,95)" 19023 true 0.23 12651

ENSGALP00000002348 CID 2,875 - 2,896

zinc finger ZZ-type and EF-
hand domain containing 1 - 
CGNC Symbol 1069 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2569,37)" 868 12652

ENSGALP00000015409 CID 442 - 466
actinin alpha 1 - CGNC 
Symbol 48956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2840,37)" 1253 12653

ENSGALP00000023085 CID 417 - 441
actinin alpha 4 - CGNC 
Symbol 49612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2840,37)" 1253 12654

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 
1 H4-VI germinal H4 (similar 
to human histone cluster 1 
class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA 
NM_001037845 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1526,88)" 1445 false 12655

ENSGALP00000039954 CID 399 - 409
Hsap of 1: formin like 1 - 
HGNC:1212 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1414,76)" 452 false 0.24 12656



ENSGALP00000004013 CID 607 - 624 talin 1 - CGNC Symbol 1830 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1943,18)" 710 12657

ENSGALP00000008128 CID 1,185 - 1,206
nucleoporin 210kDa - CGNC 
Symbol 3777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2589,45)" 873 false 12658

ENSGALP00000000316 CID 417 - 430
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1520,86)" 487 true 1.87 12659

ENSGALP00000011822 CID 243 - 257

proteasome 26S subunit 
non-ATPase 6 - CGNC 
Symbol 5531 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1631,96)" 14157 true 0.64 12660

ENSGALP00000039133 CID 74 - 97

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2779,47)" 572 false 12661

ENSGALP00000000316 CID 417 - 430
major vault protein - CGNC 
Symbol 136 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1524,88)" 1341 12662

ENSGALP00000011822 CID 243 - 257

proteasome 26S subunit 
non-ATPase 6 - CGNC 
Symbol 5531 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1635,99)" 8571 12663



ENSGALP00000040638 CID 585 - 610 no description available 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3013,79)" 1287 true 0.33 12664

ENSGALP00000005971 CID 50 - 63
annexin A2 - CGNC Symbol 
49740 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1588,91)" 2539 12665

ENSGALP00000011491 CID 175 - 189

pyruvate dehydrogenase 
(lipoamide) beta - CGNC 
Symbol 5364 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1643,90)" 14962 false 12666

ENSGALP00000012883 CID 337 - 349

Gallus gallus recombination 
activating gene 2 (RAG2) 
mRNA. - RefSeq mRNA 
NM_001305057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1643,90)" 14962 false 12667

ENSGALP00000001411 CID 267 - 280

sorting nexin family 
member 27 - CGNC Symbol 
636 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1539,95)" 6557 false 0.18 12668

ENSGALP00000006300 CID 380 - 393

adaptor-related protein 
complex 1 mu 1 subunit - 
CGNC Symbol 51191 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1685,91)" 8846 true 0.4 12669

ENSGALP00000006300 CID 380 - 393

adaptor-related protein 
complex 1 mu 1 subunit - 
CGNC Symbol 51191 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1689,94)" 3139 12670



ENSGALP00000042680 CID 257 - 284

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3279,52)" 2712 false 12671

ENSGALP00000015657 CID 257 - 284
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3279,52)" 2712 false 12672

ENSGALP00000007680 CID 152 - 166
ribosomal protein L6 - 
CGNC Symbol 48978 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1543,98)" 3925 12673

ENSGALP00000019755 CID Feb-19

eukaryotic translation 
initiation factor 3 subunit M 
- CGNC Symbol 9182 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2045,99)" 5289 12674

ENSGALP00000015657 CID 257 - 284
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3287,50)" 5563 true 2.7 12675

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3287,50)" 5563 true 2.7 12676

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3311,53)" 1778 false 12677



ENSGALP00000015657 CID 257 - 284
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3311,53)" 1778 false 12678

ENSGALP00000005662 CID 106 - 122

karyopherin alpha 2 (RAG 
cohort 1 importin alpha 1) - 
CGNC Symbol 50505 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1930,18)" 530 false 12679

ENSGALP00000009351 CID 212 - 230

protein phosphatase 1 
regulatory subunit 7 - CGNC 
Symbol 4354 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2141,21)" 4157 true 2.36 12680

ENSGALP00000023242 CID Feb-21

coiled-coil domain 
containing 58 - CGNC 
Symbol 10725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2326,05)" 1072 12681

ENSGALP00000039270 CID 338 - 356

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2146,21)" 927 false 12682

ENSGALP00000019252 CID 983 - 1,001

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2146,21)" 927 12683

ENSGALP00000017386 CID 244 - 264
adenylosuccinate synthase - 
CGNC Symbol 53408 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2349,19)" 1310 12684



ENSGALP00000011717 CID 142 - 153
ribosomal protein large P0 - 
CGNC Symbol 49505 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(1373,80)" 725 true 1.3 12685

ENSGALP00000039757 CID 169 - 187
hypoxia up-regulated 1 - 
CGNC Symbol 53307 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2152,22)" 2353 12686

ENSGALP00000038912 CID 72 - 92
alpha-D-globin - CGNC 
Symbol 50309 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2401,21)" 57374 true 1.35 12687

ENSGALP00000028746 CID 92 - 103

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1474,77)" 988 true 1.61 12688

ENSGALP00000006578 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1233,70)" 20854 true 2.12 12689

ENSGALP00000010888 CID 218 - 227

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1233,70)" 20854 true 2.12 12690

ENSGALP00000028746 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1233,70)" 20854 true 2.12 12691



ENSGALP00000039133 CID 195 - 204

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1233,70)" 20854 true 2.12 12692

ENSGALP00000036122 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1233,70)" 20854 true 2.12 12693

ENSGALP00000015160 CID 1,679 - 1,687

A kinase (PRKA) anchor 
protein 9 - CGNC Symbol 
49433 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr12

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-12/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr12/"MS/MS_(1236,71)" 1184 12694

ENSGALP00000028746 CID 92 - 103

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1482,82)" 1592 true 1.61 12695

ENSGALP00000015986 CID 903 - 910
integrator complex subunit 
7 - CGNC Symbol 7478 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(868,53)" 3288 false 0.78 12696

ENSGALP00000002862 CID 395 - 401
arginyl-tRNA synthetase - 
CGNC Symbol 1305 161122_VP007_TuvsT_OFFGEL_FASP_DiM_Fr11

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-11/Trypsin/LC-
226/161122_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr11/"MS/MS_(984,60)" 456 12697

ENSGALP00000010510 CID 362 - 384
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2324,24)" 1185 false 12698



ENSGALP00000020445 CID 1,302 - 1,322

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2508,19)" 3588 true 0.6 12699

ENSGALP00000020445 CID 1,302 - 1,322

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2512,22)" 1885 12700

ENSGALP00000024116 CID 81 - 90

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1197,67)" 787 false 12701

ENSGALP00000036760 CID 229 - 237

centrosomal protein 
135kDa - CGNC Symbol 
10315 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1168,66)" 3213 12702

ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1251,67)" 31577 true 1.91 12703

ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1255,69)" 60254 12704

ENSGALP00000012086 CID 55 - 80

glutamic-oxaloacetic 
transaminase 1 soluble - 
CGNC Symbol 5645 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2964,61)" 1185 true 0.71 12705



ENSGALP00000023059 CID 109 - 116

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1052,62)" 2864 true 0.36 12706

ENSGALP00000023099 CID Aug-17
histocompatibility (minor) 
HA-1 - CGNC Symbol 51181 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1189,68)" 830 false 1.53 12707

ENSGALP00000020445 CID 1,677 - 1,694

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2076,98)" 4376 true 0.96 12708

ENSGALP00000039265 CID 329 - 343
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1740,93)" 849 false 12709

ENSGALP00000020445 CID 1,677 - 1,694

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2081,04)" 5423 12710

ENSGALP00000013843 CID 41 - 55
THO complex 2 - CGNC 
Symbol 6452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1785,97)" 6732 true 0.15 12711

ENSGALP00000013843 CID 41 - 55
THO complex 2 - CGNC 
Symbol 6452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1789,99)" 2981 12712



ENSGALP00000020445 CID 1,302 - 1,322

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2480,16)" 438 12713

ENSGALP00000004641 CID 342 - 362
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2485,22)" 761 false 12714

ENSGALP00000041554 CID 690 - 699
GEM interacting protein - 
HGNC:24852 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1134,59)" 4965 12715

ENSGALP00000020445 CID 1,250 - 1,260

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1334,79)" 1615 false 0.48 12716

ENSGALP00000004641 CID 1,321 - 1,341
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2251,21)" 7818 true 0.63 12717

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2255,29)" 113703 true 0.68 12718

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 
numatrin) - CGNC Symbol 
49698 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2271,27)" 7524 true 0.82 12719



ENSGALP00000016822 CID 319 - 330
DEAH-box helicase 36 - 
CGNC Symbol 7873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1424,87)" 654 false 12720

ENSGALP00000003035 CID 255 - 266

polypyrimidine tract 
binding protein 1 - CGNC 
Symbol 1388 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1424,87)" 654 false 12721

ENSGALP00000014374 CID 80 - 92
malate dehydrogenase 1 - 
CGNC Symbol 6725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1427,78)" 487 true 1.11 12722

ENSGALP00000008128 CID 1,278 - 1,289
nucleoporin 210kDa - CGNC 
Symbol 3777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1431,81)" 539 false 0.85 12723

ENSGALP00000014374 CID 80 - 92
malate dehydrogenase 1 - 
CGNC Symbol 6725 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1431,81)" 539 12724

ENSGALP00000027317 CID 715 - 726

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1540,80)" 1240 true 0.38 12725

ENSGALP00000027317 CID 715 - 726

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1544,82)" 476 12726



ENSGALP00000038912 CID 72 - 92
alpha-D-globin - CGNC 
Symbol 50309 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2405,23)" 74690 12727

ENSGALP00000029109 CID 169 - 183

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1677,95)" 14050 true 0.85 12728

ENSGALP00000006566 CID 33 - 48

serine/arginine-rich splicing 
factor 10 - CGNC Symbol 
51061 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1945,01)" 2334 true 0.49 12729

ENSGALP00000038912 CID 72 - 92
alpha-D-globin - CGNC 
Symbol 50309 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2417,21)" 2431 true 1.37 12730

ENSGALP00000029109 CID 169 - 183

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1681,97)" 11988 12731

ENSGALP00000022392 CID 384 - 402
transportin 3 - CGNC 
Symbol 10345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2125,10)" 447 false 12732

ENSGALP00000008273 CID 959 - 978
PHD finger protein 2 - CGNC 
Symbol 3843 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2125,10)" 447 12733



ENSGALP00000038912 CID 72 - 92
alpha-D-globin - CGNC 
Symbol 50309 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2421,22)" 3336 12734

ENSGALP00000013491 CID 623 - 637

inositol 1 4 5-trisphosphate 
receptor type 1 - CGNC 
Symbol 49305 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1699,95)" 1077 true 2.21 12735

ENSGALP00000009665 CID 944 - 950

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(858,52)" 1675 false 1.22 12736

ENSGALP00000002839 CID 1,049 - 1,055
exportin 7 - CGNC Symbol 
1294 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(858,52)" 1675 12737

ENSGALP00000009709 CID 245 - 260

minichromosome 
maintenance complex 
component 2 - CGNC 
Symbol 4524 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1880,04)" 1197 false 12738

ENSGALP00000001480 CID 434 - 442
myeloperoxidase - CGNC 
Symbol 50519 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1087,66)" 1674 false 12739

ENSGALP00000008236 CID 1,449 - 1,468
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2395,20)" 459 false 12740



ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1267,66)" 3379 true 0.58 12741

ENSGALP00000027036 CID 107 - 132

CCR4-NOT transcription 
complex subunit 11 - CGNC 
Symbol 12583 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2717,34)" 389 12742

ENSGALP00000007379 CID 91 - 114

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity 
polypeptide 2 - CGNC 
Symbol 49773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2717,34)" 389 false 12743

ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1271,68)" 6053 12744

ENSGALP00000017288 CID 236 - 245

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1276,76)" 2393 12745

ENSGALP00000002525 CID 261 - 287
septin 9 - CGNC Symbol 
50494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2956,53)" 700 true 1.01 12746

ENSGALP00000005520 CID 59 - 74

aldehyde dehydrogenase 9 
family member A1 - CGNC 
Symbol 2550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1862,06)" 1640 12747



ENSGALP00000010214 CID 13 - 29

Gallus gallus macrophage 
migration inhibitory factor 
(glycosylation-inhibiting 
factor) (MIF) mRNA. - 
RefSeq mRNA 
NM_001305091 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1862,06)" 1640 true 0.69 12748

ENSGALP00000025606 CID 220 - 247

eukaryotic translation 
elongation factor 1 alpha 1 - 
CGNC Symbol 48980 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3085,67)" 2197 false 12749

ENSGALP00000006566 CID 33 - 48

serine/arginine-rich splicing 
factor 10 - CGNC Symbol 
51061 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1949,03)" 521 12750

ENSGALP00000023274 CID Feb-19

non-SMC condensin I 
complex subunit D2 - CGNC 
Symbol 50724 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2044,01)" 1303 12751

ENSGALP00000009665 CID 317 - 327

coatomer protein complex 
subunit beta 1 - CGNC 
Symbol 4506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1342,77)" 490 false 12752

ENSGALP00000027982 CID 60 - 70

stromal interaction 
molecule 1 - CGNC Symbol 
13037 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1390,72)" 2468 false 1.29 12753

ENSGALP00000014813 CID 254 - 264
dipeptidyl-peptidase 7 - 
CGNC Symbol 6929 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1390,72)" 2468 12754



ENSGALP00000037772 CID 27 - 39

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC 
Symbol 7291 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1392,78)" 5559 12755

ENSGALP00000005262 CID 191 - 205

Fas associated factor family 
member 2 - CGNC Symbol 
2423 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1726,95)" 4989 true 0.46 12756

ENSGALP00000005262 CID 191 - 205

Fas associated factor family 
member 2 - CGNC Symbol 
2423 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1730,95)" 2662 12757

ENSGALP00000013622 CID 176 - 189
5'-3' exoribonuclease 2 - 
CGNC Symbol 6344 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1757,95)" 76562 false 0.36 12758

ENSGALP00000007822 CID 224 - 239

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1757,95)" 76562 true 0.36 12759

ENSGALP00000010214 CID 13 - 29

Gallus gallus macrophage 
migration inhibitory factor 
(glycosylation-inhibiting 
factor) (MIF) mRNA. - 
RefSeq mRNA 
NM_001305091 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1854,01)" 2255 true 0.69 12760

ENSGALP00000020445 CID 210 - 225

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1783,02)" 15822 true 0.66 12761



ENSGALP00000029109 CID 169 - 183

proteasome 26S subunit 
non-ATPase 3 - CGNC 
Symbol 15224 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1649,91)" 620 12762

ENSGALP00000016196 CID 90 - 111

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2316,18)" 756 true 0.56 12763

ENSGALP00000003342 CID 933 - 951

adaptor-related protein 
complex 2 beta 1 subunit - 
CGNC Symbol 1528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2316,18)" 756 false 0.56 12764

ENSGALP00000002625 CID 286 - 302

Gallus gallus ATPase H+ 
transporting lysosomal 
56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - 
RefSeq mRNA 
NM_001293241 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1950,09)" 4903 12765

ENSGALP00000016196 CID 90 - 111

chaperonin containing TCP1 
subunit 2 (beta) - CGNC 
Symbol 7582 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2320,21)" 422 12766

ENSGALP00000017080 CID Feb-23
SNW domain containing 1 - 
CGNC Symbol 7983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2528,27)" 724 12767

ENSGALP00000018469 CID 232 - 251
cystathionine gamma-lyase - 
CGNC Symbol 8612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2343,15)" 3059 true 0.66 12768



ENSGALP00000015027 CID 107 - 131

acyl-CoA binding domain 
containing 3 - CGNC Symbol 
7024 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2850,34)" 272 false 12769

ENSGALP00000013963 CID 401 - 410

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1219,70)" 1841 false 12770

ENSGALP00000023866 CID 838 - 857

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2267,21)" 3662 true 0.38 12771

ENSGALP00000037260 CID 94 - 100

histone cluster 1 H2B-V 
(similar to human histone 
cluster 1 class H2B) - CGNC 
Symbol 50635 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(844,49)" 215635 true 0.15 12772

ENSGALP00000037708 CID 37 - 44

proteasome 26S subunit 
ATPase 3 - CGNC Symbol 
6143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1003,59)" 16729 false 12773

ENSGALP00000008329 CID 242 - 249
CD72 molecule - CGNC 
Symbol 49553 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1005,60)" 579 false 12774

ENSGALP00000026392 CID 123 - 145
ribosomal protein S7 - 
CGNC Symbol 51562 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2579,47)" 8947 false 12775



ENSGALP00000003089 CID 544 - 560
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1963,96)" 1151 false 12776

ENSGALP00000008105 CID 165 - 181

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2110,09)" 759 true 0.64 12777

ENSGALP00000014919 CID 176 - 189
tRNA methyltransferase 6 - 
CGNC Symbol 6973 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1622,87)" 805 false 12778

ENSGALP00000008105 CID 165 - 181

phosphoribosyl 
pyrophosphate synthetase-
associated protein 2 - CGNC 
Symbol 50275 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2114,11)" 487 12779

ENSGALP00000006778 CID 605 - 617

eukaryotic translation 
initiation factor 3 subunit B - 
CGNC Symbol 55528 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1683,84)" 4720 true 0.84 12780

ENSGALP00000002828 CID 162 - 179

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2234,17)" 3016 true 0.81 12781

ENSGALP00000002828 CID 162 - 179

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2238,20)" 2445 12782



ENSGALP00000026076 CID 150 - 170

pyridoxal (pyridoxine 
vitamin B6) kinase - CGNC 
Symbol 12115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2314,30)" 429 12783

ENSGALP00000023352 CID 217 - 232

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1775,03)" 937 12784

ENSGALP00000004013 CID 1,040 - 1,061 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2384,21)" 390 false 12785

ENSGALP00000023523 CID 218 - 240
actin beta-like 2 - CGNC 
Symbol 52851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2612,27)" 1079 12786

ENSGALP00000018042 CID 218 - 240

actin alpha 1 skeletal 
muscle - CGNC Symbol 
8420 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2612,27)" 1079 12787

ENSGALP00000010239 CID 218 - 240

actin alpha 2 smooth 
muscle aorta - CGNC 
Symbol 52051 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2612,27)" 1079 12788

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2626,25)" 2065 12789



ENSGALP00000015657 CID 216 - 238
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2626,25)" 2065 12790

ENSGALP00000007265 CID 75 - 96

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2626,25)" 2065 true 0.5 12791

ENSGALP00000041816 CID 1-Jul
calcium binding protein 39 - 
HGNC:20292 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(893,44)" 427 false 12792

ENSGALP00000007709 CID Feb-13
COP9 signalosome subunit 
3 - CGNC Symbol 3588 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1362,69)" 1408 12793

ENSGALP00000040985 CID 23 - 41

aldo-keto reductase family 
1 member B1-like (aldose 
reductase) - CGNC Symbol 
50692 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1902,99)" 5815 true 1.22 12794

ENSGALP00000021303 CID 23 - 41

aldo-keto reductase family 
1 member B10-like - CGNC 
Symbol 50691 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1902,99)" 5815 12795

ENSGALP00000026664 CID 385 - 396

GTPase very large 
interferon inducible 1 - 
CGNC Symbol 53425 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1482,76)" 785 12796



ENSGALP00000006242 CID 377 - 391
myopalladin - CGNC Symbol 
2877 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1810,94)" 461 12797

ENSGALP00000005645 CID 326 - 338

Rho/Rac guanine nucleotide 
exchange factor (GEF) 18 - 
CGNC Symbol 2608 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1558,93)" 1856 false 12798

ENSGALP00000000889 CID 58 - 75

DnaJ heat shock protein 
family (Hsp40) member C11 
- CGNC Symbol 391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2158,14)" 1697 true 0.67 12799

ENSGALP00000000889 CID 58 - 75

DnaJ heat shock protein 
family (Hsp40) member C11 
- CGNC Symbol 391 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2162,17)" 679 12800

ENSGALP00000018469 CID 232 - 251
cystathionine gamma-lyase - 
CGNC Symbol 8612 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2347,17)" 1193 12801

ENSGALP00000023926 CID 105 - 124
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2424,07)" 15754 true 0.63 12802

ENSGALP00000017268 CID 172 - 192
mediator of cell motility 1 - 
CGNC Symbol 8068 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2526,19)" 984 false 12803



ENSGALP00000017444 CID 140 - 157

protein phosphatase 4 
regulatory subunit 3A - 
CGNC Symbol 8158 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2008,16)" 7471 false 12804

ENSGALP00000007265 CID 75 - 96

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2630,27)" 587 12805

ENSGALP00000015657 CID 216 - 238
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2630,27)" 587 false 0.5 12806

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2630,27)" 587 false 0.5 12807

ENSGALP00000004871 CID 534 - 541

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1091,64)" 5440 true 0.34 12808

ENSGALP00000039235 CID 158 - 166

cold shock domain 
containing E1 - CGNC 
Symbol 51115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1091,64)" 5440 false 0.34 12809

ENSGALP00000022252 CID 346 - 362
sorting nexin 9 - CGNC 
Symbol 10266 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2109,13)" 9758 12810



ENSGALP00000014308 CID 450 - 478

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(3042,57)" 605 true 0.61 12811

ENSGALP00000014308 CID 450 - 478

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(3046,59)" 371 12812

ENSGALP00000019365 CID 152 - 161
annexin A5 - CGNC Symbol 
9009 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1170,76)" 1377 12813

ENSGALP00000019252 CID 3,441 - 3,450

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1170,76)" 1377 false 12814

ENSGALP00000007220 CID 251 - 260

zinc finger MYND-type 
containing 8 - CGNC Symbol 
3357 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1170,76)" 1377 false 12815

ENSGALP00000003898 CID 570 - 579
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1170,76)" 1377 12816

ENSGALP00000023866 CID 838 - 857

structural maintenance of 
chromosomes flexible hinge 
domain containing 1 - CGNC 
Symbol 10985 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2271,24)" 664 12817



ENSGALP00000010376 CID 241 - 259

Rac/Cdc42 guanine 
nucleotide exchange factor 
(GEF) 6 - CGNC Symbol 
4852 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2384,28)" 8727 true 0.31 12818

ENSGALP00000033089 CID 146 - 167

NADH:ubiquinone 
oxidoreductase subunit A10 
- CGNC Symbol 3165 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2483,38)" 991 false 12819

ENSGALP00000009312 CID 725 - 740
importin 7 - CGNC Symbol 
4333 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1858,98)" 343 false 12820

ENSGALP00000026406 CID 415 - 427

ribosomal protein S6 kinase 
90kDa polypeptide 3 - 
CGNC Symbol 12282 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1541,85)" 980 12821

ENSGALP00000021255 CID Feb-20

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2199,15)" 4583 true 0.94 12822

ENSGALP00000021255 CID Feb-20

chaperonin containing TCP1 
subunit 5 - CGNC Symbol 
9864 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2203,18)" 4301 true 0.94 12823

ENSGALP00000004614 CID 1,032 - 1,042

thyroid hormone receptor 
interactor 12 - CGNC 
Symbol 2117 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1248,62)" 697 12824



ENSGALP00000034108 CID 173 - 185
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1503,88)" 431 true 3.59 12825

ENSGALP00000008953 CID 328 - 342

eukaryotic translation 
initiation factor 4 gamma 2 - 
CGNC Symbol 4160 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1688,90)" 3648 true 0.86 12826

ENSGALP00000034108 CID 173 - 185
pyruvate kinase muscle - 
CGNC Symbol 1412 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1511,95)" 1546 true 3.59 12827

ENSGALP00000027519 CID 381 - 394

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1708,99)" 8696 true 0.95 12828

ENSGALP00000009037 CID 792 - 804
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1512,85)" 11382 false 0.94 12829

ENSGALP00000014308 CID 304 - 316

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1512,85)" 11382 true 0.94 12830

ENSGALP00000024624 CID Feb-16

translocase of outer 
mitochondrial membrane 
70 - CGNC Symbol 11379 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1712,95)" 9384 false 0.83 12831



ENSGALP00000023850 CID 593 - 607

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1850,86)" 516 12832

ENSGALP00000007174 CID 134 - 148

SH3-domain GRB2-like 
endophilin B1 - CGNC 
Symbol 4722 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1748,03)" 889 12833

ENSGALP00000015978 CID 1,315 - 1,329

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1822,01)" 6327 true 0.39 12834

ENSGALP00000005132 CID 75 - 89

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1822,01)" 6327 false 12835

ENSGALP00000021028 CID 83 - 99
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2108,05)" 1642 true 1.22 12836

ENSGALP00000021028 CID 83 - 99
radixin - CGNC Symbol 
49356 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2112,08)" 2011 12837

ENSGALP00000010935 CID 22 - 39

Cbl proto-oncogene E3 
ubiquitin protein ligase - 
CGNC Symbol 49015 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2183,19)" 10790 true 0.2 12838



ENSGALP00000030734 CID 24 - 42

microtubule associated 
monooxygenase calponin 
and LIM domain containing 
1 - CGNC Symbol 25636 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2376,15)" 3149 false 12839

ENSGALP00000038795 CID 442 - 463

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2393,20)" 4915 true 0.82 12840

ENSGALP00000038795 CID 442 - 463

Hsap of 1: ATP synthase H+ 
transporting mitochondrial 
F1 complex alpha subunit 1 
cardiac muscle - HGNC:823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2397,23)" 1947 12841

ENSGALP00000039965 CID 913 - 941

coatomer protein complex 
subunit alpha - CGNC 
Symbol 6964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(3214,46)" 295 false 12842

ENSGALP00000004871 CID 534 - 541

asparaginyl-tRNA 
synthetase - CGNC Symbol 
2238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1095,66)" 1613 12843

ENSGALP00000039270 CID 166 - 173

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1095,66)" 1613 false 12844

ENSGALP00000032625 CID 462 - 483
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2595,45)" 20214 true 0.43 12845



ENSGALP00000006970 CID 491 - 513
exportin 1 - CGNC Symbol 
3224 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2687,32)" 2846 false 12846

ENSGALP00000020092 CID 95 - 118

ubiquitin-conjugating 
enzyme E2D 3 - CGNC 
Symbol 51809 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2734,40)" 457 false 12847

ENSGALP00000011770 CID 235 - 261
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(3086,72)" 1137 false 12848

ENSGALP00000043134 CID 491 - 503

Hsap of 1: integrator 
complex subunit 3 - 
HGNC:26153 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1490,90)" 25960 false 12849

ENSGALP00000042543 CID 38 - 44

Hsap of 1: src kinase 
associated phosphoprotein 
1 - HGNC:15605 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1031,58)" 8870 false 12850

ENSGALP00000043134 CID 139 - 147

Hsap of 1: integrator 
complex subunit 3 - 
HGNC:26153 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1031,58)" 8870 false 12851

ENSGALP00000007780 CID 115 - 128

phosphopantothenoylcystei
ne synthetase - CGNC 
Symbol 66161 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1494,92)" 15339 12852



ENSGALP00000006240 CID 465 - 473
collagen type VI alpha 3 - 
CGNC Symbol 2875 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1131,69)" 1690 false 10.36 12853

ENSGALP00000027317 CID 122 - 134

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC 
Symbol 12709 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1542,93)" 4381 12854

ENSGALP00000008107 CID 468 - 482
phospholipase A2 group 
IVA - CGNC Symbol 3767 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1670,91)" 1108 12855

ENSGALP00000008953 CID 328 - 342

eukaryotic translation 
initiation factor 4 gamma 2 - 
CGNC Symbol 4160 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1692,93)" 2052 12856

ENSGALP00000002828 CID 845 - 857

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1500,82)" 1075 true 1.56 12857

ENSGALP00000007822 CID 224 - 239

coronin actin binding 
protein 1C - CGNC Symbol 
50369 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1761,98)" 22693 12858

ENSGALP00000002828 CID 845 - 857

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1508,87)" 1674 true 1.56 12859



ENSGALP00000009037 CID 792 - 804
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1520,90)" 9877 false 0.94 12860

ENSGALP00000014308 CID 304 - 316

chaperonin containing TCP1 
subunit 4 - CGNC Symbol 
6688 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1520,90)" 9877 true 0.94 12861

ENSGALP00000002205 CID 197 - 208

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit B1 - 
CGNC Symbol 1004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1520,90)" 9877 12862

ENSGALP00000015978 CID 1,315 - 1,329

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1826,03)" 948 12863

ENSGALP00000005132 CID 75 - 89

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1826,03)" 948 12864

ENSGALP00000039270 CID 507 - 519

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1656,95)" 4520 true 1.35 12865

ENSGALP00000039270 CID 507 - 519

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1665,00)" 6089 true 1.35 12866



ENSGALP00000013267 CID 380 - 402
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2571,32)" 1554 true 0.6 12867

ENSGALP00000013267 CID 380 - 402
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2575,35)" 627 12868

ENSGALP00000015741 CID 88 - 106

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2213,16)" 6326 true 0.21 12869

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2610,25)" 467 12870

ENSGALP00000015657 CID 216 - 238
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2610,25)" 467 12871

ENSGALP00000015741 CID 88 - 106

mitotic checkpoint protein 
BUB3 - Refseq 
NP_001006506 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2217,17)" 1329 12872

ENSGALP00000003954 CID 317 - 339

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2653,30)" 4929 true 0.37 12873



ENSGALP00000003373 CID 56 - 77
ribosomal protein S17 - 
CGNC Symbol 49022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2465,32)" 390 false 12874

ENSGALP00000032625 CID 462 - 483
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2567,42)" 7280 false 12875

ENSGALP00000003954 CID 317 - 339

splicing factor 
proline/glutamine-rich - 
CGNC Symbol 49487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2657,32)" 1681 12876

ENSGALP00000018410 CID 897 - 904

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1027,58)" 616 false 0.7 12877

ENSGALP00000029968 CID 313 - 334
ribosomal protein L3 - 
CGNC Symbol 50654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2507,34)" 4252 true 1.4 12878

ENSGALP00000021743 CID 55 - 69
histone H2B - CGNC Symbol 
52653 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1789,83)" 545 12879

ENSGALP00000007358 CID 594 - 602
RNA binding motif protein 5 
- CGNC Symbol 3423 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1145,71)" 947 false 12880



ENSGALP00000041816 CID 97 - 107
calcium binding protein 39 - 
HGNC:20292 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1330,78)" 10728 true 0.57 12881

ENSGALP00000016536 CID 235 - 249
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1908,85)" 475 true 2.16 12882

ENSGALP00000041816 CID 97 - 107
calcium binding protein 39 - 
HGNC:20292 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1334,80)" 4358 12883

ENSGALP00000016536 CID 235 - 249
heat shock 70kDa protein 4-
like - CGNC Symbol 51755 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1912,87)" 1027 12884

ENSGALP00000008171 CID 1,426 - 1,436

translocated promoter 
region nuclear basket 
protein - CGNC Symbol 
3800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1367,78)" 13218 false 12885

ENSGALP00000002420 CID 49 - 66
proteasome subunit beta 3 - 
CGNC Symbol 1108 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1917,12)" 6839 true 0.53 12886

ENSGALP00000011770 CID 456 - 470
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1791,99)" 1939 true 0.79 12887



ENSGALP00000001254 CID 428 - 444
N-myristoyltransferase 1 - 
CGNC Symbol 561 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1921,14)" 3654 12888

ENSGALP00000002420 CID 49 - 66
proteasome subunit beta 3 - 
CGNC Symbol 1108 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1921,14)" 3654 12889

ENSGALP00000011770 CID 456 - 470
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1796,02)" 1537 12890

ENSGALP00000005495 CID 200 - 219

Hsap of 1: small nuclear 
ribonucleoprotein U5 
subunit 200 - HGNC:30859 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2326,26)" 1053 false 12891

ENSGALP00000022871 CID 306 - 325
tubulin tyrosine ligase like 
12 - CGNC Symbol 10561 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2517,37)" 3116 false 12892

ENSGALP00000034615 CID 151 - 170
Cytochrome c oxidase 
subunit 2 - UP P18944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2160,26)" 6285 true 0.23 12893

ENSGALP00000032625 CID 462 - 483
nucleolin - CGNC Symbol 
5823 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2607,52)" 8229 true 0.43 12894



ENSGALP00000021034 CID 269 - 287

minichromosome 
maintenance complex 
component 4 - CGNC 
Symbol 9780 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2142,16)" 569 false 12895

ENSGALP00000023059 CID 109 - 116

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1056,64)" 615 12896

ENSGALP00000012481 CID 295 - 303
ribosomal protein L4 - 
CGNC Symbol 5828 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1128,67)" 2444 false 12897

ENSGALP00000005587 CID 903 - 912

solute carrier family 12 
(potassium/chloride 
transporters) member 4 - 
CGNC Symbol 50057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1267,71)" 3863 true 1.22 12898

ENSGALP00000020445 CID 883 - 903

myosin heavy chain 9 non-
muscle - CGNC Symbol 
49820 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2517,19)" 512 false 12899

ENSGALP00000005587 CID 903 - 912

solute carrier family 12 
(potassium/chloride 
transporters) member 4 - 
CGNC Symbol 50057 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1271,73)" 663 12900

ENSGALP00000028746 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein zeta - 
CGNC Symbol 52516 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,71)" 17206 true 3.26 12901



ENSGALP00000006578 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein beta - 
CGNC Symbol 50939 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,71)" 17206 true 3.26 12902

ENSGALP00000036122 CID 213 - 222

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein theta - 
CGNC Symbol 12303 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,71)" 17206 true 3.26 12903

ENSGALP00000039133 CID 195 - 204

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein epsilon - 
CGNC Symbol 50550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,71)" 17206 true 3.26 12904

ENSGALP00000010888 CID 218 - 227

tyrosine 3-
monooxygenase/tryptopha
n 5-monooxygenase 
activation protein eta - 
CGNC Symbol 50393 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1217,71)" 17206 true 3.26 12905

ENSGALP00000023395 CID Feb-16

ubiquitin specific peptidase 
5 (isopeptidase T) - CGNC 
Symbol 10793 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1639,92)" 2306 12906

ENSGALP00000014100 CID 199 - 208

chromosome 1 open 
reading frame 52 - 
HGNC:24871 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1311,68)" 1868 false 0.92 12907

ENSGALP00000019064 CID 1,899 - 1,909

DnaJ heat shock protein 
family (Hsp40) member C13 
- CGNC Symbol 8873 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1311,68)" 1868 true 1.33 12908



ENSGALP00000004614 CID 1,584 - 1,594

thyroid hormone receptor 
interactor 12 - CGNC 
Symbol 2117 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1462,70)" 6229 true 0.38 12909

ENSGALP00000004614 CID 1,584 - 1,594

thyroid hormone receptor 
interactor 12 - CGNC 
Symbol 2117 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1466,73)" 2359 12910

ENSGALP00000014813 CID 265 - 278
dipeptidyl-peptidase 7 - 
CGNC Symbol 6929 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1759,87)" 4977 false 12911

ENSGALP00000017923 CID 118 - 130

nucleoside-triphosphatase 
cancer-related - CGNC 
Symbol 8371 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1567,86)" 1267 true 1.01 12912

ENSGALP00000022734 CID 131 - 145

small glutamine-rich 
tetratricopeptide repeat-
containing protein alpha - 
Refseq NP_001026550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1567,86)" 1267 false 12913

ENSGALP00000002497 CID 2-Nov

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1170,63)" 510 12914

ENSGALP00000008131 CID 361 - 371
vinculin - CGNC Symbol 
3778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1170,63)" 510 false 12915



ENSGALP00000017923 CID 118 - 130

nucleoside-triphosphatase 
cancer-related - CGNC 
Symbol 8371 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1571,89)" 1279 12916

ENSGALP00000040966 CID 92 - 117

Hsap of 1: hydroxysteroid 
17-beta dehydrogenase 10 - 
HGNC:4800 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2849,47)" 538 false 12917

ENSGALP00000006965 CID 324 - 339

VPS35 retromer complex 
component - CGNC Symbol 
3222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1880,06)" 3039 true 0.6 12918

ENSGALP00000003872 CID 1-Nov
WD repeat domain 75 - 
CGNC Symbol 1760 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1198,69)" 2734 12919

ENSGALP00000007490 CID 84 - 100 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2094,04)" 509 true 1.53 12920

ENSGALP00000007490 CID 84 - 100 moesin - HGNC:7373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2098,06)" 1537 12921

ENSGALP00000022734 CID 164 - 182

small glutamine-rich 
tetratricopeptide repeat-
containing protein alpha - 
Refseq NP_001026550 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2212,24)" 4481 12922



ENSGALP00000023926 CID 105 - 124
Hsap of 4: myosin light 
chain 12B - HGNC:29827 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2428,10)" 5357 12923

ENSGALP00000021892 CID 181 - 200

endoplasmic reticulum 
protein 44 - CGNC Symbol 
10115 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2241,26)" 2839 false 12924

ENSGALP00000015657 CID 216 - 238
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2606,21)" 2402 true 1.19 12925

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2606,21)" 2402 true 1.19 12926

ENSGALP00000027519 CID 105 - 112

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1074,62)" 3473 12927

ENSGALP00000043088 CID 225 - 231

proteasome (prosome 
macropain) 26S subunit non-
ATPase 4 - CGNC Symbol 
59257 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(917,45)" 34506 12928

ENSGALP00000010803 CID 105 - 111

UPF2 regulator of nonsense 
transcripts homolog (yeast) - 
CGNC Symbol 5054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(917,45)" 34506 12929



ENSGALP00000042357 CID 90 - 96
H2A histone family member 
X - HGNC:4739 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(917,45)" 34506 true 0.63 12930

ENSGALP00000040653 CID 90 - 96

Gallus gallus H2A histone 
family member J (H2AFJ) 
mRNA. - RefSeq mRNA 
NM_001030753 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(917,45)" 34506 true 0.63 12931

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin 
cytoplasmic 2-like 
(LOC776816) mRNA. - 
RefSeq mRNA 
NM_001308613 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2614,26)" 551 true 1.19 12932

ENSGALP00000015657 CID 216 - 238
actin beta - CGNC Symbol 
49855 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(2614,26)" 551 true 1.19 12933

ENSGALP00000002008 CID 321 - 335
c-src tyrosine kinase - CGNC 
Symbol 902 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1734,03)" 3555 true 0.51 12934

ENSGALP00000023352 CID 1,565 - 1,578

myosin heavy chain 10 non-
muscle - CGNC Symbol 
49817 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1738,84)" 955 false 12935

ENSGALP00000006762 CID 111 - 124
bleomycin hydrolase - 
CGNC Symbol 3131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1809,91)" 3083 true 1 12936



ENSGALP00000006762 CID 111 - 124
bleomycin hydrolase - 
CGNC Symbol 3131 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1817,96)" 3088 true 1 12937

ENSGALP00000024853 CID 127 - 149

syndecan binding protein 
(syntenin) - CGNC Symbol 
51422 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2388,36)" 11391 12938

ENSGALP00000020310 CID 184 - 206
SET binding factor 1 - CGNC 
Symbol 9447 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2572,42)" 1521 false 12939

ENSGALP00000024150 CID 62 - 68

ATPase Na+/K+ 
transporting alpha 1 
polypeptide - CGNC Symbol 
49857 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(743,44)" 151824 12940

ENSGALP00000013926 CID 275 - 282
cullin 4B - CGNC Symbol 
6494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1038,61)" 1761 true 0.5 12941

ENSGALP00000000613 CID Feb-18
nucleoporin 160kDa - CGNC 
Symbol 54143 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr1

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-1/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr1/"MS/MS_(1804,89)" 2054 12942

ENSGALP00000013926 CID 275 - 282
cullin 4B - CGNC Symbol 
6494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1042,63)" 621 12943



ENSGALP00000031272 CID 41 - 59

protein phosphatase 1 
catalytic subunit beta 
isozyme - CGNC Symbol 
49609 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2252,35)" 10693 true 0.3 12944

ENSGALP00000007265 CID 42 - 60

protein phosphatase 1 
catalytic subunit gamma 
isozyme - CGNC Symbol 
50363 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2252,35)" 10693 true 0.3 12945

ENSGALP00000027519 CID 105 - 112

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1070,58)" 2830 true 0.44 12946

ENSGALP00000007481 CID 59 - 66
BUD31 homolog - CGNC 
Symbol 3487 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1164,65)" 1113 true 0.62 12947

ENSGALP00000032184 CID 97 - 108
annexin A1 - CGNC Symbol 
11272 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1386,89)" 962 false 12948

ENSGALP00000024167 CID 378 - 391
transportin 1 - CGNC 
Symbol 11160 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1538,85)" 2055 12949

ENSGALP00000011984 CID 21 - 36

CD3d molecule delta (CD3-
TCR complex) - CGNC 
Symbol 49849 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1703,96)" 704 12950



ENSGALP00000008128 CID 98 - 111
nucleoporin 210kDa - CGNC 
Symbol 3777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1550,88)" 15577 12951

ENSGALP00000002828 CID 287 - 298

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1550,88)" 15577 true 0.86 12952

ENSGALP00000008128 CID 98 - 111
nucleoporin 210kDa - CGNC 
Symbol 3777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1558,94)" 13355 false 0.86 12953

ENSGALP00000002828 CID 287 - 298

eukaryotic translation 
elongation factor 2 - CGNC 
Symbol 1287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1558,94)" 13355 true 0.86 12954

ENSGALP00000013926 CID 482 - 493
cullin 4B - CGNC Symbol 
6494 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1558,94)" 13355 12955

ENSGALP00000002008 CID 321 - 335
c-src tyrosine kinase - CGNC 
Symbol 902 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1742,08)" 1267 true 0.51 12956

ENSGALP00000015000 CID Jan-15

poly (ADP-ribose) 
polymerase 1 - CGNC 
Symbol 7010 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1757,85)" 14453 false 0.4 12957



ENSGALP00000032688 CID 20 - 34

protein phosphatase 4 
regulatory subunit 2 - CGNC 
Symbol 5906 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1885,00)" 1588 false 12958

ENSGALP00000020884 CID 363 - 379
tubulin beta 2B class IIb - 
CGNC Symbol 51362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1914,03)" 4575 false 12959

ENSGALP00000022436 CID 308 - 324
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1914,03)" 4575 false 12960

ENSGALP00000042665 CID 363 - 379
tubulin beta 6 class V - 
CGNC Symbol 51389 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1914,03)" 4575 false 12961

ENSGALP00000013964 CID 363 - 379
tubulin beta 4B class IVb - 
CGNC Symbol 50466 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1914,03)" 4575 false 12962

ENSGALP00000020830 CID 204 - 223

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2297,27)" 8442 true 0.24 12963

ENSGALP00000041744 CID 148 - 169

SEC22 homolog B vesicle 
trafficking protein - CGNC 
Symbol 52179 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2402,27)" 1581 12964



ENSGALP00000005132 CID 137 - 155

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2141,17)" 2915 true 0.64 12965

ENSGALP00000005132 CID 137 - 155

DnaJ (Hsp40) homolog 
subfamily A member 4 - 
CGNC Symbol 2362 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2145,20)" 8132 12966

ENSGALP00000038904 CID 62 - 83

Gallus gallus hemoglobin 
alpha 1 (HBAA) mRNA. - 
RefSeq mRNA 
NM_001004376 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2333,37)" 779 false 12967

ENSGALP00000020830 CID 204 - 223

thioredoxin domain 
containing 5 (endoplasmic 
reticulum) - CGNC Symbol 
51359 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2305,30)" 606 true 0.24 12968

ENSGALP00000024853 CID 127 - 149

syndecan binding protein 
(syntenin) - CGNC Symbol 
51422 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2384,33)" 7347 true 1.49 12969

ENSGALP00000023396 CID 113 - 134
triosephosphate isomerase 
1 - CGNC Symbol 49803 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2377,33)" 730 false 12970

ENSGALP00000004013 CID 1,096 - 1,121 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2654,43)" 6389 true 0.62 12971



ENSGALP00000025883 CID 384 - 407

eukaryotic translation 
initiation factor 3 subunit E - 
CGNC Symbol 12026 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2654,43)" 6389 false 0.62 12972

ENSGALP00000004013 CID 1,096 - 1,121 talin 1 - CGNC Symbol 1830 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2658,46)" 3671 12973

ENSGALP00000006157 CID 45 - 53

peptidylprolyl cis/trans 
isomerase NIMA-interacting 
4 - CGNC Symbol 2839 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1110,61)" 56607 false 0.79 12974

ENSGALP00000013963 CID 828 - 837

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1278,70)" 930 false 12975

ENSGALP00000025508 CID 26 - 35

SR-related CTD-associated 
factor 4 - CGNC Symbol 
11826 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1145,72)" 23386 false 12976

ENSGALP00000010633 CID 70 - 78

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1145,72)" 23386 true 0.92 12977

ENSGALP00000013963 CID 494 - 503

structural maintenance of 
chromosomes 3 - CGNC 
Symbol 6512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1145,72)" 23386 false 12978



ENSGALP00000010241 CID 313 - 328

Uncharacterized protein - 
UniProtKB/TrEMBL V9GY05 - 
CGNC Symbol 4773 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1739,89)" 4266 12979

ENSGALP00000004576 CID 103 - 114
TAR DNA binding protein - 
CGNC Symbol 2099 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1397,86)" 1481 false 12980

ENSGALP00000026044 CID 540 - 555

argonaute RISC catalytic 
component 2 - CGNC 
Symbol 64972 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1769,85)" 4073 12981

ENSGALP00000006965 CID 240 - 254

VPS35 retromer complex 
component - CGNC Symbol 
3222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1766,02)" 14861 true 0.8 12982

ENSGALP00000006965 CID 240 - 254

VPS35 retromer complex 
component - CGNC Symbol 
3222 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1770,05)" 5210 12983

P04264 CID 224 - 239

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2022,04)" 41056 true 1.21 12984

ENSGALP00000003089 CID 296 - 313
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2023,18)" 29192 false 12985



ENSGALP00000008128 CID Aug-25
nucleoporin 210kDa - CGNC 
Symbol 3777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2039,13)" 17182 true 0.82 12986

ENSGALP00000008128 CID Aug-25
nucleoporin 210kDa - CGNC 
Symbol 3777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2043,15)" 14141 12987

ENSGALP00000034615 CID 151 - 170
Cytochrome c oxidase 
subunit 2 - UP P18944 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2168,30)" 677 true 0.23 12988

ENSGALP00000019252 CID 6,279 - 6,287

spectrin repeat containing 
nuclear envelope 2 - CGNC 
Symbol 8956 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1131,71)" 8113 false 12989

ENSGALP00000010633 CID 70 - 78

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1153,78)" 21127 true 0.92 12990

ENSGALP00000010618 CID 128 - 135
lymphocyte-specific protein 
1 - CGNC Symbol 4964 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1046,61)" 3303 12991

ENSGALP00000008299 CID 603 - 616

family with sequence 
similarity 120A - CGNC 
Symbol 3854 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1659,90)" 665 false 12992



ENSGALP00000026615 CID 756 - 771

carbamoyl-phosphate 
synthetase 2 aspartate 
transcarbamylase and 
dihydroorotase - 
HGNC:1424 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1685,92)" 4717 false 12993

ENSGALP00000008530 CID 69 - 83

eukaryotic translation 
initiation factor 3 subunit F - 
CGNC Symbol 3965 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1709,99)" 40386 true 0.65 12994

ENSGALP00000036406 CID 81 - 92
alpha-2-macroglobulin - 
CGNC Symbol 50716 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1507,85)" 6582 false 12995

ENSGALP00000008530 CID 69 - 83

eukaryotic translation 
initiation factor 3 subunit F - 
CGNC Symbol 3965 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1714,01)" 24343 12996

P04264 CID 224 - 239

Keratin, type II cytoskeletal 
1 OS=Homo sapiens 
GN=KRT1 PE=1 SV=6 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2026,06)" 49572 12997

ENSGALP00000039878 CID 851 - 870
ubiquitin associated protein 
2-like - CGNC Symbol 17025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2311,25)" 13656 true 0.84 12998

ENSGALP00000042479 CID 1-Oct

Hsap of 1: stress induced 
phosphoprotein 1 - 
HGNC:11387 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1280,71)" 2862 false 0.49 12999



ENSGALP00000004924 CID 452 - 462

nuclear receptor 
corepressor 2 - CGNC 
Symbol 2259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1280,71)" 2862 true 0.49 13000

ENSGALP00000004924 CID 452 - 462

nuclear receptor 
corepressor 2 - CGNC 
Symbol 2259 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1284,73)" 1393 13001

ENSGALP00000015560 CID 174 - 182

eukaryotic translation 
initiation factor 2 subunit 
alpha - CGNC Symbol 7281 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1140,68)" 2295 false 13002

ENSGALP00000010633 CID 70 - 78

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1161,72)" 3254 true 0.81 13003

ENSGALP00000018410 CID 443 - 451

topoisomerase (DNA) II 
beta 180kDa - CGNC 
Symbol 8591 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1169,77)" 2642 13004

ENSGALP00000010633 CID 70 - 78

small nuclear 
ribonucleoprotein D3 
polypeptide - CGNC Symbol 
4974 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1169,77)" 2642 true 0.81 13005

ENSGALP00000039270 CID 357 - 365

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1169,77)" 2642 13006



ENSGALP00000004641 CID 1,492 - 1,505
pre-mRNA processing factor 
8 - CGNC Symbol 2126 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1816,89)" 3839 false 13007

ENSGALP00000002205 CID 57 - 71

ATP synthase H+ 
transporting mitochondrial 
Fo complex subunit B1 - 
CGNC Symbol 1004 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1921,03)" 6331 true 0.97 13008

ENSGALP00000014912 CID Dec-22

S100 calcium binding 
protein A11 - CGNC Symbol 
6970 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1367,79)" 30199 13009

ENSGALP00000036720 CID 2,605 - 2,615

dynein cytoplasmic 1 heavy 
chain 1 - CGNC Symbol 
8611 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1367,79)" 30199 false 13010

ENSGALP00000036963 CID 129 - 140
60S ribosomal protein L15 - 
Refseq NP_001292094 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1560,92)" 2050 false 13011

ENSGALP00000027012 CID 141 - 151
lysozyme G-like 2 - CGNC 
Symbol 49435 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1301,77)" 5258 false 1.64 13012

ENSGALP00000022400 CID 39 - 51

Gallus gallus ABRA C-
terminal like (ABRACL) 
mRNA. - RefSeq mRNA 
NM_001302176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(1491,82)" 17856 true 0.79 13013



ENSGALP00000000615 CID 473 - 491
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2155,18)" 14683 13014

ENSGALP00000042553 CID 474 - 493

Hsap of 1: Hepatoma-
derived growth factor-
related protein 2 - UP 
Q7Z4V5 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2293,29)" 1826 false 13015

ENSGALP00000039878 CID 851 - 870
ubiquitin associated protein 
2-like - CGNC Symbol 17025 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2315,28)" 2827 13016

ENSGALP00000043196 CID 1,663 - 1,670
marker of proliferation Ki-
67 - CGNC Symbol 16321 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1052,64)" 2689 13017

ENSGALP00000014912 CID Dec-22

S100 calcium binding 
protein A11 - CGNC Symbol 
6970 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1363,77)" 7292 true 3.39 13018

ENSGALP00000025165 CID 179 - 196

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2146,13)" 1071 true 0.88 13019

ENSGALP00000025165 CID 179 - 196

Gallus gallus ribosomal 
protein L7 (RPL7) mRNA. - 
RefSeq mRNA 
NM_001006345 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2154,17)" 941 true 0.88 13020



ENSGALP00000000615 CID 48 - 60
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1473,84)" 11375 true 0.96 13021

ENSGALP00000007043 CID 88 - 107

SAR1 homolog A (S. 
cerevisiae) - CGNC Symbol 
52032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2302,17)" 4724 false 13022

ENSGALP00000000615 CID 48 - 60
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1477,86)" 13227 13023

ENSGALP00000032358 CID 631 - 644

structural maintenance of 
chromosomes 4 - CGNC 
Symbol 7271 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1477,86)" 13227 13024

ENSGALP00000036304 CID 499 - 523

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2712,47)" 2803 true 0.33 13025

ENSGALP00000039270 CID 168 - 181

topoisomerase (DNA) II 
alpha 170kDa - CGNC 
Symbol 49380 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1670,01)" 1827 false 13026

ENSGALP00000029968 CID 313 - 334
ribosomal protein L3 - 
CGNC Symbol 50654 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2515,39)" 3429 true 1.4 13027



ENSGALP00000036304 CID 499 - 523

chaperonin containing TCP1 
subunit 7 - CGNC Symbol 
12022 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr3

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-3/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr3/"MS/MS_(2720,52)" 688 true 0.33 13028

ENSGALP00000010342 CID 443 - 455
SEC24 family member A - 
CGNC Symbol 4833 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1627,87)" 7261 true 0.69 13029

ENSGALP00000010342 CID 443 - 455
SEC24 family member A - 
CGNC Symbol 4833 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1631,90)" 2693 13030

ENSGALP00000026477 CID 380 - 396
nucleolar protein 10 - CGNC 
Symbol 12312 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1849,08)" 1053 false 13031

ENSGALP00000008699 CID 40 - 59

O-linked N-
acetylglucosamine (GlcNAc) 
transferase - CGNC Symbol 
4043 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2355,24)" 1089 false 13032

ENSGALP00000035815 CID 77 - 103

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2824,39)" 2470 true 0.43 13033

ENSGALP00000014105 CID 133 - 159

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2824,39)" 2470 true 0.43 13034



ENSGALP00000035815 CID 77 - 103

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 6 - 
CGNC Symbol 49032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2828,42)" 667 13035

ENSGALP00000014105 CID 133 - 159

solute carrier family 25 
(mitochondrial carrier 
adenine nucleotide 
translocator) member 5 - 
CGNC Symbol 6586 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2828,42)" 667 13036

ENSGALP00000023439 CID Aug-19

protein tyrosine 
phosphatase non-receptor 
type 6 - CGNC Symbol 
10812 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1318,80)" 1055 13037

ENSGALP00000023214 CID 233 - 244

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1338,86)" 943 false 13038

ENSGALP00000008082 CID 784 - 795

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin 
subfamily c member 1 - 
CGNC Symbol 3752 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1387,82)" 849 false 13039

ENSGALP00000003089 CID 324 - 336
valosin containing protein - 
CGNC Symbol 53073 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1486,89)" 6667 true 0.73 13040

ENSGALP00000041532 CID 58 - 70

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1505,83)" 17483 true 0.69 13041



ENSGALP00000022084 CID 215 - 228

achalasia adrenocortical 
insufficiency alacrimia - 
CGNC Symbol 62874 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1676,90)" 9321 true 0.96 13042

ENSGALP00000011770 CID 176 - 189
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1690,96)" 5574 true 2.8 13043

ENSGALP00000022436 CID 308 - 324
tubulin beta class I - 
HGNC:20778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1926,04)" 2208 false 13044

ENSGALP00000023911 CID 171 - 187
HD domain containing 2 - 
CGNC Symbol 11010 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2054,18)" 7523 13045

ENSGALP00000021121 CID Jan-18

zinc finger and BTB domain 
containing 2 - CGNC Symbol 
51512 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2090,13)" 3291 13046

ENSGALP00000038979 CID 1,501 - 1,519

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2130,17)" 2769 true 0.99 13047

ENSGALP00000038979 CID 1,501 - 1,519

spectrin alpha non-
erythrocytic 1 - CGNC 
Symbol 3498 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2138,21)" 2736 true 0.99 13048



ENSGALP00000000615 CID 473 - 491
karyopherin subunit beta 1 - 
HGNC:6400 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2151,18)" 9373 true 0.95 13049

ENSGALP00000015978 CID 882 - 900

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2272,19)" 3710 true 0.46 13050

ENSGALP00000015978 CID 882 - 900

aquarius intron-binding 
spliceosomal factor - CGNC 
Symbol 7473 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2276,23)" 1709 13051

ENSGALP00000023214 CID 233 - 244

DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 
10712 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1346,79)" 893 false 13052

ENSGALP00000023059 CID 82 - 93

PDS5 regulator of cohesion 
maintenance homolog A (S. 
cerevisiae) - CGNC Symbol 
10643 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1478,81)" 3063 true 0.5 13053

ENSGALP00000027519 CID 78 - 89

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 
12819 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1478,81)" 3063 true 0.5 13054

ENSGALP00000041532 CID 58 - 70

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1509,86)" 10426 13055



ENSGALP00000019038 CID 112 - 125

Wilms tumor 1 associated 
protein - CGNC Symbol 
8862 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1651,93)" 2712 true 0.77 13056

ENSGALP00000006581 CID 555 - 569

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 50 - CGNC 
Symbol 3039 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1682,92)" 1711 13057

ENSGALP00000004546 CID 344 - 361

alveolar soft part sarcoma 
chromosome region 
candidate 1 - CGNC Symbol 
2085 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2097,13)" 4092 true 0.46 13058

ENSGALP00000004546 CID 344 - 361

alveolar soft part sarcoma 
chromosome region 
candidate 1 - CGNC Symbol 
2085 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2101,16)" 1458 13059

ENSGALP00000008236 CID 1,061 - 1,081
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2424,35)" 1625 true 0.68 13060

ENSGALP00000008236 CID 1,061 - 1,081
clathrin heavy chain (Hc) - 
CGNC Symbol 49238 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2432,39)" 1106 true 0.68 13061

ENSGALP00000013843 CID 726 - 747
THO complex 2 - CGNC 
Symbol 6452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2603,46)" 593 false 13062



ENSGALP00000021472 CID 221 - 230
fumarate hydratase - CGNC 
Symbol 9939 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1246,77)" 443 false 13063

ENSGALP00000042294 CID 2,177 - 2,190

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1414,83)" 8168 false 0.17 13064

ENSGALP00000027238 CID 487 - 498
importin 5 - CGNC Symbol 
50851 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1451,94)" 1030 false 13065

ENSGALP00000042597 CID 84 - 98

myeloid differentiation 
primary response 88 - 
CGNC Symbol 4445 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1611,92)" 1993 true 0.94 13066

ENSGALP00000042597 CID 84 - 98

myeloid differentiation 
primary response 88 - 
CGNC Symbol 4445 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1615,94)" 1875 13067

ENSGALP00000010387 CID 284 - 298

nucleosome assembly 
protein 1-like 4 - CGNC 
Symbol 51885 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1869,99)" 14933 true 0.88 13068

ENSGALP00000010387 CID 284 - 298

nucleosome assembly 
protein 1-like 4 - CGNC 
Symbol 51885 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1878,04)" 13112 true 0.88 13069



ENSGALP00000001201 CID 125 - 139

mitogen-activated protein 
kinase 14 - CGNC Symbol 
13975 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1902,08)" 2192 true 0.56 13070

ENSGALP00000015780 CID 64 - 89

tetratricopeptide repeat 
protein 38-like - CGNC 
Symbol 52836 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2653,43)" 632 false 13071

ENSGALP00000024213 CID 161 - 168

ribosome production factor 
2 homolog - CGNC Symbol 
11187 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1038,62)" 1337 true 0.5 13072

ENSGALP00000024213 CID 161 - 168

ribosome production factor 
2 homolog - CGNC Symbol 
11187 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1042,64)" 1374 13073

ENSGALP00000007705 CID 39 - 48

ribosomal protein S4 X-
linked - CGNC Symbol 
49597 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1305,79)" 54794 13074

ENSGALP00000005905 CID 208 - 221

HAUS augmin like complex 
subunit 8 - CGNC Symbol 
51188 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1593,97)" 3726 false 13075

ENSGALP00000003005 CID 97 - 110

TBC1 domain family 
member 2 - CGNC Symbol 
1373 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1680,79)" 27463 false 13076



ENSGALP00000025327 CID 4,918 - 4,933

MDN1 midasin homolog 
(yeast) - CGNC Symbol 
11734 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1829,90)" 1917 false 13077

ENSGALP00000001201 CID 125 - 139

mitogen-activated protein 
kinase 14 - CGNC Symbol 
13975 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1906,10)" 948 13078

ENSGALP00000039872 CID Dec-28

regulator of chromosome 
condensation 2 - CGNC 
Symbol 287 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1906,10)" 948 13079

ENSGALP00000026633 CID 200 - 220

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2105,27)" 16019 true 0.27 13080

ENSGALP00000026633 CID 200 - 220

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2109,30)" 3204 13081

ENSGALP00000003898 CID 20 - 43
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2369,33)" 7126 true 0.17 13082

ENSGALP00000022674 CID 403 - 425
ubiquilin 4 - CGNC Symbol 
52757 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2680,48)" 1846 false 13083



ENSGALP00000015986 CID 1,017 - 1,026
integrator complex subunit 
7 - CGNC Symbol 7478 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1151,73)" 687 13084

ENSGALP00000013843 CID 1,382 - 1,393
THO complex 2 - CGNC 
Symbol 6452 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1215,77)" 1803 false 0.35 13085

ENSGALP00000042641 CID 145 - 154

GATA zinc finger domain 
containing 2B - 
HGNC:30778 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1215,77)" 1803 13086

ENSGALP00000016816 CID 781 - 790
exportin 5 - CGNC Symbol 
7870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1215,77)" 1803 true 0.35 13087

ENSGALP00000016816 CID 781 - 790
exportin 5 - CGNC Symbol 
7870 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1219,79)" 623 13088

ENSGALP00000010367 CID 612 - 628
mediator complex subunit 
15 - CGNC Symbol 4845 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2043,13)" 6169 true 0.75 13089

ENSGALP00000023911 CID 171 - 187
HD domain containing 2 - 
CGNC Symbol 11010 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2050,20)" 1349 true 1.98 13090



ENSGALP00000020439 CID 241 - 260

eukaryotic translation 
initiation factor 3 subunit D - 
CGNC Symbol 56714 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2198,13)" 27712 true 0.54 13091

ENSGALP00000009037 CID 571 - 589
myosin IG - CGNC Symbol 
51252 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2221,26)" 12076 false 13092

ENSGALP00000005662 CID 238 - 257

karyopherin alpha 2 (RAG 
cohort 1 importin alpha 1) - 
CGNC Symbol 50505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2277,42)" 23824 true 2.84 13093

ENSGALP00000003898 CID 20 - 43
matrin 3 - CGNC Symbol 
1772 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2373,36)" 666 13094

ENSGALP00000022004 CID 66 - 76
tropomyosin 3 - 
HGNC:12012 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1333,78)" 3121 13095

ENSGALP00000026123 CID 425 - 436

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1355,83)" 6374 true 1 13096

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1641,86)" 18434 13097



ENSGALP00000019038 CID 112 - 125

Wilms tumor 1 associated 
protein - CGNC Symbol 
8862 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1659,98)" 1419 true 0.77 13098

ENSGALP00000023446 CID 42 - 54
prohibitin 2 - CGNC Symbol 
10814 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1751,96)" 9250 true 0.79 13099

ENSGALP00000020973 CID 53 - 67

single-stranded DNA 
binding protein 1 
mitochondrial - CGNC 
Symbol 9754 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1806,94)" 5918 true 0.41 13100

ENSGALP00000020973 CID 53 - 67

single-stranded DNA 
binding protein 1 
mitochondrial - CGNC 
Symbol 9754 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1810,97)" 2455 13101

ENSGALP00000023850 CID 531 - 546

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1847,92)" 1657 true 0.41 13102

ENSGALP00000023850 CID 531 - 546

ATPase H+ transporting 
lysosomal 70kDa V1 subunit 
A - CGNC Symbol 10976 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1851,94)" 3069 13103

ENSGALP00000023364 CID 220 - 238
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1929,05)" 8511 true 0.47 13104



ENSGALP00000025883 CID 75 - 93

eukaryotic translation 
initiation factor 3 subunit E - 
CGNC Symbol 12026 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2124,22)" 3745 false 13105

ENSGALP00000020439 CID 241 - 260

eukaryotic translation 
initiation factor 3 subunit D - 
CGNC Symbol 56714 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2202,15)" 14506 13106

ENSGALP00000020439 CID 241 - 260

eukaryotic translation 
initiation factor 3 subunit D - 
CGNC Symbol 56714 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2214,13)" 1217 false 13107

ENSGALP00000005662 CID 238 - 257

karyopherin alpha 2 (RAG 
cohort 1 importin alpha 1) - 
CGNC Symbol 50505 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2269,37)" 7856 true 2.84 13108

ENSGALP00000002252 CID 425 - 445

zeta-chain (TCR) associated 
protein kinase 70kDa - 
CGNC Symbol 1027 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2473,32)" 968 false 13109

ENSGALP00000003617 CID 48 - 56
ADP-ribosylhydrolase like 2 - 
CGNC Symbol 1642 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1101,66)" 4134 true 0.48 13110

ENSGALP00000026123 CID 425 - 436

DEAD (Asp-Glu-Ala-Asp) 
box polypeptide 3 X-linked - 
CGNC Symbol 50794 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1347,78)" 5272 true 1 13111



ENSGALP00000013862 CID 1,536 - 1,549

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1614,96)" 2145 true 1.09 13112

ENSGALP00000013862 CID 1,536 - 1,549

eukaryotic translation 
initiation factor 4 gamma 1 - 
CGNC Symbol 6463 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1623,02)" 1198 true 1.09 13113

ENSGALP00000010097 CID 642 - 657
MAP7 domain containing 3 - 
CGNC Symbol 4697 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1785,87)" 8386 false 13114

ENSGALP00000019468 CID 98 - 119
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2394,22)" 2280 true 1.11 13115

ENSGALP00000019468 CID 98 - 119
aconitase 2 - CGNC Symbol 
9059 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2402,27)" 2534 true 1.11 13116

ENSGALP00000003617 CID 48 - 56
ADP-ribosylhydrolase like 2 - 
CGNC Symbol 1642 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1105,69)" 1520 13117

ENSGALP00000038124 CID 2,128 - 2,140
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1419,83)" 6006 true 0.59 13118



ENSGALP00000038124 CID 2,128 - 2,140
fatty acid synthase - CGNC 
Symbol 1983 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1423,85)" 3533 13119

ENSGALP00000022400 CID 39 - 51

Gallus gallus ABRA C-
terminal like (ABRACL) 
mRNA. - RefSeq mRNA 
NM_001302176 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1499,88)" 20042 true 1.7 13120

ENSGALP00000015897 CID 773 - 785
golgin B1 - CGNC Symbol 
7433 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1572,85)" 2451 13121

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1637,83)" 19537 true 0.72 13122

ENSGALP00000021055 CID 460 - 473
dynamin 1-like - CGNC 
Symbol 9791 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1669,94)" 1188 13123

ENSGALP00000023364 CID 220 - 238
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1913,06)" 27415 true 0.23 13124

ENSGALP00000019667 CID 312 - 329

GRB2-related adaptor 
protein 2 - CGNC Symbol 
9140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2000,16)" 18947 false 13125



ENSGALP00000019832 CID 199 - 209

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1437,83)" 5151 true 0.6 13126

ENSGALP00000019832 CID 199 - 209

ARP3 actin-related protein 
3 homolog (yeast) - CGNC 
Symbol 49080 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1441,85)" 3109 13127

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1653,82)" 2196 true 0.89 13128

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-
CoA thiolase/enoyl-CoA 
hydratase (trifunctional 
protein) alpha subunit - 
CGNC Symbol 12383 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1657,85)" 1948 13129

ENSGALP00000002497 CID 71 - 85

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1797,07)" 5141 true 0.62 13130

ENSGALP00000002497 CID 71 - 85

proteasome 26S subunit 
non-ATPase 5 - CGNC 
Symbol 1140 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1801,09)" 1737 13131

ENSGALP00000023364 CID 220 - 238
NOP56 ribonucleoprotein - 
CGNC Symbol 10777 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1917,09)" 4829 13132



ENSGALP00000010942 CID 147 - 152
ribosomal protein S15a - 
CGNC Symbol 5109 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(771,45)" 5026 true 0.75 13133

ENSGALP00000010942 CID 147 - 152
ribosomal protein S15a - 
CGNC Symbol 5109 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(775,47)" 3763 13134

ENSGALP00000021752 CID 1-Aug

ATP binding cassette 
subfamily F member 2 - 
CGNC Symbol 10054 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(989,58)" 628 false 13135

ENSGALP00000007476 CID 1-Oct
SET nuclear oncogene - 
CGNC Symbol 3483 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1089,65)" 712 false 13136

ENSGALP00000007043 CID 88 - 107

SAR1 homolog A (S. 
cerevisiae) - CGNC Symbol 
52032 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2306,21)" 491 13137

ENSGALP00000027036 CID 42 - 64

CCR4-NOT transcription 
complex subunit 11 - CGNC 
Symbol 12583 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(2474,35)" 1093 false 13138

ENSGALP00000042294 CID 1,620 - 1,631

spectrin beta non-
erythrocytic 1 - CGNC 
Symbol 6184 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1382,74)" 412 13139



P35908 CID 354 - 364

Keratin, type II cytoskeletal 
2 epidermal OS=Homo 
sapiens GN=KRT2 PE=1 
SV=2 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(1382,74)" 412 13140

ENSGALP00000013122 CID 388 - 393

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 161118_VP007_TuvsT_OFFGEL_FASP_DiM_Fr4

/VP007_LCM_vTRMutante_TumorvsTcells/VP00
7_TuvsT_OFFGEL_FASP_DiM/VP007_TuvsT_OFF
GEL_FASP_DiM/Fraction-4/Trypsin/LC-
226/161118_VP007_TuvsT_OFFGEL_FASP_DiM_
Fr4/"MS/MS_(848,50)" 642 false 13141



Supptbl42_PepTable_DiMinv_vTRvsTcells

Row
User 
Flag OK Cmpd. m/z meas. Mr calc. z

? m/z 
[ppm]

RMS90 
[ppm] Rt [min] Scores #Cmpds. Site [%] Rank P Sequence Modifications

1 true 2 1303.6438 1302.6164 1 15.41 228.07 19.33 20.2 (M:20.2) 1 1 1 R.EGEQGDVETRR.I Dimethyl: 1

2 true 2 1391.7175 1390.7066 1 2.67 249.02 20.33 20.9 (M:20.9) 1 1 1 R.RHDINEGAAQPR.R Dimethyl: 1

3 true 2 2200.1735 2199.1596 1 3 234.64 19.83 46.4 (M:46.4) 2 1 0 R.RPDQQQQQQQGEGKPIDR.R Dimethyl:2H(4): 1, 14

4 true 3 1395.7396 1394.7317 1 0.46 178.16 20.33 22.1 (M:22.1) 1 1 1 R.RHDINEGAAQPR.R Dimethyl:2H(4): 1

5 true 3 1411.6818 1410.6739 1 0.46 323.67 19.17 88.0 (M:88.0) 1 1 1 K.QHEEEEAKAER.E Dimethyl: 1, 8



6 true 3 1704.8052 1703.7976 1 0.22 214.64 18.83 35.0 (M:35.0) 1 1 0 R.DTPGHATPGHGGATSSAR.K Dimethyl: 1

7 true 3 1846.9399 1845.9305 1 1.13 129.78 19.17 22.2 (M:22.2) 1 1 1 K.HNLMTVEQNNGSAQKK.L
Dimethyl:2H(4): 1; 
Oxidation: 4

8 true 4 1136.6472 1135.635 1 4.37 393.5 19.5 15.8 (M:15.8) 1 1 0 K.EGQKPAPPTR.L Dimethyl: 1, 4

9 false 4 1419.7324 1418.7188 1 4.5 350.41 19 20.1 (M:20.1) 2 50 4 1 R.KNQGNSDICSLK.N
Carbamidomethyl: 9; 
Dimethyl: 1, 12

10 true 4 1419.7324 1418.7241 1 0.72 288.35 19 81.0 (M:81.0) 1 1 1 K.QHEEEEAKAER.E Dimethyl:2H(4): 1, 8



11 false 6 1046.5741 1045.559 1 7.48 175.63 20.83 16.1 (M:16.1) 1 2 1 K.MVPTSDKGR.F Dimethyl: 1, 7

12 false 6 1307.6568 1306.6415 1 6.09 250.17 19.33 33.2 (M:33.2) 2 2 1 R.EGEQGDVETRR.I Dimethyl:2H(4): 1

13 true 6 1307.6568 1306.6667 1 -13.14 281.69 19.33 46.5 (M:46.5) 1 99 1 1 K.AGADEEKAETAR.L
Dimethyl:2H(4): 7; 
Dimethyl: 1

14 true 9 1012.5562 1011.5461 1 2.76 115.92 21.17 27.1 (M:27.1) 1 1 0 K.GLEGERPAR.L Dimethyl: 1

15 true 10 1016.5748 1015.5712 1 -3.65 101.04 21.17 19.1 (M:19.1) 1 1 0 K.GLEGERPAR.L Dimethyl:2H(4): 1



16 true 11 1253.6379 1252.6284 1 1.76 103.84 20.83 16.3 (M:16.3) 1 1 0 R.QAAECHPPVGR.G
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

17 true 12 1756.8274 1755.8363 1 -9.16 108.32 19.17 44.7 (M:44.7) 1 1 1 K.DSGQTEPSEESKENR.E Dimethyl:2H(4): 1, 12

18 true 12 2192.1027 2191.1094 1 -6.38 193.61 22 58.7 (M:58.7) 1 1 0 R.RPDQQQQQQQGEGKPIDR.R Dimethyl: 1, 14

19 true 14 1238.6585 1237.6527 1 -1.24 208.9 21.5 39.1 (M:39.1) 1 1 1 R.ALDDDRPPRR.A Dimethyl: 1

20 true 14 1522.7831 1521.7787 1 -1.88 155.07 23 62.4 (M:62.4) 2 1 0 K.TATPQQAQEVHEK.L Dimethyl: 1, 13



21 true 15 1242.6845 1241.6778 1 -0.48 205.26 21.5 18.7 (M:18.7) 1 1 1 R.ALDDDRPPRR.A Dimethyl:2H(4): 1

22 true 15 1328.7877 1327.7812 1 -0.6 207.79 20.5 32.4 (M:32.4) 1 1 1 K.ARLEEHKPER.V Dimethyl:2H(4): 1, 7

23 true 15 1530.8365 1529.8289 1 0.17 143.14 23 58.6 (M:58.6) 1 1 0 K.TATPQQAQEVHEK.L Dimethyl:2H(4): 1, 13

24 true 17 1484.7146 1483.7056 1 1.16 182.89 21.67 71.2 (M:71.2) 1 1 1 K.YHPDKNPSEGER.F Dimethyl: 1, 5

25 true 17 1504.8367 1503.8195 1 6.63 187.55 20.33 24.5 (M:24.5) 1 61.1 1 1 K.QNGKDSKPSTPASK.T
Dimethyl:2H(4): 4; 
Dimethyl: 14



26 true 18 1492.7636 1491.7558 1 0.37 162.77 21.67 37.1 (M:37.1) 1 1 1 K.YHPDKNPSEGER.F Dimethyl:2H(4): 1, 5

27 true 19 1182.6036 1181.5942 1 1.8 120.03 21 31.8 (M:31.8) 1 1 0 R.VLHNYHDTR.I Dimethyl: 1

28 false 19 1224.6636 1223.6369 1 15.79 257.59 21.67 17.6 (M:17.6) 1 3 1 K.QMSVKEDLDK.V Dimethyl:2H(4): 5

29 true 19 1224.6636 1223.651 1 4.32 123.21 21.67 61.5 (M:61.5) 1 1 0 K.QVHPDTGISSK.A Dimethyl: 1, 11

30 true 19 1224.6636 1223.651 1 4.32 123.21 21.67 61.5 (M:61.5) 1 1 0 K.QVHPDTGISSK.A Dimethyl: 1, 11



31 true 19 1507.8748 1506.8316 1 23.82 172.69 23 16.1 (M:16.1) 1 55.62 1 1 K.MKQEPVKPEEGR.D
Dimethyl:2H(4): 2, 7; 
Oxidation: 1

32 true 20 1186.6292 1185.6193 1 2.28 93.87 21 28.0 (M:28.0) 1 1 0 R.VLHNYHDTR.I Dimethyl:2H(4): 1

33 true 20 1232.7157 1231.7012 1 5.81 163.78 21.67 93.6 (M:93.6) 6 1 0 K.QVHPDTGISSK.A Dimethyl:2H(4): 1, 11

34 true 20 1232.7157 1231.7012 1 5.81 163.78 21.67 93.6 (M:93.6) 6 1 0 K.QVHPDTGISSK.A Dimethyl:2H(4): 1, 11

35 true 20 1511.8273 1510.8177 1 1.48 128.25 23.17 65.4 (M:65.4) 1 1 1 K.MKQEPVKPEEGR.D Dimethyl: 1, 2, 7



36 true 20 1708.7682 1707.7574 1 2.04 247.07 19.5 59.6 (M:59.6) 1 1 1 K.TEEETEDKEEEEK.S Dimethyl: 1, 8, 13

37 true 21 1720.8352 1719.8328 1 -2.81 287.67 19.5 21.7 (M:21.7) 1 1 1 K.TEEETEDKEEEEK.S Dimethyl:2H(4): 1, 8, 13

38 true 23 1527.8202 1526.8127 1 0.18 151.51 23.17 18.1 (M:18.1) 1 1 1 K.MKQEPVKPEEGR.D
Oxidation: 1; Dimethyl: 
1, 2, 7

39 true 23 1563.7767 1562.7776 1 -5.22 211.64 19.67 42.1 (M:42.1) 1 1 1 K.DADSQNPDAPEGKR.S Dimethyl:2H(4): 1, 13

40 true 24 1410.6883 1409.68 1 0.74 245.86 21 25.1 (M:25.1) 1 1 0 R.GYEGGAEGHRPPR.V Dimethyl: 1



41 true 24 1539.8947 1538.888 1 -0.37 132.52 23.17 20.7 (M:20.7) 1 1 1 K.MKQEPVKPEEGR.D
Dimethyl:2H(4): 1, 2, 7; 
Oxidation: 1

42 true 25 1414.7175 1413.7051 1 3.63 345.11 21 49.7 (M:49.7) 1 1 0 R.GYEGGAEGHRPPR.V Dimethyl:2H(4): 1

43 true 25 1985.8665 1984.8694 1 -5.12 293.83 19.5 33.9 (M:33.9) 1 1 0 K.ADCSQESTQSSASQNTPR.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

44 true 27 1870.8902 1869.8817 1 0.68 192.43 23 92.8 (M:92.8) 1 1 0 K.TGGTSESSQPQPPGTGAQR.A Dimethyl: 1

45 false 28 1420.7472 1419.7643 1 -17.15 387.2 21.67 18.9 (M:18.9) 1 2 0 R.QVTGTMLASLVEK.Y
Oxidation: 6; Dimethyl: 
13



46 false 28 1420.7472 1419.7279 1 8.46 246.35 21.67 15.8 (M:15.8) 1 10 1 K.SMGLPTSDEQKK.Q
Oxidation: 2; Dimethyl: 
1, 11, 12

47 false 28 1420.7472 1419.747 1 -4.98 334.57 21.67 16.1 (M:16.1) 1 7 1 R.LWDLTTGTTTRR.F

48 true 28 1874.9136 1873.9068 1 -0.26 194.56 23 90.8 (M:90.8) 1 1 0 K.TGGTSESSQPQPPGTGAQR.A Dimethyl:2H(4): 1

49 true 29 976.5614 975.5502 1 4.02 126.51 21.33 57.3 (M:57.3) 1 1 0 K.LSDLHAHK.L Dimethyl: 1, 8

50 true 30 984.613 983.6004 1 5.43 123.6 21.33 56.0 (M:56.0) 1 1 0 K.LSDLHAHK.L Dimethyl:2H(4): 1, 8



51 true 30 1280.6964 1279.686 1 2.46 212.02 20 40.3 (M:40.3) 1 1 1 R.AEPDAKEEATR.L Dimethyl:2H(4): 1, 6

52 true 32 1311.6913 1310.6918 1 -5.88 150.11 20 47.0 (M:47.0) 2 1 1 K.AGADEEKAETAR.L Dimethyl:2H(4): 1, 7

53 false 32 1311.6913 1310.6772 1 5.27 239.75 20 18.3 (M:18.3) 1 50 5 1 R.GYVKEQFAWR.H Dimethyl: 4

54 true 33 1434.879 1433.8631 1 6 320.34 21.33 75.2 (M:75.2) 1 1 0 R.EESGKPGAHVTVK.K Dimethyl:2H(4): 1, 5, 13

55 true 35 1384.8063 1383.7999 1 -0.65 274.37 20.17 30.0 (M:30.0) 1 1 1 K.VQESTKGPDEAK.I Dimethyl:2H(4): 1, 6, 12



56 true 36 1249.6563 1248.6513 1 -1.83 111.34 21 39.3 (M:39.3) 2 1 0 K.TSYAQHQQVR.Q Dimethyl:2H(4): 1

57 true 36 1608.8055 1607.7954 1 1.73 106.77 23.17 34.4 (M:34.4) 1 1 0 K.HLQSGENHTSVDPR.Q Dimethyl:2H(4): 1

58 true 37 1206.51 1205.5036 1 -0.74 93.55 21.5 33.1 (M:33.1) 1 1 0 K.GHYAYDCHR.Y
Carbamidomethyl: 7; 
Dimethyl: 1

59 true 37 1206.51 1205.5036 1 -0.74 93.55 21.5 33.1 (M:33.1) 1 1 0 K.GHYAYDCHR.Y
Carbamidomethyl: 7; 
Dimethyl: 1

60 true 38 1093.6453 1092.6291 1 8.1 225.39 21.83 41.5 (M:41.5) 1 1 0 K.HIVENAVQK.E Dimethyl: 1, 9



61 true 38 1210.5358 1209.5287 1 -0.16 97.27 21.5 46.4 (M:46.4) 1 1 0 K.GHYAYDCHR.Y
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

62 true 38 1210.5358 1209.5287 1 -0.16 97.27 21.5 46.4 (M:46.4) 1 1 0 K.GHYAYDCHR.Y
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

63 true 38 1624.7894 1623.7853 1 -1.9 169.82 20.33 67.6 (M:67.6) 1 1 0 R.TAEHEAAQQDVQNK.L Dimethyl: 1, 14

64 true 40 1173.5612 1172.5574 1 -3.03 80.48 21.5 27.2 (M:27.2) 1 1 0 K.GHSPTEAAYGR.D Dimethyl: 1

65 true 41 1177.5948 1176.5825 1 4.26 82.59 21.5 38.7 (M:38.7) 1 1 0 K.GHSPTEAAYGR.D Dimethyl:2H(4): 1



66 false 42 1115.6428 1114.642 1 -5.83 80.71 24.33 18.6 (M:18.6) 1 3 1 -.MAGLTPIEKK.L Dimethyl: 9

67 true 43 897.4875 896.4716 1 9.62 480.67 22.5 22.0 (M:22.0) 2 1 0 M.ATPPSQVR.Q Acetyl: 1

68 true 43 1261.5831 1260.5703 1 4.36 149.43 22.67 31.9 (M:31.9) 1 1 1 K.CCQLPEDRR.M
Carbamidomethyl: 1, 2; 
Dimethyl: 1

69 true 43 1303.632 1302.6416 1 -12.88 125.33 20 26.2 (M:26.2) 1 1 1 K.AGADEEKAETAR.L Dimethyl: 1, 7

70 true 43 1571.8959 1570.8843 1 2.72 128.56 20.17 19.9 (M:19.9) 1 1 1 M.ATEEKKPDAESTK.T
Dimethyl:2H(4): 5, 6, 13; 
Acetyl: 1



71 true 45 1238.6485 1237.6527 1 -9.3 135.41 23.83 28.5 (M:28.5) 1 1 1 R.RALDDDRPPR.R Dimethyl: 1

72 true 46 1242.6837 1241.6778 1 -1.15 78.5 23.83 44.6 (M:44.6) 1 1 1 R.RALDDDRPPR.R Dimethyl:2H(4): 1

73 true 47 1247.7899 1246.7547 1 22.35 157.17 23.67 17.6 (M:17.6) 1 50 1 1 K.KNLVVVETSAR.F Dimethyl:2H(4): 1

74 true 47 1391.6683 1390.6593 1 1.18 356.31 20.5 22.5 (M:22.5) 1 50 1 1 K.KMMMVNHGMEK.S Dimethyl: 1, 11

75 true 47 1422.8003 1421.7878 1 3.64 352.84 21.33 90.5 (M:90.5) 1 1 0 R.EESGKPGAHVTVK.K Dimethyl: 1, 5, 13



76 true 47 1569.8136 1568.8046 1 1.1 212.85 20.5 37.7 (M:37.7) 1 1 1 R.NEEEETPEKRPK.A Dimethyl: 1, 9, 12

77 true 48 1346.6446 1345.6598 1 -16.68 273.57 20.33 16.1 (M:16.1) 1 1 1 R.DKEVECGGPAPR.V
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

78 true 48 1581.8871 1580.8799 1 -0.06 233.27 20.5 43.4 (M:43.4) 1 1 1 R.NEEEETPEKRPK.A Dimethyl:2H(4): 1, 9, 12

79 true 49 1442.6532 1441.6433 1 1.81 395.9 20.33 31.3 (M:31.3) 1 1 0 K.QSDEDIHTANER.R Dimethyl: 1

80 true 50 1243.6343 1242.6213 1 4.61 114.81 21.83 42.6 (M:42.6) 4 99.55 1 0 R.HQGVMVGMGQK.D
Oxidation: 8; Dimethyl: 
1, 11



81 true 50 1243.6343 1242.6213 1 4.61 114.81 21.83 42.6 (M:42.6) 4 99.55 1 0 R.HQGVMVGMGQK.D
Oxidation: 8; Dimethyl: 
1, 11

82 true 50 1243.6343 1242.6213 1 4.61 114.81 21.83 42.6 (M:42.6) 4 99.55 1 0 R.HQGVMVGMGQK.D
Oxidation: 8; Dimethyl: 
1, 11

83 true 52 1285.6507 1284.6422 1 0.93 210.42 22.67 97.1 (M:97.1) 1 1 0 K.SHVSDAVAQSTR.I Dimethyl: 1

84 true 52 1513.7047 1512.6892 1 5.44 215.88 21.33 94.1 (M:94.1) 1 1 0 K.YHTVNGHNCEVR.K
Carbamidomethyl: 9; 
Dimethyl: 1

85 true 53 830.5029 829.4909 1 5.68 230.96 21.83 18.3 (M:18.3) 1 1 0 R.NTTIPTK.Q Dimethyl: 1, 7



86 true 53 830.5029 829.4909 1 5.68 230.96 21.83 18.3 (M:18.3) 1 1 0 R.NTTIPTK.Q Dimethyl: 1, 7

87 true 53 830.5029 829.4909 1 5.68 230.96 21.83 18.3 (M:18.3) 1 1 0 R.NTTIPTK.K Dimethyl: 1, 7

88 true 53 901.5363 900.5269 1 2.35 326.4 21.33 16.8 (M:16.8) 2 1 1 R.KGNYAER.V Dimethyl:2H(4): 1, 1

89 true 53 901.5363 900.5269 1 2.35 326.4 21.33 16.8 (M:16.8) 2 1 1 R.KGNYAER.V Dimethyl:2H(4): 1, 1

90 true 53 1190.5993 1189.5728 1 16.22 120.77 25 52.8 (M:52.8) 1 1 0 R.SHEGETAYIR.V Dimethyl: 1



91 true 53 1267.7481 1266.7383 1 1.94 122.11 22.83 16.1 (M:16.1) 1 1 1 K.LAGESESNLRK.A Dimethyl:2H(4): 1, 11

92 true 53 1289.6758 1288.6673 1 0.92 210.46 22.67 94.5 (M:94.5) 1 1 0 K.SHVSDAVAQSTR.I Dimethyl:2H(4): 1

93 true 53 1517.7307 1516.7143 1 5.99 248.42 21.33 95.6 (M:95.6) 1 1 0 K.YHTVNGHNCEVR.K
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

94 true 53 2684.1945 2683.1594 1 10.36 270.31 20.33 81.1 (M:81.1) 1 1 1
R.EDGNEEDKENQGDETQGQQP
PQR.R Dimethyl: 1, 8

95 true 54 1198.657 1197.6481 1 1.36 109.18 23 74.3 (M:74.3) 3 1 0 R.DAVTYTEHAK.R Dimethyl:2H(4): 1, 10



96 true 54 1331.6982 1330.6881 1 2.1 150.78 22.83 30.0 (M:30.0) 1 1 0 R.GPPPPPTASEPTR.R Dimethyl: 1

97 true 54 1982.9978 1982.0094 1 -9.54 100.27 20 93.1 (M:93.1) 1 1 1 K.EGNNPAENGDAKTDQAQK.A
Dimethyl:2H(4): 1, 12, 
18

98 true 55 1335.723 1334.7132 1 1.85 175.34 22.83 36.7 (M:36.7) 1 1 0 R.GPPPPPTASEPTR.R Dimethyl:2H(4): 1

99 true 55 1361.7295 1360.715 1 5.31 262.99 21.5 22.0 (M:22.0) 1 1 0 R.HTDPLHQQTPR.I Dimethyl:2H(4): 1

100 true 56 994.5163 993.5032 1 5.87 108.86 21.67 29.6 (M:29.6) 1 1 0 K.YVQHTYR.T Dimethyl: 1



101 true 57 998.5408 997.5283 1 5.23 94.73 21.67 18.2 (M:18.2) 1 1 0 K.YVQHTYR.T Dimethyl:2H(4): 1

102 true 57 1467.8758 1466.8457 1 15.54 252.04 22.83 17.8 (M:17.8) 1 1 1 K.IERDEIAGQKPK.N Dimethyl: 1, 10, 12

103 true 58 1245.6418 1244.6262 1 6.69 111.42 20.83 32.3 (M:32.3) 2 1 0 K.TSYAQHQQVR.Q Dimethyl: 1

104 true 58 1479.9294 1478.921 1 0.74 230.63 22.83 37.8 (M:37.8) 1 1 1 K.IERDEIAGQKPK.N
Dimethyl:2H(4): 1, 10, 
12

105 true 61 1401.6922 1400.6644 1 14.62 197.93 22.67 48.0 (M:48.0) 1 1 0 R.NPQNSSQSADGLR.C Dimethyl: 1



106 true 62 1405.7111 1404.6895 1 10.2 283.83 22.67 43.1 (M:43.1) 1 1 0 R.NPQNSSQSADGLR.C Dimethyl:2H(4): 1

107 true 63 1147.5491 1146.5458 1 -3.47 319.99 22 65.1 (M:65.1) 1 1 0 K.YDSTHGHFK.G Dimethyl: 1, 9

108 true 63 1391.7051 1390.699 1 -0.86 328.09 20.67 45.5 (M:45.5) 2 1 0 R.VIDSQQEQEQR.R Dimethyl:2H(4): 1

109 true 63 1415.7458 1414.7165 1 15.56 315.7 22.67 25.2 (M:25.2) 1 1 1 K.AQQELEEQTRR.A Dimethyl: 1

110 false 64 922.553 921.5255 1 21.91 108.21 23.5 15.0 (M:15.0) 1 2 0 K.IAMADTLR.L Dimethyl:2H(4): 1



111 true 64 1155.6026 1154.596 1 -0.61 320.16 21.83 43.6 (M:43.6) 1 1 0 K.YDSTHGHFK.G Dimethyl:2H(4): 1, 9

112 false 64 1410.6847 1409.6612 1 11.47 166.43 20.5 16.9 (M:16.9) 1 50.35 2 1 R.LASGWDEDKDDK.R Dimethyl:2H(4): 9

113 true 65 928.5617 927.5753 1 -22.53 139.9 22.17 16.7 (M:16.7) 1 1 1 K.KALEAAVAK.A Dimethyl: 9

114 true 66 1369.7085 1368.6997 1 1.05 171.3 23.83 67.1 (M:67.1) 1 1 0 K.TVEAEAAHGTVTR.H Dimethyl: 1

115 true 67 1373.7323 1372.7248 1 0.1 189.74 23.83 74.4 (M:74.4) 1 1 0 K.TVEAEAAHGTVTR.H Dimethyl:2H(4): 1



116 false 69 844.4863 843.4814 1 -2.83 436.3 24.17 20.7 (M:20.7) 1 6 1 R.EKQNAAK.E Dimethyl: 1, 7

117 true 69 1354.7382 1353.7492 1 -13.52 245.23 23.17 67.2 (M:67.2) 2 1 1 R.DAVTYTEHAKR.K Dimethyl:2H(4): 1, 10

118 true 70 1438.7146 1437.7113 1 -2.79 357.14 23.17 85.0 (M:85.0) 2 1 0 K.YHTINGHNAEVR.K Dimethyl: 1

119 true 71 900.42 899.425 1 -13.54 453.89 23.83 31.8 (M:31.8) 2 1 1 R.YRSFDGR.H

120 true 71 1387.6796 1386.6739 1 -1.12 270.73 20.67 40.4 (M:40.4) 2 1 0 R.VIDSQQEQEQR.R Dimethyl: 1



121 true 72 1173.6703 1172.6641 1 -0.9 50.66 23.33 19.1 (M:19.1) 1 1 1 R.GELSEQYKR.N Dimethyl:2H(4): 1, 8

122 true 73 1214.624 1213.5874 1 24.18 109.93 23.83 38.7 (M:38.7) 1 1 0 R.LVDGPNQCAGR.V
Carbamidomethyl: 8; 
Dimethyl: 1

123 true 73 1228.7759 1227.7616 1 5.65 115.94 22.33 50.8 (M:50.8) 4 1 1 K.NYVPPKGETK.K Dimethyl:2H(4): 1, 6, 10

124 true 73 1419.7627 1418.7416 1 9.77 261.52 22.67 27.4 (M:27.4) 1 1 1 K.AQQELEEQTRR.A Dimethyl:2H(4): 1

125 true 74 898.4512 897.4491 1 -5.69 327.1 21.83 23.3 (M:23.3) 1 1 0 K.AICDHVR.D
Carbamidomethyl: 3; 
Dimethyl: 1



126 true 74 1084.5183 1083.5131 1 -1.92 234.52 23.83 33.4 (M:33.4) 1 1 0 R.EGLHNMEAR.L Dimethyl: 1

127 true 74 1595.0423 1594.0145 1 12.86 287.57 20.83 34.1 (M:34.1) 1 1 1 R.EESGKPGAHVTVKK.L
Dimethyl:2H(4): 1, 5, 13, 
14

128 true 77 886.4402 885.4192 1 15.46 317.34 20.67 17.7 (M:17.7) 1 1 0 R.ENVPEDR.R Dimethyl: 1

129 false 77 886.4402 885.4192 1 15.46 395.84 20.67 15.6 (M:15.6) 1 3 0 R.EDELQPR.F

130 true 77 1195.527 1194.5153 1 3.71 191.38 21 20.9 (M:20.9) 1 1 0 R.YNGEPDSTER.N Dimethyl: 1



131 true 77 1383.6632 1382.6517 1 3.09 265.15 23.33 41.9 (M:41.9) 1 1 0 R.HTPYGNQTDYR.I Dimethyl:2H(4): 1

132 true 78 785.4777 784.4807 1 -13.06 174.81 22.67 37.1 (M:37.1) 1 1 0 K.NAGAVIGK.G Dimethyl: 1, 8

133 true 78 785.4777 784.4807 1 -13.06 174.81 22.67 37.1 (M:37.1) 1 1 0 K.NAGAVIGK.G Dimethyl: 1, 8

134 true 78 890.4593 889.4443 1 8.69 300.15 20.67 28.0 (M:28.0) 1 1 0 R.ENVPEDR.R Dimethyl:2H(4): 1

135 true 78 946.4696 945.4767 1 -15.19 89.7 21 22.1 (M:22.1) 1 1 0 K.VSPTETER.C Dimethyl: 1



136 false 80 955.5679 954.5386 1 23.08 236.11 23.5 15.7 (M:15.7) 1 3 0 K.LSSAPPDLK.E Dimethyl: 9

137 true 81 1546.831 1545.8151 1 5.54 112.43 21.83 37.9 (M:37.9) 2 1 0 K.STSHQPSPVPPTQK.V Dimethyl: 1, 14

138 true 83 1123.6029 1122.5934 1 1.94 260.93 23.5 26.2 (M:26.2) 1 1 0 R.HILYHEQR.L Dimethyl: 1

139 true 83 1681.8051 1680.7853 1 7.47 209.46 20.83 43.1 (M:43.1) 2 1 0 K.EINSDQATQGNSTER.G Dimethyl:2H(4): 1

140 true 83 2275.0372 2274.0335 1 -1.6 202.2 20.67 63.7 (M:63.7) 1 1 1
K.KGDVEGSQSQDEGEGSTESER.
G Dimethyl:2H(4): 1, 1



141 true 84 972.5622 971.5764 1 -22.1 89.06 22.83 19.7 (M:19.7) 1 1 1 K.NVSVKDVR.R Dimethyl: 1, 5

142 false 84 972.5622 971.54 1 15.31 251.66 22.83 16.6 (M:16.6) 1 8 1 R.NRTPSDVK.E Dimethyl: 1, 8

143 false 84 972.5622 971.5512 1 3.76 177.02 22.83 17.1 (M:17.1) 1 6 1 R.RVSNEIVR.F

144 true 84 1127.6249 1126.6185 1 -0.82 336.56 23.33 20.9 (M:20.9) 1 1 0 R.HILYHEQR.L Dimethyl:2H(4): 1

145 true 84 1384.6733 1383.667 1 -0.74 175.21 24.5 39.6 (M:39.6) 3 1 0 R.ADTQTYQPYNK.D Dimethyl: 1, 11



146 true 85 1136.6023 1135.5808 1 12.52 363.6 23.5 56.0 (M:56.0) 2 1 0 K.EMQPTHPIR.L Dimethyl: 1

147 true 85 1136.6023 1135.5808 1 12.52 363.6 23.5 56.0 (M:56.0) 2 1 0 K.EMQPTHPIR.L Dimethyl: 1

148 true 85 1136.6023 1135.5808 1 12.52 363.6 23.5 56.0 (M:56.0) 2 1 0 K.EMQPTHPIR.L Dimethyl: 1

149 true 85 1253.5266 1252.5329 1 -10.83 121.72 22 42.0 (M:42.0) 1 1 0 K.EYVTCHTCR.S
Carbamidomethyl: 5, 8; 
Dimethyl: 1

150 true 86 1257.5547 1256.558 1 -8.36 183.17 22 59.1 (M:59.1) 1 1 0 K.EYVTCHTCR.S
Carbamidomethyl: 5, 8; 
Dimethyl:2H(4): 1



151 true 86 1338.6627 1337.6448 1 7.95 252.76 21.5 58.7 (M:58.7) 1 1 0 R.YHSQGSAAAMQR.R Dimethyl:2H(4): 1

152 true 86 2692.272 2691.2096 1 20.49 160.24 20.83 103.5 (M:103.5) 1 1 1
R.EDGNEEDKENQGDETQGQQP
PQR.R Dimethyl:2H(4): 1, 8

153 true 87 1646.7398 1645.7267 1 3.55 198.24 23.5 97.3 (M:97.3) 1 1 0 R.QNYHQDCEAAINR.Q
Carbamidomethyl: 7; 
Dimethyl: 1

154 true 88 1654.8052 1653.7766 1 12.89 297.08 21.33 18.1 (M:18.1) 1 1 0 R.QGSVCHGCGHPITGR.C
Carbamidomethyl: 5, 8; 
Dimethyl:2H(4): 1

155 true 89 1166.6511 1165.643 1 0.69 413.34 21 39.1 (M:39.1) 1 1 0 K.IDAQEQEAAK.G Dimethyl:2H(4): 1, 10



156 true 89 1216.7015 1215.6863 1 6.49 69.26 22.33 46.6 (M:46.6) 2 1 1 K.NYVPPKGETK.K Dimethyl: 1, 6, 10

157 true 89 1819.7807 1818.7517 1 11.94 193.63 21.33 122.6 (M:122.6) 1 1 0
R.GGSGGSYGGGGSGGGYGGGS
GSR.G Dimethyl: 1

158 true 91 935.4725 934.4508 1 15.41 111.54 25 26.5 (M:26.5) 1 1 0 R.GGTPSAFDR.I Dimethyl: 1

159 true 91 1283.5999 1282.6088 1 -12.61 135.56 22 43.4 (M:43.4) 1 1 0 R.VNVTEGCHPSR.V
Carbamidomethyl: 7; 
Dimethyl: 1

160 true 92 1287.6168 1286.6339 1 -18.95 126.96 22 32.6 (M:32.6) 1 1 0 R.VNVTEGCHPSR.V
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



161 true 92 1322.6542 1321.6412 1 4.33 222.66 21.17 49.1 (M:49.1) 2 1 0 R.LEGGSGGDSEVQR.T Dimethyl:2H(4): 1

162 true 93 1471.7405 1470.7328 1 0.34 308.45 22.17 29.4 (M:29.4) 1 1 0 M.SHPSPVERPGNPR.N Acetyl: 1

163 true 94 1185.8307 1184.8034 1 16.83 91.07 21.33 23.2 (M:23.2) 1 1 1 K.IIQEPPHKK.G Dimethyl:2H(4): 1, 8, 9

164 true 94 1337.8418 1336.8355 1 -0.75 113.63 24.33 57.6 (M:57.6) 1 1 0 K.QKPITPETAEK.L Dimethyl:2H(4): 1, 2, 11

165 false 95 1471.6577 1470.6773 1 -18.27 429.98 21.17 19.5 (M:19.5) 1 2 0 -.MEGSAGPPGSLVDGR.L Acetyl: 1



166 true 95 1581.7473 1580.7332 1 4.36 189.16 23.17 31.9 (M:31.9) 1 1 0 R.HHYEQQQEDLAR.N Dimethyl: 1

167 true 96 1313.7654 1312.7628 1 -3.5 222.37 21.17 45.4 (M:45.4) 1 1 1 R.AKEAAEQDVEK.K Dimethyl:2H(4): 1, 2, 11

168 false 96 1387.6898 1386.6852 1 -1.93 166.69 21.17 22.3 (M:22.3) 1 3 1 K.AQQELEEQTRR.A

169 false 96 1387.6898 1386.6701 1 8.93 223.27 21.17 18.4 (M:18.4) 1 5 1 R.ASVMVYDDTSKK.W
Oxidation: 4; Dimethyl: 
12

170 true 96 1475.683 1474.6772 1 -1.06 396.66 21.17 63.4 (M:63.4) 2 1 0 R.VDCDQHSDIAQR.Y
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



171 true 96 1585.7718 1584.7583 1 3.95 219.2 23.17 47.7 (M:47.7) 1 1 0 R.HHYEQQQEDLAR.N Dimethyl:2H(4): 1

172 true 97 1730.8198 1729.837 1 -14.14 216.2 21 77.0 (M:77.0) 1 1 1 K.TNEAPAAEASDDKEAK.S Dimethyl: 1, 13, 16

173 false 98 928.5572 927.5502 1 -0.25 170.81 22.33 16.3 (M:16.3) 1 4 1 K.RQEQIAK.R Dimethyl: 1, 7

174 false 98 928.5572 927.5502 1 -0.25 159.21 22.33 18.2 (M:18.2) 1 2 1 K.AKGEQIAR.E Dimethyl: 1, 2

175 false 98 928.5572 927.5614 1 -12.35 106.69 22.33 16.3 (M:16.3) 1 5 1 K.RATLLQAR.R



176 true 98 1177.6603 1176.6503 1 2.3 92.28 24 51.9 (M:51.9) 1 1 0 R.ELEVQHPAAK.M Dimethyl: 1, 10

177 true 98 1738.7487 1737.755 1 -7.76 248.72 21.17 52.7 (M:52.7) 1 1 1 K.IECDDKNDGSCDVK.Y
Carbamidomethyl: 3, 
11; Dimethyl: 1, 6, 14

178 true 99 844.4398 843.445 1 -14.78 352.71 21.67 29.1 (M:29.1) 1 1 0 K.LAEQAER.Y Dimethyl: 1

179 true 99 844.4398 843.445 1 -14.78 352.71 21.67 29.1 (M:29.1) 1 1 0 R.LAEQAER.Y Dimethyl: 1

180 true 99 844.4398 843.445 1 -14.78 352.71 21.67 29.1 (M:29.1) 1 1 0 K.LAEQAER.Y Dimethyl: 1



181 true 99 844.4398 843.445 1 -14.78 352.71 21.67 29.1 (M:29.1) 1 1 0 K.LAEQAER.Y Dimethyl: 1

182 false 99 932.5832 931.5753 1 0.7 158.58 22.33 19.9 (M:19.9) 2 3 1 K.AKGEQIAR.E
Dimethyl:2H(4): 2; 
Dimethyl: 1

183 true 99 986.6046 985.592 1 5.33 112.75 22.67 28.7 (M:28.7) 4 1 1 K.NVSVKDIR.R Dimethyl: 1, 5

184 false 99 1185.7135 1184.7005 1 4.84 96.5 24 16.6 (M:16.6) 1 2 0 R.ELEVQHPAAK.M Dimethyl:2H(4): 1, 10

185 true 101 1638.8666 1637.8613 1 -1.22 134.01 24.17 89.2 (M:89.2) 1 1 1 R.QAGEVTYADAHKER.T Dimethyl:2H(4): 1, 12



186 true 103 1000.5833 999.5753 1 0.7 115.22 22.33 34.4 (M:34.4) 1 1 1 K.FKDPNAPK.R Dimethyl: 1, 2, 8

187 true 103 1140.5912 1139.5873 1 -2.98 330.97 21.17 20.7 (M:20.7) 1 1 1 R.IYQDERER.S Dimethyl:2H(4): 1

188 true 103 1243.6749 1242.6608 1 5.46 153 24 83.0 (M:83.0) 1 1 1 R.FHVEEEGKGK.D Dimethyl: 1, 8, 10

189 true 103 1351.7146 1350.7004 1 5.13 222.44 23.67 42.1 (M:42.1) 1 1 0 K.QAVEQQIQSHR.E Dimethyl: 1

190 true 104 1218.635 1217.628 1 -0.24 131.34 23.17 31.8 (M:31.8) 1 1 0 R.HEDDVQHFK.V Dimethyl:2H(4): 1, 9



191 false 104 1218.635 1217.6125 1 12.55 133.6 23.17 15.6 (M:15.6) 1 2 0 R.LVDGPNQCAGR.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

192 true 104 1650.7841 1649.7515 1 15.38 145.11 21.33 27.2 (M:27.2) 1 1 0 R.QGSVCHGCGHPITGR.C
Carbamidomethyl: 5, 8; 
Dimethyl: 1

193 true 105 1255.7499 1254.7362 1 5.17 164.61 24 55.1 (M:55.1) 1 1 1 R.FHVEEEGKGK.D Dimethyl:2H(4): 1, 8, 10

194 true 105 1823.8071 1822.7768 1 12.63 276.19 21.33 164.4 (M:164.4) 1 1 0
R.GGSGGSYGGGGSGGGYGGGS
GSR.G Dimethyl:2H(4): 1

195 true 106 891.5233 890.5086 1 8.28 433.1 21.67 36.7 (M:36.7) 1 1 0 R.LAPGGHVGR.F Dimethyl: 1



196 true 106 901.5079 900.5029 1 -2.55 380.94 24.33 26.1 (M:26.1) 1 1 0 K.VAVSAAAER.V Dimethyl: 1

197 true 106 1179.6598 1178.6747 1 -18.74 75.7 23.5 15.8 (M:15.8) 1 1 1 K.ATLPDADKER.Q Dimethyl:2H(4): 1, 8

198 false 107 895.5476 894.5337 1 7.4 669.55 21.67 24.1 (M:24.1) 1 3 0 R.LAPGGHVGR.F Dimethyl:2H(4): 1

199 true 107 1185.6259 1184.6302 1 -9.79 134.53 23.17 36.0 (M:36.0) 1 1 1 K.EFNAEVHRK.H Dimethyl: 1, 9

200 true 108 1071.5842 1070.5658 1 10.31 343.14 21.33 48.3 (M:48.3) 3 1 0 K.EGIPPDQQR.L Dimethyl:2H(4): 1



201 true 108 1102.5894 1101.5778 1 3.91 172.74 26.17 30.5 (M:30.5) 2 1 0 K.ITITNDQNR.L Dimethyl: 1

202 true 108 1276.611 1275.6047 1 -0.74 143.08 23.5 24.9 (M:24.9) 1 1 1 R.FHDFDHRDR.G Dimethyl:2H(4): 1

203 true 108 1399.69 1398.664 1 13.37 118.26 22.67 29.0 (M:29.0) 1 1 0 K.GTVSFHTQSDHR.F Dimethyl: 1

204 true 109 1236.684 1235.6772 1 -0.34 103.96 24.33 32.1 (M:32.1) 1 1 1 K.ITDRTESLNR.S Dimethyl:2H(4): 1

205 true 109 1273.6442 1272.6397 1 -2.19 172.57 22.33 67.8 (M:67.8) 1 1 0 K.EHMQPTHPIR.L Dimethyl: 1



206 true 109 1273.6442 1272.6397 1 -2.19 172.57 22.33 67.8 (M:67.8) 1 1 0 K.EHMQPTHPIR.L Dimethyl: 1

207 true 110 800.4676 799.4552 1 6.42 322.06 22.83 16.9 (M:16.9) 2 1 0 K.NSPLVSR.L Dimethyl: 1

208 true 110 1277.6655 1276.6648 1 -5.18 166.69 22.33 61.7 (M:61.7) 1 1 0 K.EHMQPTHPIR.L Dimethyl:2H(4): 1

209 true 110 1277.6655 1276.6648 1 -5.18 166.69 22.33 61.7 (M:61.7) 1 1 0 K.EHMQPTHPIR.L Dimethyl:2H(4): 1

210 true 111 1131.5418 1130.5469 1 -10.89 230.33 24 34.7 (M:34.7) 1 1 0 K.DVFQHSQSR.T Dimethyl: 1



211 true 111 1325.766 1324.7602 1 -1.1 128.09 24.33 59.8 (M:59.8) 1 1 0 K.QKPITPETAEK.L Dimethyl: 1, 2, 11

212 true 111 1596.8096 1595.809 1 -4.14 163.54 23.83 39.6 (M:39.6) 1 1 1 R.RMEELHNQEVQK.R Dimethyl: 1, 12

213 true 112 871.4697 870.4521 1 11.84 366.9 23.33 25.1 (M:25.1) 1 1 0 K.MIYASSK.D
Oxidation: 1; Dimethyl: 
1, 7

214 true 112 1222.6395 1221.6241 1 6.62 94.71 22.33 54.9 (M:54.9) 1 1 1 K.NKEEAADYAK.L Dimethyl: 1, 2, 10

215 true 112 1318.6302 1317.6161 1 5.22 197.09 21.17 41.8 (M:41.8) 1 1 0 R.LEGGSGGDSEVQR.T Dimethyl: 1



216 true 112 1619.7798 1618.7661 1 3.96 185.68 23.17 58.4 (M:58.4) 1 1 1 R.NQMAEKEEYEHK.Q Dimethyl: 1, 6, 12

217 true 113 1224.6573 1223.651 1 -0.79 95.01 21.33 71.6 (M:71.6) 1 1 0 K.QEPVKPEEGR.D Dimethyl: 1, 5

218 true 113 1863.852 1862.8734 1 -15.37 170.28 21.33 39.8 (M:39.8) 1 1 1 R.YNGEPDSTERNDTSSK.L Dimethyl:2H(4): 1, 16

219 true 114 885.5146 884.508 1 -0.78 296.46 22.33 15.9 (M:15.9) 1 1 0 K.AEVAAAAVR.L Dimethyl: 1

220 true 114 1232.7067 1231.7012 1 -1.43 90.73 21.33 37.9 (M:37.9) 1 1 0 K.QEPVKPEEGR.D Dimethyl:2H(4): 1, 5



221 true 114 1354.7613 1353.7591 1 -3.8 144.56 24.33 34.1 (M:34.1) 1 1 0 K.STSVSTPEQQVK.L Dimethyl:2H(4): 1, 12

222 false 114 1815.896 1814.8833 1 3.01 178.35 23.33 15.9 (M:15.9) 1 2 0 R.AAVAEAMGGAGQEVEELR.R Dimethyl: 1

223 false 115 937.5409 936.5215 1 12.89 163.78 22.33 20.0 (M:20.0) 1 2 0 K.HLVCGPVK.V
Carbamidomethyl: 4; 
Dimethyl: 8

224 true 115 1238.7716 1237.7671 1 -2.24 85.58 21.33 28.0 (M:28.0) 1 1 1 M.ADEKPKEGVK.T
Dimethyl:2H(4): 4, 6, 10; 
Acetyl: 1

225 true 115 1535.7965 1534.7802 1 5.86 353.7 22.5 68.7 (M:68.7) 1 1 0 K.YHTINGHNCEVK.K
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 12



226 true 116 1261.6603 1260.6476 1 4.29 99.44 21.67 19.7 (M:19.7) 1 1 0 R.FGGPVHHQAQR.F Dimethyl: 1

227 true 116 1301.6922 1300.6874 1 -1.96 161.4 21.17 34.9 (M:34.9) 1 1 1 R.AKEAAEQDVEK.K Dimethyl: 1, 2, 11

228 true 116 1829.9136 1828.8955 1 5.89 209.23 23.33 115.9 (M:115.9) 1 1 1 K.NQTAEKEEFEHQQK.E Dimethyl: 1, 6, 14

229 true 117 1265.6904 1264.6727 1 8.28 205.93 21.67 25.5 (M:25.5) 1 1 0 R.FGGPVHHQAQR.F Dimethyl:2H(4): 1

230 true 117 1383.708 1382.7154 1 -10.62 169.23 25.5 58.5 (M:58.5) 1 1 0 K.TIEAEAAHGTVTR.H Dimethyl: 1



231 true 117 1403.7146 1402.6891 1 12.97 161.02 22.67 22.1 (M:22.1) 1 1 0 K.GTVSFHTQSDHR.F Dimethyl:2H(4): 1

232 true 118 844.4868 843.4814 1 -2.2 481.82 23.5 47.6 (M:47.6) 3 1 0 R.EIQTAVR.L Dimethyl: 1

233 false 119 848.5113 847.5065 1 -2.99 597.83 23.5 22.0 (M:22.0) 2 6 1 R.EKQNAAK.E
Dimethyl:2H(4): 1; 
Dimethyl: 7

234 true 119 848.5113 847.5065 1 -2.99 450.48 23.5 44.7 (M:44.7) 4 1 0 R.EIQTAVR.L Dimethyl:2H(4): 1

235 false 119 1051.4553 1050.4288 1 18.34 189.46 21.33 15.8 (M:15.8) 1 2 0 K.EDNNCSEK.E
Carbamidomethyl: 5; 
Dimethyl: 1, 8



236 true 119 1051.4553 1050.473 1 -23.74 122.15 21.33 44.0 (M:44.0) 1 1 0 K.EDAANNYAR.G Dimethyl: 1

237 true 119 1051.4553 1050.473 1 -23.74 122.15 21.33 44.0 (M:44.0) 1 1 0 K.EDAANNYAR.G Dimethyl: 1

238 true 119 1051.4553 1050.473 1 -23.74 122.15 21.33 44.0 (M:44.0) 1 1 0 K.EDAANNYAR.G Dimethyl: 1

239 true 120 1127.7222 1126.714 1 0.83 252.9 22.33 47.8 (M:47.8) 2 1 1 K.NYVPPKGEK.K Dimethyl:2H(4): 1, 6, 9

240 true 121 893.5125 892.5018 1 3.87 510.22 23.33 27.0 (M:27.0) 1 1 0 K.HPELVDK.N Dimethyl: 1, 7



241 true 122 1110.5881 1109.5829 1 -1.92 241.17 24 36.9 (M:36.9) 2 1 0 K.GPSPQEAIQR.L Dimethyl: 1

242 true 123 1141.6003 1140.5928 1 0.23 340.1 23 19.7 (M:19.7) 1 1 0 K.LFNDQHPSK.D Dimethyl: 1, 9

243 true 123 1400.7756 1399.747 1 15.21 164.22 23 20.3 (M:20.3) 1 1 0 K.NNRPSEGPLQTR.L Dimethyl:2H(4): 1

244 true 124 908.5091 907.5173 1 -17.07 98.12 21.5 24.9 (M:24.9) 1 1 0 K.LPICMAK.T

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1; 
Oxidation: 5; Dimethyl: 
7

245 true 124 1271.6737 1270.6568 1 7.61 166.91 24.17 37.0 (M:37.0) 1 1 0 R.SNEHIQELNR.V Dimethyl:2H(4): 1



246 true 124 1836.0342 1835.0079 1 10.36 227.43 22.83 56.2 (M:56.2) 1 1 1 R.GNGESDKHQYIIHGGK.T Dimethyl:2H(4): 1, 7, 16

247 true 125 816.4414 815.4324 1 2.2 244.88 23.17 27.8 (M:27.8) 3 1 0 K.CGVISPR.F
Carbamidomethyl: 1; 
Dimethyl: 1

248 true 125 884.5387 883.5491 1 -20 317.7 22.5 19.4 (M:19.4) 1 1 0 K.LVLEAGVR.V Dimethyl: 1

249 true 125 1274.6547 1273.6387 1 6.83 161.36 25 28.4 (M:28.4) 1 1 0 K.THEAQIQEMR.Q Dimethyl:2H(4): 1

250 true 125 1630.8179 1629.8111 1 -0.27 96.11 24.17 64.3 (M:64.3) 1 1 1 R.QAGEVTYADAHKER.T Dimethyl: 1, 12



251 true 127 1192.6456 1191.6468 1 -7.1 359.96 22.83 16.6 (M:16.6) 1 1 1 R.AMTLIMNSRK.F Dimethyl: 10

252 true 127 1571.8617 1570.8919 1 -23.81 121.17 23.67 40.8 (M:40.8) 1 1 0 K.ITAAAPEPAKPGDNR.E Dimethyl:2H(4): 1, 10

253 true 128 956.5448 955.5389 1 -1.4 133.03 23.5 21.0 (M:21.0) 1 1 0 K.HLAAVEER.K Dimethyl:2H(4): 1

254 true 128 1269.6732 1268.6725 1 -5.15 153.75 21.33 19.4 (M:19.4) 1 1 1 R.LKEEEQQGPR.E Dimethyl: 1, 2

255 true 129 961.514 960.5063 1 0.53 149.17 23.5 38.1 (M:38.1) 2 1 1 K.CDVDIRK.D
Carbamidomethyl: 1; 
Dimethyl: 1, 7



256 true 129 961.514 960.5063 1 0.53 149.17 23.5 38.1 (M:38.1) 2 1 1 K.CDVDIRK.D
Carbamidomethyl: 1; 
Dimethyl: 1, 7

257 false 129 961.514 960.5128 1 -6.26 254.81 23.5 15.7 (M:15.7) 1 8 1 K.TEDGKVEK.H Dimethyl: 1, 8

258 true 129 1015.5544 1014.5498 1 -2.64 124.83 24.33 36.0 (M:36.0) 1 1 0 K.IHQETFGK.S Dimethyl: 1, 8

259 true 129 1049.5404 1048.5302 1 2.78 69.95 24.33 20.6 (M:20.6) 1 1 0 M.SSAPPGPAAPR.L Acetyl: 1

260 true 130 1058.5256 1057.5193 1 -0.85 91.14 24.67 31.0 (M:31.0) 1 1 0 R.TVEEPYHR.Y Dimethyl: 1



261 true 131 984.5837 983.5764 1 0.07 144.87 24 20.4 (M:20.4) 1 1 0 K.NIVVVEGVR.I

262 true 131 1062.5559 1061.5444 1 3.96 103.36 24.33 23.0 (M:23.0) 1 1 0 R.TVEEPYHR.Y Dimethyl:2H(4): 1

263 true 131 1125.5829 1124.5761 1 -0.38 265.72 24.33 40.5 (M:40.5) 1 1 0 K.VHAIQCDVR.D
Carbamidomethyl: 6; 
Dimethyl: 1

264 true 132 1392.7025 1391.6906 1 3.33 206.31 21.67 22.5 (M:22.5) 2 1 0 R.SVQAGNPGGPGGPGGR.G Dimethyl: 1

265 true 133 1161.6083 1160.6012 1 -0.18 389.37 24.33 57.7 (M:57.7) 1 1 1 K.MYEEHLKR.M Dimethyl: 1, 7



266 true 134 1158.5851 1157.5928 1 -12.98 243.7 21.5 50.1 (M:50.1) 1 1 0 K.IDAQEQEAAK.G Dimethyl: 1, 10

267 true 134 1169.6584 1168.6514 1 -0.28 343.37 24.33 48.0 (M:48.0) 1 1 1 K.MYEEHLKR.M Dimethyl:2H(4): 1, 7

268 true 135 1166.5888 1165.5728 1 7.52 301.15 21.5 17.0 (M:17.0) 1 1 1 K.ASYQQEEKR.M Dimethyl: 1

269 true 136 1136.4992 1135.5018 1 -8.76 305.99 22.5 16.4 (M:16.4) 2 1 0 R.YGCGNYGASR.Q
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

270 true 136 1185.6455 1184.6463 1 -6.81 65.4 24.33 17.8 (M:17.8) 1 1 1 K.MYEEHLKR.M
Dimethyl:2H(4): 1, 7; 
Oxidation: 1



271 true 136 1199.6625 1198.667 1 -9.84 113.19 24.83 43.1 (M:43.1) 2 1 1 R.LAADVGKAGADR.E Dimethyl: 1, 7

272 true 136 1199.6625 1198.667 1 -9.84 113.19 24.83 43.1 (M:43.1) 2 1 1 R.LAADVGKAGADR.E Dimethyl: 1, 7

273 true 136 1280.6304 1279.6129 1 8.03 215.05 21.5 54.0 (M:54.0) 3 1 0 R.QEMQEVQNSR.S Dimethyl:2H(4): 1

274 true 137 1203.686 1202.6921 1 -11.09 50.35 24.83 37.1 (M:37.1) 1 1 1 R.LAADVGKAGADR.E
Dimethyl:2H(4): 1; 
Dimethyl: 7

275 true 137 1203.686 1202.6921 1 -11.09 50.35 24.83 37.1 (M:37.1) 1 1 1 R.LAADVGKAGADR.E
Dimethyl:2H(4): 1; 
Dimethyl: 7



276 true 137 1387.7095 1386.7004 1 1.34 303.16 24.33 53.4 (M:53.4) 1 1 1 R.YLHDESGLNRR.H Dimethyl: 1

277 true 137 1554.8783 1553.8653 1 3.69 191.61 21.67 26.7 (M:26.7) 1 1 0 K.STSHQPSPVPPTQK.V Dimethyl:2H(4): 1, 14

278 false 138 1046.5839 1045.5768 1 -0.17 146.93 24 15.9 (M:15.9) 1 4 0 R.GSLASLDSLR.K Dimethyl: 1

279 false 138 1046.5839 1045.5655 1 10.56 156.25 24 15.4 (M:15.4) 1 7 0 R.GLVSSDELAK.D Dimethyl: 1

280 false 138 1391.7329 1390.7092 1 11.74 258.13 24.33 16.2 (M:16.2) 1 2 0 K.DVVFLIDGSDGVR.R



281 true 138 1391.7329 1390.7255 1 0.05 268.36 24.33 47.9 (M:47.9) 1 1 1 R.YLHDESGLNRR.H Dimethyl:2H(4): 1

282 true 138 1442.7448 1441.7364 1 0.76 363.84 23 74.7 (M:74.7) 1 1 0 K.YHTINGHNAEVR.K Dimethyl:2H(4): 1

283 true 140 1083.6203 1082.6084 1 4.21 200.47 24.33 27.7 (M:27.7) 1 1 0 R.NAAEELKPR.N Dimethyl: 1, 7

284 true 140 1263.558 1262.5527 1 -1.6 96.58 22.5 15.3 (M:15.3) 1 1 0 R.FSSSSGYGGGSSR.V Dimethyl: 1

285 true 140 1493.8098 1492.7998 1 1.81 135.47 24.33 92.4 (M:92.4) 2 1 0 R.EDSQRPGAHLTVK.K Dimethyl: 1, 13



286 true 141 773.4492 772.4483 1 -8.22 198.71 23.33 30.3 (M:30.3) 2 1 0 K.NYVPPK.G Dimethyl: 1, 6

287 true 141 773.4492 772.4483 1 -8.22 198.71 23.33 30.3 (M:30.3) 2 1 0 K.NYVPPK.G Dimethyl: 1, 6

288 true 141 1072.513 1071.5098 1 -3.8 221.79 23.17 19.0 (M:19.0) 1 1 0 K.GHPEFSTNR.Q Dimethyl: 1

289 true 141 1091.6616 1090.6586 1 -3.93 179.33 24.17 19.6 (M:19.6) 1 1 0 R.NAAEELKPR.N Dimethyl:2H(4): 1, 7

290 true 141 1742.9046 1741.9123 1 -8.6 108.59 21.5 69.1 (M:69.1) 2 1 1 K.TNEAPAAEASDDKEAK.S
Dimethyl:2H(4): 1, 13, 
16



291 true 142 781.5059 780.4985 1 0.1 167.34 23.33 21.7 (M:21.7) 2 1 0 K.NYVPPK.G Dimethyl:2H(4): 1, 6

292 true 142 781.5059 780.4985 1 0.1 167.34 23.33 21.7 (M:21.7) 2 1 0 K.NYVPPK.G Dimethyl:2H(4): 1, 6

293 true 142 1114.6207 1113.608 1 4.81 324.54 24 31.0 (M:31.0) 1 1 0 K.GPSPQEAIQR.L Dimethyl:2H(4): 1

294 true 142 1572.8699 1571.8705 1 -5 102.42 22.5 18.8 (M:18.8) 1 1 1 R.RKPDTIEVQQMK.A
Oxidation: 11; Dimethyl: 
1, 2, 12

295 true 142 1572.8699 1571.8705 1 -5 102.42 22.5 18.8 (M:18.8) 1 1 1 R.RKPDTIEVQQMK.A
Oxidation: 11; Dimethyl: 
1, 2, 12



296 true 143 1251.7622 1250.7511 1 3.02 94.14 24.33 29.6 (M:29.6) 1 1 1 K.YTEDKITSAK.I Dimethyl:2H(4): 1, 5, 10

297 true 143 1841.9916 1840.9709 1 7.33 213.09 23.33 42.1 (M:42.1) 1 1 1 K.NQTAEKEEFEHQQK.E Dimethyl:2H(4): 1, 6, 14

298 true 145 754.41 753.4021 1 0.86 44.92 21.83 23.3 (M:23.3) 1 1 0 R.IEDPPR.R Dimethyl: 1

299 true 147 1193.6819 1192.6804 1 -4.83 59.49 23.17 15.3 (M:15.3) 1 1 1 K.EFNAEVHRK.H Dimethyl:2H(4): 1, 9

300 true 147 1209.5461 1208.5496 1 -8.92 87.13 21.67 16.3 (M:16.3) 1 1 0 K.EYDGECRPK.H
Carbamidomethyl: 6; 
Dimethyl: 1, 9



301 false 147 1242.7475 1241.7456 1 -4.29 183.59 22 15.8 (M:15.8) 1 6 1 K.AVSRGQTAGLVK.A Dimethyl: 1, 12

302 true 147 1242.7475 1241.7343 1 4.75 151.09 22 52.5 (M:52.5) 2 1 1 M.VLSAADKNNVK.G Dimethyl: 1, 7, 11

303 true 147 1370.732 1369.7201 1 3.34 179.1 24.33 55.1 (M:55.1) 1 1 0 K.SEAEKPSPGSGLR.R Dimethyl: 1, 5

304 true 147 1500.8829 1499.8771 1 -0.99 169.95 23.83 34.3 (M:34.3) 1 1 1 K.GVIVASNKEEACK.A
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 8, 13

305 true 147 1861.8981 1860.8788 1 6.41 230.05 23.5 94.8 (M:94.8) 1 1 0 K.HPSKPDPSGECNPDLR.L
Carbamidomethyl: 11; 
Dimethyl: 1, 4



306 false 148 849.4537 848.4542 1 -9.04 313.81 21.67 16.1 (M:16.1) 1 6 0 K.LEAAEER.R Dimethyl:2H(4): 1

307 true 148 1247.6368 1246.6405 1 -8.78 77.86 21.5 15.2 (M:15.2) 1 1 0 K.AAAGTTTAEEAAK.I Dimethyl: 1, 13

308 false 148 1267.6376 1266.6317 1 -1.06 155.63 24.17 19.0 (M:19.0) 1 2 0 R.SNEHIQELNR.V Dimethyl: 1

309 true 148 1869.9484 1868.9291 1 6.45 297.11 23.33 78.7 (M:78.7) 1 1 0 K.HPSKPDPSGECNPDLR.L
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 4

310 true 149 1254.8246 1253.8097 1 6.1 203.76 22 82.1 (M:82.1) 2 1 1 M.VLSAADKNNVK.G Dimethyl:2H(4): 1, 7, 11



311 true 149 1255.7203 1254.7271 1 -11.17 126.76 22.83 34.0 (M:34.0) 1 1 1 K.ISEKEEVTTR.E Dimethyl:2H(4): 1, 4

312 false 149 1576.8872 1575.877 1 1.86 166.6 24 16.1 (M:16.1) 1 3 1 R.GILSASDRLQEAEK.Y
Dimethyl:2H(4): 1; 
Dimethyl: 14

313 true 150 991.5315 990.5247 1 -0.49 119.27 24.67 20.4 (M:20.4) 1 1 0 K.QDHPTLPR.A Dimethyl: 1

314 true 150 1610.9288 1609.9279 1 -3.99 255.84 23.83 87.0 (M:87.0) 1 1 0 M.AETAPAAAPAAAPAPAAK.A Dimethyl:2H(4): 1, 18

315 true 151 715.4554 714.4388 1 12.98 62.42 23 19.4 (M:19.4) 1 1 0 R.SIAVAAR.K Dimethyl: 1



316 true 151 1292.7283 1291.7071 1 10.79 179.93 21.83 22.0 (M:22.0) 1 1 1 K.KEMQPTHPIR.L Dimethyl: 1, 1

317 true 151 1292.7283 1291.7071 1 10.79 179.93 21.83 22.0 (M:22.0) 1 1 1 K.KEMQPTHPIR.L Dimethyl: 1, 1

318 true 151 1292.7283 1291.7071 1 10.79 179.93 21.83 22.0 (M:22.0) 1 1 1 K.KEMQPTHPIR.L Dimethyl: 1, 1

319 true 152 1179.6209 1178.6156 1 -1.66 99.54 24.67 35.3 (M:35.3) 2 1 0 K.EAHNGNLQLR.N Dimethyl: 1

320 true 152 1516.7811 1515.7715 1 1.53 138.87 24.33 44.2 (M:44.2) 1 1 0 R.QEESQRPTQMVK.G Dimethyl: 1, 12



321 true 153 988.6149 987.5964 1 11.3 164.78 23.33 22.4 (M:22.4) 1 1 1 K.ASLSEGKLK.K Dimethyl: 7, 9

322 true 153 1573.8131 1572.8095 1 -2.31 68.92 21.5 22.4 (M:22.4) 1 1 1 R.QKEMDDASAPEEK.A Dimethyl:2H(4): 1, 2, 13

323 true 154 1067.5517 1066.5407 1 3.5 98.58 22 44.3 (M:44.3) 2 1 0 K.EGIPPDQQR.L Dimethyl: 1

324 true 154 1899.9018 1898.9016 1 -3.73 261.23 21.5 19.7 (M:19.7) 1 59.44 1 1 K.ASSMEMQQEKAELNQK.V
Dimethyl:2H(4): 16; 
Oxidation: 6

325 true 155 871.3844 870.3728 1 5.01 520.15 24.33 19.8 (M:19.8) 1 1 0 K.MMYDQR.Q Dimethyl: 1



326 true 155 941.5045 940.4978 1 -0.62 110.31 22 22.8 (M:22.8) 2 1 0 M.VEADRPGK.L Acetyl: 1; Dimethyl: 8

327 true 155 952.5197 951.5138 1 -1.38 90.14 23.5 16.1 (M:16.1) 1 1 0 K.HLAAVEER.K Dimethyl: 1

328 true 155 1471.8105 1470.8228 1 -13.32 359.76 23.17 59.3 (M:59.3) 3 1 1 K.RKPQMTEEQIK.T Dimethyl: 1, 2, 11

329 true 157 1140.5981 1139.6059 1 -13.25 381.28 23.5 39.4 (M:39.4) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

330 true 157 1140.5981 1139.6059 1 -13.25 381.28 23.5 39.4 (M:39.4) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1



331 true 157 1140.5981 1139.6059 1 -13.25 381.28 23.5 39.4 (M:39.4) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

332 true 157 1611.7656 1610.7649 1 -4.03 158.99 22.5 101.5 (M:101.5) 1 1 0 K.HNGPTDTTNDGTVVR.L Dimethyl: 1

333 true 158 769.484 768.4745 1 2.86 147.46 23 17.4 (M:17.4) 1 1 0 R.ELAALPK.A Dimethyl: 7

334 true 159 1214.633 1213.6455 1 -16.34 116.05 23.33 51.4 (M:51.4) 1 1 0 K.LYAVHQEGNK.N Dimethyl: 1, 10

335 false 160 901.4851 900.4665 1 12.62 572.14 21.83 16.5 (M:16.5) 1 10 0 K.EALEQQR.Q Dimethyl: 1



336 false 160 901.4851 900.4665 1 12.62 574.21 21.83 24.6 (M:24.6) 1 3 0 K.VDENLQR.E Dimethyl: 1

337 false 160 901.4851 900.4916 1 -15.28 646.78 21.83 24.5 (M:24.5) 1 4 1 -.AEVEQKK.K Acetyl: 1; Dimethyl: 7

338 true 160 1222.6925 1221.6957 1 -8.6 145.68 23.33 43.6 (M:43.6) 1 1 0 K.LYAVHQEGNK.N Dimethyl:2H(4): 1, 10

339 true 160 1471.6625 1470.6521 1 2.11 203.69 21.83 73.0 (M:73.0) 2 1 0 R.VDCDQHSDIAQR.Y
Carbamidomethyl: 3; 
Dimethyl: 1

340 true 160 1487.8295 1486.8177 1 3.04 80.68 23.67 19.8 (M:19.8) 2 1 1 K.RKPQMTEEQIK.T
Oxidation: 5; Dimethyl: 
1, 2, 11



341 true 161 820.4677 819.4575 1 3.6 237.94 23.17 19.9 (M:19.9) 2 1 0 K.CGVISPR.F
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

342 true 163 981.5572 980.5655 1 -15.81 186.32 23.33 19.9 (M:19.9) 1 1 0 K.IEISQHAK.Y Dimethyl: 1, 8

343 true 163 1179.612 1178.6217 1 -14.34 130.51 24.33 20.9 (M:20.9) 2 1 1 R.LIMAESEKSK.K
Oxidation: 3; Dimethyl: 
10

344 true 163 1190.603 1189.5979 1 -1.8 78.06 24.67 50.6 (M:50.6) 1 1 0 K.AYSEAHEISK.E Dimethyl: 1, 10

345 true 163 1511.7602 1510.7528 1 0.04 187.92 24.67 102.8 (M:102.8) 1 1 0 K.NTHAATHNAYDLK.V Dimethyl: 1, 13



346 true 164 945.5333 944.5229 1 3.32 157.66 22 15.7 (M:15.7) 1 1 0 M.VEADRPGK.L
Dimethyl:2H(4): 8; 
Acetyl: 1

347 true 164 986.5899 985.5808 1 1.84 243.45 23.5 23.4 (M:23.4) 1 50 1 1 R.KDVDAAAIK.V Dimethyl: 1, 9

348 true 166 1215.6289 1214.6255 1 -3.23 102.57 21.67 16.2 (M:16.2) 1 1 1 K.DIAANEENRK.W Dimethyl: 1, 10

349 false 169 844.4885 843.4814 1 -0.27 377.06 26.83 21.3 (M:21.3) 1 2 0 K.TILENAR.A Dimethyl: 1

350 true 169 1152.5712 1151.5757 1 -10.22 299.8 23.5 28.7 (M:28.7) 2 1 0 K.EMQPTHPIR.L
Oxidation: 2; Dimethyl: 
1



351 true 169 1152.5712 1151.5757 1 -10.22 299.8 23.5 28.7 (M:28.7) 2 1 0 K.EMQPTHPIR.L
Oxidation: 2; Dimethyl: 
1

352 true 169 1152.5712 1151.5757 1 -10.22 299.8 23.5 28.7 (M:28.7) 2 1 0 K.EMQPTHPIR.L
Oxidation: 2; Dimethyl: 
1

353 true 169 1189.5832 1188.5986 1 -19.05 119.57 22.17 18.2 (M:18.2) 1 1 1 K.ESPQSGSEGKK.E Dimethyl: 1, 11

354 true 170 1193.6058 1192.6237 1 -21.16 123.92 22 34.2 (M:34.2) 2 79.7 1 1 K.ESPQSGSEGKK.E
Dimethyl:2H(4): 1; 
Dimethyl: 11

355 false 170 1202.6951 1201.6667 1 17.59 78.02 24.17 29.7 (M:29.7) 1 4 1 K.TVASLDEALRK.A



356 false 170 1202.6951 1201.703 1 -12.67 144.82 24.17 36.1 (M:36.1) 1 3 1 R.GSLASLDSLRK.G Dimethyl: 1, 11

357 true 170 1202.6951 1201.6918 1 -3.33 95.33 24.17 55.9 (M:55.9) 1 1 1 K.GSGTAEVELKK.G Dimethyl: 1, 10, 11

358 true 170 1234.7898 1233.7657 1 13.67 164.22 23 19.7 (M:19.7) 1 1 1 R.CIIPNHEKK.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8, 9

359 true 171 1214.7706 1213.7671 1 -3.12 78.02 24.17 27.2 (M:27.2) 1 1 1 K.GSGTAEVELKK.G
Dimethyl:2H(4): 1, 10, 
11

360 true 171 1274.6707 1273.6677 1 -3.35 132.93 21.67 16.4 (M:16.4) 1 1 1 R.EGDEDRPLRR.G Dimethyl:2H(4): 1



361 true 171 1884.103 1883.0906 1 2.75 266.27 24 49.5 (M:49.5) 1 1 0 R.RPPPAGGPEEEAEKPVK.T
Dimethyl:2H(4): 1, 14, 
17

362 true 173 1150.5531 1149.5386 1 6.23 453.95 21.83 39.7 (M:39.7) 2 1 0 K.GDAQMNPTER.A Dimethyl:2H(4): 1

363 true 173 1832.9011 1831.8887 1 2.81 253.52 24.5 86.8 (M:86.8) 1 1 0 R.IHEGCEEPATHNALAK.I
Carbamidomethyl: 5; 
Dimethyl: 1, 16

364 true 174 1840.9524 1839.9389 1 3.4 289.71 24.5 73.9 (M:73.9) 1 1 0 R.IHEGCEEPATHNALAK.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 16

365 true 174 2102.0063 2100.9899 1 4.38 160.96 23.67 69.2 (M:69.2) 1 1 1 R.EHGANVEKEYDGECRPK.H
Carbamidomethyl: 14; 
Dimethyl: 1, 8, 17



366 true 175 1470.7484 1469.7627 1 -14.66 325.98 25.33 39.9 (M:39.9) 1 1 0 K.DVHKPGYLNSER.L Dimethyl: 1, 4

367 true 176 1851.9164 1850.901 1 4.36 456.51 24.5 16.0 (M:16.0) 1 1 0 K.HLQEAQEAGEEANIEK.F Dimethyl: 1, 16

368 true 177 1015.5197 1014.5134 1 -0.97 150.17 23.83 40.5 (M:40.5) 1 1 0 R.HFDEAVNK.Y Dimethyl: 1, 8

369 true 177 1256.7168 1255.7136 1 -3.27 80.66 26 18.6 (M:18.6) 1 1 1 R.VKVEPAVDTSR.V Dimethyl: 1, 2

370 true 178 1209.6011 1208.5925 1 1.09 132.9 21.83 49.7 (M:49.7) 1 1 0 K.AEEPAEEGPPK.Y Dimethyl: 1, 11



371 true 178 1264.6964 1263.6721 1 13.45 103.98 26 42.1 (M:42.1) 2 1 0 K.STESLQANVQR.L Dimethyl:2H(4): 1

372 false 178 1264.6964 1263.7075 1 -14.51 109.59 26 24.5 (M:24.5) 1 2 1 K.VQVEYKGETK.S Dimethyl: 1, 6, 10

373 true 178 1315.7262 1314.7217 1 -2.15 194.96 24.33 48.5 (M:48.5) 1 1 0 R.KPQMTEEQIK.T Dimethyl: 1, 1, 10

374 true 179 855.469 854.4572 1 5.35 350.16 23.33 41.5 (M:41.5) 1 1 0 K.MIYASSK.D Dimethyl: 1, 7

375 true 179 1217.6518 1216.6427 1 1.54 133.9 21.83 17.8 (M:17.8) 1 1 0 K.AEEPAEEGPPK.Y Dimethyl:2H(4): 1, 11



376 true 179 1581.8084 1580.8059 1 -3.02 160.36 23.83 56.6 (M:56.6) 1 1 1 R.AFHNEAQVNPDRK.N Dimethyl: 1, 13

377 true 180 1259.6224 1258.6153 1 -0.16 199.22 22 61.7 (M:61.7) 2 1 0 K.AQQELEEQTR.R Dimethyl: 1

378 true 180 1302.6942 1301.6877 1 -0.6 91.46 24.67 18.5 (M:18.5) 1 1 0 R.TPSQGQEGLTPR.G Dimethyl:2H(4): 1

379 true 180 1589.8542 1588.8562 1 -5.83 173.08 23.5 52.7 (M:52.7) 1 1 1 R.AFHNEAQVNPDRK.N Dimethyl:2H(4): 1, 13

380 true 181 1263.6422 1262.6405 1 -4.37 162.06 22 28.2 (M:28.2) 2 1 0 K.AQQELEEQTR.R Dimethyl:2H(4): 1



381 true 181 1345.6838 1344.6674 1 6.78 219.72 24.67 34.1 (M:34.1) 1 1 0 R.QAGEVTYADAHK.E Dimethyl: 1, 12

382 true 182 1343.7974 1342.7886 1 1.14 147.6 24.33 42.9 (M:42.9) 2 1 0 K.VFDPQSDKPSK.W Dimethyl:2H(4): 1, 8, 11

383 true 182 1630.8005 1629.7896 1 2.21 185.87 23.17 91.8 (M:91.8) 1 1 0 K.AVTEQGHELSNEER.N Dimethyl:2H(4): 1

384 true 183 1190.6072 1189.5979 1 1.71 117.46 23.67 71.8 (M:71.8) 1 1 0 R.DAVTYTEHAK.R Dimethyl: 1, 10

385 true 183 1321.7539 1320.7402 1 4.93 90.64 24 17.7 (M:17.7) 1 50.58 1 1 R.GKDGEIHPVSVK.V Dimethyl: 2, 12



386 true 183 1380.6203 1379.618 1 -3.63 260.76 24.17 69.8 (M:69.8) 1 1 0 R.HCEPGYSPSYK.E
Carbamidomethyl: 2; 
Dimethyl: 1, 11

387 true 183 1455.801 1454.7981 1 -2.96 225.28 24.83 62.0 (M:62.0) 1 1 1 K.TETQEKNPLPSK.E Dimethyl: 1, 6, 12

388 true 184 996.5459 995.535 1 3.64 120.18 23.33 33.9 (M:33.9) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

389 true 184 996.5459 995.535 1 3.64 120.18 23.33 33.9 (M:33.9) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

390 true 184 996.5459 995.535 1 3.64 120.18 23.33 33.9 (M:33.9) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2



391 true 184 996.5459 995.535 1 3.64 120.18 23.33 33.9 (M:33.9) 1 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

392 true 184 1019.5563 1018.5461 1 2.88 249.42 22.33 45.9 (M:45.9) 1 1 0 K.FHPIQGHR.V Dimethyl: 1

393 true 184 1329.8032 1328.8118 1 -11.98 120.71 24 19.9 (M:19.9) 1 1 1 K.IGPRTLVWAEK.E
Dimethyl:2H(4): 1; 
Dimethyl: 11

394 true 184 1392.7226 1391.7173 1 -1.41 240.52 24.33 18.3 (M:18.3) 1 1 0 R.ADTQTYQPYNK.D Dimethyl:2H(4): 1, 11

395 true 184 1467.8767 1466.8734 1 -2.71 243.62 24.83 42.2 (M:42.2) 1 1 1 K.TETQEKNPLPSK.E Dimethyl:2H(4): 1, 6, 12



396 true 185 1023.5805 1022.5712 1 1.97 196.54 22.33 17.2 (M:17.2) 1 1 0 K.FHPIQGHR.V Dimethyl:2H(4): 1

397 true 185 1260.6592 1259.647 1 3.92 155.36 24.67 51.7 (M:51.7) 2 1 0 K.STESLQANVQR.L Dimethyl: 1

398 true 186 904.4845 903.4662 1 12.24 134.16 22 24.9 (M:24.9) 1 1 0 R.VSTEVDAR.L Dimethyl: 1

399 true 186 1012.5408 1011.5299 1 3.55 94.38 23.33 23.8 (M:23.8) 1 1 1 K.MKGDYYR.Y
Dimethyl:2H(4): 1, 2; 
Oxidation: 1

400 true 186 1012.5408 1011.5299 1 3.55 94.38 23.33 23.8 (M:23.8) 1 1 1 K.MKGDYYR.Y
Dimethyl:2H(4): 1, 2; 
Oxidation: 1



401 true 186 1012.5408 1011.5299 1 3.55 94.38 23.33 23.8 (M:23.8) 1 1 1 K.MKGDYYR.Y
Dimethyl:2H(4): 1, 2; 
Oxidation: 1

402 true 186 1012.5408 1011.5299 1 3.55 94.38 23.33 23.8 (M:23.8) 1 1 1 K.MKGDYYR.Y
Dimethyl:2H(4): 1, 2; 
Oxidation: 1

403 true 186 1090.5738 1089.5505 1 14.67 279.79 24.83 41.8 (M:41.8) 1 1 0 K.DYGNSPLHR.F Dimethyl:2H(4): 1

404 true 186 1296.5379 1295.5387 1 -6.23 169.5 25.17 38.7 (M:38.7) 1 1 0 R.SCYDLSCHAR.A
Carbamidomethyl: 2, 7; 
Dimethyl: 1

405 false 187 908.5096 907.4913 1 12.19 82.23 22 22.8 (M:22.8) 1 2 0 R.VSTEVDAR.L Dimethyl:2H(4): 1



406 true 188 886.4905 885.492 1 -9.86 459.49 23.17 37.8 (M:37.8) 1 1 1 M.AAIKEER.E Acetyl: 1; Dimethyl: 4

407 true 190 1260.6369 1259.6258 1 2.98 106.15 24 24.5 (M:24.5) 1 1 0 K.ITGETSGHFQR.L Dimethyl: 1

408 true 191 1132.4862 1131.4767 1 1.91 373.5 22.17 16.6 (M:16.6) 1 1 0 R.YGCGNYGASR.Q
Carbamidomethyl: 3; 
Dimethyl: 1

409 true 191 1146.5343 1145.5135 1 11.77 281.33 22.33 46.8 (M:46.8) 2 1 0 K.GDAQMNPTER.A Dimethyl: 1

410 true 191 1579.7792 1578.7746 1 -1.65 228.41 23.83 21.0 (M:21.0) 2 1 1 R.VKEGMNVVEAMER.C
Oxidation: 5, 11; 
Dimethyl: 1, 2



411 true 192 1587.8297 1586.8248 1 -1.46 190.17 23.83 24.5 (M:24.5) 1 1 1 R.VKEGMNVVEAMER.C
Dimethyl:2H(4): 1, 2; 
Oxidation: 5, 11

412 true 194 818.4517 817.448 1 -4.36 267.37 25.17 17.2 (M:17.2) 1 1 0 R.CGSVLVR.L
Carbamidomethyl: 1; 
Dimethyl: 1

413 false 196 1162.6751 1161.6655 1 1.92 286.69 24.33 16.0 (M:16.0) 1 2 1 K.LDGTEINGRK.I
Dimethyl:2H(4): 1; 
Dimethyl: 10

414 true 196 1535.6171 1534.6028 1 4.58 263.47 22 28.8 (M:28.8) 1 1 0 R.VSCDSEEPGPDCR.F
Carbamidomethyl: 3, 
12; Dimethyl: 1

415 true 197 837.4492 836.4392 1 3.25 412.55 25.83 34.4 (M:34.4) 1 1 0 R.FTGSEIR.A Dimethyl: 1



416 false 197 837.4492 836.4615 1 -23.42 371.22 25.83 18.3 (M:18.3) 1 10 0 K.DECILK.L

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Dimethyl: 6

417 true 197 863.5236 862.5074 1 10.39 325.08 23.33 28.3 (M:28.3) 1 1 0 K.MIYASSK.D Dimethyl:2H(4): 1, 7

418 true 197 1145.5842 1144.6023 1 -22.15 364.49 21.83 20.2 (M:20.2) 1 1 1 R.AAMEQAKLQR.E

419 true 197 1564.8088 1563.8005 1 0.66 154.14 23.83 53.0 (M:53.0) 1 1 1 K.ASSGDKQDHPTLPR.A Dimethyl: 1, 6

420 false 198 872.4959 871.4775 1 12.69 352.98 25 22.9 (M:22.9) 1 2 0 R.AAMNYVK.L

Dimethyl:2H(4): 1; 
Oxidation: 3; Dimethyl: 
7



421 true 198 872.4959 871.4916 1 -3.42 405.7 25 30.2 (M:30.2) 1 1 0 K.NTLHGFK.K Dimethyl: 1, 7

422 false 198 1159.6001 1158.6179 1 -21.61 330.43 22 19.2 (M:19.2) 1 5 1 K.MPNGSVGVKVR.Y Oxidation: 1

423 true 198 1159.6001 1158.5993 1 -5.54 277.05 22 25.4 (M:25.4) 1 1 1 R.TREEIQEVR.S

424 true 198 1618.7618 1617.742 1 7.74 324.78 21.83 48.5 (M:48.5) 1 1 0 K.AEEDPASGTAPQEER.S Dimethyl:2H(4): 1

425 true 198 1622.812 1621.81 1 -3.27 124.26 25.17 53.6 (M:53.6) 1 1 1 K.KYFPESHTTEATR.R Dimethyl: 1, 1



426 false 198 1780.8194 1779.8032 1 4.97 215.84 24 16.6 (M:16.6) 1 38.01 2 1 K.HKNKPDMNYETMGR.A
Oxidation: 7, 12; 
Dimethyl: 4

427 true 198 1780.8194 1779.8138 1 -0.95 209.04 24 66.0 (M:66.0) 1 1 1 R.HCEPGYSPSYKEDK.H
Carbamidomethyl: 2; 
Dimethyl: 1, 11, 14

428 false 199 1630.8621 1629.8602 1 -3.29 167.15 25.17 27.0 (M:27.0) 2 2 1 K.KYFPESHTTEATR.R Dimethyl:2H(4): 1, 1

429 true 200 950.5019 949.4981 1 -3.7 128.73 24.83 39.4 (M:39.4) 2 1 0 K.DIIHDPGR.G Dimethyl: 1

430 true 200 1389.7561 1388.7463 1 1.87 265.99 22.17 17.3 (M:17.3) 1 1 0 R.VYTDVNTHRPR.E Dimethyl:2H(4): 1



431 true 201 954.5158 953.5232 1 -15.39 145.77 24.83 39.9 (M:39.9) 2 1 0 K.DIIHDPGR.G Dimethyl:2H(4): 1

432 false 204 864.5452 863.5341 1 4.34 504.9 22.5 33.6 (M:33.6) 1 2 0 R.VVAHALAR.K Dimethyl: 1

433 true 204 971.505 970.4985 1 -0.78 183.61 24 19.0 (M:19.0) 1 1 0 K.EIHQFNR.D Dimethyl: 1

434 false 204 1471.8405 1470.798 1 23.95 355.36 23.67 24.7 (M:24.7) 1 2 0 -.GILADATETAGQHK.D
Dimethyl:2H(4): 1; 
Dimethyl: 14

435 true 205 1139.6447 1138.6459 1 -7.36 209.54 26.5 25.4 (M:25.4) 1 1 0 K.IVDQIRPDR.Q Dimethyl: 1



436 true 205 1139.6447 1138.6459 1 -7.36 209.54 26.5 25.4 (M:25.4) 1 1 0 K.IVDQIRPDR.Q Dimethyl: 1

437 true 205 1350.6555 1349.651 1 -2.04 202.59 24.33 38.0 (M:38.0) 2 1 0 K.MTNHDVEHAIR.K Dimethyl: 1

438 true 205 1487.8351 1486.862 1 -22.97 89.11 23.5 21.2 (M:21.2) 1 50 1 1 K.KPSPQPSPPRQIK.R Dimethyl: 1

439 true 206 1354.6872 1353.6761 1 2.83 207.52 24.33 38.1 (M:38.1) 1 1 0 K.MTNHDVEHAIR.K Dimethyl:2H(4): 1

440 false 207 1034.5371 1033.5114 1 17.85 179.49 24.83 17.6 (M:17.6) 1 3 1 R.KCEEEIAK.L
Carbamidomethyl: 2; 
Dimethyl: 8



441 false 207 1034.5371 1033.5444 1 -14.06 157.34 24.83 15.9 (M:15.9) 1 5 0 R.QLFEDQAK.A Dimethyl: 1, 8

442 false 207 1034.5371 1033.5478 1 -17.32 147.87 24.83 15.5 (M:15.5) 1 6 1 K.KCISEIEK.R
Carbamidomethyl: 2; 
Dimethyl: 8

443 true 207 1052.5783 1051.5774 1 -6.13 156.09 24.17 22.6 (M:22.6) 1 1 0 R.VGDQVTHIR.I Dimethyl: 1

444 true 207 1271.614 1270.6153 1 -6.76 118.01 22 17.4 (M:17.4) 1 1 0 R.QATQDAPEEVR.N Dimethyl: 1

445 true 208 729.3946 728.3817 1 7.65 65.64 23.17 16.6 (M:16.6) 1 1 0 M.AAAEVAR.Q Acetyl: 1



446 true 208 1042.5655 1041.5567 1 1.47 178.27 24.83 26.0 (M:26.0) 1 1 0 K.QANELAAAAR.A Dimethyl: 1

447 true 208 1056.6066 1055.6025 1 -3.08 166.03 24.17 33.7 (M:33.7) 1 1 0 R.VGDQVTHIR.I Dimethyl:2H(4): 1

448 false 208 1056.6066 1055.6161 1 -15.94 174.53 24.17 15.4 (M:15.4) 1 3 1 R.MQKSIHIK.D
Oxidation: 1; Dimethyl: 
1, 8

449 true 208 1275.6364 1274.6405 1 -8.88 159.94 22 34.5 (M:34.5) 2 1 0 R.QATQDAPEEVR.N Dimethyl:2H(4): 1

450 true 209 1384.6829 1383.6431 1 23.48 252.3 24.33 27.0 (M:27.0) 1 1 0 R.HCEPGYSPSYK.E

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1; 
Dimethyl: 11



451 true 209 1527.7866 1526.7875 1 -5.33 76.78 24.17 55.8 (M:55.8) 1 1 0 K.NPAAQQQLVQSCK.V
Carbamidomethyl: 12; 
Dimethyl: 1, 13

452 true 209 1567.6946 1566.6845 1 1.77 162.98 22.83 102.4 (M:102.4) 1 1 0 K.HECQANGPEDLNR.A
Carbamidomethyl: 3; 
Dimethyl: 1

453 true 212 1164.7106 1163.7026 1 0.62 311.17 23.67 36.8 (M:36.8) 2 1 1 R.RLPPQQIEK.N Dimethyl: 1, 9

454 true 212 1306.7317 1305.7293 1 -3.71 177.29 24 22.9 (M:22.9) 1 1 0 R.VIEEGPEPKPR.L Dimethyl: 1, 9

455 true 213 1314.7879 1313.7795 1 0.87 181.29 24 36.5 (M:36.5) 1 1 0 R.VIEEGPEPKPR.L Dimethyl:2H(4): 1, 9



456 true 213 1348.675 1347.6684 1 -0.47 199.47 24.17 39.1 (M:39.1) 1 1 0 K.EQHTHPAFTPR.T Dimethyl: 1

457 false 215 1014.5471 1013.5506 1 -10.56 86.07 22.83 15.9 (M:15.9) 1 2 0 K.VAEQGEVVR.K Dimethyl: 1

458 true 215 1194.6074 1193.5979 1 1.87 115.36 25 54.6 (M:54.6) 1 1 0 R.SHEGETAYIR.V Dimethyl:2H(4): 1

459 false 215 1194.6074 1193.623 1 -19.18 130.44 25 15.1 (M:15.1) 1 2 0 R.DAVTYTEHAK.R
Dimethyl:2H(4): 10; 
Dimethyl: 1

460 true 216 984.6062 983.6081 1 -9.31 152.03 24.17 27.9 (M:27.9) 1 1 1 K.SKEYFSK.Q Dimethyl:2H(4): 1, 2, 7



461 false 217 861.4903 860.4902 1 -8.37 404.39 25.33 15.3 (M:15.3) 1 7 1 K.AMKGLGTR.D Dimethyl: 1

462 true 218 1235.6322 1234.6244 1 0.44 107.2 24.83 21.0 (M:21.0) 1 1 0 R.YLHDESGLNR.R Dimethyl:2H(4): 1

463 true 218 1501.8577 1500.85 1 0.3 214.39 24.17 60.8 (M:60.8) 1 1 0 R.EDSQRPGAHLTVK.K Dimethyl:2H(4): 1, 13

464 true 218 1775.0087 1774.0014 1 -0.03 142.17 24 36.3 (M:36.3) 1 1 1 R.EAIQHPNDEKLQEK.A
Dimethyl:2H(4): 1, 10, 
14

465 true 219 1001.5139 1000.5127 1 -6.07 101.16 25.17 33.1 (M:33.1) 1 1 0 K.IGDTSASYR.Y Dimethyl:2H(4): 1



466 true 219 1276.6004 1275.5877 1 4.21 110.83 22.17 41.0 (M:41.0) 3 1 0 R.QEMQEVQNSR.S Dimethyl: 1

467 false 220 1223.7185 1222.7034 1 6.38 127.58 23.67 25.0 (M:25.0) 1 2 0 R.QKPQSDVPLR.M Dimethyl: 1, 2

468 true 221 1905.8523 1904.8444 1 0.33 237.56 22.33 33.1 (M:33.1) 1 1 0 R.EQCCYNCGKPGHLAR.D
Carbamidomethyl: 3, 4, 
7; Dimethyl: 1, 9

469 true 222 1913.9069 1912.8946 1 2.62 282.97 22.33 60.4 (M:60.4) 1 1 0 R.EQCCYNCGKPGHLAR.D
Carbamidomethyl: 3, 4, 
7; Dimethyl:2H(4): 1, 9

470 true 223 1296.5953 1295.6078 1 -15.2 145.5 22.17 28.0 (M:28.0) 1 1 0 R.QEMQEVQNSR.S
Dimethyl:2H(4): 1; 
Oxidation: 3



471 false 225 1041.5655 1040.5655 1 -6.95 195.41 24.33 16.6 (M:16.6) 1 4 0 K.IYHPNVDK.L Dimethyl: 1, 8

472 true 226 1049.6159 1048.6157 1 -6.74 215.5 24.33 17.8 (M:17.8) 1 1 0 K.IYHPNVDK.L Dimethyl:2H(4): 1, 8

473 true 227 1614.7542 1613.7169 1 18.59 102.27 22.33 105.9 (M:105.9) 2 1 0 K.AEEDPASGTAPQEER.S Dimethyl: 1

474 true 228 1098.6162 1097.6131 1 -3.83 100.03 24.17 15.5 (M:15.5) 1 1 0 K.AHVEISSAPR.D Dimethyl:2H(4): 1

475 false 228 1102.6294 1101.6328 1 -9.74 237.73 25.17 30.5 (M:30.5) 1 3 1 K.LMKLQNQR.G
Oxidation: 2; Dimethyl: 
1, 3



476 true 228 1197.4866 1196.4768 1 2.08 110.87 22.33 31.3 (M:31.3) 1 1 0 R.ESNCYDPER.V
Carbamidomethyl: 4; 
Dimethyl: 1

477 true 229 810.4627 809.4647 1 -11.5 296.89 24.17 40.6 (M:40.6) 1 1 0 K.NPADLPK.L Dimethyl: 1, 7

478 true 230 1410.6885 1409.6787 1 1.84 321.69 22.33 87.3 (M:87.3) 3 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

479 true 230 1410.6885 1409.6787 1 1.84 321.69 22.33 87.3 (M:87.3) 3 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

480 true 230 1410.6885 1409.6787 1 1.84 321.69 22.33 87.3 (M:87.3) 3 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11



481 true 231 1387.7374 1386.7405 1 -7.46 180.98 25.5 68.6 (M:68.6) 1 1 0 K.TIEAEAAHGTVTR.H Dimethyl:2H(4): 1

482 true 232 876.4286 875.4287 1 -8.38 349.86 22.33 23.5 (M:23.5) 1 1 0 K.DADPSSPR.K Dimethyl:2H(4): 1

483 true 232 1281.7557 1280.7452 1 2.45 84.96 25 39.2 (M:39.2) 2 1 0 K.NILDNKPAANK.K Dimethyl: 1, 6, 11

484 false 232 1281.7557 1280.7452 1 2.45 102.3 25 22.1 (M:22.1) 1 2 1 K.LERTLTVHEK.D Dimethyl: 1, 10

485 true 233 1038.5258 1037.5254 1 -6.58 183.87 24.17 37.9 (M:37.9) 1 1 0 K.NQNDPLPGR.I Dimethyl: 1



486 false 233 1207.7228 1206.7308 1 -12.63 122 24.67 15.5 (M:15.5) 1 2 1 K.TRLMGLEALK.S

Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 
10

487 true 233 1207.7228 1206.6972 1 15.16 153.42 24.67 44.3 (M:44.3) 1 1 1 R.GHLDKLEPSK.I Dimethyl: 1, 5, 10

488 true 233 1356.7474 1355.7409 1 -0.52 169.28 25 42.1 (M:42.1) 1 1 1 K.HKSETDTTLIR.G Dimethyl: 1, 2

489 true 234 1042.5531 1041.5505 1 -4.47 146.22 24.17 23.4 (M:23.4) 1 1 0 K.NQNDPLPGR.I Dimethyl:2H(4): 1

490 false 234 1042.5531 1041.5277 1 17.4 175.77 24.17 17.1 (M:17.1) 1 2 0 R.MNEILNHK.M
Oxidation: 1; Dimethyl: 
8



491 false 235 1060.5106 1059.5084 1 -4.82 154.34 22.33 17.5 (M:17.5) 1 3 0 K.TEAVAPSEEK.E

492 true 235 1060.5106 1059.5019 1 1.33 208.59 22.33 50.9 (M:50.9) 1 1 0 K.LCSAPAEER.E
Carbamidomethyl: 2; 
Dimethyl: 1

493 false 235 1108.6788 1107.6739 1 -2.14 223 24.17 20.0 (M:20.0) 1 3 1 R.LQEKEELR.Q Dimethyl:2H(4): 1, 4

494 true 236 896.4964 895.4876 1 1.77 488.6 25.67 17.9 (M:17.9) 1 1 0 R.SDGLAHIR.D Dimethyl: 1

495 false 236 1015.5545 1014.5722 1 -24.57 226.56 25 15.5 (M:15.5) 1 8 1 R.FTMELAKK.G
Dimethyl:2H(4): 8; 
Oxidation: 3



496 true 236 1015.5545 1014.5458 1 1.38 96.54 25 28.8 (M:28.8) 1 1 0 R.QVDALTGQR.A Dimethyl: 1

497 true 236 1243.6421 1242.6213 1 10.84 175.5 22.5 43.7 (M:43.7) 4 98.03 1 0 R.HQGVMVGMGQK.D
Oxidation: 5; Dimethyl: 
1, 11

498 true 236 1243.6421 1242.6213 1 10.84 175.5 22.5 43.7 (M:43.7) 4 98.03 1 0 R.HQGVMVGMGQK.D
Oxidation: 5; Dimethyl: 
1, 11

499 true 236 1243.6421 1242.6213 1 10.84 175.5 22.5 43.7 (M:43.7) 4 98.03 1 0 R.HQGVMVGMGQK.D
Oxidation: 5; Dimethyl: 
1, 11

500 true 237 922.5452 921.5368 1 1.19 58.08 25.67 17.7 (M:17.7) 1 1 1 R.IMLRDAR.Q
Dimethyl:2H(4): 1; 
Oxidation: 2



501 true 237 1124.6803 1123.6689 1 3.72 260.04 22.33 25.8 (M:25.8) 1 1 1 R.VLDETAKER.A Dimethyl:2H(4): 1, 7

502 true 237 1251.6862 1250.6715 1 5.89 193.83 22.5 48.3 (M:48.3) 3 99.86 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5

503 true 237 1251.6862 1250.6715 1 5.89 193.83 22.5 48.3 (M:48.3) 3 99.86 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5

504 true 237 1251.6862 1250.6715 1 5.89 193.83 22.5 48.3 (M:48.3) 3 99.86 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5

505 true 239 1358.8968 1357.8835 1 4.47 178.01 22.5 55.1 (M:55.1) 1 1 0 K.KPAIDHAAVAAAK.Q Dimethyl:2H(4): 1, 1, 13



506 true 240 1162.5242 1161.5084 1 7.29 292.83 22.33 21.9 (M:21.9) 1 1 0 K.GDAQMNPTER.A
Oxidation: 5; Dimethyl: 
1

507 false 241 1125.5824 1124.5938 1 -16.61 341.3 23.5 25.7 (M:25.7) 1 2 1 R.ESGAKEVHIR.V

508 true 241 1125.5824 1124.5764 1 -1.13 411.97 23.5 54.6 (M:54.6) 2 1 0 R.IADGYEQAAR.I Dimethyl:2H(4): 1

509 true 241 1131.5364 1130.5325 1 -3.01 141.75 24.83 22.5 (M:22.5) 1 1 0 R.CVNCLPGQR.D
Carbamidomethyl: 1, 4; 
Dimethyl: 1

510 true 241 1630.8679 1629.8582 1 1.5 180.55 24.67 87.3 (M:87.3) 3 1 1 K.IKDCCEKPIVER.S
Carbamidomethyl: 4, 5; 
Dimethyl: 1, 2, 7



511 true 242 1132.4887 1131.4833 1 -1.63 335.8 22.33 18.9 (M:18.9) 1 1 0 R.SQESGYYDR.M Dimethyl: 1

512 true 242 1135.5641 1134.5576 1 -0.7 229.15 24.83 15.5 (M:15.5) 1 1 0 R.CVNCLPGQR.D
Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1

513 true 243 2540.2588 2539.259 1 -2.96 158.57 24.67 70.4 (M:70.4) 1 1 0
K.QEHPHNDSELMHVKPQHEQR
.K Dimethyl:2H(4): 1, 14

514 true 244 918.5057 917.5182 1 -21.56 96.04 24.83 21.0 (M:21.0) 1 1 0 K.ATVLTTER.K Dimethyl: 1

515 true 244 988.5469 987.5349 1 4.78 97.65 26.17 47.8 (M:47.8) 2 1 0 R.VTDALNATR.A Dimethyl: 1



516 true 244 1140.5912 1139.5823 1 1.46 302.72 22.33 52.9 (M:52.9) 1 1 0 K.IEPPNDGQSK.A Dimethyl: 1, 10

517 true 245 1762.9301 1761.9261 1 -1.87 165.01 24 36.0 (M:36.0) 1 1 1 R.EAIQHPNDEKLQEK.A Dimethyl: 1, 10, 14

518 true 246 1231.6055 1230.5993 1 -0.87 118.98 24.83 71.9 (M:71.9) 1 1 0 R.YLHDESGLNR.R Dimethyl: 1

519 true 247 1152.6653 1151.6663 1 -7.12 256.13 24.33 17.0 (M:17.0) 1 1 1 R.LRSEIDHVK.K Dimethyl: 1, 9

520 true 247 1270.6229 1269.6136 1 1.6 157.01 25 62.0 (M:62.0) 1 1 0 K.THEAQIQEMR.Q Dimethyl: 1



521 true 248 944.5842 943.5702 1 7.04 79.98 24 26.8 (M:26.8) 1 1 0 K.SQIVTNVK.N Dimethyl: 1, 8

522 true 248 1066.57 1065.5641 1 -1.29 210.23 24.83 54.3 (M:54.3) 1 1 0 R.CIIPNHEK.K
Carbamidomethyl: 1; 
Dimethyl: 1, 8

523 true 248 1084.5753 1083.556 1 11.08 139.95 22.83 19.1 (M:19.1) 1 1 0 K.VYSTSVTGSR.E Dimethyl: 1

524 true 248 1326.6847 1325.684 1 -5.01 197.51 25.67 20.3 (M:20.3) 1 1 1 R.RLPEAHADYAR.Y Dimethyl: 1

525 true 249 989.5128 988.509 1 -3.55 100.8 25 41.9 (M:41.9) 3 1 0 R.NTNPNFVR.C Dimethyl: 1



526 true 249 1074.6204 1073.6143 1 -1.11 188.77 24.83 42.4 (M:42.4) 1 1 0 R.CIIPNHEK.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8

527 true 249 1088.5987 1087.5811 1 9.47 231.73 22.83 27.9 (M:27.9) 1 1 0 K.VYSTSVTGSR.E Dimethyl:2H(4): 1

528 true 249 1330.7138 1329.7091 1 -1.93 140.31 25.67 64.2 (M:64.2) 1 1 1 R.RLPEAHADYAR.Y Dimethyl:2H(4): 1

529 true 250 993.5394 992.5341 1 -2.07 93.34 25 27.4 (M:27.4) 2 1 0 R.NTNPNFVR.C Dimethyl:2H(4): 1

530 true 250 1082.5766 1081.5954 1 -24.13 161.92 24.83 16.1 (M:16.1) 1 1 1 K.GVCGPPPSKK.M
Carbamidomethyl: 3; 
Dimethyl: 9, 10



531 false 250 1163.6332 1162.5982 1 23.81 452.85 22.83 15.2 (M:15.2) 1 2 0 R.SSLGDVFSPVR.D

532 true 250 1163.6332 1162.6135 1 10.7 357.12 22.83 55.3 (M:55.3) 1 1 0 K.FVATGHGQYK.R Dimethyl: 1, 10

533 false 251 856.4588 855.4702 1 -21.78 434.09 22.33 15.3 (M:15.3) 1 3 0 M.APAASELK.L Acetyl: 1; Dimethyl: 8

534 true 251 1171.6825 1170.6637 1 9.8 92.66 22.83 44.5 (M:44.5) 2 1 0 K.FVATGHGQYK.R Dimethyl:2H(4): 1, 10

535 true 251 1394.6271 1393.5966 1 16.68 254.01 24.33 43.5 (M:43.5) 1 1 0 K.ATEDVCQDCIR.L
Carbamidomethyl: 6, 9; 
Dimethyl: 1



536 true 252 1277.7684 1276.7554 1 4.5 1476.27 24.83 17.1 (M:17.1) 1 1 1 M.RKPTTFQPSR.S
Dimethyl:2H(4): 1; 
Dimethyl: 2

537 true 252 1413.7335 1412.726 1 0.18 428.83 22.33 20.0 (M:20.0) 1 1 0 R.TATASGTENIHQK.A Dimethyl: 1, 13

538 true 254 1540.8019 1539.7893 1 3.45 196.01 25 139.2 (M:139.2) 1 1 0 R.NIIHGSDSVESAQK.E Dimethyl: 1, 14

539 true 255 1548.8502 1547.8395 1 2.24 171.97 25 108.7 (M:108.7) 1 1 0 R.NIIHGSDSVESAQK.E Dimethyl:2H(4): 1, 14

540 true 258 1589.8094 1588.7958 1 3.98 160.27 25 60.3 (M:60.3) 1 1 0 K.ALPQEHAGSPDVQGR.L Dimethyl: 1



541 true 259 1593.8323 1592.8209 1 2.6 237.3 25 55.0 (M:55.0) 1 1 0 K.ALPQEHAGSPDVQGR.L Dimethyl:2H(4): 1

542 true 260 1028.5232 1027.5199 1 -3.9 178.28 24.67 34.3 (M:34.3) 1 1 0 R.IGEQNFHR.A Dimethyl: 1

543 true 260 1087.5708 1086.557 1 5.96 204.34 24 27.1 (M:27.1) 1 1 0 K.NLNHVSYGR.L Dimethyl: 1

544 true 261 1091.5942 1090.5821 1 4.37 206.11 24 17.9 (M:17.9) 1 1 0 K.NLNHVSYGR.L Dimethyl:2H(4): 1

545 true 261 1642.9415 1641.9336 1 0.38 201.93 24.67 20.1 (M:20.1) 1 1 1 K.IKDCCEKPIVER.S
Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1, 2, 7



546 true 263 1008.4494 1007.4498 1 -7.57 36.49 22.67 24.8 (M:24.8) 1 1 0 R.YDDYGSTR.D Dimethyl:2H(4): 1

547 true 263 1074.6601 1073.6685 1 -14.52 220.45 24.5 56.0 (M:56.0) 1 1 0 K.AVVGHDVSVK.V Dimethyl:2H(4): 1, 10

548 true 263 1172.7595 1171.7529 1 -0.56 126.37 24.17 42.1 (M:42.1) 2 1 1 R.RLPPQQIEK.N Dimethyl:2H(4): 1, 9

549 true 263 1293.7283 1292.7077 1 10.31 167.39 23 33.0 (M:33.0) 1 1 1 R.GNPGGEFGPNKR.R Dimethyl:2H(4): 1, 11

550 false 264 1023.5246 1022.5284 1 -10.86 219.18 25 18.6 (M:18.6) 1 2 1 R.FDDSEVKK.D Dimethyl: 7, 8



551 true 264 1023.5246 1022.5145 1 2.74 200.23 25 25.7 (M:25.7) 2 1 1 K.FDSSLDRR.D Dimethyl: 1

552 true 264 1234.7161 1233.6994 1 7.58 100.27 22.33 44.4 (M:44.4) 1 1 1 K.NKEEAADYAK.L Dimethyl:2H(4): 1, 2, 10

553 true 265 1164.6335 1163.6237 1 2.21 464.58 26.33 33.6 (M:33.6) 1 1 0 R.LSEGYAIHSR.D Dimethyl:2H(4): 1

554 true 265 1268.6218 1267.5951 1 15.3 109.31 23 19.5 (M:19.5) 1 1 1 R.QREMEEQMR.R Dimethyl:2H(4): 1

555 true 265 1310.8185 1309.7969 1 10.88 137.88 22.83 46.5 (M:46.5) 1 1 0 K.LAEAVAATQKPK.K Dimethyl: 1, 10, 12



556 true 265 1995.9668 1994.9599 1 -0.16 127.74 24.83 78.0 (M:78.0) 1 1 1 K.YFLHQSHEEREHAEK.L Dimethyl: 1, 15

557 true 266 1322.8954 1321.8723 1 12.01 56.46 22.83 52.3 (M:52.3) 1 1 0 K.LAEAVAATQKPK.K
Dimethyl:2H(4): 1, 10, 
12

558 true 266 2004.0165 2003.0101 1 -0.42 171.69 24.83 61.5 (M:61.5) 1 1 1 K.YFLHQSHEEREHAEK.L Dimethyl:2H(4): 1, 15

559 false 267 741.4611 740.4545 1 -0.93 164.69 24.33 15.5 (M:15.5) 1 2 0 R.QLPVTR.T Dimethyl: 1

560 false 267 741.4611 740.4545 1 -0.93 164.69 24.33 15.5 (M:15.5) 1 2 0 R.QLPVTR.T Dimethyl: 1



561 true 267 1183.6421 1182.6407 1 -4.97 76.83 24.5 25.7 (M:25.7) 1 1 0 K.EAHNGNLQLR.N Dimethyl:2H(4): 1

562 true 267 1293.8262 1292.8206 1 -1.27 126.78 25 43.2 (M:43.2) 1 1 0 K.NILDNKPAANK.K Dimethyl:2H(4): 1, 6, 11

563 true 268 745.4871 744.4796 1 0.31 70.44 24.33 15.4 (M:15.4) 1 1 0 R.QLPVTR.T Dimethyl:2H(4): 1

564 true 268 745.4871 744.4796 1 0.31 70.44 24.33 15.4 (M:15.4) 1 1 0 R.QLPVTR.T Dimethyl:2H(4): 1

565 true 268 1615.7966 1614.79 1 -0.42 164.62 22.5 61.9 (M:61.9) 1 1 0 K.HNGPTDTTNDGTVVR.L Dimethyl:2H(4): 1



566 true 269 1219.7824 1218.7725 1 2.13 134.21 24.67 58.6 (M:58.6) 1 1 1 R.GHLDKLEPSK.I Dimethyl:2H(4): 1, 5, 10

567 true 269 2411.998 2410.9759 1 6.18 173.12 22.83 194.9 (M:194.9) 1 1 0
R.GGGGGGYGSGGSSYGSGGGS
YGSGGGGGGGR.G Dimethyl: 1

568 true 270 973.542 972.524 1 11.01 189.23 25.5 37.8 (M:37.8) 1 1 0 R.QIEASEIR.M Dimethyl: 1

569 false 270 973.542 972.524 1 11.01 209.44 25.5 15.9 (M:15.9) 1 10 1 K.KLEAAEER.R Dimethyl: 1

570 false 270 973.542 972.5314 1 3.41 183.14 25.5 16.5 (M:16.5) 1 8 0 -.MAPAASELK.L Dimethyl: 1, 9



571 false 270 973.542 972.5352 1 -0.53 143.59 25.5 37.0 (M:37.0) 1 2 1 R.GRLDSELR.N Dimethyl: 1

572 false 270 973.542 972.5352 1 -0.53 182.91 25.5 16.6 (M:16.6) 1 7 1 K.QGSQKEIR.D Dimethyl: 1

573 false 270 973.542 972.5352 1 -0.53 143.59 25.5 37.0 (M:37.0) 1 2 1 R.GRLDSELR.N Dimethyl: 1

574 true 270 1652.7718 1651.759 1 3.34 116.32 25.83 26.0 (M:26.0) 1 1 1 K.GFHYESNNETDKR.E Dimethyl: 1, 12

575 true 272 1277.6724 1276.6775 1 -9.76 159.76 25.17 75.0 (M:75.0) 1 1 0 R.GHLENNPALEK.L Dimethyl: 1, 11



576 true 273 972.541 971.5328 1 0.95 150.9 24.17 49.9 (M:49.9) 1 1 1 K.SKEYFSK.Q Dimethyl: 1, 2, 7

577 true 273 1145.5706 1144.5625 1 0.69 373.21 25.33 18.6 (M:18.6) 1 1 0 K.NFRPDDPTR.K Dimethyl: 1

578 true 273 1285.7379 1284.7278 1 2.25 160.72 25.17 62.0 (M:62.0) 1 1 0 R.GHLENNPALEK.L Dimethyl:2H(4): 1, 11

579 true 274 841.4769 840.4606 1 10.66 257.23 23.17 16.2 (M:16.2) 1 1 0 R.YAHLGPR.R Dimethyl: 1

580 true 274 1412.725 1411.7282 1 -7.44 261.47 22.5 60.4 (M:60.4) 2 1 1 K.ETIEQEKQAGES.- Dimethyl:2H(4): 1, 7



581 true 275 939.4877 938.4821 1 -1.83 133.96 23.5 43.9 (M:43.9) 1 1 0 K.LHDEEIR.E Dimethyl: 1

582 false 275 939.4877 938.4821 1 -1.83 100.34 23.5 25.0 (M:25.0) 1 2 0 K.VHEEEIR.E Dimethyl: 1

583 true 276 1186.5975 1185.5891 1 1 71.01 26 38.4 (M:38.4) 1 1 0 R.YGDLGVHGNAR.T Dimethyl: 1

584 true 276 1448.7623 1447.7504 1 3.22 311.32 25.17 53.9 (M:53.9) 1 1 1 R.QRVDQDVMAAQR.K Dimethyl:2H(4): 1

585 true 278 1172.668 1171.6601 1 0.55 84.34 25 73.7 (M:73.7) 1 1 1 R.HLTGEFEKK.Y Dimethyl: 1, 8, 9



586 true 278 1243.6499 1242.6518 1 -7.36 173.76 25.83 24.7 (M:24.7) 1 1 0 K.TDGCHVYLSK.N
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 10

587 true 278 1577.6929 1576.6762 1 5.97 218.31 25.17 81.0 (M:81.0) 2 1 0 K.LFQECCPHSTDR.V
Carbamidomethyl: 5, 6; 
Dimethyl: 1

588 true 278 1577.6929 1576.6762 1 5.97 218.31 25.17 81.0 (M:81.0) 2 1 0 K.LFQECCPHSTDR.V
Carbamidomethyl: 5, 6; 
Dimethyl: 1

589 true 278 1678.8802 1677.8736 1 -0.41 189.78 26 32.1 (M:32.1) 1 1 0 K.QSEGPSGVPAHPLQSR.T Dimethyl:2H(4): 1

590 true 279 1540.7892 1539.7868 1 -3.14 88.76 23.17 70.2 (M:70.2) 1 1 1 K.LEEAEKAADESER.G Dimethyl:2H(4): 1, 6



591 true 279 1540.7892 1539.7868 1 -3.14 88.76 23.17 70.2 (M:70.2) 1 1 1 K.LEEAEKAADESER.G Dimethyl:2H(4): 1, 6

592 true 279 1540.7892 1539.7868 1 -3.14 88.76 23.17 70.2 (M:70.2) 1 1 1 K.LEEAEKAADESER.G Dimethyl:2H(4): 1, 6

593 true 280 1184.7433 1183.7354 1 0.52 81.82 25 54.8 (M:54.8) 1 1 1 R.HLTGEFEKK.Y Dimethyl:2H(4): 1, 8, 9

594 true 282 1152.5895 1151.5823 1 -0.03 296.74 22.5 29.7 (M:29.7) 1 1 1 K.VGTEEDKYR.L Dimethyl: 1, 7

595 true 282 1335.7636 1334.7781 1 -16.32 142.81 24.83 15.6 (M:15.6) 1 1 0 R.AITGASLAEIMAK.R
Dimethyl:2H(4): 13; 
Dimethyl: 1



596 true 282 1655.8042 1654.8072 1 -6.19 100.93 22.5 55.7 (M:55.7) 1 1 0 R.NTDQASMPDNTAAQK.V Dimethyl:2H(4): 1, 15

597 true 283 2053.0437 2051.9881 1 23.57 250.23 25 19.6 (M:19.6) 1 1 1 R.CFVVGADNVGSKQMQQIR.M
Carbamidomethyl: 1; 
Oxidation: 14

598 true 284 1226.5493 1225.5438 1 -1.43 168.99 24.5 42.3 (M:42.3) 1 1 0 K.HEAYAECYK.M
Carbamidomethyl: 7; 
Dimethyl: 1, 9

599 true 285 1125.6046 1124.6012 1 -3.48 322.21 26 69.6 (M:69.6) 1 1 0 R.AHIAQLCEK.A
Carbamidomethyl: 7; 
Dimethyl: 1, 9

600 true 286 895.464 894.4633 1 -7.4 445.57 25.33 21.2 (M:21.2) 1 1 0 R.NCAAYLK.L
Carbamidomethyl: 2; 
Dimethyl: 1, 7



601 true 286 1133.6555 1132.6514 1 -2.85 354.01 26 35.1 (M:35.1) 1 1 0 R.AHIAQLCEK.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 9

602 false 286 1364.8001 1363.8268 1 -24.91 163.46 25 23.0 (M:23.0) 1 2 1 K.LDWAKFFILK.R Dimethyl: 1, 5, 10

603 true 286 1364.8001 1363.7911 1 1.24 236.66 25 27.4 (M:27.4) 1 1 1 K.HKSETDTTLIR.G Dimethyl:2H(4): 1, 2

604 true 287 903.5131 902.5135 1 -8.54 113.37 25.33 18.0 (M:18.0) 1 1 0 R.NCAAYLK.L
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 7

605 true 287 1172.6406 1171.635 1 -1.37 139.33 26 25.1 (M:25.1) 1 1 1 K.RHLTGEFEK.K Dimethyl: 1, 9



606 true 288 1180.6457 1179.636 1 2.06 131.57 27.17 79.8 (M:79.8) 1 1 0 K.QLGDHVTNLR.K Dimethyl: 1

607 true 289 1571.7201 1570.7096 1 2.03 197.83 22.83 55.3 (M:55.3) 1 1 0 K.HECQANGPEDLNR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

608 true 290 933.4563 932.4563 1 -7.86 81.24 22.67 20.2 (M:20.2) 1 1 0 R.SVSDNDIR.K Dimethyl: 1

609 true 290 1128.5741 1127.5611 1 5.08 289.41 25.33 39.4 (M:39.4) 1 1 0 K.DSNVPEHFK.L Dimethyl: 1, 9

610 true 290 1235.6054 1234.6016 1 -2.85 107.43 26 28.6 (M:28.6) 1 1 0 K.TDGCHVYLSK.N
Carbamidomethyl: 4; 
Dimethyl: 1, 10



611 true 291 1086.6177 1085.6131 1 -2.49 233.29 23.33 24.1 (M:24.1) 1 1 0 K.TPGPGAQSALR.A Dimethyl:2H(4): 1

612 true 292 1045.6442 1044.6179 1 18.18 137.14 25.33 21.2 (M:21.2) 1 1 1 K.NLLDSKSLK.L Dimethyl: 6

613 true 293 787.4376 786.4236 1 8.6 453.5 23.33 34.5 (M:34.5) 1 1 0 R.DVDAAIR.M Dimethyl: 1

614 true 293 1295.7774 1294.7721 1 -1.53 109.48 24.5 28.8 (M:28.8) 1 1 1 R.KIVDQIRPDR.Q Dimethyl: 1, 1

615 true 293 1295.7774 1294.7721 1 -1.53 109.48 24.5 28.8 (M:28.8) 1 1 1 R.KIVDQIRPDR.Q Dimethyl: 1, 1



616 true 293 1349.776 1348.7715 1 -2.03 263.56 24.83 56.9 (M:56.9) 2 1 1 R.GKDGEIHPVSVK.V Dimethyl: 1, 2, 12

617 false 294 791.4633 790.4487 1 9.23 333.28 23.33 22.7 (M:22.7) 1 7 0 R.VDIAEGR.K Dimethyl:2H(4): 1

618 true 294 1049.5928 1048.5917 1 -5.86 117.47 25.5 53.3 (M:53.3) 4 1 1 R.NISFNDKK.F Dimethyl: 1, 7, 8

619 true 294 1049.5928 1048.5917 1 -5.86 117.47 25.5 53.3 (M:53.3) 4 1 1 R.NISFNDKK.F Dimethyl: 1, 7, 8

620 true 294 1260.6255 1259.6218 1 -2.84 114.81 23.17 15.1 (M:15.1) 1 1 0 R.SGGGGGGGLGSGGSIR.S Dimethyl: 1



621 true 294 1303.8294 1302.8223 1 -0.16 238.6 24.5 19.4 (M:19.4) 1 1 1 R.KIVDQIRPDR.Q Dimethyl:2H(4): 1, 1

622 true 294 1303.8294 1302.8223 1 -0.16 238.6 24.5 19.4 (M:19.4) 1 1 1 R.KIVDQIRPDR.Q Dimethyl:2H(4): 1, 1

623 false 295 794.4123 793.4222 1 -21.6 693.71 23.33 16.2 (M:16.2) 1 7 0 R.TFEELK.K Dimethyl: 6

624 true 295 1095.5743 1094.572 1 -4.6 161.03 25.5 21.3 (M:21.3) 1 1 0 K.NTIVTSYNR.N Dimethyl: 1

625 true 295 1121.4993 1120.4884 1 3.2 192.13 22.83 23.8 (M:23.8) 1 1 0 K.DTDSEEEIR.E Dimethyl: 1



626 true 295 1361.8533 1360.8468 1 -0.51 287.19 24.83 49.1 (M:49.1) 1 1 1 R.GKDGEIHPVSVK.V Dimethyl:2H(4): 1, 2, 12

627 false 296 801.4459 800.428 1 13.24 285.79 23.33 18.1 (M:18.1) 1 5 0 K.EPGSVEK.V Dimethyl: 1, 7

628 true 296 1099.5919 1098.5971 1 -11.33 118.68 25.5 26.1 (M:26.1) 1 1 0 K.NTIVTSYNR.N Dimethyl:2H(4): 1

629 true 296 1351.7489 1350.7368 1 3.55 246.55 23.33 16.8 (M:16.8) 1 1 0 K.LGVRPSQGGEAPR.E Dimethyl: 1

630 true 296 1372.7653 1371.7623 1 -3.13 226.18 25 72.5 (M:72.5) 1 1 0 K.EAQLHAAQAHLK.L Dimethyl: 1, 12



631 false 297 877.5525 876.5433 1 2.26 313.9 24.67 15.7 (M:15.7) 1 4 1 R.KIIYER.A Dimethyl: 1, 1

632 true 297 1380.8196 1379.8125 1 -0.15 288.77 25 61.0 (M:61.0) 1 1 0 K.EAQLHAAQAHLK.L Dimethyl:2H(4): 1, 12

633 true 298 805.3945 804.38 1 9.02 524.75 23.67 37.3 (M:37.3) 3 1 0 K.CDVDIR.K
Carbamidomethyl: 1; 
Dimethyl: 1

634 false 298 805.3945 804.3977 1 -13.03 468.56 23.67 18.4 (M:18.4) 1 9 0 K.SSVEAER.L Dimethyl: 1

635 true 298 805.3945 804.38 1 9.02 524.75 23.67 37.3 (M:37.3) 3 1 0 K.CDVDIR.K
Carbamidomethyl: 1; 
Dimethyl: 1



636 false 299 833.4534 832.429 1 20.52 411.14 23.33 15.7 (M:15.7) 1 4 0 R.SVEETLR.L

637 true 299 833.4534 832.4477 1 -1.82 172.31 23.33 21.6 (M:21.6) 1 1 0 R.EAVAMLR.E
Oxidation: 5; Dimethyl: 
1

638 true 299 902.4717 901.4691 1 -5.26 146.44 25.17 15.6 (M:15.6) 1 1 0 R.IGATPMER.I Dimethyl: 1

639 true 299 1003.5547 1002.5532 1 -5.8 154.32 24.5 39.0 (M:39.0) 1 1 0 R.QQQLTAMK.V Dimethyl: 1, 8

640 true 299 1850.8208 1849.8132 1 0.17 243.89 26 71.0 (M:71.0) 1 1 0 R.YFDGSGGNNHAVEHYR.E Dimethyl: 1



641 true 300 906.5024 905.4942 1 0.92 97.13 25.17 20.4 (M:20.4) 1 1 0 R.IGATPMER.I Dimethyl:2H(4): 1

642 true 300 1011.6041 1010.6034 1 -6.48 65.38 24.5 21.4 (M:21.4) 1 1 0 R.QQQLTAMK.V Dimethyl:2H(4): 1, 8

643 true 300 1196.6541 1195.6759 1 -24.29 113.22 25.33 15.3 (M:15.3) 1 1 1 K.WMAVKCTLK.N

Carbamidomethyl: 6; 
Dimethyl:2H(4): 5; 
Dimethyl: 1

644 false 300 1416.7333 1415.7169 1 6.42 277.99 25.5 20.5 (M:20.5) 1 2 1 R.FQGVRSMPDFGK.S
Dimethyl:2H(4): 1; 
Oxidation: 7

645 true 300 1416.7333 1415.7319 1 -4.13 178.31 25.5 47.8 (M:47.8) 1 1 0 R.NSMPASSFQQQK.L Dimethyl:2H(4): 1, 12



646 true 300 1416.7333 1415.7319 1 -4.13 178.31 25.5 47.8 (M:47.8) 1 1 0 R.NSMPASSFQQQK.L Dimethyl:2H(4): 1, 12

647 true 300 1854.8462 1853.8383 1 0.33 277.71 26 81.6 (M:81.6) 1 1 0 R.YFDGSGGNNHAVEHYR.E Dimethyl:2H(4): 1

648 false 301 847.4617 846.4447 1 11.45 462.77 23.5 22.1 (M:22.1) 2 7 0 K.SEITELR.R

649 false 301 847.4617 846.4447 1 11.45 553.99 23.5 22.5 (M:22.5) 1 6 1 R.SDVEKGGK.I Dimethyl: 1

650 true 302 851.4864 850.4698 1 10.97 541.48 23.5 42.9 (M:42.9) 2 1 0 R.SVDETLR.L Dimethyl:2H(4): 1



651 true 302 851.4864 850.4698 1 10.97 541.48 23.5 42.9 (M:42.9) 2 1 0 R.SVDETLR.L Dimethyl:2H(4): 1

652 false 302 987.5821 986.576 1 -1.24 138.84 25 26.3 (M:26.3) 1 2 1 K.GIEESLKR.V Dimethyl: 1, 7

653 true 302 1254.5821 1253.5776 1 -2.15 70.92 22.83 117.7 (M:117.7) 2 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11

654 true 302 1254.5821 1253.5776 1 -2.15 70.92 22.83 117.7 (M:117.7) 2 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11

655 true 302 1254.5821 1253.5776 1 -2.15 70.92 22.83 117.7 (M:117.7) 2 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11



656 true 302 1932.8331 1931.8221 1 1.96 124.51 25.33 67.4 (M:67.4) 1 1 0 R.DCHEEVYAGSHQYPGR.G
Carbamidomethyl: 2; 
Dimethyl: 1

657 false 303 1088.635 1087.6277 1 -0.03 194.24 25 15.6 (M:15.6) 1 5 0 R.VIVFDGVPSK.N Dimethyl: 10

658 true 303 1262.6288 1261.6278 1 -4.95 73.08 22.83 94.4 (M:94.4) 3 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

659 true 303 1262.6288 1261.6278 1 -4.95 73.08 22.83 94.4 (M:94.4) 3 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

660 true 303 1262.6288 1261.6278 1 -4.95 73.08 22.83 94.4 (M:94.4) 3 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11



661 true 303 1936.8367 1935.8472 1 -9.17 54.51 25.33 45.6 (M:45.6) 1 1 0 R.DCHEEVYAGSHQYPGR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

662 true 304 813.4767 812.4806 1 -13.8 294.91 26.17 27.1 (M:27.1) 1 1 0 K.DALHGLR.Y Dimethyl:2H(4): 1

663 false 305 938.5608 937.5709 1 -18.55 104.59 25.67 18.4 (M:18.4) 1 8 1 K.LRDTIHK.D Dimethyl: 1, 7

664 true 305 938.5608 937.5597 1 -6.58 113.36 25.67 64.1 (M:64.1) 1 1 0 R.AVIDSLHK.K Dimethyl: 1, 8

665 false 306 920.5046 919.4862 1 12.01 127.79 26.33 25.8 (M:25.8) 2 4 0 K.TEISVESK.H Dimethyl: 8



666 true 306 1137.6189 1136.6012 1 9.19 331.45 25 42.7 (M:42.7) 1 1 0 R.GIEPHGNMVK.Q Dimethyl: 1, 10

667 true 306 1142.6682 1141.6608 1 0.14 246.94 25.5 15.7 (M:15.7) 1 1 1 R.AFDVTHLKR.K Dimethyl: 1, 8

668 true 306 1418.7322 1417.7289 1 -2.77 203.59 22.67 82.5 (M:82.5) 3 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11

669 true 306 1418.7322 1417.7289 1 -2.77 203.59 22.67 82.5 (M:82.5) 3 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11

670 true 306 1418.7322 1417.7289 1 -2.77 203.59 22.67 82.5 (M:82.5) 3 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11



671 true 307 876.5018 875.5014 1 -7.88 419.31 22.83 21.0 (M:21.0) 1 1 0 K.ILAENER.E Dimethyl:2H(4): 1

672 true 307 1153.6552 1152.6553 1 -6.37 386.75 26.17 43.3 (M:43.3) 1 1 0 K.ALEHVPNSVR.L Dimethyl:2H(4): 1

673 true 307 1522.7595 1521.7474 1 3.2 163.7 24.83 45.9 (M:45.9) 1 1 1 R.AAGNNPEFEETRR.V Dimethyl:2H(4): 1

674 false 309 1247.6925 1246.6769 1 6.7 167.74 25.17 15.1 (M:15.1) 1 7 1 K.ISEKEEVTTR.E Dimethyl: 1, 4

675 true 309 1247.6925 1246.6921 1 -5.53 146.2 25.17 62.6 (M:62.6) 3 1 0 K.VYEGERPLTK.D Dimethyl: 1, 10



676 true 310 791.484 790.4814 1 -5.86 290.88 24.67 20.0 (M:20.0) 1 1 0 K.HIPIAGR.D Dimethyl: 1

677 false 310 1004.4829 1003.4644 1 11.09 293.25 24 20.9 (M:20.9) 2 3 0 K.NPDMVAGEK.R
Oxidation: 4; Dimethyl: 
9

678 true 310 1082.5551 1081.5516 1 -3.49 260.7 23 35.9 (M:35.9) 1 1 0 R.ALDDDRPPR.R Dimethyl: 1

679 true 311 808.4326 807.4211 1 5.19 507.76 24.67 16.6 (M:16.6) 1 1 0 R.NNCVNK.N

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Dimethyl: 6

680 true 311 999.4806 998.4743 1 -0.95 224.97 25.5 59.4 (M:59.4) 1 1 0 R.CSYEGLSK.L
Carbamidomethyl: 1; 
Dimethyl: 1, 8



681 true 311 1086.5816 1085.5767 1 -2.21 205.52 23 41.4 (M:41.4) 1 1 0 R.GLDEDRPPR.R Dimethyl:2H(4): 1

682 true 311 1255.7489 1254.7424 1 -0.58 137.2 25.17 21.4 (M:21.4) 1 1 0 K.VYEGERPLTK.D Dimethyl:2H(4): 1, 10

683 true 312 780.3796 779.3814 1 -11.53 137.56 22.83 22.6 (M:22.6) 1 1 0 K.EGVEYR.I Dimethyl: 1

684 true 312 780.3796 779.3814 1 -11.53 137.56 22.83 22.6 (M:22.6) 1 1 0 K.EGVEYR.V Dimethyl: 1

685 true 312 1008.5099 1007.4974 1 5.12 260.5 24 73.8 (M:73.8) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1



686 true 312 1008.5099 1007.4974 1 5.12 260.5 24 73.8 (M:73.8) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

687 true 312 1008.5099 1007.4974 1 5.12 260.5 24 73.8 (M:73.8) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

688 true 312 1305.7395 1304.7201 1 9.31 165.95 25.17 56.7 (M:56.7) 1 1 0 R.HVVPNEVTVQR.L Dimethyl: 1

689 true 313 784.4056 783.4065 1 -10.44 200.69 22.83 18.4 (M:18.4) 1 1 0 K.EGVEYR.I Dimethyl:2H(4): 1

690 true 313 784.4056 783.4065 1 -10.44 200.69 22.83 18.4 (M:18.4) 1 1 0 K.EGVEYR.V Dimethyl:2H(4): 1



691 true 313 1007.4897 1006.4832 1 -0.77 174 25.5 45.7 (M:45.7) 2 1 0 R.QDGSVNFGR.A Dimethyl: 1

692 true 314 1033.5086 1032.491 1 9.95 227.12 23.33 41.2 (M:41.2) 2 1 0 K.LLEGEECR.M
Carbamidomethyl: 7; 
Dimethyl: 1

693 true 314 1033.5086 1032.491 1 9.95 227.12 23.33 41.2 (M:41.2) 2 1 0 K.LLEGEECR.L
Carbamidomethyl: 7; 
Dimethyl: 1

694 true 314 1033.5086 1032.491 1 9.95 227.12 23.33 41.2 (M:41.2) 2 1 0 K.LLEGEECR.L
Carbamidomethyl: 7; 
Dimethyl: 1

695 true 315 1267.6578 1266.653 1 -1.96 134.75 23.67 63.2 (M:63.2) 1 1 1 K.YIEDKEVCK.S
Carbamidomethyl: 8; 
Dimethyl: 1, 5, 9



696 true 315 1497.8152 1496.8075 1 0.28 166.69 25 55.9 (M:55.9) 1 1 0 K.IFSGSSHQDLSQK.I Dimethyl:2H(4): 1, 13

697 false 316 876.4126 875.4236 1 -20.94 304.22 23 17.8 (M:17.8) 2 3 0 K.DDGGLESK.Y Dimethyl: 1, 8

698 false 317 832.4188 831.4127 1 -1.33 567.15 23.5 15.4 (M:15.4) 1 2 0 K.SPSDLWK.E

699 true 318 780.4832 779.4781 1 -2.81 220.83 25.67 25.0 (M:25.0) 1 1 0 R.GIDFHK.Q Dimethyl:2H(4): 1, 6

700 true 318 1073.5958 1072.6016 1 -12.19 270.16 23.33 22.0 (M:22.0) 1 1 1 K.DLEEVKEK.I Dimethyl: 1, 6, 8



701 false 318 1073.5958 1072.589 1 -0.48 230.2 23.33 15.9 (M:15.9) 1 4 1 R.APHGSPRAPR.L Dimethyl: 1

702 true 318 1356.771 1355.7459 1 13.14 211.37 27 37.2 (M:37.2) 1 1 0 R.SQLLGSAHEVQR.F Dimethyl:2H(4): 1

703 true 319 851.5087 850.5025 1 -1.25 404.98 25.17 21.2 (M:21.2) 1 1 0 R.IVDLHAR.V Dimethyl: 1

704 true 319 936.4314 935.4349 1 -11.44 89.96 23 26.4 (M:26.4) 1 1 0 R.SGVYDDPR.C Dimethyl: 1

705 true 319 1594.8248 1593.8223 1 -3.01 133.69 26.17 48.5 (M:48.5) 1 1 0 K.SINQQSGAHVELQR.N Dimethyl: 1



706 true 320 855.5308 854.5276 1 -4.71 381.16 25.17 23.7 (M:23.7) 1 1 0 R.IVDLHAR.V Dimethyl:2H(4): 1

707 true 320 1598.8511 1597.8474 1 -2.26 174.63 26.17 45.1 (M:45.1) 1 1 0 K.SINQQSGAHVELQR.N Dimethyl:2H(4): 1

708 true 321 900.4904 899.4865 1 -3.79 378.22 25.17 22.1 (M:22.1) 1 1 0 R.LADHFGGK.L Dimethyl: 1, 8

709 true 321 900.4904 899.4865 1 -3.79 378.22 25.17 22.1 (M:22.1) 1 1 0 R.LADHFGGK.L Dimethyl: 1, 8

710 true 321 1088.5413 1087.522 1 11.11 321.31 23.33 57.2 (M:57.2) 2 1 0 K.DCVGPEVEK.A
Carbamidomethyl: 2; 
Dimethyl: 1, 9



711 false 321 1088.5413 1087.5332 1 0.79 301.04 23.33 16.2 (M:16.2) 1 4 0 K.DIQMPDGIR.R
Oxidation: 4; Dimethyl: 
1

712 true 321 1714.908 1713.9202 1 -11.39 155.04 26.17 39.6 (M:39.6) 1 1 0 K.NEPYKPHPHDLVGK.D Dimethyl: 1, 5, 14

713 true 322 908.5432 907.5367 1 -0.83 115.35 25.17 25.4 (M:25.4) 1 1 0 R.LADHFGGK.L Dimethyl:2H(4): 1, 8

714 true 322 908.5432 907.5367 1 -0.83 115.35 25.17 25.4 (M:25.4) 1 1 0 R.LADHFGGK.L Dimethyl:2H(4): 1, 8

715 false 322 1017.5661 1016.5615 1 -2.62 141.86 26.33 19.4 (M:19.4) 1 4 1 K.RSSGSATVPK.D Dimethyl: 10



716 false 322 1017.5661 1016.5655 1 -6.58 130.38 26.33 21.6 (M:21.6) 1 2 1 R.FREGEVPK.D Dimethyl: 1, 8

717 true 323 1046.5048 1045.504 1 -6.15 95.9 22.83 25.1 (M:25.1) 2 1 0 R.SDPTSNLER.G Dimethyl: 1

718 false 324 1046.5841 1045.5818 1 -4.74 86.55 26.17 21.1 (M:21.1) 1 2 0 K.QANELAAAAR.A Dimethyl:2H(4): 1

719 true 324 1050.478 1049.4522 1 17.65 80.17 23.67 38.6 (M:38.6) 1 1 0 R.DSCPLDCK.V
Carbamidomethyl: 3, 7; 
Dimethyl: 1, 8

720 true 326 1111.6247 1110.6186 1 -1.06 131.11 25.17 15.3 (M:15.3) 1 1 1 K.HLFREPEK.R Dimethyl: 1, 8



721 true 326 1372.8394 1371.8304 1 1.29 193.86 24.83 47.3 (M:47.3) 1 1 1 R.QKYPEHAIYK.V Dimethyl:2H(4): 1, 2, 10

722 true 327 1238.5828 1237.5826 1 -5.76 163.68 23.5 18.5 (M:18.5) 1 1 1 R.EAYPDGSSKEK.R Dimethyl: 1

723 true 329 933.4983 932.4927 1 -1.77 108.47 25.67 34.6 (M:34.6) 1 1 0 K.SLESINSR.L Dimethyl: 1

724 true 329 1126.6508 1125.6444 1 -0.77 247.58 25.67 19.3 (M:19.3) 1 1 0 K.VIHEVVNER.W Dimethyl:2H(4): 1

725 true 330 1610.8791 1609.8551 1 10.33 144.74 26.67 18.9 (M:18.9) 1 1 1 K.ELETENYHDIKR.I Dimethyl:2H(4): 1, 11



726 true 331 1135.6219 1134.6186 1 -3.46 292.9 26.5 46.4 (M:46.4) 1 1 0 K.HFHTAPLEK.N Dimethyl: 1, 9

727 true 331 1359.6459 1358.6314 1 5.36 256.85 23.33 92.8 (M:92.8) 2 1 0 R.QLEEAEEEAQR.A Dimethyl: 1

728 true 331 2148.9983 2148.0345 1 -20.21 122.08 24 56.7 (M:56.7) 1 1 0
R.NQAAASTPTNATAASDVNAG
ER.V Dimethyl:2H(4): 1

729 true 332 742.4341 741.4286 1 -2.33 185.35 25 26.8 (M:26.8) 2 1 0 K.HVVFGR.V Dimethyl: 1

730 false 332 1363.6689 1362.6384 1 17.05 414.2 23.33 21.6 (M:21.6) 1 3 0 -.MAGIEQSICQAR.A Carbamidomethyl: 9



731 true 332 1363.6689 1362.6565 1 3.78 303.9 23.33 100.7 (M:100.7) 2 1 0 R.QLEEAEEEAQR.A Dimethyl:2H(4): 1

732 true 332 1759.7997 1758.8074 1 -8.5 39.97 25.83 58.2 (M:58.2) 1 99.97 1 0 M.AGHDSGSQHQFTGFQK.Y Dimethyl: 16

733 true 333 746.4575 745.4537 1 -4.65 177.99 25 33.5 (M:33.5) 2 1 0 K.HVVFGR.V Dimethyl:2H(4): 1

734 true 333 833.4101 832.4113 1 -10.11 279.73 23 27.5 (M:27.5) 1 1 0 R.ELECVR.L
Carbamidomethyl: 4; 
Dimethyl: 1

735 true 333 1090.588 1089.5819 1 -1.01 252.89 25.5 51.9 (M:51.9) 1 1 0 R.FLNAENAQK.F Dimethyl: 1, 9



736 true 333 1143.6742 1142.6688 1 -1.65 302.55 26.5 32.9 (M:32.9) 1 1 0 K.HFHTAPLEK.N Dimethyl:2H(4): 1, 9

737 true 333 1309.758 1308.7452 1 4.23 259.82 25.17 46.0 (M:46.0) 1 1 0 R.HVVPNEVTVQR.L Dimethyl:2H(4): 1

738 true 334 1220.6751 1219.6673 1 0.38 81.31 25.33 39.0 (M:39.0) 1 1 0 K.GQTHGVIVEPR.G Dimethyl: 1

739 false 335 756.4897 755.4905 1 -10.71 157.89 26 29.9 (M:29.9) 1 2 0 K.NVLINK.D Dimethyl: 1, 6

740 true 335 763.4443 762.4388 1 -2.32 280.12 25 22.0 (M:22.0) 2 1 0 K.QIYVGR.A Dimethyl: 1



741 false 335 874.4891 873.4807 1 1.21 530.97 23 17.5 (M:17.5) 1 7 1 M.LTAEDKK.L Acetyl: 1; Dimethyl: 7

742 true 335 1098.639 1097.6321 1 -0.28 252.86 25.5 16.9 (M:16.9) 1 1 0 R.FLNAENAQK.F Dimethyl:2H(4): 1, 9

743 true 335 1176.626 1175.6233 1 -3.89 104.69 26.5 54.2 (M:54.2) 1 1 0 K.HVLNHMIER.R Dimethyl: 1

744 true 335 1224.7019 1223.6924 1 1.76 46.93 25.33 23.4 (M:23.4) 1 1 0 K.GQTHGVIVEPR.G Dimethyl:2H(4): 1

745 true 336 890.5143 889.5171 1 -11.29 456.41 23.17 27.9 (M:27.9) 1 1 1 M.AAIKEER.E
Dimethyl:2H(4): 4; 
Acetyl: 1



746 false 336 890.5143 889.4943 1 14.31 527.18 23.17 19.9 (M:19.9) 1 6 1 K.KCLEEK.V
Carbamidomethyl: 2; 
Dimethyl: 1, 1, 6

747 false 336 890.5143 889.5022 1 5.48 469.73 23.17 20.2 (M:20.2) 1 5 1 K.RYLGPEK.S Dimethyl: 7

748 false 336 890.5143 889.4943 1 14.31 558.96 23.17 19.1 (M:19.1) 1 9 1 -.MATLKEK.L Acetyl: 1; Dimethyl: 7

749 true 337 1298.5953 1297.5952 1 -5.53 118.31 25.17 34.2 (M:34.2) 1 1 0 K.HSFDTFSHHR.S Dimethyl: 1

750 true 337 1333.6679 1332.6547 1 4.45 177.2 26.5 37.1 (M:37.1) 2 1 0 K.HTNYTMEHIR.V Dimethyl:2H(4): 1



751 true 338 945.52 944.5179 1 -5.4 136.31 24 55.1 (M:55.1) 1 1 0 R.AELSNEVK.V Dimethyl: 1, 8

752 false 338 945.52 944.5179 1 -5.4 164.41 24 25.5 (M:25.5) 1 80.22 3 1 K.LDGKEEVK.G Dimethyl: 8

753 true 338 1345.6791 1344.6826 1 -8 264.09 27.5 37.9 (M:37.9) 2 1 0 R.SYHEEFRPPK.E Dimethyl: 1, 10

754 false 339 772.4754 771.4854 1 -22.37 244.71 23.67 15.2 (M:15.2) 1 6 1 K.LIEKNK.M Dimethyl: 6

755 true 340 1041.5888 1040.5866 1 -4.9 140.27 23 36.8 (M:36.8) 1 1 1 R.VPEEDLKR.T Dimethyl: 1, 7



756 true 341 1049.6408 1048.6368 1 -3.14 151.63 23 27.9 (M:27.9) 1 1 1 R.VPEEDLKR.T Dimethyl:2H(4): 1, 7

757 true 341 1065.5267 1064.5138 1 5.23 81.96 23.17 21.0 (M:21.0) 1 1 0 R.YIETDPSGR.D Dimethyl: 1

758 true 341 1359.7751 1358.767 1 0.57 100.8 26 49.9 (M:49.9) 1 1 0 K.ALEHSALAINHK.L Dimethyl: 1, 12

759 true 342 1045.5447 1044.5352 1 2.05 127.09 25.33 16.4 (M:16.4) 1 1 0 K.HADPIPDPR.A Dimethyl: 1

760 true 342 1056.5669 1055.5611 1 -1.45 122.95 23 15.2 (M:15.2) 1 1 0 R.LVEAGSPAER.S Dimethyl: 1



761 true 342 1367.8109 1366.8172 1 -9.94 124.35 25.83 18.0 (M:18.0) 1 1 0 K.ALEHSALAINHK.L Dimethyl:2H(4): 1, 12

762 false 343 989.5211 988.5131 1 0.81 113.48 24.83 19.7 (M:19.7) 3 2 0 R.YPNGHFVK.N Dimethyl: 8

763 true 343 1060.5905 1059.5862 1 -2.84 186.39 23 24.3 (M:24.3) 1 1 0 R.LVEAGSPAER.S Dimethyl:2H(4): 1

764 true 343 1484.788 1483.7783 1 1.63 99.62 25.33 45.6 (M:45.6) 1 1 0 K.GAASRPIEHTDFK.M Dimethyl: 1, 13

765 true 344 1483.792 1482.7943 1 -6.44 115.74 25.67 24.5 (M:24.5) 1 1 1 K.HHPEDVEPALRK.T Dimethyl: 1, 12



766 true 344 1492.8372 1491.8285 1 0.92 177.61 25.33 89.1 (M:89.1) 1 1 0 K.GAASRPIEHTDFK.M Dimethyl:2H(4): 1, 13

767 true 345 941.5611 940.5494 1 4.68 129.03 23.83 61.8 (M:61.8) 2 1 0 R.HVFGQAVK.N Dimethyl: 1, 8

768 false 345 1119.521 1118.5316 1 -16.01 156.03 23 16.2 (M:16.2) 1 2 1 K.ESTRNDLER.G

769 true 345 1119.521 1118.5278 1 -12.58 133.83 23 31.0 (M:31.0) 1 1 0 K.EAQACDLEK.I
Carbamidomethyl: 5; 
Dimethyl: 1, 9

770 true 345 1642.7461 1641.742 1 -1.95 267.11 23.67 99.6 (M:99.6) 2 1 0 R.SPQQSYEEEDSGVR.E Dimethyl:2H(4): 1



771 true 346 827.5274 826.5214 1 -1.58 446.69 25.67 41.4 (M:41.4) 5 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

772 true 346 827.5274 826.5214 1 -1.58 446.69 25.67 41.4 (M:41.4) 5 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

773 true 346 1300.7319 1299.7085 1 12.44 134.3 25.67 19.8 (M:19.8) 1 1 0 K.HIAEVSQEVTR.S Dimethyl:2H(4): 1

774 true 347 1316.7744 1315.7587 1 6.35 246.73 25.33 53.2 (M:53.2) 1 1 1 K.KSPALEEPPER.K Dimethyl:2H(4): 1, 1

775 true 347 1466.6917 1465.6838 1 0.43 257.2 25.67 32.5 (M:32.5) 1 1 0 K.YFPESHTTEATR.R Dimethyl: 1



776 true 347 1660.8112 1659.8093 1 -3.22 142.07 25.83 15.0 (M:15.0) 1 1 1 K.GFHYESNNETDKR.E Dimethyl:2H(4): 1, 12

777 true 348 1470.7167 1469.7089 1 0.38 317.04 25.67 34.8 (M:34.8) 1 1 0 K.YFPESHTTEATR.R Dimethyl:2H(4): 1

778 true 348 1795.896 1794.8889 1 -0.09 189.88 26 126.8 (M:126.8) 2 1 0 M.AGHDSGSQHQFTGFQK.Y Dimethyl:2H(4): 1, 16

779 true 348 2389.2607 2388.275 1 -9 224.7 25.83 60.8 (M:60.8) 1 1 1
R.KQQEELEAEHGPGAPARPPQR
.C Dimethyl:2H(4): 1, 1

780 true 350 1034.6419 1033.6284 1 5.97 180.05 23.67 42.4 (M:42.4) 2 1 0 K.HQPTAIIAK.T Dimethyl: 1, 9



781 true 350 1310.5554 1309.5422 1 4.5 78.65 23.17 78.1 (M:78.1) 1 1 0 R.DGEESGTYDGPR.T Dimethyl: 1

782 true 351 741.363 740.3606 1 -6.53 151.25 26.17 31.6 (M:31.6) 2 1 0 R.NFNYR.R Dimethyl: 1

783 false 352 809.4214 808.4302 1 -19.95 520.32 23.67 18.4 (M:18.4) 1 6 0 K.MDQDLK.T
Dimethyl:2H(4): 1; 
Dimethyl: 6

784 true 352 809.4214 808.4051 1 11.13 557.99 23.67 48.4 (M:48.4) 2 1 0 K.CDVDIR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

785 true 352 809.4214 808.4051 1 11.13 557.99 23.67 48.4 (M:48.4) 2 1 0 K.CDVDIR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



786 false 352 1102.6935 1101.691 1 -4.3 181.51 23.83 23.1 (M:23.1) 2 4 1 K.ELFLGALRK.E Dimethyl: 1, 9

787 true 352 1472.7012 1471.6725 1 14.52 275.13 23.33 54.8 (M:54.8) 1 1 1 M.AQDQGEKENPMR.E Acetyl: 1; Dimethyl: 7

788 true 353 956.5497 955.5463 1 -4.03 81.26 26 15.3 (M:15.3) 1 1 0 K.YNLMIVR.L
Dimethyl:2H(4): 1; 
Oxidation: 4

789 true 353 1476.7248 1475.6976 1 13.43 250.67 23.33 38.4 (M:38.4) 1 1 1 M.AQDQGEKENPMR.E
Dimethyl:2H(4): 7; 
Acetyl: 1

790 true 355 1377.6997 1376.6936 1 -0.87 252.3 23.17 66.0 (M:66.0) 1 1 1 R.NAEQFKDQADK.A Dimethyl: 1, 6, 11



791 false 355 1377.6997 1376.7221 1 -21.57 224.76 23.17 19.1 (M:19.1) 1 5 0 R.AMVLSLEESLNK.E
Oxidation: 2; Dimethyl: 
12

792 true 355 1700.8601 1699.8529 1 -0.07 160.56 25.67 80.4 (M:80.4) 2 1 1 K.QEYDESGPSIVHRK.C Dimethyl: 1, 14

793 true 355 1700.8601 1699.8529 1 -0.07 160.56 25.67 80.4 (M:80.4) 2 1 1 K.QEYDESGPSIVHRK.C Dimethyl: 1, 14

794 false 356 932.4576 931.4723 1 -23.58 126.87 23.67 17.4 (M:17.4) 1 2 1 K.EAKENASR.D Dimethyl: 1

795 true 356 932.4576 931.4433 1 7.51 147.39 23.67 42.1 (M:42.1) 1 1 0 K.EMGTPDVR.I Dimethyl: 1



796 true 356 993.5767 992.5767 1 -7.34 140.68 25.5 27.7 (M:27.7) 1 1 0 R.IAQEIHVR.I Dimethyl: 1

797 false 356 993.5767 992.5906 1 -21.35 194.95 25.5 15.4 (M:15.4) 1 4 1 R.LKEAYSVK.S Dimethyl: 2, 8

798 false 356 1013.5942 1012.5665 1 20.07 102.79 25.83 20.2 (M:20.2) 1 4 0 K.EQLAQAVAR.V Dimethyl: 1

799 true 356 1013.5942 1012.5917 1 -4.75 121.88 25.83 45.2 (M:45.2) 2 1 0 R.ELAQQIQK.V Dimethyl: 1, 8

800 true 356 1136.6054 1135.5986 1 -0.35 197.9 26.17 27.8 (M:27.8) 1 1 0 K.NTVIATGGYGR.T Dimethyl: 1



801 true 356 1389.7741 1388.7689 1 -1.52 274.85 23.17 41.2 (M:41.2) 1 1 1 R.NAEQFKDQADK.A Dimethyl:2H(4): 1, 6, 11

802 true 356 1532.7452 1531.7366 1 0.85 61.9 23.17 16.0 (M:16.0) 1 1 1 K.LEEAEKAADESER.G Dimethyl: 1, 6

803 true 356 1532.7452 1531.7366 1 0.85 61.9 23.17 16.0 (M:16.0) 1 1 1 K.LEEAEKAADESER.G Dimethyl: 1, 6

804 true 356 1532.7452 1531.7366 1 0.85 61.9 23.17 16.0 (M:16.0) 1 1 1 K.LEEAEKAADESER.G Dimethyl: 1, 6

805 true 357 936.4783 935.4684 1 2.79 181.15 23.67 27.5 (M:27.5) 1 1 0 K.EMGTPDVR.I Dimethyl:2H(4): 1



806 true 357 1029.5077 1028.5039 1 -3.45 87.27 26 47.8 (M:47.8) 1 1 0 K.EFNAEVHR.K Dimethyl: 1

807 true 357 1140.6297 1139.6237 1 -1.11 191.07 26.17 35.9 (M:35.9) 1 1 0 K.NTVIATGGYGR.T Dimethyl:2H(4): 1

808 true 357 1169.7858 1168.782 1 -3.02 366.95 25.5 24.1 (M:24.1) 1 1 1 R.EQEVTVLKK.T Dimethyl:2H(4): 1, 8, 9

809 true 357 1376.6604 1375.6442 1 6.46 199.95 23.67 32.7 (M:32.7) 1 1 0 K.YTQSNSVCYAK.D
Carbamidomethyl: 8; 
Dimethyl: 1, 11

810 true 358 799.3974 798.3912 1 -1.38 419.56 25.83 24.4 (M:24.4) 1 1 0 K.YGDFNK.D Dimethyl: 1, 6



811 true 358 1033.5363 1032.529 1 0.01 141.98 26 22.2 (M:22.2) 1 1 0 K.EFNAEVHR.K Dimethyl:2H(4): 1

812 true 358 1384.7085 1383.6944 1 4.92 225.92 23.67 36.0 (M:36.0) 1 1 0 K.YTQSNSVCYAK.D
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11

813 true 359 823.503 822.4963 1 -0.72 380.74 25.67 36.9 (M:36.9) 7 1 0 K.IIAPPER.K Dimethyl: 1

814 true 359 823.503 822.4963 1 -0.72 380.74 25.67 36.9 (M:36.9) 7 1 0 K.IIAPPER.K Dimethyl: 1

815 true 359 1050.6313 1049.6233 1 0.71 220.22 25.5 21.4 (M:21.4) 1 1 0 R.LQGEIAHVK.K Dimethyl: 1, 9



816 true 359 1229.597 1228.5949 1 -4.18 84.67 25.5 16.0 (M:16.0) 1 1 0 K.NENNSHAFIR.K Dimethyl: 1

817 false 360 960.5281 959.5175 1 3.44 193.01 23.67 32.0 (M:32.0) 1 2 0 R.IEEELGSK.A Dimethyl: 1, 8

818 true 361 968.5808 967.5677 1 5.97 135.23 23.67 20.8 (M:20.8) 2 1 0 R.IEEELGSK.A Dimethyl:2H(4): 1, 8

819 true 361 1153.6535 1152.6503 1 -3.51 251.16 25.83 32.2 (M:32.2) 1 1 0 K.TEAPKPELGR.V Dimethyl: 1, 5

820 true 361 1571.8675 1570.8868 1 -16.91 153.22 23.17 15.8 (M:15.8) 1 1 1 K.ELALQPKDDIVDR.V
Dimethyl:2H(4): 1; 
Dimethyl: 7



821 true 362 767.4686 766.4639 1 -3.39 127.23 25 24.8 (M:24.8) 2 1 0 K.QIYVGR.A Dimethyl:2H(4): 1

822 true 362 1161.6993 1160.7005 1 -7.29 257.13 25.83 32.2 (M:32.2) 1 1 0 K.TEAPKPELGR.V Dimethyl:2H(4): 1, 5

823 true 362 1579.8473 1578.8366 1 2.16 166.87 23.33 72.1 (M:72.1) 1 1 1 K.IQDKEGIPPDQQR.L Dimethyl: 1, 4

824 true 363 1373.6555 1372.6524 1 -3.02 244.56 25.5 66.1 (M:66.1) 1 1 0 K.YFLHQSHEER.E Dimethyl: 1

825 true 363 1587.8978 1586.8868 1 2.34 177.91 23.33 71.0 (M:71.0) 1 1 1 K.IQDKEGIPPDQQR.L Dimethyl:2H(4): 1, 4



826 true 364 929.5367 928.5382 1 -9.42 65.55 25.17 26.3 (M:26.3) 1 1 0 K.FLQPGSPK.K Dimethyl: 1, 8

827 true 364 1276.787 1275.7828 1 -2.38 126.69 25.83 72.3 (M:72.3) 2 1 1 K.VQVEYKGETK.S Dimethyl:2H(4): 1, 6, 10

828 true 364 1661.7866 1660.7842 1 -2.92 118.22 23 35.1 (M:35.1) 1 1 0 R.QPTVASPAESEDENR.Q Dimethyl:2H(4): 1

829 true 365 1668.7877 1667.7863 1 -3.52 79.16 23 23.6 (M:23.6) 1 1 0 K.NEGAENIPEGQAQQR.R Dimethyl: 1

830 true 366 1293.6907 1292.7089 1 -19.64 149.96 25.83 79.7 (M:79.7) 1 1 0 K.HLIPAANTGESK.V Dimethyl: 1, 12



831 false 366 1293.6907 1292.7101 1 -20.57 132.86 25.83 19.1 (M:19.1) 1 4 0 K.VMLPPNSFQGK.V

Dimethyl:2H(4): 1; 
Oxidation: 2; Dimethyl: 
11

832 true 366 1626.7714 1625.7645 1 -0.22 204.43 23.17 59.0 (M:59.0) 1 1 0 K.AVTEQGHELSNEER.N Dimethyl: 1

833 true 367 910.5115 909.5032 1 1.15 176.85 26.83 20.0 (M:20.0) 1 1 0 R.DALTGHLR.T Dimethyl: 1

834 true 367 1056.5542 1055.5434 1 3.36 162.17 26 36.1 (M:36.1) 2 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl: 1

835 true 367 1056.5542 1055.5434 1 3.36 162.17 26 36.1 (M:36.1) 2 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl: 1



836 true 367 1056.5542 1055.5434 1 3.36 162.17 26 36.1 (M:36.1) 2 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl: 1

837 true 367 1258.6353 1257.6027 1 20.14 279.52 23.67 38.0 (M:38.0) 1 98.28 1 0 K.DSYVGDEAQSK.R
Dimethyl:2H(4): 1; 
Dimethyl: 11

838 true 367 1258.6353 1257.6027 1 20.14 279.52 23.67 38.0 (M:38.0) 1 98.28 1 0 K.DSYVGDEAQSK.R
Dimethyl:2H(4): 1; 
Dimethyl: 11

839 true 367 1258.6353 1257.6027 1 20.14 279.52 23.67 38.0 (M:38.0) 1 98.28 1 0 K.DSYVGDEAQSK.R
Dimethyl:2H(4): 1; 
Dimethyl: 11

840 true 368 914.5365 913.5283 1 1 140.11 26.83 46.0 (M:46.0) 1 1 0 R.DALTGHLR.T Dimethyl:2H(4): 1



841 true 369 958.5135 957.5032 1 3.12 110.78 26.67 39.6 (M:39.6) 1 1 0 R.YHIEVNR.V Dimethyl: 1

842 true 369 1275.6027 1274.6215 1 -20.42 252.86 23.67 18.4 (M:18.4) 1 1 0 R.ASTALSNEQQAR.R

843 false 369 1275.6027 1274.6103 1 -11.61 297.36 23.67 15.9 (M:15.9) 1 2 1 K.AGADEEKAETAR.L Dimethyl: 1

844 true 369 1308.7254 1307.7085 1 7.35 165.7 25.33 38.6 (M:38.6) 1 1 1 K.KSPALEEPPER.K Dimethyl: 1, 1

845 true 369 1613.7916 1612.7845 1 -0.15 170.7 25.33 24.1 (M:24.1) 1 1 1 K.AYGQNIQYSDKDR.F Dimethyl: 1, 11



846 true 370 962.5368 961.5283 1 1.29 160.24 26.67 16.6 (M:16.6) 1 1 0 R.YHIEVNR.V Dimethyl:2H(4): 1

847 true 370 1430.659 1429.6442 1 5.26 224.49 25.33 23.1 (M:23.1) 1 1 0 K.CQPQETCNLPR.L
Carbamidomethyl: 1, 7; 
Dimethyl: 1

848 true 371 985.5229 984.5361 1 -20.81 133.37 26.67 15.3 (M:15.3) 1 1 1 K.RMVMVPPR.H

849 false 371 1297.6374 1296.6537 1 -18.14 261.26 23.67 18.3 (M:18.3) 1 3 0 K.EQLEEEEEAK.R Dimethyl:2H(4): 1, 10

850 true 372 1306.6797 1305.6717 1 0.5 234.5 25.5 56.2 (M:56.2) 1 1 1 K.YGDFNKDVHK.S Dimethyl: 1, 6, 10



851 true 373 801.4358 800.4392 1 -13.33 121.19 24 29.1 (M:29.1) 1 1 0 K.ELVDAAR.Q Dimethyl: 1

852 false 373 801.4358 800.4253 1 4.04 145.41 24 19.4 (M:19.4) 1 2 1 R.RNEGAAR.V Dimethyl: 1

853 true 373 897.5127 896.512 1 -7.34 373.25 26.33 31.1 (M:31.1) 1 1 0 K.AFLEKPH.- Dimethyl: 1, 5

854 true 373 1318.7563 1317.7471 1 1.51 222.78 25.5 59.0 (M:59.0) 1 1 1 K.YGDFNKDVHK.S Dimethyl:2H(4): 1, 6, 10

855 true 373 1331.7169 1330.7133 1 -2.75 114.63 25.83 32.5 (M:32.5) 2 1 0 K.VFDPQSDKPSK.W Dimethyl: 1, 8, 11



856 true 374 848.4918 847.4701 1 16.93 407.55 23.83 23.7 (M:23.7) 1 1 0 K.EIEVGGGR.K Dimethyl:2H(4): 1

857 true 374 905.5629 904.5622 1 -7.26 121.28 26.33 37.0 (M:37.0) 1 1 0 K.AFLEKPH.- Dimethyl:2H(4): 1, 5

858 true 374 1244.6595 1243.6521 1 0.14 178.54 25.83 54.2 (M:54.2) 1 1 0 K.QQSELQSQIR.Y Dimethyl: 1

859 false 374 1244.6595 1243.6521 1 0.14 190.43 25.83 18.0 (M:18.0) 1 3 1 R.RQVDQLTNDK.A Dimethyl: 10

860 true 374 1794.9212 1793.9173 1 -1.88 131.01 25 27.4 (M:27.4) 1 1 0 K.NQQITHAHNTVSNFK.R Dimethyl: 1, 15



861 true 375 1248.6866 1247.6772 1 1.74 125.97 25.83 34.8 (M:34.8) 1 1 0 K.QQSELQSQIR.Y Dimethyl:2H(4): 1

862 true 375 1523.803 1522.7674 1 18.59 138.51 28.33 40.2 (M:40.2) 1 1 0 R.MQHNLEQQIQAR.N Dimethyl: 1

863 true 376 1548.7615 1547.7593 1 -3.29 184.83 26.67 28.4 (M:28.4) 2 1 0 K.AQHEHERPEFIR.Y

864 true 377 956.5481 955.5491 1 -8.65 123.69 26.33 61.8 (M:61.8) 1 1 0 K.AGEVFIHK.D Dimethyl: 1, 8

865 true 377 1109.59 1108.5815 1 1.16 278.34 23.5 36.8 (M:36.8) 1 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1



866 true 377 1109.59 1108.5815 1 1.16 278.34 23.5 36.8 (M:36.8) 1 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

867 true 377 1109.59 1108.5815 1 1.16 278.34 23.5 36.8 (M:36.8) 1 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

868 true 378 1551.8435 1550.8304 1 3.77 198.96 25.33 19.2 (M:19.2) 1 1 1 K.NLEAQHKELEEK.R Dimethyl: 1, 7, 12

869 false 379 997.6096 996.6018 1 0.49 150.16 25.5 18.5 (M:18.5) 1 3 0 R.IAQEIHVR.I Dimethyl:2H(4): 1

870 true 379 997.6096 996.6157 1 -13.46 155.32 25.5 30.7 (M:30.7) 1 90.94 1 1 R.LKEAYSVK.S
Dimethyl:2H(4): 1; 
Dimethyl: 8



871 true 379 1100.6724 1099.6664 1 -1.1 201.86 26.67 21.4 (M:21.4) 1 1 0 R.ILMEHIHK.L
Dimethyl:2H(4): 1, 8; 
Oxidation: 3

872 true 379 1853.8883 1852.885 1 -2.16 152.72 26 94.9 (M:94.9) 2 1 0 K.AIQEVHNSVAQEGQCR.V
Carbamidomethyl: 15; 
Dimethyl: 1

873 true 380 1195.6147 1194.6033 1 3.42 111.66 24 28.4 (M:28.4) 1 1 0 K.GKPYDYSGPR.E Dimethyl: 1, 2

874 true 380 1453.7392 1452.7321 1 -0.11 212.1 25.67 18.6 (M:18.6) 1 1 0 R.TQNDIIHSENVR.Q Dimethyl: 1

875 true 380 1563.9247 1562.9057 1 7.44 200.8 25.33 64.8 (M:64.8) 1 1 1 K.NLEAQHKELEEK.R Dimethyl:2H(4): 1, 7, 12



876 true 381 1203.6617 1202.6535 1 0.73 65.04 24 25.4 (M:25.4) 1 1 0 K.GKPYDYSGPR.E Dimethyl:2H(4): 1, 2

877 true 382 992.53 991.5239 1 -1.27 141.25 25.33 45.5 (M:45.5) 2 1 0 K.YIQHTFR.K Dimethyl: 1

878 true 383 883.4988 882.4923 1 -0.89 479.05 25.67 38.5 (M:38.5) 3 1 0 K.GANPVEIR.R Dimethyl: 1

879 true 383 950.5517 949.5382 1 6.51 121.91 23.83 17.4 (M:17.4) 1 1 0 R.LVEVDTSR.Q Dimethyl:2H(4): 1

880 true 383 2067.0069 2066.0082 1 -4.17 178.03 26.67 106.7 (M:106.7) 1 1 0 K.ELENHHTLEHYHVQPR.S Dimethyl: 1



881 true 384 887.5214 886.5174 1 -3.66 434.23 25.67 42.7 (M:42.7) 1 1 0 K.GANPVEIR.R Dimethyl:2H(4): 1

882 true 384 1174.6305 1173.6295 1 -5.33 94.59 26.33 38.7 (M:38.7) 1 1 0 K.GLPEGFHHPK.I Dimethyl: 1, 10

883 false 384 1194.6632 1193.6641 1 -6.84 138.18 25.67 15.1 (M:15.1) 1 7 0 K.AVLDHMLAHR.E Dimethyl:2H(4): 1

884 true 384 1194.6632 1193.6557 1 0.2 120.96 25.67 70.4 (M:70.4) 1 1 0 K.FVHDSIGVHK.E Dimethyl: 1, 10

885 true 384 2071.0365 2070.0333 1 -1.98 164.54 26.67 79.1 (M:79.1) 1 1 0 K.ELENHHTLEHYHVQPR.S Dimethyl:2H(4): 1



886 true 385 1014.5623 1013.5506 1 4.44 173.61 23.67 29.3 (M:29.3) 2 1 0 K.LLADQAEAR.R Dimethyl: 1

887 true 385 1070.5869 1069.5954 1 -14.7 119.49 25.17 18.8 (M:18.8) 1 1 0 R.QALAPQMQK.A Dimethyl: 1, 9

888 true 385 1182.6875 1181.6797 1 0.43 132.09 26.33 26.9 (M:26.9) 1 1 0 K.GLPEGFHHPK.I Dimethyl:2H(4): 1, 10

889 true 385 1199.5657 1198.5587 1 -0.22 117.47 25.5 17.2 (M:17.2) 1 1 0 R.IPSGMGHGMER.V Dimethyl: 1

890 true 385 1685.9236 1684.9121 1 2.49 109.4 23.83 21.6 (M:21.6) 1 1 0 R.VEAIPVNRPGQHGQR.L Dimethyl: 1



891 false 386 1018.5891 1017.5981 1 -16.04 149.08 23.67 15.1 (M:15.1) 1 4 1 R.GQARQASIR.G Dimethyl:2H(4): 1

892 true 386 1018.5891 1017.5757 1 6.01 206.98 23.67 28.3 (M:28.3) 2 1 0 K.LLADQAEAR.R Dimethyl:2H(4): 1

893 true 386 1106.6065 1105.6029 1 -3.4 240.05 26.17 38.2 (M:38.2) 1 1 0 K.ITITNDQNR.L Dimethyl:2H(4): 1

894 true 386 1109.5619 1108.5587 1 -3.68 200.54 25.17 17.2 (M:17.2) 1 1 0 K.STCIYGGAPK.G
Carbamidomethyl: 3; 
Dimethyl: 1, 10

895 true 386 1109.5619 1108.5587 1 -3.68 200.54 25.17 17.2 (M:17.2) 1 1 0 K.STCIYGGAPK.G
Carbamidomethyl: 3; 
Dimethyl: 1, 10



896 true 386 1203.5921 1202.5838 1 0.83 114.51 25.5 39.2 (M:39.2) 1 1 0 R.IPSGMGHGMER.V Dimethyl:2H(4): 1

897 true 386 1204.5856 1203.5819 1 -2.93 81.25 26.33 19.9 (M:19.9) 1 1 0 R.NQPQFQQMR.Q Dimethyl: 1

898 false 387 895.5365 894.5287 1 0.58 383.56 27 22.7 (M:22.7) 1 2 0 K.LLSHLER.G Dimethyl: 1

899 true 387 1208.6064 1207.607 1 -6.52 52.98 26.33 25.0 (M:25.0) 1 1 0 R.NQPQFQQMR.Q Dimethyl:2H(4): 1

900 true 387 1932.8589 1931.8472 1 2.27 150.33 25.5 23.4 (M:23.4) 1 1 0 R.VQEYCDQHHFQEEK.I
Carbamidomethyl: 5; 
Dimethyl: 1, 14



901 true 388 844.4527 843.445 1 0.45 458.05 23.83 25.4 (M:25.4) 1 1 0 K.EIEVGGGR.K Dimethyl: 1

902 true 388 1021.6073 1020.6067 1 -6.55 126.56 25.83 38.1 (M:38.1) 2 1 1 K.GKFEDMAK.A Dimethyl:2H(4): 1, 2, 8

903 false 388 1289.677 1288.6379 1 24.7 184.14 23.33 18.0 (M:18.0) 1 2 0 K.TTMCVEMLIK.E

Carbamidomethyl: 4; 
Dimethyl:2H(4): 10; 
Oxidation: 3, 7

904 true 388 1289.677 1288.6511 1 14.48 65.42 23.33 35.8 (M:35.8) 1 1 0 K.VGGTSDVEVNEK.K Dimethyl: 1, 12

905 false 388 1289.677 1288.6445 1 19.54 86.15 23.33 15.2 (M:15.2) 1 4 1 R.LECLKEDVQR.Q Carbamidomethyl: 3



906 true 388 1301.742 1300.7351 1 -0.24 62.86 26.17 25.6 (M:25.6) 1 1 0 R.QAATSLQQASLK.L Dimethyl: 1, 12

907 true 388 1906.9745 1905.9657 1 0.81 293.28 25.67 67.7 (M:67.7) 2 1 0 K.LLETTDRPDGHQNNLR.S Dimethyl: 1

908 true 389 866.4545 865.448 1 -0.91 422.87 24 24.8 (M:24.8) 2 1 0 K.YCQVIR.V
Carbamidomethyl: 2; 
Dimethyl: 1

909 false 389 943.5073 942.5073 1 -7.66 140.33 23.5 27.1 (M:27.1) 1 2 0 K.VHEEEIR.E Dimethyl:2H(4): 1

910 true 389 943.5073 942.5073 1 -7.66 140.33 23.5 41.9 (M:41.9) 1 1 0 K.LHDEEIR.E Dimethyl:2H(4): 1



911 true 389 1035.6232 1034.6224 1 -6.26 145.39 25.83 42.1 (M:42.1) 1 1 1 K.GKFEEMAK.G Dimethyl:2H(4): 1, 2, 8

912 false 390 1157.7093 1156.7067 1 -4.06 308.2 25.5 16.0 (M:16.0) 1 7 0 R.AGIISTVEVLK.V Dimethyl: 11

913 true 390 1157.7093 1156.7067 1 -4.06 326.85 25.5 61.9 (M:61.9) 1 1 1 R.EQEVTVLKK.T Dimethyl: 1, 8, 9

914 true 390 1417.7081 1416.6783 1 15.88 168.45 23.17 35.1 (M:35.1) 1 1 0 R.NIEEHASSDVER.M Dimethyl:2H(4): 1

915 true 390 2021.9219 2020.9061 1 4.18 127.35 25.83 60.2 (M:60.2) 1 1 0 K.FIQQSYPSGDAQAEHCR.A
Carbamidomethyl: 16; 
Dimethyl: 1



916 true 391 870.4844 869.4731 1 4.64 432.96 24 25.8 (M:25.8) 1 1 0 K.YCQVIR.V
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

917 true 391 1445.7523 1444.7649 1 -13.79 196.41 24 34.7 (M:34.7) 2 1 0 K.SEPVPENNDGPVK.V Dimethyl:2H(4): 1, 13

918 true 391 2025.9438 2024.9312 1 2.6 146.66 25.83 69.6 (M:69.6) 1 1 0 K.FIQQSYPSGDAQAEHCR.A
Carbamidomethyl: 16; 
Dimethyl:2H(4): 1

919 true 392 877.5475 876.5582 1 -20.49 328.15 24.17 19.0 (M:19.0) 1 1 0 K.IVNLGSSK.T
Dimethyl:2H(4): 8; 
Dimethyl: 1

920 true 392 1352.7284 1351.7208 1 0.23 152.93 27 36.8 (M:36.8) 1 1 0 R.SQLLGSAHEVQR.F Dimethyl: 1



921 true 392 1938.8203 1937.814 1 -0.5 176.02 25.33 180.3 (M:180.3) 3 1 0
R.SSGSPYGGGYGSGSGSGGYGG
R.R Dimethyl: 1

922 true 394 1464.8422 1463.8348 1 0.09 322.85 25.67 75.6 (M:75.6) 1 1 0 R.EDSVKPGAHLTVK.K Dimethyl: 1, 5, 13

923 true 394 1533.7875 1532.7657 1 9.43 168.32 27.83 20.9 (M:20.9) 1 1 0 K.IHVSYQESQQMK.I Dimethyl: 1, 12

924 true 395 1476.9179 1475.9101 1 0.34 315.86 25.67 99.9 (M:99.9) 1 1 0 R.EDSVKPGAHLTVK.K Dimethyl:2H(4): 1, 5, 13

925 true 395 1548.7942 1547.7944 1 -4.81 134.37 26.17 75.4 (M:75.4) 2 1 0 K.VEQATKPSFESGGR.R Dimethyl: 1, 6



926 true 396 915.4878 914.4821 1 -1.75 180.45 25.67 27.6 (M:27.6) 1 1 0 R.NSLPDSVR.I Dimethyl: 1

927 true 396 964.5971 963.5993 1 -9.85 104.5 26.33 65.4 (M:65.4) 1 1 0 K.AGEVFIHK.D Dimethyl:2H(4): 1, 8

928 false 396 1346.6474 1345.6474 1 -5.35 110.61 23.83 17.9 (M:17.9) 2 2 0 K.TVEINNTDAEGR.L Dimethyl: 1

929 true 396 1346.6474 1345.6234 1 12.44 247.41 23.83 32.1 (M:32.1) 2 1 0 K.GCPEQDIENPR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

930 true 397 1350.6865 1349.6725 1 4.97 238.29 23.67 32.7 (M:32.7) 1 1 0 K.TVEINNTDAEGR.L Dimethyl:2H(4): 1



931 true 397 1377.6807 1376.6775 1 -2.94 232.7 25.5 49.8 (M:49.8) 1 1 0 K.YFLHQSHEER.E Dimethyl:2H(4): 1

932 true 397 1633.6525 1632.6483 1 -1.88 189.51 27 38.6 (M:38.6) 1 1 0 K.MMNGAHYCYSESR.V
Carbamidomethyl: 8; 
Dimethyl: 1

933 true 398 866.4441 865.4368 1 0.02 509.9 25.83 29.7 (M:29.7) 1 1 0 K.FENLCK.I
Carbamidomethyl: 5; 
Dimethyl: 1, 6

934 true 398 1035.5679 1034.5509 1 9.35 99.08 24 15.8 (M:15.8) 1 1 0 R.IQQNTFTR.W Dimethyl: 1

935 true 398 1105.5639 1104.5564 1 0.19 280.41 23.5 46.0 (M:46.0) 1 1 1 K.IREEYPDR.I Dimethyl: 1



936 true 398 1105.5639 1104.5564 1 0.19 280.41 23.5 46.0 (M:46.0) 1 1 1 K.IREEYPDR.I Dimethyl: 1

937 true 398 1105.5639 1104.5564 1 0.19 280.41 23.5 46.0 (M:46.0) 1 1 1 K.IREEYPDR.I Dimethyl: 1

938 true 398 1556.8425 1555.8446 1 -6 108.6 26.17 75.2 (M:75.2) 2 1 0 K.VEQATKPSFESGGR.R Dimethyl:2H(4): 1, 6

939 true 398 1637.6761 1636.6734 1 -2.83 181.14 27 58.8 (M:58.8) 1 1 0 K.MMNGAHYCYSESR.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

940 true 398 1999.2235 1998.2205 1 -2.14 94.85 25.5 72.8 (M:72.8) 1 1 0 K.GLHNSEKPPEPVKPDVK.S
Dimethyl:2H(4): 1, 7, 13, 
17



941 true 399 871.4967 870.4935 1 -4.65 499.16 26 16.7 (M:16.7) 1 1 1 K.FEMIKR.S
Dimethyl:2H(4): 5; 
Oxidation: 3

942 false 400 1112.602 1111.5808 1 12.54 287.55 24 40.1 (M:40.1) 1 3 0 R.ALCAAAGTPPR.G
Carbamidomethyl: 3; 
Dimethyl: 1

943 true 400 1112.602 1111.5774 1 15.57 235.44 24 53.8 (M:53.8) 1 1 0 K.ANPFGGASHAK.G Dimethyl: 1, 11

944 true 400 1602.7793 1601.7736 1 -0.99 131.99 27.17 81.1 (M:81.1) 3 1 0 K.EVYQQQQFSSGGGR.G Dimethyl:2H(4): 1

945 true 401 1171.6261 1170.6245 1 -4.82 135.85 23.67 42.5 (M:42.5) 1 1 1 K.ATLPDADKER.Q Dimethyl: 1, 8



946 false 401 1171.6261 1170.6357 1 -14.41 128.22 23.67 21.6 (M:21.6) 1 4 1 R.LAADVGKAGADR.E Dimethyl: 1

947 false 401 1171.6261 1170.6357 1 -14.41 128.22 23.67 21.6 (M:21.6) 1 4 1 R.LAADVGKAGADR.E Dimethyl: 1

948 true 401 1171.6261 1170.5993 1 16.65 133.39 23.67 42.5 (M:42.5) 1 1 1 K.ATLPDADRER.E Dimethyl: 1

949 true 401 1179.6272 1178.6118 1 6.9 93.37 25.17 60.2 (M:60.2) 1 1 0 K.IGVAAQNCYK.V
Carbamidomethyl: 8; 
Dimethyl: 1, 10

950 true 402 1095.4933 1094.5001 1 -12.89 152 26.33 18.5 (M:18.5) 1 1 0 R.CAYCAGPIR.E
Carbamidomethyl: 1, 4; 
Dimethyl: 1



951 false 402 1187.6324 1186.6306 1 -4.63 87.34 24.17 16.7 (M:16.7) 1 4 1 K.VSDLEKAAAQR.K

952 true 402 1187.6324 1186.6306 1 -4.63 122.5 24.17 31.5 (M:31.5) 1 1 1 R.TREEIQEVR.S Dimethyl: 1

953 false 402 1564.7687 1563.7563 1 3.27 228.15 24.5 28.1 (M:28.1) 2 2 0 R.VLSGCEVTISNETR.E Carbamidomethyl: 5

954 true 402 1564.7687 1563.7678 1 -4.12 254.03 24.5 113.3 (M:113.3) 2 1 0 K.AVTEQGAELSNEER.N Dimethyl:2H(4): 1

955 true 405 747.4676 746.4701 1 -13.01 193.04 27.17 16.2 (M:16.2) 1 1 1 K.NKNLAR.K Dimethyl:2H(4): 1



956 true 406 1620.9161 1619.9123 1 -2.15 150.92 26.5 102.4 (M:102.4) 2 1 1 M.THQYPALTAEQKK.E
Dimethyl:2H(4): 12, 13; 
Acetyl: 1

957 true 407 1060.5776 1059.5685 1 1.79 213.47 26 47.8 (M:47.8) 2 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

958 true 407 1060.5776 1059.5685 1 1.79 213.47 26 47.8 (M:47.8) 2 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

959 true 407 1060.5776 1059.5685 1 1.79 213.47 26 47.8 (M:47.8) 2 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

960 true 407 1968.9513 1967.9611 1 -8.65 136.51 26.17 93.1 (M:93.1) 1 1 1 R.AAQENKHDSYIPCSER.I
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 6



961 true 408 1091.5766 1090.5709 1 -1.44 211.15 27.67 40.0 (M:40.0) 1 1 0 R.DVYAGLEHR.G Dimethyl:2H(4): 1

962 true 409 960.5088 959.4924 1 9.52 132.02 23.5 57.9 (M:57.9) 1 1 0 K.LLEGEESR.I Dimethyl: 1

963 true 409 1158.6764 1157.6842 1 -13.03 359.99 26.17 60.3 (M:60.3) 1 1 1 K.QKVELMQAK.L Dimethyl: 1, 2, 9

964 true 409 1295.7017 1294.691 1 2.68 215.8 26 57.3 (M:57.3) 1 1 0 K.DGPFKPDHYR.Y Dimethyl:2H(4): 1, 5

965 true 410 1009.537 1008.5314 1 -1.62 187.11 26 35.3 (M:35.3) 1 1 1 K.GKFEDMAK.A Dimethyl: 1, 2, 8



966 true 410 1163.6093 1162.6016 1 0.32 358.83 25.83 25.6 (M:25.6) 1 1 1 R.CLSSLKDER.V
Carbamidomethyl: 1; 
Dimethyl: 1, 6

967 true 410 1326.6737 1325.6584 1 6.08 142.3 24 45.2 (M:45.2) 1 1 0 K.GMGTVQQGMPHK.C Dimethyl: 1, 12

968 true 411 1170.623 1169.6081 1 6.54 391.87 25.83 42.3 (M:42.3) 1 1 0 K.AYGELPEHAK.I Dimethyl: 1, 10

969 true 411 1208.6249 1207.5954 1 18.34 140.71 28.17 27.3 (M:27.3) 1 1 0 R.HEHQVMLMR.Q Dimethyl: 1

970 true 411 1334.7255 1333.7086 1 7.21 138.66 24.17 26.3 (M:26.3) 1 1 0 K.GMGTVQQGMPHK.C Dimethyl:2H(4): 1, 12



971 true 412 1002.5408 1001.5393 1 -5.83 72.65 24.33 52.8 (M:52.8) 2 1 0 R.EVQTNDLK.E Dimethyl: 1, 8

972 false 412 1002.5408 1001.5216 1 11.88 107.12 24.33 17.4 (M:17.4) 1 6 0 K.EMVELPLR.H Oxidation: 2

973 true 412 1051.621 1050.6173 1 -3.39 226.72 25.83 15.3 (M:15.3) 1 1 1 K.GKFEEMAK.G
Dimethyl:2H(4): 1, 2, 8; 
Oxidation: 6

974 true 412 1171.6657 1170.6357 1 19.38 100.47 28.33 75.2 (M:75.2) 1 1 0 R.SLNDQAVQIR.V Dimethyl: 1

975 true 412 1227.6336 1226.6264 1 -0.06 84.55 25.5 82.6 (M:82.6) 3 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11



976 true 412 1227.6336 1226.6264 1 -0.06 84.55 25.5 82.6 (M:82.6) 3 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

977 true 412 1227.6336 1226.6264 1 -0.06 84.55 25.5 82.6 (M:82.6) 3 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

978 true 413 1096.5259 1095.4972 1 19.57 163.08 23.5 56.2 (M:56.2) 1 1 0 K.EVEEDEYK.A Dimethyl: 1, 8

979 false 414 954.522 953.5043 1 10.94 213.97 26 16.5 (M:16.5) 1 2 1 R.ESREHLR.L Dimethyl: 1

980 false 414 998.5285 997.5305 1 -9.31 197.71 24.17 18.0 (M:18.0) 1 2 1 M.PSAAGRGQGK.D Acetyl: 1; Dimethyl: 10



981 true 414 1116.5686 1115.5571 1 3.82 173.74 23.67 62.5 (M:62.5) 2 1 0 R.QDVDNASLAR.L Dimethyl: 1

982 true 415 1259.6285 1258.6162 1 3.98 135.72 25.5 35.0 (M:35.0) 1 1 0 R.HQGVMVGMGQK.D
Oxidation: 5, 8; 
Dimethyl: 1, 11

983 true 415 1259.6285 1258.6162 1 3.98 135.72 25.5 35.0 (M:35.0) 1 1 0 R.HQGVMVGMGQK.D
Oxidation: 5, 8; 
Dimethyl: 1, 11

984 true 415 1259.6285 1258.6162 1 3.98 135.72 25.5 35.0 (M:35.0) 1 1 0 R.HQGVMVGMGQK.D
Oxidation: 5, 8; 
Dimethyl: 1, 11

985 true 416 973.5706 972.5654 1 -2.2 134.66 26.5 18.2 (M:18.2) 1 1 0 R.NPLLGASNR.A Dimethyl:2H(4): 1



986 true 416 1267.6746 1266.6664 1 0.72 135.86 25.5 35.9 (M:35.9) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5, 8

987 true 416 1267.6746 1266.6664 1 0.72 135.86 25.5 35.9 (M:35.9) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5, 8

988 true 416 1267.6746 1266.6664 1 0.72 135.86 25.5 35.9 (M:35.9) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5, 8

989 true 416 1544.7346 1543.7326 1 -3.42 197.03 27.17 70.2 (M:70.2) 2 1 0 K.FHCPHCDTVIAR.K
Carbamidomethyl: 3, 6; 
Dimethyl:2H(4): 1

990 true 417 959.5713 958.5699 1 -6.1 106.93 26.33 42.1 (M:42.1) 1 1 0 R.VISSIEQK.T Dimethyl: 1, 8



991 true 417 959.5713 958.5699 1 -6.1 106.93 26.33 42.1 (M:42.1) 1 1 0 R.VISSIEQK.T Dimethyl: 1, 8

992 true 417 959.5713 958.5699 1 -6.1 106.93 26.33 42.1 (M:42.1) 1 1 0 R.VISSIEQK.T Dimethyl: 1, 8

993 true 417 959.5713 958.5699 1 -6.1 106.93 26.33 42.1 (M:42.1) 1 1 0 R.VISSIEQK.T Dimethyl: 1, 8

994 true 417 1126.625 1125.607 1 9.46 289.37 25.83 41.9 (M:41.9) 1 1 1 K.AEKEYQFK.V Dimethyl: 1, 3, 8

995 true 417 1369.6989 1368.6898 1 1.29 198.53 25.5 73.0 (M:73.0) 2 1 0 R.FGQGGAGPVGGQGPR.G Dimethyl: 1



996 true 417 2014.0544 2013.0367 1 5.17 87.3 23.33 86.0 (M:86.0) 1 1 1 R.VQVVDEEGDQPHQEGKR.L Dimethyl:2H(4): 1, 16

997 true 418 1138.6854 1137.6823 1 -3.68 279.24 25.83 47.0 (M:47.0) 1 1 1 K.AEKEYQFK.V Dimethyl:2H(4): 1, 3, 8

998 true 418 1612.8682 1611.8621 1 -0.73 173.09 26.5 58.5 (M:58.5) 2 1 1 M.THQYPALTAEQKK.E
Acetyl: 1; Dimethyl: 12, 
13

999 true 419 1287.6546 1286.6408 1 5.08 156.97 26 70.1 (M:70.1) 1 1 0 K.DGPFKPDHYR.Y Dimethyl: 1, 5

1000 true 420 992.5599 991.56 1 -7.48 86.36 26.17 46.9 (M:46.9) 1 1 0 R.VTDALNATR.A Dimethyl:2H(4): 1



1001 true 420 1180.6205 1179.6186 1 -4.56 60.19 25.83 33.7 (M:33.7) 2 1 0 R.GTPQQIDYAR.Q Dimethyl:2H(4): 1

1002 true 420 1417.7029 1416.7296 1 -23.96 286.4 25.5 41.2 (M:41.2) 2 50 1 1 R.KAHLTNQYMQR.I Dimethyl: 1

1003 true 420 1417.7029 1416.6932 1 1.7 318.56 25.5 41.2 (M:41.2) 2 1 0 R.QAHLTNQYMQR.M Dimethyl: 1

1004 true 420 2582.4775 2581.4708 1 -0.2 235.63 26.5 114.9 (M:114.9) 1 1 1
R.GDKDFPPAAAQVAHQKPHPS
VEK.L

Dimethyl:2H(4): 1, 3, 16, 
23

1005 true 421 1342.6062 1341.5983 1 0.43 284.53 23.83 57.9 (M:57.9) 2 1 0 K.GCPEQDIENPR.G
Carbamidomethyl: 2; 
Dimethyl: 1



1006 true 421 1423.7835 1422.7732 1 2.15 198.61 25.33 22.9 (M:22.9) 1 1 1 R.FKDHVQNNLPR.D Dimethyl: 1, 2

1007 false 422 758.4425 757.4334 1 2.46 255.69 25.83 21.7 (M:21.7) 1 4 0 K.AIADNVK.D Dimethyl: 7

1008 false 422 758.4425 757.4446 1 -12.35 214.95 25.83 19.5 (M:19.5) 1 5 0 K.TAGINVR.K Dimethyl: 1

1009 true 422 758.4425 757.4446 1 -12.35 271.83 25.83 24.5 (M:24.5) 1 1 1 R.NIKEAR.E Dimethyl: 1

1010 true 422 786.4241 785.4218 1 -6.26 316.27 26.67 18.4 (M:18.4) 1 1 0 K.VSMIHR.L
Oxidation: 3; Dimethyl: 
1



1011 true 422 1022.5309 1021.5444 1 -20.31 107.71 26.33 33.1 (M:33.1) 1 1 0 K.EFSNVSVGK.L Dimethyl: 1, 9

1012 true 422 1218.724 1217.7244 1 -6.3 107.91 25.67 20.1 (M:20.1) 1 64.8 1 0 M.KPILLQGHER.S Dimethyl: 1

1013 false 423 764.4785 763.4629 1 10.9 304.42 25.83 15.8 (M:15.8) 1 7 0 R.LDSELK.N
Dimethyl:2H(4): 1; 
Dimethyl: 6

1014 false 423 764.4785 763.4629 1 10.9 331.6 25.83 15.8 (M:15.8) 1 4 0 R.EEVVTK.I
Dimethyl:2H(4): 1; 
Dimethyl: 6

1015 false 423 764.4785 763.4742 1 -3.8 309.99 25.83 15.5 (M:15.5) 1 9 1 K.DKVQSK.I
Dimethyl:2H(4): 1; 
Dimethyl: 6



1016 true 423 1343.6726 1342.6477 1 13.11 79.05 23.5 59.7 (M:59.7) 1 1 0 R.QQEAAAAEAEAAR.K Dimethyl: 1

1017 true 423 1516.8689 1515.8542 1 4.84 129.27 25.33 43.5 (M:43.5) 1 1 1 K.MQASVDKGCSLPK.L
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 7, 13

1018 true 423 2291.1492 2290.1528 1 -4.77 185.85 27 66.1 (M:66.1) 1 1 0 K.HKPANNQIECHPYLTQEK.L
Carbamidomethyl: 10; 
Dimethyl: 1, 2, 18

1019 true 424 1027.5402 1026.5396 1 -6.56 119.17 26.17 22.4 (M:22.4) 1 1 1 K.FDSSLDRR.D Dimethyl:2H(4): 1

1020 false 425 848.4981 847.4814 1 11.12 526.63 24.17 15.8 (M:15.8) 1 8 1 K.GGIREER.A Dimethyl:2H(4): 1



1021 true 426 830.451 829.4446 1 -1.05 364.39 26.17 30.6 (M:30.6) 1 1 0 K.TFLEHR.A Dimethyl: 1

1022 true 426 851.5055 850.5025 1 -5.01 460.02 27.33 25.2 (M:25.2) 1 1 0 K.VHDLALR.A Dimethyl: 1

1023 true 426 936.5602 935.5553 1 -2.5 100.16 26.67 40.2 (M:40.2) 1 1 0 R.AVLVDVHR.R Dimethyl: 1

1024 true 426 1014.5 1013.493 1 -0.28 200.36 25.83 53.2 (M:53.2) 1 1 0 K.HVDEFSPR.A Dimethyl: 1

1025 false 426 1031.5597 1030.5659 1 -13.02 156.4 24.33 23.9 (M:23.9) 1 3 1 K.INGKDSIEK.E Dimethyl: 9



1026 true 426 1031.5597 1030.5733 1 -20.19 96.52 24.33 31.3 (M:31.3) 1 1 0 -.MAGLTPIEK.K
Oxidation: 1; Dimethyl: 
1, 9

1027 true 427 873.5335 872.5331 1 -7.87 214.83 24.17 16.2 (M:16.2) 1 1 0 K.IVNLGSSK.T Dimethyl: 1, 8

1028 true 427 940.5803 939.5804 1 -7.84 146.03 26.67 18.6 (M:18.6) 1 1 0 R.AVLVDVHR.R Dimethyl:2H(4): 1

1029 true 427 1018.524 1017.5182 1 -1.39 175.84 25.83 53.3 (M:53.3) 1 1 0 K.HVDEFSPR.A Dimethyl:2H(4): 1

1030 false 428 965.4871 964.4767 1 3.32 197.86 27.33 17.0 (M:17.0) 1 2 0 R.YHSEFVR.Q Dimethyl: 1



1031 true 428 1056.5589 1055.5539 1 -2.2 226.21 25.67 18.2 (M:18.2) 1 1 1 R.YKEEFEK.N Dimethyl: 1, 2, 7

1032 true 428 1488.7038 1487.6675 1 19.52 89.14 23.33 24.1 (M:24.1) 1 1 1 M.AQDQGEKENPMR.E
Acetyl: 1; Oxidation: 11; 
Dimethyl: 7

1033 false 429 1045.5793 1044.5703 1 1.63 161.66 24.5 23.7 (M:23.7) 1 10 0 K.TVAELEAEK.A Dimethyl: 1, 9

1034 false 429 1045.5793 1044.5498 1 21.19 198.71 24.5 28.3 (M:28.3) 1 7 1 K.LCQRAIER.I Carbamidomethyl: 2

1035 false 429 1045.5793 1044.5525 1 18.62 132.57 24.5 34.7 (M:34.7) 1 3 0 -.MAGLTPIEK.K
Acetyl: 1; Oxidation: 1; 
Dimethyl: 9



1036 true 429 1045.5793 1044.5815 1 -9.11 147.25 24.5 46.4 (M:46.4) 1 1 1 R.LSKEDIER.M Dimethyl: 1, 3

1037 true 430 1053.6297 1052.6317 1 -8.84 176.82 24.5 60.0 (M:60.0) 1 1 1 R.LSKEDIER.M Dimethyl:2H(4): 1, 3

1038 true 430 1068.6375 1067.6292 1 0.88 205.73 25.67 17.1 (M:17.1) 1 1 1 R.YKEEFEK.N Dimethyl:2H(4): 1, 2, 7

1039 true 430 1093.5217 1092.5234 1 -8.15 127.24 26.33 23.6 (M:23.6) 1 1 0 K.STMQELNSR.L Dimethyl: 1

1040 true 430 1542.6879 1541.649 1 20.49 104.43 23.33 42.7 (M:42.7) 1 1 0 R.CEMEQQNQEYK.I
Carbamidomethyl: 1; 
Dimethyl: 1, 11



1041 true 432 1014.4972 1013.493 1 -3.08 95.55 26.17 16.9 (M:16.9) 1 1 0 K.SVPHEDFR.V Dimethyl: 1

1042 true 432 1060.5938 1059.5866 1 -0.06 299.19 26.5 30.8 (M:30.8) 1 1 0 K.IHPPEHFK.K Dimethyl: 1, 8

1043 false 432 1143.6752 1142.671 1 -2.69 287.39 26.33 29.6 (M:29.6) 1 2 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1

1044 false 432 1143.6752 1142.671 1 -2.69 287.39 26.33 29.6 (M:29.6) 1 2 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1

1045 true 432 1207.7514 1206.7424 1 1.51 108 25.83 32.4 (M:32.4) 1 1 1 K.LVEQLKEER.E Dimethyl:2H(4): 1, 6



1046 false 433 1092.6187 1091.6161 1 -4.35 187.12 26.67 15.2 (M:15.2) 1 2 0 R.ILMEHIHK.L
Oxidation: 3; Dimethyl: 
1, 8

1047 true 433 1106.5854 1105.5781 1 -0.01 269.53 24.33 37.0 (M:37.0) 1 1 0 R.HFNAPSHIR.R Dimethyl: 1

1048 true 434 905.4153 904.4073 1 0.89 116.41 24 17.7 (M:17.7) 1 1 0 R.NSMADSPR.D Dimethyl: 1

1049 true 434 1057.545 1056.5352 1 2.34 271.33 26.17 45.0 (M:45.0) 1 1 0 R.VEVFHENR.W Dimethyl: 1

1050 true 434 1110.6066 1109.6032 1 -3.54 265.37 24.33 23.3 (M:23.3) 1 1 0 R.HFNAPSHIR.R Dimethyl:2H(4): 1



1051 true 434 1149.6409 1148.6302 1 2.97 364.05 26.17 33.5 (M:33.5) 1 1 0 K.ALEHVPNSVR.L Dimethyl: 1

1052 true 434 1184.6673 1183.6611 1 -0.91 99.82 27.17 75.0 (M:75.0) 1 1 0 K.QLGDHVTNLR.K Dimethyl:2H(4): 1

1053 true 435 832.5211 831.5252 1 -13.61 275.17 25.5 19.9 (M:19.9) 1 1 1 K.QLMKLK.E
Oxidation: 3; Dimethyl: 
1, 6

1054 false 435 832.5211 831.5302 1 -19.66 218.79 25.5 16.5 (M:16.5) 1 5 1 K.KMPKPR.L

Dimethyl:2H(4): 4; 
Oxidation: 2; Dimethyl: 
1

1055 true 435 1119.5231 1118.5145 1 1.2 278.21 26 40.9 (M:40.9) 1 1 0 R.NPEFYEHR.K Dimethyl: 1



1056 false 435 1198.6002 1197.6064 1 -11.23 265.59 27.33 15.2 (M:15.2) 1 50 3 1 R.GAICYSSEKK.D
Carbamidomethyl: 4; 
Dimethyl: 1, 10

1057 true 435 1296.6969 1295.6834 1 4.81 157.74 25.67 35.7 (M:35.7) 1 1 0 K.HIAEVSQEVTR.S Dimethyl: 1

1058 true 435 2033.9528 2032.9524 1 -3.37 156.23 25.67 22.1 (M:22.1) 1 1 0 -.MDEQALLGLNPNADADFR.Q
Oxidation: 1; Dimethyl: 
1

1059 true 436 1123.5474 1122.5396 1 0.43 302.78 26 31.4 (M:31.4) 1 1 0 R.NPEFYEHR.K Dimethyl:2H(4): 1

1060 true 436 1247.6562 1246.6558 1 -5.5 167.75 27.17 36.8 (M:36.8) 2 1 0 K.GIPQASEYQAK.V Dimethyl: 1, 11



1061 false 437 946.5167 945.5317 1 -23.61 175.38 26 16.4 (M:16.4) 1 10 1 K.KMENLQK.L Dimethyl: 1, 7

1062 true 437 971.4216 970.4066 1 7.96 170.34 24.17 38.6 (M:38.6) 1 1 0 R.SMEEYER.Q Dimethyl: 1

1063 false 437 1167.6139 1166.6346 1 -23.94 354.27 26.17 17.9 (M:17.9) 1 50 2 1 K.KHGGTPPGDNK.D
Dimethyl:2H(4): 1; 
Dimethyl: 11

1064 true 437 1167.6139 1166.6044 1 1.92 384.31 26.17 68.2 (M:68.2) 1 1 0 K.LGVIEDHSNR.T Dimethyl: 1

1065 true 437 2080.9308 2079.903 1 9.85 135.32 23.5 89.8 (M:89.8) 1 1 0 K.TCPEDAEPEQEPEGDGEK.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 18



1066 true 438 920.5072 919.5015 1 -1.68 158.38 26 54.3 (M:54.3) 3 1 0 K.APFSEVSK.F Dimethyl: 1, 8

1067 true 438 1192.6589 1191.6528 1 -1.02 93.19 24.33 32.3 (M:32.3) 1 1 0 K.VYQYQYHK.W Dimethyl:2H(4): 1, 8

1068 true 438 1263.6773 1262.6768 1 -5.41 109.58 26.83 34.3 (M:34.3) 2 1 0 R.NGAEGTLVIDSR.S Dimethyl:2H(4): 1

1069 true 438 1276.6375 1275.6241 1 4.76 107.73 26 35.7 (M:35.7) 1 1 0 R.VIGSGCNLDSAR.F
Carbamidomethyl: 6; 
Dimethyl: 1

1070 false 438 1355.7288 1354.7344 1 -9.5 224.93 23.67 20.5 (M:20.5) 1 3 1 K.DSGIVTPEKEPK.V Dimethyl: 9, 12



1071 false 438 1355.7288 1354.7092 1 9.05 271.35 23.67 19.2 (M:19.2) 1 6 0 K.DLGPSNIEIELR.S

1072 true 438 2821.3377 2820.2798 1 17.94 103.52 23.5 129.1 (M:129.1) 1 1 0
R.SGEGQSGAEPEGAAGGPGAE
EEKPPAENR.G Dimethyl: 1, 23

1073 true 439 1278.6513 1277.6415 1 2.01 127.79 26.67 22.8 (M:22.8) 1 1 0 K.NQGSWGTGGNIR.T Dimethyl:2H(4): 1

1074 true 439 1280.6631 1279.6648 1 -7 92.73 27 30.6 (M:30.6) 1 1 1 R.DKDAYSSFGAR.S Dimethyl:2H(4): 1, 2

1075 true 439 1327.6813 1326.668 1 4.5 153.31 25.67 20.5 (M:20.5) 1 1 0 K.HHPEDVEPALR.K Dimethyl: 1



1076 true 439 1361.6552 1360.6479 1 0.02 224.72 23.67 22.5 (M:22.5) 1 1 0 K.DCCEKPIVER.S
Carbamidomethyl: 2, 3; 
Dimethyl: 1, 5

1077 true 440 1329.6408 1328.6296 1 2.96 239.16 26.17 75.0 (M:75.0) 2 1 0 K.HTNYTMEHIR.V Dimethyl: 1

1078 true 440 1331.7022 1330.6932 1 1.34 224.43 25.67 55.1 (M:55.1) 1 1 0 K.HHPEDVEPALR.K Dimethyl:2H(4): 1

1079 true 440 1359.6826 1358.6983 1 -16.92 207.7 28.5 29.3 (M:29.3) 1 1 0 K.FHHTFSSEIAK.L Dimethyl: 1, 11

1080 true 440 1564.7924 1563.7789 1 3.95 178.83 23.5 25.2 (M:25.2) 1 1 1 K.LWMMKGQIEEQK.E
Oxidation: 4; Dimethyl: 
5



1081 true 441 1025.5398 1024.5263 1 6.09 154.58 26 15.8 (M:15.8) 1 1 1 K.GKFEDMAK.A
Oxidation: 6; Dimethyl: 
1, 2, 8

1082 true 442 1356.7914 1355.7835 1 0.49 167.71 26.17 22.4 (M:22.4) 1 1 1 R.LMHPIEPGDKR.T Dimethyl:2H(4): 1, 10

1083 true 442 1631.9005 1630.8878 1 3.32 172.9 26 62.6 (M:62.6) 1 1 1 K.DADRHVGDLGNVTAK.G Dimethyl:2H(4): 1, 15

1084 true 443 820.4892 819.4854 1 -4.27 262.02 26.83 24.6 (M:24.6) 1 1 0 K.NVQLYK.M Dimethyl: 1, 6

1085 false 444 736.3995 735.3966 1 -5.95 286.51 26.33 15.4 (M:15.4) 1 3 0 R.GTFSHR.H Dimethyl:2H(4): 1



1086 false 444 1006.4958 1005.5052 1 -16.65 88.34 24.17 15.9 (M:15.9) 1 2 0 K.VMSIDEEK.Q Dimethyl: 1, 8

1087 true 444 1471.7988 1470.7766 1 10.18 372.82 26 19.9 (M:19.9) 1 1 1 R.EHPHLKEPLCR.L
Carbamidomethyl: 10; 
Dimethyl: 1, 6

1088 true 445 740.4245 739.4166 1 0.8 276.11 26.33 37.4 (M:37.4) 3 1 0 K.DIAAYR.A Dimethyl:2H(4): 1

1089 true 445 740.4245 739.4166 1 0.8 276.11 26.33 37.4 (M:37.4) 3 1 0 K.DIAAYR.A Dimethyl:2H(4): 1

1090 true 445 1327.5995 1326.5734 1 14.23 319.2 24 27.2 (M:27.2) 1 1 0 R.EEPAMSMDANGK.I
Dimethyl:2H(4): 12; 
Oxidation: 5



1091 true 445 1479.8398 1478.8268 1 3.9 334.01 26 21.4 (M:21.4) 1 1 1 R.EHPHLKEPLCR.L
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 6

1092 true 446 1358.7647 1357.7628 1 -3.91 221.23 26.33 18.2 (M:18.2) 1 1 1 K.QRVEICQAYK.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 10

1093 true 446 1540.7089 1539.7075 1 -3.79 184.07 27.17 49.6 (M:49.6) 1 1 0 K.FHCPHCDTVIAR.K
Carbamidomethyl: 3, 6; 
Dimethyl: 1

1094 true 446 1573.8401 1572.8534 1 -13.07 116.01 27.17 60.5 (M:60.5) 1 1 1 R.LGHAEQKDEMVPR.L Dimethyl:2H(4): 1, 7

1095 true 447 1421.729 1420.7547 1 -23.19 285.3 25.5 47.1 (M:47.1) 1 50 1 1 R.KAHLTNQYMQR.I Dimethyl:2H(4): 1



1096 true 447 1421.729 1420.7183 1 2.4 309.94 25.5 47.1 (M:47.1) 1 1 0 R.QAHLTNQYMQR.M Dimethyl:2H(4): 1

1097 true 448 1166.6491 1165.6455 1 -3.14 346.82 26 81.8 (M:81.8) 1 1 0 R.HVGDLGNVTAK.G Dimethyl: 1, 11

1098 false 448 1166.6491 1165.6455 1 -3.14 382.6 26 23.9 (M:23.9) 1 2 0 K.HGDVLTIIDR.S Dimethyl: 1

1099 true 448 1345.6587 1344.6595 1 -6 303.19 24 20.1 (M:20.1) 1 1 0 K.LCPGAEDLEITK.L Carbamidomethyl: 2

1100 true 449 1174.6995 1173.6957 1 -3 116.98 25.83 34.0 (M:34.0) 1 1 0 R.HVGDLGNVTAK.G Dimethyl:2H(4): 1, 11



1101 true 449 1750.9156 1749.9196 1 -6.44 162.95 27.33 44.7 (M:44.7) 1 1 1 K.VHAIQCDVRDPASVK.N
Carbamidomethyl: 6; 
Dimethyl: 1, 15

1102 true 450 834.4767 833.4697 1 -0.41 393.16 26.17 21.6 (M:21.6) 1 1 0 K.TFLEHR.A Dimethyl:2H(4): 1

1103 true 450 844.4727 843.4637 1 2.11 431.39 24.33 20.7 (M:20.7) 1 1 0 R.TLVACPR.I
Carbamidomethyl: 5; 
Dimethyl: 1

1104 true 450 1143.633 1142.6295 1 -3.38 268.92 24 26.5 (M:26.5) 1 1 1 R.KDDEVQVVR.G Dimethyl: 1, 1

1105 true 450 1758.9671 1757.9698 1 -5.69 166.43 27.33 33.6 (M:33.6) 1 1 1 K.VHAIQCDVRDPASVK.N
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 15



1106 false 451 920.5065 919.4763 1 24.84 287.86 26.33 20.6 (M:20.6) 2 6 0 K.ASWTNASK.K Dimethyl: 1, 8

1107 false 451 1447.7328 1446.7252 1 0.22 445.81 24 19.8 (M:19.8) 2 3 1 K.IDDIRRPGESEE.- Dimethyl:2H(4): 1

1108 true 452 948.5635 947.5714 1 -15.97 145.28 27.17 24.7 (M:24.7) 1 1 0 K.IADMGHLK.Y Dimethyl:2H(4): 1, 8

1109 false 452 980.5533 979.5563 1 -10.53 127.72 26.33 20.0 (M:20.0) 1 5 0 R.TNLQHAIR.R Dimethyl: 1

1110 true 452 1078.4683 1077.4623 1 -1.25 219.09 25.67 25.1 (M:25.1) 1 1 0 K.YTCSFCGK.T
Carbamidomethyl: 3, 6; 
Dimethyl: 1, 8



1111 true 453 1960.8977 1959.9109 1 -10.41 72.94 26.17 24.3 (M:24.3) 1 1 1 R.AAQENKHDSYIPCSER.I
Carbamidomethyl: 13; 
Dimethyl: 1, 6

1112 true 454 1060.4934 1059.492 1 -5.53 281.93 26.33 27.5 (M:27.5) 1 1 0 R.GEHGFIGCR.K
Carbamidomethyl: 8; 
Dimethyl: 1

1113 true 455 1264.6745 1263.6711 1 -3.08 121.2 23.83 27.6 (M:27.6) 1 1 1 R.EKELGNEAYK.R Dimethyl: 1, 2, 10

1114 true 455 2045.8798 2044.8759 1 -1.67 221.98 24.17 92.7 (M:92.7) 2 1 0 R.DLVHAQEDDDEEEEGQR.F Dimethyl:2H(4): 1

1115 true 456 967.4366 966.4382 1 -9.17 161.66 27.5 38.5 (M:38.5) 1 1 0 R.FFHSMDR.D Dimethyl: 1



1116 false 456 1432.6854 1431.6664 1 8.17 255.93 26 15.6 (M:15.6) 1 2 0 K.VEANEEQCQAVK.H
Carbamidomethyl: 8; 
Dimethyl: 12

1117 true 456 1432.6854 1431.685 1 -4.83 277.75 26 51.2 (M:51.2) 1 1 0 R.APENTMQAMQQK.L Dimethyl: 1, 12

1118 true 457 772.4538 771.4491 1 -3.23 337.11 26 31.8 (M:31.8) 1 1 0 K.NLDNIK.N Dimethyl: 1, 6

1119 false 457 816.453 815.464 1 -22.47 294.96 24.33 16.0 (M:16.0) 1 4 0 K.LEELEK.K Dimethyl: 1, 6

1120 false 457 816.453 815.464 1 -22.47 293.93 24.33 15.2 (M:15.2) 1 8 0 K.EIEELK.G Dimethyl: 1, 6



1121 true 457 906.5516 905.5447 1 -0.36 128.73 24.5 23.3 (M:23.3) 1 1 0 R.LAVSHVPR.S Dimethyl: 1

1122 false 457 1063.6018 1062.595 1 -0.4 174.67 26.33 16.0 (M:16.0) 1 3 0 M.VHWTAEEK.Q Dimethyl:2H(4): 1, 8

1123 true 457 1301.7263 1300.7139 1 3.87 146.81 25.83 32.3 (M:32.3) 2 1 0 K.YELGRPPANTK.I Dimethyl: 1, 11

1124 true 458 780.504 779.4993 1 -3.23 297.41 26 45.6 (M:45.6) 1 1 0 K.NLDNIK.N Dimethyl:2H(4): 1, 6

1125 false 459 943.5184 942.5134 1 -2.46 123.43 24.33 17.9 (M:17.9) 1 2 0 R.EAVEAQIR.S Dimethyl: 1



1126 true 459 1432.8525 1431.8515 1 -4.41 154.41 26.5 31.9 (M:31.9) 2 1 1 R.KAGNYYVPAEPK.L Dimethyl:2H(4): 1, 1, 12

1127 true 460 1160.6063 1159.5986 1 0.36 449.26 26.33 34.5 (M:34.5) 1 1 0 R.LSEGYAIHSR.D Dimethyl: 1

1128 false 461 1069.5857 1068.575 1 3.24 185.06 24.5 20.3 (M:20.3) 1 3 0 R.AVLCPQPTR.T
Carbamidomethyl: 4; 
Dimethyl: 1

1129 true 461 1069.5857 1068.5928 1 -13.36 126.6 24.5 22.0 (M:22.0) 1 1 0 K.SSHAQSVGLK.N Dimethyl: 1, 10

1130 false 462 1073.6025 1072.6001 1 -4.58 119.72 24.5 16.9 (M:16.9) 1 2 0 R.AVLCPQPTR.T
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



1131 true 462 1152.5838 1151.571 1 4.78 360.51 24.17 30.6 (M:30.6) 1 1 0 K.FITEEDTNK.L Dimethyl: 1, 9

1132 true 463 1197.5506 1196.5383 1 4.19 128.84 24.17 43.9 (M:43.9) 1 1 0 R.DQYEQMAEK.N Dimethyl: 1, 9

1133 true 463 1568.9617 1567.9509 1 2.25 168.34 25.83 60.1 (M:60.1) 2 1 1 R.RKPDTIEVQQMK.A Dimethyl:2H(4): 1, 2, 12

1134 true 463 1568.9617 1567.9509 1 2.25 168.34 25.83 60.1 (M:60.1) 2 1 1 R.RKPDTIEVQQMK.A Dimethyl:2H(4): 1, 2, 12

1135 true 465 1568.8044 1567.8107 1 -8.67 119.97 27 38.4 (M:38.4) 1 1 0 K.APVIQQTVDYGHGR.D Dimethyl: 1



1136 true 466 1229.6395 1228.6313 1 0.82 152.09 24.5 33.0 (M:33.0) 1 1 0 K.HQSLGGQYGVR.G Dimethyl: 1

1137 true 466 1572.8399 1571.8358 1 -2.01 113.42 27 82.0 (M:82.0) 1 1 0 K.APVIQQTVDYGHGR.D Dimethyl:2H(4): 1

1138 true 467 1160.6062 1159.5986 1 0.26 264.74 26.5 32.4 (M:32.4) 1 1 0 K.VQVYQEPNR.E Dimethyl: 1

1139 false 467 1499.7346 1498.7337 1 -4.29 231.07 24.17 17.9 (M:17.9) 1 54.25 2 1 R.EKMNFETNSSLK.K
Oxidation: 3; Dimethyl: 
1, 2

1140 true 468 1164.6226 1163.6237 1 -7.15 372.73 26.5 25.7 (M:25.7) 1 1 0 K.VQVYQEPNR.E Dimethyl:2H(4): 1



1141 true 468 1294.679 1293.6649 1 5.3 184.1 26.17 55.1 (M:55.1) 2 1 0 R.VIGSGCNLDTAR.F
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1142 true 468 1453.873 1452.8664 1 -0.48 234.84 24.5 38.2 (M:38.2) 2 1 1 K.VNTLIRPDGEKK.A Dimethyl: 1, 11, 12

1143 true 468 2085.8955 2084.901 1 -6.12 142.21 26 114.5 (M:114.5) 1 1 1 R.CRDESFYGETSHNYHK.F
Carbamidomethyl: 1; 
Dimethyl: 1, 16

1144 false 469 803.4593 802.4549 1 -3.56 309.78 27.17 21.1 (M:21.1) 1 2 0 R.QASTNVK.H Dimethyl: 1, 7

1145 false 469 890.4319 889.4393 1 -16.41 388.63 24.33 15.1 (M:15.1) 1 3 0 K.ETQEDIK.R Dimethyl: 7



1146 true 469 890.4319 889.4393 1 -16.41 621.09 24.33 17.9 (M:17.9) 1 1 1 K.EEEDGKK.D Dimethyl: 1, 7

1147 true 469 1465.9494 1464.9417 1 0.25 273.82 24.5 56.3 (M:56.3) 2 1 1 K.VNTLIRPDGEKK.A
Dimethyl:2H(4): 1, 11, 
12

1148 true 469 1548.759 1547.7518 1 -0.05 180.42 26.83 93.9 (M:93.9) 4 1 0 K.QEYDESGPSIVHR.K Dimethyl:2H(4): 1

1149 true 469 1548.759 1547.7518 1 -0.05 180.42 26.83 93.9 (M:93.9) 4 1 0 K.QEYDESGPSIVHR.K Dimethyl:2H(4): 1

1150 true 469 2093.9456 2092.9513 1 -6.15 190.06 26 91.0 (M:91.0) 1 1 1 R.CRDESFYGETSHNYHK.F
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 16



1151 true 471 1151.5666 1150.5619 1 -2.22 265.79 24 46.4 (M:46.4) 1 1 0 R.TAQEVEQYR.S Dimethyl: 1

1152 true 471 1201.6041 1200.6 1 -2.63 51.19 26.5 36.5 (M:36.5) 1 1 0 K.HDDLLHGPNR.R Dimethyl: 1

1153 true 471 1911.9308 1910.9421 1 -9.74 242.8 27.33 66.0 (M:66.0) 1 1 0 K.QQIYACQHVPVEQQR.L
Carbamidomethyl: 6; 
Dimethyl: 1

1154 true 471 2093.9946 2092.9861 1 0.57 178.16 26.17 78.4 (M:78.4) 1 1 0 R.YAVNTHCHADHVTGSGALR.S
Carbamidomethyl: 7; 
Dimethyl: 1

1155 true 472 1151.6858 1150.6798 1 -1.03 218.92 23.83 25.6 (M:25.6) 1 1 1 R.KDDEVQVVR.G Dimethyl:2H(4): 1, 1



1156 true 472 1915.9523 1914.9672 1 -11.6 244.98 27.33 61.0 (M:61.0) 1 1 0 K.QQIYACQHVPVEQQR.L
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1157 true 472 2098.0193 2097.0112 1 0.39 214.82 26.17 72.1 (M:72.1) 1 1 0 R.YAVNTHCHADHVTGSGALR.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1158 true 473 852.3951 851.396 1 -9.6 322.61 26 21.9 (M:21.9) 1 1 0 R.AMGGGFER.E Dimethyl: 1

1159 true 473 987.5015 986.5033 1 -9.14 215.8 24.5 21.6 (M:21.6) 1 1 0 K.DDEVQVVR.G Dimethyl: 1

1160 true 473 1155.5914 1154.587 1 -2.49 296.5 24 41.8 (M:41.8) 1 1 0 R.TAQEVEQYR.S Dimethyl:2H(4): 1



1161 true 474 856.4233 855.4211 1 -5.93 504.73 26 29.9 (M:29.9) 1 1 0 R.AMGGGFER.E Dimethyl:2H(4): 1

1162 true 474 1555.755 1554.7365 1 7.23 215.71 26.5 48.4 (M:48.4) 1 1 0 K.DVTNNVHYENYR.S Dimethyl:2H(4): 1

1163 true 475 802.4225 801.4133 1 2.33 318.24 27.67 40.7 (M:40.7) 1 1 0 R.DHLSFR.S Dimethyl: 1

1164 true 475 1016.4929 1015.5087 1 -22.74 248.65 25.17 16.8 (M:16.8) 1 1 0 K.ADEVWGALR.G

1165 true 475 1048.5083 1047.5237 1 -21.63 71.49 24 44.1 (M:44.1) 2 1 0 R.QIDNPDYK.G Dimethyl: 1, 8



1166 true 476 800.459 799.4341 1 22.09 438.05 24.67 31.8 (M:31.8) 1 1 0 R.SYPHLR.R Dimethyl: 1

1167 true 476 800.459 799.4341 1 22.09 438.05 24.67 31.8 (M:31.8) 1 1 0 R.SYPHLR.R Dimethyl: 1

1168 true 476 806.4462 805.4384 1 0.64 431.9 27.67 28.7 (M:28.7) 1 1 0 R.DHLSFR.S Dimethyl:2H(4): 1

1169 false 476 1246.6556 1245.6655 1 -13.77 97.72 26.33 23.1 (M:23.1) 1 2 0 K.VQEFEHVNGK.Y
Dimethyl:2H(4): 1; 
Dimethyl: 10

1170 true 477 1249.6564 1248.6257 1 18.81 124.78 26.33 19.0 (M:19.0) 1 1 1 R.QMCAKESAHK.D

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Dimethyl: 10



1171 true 478 933.4857 932.4716 1 7.38 102.19 26.17 28.2 (M:28.2) 2 1 0 K.GYNIAPDR.E Dimethyl: 1

1172 true 478 1120.5801 1119.5822 1 -8.41 182.88 23.67 39.5 (M:39.5) 1 1 0 R.QDVDNASLAR.L Dimethyl:2H(4): 1

1173 true 478 1996.0347 1995.0335 1 -3.03 173.43 25.83 15.3 (M:15.3) 1 1 0 R.HAEPPGPERPSESPSVMK.K Dimethyl:2H(4): 1, 18

1174 false 479 806.4816 805.4748 1 -0.63 467.21 24.5 17.4 (M:17.4) 1 3 0 R.LSYHVR.E Dimethyl:2H(4): 1

1175 true 480 1108.5827 1107.571 1 4.02 261.61 24.33 22.8 (M:22.8) 1 1 0 R.QVSEDLTER.A Dimethyl:2H(4): 1



1176 false 481 910.5702 909.5698 1 -7.52 110.69 24.5 22.6 (M:22.6) 1 2 0 R.LAVSHVPR.S Dimethyl:2H(4): 1

1177 true 481 1360.6963 1359.6895 1 -0.37 158.08 26.5 38.4 (M:38.4) 1 1 0 R.VNLAVHEEHER.I Dimethyl: 1

1178 true 482 1364.7229 1363.7146 1 0.73 232.57 26.5 73.0 (M:73.0) 1 1 0 R.VNLAVHEEHER.I Dimethyl:2H(4): 1

1179 true 483 923.439 922.4331 1 -1.44 107.24 26.67 42.7 (M:42.7) 1 1 0 K.QVDAFCR.Y
Carbamidomethyl: 6; 
Dimethyl: 1

1180 true 483 1556.8869 1555.8756 1 2.61 158.85 26 49.5 (M:49.5) 2 1 1 R.RKPDTIEVQQMK.A Dimethyl: 1, 2, 12



1181 true 483 1556.8869 1555.8756 1 2.61 158.85 26 49.5 (M:49.5) 2 1 1 R.RKPDTIEVQQMK.A Dimethyl: 1, 2, 12

1182 true 484 1006.5777 1005.572 1 -1.53 120.4 24.5 22.0 (M:22.0) 1 1 0 K.HQTVQLPR.E Dimethyl: 1

1183 true 485 889.4532 888.4487 1 -3.15 438.87 26.17 27.6 (M:27.6) 1 1 0 R.CILQDGR.V
Carbamidomethyl: 1; 
Dimethyl: 1

1184 true 485 1010.5982 1009.5971 1 -6.1 146.4 24.5 20.3 (M:20.3) 1 1 0 K.HQTVQLPR.E Dimethyl:2H(4): 1

1185 true 485 1581.7042 1580.7014 1 -2.83 163.75 26.5 78.8 (M:78.8) 2 1 0 K.LFQECCPHSTDR.V
Carbamidomethyl: 5, 6; 
Dimethyl:2H(4): 1



1186 true 485 1581.7042 1580.7014 1 -2.83 163.75 26.5 78.8 (M:78.8) 2 1 0 K.LFQECCPHSTDR.V
Carbamidomethyl: 5, 6; 
Dimethyl:2H(4): 1

1187 true 485 1584.9554 1583.9458 1 1.46 109.29 25.83 16.9 (M:16.9) 1 1 1 R.RKPDTIEVQQMK.A
Dimethyl:2H(4): 1, 2, 12; 
Oxidation: 11

1188 true 485 1584.9554 1583.9458 1 1.46 109.29 25.83 16.9 (M:16.9) 1 1 1 R.RKPDTIEVQQMK.A
Dimethyl:2H(4): 1, 2, 12; 
Oxidation: 11

1189 true 486 706.4506 705.4574 1 -19.99 60 26 18.9 (M:18.9) 1 1 1 R.DDKIK.T
Dimethyl:2H(4): 1; 
Dimethyl: 3, 5

1190 true 486 706.4506 705.4323 1 15.61 59.67 26 18.9 (M:18.9) 1 1 1 R.DDRLK.K
Dimethyl:2H(4): 1; 
Dimethyl: 5



1191 true 486 849.4868 848.4905 1 -13.02 457.81 24.17 23.8 (M:23.8) 1 1 1 K.EAKNEAK.N
Dimethyl:2H(4): 1; 
Dimethyl: 7

1192 false 486 849.4868 848.4905 1 -13.02 379.83 24.17 20.4 (M:20.4) 1 6 0 K.ELIESAR.K Dimethyl:2H(4): 1

1193 true 486 893.4785 892.4738 1 -2.91 516.67 26.17 31.7 (M:31.7) 1 1 0 R.CILQDGR.V
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1194 true 486 1328.7367 1327.7336 1 -3.12 153.65 26 25.1 (M:25.1) 1 1 1 R.GLDNTEFQGKR.M Dimethyl:2H(4): 1, 10

1195 true 486 1342.6872 1341.6789 1 0.72 169.57 27.17 51.2 (M:51.2) 1 1 0 K.AVGGAVDHGTAFGR.I Dimethyl: 1



1196 true 487 809.4303 808.4415 1 -22.78 394.32 26 17.8 (M:17.8) 1 1 0 R.LSEAMAR.M Dimethyl:2H(4): 1

1197 true 488 1081.5759 1080.5638 1 4.48 198.11 24.67 38.9 (M:38.9) 1 1 0 K.LINYCQSK.G
Carbamidomethyl: 5; 
Dimethyl: 1, 8

1198 true 488 1081.5759 1080.5638 1 4.48 198.11 24.67 38.9 (M:38.9) 1 1 0 K.LINYCQSK.G
Carbamidomethyl: 5; 
Dimethyl: 1, 8

1199 true 488 1081.5759 1080.5638 1 4.48 198.11 24.67 38.9 (M:38.9) 1 1 0 K.LINYCQSK.G
Carbamidomethyl: 5; 
Dimethyl: 1, 8

1200 true 488 1381.725 1380.715 1 1.99 365.09 26.5 81.6 (M:81.6) 1 1 0 K.LITDSFNHHNK.L Dimethyl: 1, 11



1201 true 489 1089.6228 1088.614 1 1.39 239.57 24.67 25.5 (M:25.5) 1 1 0 K.LINYCQSK.G
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 8

1202 true 489 1089.6228 1088.614 1 1.39 239.57 24.67 25.5 (M:25.5) 1 1 0 K.LINYCQSK.G
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 8

1203 true 489 1089.6228 1088.614 1 1.39 239.57 24.67 25.5 (M:25.5) 1 1 0 K.LINYCQSK.G
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 8

1204 true 489 1420.5538 1419.5469 1 -0.28 322.09 24.33 115.4 (M:115.4) 2 1 0 R.DSYGAMADCCSK.A
Carbamidomethyl: 9, 
10; Dimethyl: 1, 12

1205 false 489 1420.5538 1419.5469 1 -0.28 299.54 24.33 19.4 (M:19.4) 1 73.23 2 0 K.DMFQETMEAMR.I Oxidation: 7, 10



1206 true 489 1514.7752 1513.746 1 14.49 147.18 28.17 52.6 (M:52.6) 1 1 1 K.RDPHLACVAYER.G
Carbamidomethyl: 7; 
Dimethyl: 1

1207 false 490 821.4769 820.4695 1 0.18 282.95 26.67 23.5 (M:23.5) 1 2 0 K.VQVEYK.G Dimethyl: 1, 6

1208 false 490 821.4769 820.4695 1 0.18 282.95 26.67 23.5 (M:23.5) 1 2 0 K.VQVEYK.G Dimethyl: 1, 6

1209 true 491 1166.6651 1165.6794 1 -18.47 319.78 25 20.1 (M:20.1) 1 1 1 R.KLLEGEEER.L Dimethyl:2H(4): 1, 1

1210 true 491 1586.78 1585.7705 1 1.41 236.75 26.5 61.6 (M:61.6) 2 1 1 K.KTANDMIHAENMR.L Dimethyl: 1, 1



1211 true 492 1055.5485 1054.5447 1 -3.36 149.57 26 29.8 (M:29.8) 1 1 0 K.QAYTQFGGK.R Dimethyl: 1, 9

1212 true 492 1495.702 1494.6951 1 -0.19 297.97 25.33 25.6 (M:25.6) 1 1 1 K.EDQTEYLEERR.I Dimethyl: 1

1213 true 492 1495.702 1494.6951 1 -0.19 297.97 25.33 25.6 (M:25.6) 1 1 1 K.EDQTEYLEERR.V Dimethyl: 1

1214 true 492 1594.8315 1593.8207 1 2.23 220.51 26.5 74.0 (M:74.0) 1 1 1 K.KTANDMIHAENMR.L Dimethyl:2H(4): 1, 1

1215 true 493 1063.596 1062.595 1 -5.84 118.94 26 27.6 (M:27.6) 1 1 0 K.QAYTQFGGK.R Dimethyl:2H(4): 1, 9



1216 true 493 1535.7561 1534.7376 1 7.31 209.67 24.33 33.5 (M:33.5) 1 1 0 R.DPNAPPGDAGEQAIR.Q Dimethyl: 1

1217 false 493 1743.9293 1742.9617 1 -22.77 280.83 26.5 15.8 (M:15.8) 1 4 1 R.SVNPNKPATKDTFHK.I
Dimethyl:2H(4): 1; 
Dimethyl: 15

1218 true 494 1520.7272 1519.7202 1 -0.13 184.65 26.5 38.2 (M:38.2) 1 1 0 K.EHDPVGQMVNNPR.I Dimethyl: 1

1219 false 495 973.5602 972.5352 1 18.12 150.65 27.5 15.9 (M:15.9) 1 6 1 -.TVDIQNKR.F

1220 true 495 1524.7533 1523.7453 1 0.48 200.86 26.5 43.2 (M:43.2) 1 1 0 K.EHDPVGQMVNNPR.I Dimethyl:2H(4): 1



1221 true 496 1093.4609 1092.4515 1 2.03 265.52 26.33 46.9 (M:46.9) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl: 1

1222 true 496 1093.4609 1092.4515 1 2.03 265.52 26.33 46.9 (M:46.9) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl: 1

1223 true 496 1093.4609 1092.4515 1 2.03 265.52 26.33 46.9 (M:46.9) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl: 1

1224 true 496 1176.6637 1175.655 1 1.17 74.08 26.17 57.3 (M:57.3) 2 1 0 K.STTTGHLIYK.C Dimethyl: 1, 10

1225 true 496 1176.6637 1175.655 1 1.17 74.08 26.17 57.3 (M:57.3) 2 1 0 K.STTTGHLIYK.C Dimethyl: 1, 10



1226 true 496 1315.8053 1314.7921 1 4.5 235.99 24.67 37.0 (M:37.0) 1 1 0 R.IIAASSRPIAER.I Dimethyl:2H(4): 1

1227 true 496 1569.6505 1568.645 1 -1.12 248.24 24.33 52.6 (M:52.6) 2 1 1 R.GVEEEEEDGEMRE.- Dimethyl:2H(4): 1

1228 true 497 1097.4866 1096.4766 1 2.5 289.53 26.33 37.2 (M:37.2) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1229 true 497 1097.4866 1096.4766 1 2.5 289.53 26.33 37.2 (M:37.2) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1230 true 497 1097.4866 1096.4766 1 2.5 289.53 26.33 37.2 (M:37.2) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



1231 true 497 1481.8068 1480.8109 1 -7.68 333.86 26 23.9 (M:23.9) 1 1 0 K.IQSSEGALQITMK.M

Dimethyl:2H(4): 13; 
Oxidation: 12; Dimethyl: 
1

1232 true 498 772.4944 771.4854 1 2.2 275.09 26.67 24.2 (M:24.2) 1 1 0 K.NLGTIAK.S Dimethyl: 1, 7

1233 true 498 1113.4794 1112.4715 1 0.62 283.4 26.33 20.6 (M:20.6) 1 52.76 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Oxidation: 3

1234 true 498 1113.4794 1112.4715 1 0.62 283.4 26.33 20.6 (M:20.6) 1 52.76 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Oxidation: 3

1235 true 498 1113.4794 1112.4715 1 0.62 283.4 26.33 20.6 (M:20.6) 1 52.76 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Oxidation: 3



1236 true 498 1261.7381 1260.7303 1 0.47 96.46 26 16.2 (M:16.2) 2 1 1 R.KGHAVGDIPGVR.F Dimethyl: 1, 1

1237 true 498 1551.722 1550.7114 1 2.14 257.41 26.5 51.7 (M:51.7) 1 1 0 K.DVTNNVHYENYR.S Dimethyl: 1

1238 true 500 982.5902 981.5859 1 -3 157.93 27.67 25.8 (M:25.8) 1 1 0 K.TVTVHLEK.V Dimethyl: 1, 8

1239 true 500 1716.8484 1715.8578 1 -9.71 211.87 24.5 63.5 (M:63.5) 2 1 1 K.TEDLNDEEKLNNAK.Y Dimethyl: 1, 9, 14

1240 true 501 1697.6893 1696.6872 1 -3.03 155.4 24.17 37.4 (M:37.4) 1 1 0 K.CGFCHAGEEENEAR.G
Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1



1241 false 502 777.4302 776.4102 1 16.32 182.47 24 17.7 (M:17.7) 1 6 0 K.MALENK.G
Oxidation: 1; Dimethyl: 
1, 6

1242 true 502 777.4302 776.433 1 -13 161.39 24 29.3 (M:29.3) 1 1 0 K.VDLENR.C Dimethyl:2H(4): 1

1243 true 502 777.4302 776.433 1 -13 161.39 24 29.3 (M:29.3) 1 1 0 R.VDLENR.C Dimethyl:2H(4): 1

1244 true 502 2220.0037 2219.0025 1 -2.75 197.67 26.33 107.6 (M:107.6) 1 1 0 K.LQYDHQNDGSTQALASCQR.D
Carbamidomethyl: 17; 
Dimethyl: 1

1245 true 503 1303.6753 1302.6652 1 2.16 309.53 26.5 28.6 (M:28.6) 1 1 0 K.GATHNDASVIMR.Q Dimethyl:2H(4): 1



1246 true 505 758.4387 757.4334 1 -2.64 273.66 24.67 38.2 (M:38.2) 1 1 0 K.LIVDDR.G Dimethyl: 1

1247 true 505 762.379 761.3708 1 1.19 243.33 24.33 26.9 (M:26.9) 1 1 0 R.GFEPER.I Dimethyl: 1

1248 true 506 766.402 765.3959 1 -1.57 183.95 24.33 25.1 (M:25.1) 1 1 0 R.GFEPER.I Dimethyl:2H(4): 1

1249 true 506 3238.5705 3237.5691 1 -1.8 199.23 26.67 115.7 (M:115.7) 1 1 0
K.APSTAPTGAAPPPPGPPPPPA
PSHPSSGADDSATR.S Dimethyl: 1

1250 true 507 745.3952 744.3857 1 3.01 210.46 26.17 18.7 (M:18.7) 1 1 0 R.NFNYR.R Dimethyl:2H(4): 1



1251 true 507 996.5595 995.5491 1 3.16 167.48 24.83 44.6 (M:44.6) 2 1 0 K.YIQHTFR.K Dimethyl:2H(4): 1

1252 true 507 1389.7624 1388.7652 1 -7.26 366.32 26.5 30.2 (M:30.2) 1 1 0 K.LITDSFNHHNK.L Dimethyl:2H(4): 1, 11

1253 false 507 1389.7624 1388.73 1 18.09 336.08 26.5 26.0 (M:26.0) 1 2 0 K.IGSNYSVHTVEK.T Dimethyl: 1, 12

1254 true 507 3242.5986 3241.5942 1 -0.88 185.4 26.67 183.0 (M:183.0) 2 1 0
K.APSTAPTGAAPPPPGPPPPPA
PSHPSSGADDSATR.S Dimethyl:2H(4): 1

1255 true 508 799.4884 798.4851 1 -4.98 320.89 26.33 27.8 (M:27.8) 1 1 0 K.GIIDPTK.V Dimethyl: 1, 7



1256 true 509 949.4528 948.4586 1 -13.84 272.69 24.5 16.7 (M:16.7) 1 1 0 K.DDMLGNLK.R
Oxidation: 3; Dimethyl: 
8

1257 true 509 2006.9379 2005.9226 1 4 168.06 26.5 48.0 (M:48.0) 1 1 1 R.RPFDPNDRCYECGEK.G

Carbamidomethyl: 9, 
12; Dimethyl:2H(4): 1, 
15

1258 true 509 2006.9379 2005.9226 1 4 168.06 26.5 48.0 (M:48.0) 1 1 1 R.RPFDPNDRCYECGEK.G

Carbamidomethyl: 9, 
12; Dimethyl:2H(4): 1, 
15

1259 true 510 914.577 913.5724 1 -3.01 99.54 26.17 28.0 (M:28.0) 1 1 0 K.VVFEQTK.A Dimethyl:2H(4): 1, 7

1260 true 510 980.4601 979.4611 1 -8.46 160.93 24.5 49.9 (M:49.9) 2 1 0 K.EDEGIAYR.G Dimethyl: 1



1261 true 510 1649.9206 1648.9148 1 -0.89 168.72 27.83 59.1 (M:59.1) 2 1 1 K.IKNDHPGLSIGDTAK.K Dimethyl: 1, 2, 15

1262 false 512 887.4252 886.4396 1 -24.41 412.56 26.67 20.9 (M:20.9) 1 2 0 R.ANTEEAPK.G Dimethyl: 8

1263 true 512 1046.5288 1045.5404 1 -17.98 190.03 24.17 48.5 (M:48.5) 1 1 0 R.AELSESQVR.Q Dimethyl: 1

1264 true 512 1437.7277 1436.7147 1 3.97 170.72 24 82.6 (M:82.6) 2 1 0 K.SEPVPENNDGPVK.V Dimethyl: 1, 13

1265 true 513 1357.7981 1356.8027 1 -8.77 145.59 27.67 19.7 (M:19.7) 1 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 1



1266 true 513 1500.7415 1499.7328 1 0.92 74.87 23.83 74.7 (M:74.7) 1 1 0 R.GEQDQLAVQSQNR.T Dimethyl: 1

1267 true 513 1672.8687 1671.8654 1 -2.38 197.76 27.67 77.5 (M:77.5) 1 1 1 K.MKETAENYLGHPAK.N Dimethyl: 1, 2, 14

1268 true 513 1908.9673 1907.9602 1 -0.08 286.26 27.17 136.7 (M:136.7) 1 1 0 K.SGVYQHVSGEQVGGHAIR.I Dimethyl: 1

1269 true 514 1103.5633 1102.5619 1 -5.28 199.11 24.33 33.1 (M:33.1) 1 1 0 K.LAGESESNLR.K Dimethyl: 1

1270 true 514 1684.9448 1683.9407 1 -1.94 235.16 27.67 60.2 (M:60.2) 1 1 1 K.MKETAENYLGHPAK.N Dimethyl:2H(4): 1, 2, 14



1271 true 515 1107.5712 1106.587 1 -20.8 275.56 24.33 21.1 (M:21.1) 1 1 0 K.LAGESESNLR.K Dimethyl:2H(4): 1

1272 true 516 832.4946 831.4905 1 -3.82 349.75 26.67 26.1 (M:26.1) 1 1 0 K.VLEHFR.R Dimethyl:2H(4): 1

1273 false 516 1116.6112 1115.6186 1 -13.18 273.11 24.33 16.1 (M:16.1) 1 3 1 R.KLLEGEESR.I Dimethyl: 1, 1

1274 false 516 1116.6112 1115.6186 1 -13.18 343.55 24.33 17.5 (M:17.5) 1 2 1 K.ALIEKGQDSK.W Dimethyl: 10

1275 true 516 1211.5338 1210.5404 1 -11.47 180.25 24.5 42.5 (M:42.5) 1 1 0 K.GEDPVDYDGGR.T Dimethyl:2H(4): 1



1276 false 516 1235.6876 1234.6958 1 -12.54 165.7 24.83 19.1 (M:19.1) 2 2 1 K.LKGTEDELDK.Y
Dimethyl:2H(4): 10; 
Dimethyl: 1, 2

1277 false 516 1235.6876 1234.6958 1 -12.54 165.7 24.83 19.1 (M:19.1) 2 2 1 K.LKGTEDELDK.Y
Dimethyl:2H(4): 10; 
Dimethyl: 1, 2

1278 true 516 1235.6876 1234.6766 1 3.04 155.03 24.83 82.2 (M:82.2) 2 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

1279 true 516 1235.6876 1234.6766 1 3.04 155.03 24.83 82.2 (M:82.2) 2 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

1280 false 516 1235.6876 1234.6958 1 -12.54 165.7 24.83 19.1 (M:19.1) 2 2 1 K.LKGTEDELDK.Y
Dimethyl:2H(4): 10; 
Dimethyl: 1, 2



1281 true 516 1235.6876 1234.6766 1 3.04 155.03 24.83 82.2 (M:82.2) 2 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

1282 true 516 1666.6841 1665.6754 1 0.84 96.36 24 106.2 (M:106.2) 2 1 0 R.NSGGEAYEEDEEGPR.T Dimethyl: 1

1283 true 517 1114.6217 1113.6182 1 -3.46 317.28 26.33 54.8 (M:54.8) 1 1 1 K.HFELGGDKK.R Dimethyl: 1, 8, 9

1284 true 517 1124.6696 1123.6689 1 -5.84 285.67 24.33 18.7 (M:18.7) 1 1 1 R.KLLEGEESR.I Dimethyl:2H(4): 1, 1

1285 true 517 1277.6115 1276.6187 1 -11.31 161.99 24.5 28.4 (M:28.4) 1 1 0 K.TYEPSEDPGVK.S Dimethyl: 1, 11



1286 true 517 2368.025 2367.0223 1 -1.93 126.84 24 92.9 (M:92.9) 1 1 0 R.LCQEEEHVPEQHEEEEER.V
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

1287 true 518 1129.635 1128.639 1 -10.01 330.58 25 59.1 (M:59.1) 1 1 0 R.IQEAGTEVVK.A Dimethyl: 1, 10

1288 false 518 1129.635 1128.639 1 -10.01 369.95 25 17.6 (M:17.6) 1 5 1 R.LQKELEDAK.A Dimethyl: 1, 9

1289 true 518 1260.6272 1259.6053 1 11.61 182.36 24.67 23.2 (M:23.2) 1 1 0 R.SPPPGMGMGQNR.G Dimethyl:2H(4): 1

1290 true 519 922.5651 921.5648 1 -7.56 89.77 28 19.4 (M:19.4) 1 1 0 R.EQLVHIK.E Dimethyl: 1, 7



1291 true 519 1135.5738 1134.5669 1 -0.34 302.78 25.67 71.1 (M:71.1) 1 1 0 K.AQYEEIAQR.S Dimethyl: 1

1292 true 519 1135.5738 1134.5669 1 -0.34 302.78 25.67 71.1 (M:71.1) 1 1 0 K.AQYEEIAQR.S Dimethyl: 1

1293 true 520 1350.7342 1349.7589 1 -23.67 174.32 26.33 16.4 (M:16.4) 1 1 1 R.FKQEGIMNCK.V
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 2, 10

1294 true 521 1161.5434 1160.5496 1 -11.55 309.05 24.33 25.1 (M:25.1) 1 1 0 K.CATITPDEAR.V
Carbamidomethyl: 1; 
Dimethyl: 1

1295 true 522 1109.4561 1108.4464 1 2.22 259.61 26.33 22.4 (M:22.4) 1 50 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Oxidation: 2; Dimethyl: 
1



1296 true 522 1109.4561 1108.4464 1 2.22 259.61 26.33 22.4 (M:22.4) 1 50 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Oxidation: 2; Dimethyl: 
1

1297 true 522 1109.4561 1108.4464 1 2.22 259.61 26.33 22.4 (M:22.4) 1 50 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Oxidation: 2; Dimethyl: 
1

1298 true 522 1165.5836 1164.5747 1 1.39 305.9 24.33 16.1 (M:16.1) 1 1 0 K.CATITPDEAR.V
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1299 true 522 1302.6753 1301.67 1 -1.47 186.38 26.67 20.1 (M:20.1) 1 1 0 R.TAIHEVMEQGR.V Dimethyl:2H(4): 1

1300 true 523 748.4334 747.4279 1 -2.44 174.24 26.67 22.5 (M:22.5) 1 1 0 R.FVEAVR.L Dimethyl: 1



1301 true 523 1125.4504 1124.4413 1 1.65 293.54 26.33 34.3 (M:34.3) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Oxidation: 2, 3; 
Dimethyl: 1

1302 true 523 1125.4504 1124.4413 1 1.65 293.54 26.33 34.3 (M:34.3) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Oxidation: 2, 3; 
Dimethyl: 1

1303 true 523 1125.4504 1124.4413 1 1.65 293.54 26.33 34.3 (M:34.3) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Oxidation: 2, 3; 
Dimethyl: 1

1304 true 523 1653.9114 1652.8998 1 2.57 120.44 26.17 39.9 (M:39.9) 1 1 1 R.KLDYGQHVVAGTPGR.V Dimethyl: 1, 1

1305 false 524 745.4186 744.413 1 -2.19 204.14 27.83 19.6 (M:19.6) 1 2 0 K.ITIENR.S



1306 false 524 828.5037 827.4977 1 -1.55 439.24 25 25.2 (M:25.2) 1 7 1 R.RLDIAGR.D Dimethyl: 1

1307 false 524 884.5132 883.5127 1 -7.68 383.01 26.83 18.8 (M:18.8) 1 5 1 R.DKVIPER.V Dimethyl: 1

1308 true 524 884.5132 883.5127 1 -7.68 404.75 26.83 59.3 (M:59.3) 1 1 0 K.TAVAPIER.V Dimethyl: 1

1309 true 524 1056.5562 1055.5739 1 -23.65 70.95 24 22.8 (M:22.8) 1 1 0 R.QIDNPDYK.G Dimethyl:2H(4): 1, 8

1310 true 524 1096.621 1095.6037 1 9.19 233.72 27.83 48.1 (M:48.1) 1 1 0 R.TTAAHGLELR.V Dimethyl: 1



1311 true 524 1129.4774 1128.4664 1 3.27 365.59 26.33 20.2 (M:20.2) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Oxidation: 2, 3

1312 true 524 1129.4774 1128.4664 1 3.27 365.59 26.33 20.2 (M:20.2) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Oxidation: 2, 3

1313 true 524 1129.4774 1128.4664 1 3.27 365.59 26.33 20.2 (M:20.2) 1 1 0 K.NMMAACDPR.H

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Oxidation: 2, 3

1314 false 525 888.5388 887.5378 1 -7.11 435.11 26.83 19.8 (M:19.8) 1 6 1 R.DKVIPER.V Dimethyl:2H(4): 1

1315 false 525 888.5388 887.5266 1 5.53 600.3 26.83 23.6 (M:23.6) 1 5 0 K.GLEPALEK.F Dimethyl:2H(4): 1



1316 true 525 888.5388 887.5378 1 -7.11 441.47 26.83 35.7 (M:35.7) 1 1 0 K.TAVAPIER.V Dimethyl:2H(4): 1

1317 true 526 904.5435 903.5542 1 -19.91 76.83 26.5 17.9 (M:17.9) 1 1 1 K.FGEVLKR.L Dimethyl: 1, 6

1318 true 526 1174.589 1173.5778 1 3.33 79.39 26.33 32.6 (M:32.6) 1 1 0 K.HFTEDIQTR.Q Dimethyl: 1

1319 true 527 984.5157 983.5076 1 0.79 92.76 27.83 71.3 (M:71.3) 2 1 0 R.NNFSVGYK.T Dimethyl: 1, 8

1320 true 527 1178.6171 1177.6029 1 5.82 97.97 26.33 17.6 (M:17.6) 1 1 0 K.HFTEDIQTR.Q Dimethyl:2H(4): 1



1321 true 527 1436.6633 1435.648 1 5.58 312.79 26.5 51.6 (M:51.6) 1 1 0 R.SFANEDGAAAHYR.Q Dimethyl: 1

1322 true 528 909.5105 908.508 1 -5.22 94.59 26.67 16.4 (M:16.4) 1 1 0 R.LLEVDHR.I Dimethyl: 1

1323 true 528 992.566 991.5578 1 0.9 54.31 27.83 47.1 (M:47.1) 1 1 0 R.NNFSVGYK.T Dimethyl:2H(4): 1, 8

1324 true 528 1227.7139 1226.7023 1 3.49 107.07 27.83 52.3 (M:52.3) 1 1 0 K.VLVAQHDVYK.G Dimethyl: 1, 10

1325 true 528 1370.8636 1369.8533 1 2.23 172.61 26.67 29.5 (M:29.5) 1 1 1 K.LIEVEHSVPKR.Q Dimethyl:2H(4): 1, 10



1326 true 528 1440.6848 1439.6731 1 3.03 335.57 26.5 27.8 (M:27.8) 1 1 0 R.SFANEDGAAAHYR.Q Dimethyl:2H(4): 1

1327 false 529 797.4553 796.4302 1 22.3 521.37 26.5 22.7 (M:22.7) 1 4 0 K.VAVSDMK.K
Dimethyl:2H(4): 1; 
Oxidation: 6

1328 true 529 797.4553 796.4483 1 -0.37 353.17 26.5 35.8 (M:35.8) 3 1 0 K.FANYVK.N Dimethyl: 1, 6

1329 true 529 1336.6517 1335.6403 1 3.11 217.84 26.33 64.8 (M:64.8) 1 1 0 R.CFVSGACDASAK.L
Carbamidomethyl: 1, 7; 
Dimethyl:2H(4): 1, 12

1330 false 529 1462.7732 1461.7864 1 -14.01 274.06 24.33 18.3 (M:18.3) 1 2 0 K.ELEELSIEAQGGK.A
Dimethyl:2H(4): 1; 
Dimethyl: 13



1331 true 529 1728.9217 1727.9331 1 -10.79 269.51 24.5 51.7 (M:51.7) 1 1 1 K.TEDLNDEEKLNNAK.Y Dimethyl:2H(4): 1, 9, 14

1332 true 530 803.5208 802.5164 1 -3.54 271.61 26.33 34.1 (M:34.1) 1 1 0 K.TLVSVTK.E Dimethyl: 1, 7

1333 true 530 803.5208 802.5164 1 -3.54 271.61 26.33 34.1 (M:34.1) 1 1 0 K.TLVSVTK.E Dimethyl: 1, 7

1334 true 530 1576.7498 1575.743 1 -0.3 200.43 26.67 43.8 (M:43.8) 1 1 1 K.ADDFSHPAYVDRR.D Dimethyl: 1

1335 true 531 1580.7747 1579.7681 1 -0.41 288.88 26.67 54.2 (M:54.2) 1 1 1 K.ADDFSHPAYVDRR.D Dimethyl:2H(4): 1



1336 true 531 1835.9126 1834.92 1 -8 318.97 24.5 39.6 (M:39.6) 1 1 0 R.YVEASETVAEEGDKPK.L Dimethyl: 1, 14, 16

1337 true 532 1847.9835 1846.9953 1 -10.37 274.07 24.5 30.8 (M:30.8) 1 1 0 R.YVEASETVAEEGDKPK.L
Dimethyl:2H(4): 1, 14, 
16

1338 true 533 762.4709 761.4585 1 6.71 351.9 24.67 21.5 (M:21.5) 1 1 0 K.LIVDDR.G Dimethyl:2H(4): 1

1339 true 533 1699.8676 1698.8649 1 -2.72 139.77 26.33 52.9 (M:52.9) 1 1 1 R.LNQIGVENTEENRR.L Dimethyl: 1

1340 false 535 986.5607 985.5556 1 -2.29 98.42 26.67 19.1 (M:19.1) 1 4 0 R.IDGGITGGLR.Q Dimethyl: 1



1341 true 535 986.5607 985.5556 1 -2.29 87.89 26.67 26.1 (M:26.1) 1 1 0 R.VQSVEQIR.E Dimethyl: 1

1342 true 535 1891.9884 1890.9964 1 -8.1 230.99 24.33 65.9 (M:65.9) 1 1 1 K.GKPDTEVTEDEEYKR.V Dimethyl:2H(4): 1, 2, 14

1343 true 536 980.5553 979.5401 1 8.13 133.27 27.17 38.7 (M:38.7) 1 1 1 K.MKGDYFR.Y Dimethyl:2H(4): 1, 2

1344 false 536 990.5863 989.5808 1 -1.71 88.1 26.67 15.3 (M:15.3) 1 9 0 K.IQTVSSPAR.D Dimethyl:2H(4): 1

1345 true 536 990.5863 989.5808 1 -1.71 79.99 26.67 26.8 (M:26.8) 1 1 0 R.VQSVEQIR.E Dimethyl:2H(4): 1



1346 true 536 1251.6787 1250.6715 1 -0.05 193.39 24.83 48.8 (M:48.8) 3 72.45 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 8

1347 true 536 1251.6787 1250.6715 1 -0.05 193.39 24.83 48.8 (M:48.8) 3 72.45 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 8

1348 true 536 1251.6787 1250.6715 1 -0.05 193.39 24.83 48.8 (M:48.8) 3 72.45 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 8

1349 true 536 1576.7939 1575.7906 1 -2.52 216.91 26.33 44.2 (M:44.2) 1 1 0 K.AQHEHERPEFIR.Y Dimethyl: 1

1350 false 538 828.5005 827.5117 1 -22.21 375.37 28 16.2 (M:16.2) 1 6 0 K.TSAIPVIK.R



1351 true 538 1904.946 1903.9323 1 3.36 313.21 26.67 38.6 (M:38.6) 1 1 0 R.AQAEQQHNPAANPTMIR.A Dimethyl: 1

1352 true 538 1925.9419 1924.9432 1 -4.42 297.47 29 101.8 (M:101.8) 1 1 0 R.LNFSHGTHEYHEGTIK.N Dimethyl: 1, 16

1353 true 539 1580.82 1579.8157 1 -1.91 242.91 26.33 47.3 (M:47.3) 2 1 0 K.AQHEHERPEFIR.Y Dimethyl:2H(4): 1

1354 true 539 1930.0577 1929.041 1 4.87 99.22 27.83 72.8 (M:72.8) 1 1 0 K.IETSHPPIPPPHPPPER.K Dimethyl:2H(4): 1

1355 false 540 862.5072 861.501 1 -1.35 483.74 27 15.6 (M:15.6) 1 3 0 R.ELYIHR.I Dimethyl:2H(4): 1



1356 true 540 862.5072 861.5123 1 -14.37 424.86 27 22.0 (M:22.0) 1 1 1 K.AGRAYHK.Y
Dimethyl:2H(4): 1; 
Dimethyl: 7

1357 false 540 883.4807 882.4712 1 2.51 503.19 28 18.0 (M:18.0) 1 5 0 R.VPFLDHR.F

1358 true 540 1235.6641 1234.6455 1 9.11 80.37 26 19.3 (M:19.3) 1 1 0 K.TNEAQAIETAR.A Dimethyl:2H(4): 1

1359 true 540 1590.9584 1589.9418 1 5.88 161.7 26.17 67.8 (M:67.8) 2 1 1 K.IVADKDYAVTANSK.I Dimethyl:2H(4): 1, 5, 14

1360 true 540 1670.7044 1669.7005 1 -2.05 126.21 24 49.0 (M:49.0) 1 1 0 R.NSGGEAYEEDEEGPR.T Dimethyl:2H(4): 1



1361 false 541 823.4946 822.4823 1 6.12 248.89 24.83 17.2 (M:17.2) 1 3 0 K.QDMLLK.V

Dimethyl:2H(4): 1; 
Oxidation: 3; Dimethyl: 
6

1362 true 542 894.5144 893.5083 1 -1.3 377.54 27 16.0 (M:16.0) 1 1 0 R.GGHDVLLR.A Dimethyl: 1

1363 true 542 1628.8814 1627.8769 1 -1.71 229.61 26.33 94.0 (M:94.0) 3 1 1 K.ALAAGGYDVEKNNSR.I Dimethyl:2H(4): 1, 11

1364 true 542 1628.8814 1627.8769 1 -1.71 229.61 26.33 94.0 (M:94.0) 3 1 1 K.ALAAGGYDVEKNNSR.I Dimethyl:2H(4): 1, 11

1365 true 542 1628.8814 1627.8769 1 -1.71 229.61 26.33 94.0 (M:94.0) 3 1 1 K.ALAAGGYDVEKNNSR.I Dimethyl:2H(4): 1, 11



1366 true 542 2037.909 2036.8977 1 1.97 147.07 26.17 73.2 (M:73.2) 1 1 0 K.HIYNGEVYEDDEHHPR.G Dimethyl: 1

1367 false 543 898.5401 897.5334 1 -0.68 460.7 27 16.0 (M:16.0) 1 4 0 R.GGHDVLLR.A Dimethyl:2H(4): 1

1368 true 543 1942.8515 1941.8391 1 2.66 149.08 25 182.7 (M:182.7) 3 1 0
R.SSGSPYGGGYGSGSGSGGYGG
R.R Dimethyl:2H(4): 1

1369 true 544 965.5514 964.5454 1 -1.31 161.54 27 49.4 (M:49.4) 1 1 0 R.GLVLDHGAR.H Dimethyl: 1

1370 true 545 969.5753 968.5705 1 -2.52 142.46 27 38.6 (M:38.6) 1 1 0 R.GLVLDHGAR.H Dimethyl:2H(4): 1



1371 true 545 1212.6459 1211.6205 1 14.95 88.32 28.17 46.8 (M:46.8) 1 1 0 R.HEHQVMLMR.Q Dimethyl:2H(4): 1

1372 true 545 1215.6104 1214.6044 1 -1.03 170.83 26.67 30.6 (M:30.6) 1 1 0 R.TFEDVQGHVR.R Dimethyl: 1

1373 true 545 1321.7076 1320.6914 1 6.79 168.27 24.33 16.1 (M:16.1) 1 1 1 R.WKEDPSPENR.T Dimethyl:2H(4): 1, 2

1374 true 545 1751.918 1750.9214 1 -6.05 164.97 26.33 126.2 (M:126.2) 1 1 0 K.GAEAANVTGPGGVPVQGSK.Y Dimethyl: 1, 19

1375 true 545 2221.9807 2220.9545 1 8.52 171.65 28.33 148.3 (M:148.3) 4 1 0
R.NMGGPYGGGNYGPGGSGGS
GGYGGR.S Dimethyl:2H(4): 1



1376 true 546 1219.6338 1218.6295 1 -2.46 131.8 26.67 26.9 (M:26.9) 1 1 0 R.TFEDVQGHVR.R Dimethyl:2H(4): 1

1377 true 546 1791.823 1790.8257 1 -5.59 169.59 26.17 89.4 (M:89.4) 1 1 0 K.SPAAPGQSPTGSVCYER.N
Carbamidomethyl: 14; 
Dimethyl: 1

1378 true 547 1261.6623 1260.6364 1 14.82 196.82 28.17 51.1 (M:51.1) 1 1 0 R.IQVWHEEHR.G Dimethyl: 1

1379 true 547 1795.8636 1794.8509 1 3.02 208.21 26.17 47.7 (M:47.7) 1 1 0 K.SPAAPGQSPTGSVCYER.N
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

1380 true 547 2363.9975 2362.9972 1 -2.93 175.22 24 55.3 (M:55.3) 1 1 0 R.LCQEEEHVPEQHEEEEER.V
Carbamidomethyl: 2; 
Dimethyl: 1



1381 true 548 872.4801 871.4763 1 -4.03 533.51 24.83 47.0 (M:47.0) 2 1 0 R.VDIVENR.F Dimethyl: 1

1382 true 548 900.5022 899.4865 1 9.39 647.38 25 18.1 (M:18.1) 1 1 1 R.YQKSYR.- Dimethyl: 1, 3

1383 true 548 1265.6886 1264.6615 1 15.7 190.73 28.17 41.6 (M:41.6) 1 1 0 R.IQVWHEEHR.G Dimethyl:2H(4): 1

1384 false 548 1476.7689 1475.7268 1 23.59 306.68 24.5 18.5 (M:18.5) 1 6 1 R.EDMAPYYKEVR.E

Dimethyl:2H(4): 8; 
Oxidation: 3; Dimethyl: 
1

1385 true 549 787.4234 786.4236 1 -9.51 192.56 24.33 39.1 (M:39.1) 2 1 0 R.VDIAEGR.K Dimethyl: 1



1386 false 549 946.5077 945.5032 1 -2.98 192.75 25.33 20.7 (M:20.7) 1 4 1 K.VGEKWATR.K

1387 true 550 1518.7961 1517.7711 1 11.69 220.85 28.17 29.7 (M:29.7) 1 1 1 K.RDPHLACVAYER.G
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1388 true 550 1647.854 1646.8417 1 3.1 226.89 26.5 71.7 (M:71.7) 2 1 0 R.QAVTNPHNTFYATK.R Dimethyl: 1, 14

1389 true 551 1298.6564 1297.6449 1 3.24 184.34 26.67 51.5 (M:51.5) 1 1 0 R.TAIHEVMEQGR.V Dimethyl: 1

1390 false 552 747.4683 746.4724 1 -15.23 140.83 27.17 23.6 (M:23.6) 3 4 1 R.MLIKAK.M
Oxidation: 1; Dimethyl: 
6



1391 false 552 757.4561 756.4494 1 -0.76 196.75 26.5 33.9 (M:33.9) 2 5 0 K.LVEQLR.I

1392 true 552 757.4561 756.4494 1 -0.76 196.75 26.5 46.0 (M:46.0) 2 1 0 R.ALEQLR.L Dimethyl: 1

1393 false 552 1136.6576 1135.635 1 13.51 346.38 25 17.1 (M:17.1) 1 2 0 K.LAQAEAAGLHK.V Dimethyl: 11

1394 true 552 1641.9232 1640.9051 1 6.63 172.31 24.5 68.2 (M:68.2) 1 1 1 K.AEEPAEEGPPKYTK.S
Dimethyl:2H(4): 1, 11, 
14

1395 true 553 858.4823 857.4759 1 -1.02 379.99 27 30.4 (M:30.4) 1 1 0 R.ELYIHR.I Dimethyl: 1



1396 true 553 1362.645 1361.6398 1 -1.49 251.98 26.67 55.1 (M:55.1) 1 1 0 K.YMENHSIEGVR.H Dimethyl: 1

1397 true 555 1549.7948 1548.7896 1 -1.38 130.54 26.83 73.3 (M:73.3) 1 1 1 R.SQYEQLAEQNRK.D Dimethyl: 1, 12

1398 true 556 836.4424 835.4374 1 -2.75 344.81 26.5 18.5 (M:18.5) 1 1 0 R.QMFVQR.V Dimethyl: 1

1399 false 556 1004.4709 1003.4393 1 24.18 220.93 25 20.8 (M:20.8) 1 2 0 R.NDLTECPR.E Carbamidomethyl: 6

1400 true 556 1004.4709 1003.4723 1 -8.69 122.44 25 79.9 (M:79.9) 4 1 0 K.AGFAGDDAPR.A Dimethyl: 1



1401 true 556 1004.4709 1003.4723 1 -8.69 122.44 25 79.9 (M:79.9) 4 1 0 K.AGFAGDDAPR.A Dimethyl: 1

1402 true 556 1004.4709 1003.4723 1 -8.69 122.44 25 79.9 (M:79.9) 4 1 0 K.AGFAGDDAPR.A Dimethyl: 1

1403 true 556 1557.8384 1556.8398 1 -5.6 145.87 26.83 20.2 (M:20.2) 1 1 1 R.SQYEQLAEQNRK.D Dimethyl:2H(4): 1, 12

1404 true 557 1039.6059 1038.5896 1 8.71 141.05 28.17 55.9 (M:55.9) 1 1 0 K.MVINHLEK.L Dimethyl: 1, 8

1405 false 557 1039.6059 1038.5822 1 15.82 129.74 28.17 15.2 (M:15.2) 1 3 0 K.LIATTAHER.M Dimethyl: 1



1406 true 557 1328.5969 1327.5901 1 -0.35 135.83 26.33 60.0 (M:60.0) 1 1 0 R.CFVSGACDASAK.L
Carbamidomethyl: 1, 7; 
Dimethyl: 1, 12

1407 true 558 1879.9155 1878.9211 1 -6.86 223.37 24.33 69.9 (M:69.9) 1 1 1 K.GKPDTEVTEDEEYKR.V Dimethyl: 1, 2, 14

1408 true 559 1309.7703 1308.7641 1 -0.84 274.68 25.17 33.0 (M:33.0) 2 1 0 K.YELGRPPANTK.I Dimethyl:2H(4): 1, 11

1409 true 559 1708.8934 1707.9032 1 -9.99 133.44 27 121.8 (M:121.8) 3 1 1 K.QEYDESGPSIVHRK.C Dimethyl:2H(4): 1, 14

1410 true 559 1708.8934 1707.9032 1 -9.99 133.44 27 121.8 (M:121.8) 3 1 1 K.QEYDESGPSIVHRK.C Dimethyl:2H(4): 1, 14



1411 true 560 1124.5545 1123.575 1 -24.62 150.39 24.17 23.4 (M:23.4) 1 1 0 K.KPDDWDER.A Dimethyl:2H(4): 1, 1

1412 true 561 1147.5998 1146.5822 1 9.02 375.07 28.17 59.0 (M:59.0) 1 1 0 K.FGNDVQHFK.V Dimethyl: 1, 9

1413 true 561 1563.787 1562.7796 1 0.04 168.69 27.33 28.8 (M:28.8) 1 1 1 R.VKEGMNVVEAMER.C
Oxidation: 11; Dimethyl: 
1, 2

1414 false 562 990.5731 989.5808 1 -15.04 68.26 26.33 28.8 (M:28.8) 1 2 0 K.INAVVETGR.R Dimethyl:2H(4): 1

1415 true 562 990.5731 989.5808 1 -15.04 88.38 26.33 40.8 (M:40.8) 1 1 0 K.AQAILEASR.S Dimethyl:2H(4): 1



1416 true 562 1201.6094 1200.6251 1 -19.12 104.61 29.5 64.4 (M:64.4) 1 1 0 K.QTDVGITHFR.S Dimethyl: 1

1417 true 562 1373.7266 1372.715 1 3.19 295.66 25 85.1 (M:85.1) 3 1 0 R.FGQGGAGPVGGQGPR.G Dimethyl:2H(4): 1

1418 true 562 2237.9724 2236.9494 1 7.01 301.66 28.17 79.7 (M:79.7) 1 1 0
R.NMGGPYGGGNYGPGGSGGS
GGYGGR.S

Dimethyl:2H(4): 1; 
Oxidation: 2

1419 true 563 1190.6395 1189.6241 1 6.84 99.34 24.67 21.8 (M:21.8) 2 1 0 K.IANPVEGSTDR.Q Dimethyl:2H(4): 1

1420 true 563 1274.6843 1273.67 1 5.52 138.68 26.5 22.9 (M:22.9) 1 1 0 R.QLGCGTALSSPK.K
Carbamidomethyl: 4; 
Dimethyl: 1, 12



1421 false 563 1274.6843 1273.6514 1 20.13 149.13 26.5 16.1 (M:16.1) 1 2 1 R.TKSVEGNISDPK.I

1422 true 564 1328.6508 1327.6422 1 1 236.15 27.17 20.8 (M:20.8) 1 1 0 R.FAHQSGFHVDR.R Dimethyl: 1

1423 true 565 1228.6179 1227.6095 1 0.88 183.17 24.67 18.7 (M:18.7) 1 1 0 K.DLPVSEQQER.A Dimethyl: 1

1424 true 565 1332.6785 1331.6673 1 2.97 258.78 27.17 38.6 (M:38.6) 1 1 0 R.FAHQSGFHVDR.R Dimethyl:2H(4): 1

1425 true 565 1341.6117 1340.5935 1 8.17 164.43 25.33 27.2 (M:27.2) 1 1 1 R.GYDDRDYYSR.S Dimethyl:2H(4): 1



1426 true 565 1642.0398 1641.0292 1 2.07 254.42 26.5 20.4 (M:20.4) 1 1 1 K.KPPTDEEIKETVK.K
Dimethyl:2H(4): 1, 1, 9, 
13

1427 true 566 1119.582 1118.5893 1 -13.07 243.1 24.67 18.2 (M:18.2) 1 1 1 R.EKEELMEK.L Dimethyl: 1, 2, 8

1428 true 566 1232.6473 1231.6346 1 4.35 145.34 24.67 31.8 (M:31.8) 1 1 0 K.DLPVSEQQER.A Dimethyl:2H(4): 1

1429 true 566 1346.7126 1345.7041 1 0.97 271.92 27.17 45.1 (M:45.1) 1 1 0 K.AVGGAVDHGTAFGR.I Dimethyl:2H(4): 1

1430 true 566 1420.7857 1419.7762 1 1.55 219.93 26.67 32.9 (M:32.9) 1 1 1 R.KAGNYYVPAEPK.L Dimethyl: 1, 1, 12



1431 true 567 1455.7151 1454.7089 1 -0.74 267.09 27.17 35.0 (M:35.0) 1 1 0 R.AVAHHTDCTFIR.V
Carbamidomethyl: 8; 
Dimethyl: 1

1432 true 568 1048.5391 1047.5349 1 -2.97 189.08 26.5 52.6 (M:52.6) 1 1 0 R.AAPNSLEYR.L Dimethyl: 1

1433 true 568 1459.7408 1458.734 1 -0.32 357.9 27.17 26.0 (M:26.0) 2 1 0 R.AVAHHTDCTFIR.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

1434 true 569 1052.5666 1051.56 1 -0.66 226.75 26.5 38.7 (M:38.7) 1 1 0 R.AAPNSLEYR.L Dimethyl:2H(4): 1

1435 false 569 1403.7501 1402.7238 1 13.53 257.24 24.67 18.4 (M:18.4) 2 2 1 R.EQVCGREISGLK.E
Carbamidomethyl: 4; 
Dimethyl: 12



1436 true 569 1809.8874 1808.8806 1 -0.23 193.42 26.67 89.4 (M:89.4) 1 1 1 R.KHEAFESDLAAHQDR.V Dimethyl: 1, 1

1437 true 569 1809.8874 1808.8806 1 -0.23 193.42 26.67 89.4 (M:89.4) 1 1 1 K.KHEAFESDLAAHQDR.V Dimethyl: 1, 1

1438 true 569 2289.151 2288.126 1 7.77 112.1 28.33 30.2 (M:30.2) 1 74.82 1 0 K.YKPANNQIECHPYLTQEK.L
Carbamidomethyl: 10; 
Dimethyl: 2, 18

1439 true 570 937.5136 936.5178 1 -12.23 98.52 27 21.6 (M:21.6) 1 1 0 K.SLESINSR.L Dimethyl:2H(4): 1

1440 true 570 1095.5728 1094.5658 1 -0.26 279.86 27 41.2 (M:41.2) 1 1 0 R.GVNTFSPEGR.L Dimethyl:2H(4): 1



1441 true 570 1524.7992 1523.7795 1 8.17 241.64 27.83 37.4 (M:37.4) 1 1 0 K.YFCNEHVHLNK.G
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 11

1442 true 570 1524.8981 1523.8836 1 4.71 205.92 24.67 32.6 (M:32.6) 1 1 0 K.IGEEEIQKPEEK.V Dimethyl:2H(4): 1, 8, 12

1443 true 570 1817.9386 1816.9308 1 0.3 279.13 26.67 35.9 (M:35.9) 1 1 1 R.KHEAFESDLAAHQDR.V Dimethyl:2H(4): 1, 1

1444 true 570 1817.9386 1816.9308 1 0.3 279.13 26.67 35.9 (M:35.9) 1 1 1 K.KHEAFESDLAAHQDR.V Dimethyl:2H(4): 1, 1

1445 true 570 2299.2133 2298.203 1 1.27 135.25 28.17 44.7 (M:44.7) 1 1 0 K.HKPANNQIECHPYLTQEK.L

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 2; 
Dimethyl: 18



1446 true 571 2080.081 2079.0736 1 0.07 151.65 26.33 47.6 (M:47.6) 1 1 1 K.IIHEAGYSEEECKQYK.A

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 13, 
16

1447 true 571 2303.1614 2302.1416 1 5.45 169.78 28.33 109.6 (M:109.6) 1 1 0 K.YKPANNQVECHPYLTQEK.L
Carbamidomethyl: 10; 
Dimethyl: 1, 2, 18

1448 true 572 1204.5527 1203.5376 1 6.46 127.52 24.67 38.3 (M:38.3) 1 1 0 R.LECVEPNCR.S
Carbamidomethyl: 3, 8; 
Dimethyl: 1

1449 true 572 1618.9275 1617.9202 1 -0.04 274.09 25.17 90.3 (M:90.3) 2 1 0 K.AKPHIQVDVGGGQTK.T Dimethyl: 1, 2, 15

1450 true 572 2001.996 2000.9887 1 0.01 145.11 26.83 36.2 (M:36.2) 1 1 0 K.CQAAEPQVVTGSHDTTIR.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



1451 true 572 2315.238 2314.2169 1 5.97 142.76 28.33 97.6 (M:97.6) 1 1 0 K.YKPANNQVECHPYLTQEK.L
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 2, 18

1452 false 573 776.4657 775.4592 1 -1.08 288.72 28.67 19.6 (M:19.6) 1 5 0 R.GGAQLFK.D Dimethyl: 1, 7

1453 true 573 1713.7824 1712.7788 1 -2.17 184.83 24.67 18.2 (M:18.2) 1 1 0 R.QVQNGPSPDEMEAQR.R Dimethyl: 1

1454 true 573 2200.1263 2199.1131 1 2.68 152.53 26.5 63.9 (M:63.9) 1 1 1 K.SSGTKPGEIREDTELSGPQR.N Dimethyl: 1, 5

1455 true 574 1208.5705 1207.5627 1 0.41 76 24.67 42.2 (M:42.2) 1 1 0 R.LECVEPNCR.S
Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1



1456 true 574 1717.8115 1716.8039 1 0.2 214.62 24.67 37.7 (M:37.7) 1 1 0 R.QVQNGPSPDEMEAQR.R Dimethyl:2H(4): 1

1457 true 574 2208.1755 2207.1634 1 2.19 241.29 26.5 50.6 (M:50.6) 1 1 1 K.SSGTKPGEIREDTELSGPQR.N Dimethyl:2H(4): 1, 5

1458 true 575 1038.6301 1037.6321 1 -8.88 106.13 27 40.0 (M:40.0) 1 1 1 K.KLELSDNR.V Dimethyl:2H(4): 1, 1

1459 true 575 1765.8815 1764.878 1 -2.14 246.49 27 60.8 (M:60.8) 1 1 0 R.HQADVCHAYQIVHR.N
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1460 true 575 1819.8904 1818.8748 1 4.58 174.24 24.67 36.7 (M:36.7) 1 1 0 K.SPSPAPADPAPAVQEDSR.T Dimethyl: 1



1461 true 576 1787.8361 1786.8387 1 -5.55 234.76 27 81.3 (M:81.3) 2 1 0 M.AGHDSGSQHQFTGFQK.Y Dimethyl: 1, 16

1462 true 577 834.4324 833.4184 1 8.07 443.07 29.5 38.0 (M:38.0) 1 1 0 K.EHAFFR.Y Dimethyl: 1

1463 true 577 834.4774 833.4759 1 -6.97 405.54 27.5 29.3 (M:29.3) 1 1 0 K.YNQLLR.I Dimethyl: 1

1464 true 577 847.4513 846.4447 1 -0.81 284.6 24.5 42.0 (M:42.0) 2 1 0 R.SVDETLR.L Dimethyl: 1

1465 true 577 847.4513 846.4447 1 -0.81 284.6 24.5 42.0 (M:42.0) 2 1 0 R.SVDETLR.L Dimethyl: 1



1466 true 577 1244.6794 1243.6772 1 -4.12 146.41 24.67 78.7 (M:78.7) 1 1 1 K.LKDSEAELQR.R Dimethyl: 1, 2

1467 true 578 838.459 837.4435 1 9.77 365.5 29.5 40.4 (M:40.4) 1 1 0 K.EHAFFR.Y Dimethyl:2H(4): 1

1468 true 578 838.4994 837.501 1 -10.67 419.74 27.5 23.2 (M:23.2) 2 1 0 K.YNQLLR.I Dimethyl:2H(4): 1

1469 true 578 860.4099 859.4036 1 -1.14 174.71 24.5 27.8 (M:27.8) 2 1 0 M.ASEGELGR.K Acetyl: 1

1470 true 578 1252.7357 1251.7274 1 0.79 118 24.67 43.4 (M:43.4) 1 1 1 K.LKDSEAELQR.R Dimethyl:2H(4): 1, 2



1471 true 579 1912.9928 1911.9853 1 0.12 363.93 27.17 91.9 (M:91.9) 1 1 0 K.SGVYQHVSGEQVGGHAIR.I Dimethyl:2H(4): 1

1472 true 579 3340.3435 3339.3321 1 1.23 83.71 25 119.6 (M:119.6) 1 1 0
R.GSYGSGGSSYGSGGGSYGSGG
GGGGHGSYGSGSSSGGYR.G Dimethyl: 1

1473 true 580 913.4955 912.4851 1 3.36 66.49 29.33 20.2 (M:20.2) 1 1 0 K.SLHEMLR.N Dimethyl: 1

1474 false 580 1043.5741 1042.5811 1 -13.73 199.75 25 15.4 (M:15.4) 1 2 0 K.LIQQAWEK.A Dimethyl: 8

1475 true 581 795.4305 794.4258 1 -3.22 300.64 26.67 17.7 (M:17.7) 1 1 0 K.NDVMIR.K
Dimethyl:2H(4): 1; 
Oxidation: 4



1476 true 581 873.4328 872.4181 1 8.56 446.42 26.83 30.3 (M:30.3) 3 1 0 R.AYGFYPR.R

1477 true 581 1004.5233 1003.5087 1 7.28 155.6 28.5 40.6 (M:40.6) 1 1 0 K.FTLSDHTR.F Dimethyl: 1

1478 true 581 1272.6227 1271.6146 1 0.65 177.11 27 30.2 (M:30.2) 1 1 1 R.DKDAYSSFGAR.S Dimethyl: 1, 2

1479 true 581 1728.8264 1727.8199 1 -0.45 190.74 24.67 55.5 (M:55.5) 1 1 0 R.CSLQPQQEGPGPEGGR.G
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1480 false 582 860.4499 859.4552 1 -14.64 519.11 26.5 19.0 (M:19.0) 1 4 0 R.ATVWDLR.K



1481 false 583 777.405 776.4028 1 -6.56 293.65 25.17 15.1 (M:15.1) 1 2 0 K.SSGAGTAAK.A Dimethyl: 9

1482 true 583 1266.6352 1265.6391 1 -8.8 227.55 24.83 45.4 (M:45.4) 1 1 1 K.EDKYEEEIK.I Dimethyl: 1, 3, 9

1483 true 583 1266.6352 1265.6391 1 -8.8 227.55 24.83 45.4 (M:45.4) 1 1 1 K.EDKYEEEIK.V Dimethyl: 1, 3, 9

1484 true 583 1266.6352 1265.6391 1 -8.8 227.55 24.83 45.4 (M:45.4) 1 1 1 K.EDKYEEEIK.I Dimethyl: 1, 3, 9

1485 true 584 815.4708 814.48 1 -20.18 394.13 25 24.4 (M:24.4) 1 1 0 R.QLIEEK.I Dimethyl: 1, 6



1486 true 584 1103.5739 1102.5593 1 6.62 223.28 28.5 41.1 (M:41.1) 1 1 0 K.MLQHIDYR.M Dimethyl: 1

1487 false 584 1103.5739 1102.552 1 13.32 297.14 28.5 18.5 (M:18.5) 1 2 0 R.GRPNTPDYR.L Dimethyl: 1

1488 true 584 2545.1492 2544.1226 1 7.62 223.19 28.83 139.3 (M:139.3) 1 1 0
R.GMGGHGYGAGDAGSGFHGG
GHFVHMR.G Dimethyl:2H(4): 1

1489 false 585 819.4784 818.48 1 -10.74 404.2 24.83 18.4 (M:18.4) 1 2 0 R.IEAGIER.I Dimethyl:2H(4): 1

1490 false 585 1107.5999 1106.5771 1 14.08 284.83 28.33 15.0 (M:15.0) 1 2 0 R.GRPNTPDYR.L Dimethyl:2H(4): 1



1491 true 585 1107.5999 1106.5845 1 7.41 264.82 28.33 46.5 (M:46.5) 1 1 0 K.MLQHIDYR.M Dimethyl:2H(4): 1

1492 false 586 854.5459 853.5436 1 -5.84 430.6 25.17 15.7 (M:15.7) 1 3 0 R.HVQLLGR.S Dimethyl:2H(4): 1

1493 false 586 902.4884 901.4757 1 6.02 203.16 24.67 15.1 (M:15.1) 1 3 0 K.EVLGEEAK.A Dimethyl: 8

1494 true 586 1089.6067 1088.5978 1 1.43 154.05 26.83 25.2 (M:25.2) 1 1 0 K.QVVPVSNYR.N Dimethyl: 1

1495 true 586 1430.6489 1429.6442 1 -1.82 342.13 27 62.2 (M:62.2) 1 1 0 K.TANDMIHAENMR.L Dimethyl: 1



1496 true 587 1141.6141 1140.6027 1 3.63 371.97 26.67 16.1 (M:16.1) 1 1 0 K.SITHEIEEK.G Dimethyl: 1, 9

1497 true 587 1434.6712 1433.6693 1 -3.76 295.57 27 80.3 (M:80.3) 1 1 0 K.TANDMIHAENMR.L Dimethyl:2H(4): 1

1498 true 587 1557.7171 1556.733 1 -14.91 151.75 24.83 18.5 (M:18.5) 1 50 1 1 K.AKESWEMNTEEK.L

Dimethyl:2H(4): 1; 
Oxidation: 7; Dimethyl: 
12

1499 true 588 940.5312 939.5212 1 2.87 138.85 27.17 40.3 (M:40.3) 1 1 0 K.IADMGHLK.Y Dimethyl: 1, 8

1500 true 588 1149.6631 1148.6529 1 2.57 373.63 26.67 30.7 (M:30.7) 1 1 0 K.SITHEIEEK.G Dimethyl:2H(4): 1, 9



1501 true 589 956.5243 955.5161 1 1.01 152.92 27.17 31.0 (M:31.0) 1 1 0 K.IADMGHLK.Y
Oxidation: 4; Dimethyl: 
1, 8

1502 true 589 1212.5231 1211.5176 1 -1.41 98.27 26.83 26.3 (M:26.3) 2 1 0 R.SGQGAFGNMCR.G
Carbamidomethyl: 10; 
Dimethyl: 1

1503 true 589 1241.7245 1240.7067 1 8.45 103.63 28.5 16.4 (M:16.4) 1 1 1 M.PPKFDPTEVK.V Dimethyl: 1, 3, 10

1504 false 590 1180.6884 1179.6937 1 -10.65 150.37 27.67 16.6 (M:16.6) 1 5 1 K.LLSKFEMIK.R
Oxidation: 7; Dimethyl: 
4, 9

1505 true 590 1180.6884 1179.6773 1 3.25 88.41 27.67 65.1 (M:65.1) 1 1 0 K.LKPDVEMER.V Dimethyl:2H(4): 1, 2



1506 true 590 1412.7692 1411.7572 1 3.35 281.91 28.83 52.8 (M:52.8) 1 1 1 R.GGAQLFKDDLHR.V Dimethyl: 1, 7

1507 true 591 1114.6053 1113.603 1 -4.49 287.55 24.83 51.3 (M:51.3) 1 1 0 K.NVNVVEQEK.I Dimethyl: 1, 9

1508 true 591 1121.5654 1120.5513 1 6.1 192.17 24.33 62.1 (M:62.1) 2 1 0 R.IADGYEQAAR.I Dimethyl: 1

1509 true 592 1188.6071 1187.5935 1 5.31 127.51 26.67 55.3 (M:55.3) 1 1 0 K.HLTYENVER.W Dimethyl: 1

1510 true 592 1576.7514 1575.7376 1 4.14 226.48 25 92.0 (M:92.0) 2 1 0 K.SVTEQGAELSNEER.N Dimethyl: 1



1511 true 593 1192.629 1191.6186 1 2.64 86.47 26.5 39.0 (M:39.0) 1 1 0 K.HLTYENVER.W Dimethyl:2H(4): 1

1512 true 594 1355.7248 1354.7133 1 3.11 220.4 26.83 108.6 (M:108.6) 2 1 0 R.YVSASPGGVYATK.A Dimethyl: 1, 13

1513 true 594 2541.123 2540.0975 1 7.2 156.62 28.83 99.8 (M:99.8) 1 1 0
R.GMGGHGYGAGDAGSGFHGG
GHFVHMR.G Dimethyl: 1

1514 true 595 1129.6185 1128.6114 1 -0.14 224.18 25.17 19.7 (M:19.7) 1 1 0 K.MEIYRPHK.A Dimethyl: 1, 8

1515 true 596 1137.6658 1136.6616 1 -2.71 346.88 25.17 25.8 (M:25.8) 1 1 0 K.MEIYRPHK.A Dimethyl:2H(4): 1, 8



1516 true 596 1240.6423 1239.636 1 -0.8 174.77 27.33 68.9 (M:68.9) 1 1 0 R.GGHQLVEGYPR.A Dimethyl: 1

1517 true 597 1187.6659 1186.662 1 -2.8 117.87 25.17 62.7 (M:62.7) 1 1 0 K.IGVAAQNCYK.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 10

1518 true 597 1377.8195 1376.8016 1 7.75 255.19 28.33 36.1 (M:36.1) 1 1 1 R.QIHKFEELNR.T Dimethyl:2H(4): 1, 4

1519 true 597 2177.1004 2176.0935 1 -0.18 276.32 27 98.6 (M:98.6) 1 1 1 K.FQGIKHECQANGPEDLNR.A
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 5

1520 true 598 1335.7248 1334.7194 1 -1.45 220.59 24.83 59.9 (M:59.9) 1 1 0 K.QDLPAPEEKPR.I Dimethyl: 1, 9



1521 true 598 1970.8514 1969.8654 1 -10.79 195.41 24.83 33.7 (M:33.7) 1 1 1 K.FQNDRTEDEQFNDEK.T Dimethyl: 1, 15

1522 true 599 890.4719 889.4658 1 -1.25 437.52 26.67 40.1 (M:40.1) 2 1 0 R.AYGPGLER.S Dimethyl: 1

1523 true 599 1331.6992 1330.6895 1 1.89 206.16 28.5 56.3 (M:56.3) 1 1 0 K.HFHNTLEHLR.L Dimethyl: 1

1524 true 599 1343.7624 1342.7696 1 -10.77 171.59 24.83 30.7 (M:30.7) 1 1 0 K.QDLPAPEEKPR.I Dimethyl:2H(4): 1, 9

1525 true 599 1978.918 1977.9156 1 -2.46 174.95 24.83 41.6 (M:41.6) 2 1 1 K.FQNDRTEDEQFNDEK.T Dimethyl:2H(4): 1, 15



1526 true 600 894.4948 893.4909 1 -3.79 567.02 26.67 51.4 (M:51.4) 1 1 0 R.AYGPGLER.S Dimethyl:2H(4): 1

1527 true 600 1140.6134 1139.5935 1 11.08 435.75 29 16.4 (M:16.4) 1 1 0 R.GTPGGTPLSPTR.I

1528 false 601 760.4532 759.4378 1 10.63 220.81 25 15.4 (M:15.4) 1 4 0 K.TIDDLK.N Dimethyl: 1, 6

1529 false 601 892.4935 891.4736 1 14.18 288.72 27.83 15.6 (M:15.6) 1 2 1 R.TPKSEMK.I
Oxidation: 6; Dimethyl: 
1, 7

1530 true 601 916.4817 915.4814 1 -7.66 219.19 26.5 17.2 (M:17.2) 1 1 0 K.LPEYNPR.T Dimethyl: 1



1531 true 601 1381.7082 1380.7071 1 -4.48 198.31 26.17 92.8 (M:92.8) 1 1 0 R.IIYGGSVTGGNCK.E
Carbamidomethyl: 12; 
Dimethyl: 1, 13

1532 true 602 1391.7566 1390.7456 1 2.64 224.53 26.67 45.3 (M:45.3) 1 1 1 R.KVVAEVYDQER.F Dimethyl: 1, 1

1533 true 602 1399.6725 1398.6714 1 -4.4 233.53 27.33 31.6 (M:31.6) 2 1 0 R.GPSPYHVVAECR.S
Carbamidomethyl: 11; 
Dimethyl: 1

1534 true 602 1465.8303 1464.8176 1 3.64 279.6 28.33 26.0 (M:26.0) 1 1 0 R.TIQGHLQSENFK.Q Dimethyl:2H(4): 1, 12

1535 true 602 1835.9652 1834.9577 1 0.12 189.84 26.67 53.9 (M:53.9) 1 1 1 K.FKVEYHAGGSTQNSVK.V Dimethyl: 1, 2, 16



1536 true 603 1399.8076 1398.7958 1 3.21 305.4 26.67 64.4 (M:64.4) 1 1 1 R.KVVAEVYDQER.F Dimethyl:2H(4): 1, 1

1537 true 604 991.5472 990.5498 1 -9.99 103.24 27.17 23.1 (M:23.1) 1 1 1 R.FKNELER.N Dimethyl: 1, 2

1538 true 604 1345.727 1344.715 1 3.54 177.67 29 53.6 (M:53.6) 2 1 0 R.NVNGVNYVSPVR.N Dimethyl: 1

1539 true 604 1413.7558 1412.7577 1 -6.46 288.53 24.83 37.2 (M:37.2) 1 1 1 K.EFNKYDTDGTK.W Dimethyl:2H(4): 1, 4, 11

1540 true 605 1349.7491 1348.7401 1 1.24 192.86 29 23.9 (M:23.9) 1 1 0 R.NVNGVNYVSPVR.N Dimethyl:2H(4): 1



1541 true 605 1551.716 1550.697 1 7.54 179.44 28.33 65.4 (M:65.4) 1 1 0 R.ELAGHTGYLSCCR.F
Carbamidomethyl: 11, 
12; Dimethyl: 1

1542 true 606 919.5492 918.5436 1 -1.91 102.3 27 34.7 (M:34.7) 1 1 0 R.NVLVESAR.I Dimethyl:2H(4): 1

1543 true 606 1555.7393 1554.7221 1 6.42 232.07 28.33 94.0 (M:94.0) 1 1 0 R.ELAGHTGYLSCCR.F
Carbamidomethyl: 11, 
12; Dimethyl:2H(4): 1

1544 true 606 1638.7549 1637.7617 1 -8.62 136.36 25.33 92.1 (M:92.1) 2 1 0 K.EALNSCNNTEIEGR.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1545 true 607 727.4249 726.4065 1 15.33 124.09 26.83 27.7 (M:27.7) 2 1 0 R.FIYTR.E Dimethyl: 1



1546 true 607 1602.8146 1601.8049 1 1.48 124.47 26.67 32.4 (M:32.4) 1 1 1 K.ELETENYHDIKR.I Dimethyl: 1, 11

1547 true 608 884.4909 883.4876 1 -4.48 497.74 25 26.2 (M:26.2) 1 1 1 R.NGDKAAPR.E Dimethyl: 1, 4

1548 false 608 976.5718 975.5804 1 -16.22 108.05 27 20.4 (M:20.4) 1 3 0 R.LGVNVTWR.A Dimethyl:2H(4): 1

1549 true 608 1579.7679 1578.7501 1 6.71 200.68 28.33 66.8 (M:66.8) 1 1 0 K.EHYPNGVCTVYGK.T
Carbamidomethyl: 8; 
Dimethyl: 1, 13

1550 true 608 1630.9995 1629.9956 1 -2.05 267.86 25.17 100.6 (M:100.6) 1 1 0 K.AKPHIQVDVGGGQTK.T Dimethyl:2H(4): 1, 2, 15



1551 true 609 990.5577 989.5546 1 -4.17 161.15 27 55.6 (M:55.6) 2 1 0 K.EVVQNFAK.E Dimethyl: 1, 8

1552 true 609 1686.8105 1685.806 1 -1.6 260.34 24.83 46.9 (M:46.9) 1 1 1 R.GIPDRDGQHYPDER.H Dimethyl:2H(4): 1

1553 true 610 1591.8363 1590.8205 1 5.34 143.56 28.33 15.5 (M:15.5) 1 1 1 K.NFYQEHPDVVRR.T Dimethyl:2H(4): 1

1554 true 610 1598.7444 1597.7485 1 -7.12 131.08 27.17 65.7 (M:65.7) 2 1 0 K.EVYQQQQFSSGGGR.G Dimethyl: 1

1555 true 610 1691.8302 1690.8147 1 4.82 176.53 25.33 39.8 (M:39.8) 1 1 0
R.GGPGGPGGPGGPGGPSGPM
GR.M Dimethyl:2H(4): 1



1556 true 610 1724.801 1723.7948 1 -0.61 166.59 24.83 55.9 (M:55.9) 1 1 0 R.CSLQPQQEGPGPEGGR.G
Carbamidomethyl: 1; 
Dimethyl: 1

1557 true 611 1118.5621 1117.555 1 -0.13 305.39 27 37.4 (M:37.4) 3 1 0 K.VTMQNLNDR.L Dimethyl: 1

1558 true 611 1118.5621 1117.555 1 -0.13 305.39 27 37.4 (M:37.4) 3 1 0 K.VTMQNLNDR.L Dimethyl: 1

1559 true 611 1712.8028 1711.7914 1 2.42 187.15 26.67 101.4 (M:101.4) 1 1 0 K.HTGPNSPDTANDGFVR.L Dimethyl: 1

1560 true 612 802.4199 801.4133 1 -0.85 283.52 27.33 20.9 (M:20.9) 1 1 0 K.DFSIHR.L Dimethyl: 1



1561 true 612 975.6009 974.5913 1 2.41 57.96 29.33 17.8 (M:17.8) 1 1 1 K.NKEIFLR.E Dimethyl: 1, 2

1562 true 612 1716.829 1715.8165 1 3.02 177.78 26.67 117.8 (M:117.8) 1 1 0 K.HTGPNSPDTANDGFVR.L Dimethyl:2H(4): 1

1563 true 612 1873.9072 1872.905 1 -2.73 203.59 24.83 65.0 (M:65.0) 1 1 1 R.QVQNGPSPDEMEAQRR.Q Dimethyl:2H(4): 1

1564 false 612 1873.9072 1872.8903 1 5.14 239.83 24.83 17.1 (M:17.1) 1 2 0 K.CIGGVIFFHETMYQK.A

Carbamidomethyl: 1; 
Oxidation: 12; Dimethyl: 
15

1565 true 613 806.4433 805.4384 1 -2.98 450.9 27.33 46.6 (M:46.6) 1 1 0 K.DFSIHR.L Dimethyl:2H(4): 1



1566 true 613 1325.6563 1324.6524 1 -2.52 270.34 26.67 18.9 (M:18.9) 1 1 1 R.AVQDRDQFYR.R Dimethyl: 1

1567 true 614 788.4498 787.444 1 -1.8 302.86 25.67 35.2 (M:35.2) 1 1 0 K.IETELR.D Dimethyl: 1

1568 false 614 962.5927 961.5684 1 17.69 148.93 27.5 19.0 (M:19.0) 1 3 0 K.SIDGLHEK.G Dimethyl:2H(4): 1, 8

1569 true 614 1329.6802 1328.6775 1 -3.47 208.92 26.67 43.2 (M:43.2) 1 1 1 R.AVQDRDQFYR.R Dimethyl:2H(4): 1

1570 true 616 851.4498 850.452 1 -11.21 398.5 24.83 29.3 (M:29.3) 1 1 0 K.LCEIER.I
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



1571 false 616 851.4498 850.4292 1 15.57 435.62 24.83 21.3 (M:21.3) 1 3 0 K.DCLLMK.G

Carbamidomethyl: 2; 
Oxidation: 5; Dimethyl: 
1, 6

1572 true 616 1206.7876 1205.7747 1 4.66 135.45 26.83 15.2 (M:15.2) 1 1 0 K.LLKPGQEPLK.Y Dimethyl: 1, 3, 10

1573 true 616 1375.6759 1374.6652 1 2.46 237.04 27 74.6 (M:74.6) 2 1 0 K.CDQGLPHPTYR.W
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1574 true 617 1021.4825 1020.4777 1 -2.43 163.64 27.5 32.1 (M:32.1) 1 1 0 R.ASFNHFDR.D Dimethyl: 1

1575 true 618 774.4447 773.4436 1 -8 319.38 25.5 21.6 (M:21.6) 1 1 0 R.TPPLYR.M Dimethyl: 1



1576 true 618 986.5234 985.5193 1 -3.21 119.59 25 44.7 (M:44.7) 1 1 0 R.NEIQAVER.Q Dimethyl: 1

1577 true 618 1025.5066 1024.5028 1 -3.43 186.47 27.5 18.2 (M:18.2) 1 1 0 R.ASFNHFDR.D Dimethyl:2H(4): 1

1578 false 618 1236.6834 1235.706 1 -24.21 131.05 27 15.2 (M:15.2) 1 4 1 K.IYLGLSKMQR.E Dimethyl: 7

1579 true 618 1236.6834 1235.6696 1 5.21 125.27 27 61.3 (M:61.3) 2 1 1 K.KVYIQDVCR.E
Carbamidomethyl: 8; 
Dimethyl: 1, 1

1580 false 619 866.4457 865.4393 1 -1.02 606.91 27.33 20.1 (M:20.1) 1 51.21 2 0 K.TSDVTSTK.G Dimethyl: 1



1581 false 619 866.4457 865.4331 1 6.13 521.96 27.33 16.2 (M:16.2) 1 6 0 K.EVADASDK.E Dimethyl:2H(4): 1

1582 false 619 866.4457 865.448 1 -11.1 442.41 27.33 16.0 (M:16.0) 1 8 1 R.FRAECK.N
Carbamidomethyl: 5; 
Dimethyl: 1, 6

1583 true 619 1212.7158 1211.7026 1 4.89 77.85 29.17 21.6 (M:21.6) 1 1 0 K.NVEVPFKPAR.V Dimethyl: 1, 7

1584 true 619 1438.7146 1437.6973 1 7.03 270.8 26.5 40.5 (M:40.5) 1 1 0 K.CVSSSHFQVAER.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1585 true 619 1472.7754 1471.7671 1 0.73 347.78 27.17 48.5 (M:48.5) 1 1 0 R.FAHTSEEQLVQK.Y Dimethyl: 1, 12



1586 true 620 736.399 735.3915 1 0.27 220.03 26.83 38.1 (M:38.1) 2 1 0 K.DIAAYR.A Dimethyl: 1

1587 true 620 736.399 735.3915 1 0.27 220.03 26.83 38.1 (M:38.1) 2 1 0 K.DIAAYR.A Dimethyl: 1

1588 true 620 1164.5798 1163.5761 1 -3.02 371.69 29.67 58.2 (M:58.2) 6 1 0 R.GYSFTTTAER.E Dimethyl:2H(4): 1

1589 true 620 1164.5798 1163.5761 1 -3.02 371.69 29.67 58.2 (M:58.2) 6 1 0 R.GYSFTTTAER.E Dimethyl:2H(4): 1

1590 true 620 1487.7614 1486.7528 1 0.84 97.04 27.17 59.4 (M:59.4) 1 1 0 R.GHNPADPPSVIEAR.K Dimethyl: 1



1591 true 621 1122.654 1121.6532 1 -5.79 245.6 24.83 23.6 (M:23.6) 1 1 0 K.NVNVVEQEK.I Dimethyl:2H(4): 1, 9

1592 true 622 1214.6678 1213.6539 1 5.46 134.9 28.67 54.1 (M:54.1) 1 1 0 K.AAHLCAEAALR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

1593 false 623 829.4807 828.4705 1 3.49 366.04 26.83 20.6 (M:20.6) 1 2 0 K.DNNLLGK.F Dimethyl: 1, 7

1594 false 623 829.4807 828.4705 1 3.49 366.04 26.83 20.6 (M:20.6) 1 2 0 K.DNNLLGK.F Dimethyl: 1, 7

1595 true 623 1137.6947 1136.6893 1 -1.58 298.66 25 44.1 (M:44.1) 1 1 0 R.IQEAGTEVVK.A Dimethyl:2H(4): 1, 10



1596 true 625 956.564 955.5603 1 -3.74 178.99 25.5 22.6 (M:22.6) 1 1 0 R.VVAHLYAR.Q Dimethyl: 1

1597 true 625 1226.5132 1225.5034 1 2.11 225.93 25.17 64.3 (M:64.3) 2 1 0 K.NDQCYDDIR.V
Carbamidomethyl: 4; 
Dimethyl: 1

1598 true 625 1483.7786 1482.7707 1 0.44 319.84 29.17 25.3 (M:25.3) 1 1 0 K.GPNGYGFNLHSEK.S Dimethyl:2H(4): 1, 13

1599 true 626 960.5891 959.5854 1 -3.73 157.47 25.5 22.9 (M:22.9) 1 1 0 R.VVAHLYAR.Q Dimethyl:2H(4): 1

1600 true 626 1252.6745 1251.6724 1 -4.11 113.88 27.33 26.7 (M:26.7) 1 1 0 K.YIHSADIIHR.D Dimethyl: 1



1601 true 627 1207.5354 1206.5153 1 10.6 73.35 25.33 60.1 (M:60.1) 2 1 0 K.GEDPVDYDGGR.T Dimethyl: 1

1602 true 627 1363.8028 1362.7635 1 23.52 107.72 26.83 20.1 (M:20.1) 1 1 0 R.YVSASPGGVYATK.A Dimethyl:2H(4): 1, 13

1603 true 628 1016.5401 1015.5338 1 -1.02 124.78 26.83 50.9 (M:50.9) 1 1 0 R.HLTGEFEK.K Dimethyl: 1, 8

1604 true 628 1027.6128 1026.6087 1 -3.08 166.66 25.5 27.5 (M:27.5) 1 1 0 K.HALPLVGHR.K Dimethyl: 1

1605 false 629 1024.5907 1023.5903 1 -6.7 191.07 26.83 17.8 (M:17.8) 1 2 1 R.AIAKEGFEK.I Dimethyl:2H(4): 9



1606 true 629 1024.5907 1023.5841 1 -0.65 186.29 26.83 38.3 (M:38.3) 1 1 0 R.HLTGEFEK.K Dimethyl:2H(4): 1, 8

1607 true 629 1093.6016 1092.6002 1 -5.3 239.47 25.5 24.8 (M:24.8) 1 1 1 K.AKFENLCK.I
Carbamidomethyl: 7; 
Dimethyl: 1, 2, 8

1608 true 629 1129.6534 1128.6503 1 -3.68 278.32 27.17 34.2 (M:34.2) 1 1 1 R.LRSEIDNVK.K Dimethyl: 1, 9

1609 true 629 1269.5577 1268.5455 1 3.84 244.51 25 63.4 (M:63.4) 2 1 0 R.DGMDQGYGSVGR.M Dimethyl: 1

1610 true 629 1315.745 1314.7296 1 6.18 218.91 28.67 51.1 (M:51.1) 1 1 1 R.TKYEHELALR.Q Dimethyl: 1, 2



1611 true 629 1369.8317 1368.8254 1 -0.67 213.61 24.83 48.4 (M:48.4) 1 1 1 K.VAEIEQAEKEK.M Dimethyl:2H(4): 1, 9, 11

1612 true 629 1864.893 1863.8864 1 -0.36 262.76 27.17 72.5 (M:72.5) 1 1 0 R.GEGGATNPHVFPEGSQPR.V Dimethyl: 1

1613 true 630 1105.68 1104.6755 1 -2.48 315.38 25.33 25.6 (M:25.6) 1 1 1 K.AKFENLCK.I
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 2, 8

1614 true 630 1273.5845 1272.5707 1 5.19 157.51 25 56.4 (M:56.4) 2 1 0 R.DGMDQGYGSVGR.M Dimethyl:2H(4): 1

1615 true 630 1350.7338 1349.7303 1 -2.8 174.89 27.5 42.5 (M:42.5) 1 1 0 R.GGLVHPSLQDSGK.K Dimethyl: 1, 13



1616 true 630 1401.6864 1400.6824 1 -2.31 273.71 24.83 67.1 (M:67.1) 1 1 1 K.EFNKYDTDGTK.W Dimethyl: 1, 4, 11

1617 true 630 1868.9193 1867.9115 1 0.32 317.09 27.17 119.8 (M:119.8) 1 1 0 R.GEGGATNPHVFPEGSQPR.V Dimethyl:2H(4): 1

1618 true 631 1168.6074 1167.5958 1 3.71 298.09 27.67 55.2 (M:55.2) 1 1 1 R.KEDMTYAVR.K Dimethyl: 1, 1

1619 true 631 1403.6983 1402.6965 1 -3.95 277.44 27.33 32.7 (M:32.7) 2 1 0 R.GPSPYHVVAECR.S
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

1620 false 632 743.4436 742.445 1 -11.58 75.02 26.83 16.0 (M:16.0) 1 10 1 K.NKNLAR.K Dimethyl: 1



1621 false 632 1102.5944 1101.5778 1 8.39 205.06 26.67 16.0 (M:16.0) 1 2 1 R.GSDSSVPRNK.N Dimethyl: 1, 10

1622 false 632 1102.5944 1101.603 1 -14.43 165.2 26.67 15.7 (M:15.7) 1 4 0 K.TVASLDEALR.K Dimethyl: 1

1623 true 632 1261.7335 1260.734 1 -6.14 175.89 25.33 16.5 (M:16.5) 1 1 1 R.SSPQLESGLKR.I
Dimethyl:2H(4): 10; 
Dimethyl: 1

1624 true 632 1671.8152 1670.8086 1 -0.44 187.19 25.67 68.4 (M:68.4) 1 1 0 R.EMDHTEPPPAPVPAR.V Dimethyl: 1

1625 false 633 1269.7845 1268.8068 1 -23.29 144.61 25.33 19.4 (M:19.4) 1 60.55 2 1 R.LAKLSDGVAVLK.V Dimethyl: 3, 12



1626 true 633 1269.7845 1268.7805 1 -2.57 129.64 25.33 37.9 (M:37.9) 2 1 1 R.KGHAVGDIPGVR.F Dimethyl:2H(4): 1, 1

1627 true 633 1413.7493 1412.7463 1 -2.97 257.91 27.33 26.2 (M:26.2) 1 1 0 R.ITAFHNAHDLSR.W Dimethyl:2H(4): 1

1628 true 634 1044.6177 1043.6128 1 -2.27 121.18 27.17 17.9 (M:17.9) 1 1 1 R.KLAEQFPR.Q Dimethyl: 1, 1

1629 true 634 1116.6081 1115.6009 1 -0.04 263.37 26.83 72.0 (M:72.0) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl: 1, 11

1630 true 634 1116.6081 1115.6009 1 -0.04 263.37 26.83 72.0 (M:72.0) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl: 1, 11



1631 true 634 1116.6081 1115.6009 1 -0.04 263.37 26.83 72.0 (M:72.0) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl: 1, 11

1632 true 634 1331.742 1330.7329 1 1.38 119.24 29.5 43.8 (M:43.8) 2 1 0 R.CTVIAAANPIGGR.Y
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1633 true 634 2169.0474 2168.0433 1 -1.48 184.39 27.17 42.8 (M:42.8) 1 1 1 K.FQGIKHECQANGPEDLNR.A
Carbamidomethyl: 8; 
Dimethyl: 1, 5

1634 true 635 1124.6576 1123.6511 1 -0.73 226.47 26.83 71.4 (M:71.4) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11

1635 true 635 1124.6576 1123.6511 1 -0.73 226.47 26.83 71.4 (M:71.4) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11



1636 true 635 1124.6576 1123.6511 1 -0.73 226.47 26.83 71.4 (M:71.4) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11

1637 true 635 1311.6511 1310.6458 1 -1.49 220.32 25.33 16.4 (M:16.4) 1 1 0 R.GGYHYYHNLR.T Dimethyl:2H(4): 1

1638 false 635 1340.7959 1339.801 1 -9.19 281.36 30.33 17.2 (M:17.2) 1 3 1 R.IVIIMRGLPGSGK.T

1639 true 635 2173.1104 2172.0684 1 15.98 194.72 27.17 59.7 (M:59.7) 1 62.78 1 1 K.FQGIKHECQANGPEDLNR.A

Carbamidomethyl: 8; 
Dimethyl:2H(4): 5; 
Dimethyl: 1

1640 true 636 1176.5817 1175.5571 1 14.68 100.17 27.83 31.2 (M:31.2) 1 1 0 R.HSFLTDESGR.V Dimethyl: 1



1641 true 636 1344.7353 1343.7533 1 -18.81 186.74 29.5 23.5 (M:23.5) 1 1 0 K.CLATGPGIAPTVR.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1642 true 636 1948.0563 1947.0448 1 2.2 143.21 28.67 118.7 (M:118.7) 1 1 1 R.DVACGANHTLVLDSQKR.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 16

1643 true 637 1355.818 1354.7932 1 12.87 144.34 29.5 21.3 (M:21.3) 2 1 1 K.ELQSVRELLIR.Q

1644 true 637 1620.8858 1619.8821 1 -2.21 253.31 25.17 108.3 (M:108.3) 2 1 0 M.AETAPAAAPAAAPAPAAK.A
Dimethyl:2H(4): 18; 
Acetyl: 1

1645 true 638 1719.7604 1718.7496 1 2.05 243.7 26 129.6 (M:129.6) 2 1 0 K.STAGDTHLGGEDFDNR.M Dimethyl: 1



1646 true 638 1719.7604 1718.7496 1 2.05 243.7 26 129.6 (M:129.6) 2 1 0 K.STAGDTHLGGEDFDNR.M Dimethyl: 1

1647 true 638 1910.9912 1909.9908 1 -3.58 192.02 27.33 64.5 (M:64.5) 1 1 0 K.LLETTDRPDGHQNNLR.S Dimethyl:2H(4): 1

1648 false 639 874.4978 873.492 1 -1.68 404.49 27.17 21.1 (M:21.1) 1 2 0 R.QSITELR.A Dimethyl: 1

1649 true 639 1726.8192 1725.8467 1 -20.11 25 17.3 (M:17.3) 1 50 1 1 K.DEEKMEIQEMQLK.E

Dimethyl:2H(4): 1; 
Oxidation: 10; Dimethyl: 
13

1650 true 640 928.5318 927.5277 1 -3.45 96.68 25 41.7 (M:41.7) 1 1 0 R.GTLEPVEK.A Dimethyl: 1, 8



1651 true 640 1189.5791 1188.571 1 0.71 159.42 28.83 72.5 (M:72.5) 1 1 0 R.AHALGFETCR.Y
Carbamidomethyl: 9; 
Dimethyl: 1

1652 true 640 1687.8108 1686.7896 1 8.26 204.35 25.33 27.2 (M:27.2) 1 1 0
R.GGPGGPGGPGGPGGPSGPM
GR.M Dimethyl: 1

1653 true 641 900.5273 899.5076 1 13.8 231.07 28.33 22.7 (M:22.7) 1 1 0 K.TLPESAVR.D Dimethyl: 1

1654 true 641 968.4929 967.4876 1 -2 68.97 29.67 20.1 (M:20.1) 1 1 0 R.NGYGFINR.N Dimethyl: 1

1655 false 641 972.5725 971.5651 1 0.13 176.14 25 21.9 (M:21.9) 1 54.93 7 0 K.ETGQVVAIK.Q Dimethyl: 9



1656 false 641 972.5725 971.5651 1 0.13 132.32 25 20.3 (M:20.3) 1 9 1 R.EKLEELR.R Dimethyl: 1, 2

1657 true 641 1193.6064 1192.5961 1 2.56 98.25 28.83 36.9 (M:36.9) 1 1 0 R.AHALGFETCR.Y
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

1658 true 641 1957.9665 1956.9501 1 4.68 114.65 25 59.0 (M:59.0) 1 1 0 K.AVAEGSQQQQAELEASQR.E Dimethyl: 1

1659 false 642 975.507 974.5219 1 -22.73 126.63 25.17 18.7 (M:18.7) 1 3 0 K.LADMGIAIR.V Oxidation: 4

1660 true 642 975.507 974.5033 1 -3.64 108.04 25.17 19.4 (M:19.4) 1 1 0 K.LSEELSGGR.L Dimethyl: 1



1661 false 642 975.507 974.5107 1 -11.21 179.62 25.17 17.8 (M:17.8) 1 4 0 -.MEEAQALK.E Dimethyl: 1, 8

1662 true 643 979.4854 978.4771 1 1.08 148.21 25.67 60.4 (M:60.4) 1 1 0 R.ANALYEDR.Y Dimethyl: 1

1663 true 643 1178.6048 1177.5914 1 5.26 62.87 29.83 67.2 (M:67.2) 2 1 0 K.CPFTGNVSIR.G
Carbamidomethyl: 1; 
Dimethyl: 1

1664 true 643 1414.8316 1413.8191 1 3.66 165.41 27 15.2 (M:15.2) 1 1 0 K.TATKPVIDGSTLR.T Dimethyl: 1, 4

1665 false 645 773.4251 772.4265 1 -11.27 341.13 25.5 20.3 (M:20.3) 1 4 0 -.MAPLLGR.K Oxidation: 1



1666 false 645 773.4251 772.4331 1 -19.7 340.79 25.5 21.5 (M:21.5) 1 3 0 R.DGDILGK.Y Dimethyl: 1, 7

1667 true 645 1084.6193 1083.5975 1 13.39 215.11 28.5 58.2 (M:58.2) 2 1 0 R.VHIDIGADGR.A Dimethyl:2H(4): 1

1668 true 645 1327.7125 1326.7078 1 -1.96 72.89 29.5 38.0 (M:38.0) 1 1 0 R.CTVIAAANPIGGR.Y
Carbamidomethyl: 1; 
Dimethyl: 1

1669 true 646 791.405 790.4072 1 -11.99 250.62 25.33 29.2 (M:29.2) 1 1 1 K.EEDKSK.D Dimethyl: 4, 6

1670 false 646 791.405 790.3821 1 19.8 464.43 25.33 28.1 (M:28.1) 1 2 1 K.DDDRSK.K Dimethyl: 1, 6



1671 true 646 1030.5151 1029.5131 1 -5.1 142.77 25.17 15.6 (M:15.6) 1 1 0 R.FHVEEEGK.G Dimethyl: 1, 8

1672 true 647 794.4087 793.397 1 5.5 382.24 25.33 39.4 (M:39.4) 2 1 0 R.EIFDSR.G Dimethyl: 1

1673 true 647 864.4396 863.429 1 3.87 468.49 27.67 38.8 (M:38.8) 1 1 0 K.EFFTHR.T Dimethyl: 1

1674 true 647 1037.4643 1036.4614 1 -4.25 177.6 25.17 24.7 (M:24.7) 1 1 0 K.YHEEFER.S Dimethyl: 1

1675 false 648 866.454 865.4446 1 2.36 447.84 25.5 16.8 (M:16.8) 1 3 0 K.FFPAGSGR.N Dimethyl: 1



1676 true 648 1041.4899 1040.4865 1 -3.73 221.72 25.17 19.7 (M:19.7) 1 1 0 K.YHEEFER.S Dimethyl:2H(4): 1

1677 true 649 803.4448 802.4445 1 -8.67 299.13 27.5 16.8 (M:16.8) 1 1 0 R.MLPMQK.V Dimethyl: 1, 6

1678 true 649 870.4792 869.4697 1 2.49 418.72 25.5 20.5 (M:20.5) 1 1 0 K.FFPAGSGR.N Dimethyl:2H(4): 1

1679 true 649 1030.5694 1029.5607 1 1.31 112.45 27.67 20.6 (M:20.6) 1 1 0 K.LAETYLHR.I Dimethyl: 1

1680 true 649 1176.6324 1175.646 1 -17.76 73.67 27.5 33.5 (M:33.5) 1 1 1 R.KEDMTYAVR.K Dimethyl:2H(4): 1, 1



1681 false 650 858.4669 857.4719 1 -14.28 315.09 25.17 21.3 (M:21.3) 1 6 1 R.AERDALR.C Dimethyl: 1

1682 false 650 858.4669 857.4607 1 -1.2 477.83 25.17 19.8 (M:19.8) 1 7 1 K.SEARDPK.E Dimethyl: 1, 7

1683 true 650 1034.5948 1033.5858 1 1.67 185.83 27.67 32.2 (M:32.2) 1 1 0 K.LAETYLHR.I Dimethyl:2H(4): 1

1684 true 650 1071.4663 1070.4669 1 -7.36 125.11 24.67 22.9 (M:22.9) 2 1 0 R.ENPYYDSR.V Dimethyl: 1

1685 true 650 1824.9747 1823.9894 1 -12.02 146.65 27.67 56.0 (M:56.0) 1 1 0 R.GERPAAQPGEAGPPPLPK.M Dimethyl: 1, 18



1686 true 651 958.5951 957.5859 1 2.05 121.22 27.17 23.3 (M:23.3) 1 1 0 R.QTATQLLK.L Dimethyl: 1, 8

1687 true 651 1075.4998 1074.492 1 0.5 169.19 24.67 35.0 (M:35.0) 1 1 0 R.ENPYYDSR.V Dimethyl:2H(4): 1

1688 true 651 1205.5146 1204.5155 1 -6.76 74.94 25.17 17.7 (M:17.7) 1 1 0 R.QYEMGECTR.G
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1689 true 651 1694.9615 1693.9603 1 -3.59 163.5 28.83 60.0 (M:60.0) 1 1 1 K.LRAEHEQVLSSYAK.K Dimethyl:2H(4): 1, 14

1690 true 651 1833.0109 1831.9992 1 2.41 231.29 26.83 51.9 (M:51.9) 1 1 0 K.AQAGEGNKPNSANLELR.M Dimethyl:2H(4): 1, 8



1691 true 652 1357.7439 1356.75 1 -9.85 158.28 25 44.9 (M:44.9) 1 1 1 K.VAEIEQAEKEK.M Dimethyl: 1, 9, 11

1692 false 652 1357.7439 1356.7249 1 8.67 230.21 25 21.4 (M:21.4) 1 3 0 K.LITELQDQNQK.M Dimethyl: 11

1693 true 652 1456.7661 1455.7358 1 15.83 367.15 28.17 74.6 (M:74.6) 1 1 0 M.THQYPALTAEQK.K Acetyl: 1; Dimethyl: 12

1694 true 653 968.5751 967.5815 1 -14.09 78.41 25.5 18.5 (M:18.5) 1 1 0 R.VQQLVPTR.D Dimethyl: 1

1695 true 653 972.5032 971.4899 1 6.21 128.89 27.17 35.1 (M:35.1) 1 1 1 K.MKGDYFR.Y Dimethyl: 1, 2



1696 true 653 1039.5567 1038.5498 1 -0.36 106.32 29.67 28.6 (M:28.6) 1 1 0 R.NYAQVFNK.L Dimethyl: 1, 8

1697 true 653 2152.0726 2151.063 1 1.08 196.33 26.83 127.2 (M:127.2) 1 1 0
K.LMELHGEGGGAGKPSGDEAG
AK.V Dimethyl: 1, 13, 22

1698 false 654 1444.7604 1443.7569 1 -2.66 126.66 25 17.2 (M:17.2) 1 2 0 R.STDEVERPSGALK.E Dimethyl: 1, 13

1699 true 654 2164.1478 2163.1383 1 1 209.63 26.83 83.3 (M:83.3) 1 1 0
K.LMELHGEGGGAGKPSGDEAG
AK.V

Dimethyl:2H(4): 1, 13, 
22

1700 true 655 738.4515 737.4258 1 24.89 122.57 27.5 15.8 (M:15.8) 1 1 0 R.MPPPIR.G Dimethyl: 1



1701 true 656 1015.6027 1014.5913 1 4.07 103.84 27.17 30.5 (M:30.5) 1 1 0 K.QYLPHVAR.L Dimethyl:2H(4): 1

1702 true 657 803.4422 802.4371 1 -2.73 220.16 27.67 22.5 (M:22.5) 1 1 0 R.ILNEMR.D Dimethyl: 1

1703 true 657 803.4422 802.4371 1 -2.73 220.16 27.67 22.5 (M:22.5) 1 1 0 R.ILNEMR.D Dimethyl: 1

1704 true 657 1109.7094 1108.6968 1 4.81 204.28 27.17 29.4 (M:29.4) 2 1 0 R.VVLIGGKPDR.V Dimethyl: 1, 7

1705 true 657 1109.7094 1108.6968 1 4.81 204.28 27.17 29.4 (M:29.4) 2 1 0 R.VVLIGGKPDR.V Dimethyl: 1, 7



1706 true 657 1182.6285 1181.6165 1 4.02 60.26 29.83 56.4 (M:56.4) 2 1 0 K.CPFTGNVSIR.G
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1707 true 658 1490.751 1489.7364 1 4.93 152.06 27.67 60.0 (M:60.0) 1 1 0 K.LESNSQFGHHFR.I Dimethyl:2H(4): 1

1708 true 659 819.4392 818.432 1 -0.09 251.59 27.67 16.1 (M:16.1) 1 1 0 R.ILNEMR.D
Oxidation: 5; Dimethyl: 
1

1709 true 659 819.4392 818.432 1 -0.09 251.59 27.67 16.1 (M:16.1) 1 1 0 R.ILNEMR.D
Oxidation: 5; Dimethyl: 
1

1710 true 659 862.4797 861.4749 1 -2.86 409.19 28.83 26.7 (M:26.7) 1 1 0 K.FHEVFK.T Dimethyl: 1, 6



1711 false 659 862.4797 861.4742 1 -2.11 443.24 28.83 22.4 (M:22.4) 1 3 1 K.AVDRVMK.T
Oxidation: 6; Dimethyl: 
7

1712 true 660 1030.5278 1029.5455 1 -24.2 173.57 26.17 26.0 (M:26.0) 1 1 0 R.ADVDAATLAR.I Dimethyl: 1

1713 false 660 1030.5278 1029.5455 1 -24.2 139.17 26.17 20.0 (M:20.0) 2 4 0 R.LSAALEEAAR.E

1714 true 660 1154.671 1153.6568 1 6.05 240.97 27.17 25.7 (M:25.7) 1 1 0 K.QSLADLRPAR.E Dimethyl: 1

1715 true 660 1184.71 1183.7052 1 -2.11 141.18 25.5 80.5 (M:80.5) 2 1 0 K.STTTGHLIYK.C Dimethyl:2H(4): 1, 10



1716 true 660 1184.71 1183.7052 1 -2.11 141.18 25.5 80.5 (M:80.5) 2 1 0 K.STTTGHLIYK.C Dimethyl:2H(4): 1, 10

1717 true 661 915.5505 914.5437 1 -0.5 61.75 27.5 28.8 (M:28.8) 1 1 0 K.VISELNGK.N Dimethyl: 1, 8

1718 true 661 935.4717 934.4661 1 -1.84 76.94 29 55.6 (M:55.6) 1 1 0 K.LHDFGYR.G Dimethyl: 1

1719 true 661 2125.1047 2124.0749 1 10.59 214.8 25.5 35.9 (M:35.9) 1 1 1 R.LPPRQPTVASPAESEDENR.Q Dimethyl:2H(4): 1

1720 true 662 1001.6031 1000.6045 1 -8.58 78.05 26.83 24.0 (M:24.0) 1 1 0 K.LYEQLSGK.- Dimethyl:2H(4): 1, 8



1721 true 662 1600.7137 1599.7035 1 1.86 165.34 27.67 36.1 (M:36.1) 1 1 0 K.GHQFSCVCLHGDR.K
Carbamidomethyl: 6, 8; 
Dimethyl: 1

1722 true 663 978.5837 977.5797 1 -3.41 146.05 27.5 31.7 (M:31.7) 1 1 1 R.TIEKFEK.E Dimethyl: 1, 4, 7

1723 true 663 978.5837 977.5797 1 -3.41 146.05 27.5 31.7 (M:31.7) 1 1 1 R.TIEKFEK.E Dimethyl: 1, 4, 7

1724 false 663 1079.5357 1078.5216 1 6.34 299.16 26.17 19.5 (M:19.5) 2 2 0 -.MESLDTEVK.A Dimethyl: 9

1725 true 663 1079.5357 1078.5267 1 1.67 263.8 26.17 35.6 (M:35.6) 1 1 0 K.AELDDTPMR.G Dimethyl:2H(4): 1



1726 true 663 1091.5499 1090.5407 1 1.72 262.92 27 47.2 (M:47.2) 1 1 0 R.GVNTFSPEGR.L Dimethyl: 1

1727 true 663 1545.8379 1544.8212 1 6.09 156.9 29.83 73.4 (M:73.4) 1 1 0 K.APLQGDHNHLFIR.Q Dimethyl: 1

1728 true 663 1604.7374 1603.7286 1 0.96 222.26 27.67 43.5 (M:43.5) 1 1 0 K.GHQFSCVCLHGDR.K
Carbamidomethyl: 6, 8; 
Dimethyl:2H(4): 1

1729 false 664 861.4618 860.4542 1 0.41 352.97 25.17 20.8 (M:20.8) 1 2 0 R.SSLEEHK.E Dimethyl:2H(4): 7

1730 false 664 861.4618 860.4603 1 -6.77 244.36 25.17 19.8 (M:19.8) 1 3 0 R.SVEETLR.L Dimethyl: 1



1731 false 664 1165.622 1164.6114 1 2.87 319.18 26.83 15.2 (M:15.2) 1 4 0 R.LHICLYYR.E
Carbamidomethyl: 4; 
Dimethyl: 1

1732 true 664 1165.622 1164.6179 1 -2.73 366.02 26.83 47.4 (M:47.4) 1 1 0 K.HTEAVVYYK.K Dimethyl: 1, 9

1733 true 664 1549.863 1548.8463 1 6.06 186.6 29.83 67.6 (M:67.6) 1 1 0 K.APLQGDHNHLFIR.Q Dimethyl:2H(4): 1

1734 true 665 1187.6303 1186.6445 1 -18.1 105.09 25.17 39.4 (M:39.4) 1 1 1 R.ADILEDKDGK.S Dimethyl: 1, 7, 10

1735 true 665 1622.7593 1621.7465 1 3.37 168.76 29.83 57.8 (M:57.8) 1 1 0 K.ALDYCHSMGIMHR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



1736 true 666 1171.6195 1170.6258 1 -11.57 94.23 29 73.5 (M:73.5) 1 1 1 R.RVGAHDFITR.L

1737 true 666 1662.0076 1660.9901 1 6.12 193 27.67 120.5 (M:120.5) 3 1 1 K.IKNDHPGLSIGDTAK.K Dimethyl:2H(4): 1, 2, 15

1738 false 667 943.5179 942.4957 1 15.82 223.87 26.17 19.2 (M:19.2) 1 10 1 K.APPMDKLR.G Oxidation: 4

1739 true 667 943.5179 942.5134 1 -3 92.09 26.17 39.5 (M:39.5) 1 1 0 R.QLEEQLR.I Dimethyl: 1

1740 false 667 1044.6038 1043.6161 1 -18.77 111.04 27.5 19.3 (M:19.3) 1 9 1 R.SSLGRMPIK.S Dimethyl: 1, 9



1741 false 667 1250.5915 1249.5973 1 -10.44 161.08 25.17 21.0 (M:21.0) 1 2 1 K.ETAEEMVKNR.L
Oxidation: 6; Dimethyl: 
1

1742 true 667 1749.0073 1747.9933 1 3.83 116.17 27.67 28.3 (M:28.3) 1 1 1 K.KHQALQAEIAGHEPR.I Dimethyl:2H(4): 1, 1

1743 true 668 877.4118 876.4189 1 -16.36 322.2 25.33 20.4 (M:20.4) 2 1 0 K.TSADGNEK.K Dimethyl: 1, 8

1744 true 668 951.4799 950.476 1 -3.53 146.59 25.5 44.0 (M:44.0) 1 1 0 R.NGPEFEAR.I Dimethyl:2H(4): 1

1745 true 668 1187.7767 1186.7715 1 -1.77 97.23 26.83 32.3 (M:32.3) 1 1 1 R.LIQGEKFEK.R Dimethyl:2H(4): 1, 6, 9



1746 true 668 1379.8569 1378.8461 1 2.55 200.98 27.33 70.0 (M:70.0) 1 1 1 K.YKLDSTASISAK.V Dimethyl:2H(4): 1, 2, 12

1747 true 669 1279.6391 1278.6493 1 -13.66 222.67 25.33 39.4 (M:39.4) 2 1 0 K.EQLTEEDLDK.R
Dimethyl:2H(4): 1; 
Dimethyl: 10

1748 false 669 1279.6391 1278.654 1 -17.34 229.18 25.33 36.1 (M:36.1) 2 2 0 R.QLMAQQELDR.I
Dimethyl:2H(4): 1; 
Oxidation: 3

1749 false 670 1062.5893 1061.6019 1 -18.68 120.99 27.67 15.3 (M:15.3) 1 5 0 R.LSAALEEAAR.E Dimethyl:2H(4): 1

1750 true 670 1536.8782 1535.8559 1 9.79 166.72 27.17 18.6 (M:18.6) 1 1 0 K.TTVYTVRPTDTVK.Q Dimethyl: 1, 13



1751 true 672 935.5072 934.4963 1 3.89 121.78 27.67 23.2 (M:23.2) 1 1 0 K.IWYEHR.L Dimethyl:2H(4): 1

1752 true 672 935.5072 934.4963 1 3.89 121.78 27.67 23.2 (M:23.2) 1 1 0 K.IWYEHR.L Dimethyl:2H(4): 1

1753 true 672 1413.7429 1412.7372 1 -1.1 205.4 27.33 53.5 (M:53.5) 2 1 0 K.DGQVIGIGAGQQSR.I Dimethyl: 1

1754 true 672 1615.7874 1614.7787 1 0.88 314.7 26.17 100.0 (M:100.0) 2 1 0 K.VDDEENEHQLSLR.T Dimethyl:2H(4): 1

1755 false 672 1615.7874 1614.8147 1 -21.35 388.47 26.17 15.3 (M:15.3) 1 3 1 K.AMKGMGTDEETILK.I

Dimethyl:2H(4): 14; 
Oxidation: 2, 5; 
Dimethyl: 1



1756 true 674 1363.7119 1362.7078 1 -2.36 183.49 29 114.8 (M:114.8) 1 1 0 R.NMSVIAHVDHGK.S Dimethyl: 1, 12

1757 true 674 1618.7324 1617.7214 1 2.28 216.94 29.83 39.4 (M:39.4) 1 1 0 K.ALDYCHSMGIMHR.D
Carbamidomethyl: 5; 
Dimethyl: 1

1758 true 675 1706.9042 1705.9236 1 -15.58 207.8 25.17 44.2 (M:44.2) 1 1 1 K.VFQGCGQPKTLAQGR.T

Carbamidomethyl: 5; 
Dimethyl:2H(4): 9; 
Dimethyl: 1

1759 true 676 998.5136 997.5193 1 -12.97 94.62 25.17 37.5 (M:37.5) 2 1 0 R.LDNGEPLGR.G Dimethyl: 1

1760 true 676 1076.6339 1075.6212 1 5.02 212.71 27.67 43.1 (M:43.1) 2 1 0 R.ILMEHIHK.L Dimethyl: 1, 8



1761 false 676 1076.6339 1075.6138 1 11.88 158.19 27.67 33.9 (M:33.9) 2 96.45 2 1 R.SDHLAKHIK.T Dimethyl: 6

1762 true 676 1276.698 1275.6935 1 -2.2 129.93 27.67 85.2 (M:85.2) 1 1 0 K.APVEQEVAIHR.I Dimethyl: 1

1763 false 676 1371.8046 1370.7657 1 23.08 339.4 31.83 19.6 (M:19.6) 1 4 0 K.SVEELLQAEILK.V

1764 true 676 1661.9666 1660.9501 1 5.6 105.44 25.67 70.1 (M:70.1) 2 1 1 R.KLDYGQHVVAGTPGR.V Dimethyl:2H(4): 1, 1

1765 true 676 1832.85 1831.8411 1 0.9 236.62 25.33 17.9 (M:17.9) 1 1 0 K.SEPPAEAEPPAEPCAPR.E
Carbamidomethyl: 14; 
Dimethyl: 1



1766 true 677 1280.7194 1279.7186 1 -5.09 126.82 27.67 66.7 (M:66.7) 1 1 0 K.APVEQEVAIHR.I Dimethyl:2H(4): 1

1767 true 677 1500.71 1499.6939 1 5.87 170.96 27 63.6 (M:63.6) 1 1 0 K.CQAEASFGGVHPGR.F
Carbamidomethyl: 1; 
Dimethyl: 1

1768 true 678 1105.6295 1104.604 1 16.53 299.56 27.83 49.6 (M:49.6) 1 1 0 K.GHAVGDIPGVR.F Dimethyl: 1

1769 true 679 1109.6542 1108.6291 1 16.02 302.02 27.83 37.0 (M:37.0) 1 1 0 K.GHAVGDIPGVR.F Dimethyl:2H(4): 1

1770 true 679 2247.0537 2246.0395 1 3.1 325.26 25.33 69.8 (M:69.8) 2 1 1 R.AGNEKEEGETADTVGCCSLR.V
Carbamidomethyl: 16, 
17; Dimethyl:2H(4): 1, 5



1771 false 680 1149.5815 1148.5615 1 11.11 274.56 27.83 16.2 (M:16.2) 1 2 0 K.GYLPSHYER.V Dimethyl: 1

1772 true 681 1111.6302 1110.6201 1 2.49 205.25 27.5 23.3 (M:23.3) 2 1 0 K.YVSQYYPK.L Dimethyl:2H(4): 1, 8

1773 false 681 1153.6218 1152.5866 1 24.23 415.1 27.83 15.7 (M:15.7) 1 5 0 K.GYLPSHYER.V Dimethyl:2H(4): 1

1774 false 682 751.368 750.3661 1 -7.09 569.01 25.33 20.7 (M:20.7) 1 3 0 R.LFNDSR.Y

1775 false 682 751.368 750.3548 1 7.86 408.18 25.33 15.8 (M:15.8) 1 7 0 R.NFDEAK.M Dimethyl: 6



1776 true 682 1251.6511 1250.6507 1 -5.45 120.11 25.17 21.1 (M:21.1) 1 1 1 K.EKYEITEQR.K Dimethyl: 1, 2

1777 true 683 744.4655 743.4615 1 -4.45 148.21 26.83 29.2 (M:29.2) 2 1 0 R.VTIMPK.D Dimethyl: 1, 6

1778 false 683 1371.8244 1370.7972 1 14.47 233.58 30.33 16.8 (M:16.8) 1 6 1 K.IYHPNVDKLGR.I
Dimethyl:2H(4): 1; 
Dimethyl: 8

1779 false 684 797.4595 796.4666 1 -18.06 360.89 25.83 17.6 (M:17.6) 1 5 1 K.MKSEVK.T

Dimethyl:2H(4): 2; 
Oxidation: 1; Dimethyl: 
6

1780 true 684 833.4667 832.4477 1 14.06 430.13 27.67 35.3 (M:35.3) 1 1 0 K.ELGTVMR.S Dimethyl: 1



1781 false 684 900.515 899.5076 1 0.13 334.36 25.33 23.1 (M:23.1) 1 2 0 R.AVVVVDDR.G Dimethyl: 1

1782 true 685 1323.5611 1322.5483 1 4.18 178.16 25 20.9 (M:20.9) 1 1 0 R.EEPAMSMDANGK.I
Oxidation: 5; Dimethyl: 
12

1783 true 685 1660.979 1659.9759 1 -2.52 173.16 28.83 27.0 (M:27.0) 1 1 1 K.AQLTPAQAAALKEER.R Dimethyl:2H(4): 1, 12

1784 true 685 1909.9911 1908.9905 1 -3.52 179.51 27.67 44.1 (M:44.1) 1 1 1 R.ETNIESQPIVDTHSKR.T Dimethyl: 1, 15

1785 true 686 1686.9096 1685.9101 1 -4.59 200.82 28.83 21.3 (M:21.3) 1 1 1 K.LRAEHEQVLSSYAK.K Dimethyl: 1, 14



1786 true 686 1918.0398 1917.0407 1 -4.28 160.05 27.67 67.6 (M:67.6) 1 1 1 R.ETNIESQPIVDTHSKR.T Dimethyl:2H(4): 1, 15

1787 true 687 1033.499 1032.491 1 0.7 272.75 25.5 31.4 (M:31.4) 2 1 0 R.AMELEQER.K Dimethyl: 1

1788 false 687 1383.7231 1382.7166 1 -0.57 217.15 27.67 16.1 (M:16.1) 1 2 1 R.VADEKAACNFVK.S
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

1789 false 688 886.527 885.5284 1 -9.78 458.45 27.5 24.8 (M:24.8) 1 3 1 K.DAEVLRK.A Dimethyl: 1, 7

1790 false 688 886.527 885.5171 1 2.89 374.95 27.5 20.0 (M:20.0) 1 7 1 K.SKEELPK.A Dimethyl: 2, 7



1791 false 688 886.527 885.5171 1 2.89 364.88 27.5 23.5 (M:23.5) 1 5 0 K.SDLISAPK.K Dimethyl: 1, 8

1792 true 688 1037.5225 1036.5161 1 -0.87 226.76 25.5 22.4 (M:22.4) 1 1 0 R.AMELEQER.K Dimethyl:2H(4): 1

1793 true 688 2163.0833 2162.084 1 -3.71 131.52 27.5 64.3 (M:64.3) 1 1 0
R.MQQSGENVPAPAAQPGPAP
AGR.K Dimethyl:2H(4): 1

1794 false 689 942.5771 941.5658 1 4.22 77.98 25.67 25.0 (M:25.0) 1 2 0 K.ATQVAVGIR.D Dimethyl: 1

1795 true 689 2031.964 2030.9599 1 -1.56 138.81 27 134.3 (M:134.3) 1 1 0 R.AFADHEHQYHDELVHK.L Dimethyl: 1, 16



1796 true 689 2615.1713 2614.1752 1 -4.26 143.13 27.67 149.4 (M:149.4) 3 1 1
R.KQETTPINDNVSQCCSSSYANR
.R

Carbamidomethyl: 14, 
15; Dimethyl: 1, 1

1797 true 690 1486.7281 1485.7113 1 6.43 177.04 27.67 64.5 (M:64.5) 1 1 0 K.LESNSQFGHHFR.I Dimethyl: 1

1798 true 690 1663.9448 1662.9293 1 4.94 196.7 27.33 49.4 (M:49.4) 2 1 0 K.LKPNAGNGADLPNYR.W Dimethyl:2H(4): 1, 2

1799 true 690 1933.9886 1932.9934 1 -6.23 171.15 29 67.4 (M:67.4) 1 1 0 R.LNFSHGTHEYHEGTIK.N Dimethyl:2H(4): 1, 16

1800 true 691 895.5208 894.5035 1 11.11 638.94 27.67 18.4 (M:18.4) 1 1 1 K.ALEHKNR.L Dimethyl: 5



1801 false 691 970.5848 969.5971 1 -20.21 132.92 28.5 18.8 (M:18.8) 1 4 1 R.GVAVEKALR.G Dimethyl: 1

1802 true 691 2475.2604 2474.2653 1 -4.91 268.68 26.83 37.7 (M:37.7) 1 1 0
K.AKPPESKPEQNGMPEYYGNSR
.L Dimethyl:2H(4): 1, 2, 7

1803 true 692 1201.6311 1200.6238 1 0.02 110.18 25.5 76.7 (M:76.7) 2 1 0 R.IEEAADELQK.M Dimethyl: 1, 10

1804 false 692 1201.6311 1200.6463 1 -18.68 108.78 25.5 17.6 (M:17.6) 1 9 1 R.SSPQLESGLKR.I

1805 true 692 1538.7745 1537.746 1 13.79 179.01 27.83 61.9 (M:61.9) 1 1 0 R.VCHAHPTVSEAFR.E
Carbamidomethyl: 2; 
Dimethyl: 1



1806 true 693 1157.6847 1156.6757 1 1.52 377.77 25.67 21.5 (M:21.5) 1 1 0 K.YLHPPPHLK.T Dimethyl: 1, 9

1807 true 693 1542.7907 1541.7711 1 8 202.32 27.83 89.5 (M:89.5) 1 1 0 R.VCHAHPTVSEAFR.E
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

1808 true 694 1109.5871 1108.5778 1 1.83 212.78 30.17 27.0 (M:27.0) 1 1 0 R.GLDFLHSHR.V Dimethyl: 1

1809 true 695 810.4797 809.4687 1 4.55 240.9 27.5 27.5 (M:27.5) 2 1 0 K.YYLAPK.I Dimethyl: 1, 6

1810 true 695 1113.6122 1112.6029 1 1.87 277.66 30.17 40.5 (M:40.5) 1 1 0 R.GLDFLHSHR.V Dimethyl:2H(4): 1



1811 true 695 2141.1355 2140.1224 1 2.74 195.91 25.33 37.3 (M:37.3) 1 1 1 R.NQEQMKPLEEKQEEER.S Dimethyl:2H(4): 1, 6, 11

1812 false 696 818.522 817.5189 1 -5.1 319.41 27.5 15.2 (M:15.2) 1 2 0 K.YYLAPK.I Dimethyl:2H(4): 1, 6

1813 true 696 1228.5716 1227.5644 1 -0.13 107.75 27.67 21.1 (M:21.1) 1 1 0 R.YCDAVFHER.Y
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

1814 true 696 1318.6374 1317.6201 1 7.63 258.99 25.33 33.4 (M:33.4) 1 1 0 K.ESEAQEWQQK.A Dimethyl: 1, 10

1815 true 696 1616.8854 1615.8583 1 12.24 208.59 27.83 34.1 (M:34.1) 1 1 0 K.VFEQQLHPGIHQR.S Dimethyl: 1



1816 false 697 846.4923 845.4858 1 -0.99 459.02 25.33 16.7 (M:16.7) 1 4 1 K.ASELDKK.S Dimethyl: 6, 7

1817 true 697 985.5225 984.5141 1 1.13 113.55 27 33.6 (M:33.6) 1 1 0 K.HFEALANR.A Dimethyl: 1

1818 true 697 1226.7546 1225.7485 1 -0.96 105.14 31.17 76.5 (M:76.5) 4 1 0 R.NLPLPPPPPPR.G Dimethyl:2H(4): 1

1819 true 697 1226.7546 1225.7485 1 -0.96 105.14 31.17 76.5 (M:76.5) 4 1 0 R.NLPLPPPPPPR.G Dimethyl:2H(4): 1

1820 true 697 1620.9092 1619.8834 1 11.43 233.62 27.83 53.8 (M:53.8) 1 1 0 K.VFEQQLHPGIHQR.S Dimethyl:2H(4): 1



1821 true 698 1235.6686 1234.6558 1 4.51 83.74 31 36.6 (M:36.6) 2 1 0 M.ATYVQLNTGAK.M Acetyl: 1; Dimethyl: 11

1822 false 699 1389.8426 1388.8479 1 -9.04 213.09 29.33 15.9 (M:15.9) 1 3 1 K.AAPPSENSALLKK.S Dimethyl:2H(4): 1, 12

1823 true 701 1184.6312 1183.6237 1 0.18 66.42 28.17 32.9 (M:32.9) 1 1 1 K.YEKDIAAYR.A Dimethyl: 1, 3

1824 true 701 1184.6312 1183.6237 1 0.18 66.42 28.17 32.9 (M:32.9) 1 1 1 K.YEKDIAAYR.A Dimethyl: 1, 3

1825 true 701 1327.857 1326.8413 1 6.37 194.15 25.67 21.1 (M:21.1) 1 1 1 K.GKGEFAIRPEK.K Dimethyl:2H(4): 1, 2, 11



1826 true 702 1192.6727 1191.6739 1 -7.18 70.28 28.17 53.2 (M:53.2) 1 1 1 K.YEKDIAAYR.A Dimethyl:2H(4): 1, 3

1827 true 702 1192.6727 1191.6739 1 -7.18 70.28 28.17 53.2 (M:53.2) 1 1 1 K.YEKDIAAYR.A Dimethyl:2H(4): 1, 3

1828 true 702 1299.6386 1298.619 1 9.47 168.2 27.33 48.4 (M:48.4) 1 1 0 K.NPEHFVVCNR.S
Carbamidomethyl: 8; 
Dimethyl: 1

1829 true 702 1348.6194 1347.6068 1 3.89 281.77 25.67 35.0 (M:35.0) 2 1 0 R.HGGGGGGFGGGGFGSR.S Dimethyl: 1

1830 true 703 1100.6893 1099.6754 1 6.07 246.68 27.67 55.5 (M:55.5) 2 1 0 K.HGIPVPVTPK.A Dimethyl: 1, 10



1831 true 703 1303.6519 1302.6441 1 0.43 208.24 27.33 44.6 (M:44.6) 1 1 0 K.NPEHFVVCNR.S
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

1832 true 704 1342.8038 1341.7667 1 22.25 292.99 30.33 17.5 (M:17.5) 1 1 1 R.SVKHQQTEGLR.K
Dimethyl:2H(4): 3; 
Dimethyl: 1

1833 true 704 1878.9699 1877.9782 1 -8.25 249.05 29 93.3 (M:93.3) 2 1 0 R.EIVHIQAGQCGNQIGAK.F
Carbamidomethyl: 10; 
Dimethyl: 1, 17

1834 true 704 1878.9699 1877.9782 1 -8.25 249.05 29 93.3 (M:93.3) 2 1 0 R.EIVHLQAGQCGNQIGAK.F
Carbamidomethyl: 10; 
Dimethyl: 1, 17

1835 true 705 1231.6899 1230.6721 1 8.53 88.79 27.5 93.8 (M:93.8) 3 1 0 K.FAAATGATPIAGR.F Dimethyl: 1



1836 true 705 1290.6484 1289.6398 1 1.05 101.79 27.83 59.2 (M:59.2) 3 1 0 R.VIGSGCNLDTAR.F
Carbamidomethyl: 6; 
Dimethyl: 1

1837 true 705 2071.0127 2069.9953 1 4.89 196.62 27.83 135.1 (M:135.1) 1 1 0 K.TGVHHYSGNNIELGTACGK.Y
Carbamidomethyl: 17; 
Dimethyl: 1, 19

1838 true 706 1120.6023 1119.6052 1 -9.08 259.35 26.33 22.2 (M:22.2) 1 1 0 K.FINDQYEK.Y Dimethyl:2H(4): 1, 8

1839 true 706 2079.0615 2078.0455 1 4.19 188.22 27.83 81.0 (M:81.0) 1 1 0 K.TGVHHYSGNNIELGTACGK.Y
Carbamidomethyl: 17; 
Dimethyl:2H(4): 1, 19

1840 false 707 772.4255 771.4028 1 20.03 376 28 16.9 (M:16.9) 1 2 0 K.DGFHIR.V Dimethyl: 1



1841 false 707 772.4255 771.4028 1 20.03 373.65 28 15.8 (M:15.8) 1 3 0 R.SYPHLR.R

1842 false 707 772.4255 771.4028 1 20.03 373.65 28 15.8 (M:15.8) 1 3 0 R.SYPHLR.R

1843 true 707 1361.7298 1360.7133 1 6.75 140.91 27.67 28.1 (M:28.1) 1 1 0 R.TLIQNCGASTIR.V
Carbamidomethyl: 6; 
Dimethyl: 1

1844 true 707 1492.8291 1491.8173 1 3.02 144.87 27.17 17.3 (M:17.3) 1 1 1 R.IYNDEKNTYIR.Y Dimethyl:2H(4): 1, 6

1845 true 707 2167.9915 2166.9753 1 4.12 206.85 27.5 95.5 (M:95.5) 1 1 1 K.SKSEEAHAEDSVMDHHFR.K Dimethyl: 1, 2



1846 true 708 776.45 775.4279 1 19.06 382.21 28 20.5 (M:20.5) 1 1 0 K.DGFHIR.V Dimethyl:2H(4): 1

1847 false 708 1128.6472 1127.6426 1 -2.39 223.64 25.33 17.1 (M:17.1) 1 3 1 K.EIFENEKR.V Dimethyl:2H(4): 1, 7

1848 true 708 1836.8915 1835.8662 1 9.82 290.42 25.33 52.2 (M:52.2) 1 1 0 K.SEPPAEAEPPAEPCAPR.E
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

1849 true 708 2176.0509 2175.0255 1 8.33 225.56 27.5 44.5 (M:44.5) 1 1 1 K.SKSEEAHAEDSVMDHHFR.K Dimethyl:2H(4): 1, 2

1850 true 709 1886.7587 1885.7425 1 4.72 203.65 25.33 16.6 (M:16.6) 1 1 0 R.EYINECDSDYHEER.T
Carbamidomethyl: 6; 
Dimethyl: 1



1851 true 710 1529.8228 1528.8082 1 4.8 205.72 25.67 34.0 (M:34.0) 1 1 0 R.VVGACAQNLPGAQGR.A
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

1852 true 710 1890.7974 1889.7676 1 11.91 344.71 25.33 37.6 (M:37.6) 1 1 0 R.EYINECDSDYHEER.T
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1853 true 710 2540.1466 2539.1299 1 3.74 203.52 27.5 65.0 (M:65.0) 1 1 1
R.QRGDEQCHYYAGGQVYPGEA
AR.V

Carbamidomethyl: 7; 
Dimethyl: 1

1854 true 711 1389.7611 1388.7412 1 9.09 99.38 27.5 34.9 (M:34.9) 1 1 0 R.IQTQPGYANTLR.Q Dimethyl: 1

1855 true 711 2239.0122 2237.9893 1 7 270.9 25.33 68.8 (M:68.8) 2 1 1 R.AGNEKEEGETADTVGCCSLR.V
Carbamidomethyl: 16, 
17; Dimethyl: 1, 5



1856 true 712 1186.6028 1185.599 1 -2.91 129.9 25.5 26.3 (M:26.3) 2 1 0 K.IANPVEGSTDR.Q Dimethyl: 1

1857 true 712 1645.9444 1644.9563 1 -11.64 121.08 26.5 15.8 (M:15.8) 1 1 0 K.IVAAITDSPKPPPQR.I Dimethyl: 1, 10

1858 true 713 1459.7872 1458.7905 1 -7.22 302.15 27.5 21.3 (M:21.3) 1 1 1 K.KGPIIYPDAGGCK.H
Carbamidomethyl: 12; 
Dimethyl: 1, 1, 13

1859 true 713 1653.9772 1653.0065 1 -22.09 168.79 26.33 38.4 (M:38.4) 1 1 0 K.IVAAITDSPKPPPQR.I Dimethyl:2H(4): 1, 10

1860 true 714 815.4771 814.48 1 -12.46 437.24 27.67 19.8 (M:19.8) 1 1 0 K.ALDLLDK.M Dimethyl: 7



1861 true 715 1229.6617 1228.6539 1 0.37 132.58 25.33 51.7 (M:51.7) 1 1 0 K.AIEENNNFSK.M Dimethyl:2H(4): 1, 10

1862 true 715 1870.0209 1869.0018 1 6.3 112.18 30.33 23.5 (M:23.5) 1 1 1 K.NQVAMNPTNTVFDAKR.L Dimethyl:2H(4): 1, 15

1863 false 717 921.529 920.5382 1 -17.88 108.84 27.33 17.0 (M:17.0) 1 3 1 K.VRSGEWK.G
Dimethyl:2H(4): 1; 
Dimethyl: 7

1864 true 717 921.529 920.5229 1 -1.32 103.36 27.33 52.8 (M:52.8) 2 1 0 R.GEGITSGLR.H Dimethyl:2H(4): 1

1865 true 717 950.5708 949.5647 1 -1.25 83.59 30.33 17.4 (M:17.4) 1 1 0 R.NQQIFLR.D Dimethyl:2H(4): 1



1866 true 717 1497.8176 1496.7736 1 24.52 218.17 28 50.3 (M:50.3) 1 1 0 K.LDYGQHVVAGTPGR.V Dimethyl: 1

1867 true 718 805.5098 804.4985 1 4.94 299.39 25.83 17.9 (M:17.9) 2 1 0 K.FANYVK.N Dimethyl:2H(4): 1, 6

1868 false 718 899.4805 898.4872 1 -15.57 370.41 25.5 17.0 (M:17.0) 1 50 6 0 K.NKPDEIR.K Dimethyl: 2

1869 false 718 899.4805 898.4872 1 -15.57 370.41 25.5 17.0 (M:17.0) 1 6 0 R.APNTAELR.I Dimethyl: 1

1870 true 718 1172.643 1171.6271 1 7.36 100.6 27.67 23.5 (M:23.5) 1 1 0 K.LKPDVEMER.V Dimethyl: 1, 2



1871 true 718 1501.8399 1500.7987 1 22.63 214.55 28 79.9 (M:79.9) 1 1 0 K.LDYGQHVVAGTPGR.V Dimethyl:2H(4): 1

1872 true 719 937.4729 936.4739 1 -8.82 114.03 25.5 19.1 (M:19.1) 1 1 0 K.LMFEELR.N

1873 true 719 1316.636 1315.619 1 7.33 216.88 26.17 47.7 (M:47.7) 1 1 0 R.INISEGNCPER.I
Carbamidomethyl: 8; 
Dimethyl: 1

1874 true 720 1664.7165 1663.7148 1 -3.36 109.94 25.17 85.0 (M:85.0) 2 1 0 K.IIHEDGYSEEECR.Q
Carbamidomethyl: 12; 
Dimethyl: 1

1875 true 721 1668.7399 1667.7399 1 -4.38 172.92 25.17 103.5 (M:103.5) 2 1 0 K.IIHEDGYSEEECR.Q
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1



1876 true 723 1571.838 1570.8299 1 0.52 191.46 27.33 50.7 (M:50.7) 2 1 1 R.VKEGMNVVEAMER.C
Dimethyl:2H(4): 1, 2; 
Oxidation: 11

1877 true 725 1068.5253 1067.5185 1 -0.53 210.47 25.5 20.4 (M:20.4) 1 1 0 R.IDNEFDQR.L Dimethyl:2H(4): 1

1878 true 725 1582.8744 1581.8614 1 3.65 170.5 27.33 50.9 (M:50.9) 1 99.61 1 1 K.NPLPTKETIEQEK.Q Dimethyl: 1, 13

1879 true 726 2013.0941 2012.0439 1 21.32 213.91 28 118.3 (M:118.3) 1 1 1
K.VGAVDADKHQSLGGQYGVR.
G Dimethyl: 1, 8

1880 true 727 1196.5546 1195.5357 1 9.7 189.21 25.67 55.0 (M:55.0) 2 1 0 K.EDTEEYNLR.E Dimethyl: 1



1881 true 727 1737.8032 1736.8006 1 -2.65 167.79 25.5 33.1 (M:33.1) 1 1 1 K.YYLHDDREGEGAEK.W Dimethyl: 1, 14

1882 true 727 2021.1485 2020.0942 1 23.27 188.49 28 71.9 (M:71.9) 1 1 1
K.VGAVDADKHQSLGGQYGVR.
G Dimethyl:2H(4): 1, 8

1883 true 728 1645.9952 1644.9865 1 0.86 203.38 27.33 16.4 (M:16.4) 1 1 1 R.NPDYRSNKPIILK.A
Dimethyl:2H(4): 13; 
Dimethyl: 1, 8

1884 true 728 1745.8565 1744.8508 1 -0.89 161.33 25.5 61.8 (M:61.8) 1 1 1 K.YYLHDDREGEGAEK.W Dimethyl:2H(4): 1, 14

1885 true 729 1880.1829 1879.1721 1 1.87 253.06 27.17 48.9 (M:48.9) 1 1 1 K.EQIVPKPEEEVAQKK.K
Dimethyl:2H(4): 1, 6, 14, 
15



1886 true 730 1129.6488 1128.6291 1 10.99 302.97 27.83 45.0 (M:45.0) 2 1 0 R.HYGALTGLNK.A Dimethyl: 1, 10

1887 true 730 1243.7162 1242.6833 1 20.61 166.44 28.33 44.4 (M:44.4) 2 1 0 K.GIPHLVTHDAR.T Dimethyl: 1

1888 true 730 1350.747 1349.7456 1 -4.32 197.81 29.5 36.1 (M:36.1) 1 1 0 K.SILPPHPPPPDR.Q Dimethyl: 1

1889 true 731 1137.6968 1136.6794 1 8.92 371.93 27.83 17.6 (M:17.6) 2 1 0 R.HYGALTGLNK.A Dimethyl:2H(4): 1, 10

1890 true 731 1247.7369 1246.7084 1 17 195.5 28.33 49.9 (M:49.9) 2 1 0 K.GIPHLVTHDAR.T Dimethyl:2H(4): 1



1891 true 731 1256.6624 1255.6521 1 2.45 194.1 25.67 80.3 (M:80.3) 2 1 0 K.VEIIANDQGNR.T Dimethyl: 1

1892 true 731 1256.6624 1255.6521 1 2.45 194.1 25.67 80.3 (M:80.3) 2 1 0 K.VEIIANDQGNR.T Dimethyl: 1

1893 true 731 1256.6624 1255.6521 1 2.45 194.1 25.67 80.3 (M:80.3) 2 1 0 R.VEIIANDQGNR.I Dimethyl: 1

1894 true 731 1354.758 1353.7707 1 -14.71 193.59 29.5 48.1 (M:48.1) 1 1 0 K.SILPPHPPPPDR.Q Dimethyl:2H(4): 1

1895 true 732 1063.5495 1062.5607 1 -17.44 114.21 25.17 57.0 (M:57.0) 2 1 0 K.DADLSVAQGR.I Dimethyl:2H(4): 1



1896 true 733 1095.5463 1094.5546 1 -14.21 246.76 26.67 34.2 (M:34.2) 2 1 0 R.FESPEVAER.A Dimethyl:2H(4): 1

1897 true 733 1752.9649 1751.9294 1 16.1 173.4 28.17 76.0 (M:76.0) 1 1 0 R.ASGNYATVISHNPETK.K Dimethyl:2H(4): 1, 16

1898 true 734 1029.5738 1028.5879 1 -20.84 153.92 27.83 16.6 (M:16.6) 1 1 0 R.GVFRPLQGR.L

1899 true 735 1406.655 1405.6507 1 -2.15 234.96 25.5 35.6 (M:35.6) 1 1 0 K.AVSEMAAASDEAAR.A Dimethyl: 1

1900 true 735 1655.8969 1654.8919 1 -1.34 201.36 25.83 24.5 (M:24.5) 1 1 0 R.QAVTNPHNTFYATK.R Dimethyl:2H(4): 1, 14



1901 true 736 1410.6793 1409.6759 1 -2.7 293.82 25.5 21.5 (M:21.5) 1 1 0 K.AVSEMAAASDEAAR.A Dimethyl:2H(4): 1

1902 false 737 1381.8407 1380.8453 1 -8.58 158.73 27.83 21.6 (M:21.6) 1 2 1 K.KGLTPSQIGVILR.D

1903 true 737 1381.8407 1380.8089 1 17.75 281.82 27.83 45.7 (M:45.7) 4 1 0 R.DNIQGITKPAIR.R Dimethyl: 1, 8

1904 true 738 1752.8942 1751.8842 1 1.53 161.48 27.67 59.1 (M:59.1) 1 1 0 K.FEGDPASHSQPGVQLK.S Dimethyl: 1, 16

1905 true 739 1760.9426 1759.9345 1 0.48 196.53 27.67 59.2 (M:59.2) 1 1 0 K.FEGDPASHSQPGVQLK.S Dimethyl:2H(4): 1, 16



1906 true 741 1439.8292 1438.8218 1 0.1 243.1 27.67 16.0 (M:16.0) 1 1 0 R.SCIPKPIDQVAK.E
Carbamidomethyl: 2; 
Dimethyl: 1, 5, 12

1907 false 742 791.473 790.4738 1 -10.18 298.79 28 19.7 (M:19.7) 1 10 0 K.DIQDLK.F
Dimethyl:2H(4): 1; 
Dimethyl: 6

1908 true 742 791.473 790.4487 1 21.6 318.84 28 34.7 (M:34.7) 1 1 0 R.DVDAAIR.M Dimethyl:2H(4): 1

1909 false 742 791.473 790.4589 1 8.69 326.82 28 30.5 (M:30.5) 2 2 0 K.FAADAIK.L Dimethyl: 1, 7

1910 false 742 792.4716 791.4578 1 8.21 282.85 25.67 16.1 (M:16.1) 1 4 0 R.LEDEVK.N
Dimethyl:2H(4): 1; 
Dimethyl: 6



1911 true 742 792.4716 791.4691 1 -5.96 268.87 25.67 23.6 (M:23.6) 1 1 0 K.IETELR.D Dimethyl:2H(4): 1

1912 true 742 2404.1399 2403.13 1 1.09 219.35 26 51.7 (M:51.7) 2 1 0
R.SHTGERPFQCNQCGASFTQK.
G

Carbamidomethyl: 10, 
13; Dimethyl:2H(4): 1, 
20

1913 true 742 2532.332 2531.289 1 14.13 131.75 27.33 47.2 (M:47.2) 1 85.08 1 1
K.LMELHGEGGGAGKPSGDEAG
AKVER.A

Dimethyl:2H(4): 13, 22; 
Oxidation: 2

1914 true 743 888.493 887.4865 1 -0.85 517.6 27.67 26.1 (M:26.1) 1 1 0 K.VFGPGVER.T Dimethyl: 1

1915 true 743 1168.6527 1167.6198 1 21.95 361.63 28.5 15.6 (M:15.6) 1 1 0 K.SDYNLPMHK.M Dimethyl:2H(4): 1, 9



1916 true 743 1544.7334 1543.7267 1 -0.38 220.53 25.5 98.3 (M:98.3) 7 1 0 K.QEYDESGPSIVHR.K Dimethyl: 1

1917 true 743 1544.7334 1543.7267 1 -0.38 220.53 25.5 98.3 (M:98.3) 7 1 0 K.QEYDESGPSIVHR.K Dimethyl: 1

1918 true 743 2482.2802 2481.2753 1 -0.98 288.57 25.83 40.0 (M:40.0) 1 1 0
K.GINKPGYGPPNHPEAGFHTNG
TR.Q Dimethyl:2H(4): 1, 4

1919 true 743 2548.3623 2547.3505 1 1.81 205.66 27.33 186.8 (M:186.8) 1 1 1
K.LMELHGEGGGAGKPSGDEAG
AKVER.A

Dimethyl:2H(4): 1, 13, 
22

1920 false 744 912.5678 911.5665 1 -6.57 84.01 30.67 16.0 (M:16.0) 1 2 1 K.QRLAQIR.E Dimethyl: 1



1921 true 744 912.5678 911.5553 1 5.74 77.01 30.67 27.5 (M:27.5) 1 1 0 K.NAVLQAIR.R Dimethyl: 1

1922 false 745 729.4427 728.4333 1 2.9 180.81 26 17.8 (M:17.8) 1 2 0 R.LHYLR.M Dimethyl: 1

1923 false 745 836.4705 835.4524 1 12.92 421.23 25.67 20.3 (M:20.3) 1 5 0 R.AACDLVR.G
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

1924 false 745 836.4705 835.4691 1 -7.1 416.19 25.67 28.6 (M:28.6) 1 3 0 R.YEEIVK.E Dimethyl: 1, 6

1925 true 745 1560.7494 1559.7427 1 -0.37 119.67 25.33 99.9 (M:99.9) 2 1 0 K.AVTEQGAELSNEER.N Dimethyl: 1



1926 true 745 1578.8779 1577.8665 1 2.62 105.01 27.83 70.2 (M:70.2) 1 1 1 K.IVADKDYAVTANSK.I Dimethyl: 1, 5, 14

1927 false 746 972.5521 971.5586 1 -14.15 149.8 27.33 16.2 (M:16.2) 1 6 0 K.NMLRPTGK.V Dimethyl: 1, 8

1928 false 746 972.5521 971.5226 1 22.93 117.35 27.33 20.2 (M:20.2) 1 3 0 R.STYVSEVR.E Dimethyl:2H(4): 1

1929 true 746 972.5521 971.54 1 5.01 118.04 27.33 50.8 (M:50.8) 1 1 0 K.NLQVSEVR.I Dimethyl: 1

1930 true 747 786.4612 785.4548 1 -1.09 451.76 26.17 28.1 (M:28.1) 2 1 0 K.SIVFHR.K Dimethyl: 1



1931 false 747 786.4612 785.4396 1 18.31 451.8 26.17 16.0 (M:16.0) 1 3 0 K.DIVNGLR.S

1932 true 747 844.5225 843.5193 1 -4.82 471.7 25.67 22.6 (M:22.6) 1 1 0 R.YEEIVK.E Dimethyl:2H(4): 1, 6

1933 true 747 976.5761 975.5651 1 3.85 112.36 27.33 45.6 (M:45.6) 2 1 0 K.NLQVSEVR.I Dimethyl:2H(4): 1

1934 false 747 1079.5814 1078.587 1 -11.93 199.97 27.83 15.0 (M:15.0) 1 5 1 R.IKTSDVTSTK.G

1935 true 747 1079.5814 1078.5659 1 7.65 185.17 27.83 21.3 (M:21.3) 2 1 0 K.VNNFSSDIK.D Dimethyl: 1, 9



1936 true 747 1098.6358 1097.6495 1 -19.06 265.68 29.83 46.1 (M:46.1) 1 1 0 K.TALIHDGLAR.G Dimethyl:2H(4): 1

1937 true 747 1634.7443 1633.7366 1 0.28 154.06 25.33 109.6 (M:109.6) 2 1 0 K.EALNSCNNTEIEGR.A
Carbamidomethyl: 6; 
Dimethyl: 1

1938 true 747 1883.0546 1882.0312 1 8.52 148.2 27.83 18.6 (M:18.6) 1 1 1 R.RSPNKPLPELNDQYK.A Dimethyl: 1, 5, 15

1939 true 748 790.485 789.4799 1 -2.76 449.86 26.17 30.1 (M:30.1) 1 1 0 K.SIVFHR.K Dimethyl:2H(4): 1

1940 true 748 1335.7168 1334.7146 1 -3.74 256.02 28.5 25.7 (M:25.7) 1 1 0 K.HFHNTLEHLR.L Dimethyl:2H(4): 1



1941 true 748 1713.9675 1712.9661 1 -3.45 116.05 28.17 96.4 (M:96.4) 1 1 1 K.DTGKAPVEQEVAIHR.I Dimethyl:2H(4): 1, 4

1942 true 748 1734.7637 1733.7651 1 -5 257.52 25.5 74.2 (M:74.2) 1 1 0 R.ELVSCSNCTDYQAR.R
Carbamidomethyl: 5, 8; 
Dimethyl:2H(4): 1

1943 true 748 1895.1324 1894.1066 1 9.78 213.55 27.67 62.8 (M:62.8) 1 1 1 R.RSPNKPLPELNDQYK.A Dimethyl:2H(4): 1, 5, 15

1944 true 749 1911.8154 1910.8381 1 -15.72 268.66 25.5 64.6 (M:64.6) 2 1 0 K.TQEPHVEEDDDELDGK.L Dimethyl: 1, 16

1945 false 750 900.4972 899.4964 1 -7.22 460.79 25.5 18.7 (M:18.7) 1 2 0 R.GTLEPVEK.A Dimethyl: 8



1946 false 750 1123.6038 1122.6191 1 -20.08 270.71 27.83 17.1 (M:17.1) 1 4 1 K.QCGVVKMNK.R

Carbamidomethyl: 2; 
Dimethyl:2H(4): 6; 
Dimethyl: 9

1947 true 750 1915.8359 1914.8633 1 -18.08 288.53 25.5 59.8 (M:59.8) 2 1 0 K.TQEPHVEEDDDELDGK.L
Dimethyl:2H(4): 1; 
Dimethyl: 16

1948 false 752 1137.6399 1136.612 1 18.15 331.05 28 17.9 (M:17.9) 1 50 4 1 R.MIGMMLNKK.Y
Oxidation: 5; Dimethyl: 
1, 9

1949 true 752 1137.6399 1136.6077 1 21.88 352.64 28 63.8 (M:63.8) 2 1 0 R.TLSDYNIQK.E Dimethyl: 1, 9

1950 true 752 1151.6444 1150.6459 1 -7.6 280.99 29.5 27.6 (M:27.6) 1 1 0 K.ELQTLHNLR.K Dimethyl: 1



1951 true 752 2273.992 2272.9979 1 -5.75 172.71 25.17 51.5 (M:51.5) 1 1 0
M.AEVAEGSRPEDCPGTSSAQA
GR.A

Carbamidomethyl: 12; 
Acetyl: 1

1952 false 753 997.6127 996.6233 1 -17.86 118.31 27.83 20.8 (M:20.8) 1 2 1 K.HVVFGRVK.E Dimethyl: 1, 8

1953 true 753 1145.6814 1144.658 1 14.08 326.18 28 36.5 (M:36.5) 1 1 0 R.TLSDYNIQK.E Dimethyl:2H(4): 1, 9

1954 true 753 2390.1493 2389.151 1 -3.76 95.53 25.33 29.6 (M:29.6) 1 1 0
R.TDTEVSAPVPGQQPSSGPPAP
QSR.A

1955 false 754 887.5081 886.5059 1 -5.69 530.8 25.67 28.3 (M:28.3) 1 8 1 R.LVGMPAKR.Q Oxidation: 4



1956 false 754 887.5081 886.5011 1 -0.38 553.25 25.67 33.0 (M:33.0) 2 5 0 K.AEEILEK.G Dimethyl: 1, 7

1957 false 754 891.5582 890.5673 1 -18.42 527.62 26 16.9 (M:16.9) 1 3 1 K.LKAVCLR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

1958 false 754 947.4482 946.4508 1 -10.44 100.42 25.5 23.3 (M:23.3) 1 2 0 R.NGPEFEAR.I Dimethyl: 1

1959 true 754 1200.6462 1199.6373 1 1.4 91.35 27.5 33.2 (M:33.2) 1 1 0 K.HFVQMLPEK.D
Oxidation: 5; Dimethyl: 
1, 9

1960 false 755 757.4527 756.4606 1 -20.1 162.62 28.17 22.1 (M:22.1) 1 6 1 R.INNKLR.R



1961 false 755 895.558 894.5651 1 -16.03 487.55 25.67 25.6 (M:25.6) 1 3 1 R.IHGLKSGK.T Dimethyl: 5, 8

1962 false 755 895.558 894.5514 1 -0.7 539.61 25.67 22.8 (M:22.8) 1 4 0 K.AIEELEK.S Dimethyl:2H(4): 1, 7

1963 false 755 895.558 894.5514 1 -0.7 538.71 25.67 30.7 (M:30.7) 1 2 0 K.AEEILEK.G Dimethyl:2H(4): 1, 7

1964 true 755 1205.6543 1204.6502 1 -2.63 65.57 29.5 77.2 (M:77.2) 1 1 0 K.QTDVGITHFR.S Dimethyl:2H(4): 1

1965 true 756 966.493 965.507 1 -21.92 206.09 25.67 16.6 (M:16.6) 1 1 0 K.ATYEEGLK.H Dimethyl: 1, 8



1966 true 756 1744.9143 1743.8792 1 15.98 205.16 28.17 78.1 (M:78.1) 1 1 0 R.ASGNYATVISHNPETK.K Dimethyl: 1, 16

1967 true 757 962.5575 961.5597 1 -9.78 136.84 26 30.2 (M:30.2) 1 1 0 K.IGQGYQIK.D Dimethyl: 1, 8

1968 true 757 1266.6808 1265.6768 1 -2.6 124.34 28.17 34.7 (M:34.7) 1 1 0 R.IHFHIADETK.E Dimethyl: 1, 10

1969 false 757 1391.7678 1390.7718 1 -8.1 373.08 30.67 20.9 (M:20.9) 2 4 1 R.VGGSENGNSGIKIK.R Dimethyl:2H(4): 14

1970 false 758 973.526 972.5128 1 6.08 200.24 25.5 15.6 (M:15.6) 1 3 0 K.LLDGPSTDK.D Dimethyl: 9



1971 true 758 1002.5308 1001.5294 1 -5.85 76.92 28.17 27.5 (M:27.5) 1 1 0 K.FGQPIQER.Y Dimethyl: 1

1972 true 758 2173.9982 2172.9619 1 13.36 242.3 28.5 109.6 (M:109.6) 1 1 0 R.YGDGTSTFQSTTGHCVHMR.G
Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

1973 true 759 1065.46 1064.4451 1 7.12 306.06 25.67 20.2 (M:20.2) 1 1 0 R.YEEYDYR.Y Dimethyl: 1

1974 true 759 1596.8953 1595.877 1 6.88 188.1 27.5 80.4 (M:80.4) 1 1 1 K.NPLPSKETIEQEK.Q Dimethyl: 1, 6, 13

1975 true 760 848.4523 847.4341 1 12.9 447.25 28.33 37.9 (M:37.9) 1 1 0 R.VFHDFR.N Dimethyl: 1



1976 true 760 1200.5955 1199.5608 1 22.84 139.95 25.67 24.5 (M:24.5) 2 1 0 K.EDTEEYNLR.E Dimethyl:2H(4): 1

1977 true 760 1608.9715 1607.9524 1 7.39 181.58 27.5 101.2 (M:101.2) 1 1 1 K.NPLPSKETIEQEK.Q Dimethyl:2H(4): 1, 6, 13

1978 true 761 852.4783 851.4592 1 13.88 413.94 28.33 28.2 (M:28.2) 1 1 0 R.VFHDFR.N Dimethyl:2H(4): 1

1979 true 761 1013.5567 1012.5553 1 -5.8 180.15 25.5 62.1 (M:62.1) 1 1 0 K.LTPVAEEAR.D Dimethyl: 1

1980 true 761 1204.5983 1203.603 1 -9.95 170.69 25.83 32.7 (M:32.7) 2 1 1 K.MLRGSDSSVPR.N



1981 true 761 1542.9112 1541.9181 1 -9.17 155.2 29.67 65.9 (M:65.9) 2 1 0 K.KPLPDHVSIVEPK.E Dimethyl: 1, 1, 13

1982 false 761 1542.9112 1541.9119 1 -5.15 160.34 29.67 18.8 (M:18.8) 1 2 1 R.QAISKALVAYYQK.Y
Dimethyl:2H(4): 5; 
Dimethyl: 13

1983 true 762 1121.5534 1120.5513 1 -4.59 315 25.5 35.5 (M:35.5) 1 1 0 K.AQYEEIANR.S Dimethyl: 1

1984 true 762 1577.7106 1576.7126 1 -5.89 198.31 29.67 73.4 (M:73.4) 1 1 0 R.ELPGHTGYLSCCR.F
Carbamidomethyl: 11, 
12; Dimethyl: 1

1985 true 763 1165.5788 1164.5775 1 -5.09 293.22 25.5 38.7 (M:38.7) 1 1 0 K.YVGESEANIR.K Dimethyl: 1



1986 true 763 1581.7326 1580.7377 1 -7.87 190.87 29.67 57.4 (M:57.4) 1 1 0 R.ELPGHTGYLSCCR.F
Carbamidomethyl: 11, 
12; Dimethyl:2H(4): 1

1987 true 764 1337.8077 1336.7827 1 13.24 95.6 28.83 30.2 (M:30.2) 1 1 1 R.RGDIIGVVGNPGK.T Dimethyl: 1, 13

1988 true 765 1346.6145 1345.602 1 3.93 209.85 26 16.2 (M:16.2) 1 1 0 K.GACHGQTGMFPR.N
Carbamidomethyl: 3; 
Dimethyl: 1

1989 true 765 1655.8333 1654.8362 1 -6.13 202.02 29.67 74.4 (M:74.4) 1 1 0 -.MHHEELAPLQRPR.Y Acetyl: 1

1990 true 766 1350.6369 1349.6271 1 1.86 271.28 26 20.6 (M:20.6) 1 1 0 K.GACHGQTGMFPR.N
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



1991 true 766 2850.4902 2849.4759 1 2.45 98.19 30.5 37.9 (M:37.9) 1 1 1
R.GCGPEKDHVYLQLHHLPPQQL
ATR.L

Carbamidomethyl: 2; 
Dimethyl: 1, 6

1992 true 767 1143.6076 1142.5833 1 14.92 302.86 28.5 24.3 (M:24.3) 1 1 0 K.DTFVNAVGHR.A Dimethyl: 1

1993 true 767 1345.8703 1344.8329 1 22.39 184.55 28.83 21.9 (M:21.9) 1 1 1 R.RGDIIGVVGNPGK.T Dimethyl:2H(4): 1, 13

1994 true 767 2858.5483 2857.5261 1 5.21 174.91 30.5 69.0 (M:69.0) 1 1 1
R.GCGPEKDHVYLQLHHLPPQQL
ATR.L

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 6

1995 true 768 1723.7867 1722.7747 1 2.71 243.37 26 138.3 (M:138.3) 2 1 0 K.STAGDTHLGGEDFDNR.M Dimethyl:2H(4): 1



1996 true 768 1723.7867 1722.7747 1 2.71 243.37 26 138.3 (M:138.3) 2 1 0 K.STAGDTHLGGEDFDNR.M Dimethyl:2H(4): 1

1997 true 768 2564.3482 2563.3454 1 -1.74 238.24 27.33 103.1 (M:103.1) 1 1 1
K.LMELHGEGGGAGKPSGDEAG
AKVER.A

Dimethyl:2H(4): 1, 13, 
22; Oxidation: 2

1998 true 770 1317.8071 1316.8093 1 -7.21 127.26 28.17 96.8 (M:96.8) 2 1 1 K.KALAAGGYDVEK.N Dimethyl:2H(4): 1, 1, 12

1999 true 770 1317.8071 1316.8093 1 -7.21 127.26 28.17 96.8 (M:96.8) 2 1 1 K.KALAAGGYDVEK.N Dimethyl:2H(4): 1, 1, 12

2000 true 770 1317.8071 1316.8093 1 -7.21 127.26 28.17 96.8 (M:96.8) 2 1 1 K.KALAAGGYDVEK.N Dimethyl:2H(4): 1, 1, 12



2001 false 770 1460.8062 1459.8147 1 -10.82 206.22 26 16.9 (M:16.9) 1 2 1 R.IVQKHPHSSDTK.E Dimethyl: 1, 4, 12

2002 true 770 1460.8062 1459.7995 1 -0.38 288.17 26 23.4 (M:23.4) 1 1 0 K.LAQAAQSSVSTITR.L Dimethyl: 1

2003 true 770 1750.8154 1749.8257 1 -10.02 161.34 29.67 53.3 (M:53.3) 1 1 0 K.ELVQQYHQFQCSR.L
Carbamidomethyl: 11; 
Dimethyl: 1

2004 true 771 1258.6366 1257.6313 1 -1.61 152 25.67 67.9 (M:67.9) 1 1 0 R.TNQELNEINR.V Dimethyl: 1

2005 false 771 1258.6366 1257.6313 1 -1.61 344.13 25.67 21.2 (M:21.2) 1 3 0 K.QNGDNIDIITR.A



2006 true 771 1464.841 1463.8246 1 6.29 266.84 26 23.5 (M:23.5) 1 1 0 K.LAQAAQSSVSTITR.L Dimethyl:2H(4): 1

2007 true 771 1754.8407 1753.8508 1 -9.91 134.82 29.67 29.8 (M:29.8) 1 1 0 K.ELVQQYHQFQCSR.L
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

2008 true 772 1265.6581 1264.6551 1 -3.35 184.69 25.5 40.4 (M:40.4) 1 1 1 K.EGVKFEESEK.S Dimethyl: 1, 4, 10

2009 true 772 1483.9159 1482.9122 1 -2.43 155.41 26 27.0 (M:27.0) 1 1 0 K.GSIHGDKPIIINR.I Dimethyl:2H(4): 1, 7

2010 false 773 1170.6418 1169.6445 1 -8.52 133.29 30.67 15.0 (M:15.0) 1 3 0 K.VENHEFLVK.A Dimethyl: 1, 9



2011 true 775 1570.8389 1569.8314 1 0.18 141.69 26.17 50.3 (M:50.3) 2 1 0 R.SIFHHIQSAQSQR.S Dimethyl:2H(4): 1

2012 true 775 1705.9176 1704.9159 1 -3.25 119.67 28.17 68.8 (M:68.8) 1 1 1 K.DTGKAPVEQEVAIHR.I Dimethyl: 1, 4

2013 true 775 2593.1703 2592.1908 1 -10.7 193 29.67 122.4 (M:122.4) 1 1 0
R.MSGECAPNVSVSVSTSHTTISG
GGSR.G

Carbamidomethyl: 5; 
Dimethyl: 1

2014 true 777 1094.6297 1093.6244 1 -1.8 238.94 29.83 69.5 (M:69.5) 1 1 0 K.TALIHDGLAR.G Dimethyl: 1

2015 true 779 731.4363 730.4316 1 -3.43 309.14 26.33 22.2 (M:22.2) 2 1 0 R.FIYTR.E Dimethyl:2H(4): 1



2016 false 779 731.4363 730.4316 1 -3.43 313.87 26.33 15.8 (M:15.8) 1 4 0 K.FITYR.S Dimethyl:2H(4): 1

2017 true 779 1474.7656 1473.7497 1 5.85 279.52 27.67 93.8 (M:93.8) 1 1 0 R.CTGGEVGATSALAPK.I
Carbamidomethyl: 1; 
Dimethyl: 1, 15

2018 true 780 892.5157 891.5116 1 -3.54 437.49 27.67 25.6 (M:25.6) 1 1 0 K.VFGPGVER.T Dimethyl:2H(4): 1

2019 true 780 1330.708 1329.7041 1 -2.54 149.59 29.83 48.3 (M:48.3) 1 1 0 K.YAVTTGDHGIIR.T Dimethyl: 1

2020 true 780 1337.5741 1336.5684 1 -1.19 115.66 25.5 26.5 (M:26.5) 2 1 1 R.GYDDRDYYSR.S Dimethyl: 1



2021 true 780 1443.7816 1442.7518 1 15.63 305.6 28.5 31.0 (M:31.0) 1 1 0 R.VLASTHFEPTSAR.M Dimethyl: 1

2022 true 780 1482.8136 1481.7999 1 4.27 243.92 27.67 48.4 (M:48.4) 1 1 0 R.CTGGEVGATSALAPK.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 15

2023 true 781 747.4535 746.4588 1 -16.84 153.65 28.33 34.6 (M:34.6) 9 1 0 K.DIQLAR.R Dimethyl:2H(4): 1

2024 true 781 1447.8076 1446.7769 1 16.17 327.07 28.5 22.5 (M:22.5) 1 1 0 R.VLASTHFEPTSAR.M Dimethyl:2H(4): 1

2025 false 782 908.5308 907.5239 1 -0.44 101.28 27.5 23.4 (M:23.4) 1 3 0 K.NIVHELR.I Dimethyl: 1



2026 true 782 1171.6853 1170.6509 1 23.08 65.73 28 16.8 (M:16.8) 1 1 0 R.FATHAAALSVR.N Dimethyl: 1

2027 true 782 1375.7511 1374.7558 1 -8.66 244.22 30.17 34.1 (M:34.1) 1 1 0 K.VAQHYQDTLLR.A Dimethyl:2H(4): 1

2028 true 783 966.5284 965.5182 1 3.07 127.18 27.5 27.9 (M:27.9) 2 1 0 K.LYSESLAR.Y Dimethyl: 1

2029 true 783 1475.7563 1474.7627 1 -9.31 312.36 25.67 44.5 (M:44.5) 1 1 1 K.SIKDTITNQDER.I Dimethyl: 1, 3

2030 false 783 1475.7563 1474.778 1 -19.65 311.28 25.67 15.8 (M:15.8) 1 2 1 R.SYPARQTATLPDK.R Dimethyl: 13



2031 true 784 1483.8204 1482.813 1 0.08 141.05 25.67 43.3 (M:43.3) 1 1 1 K.SIKDTITNQDER.I Dimethyl:2H(4): 1, 3

2032 true 785 927.5577 926.564 1 -14.6 147.89 26.5 20.2 (M:20.2) 2 1 0 R.YIPPHLR.N Dimethyl:2H(4): 1

2033 true 785 966.4515 965.4454 1 -1.2 75.8 25.83 17.0 (M:17.0) 1 1 0 R.LDGSEDFR.R Dimethyl: 1

2034 true 786 1020.5427 1019.5437 1 -8.09 219.27 26 24.1 (M:24.1) 1 1 0 K.LIEVDDER.K Dimethyl:2H(4): 1

2035 true 786 1134.5876 1133.5863 1 -5.3 237.51 26.17 39.2 (M:39.2) 1 1 0 R.ISSVLAGGSCR.A
Carbamidomethyl: 10; 
Dimethyl: 1



2036 false 786 1134.5876 1133.5754 1 4.31 382.16 26.17 15.5 (M:15.5) 1 2 0 K.AEDVLEDSPK.R Dimethyl:2H(4): 10

2037 true 786 1502.8675 1501.8617 1 -0.95 148.41 29.83 83.8 (M:83.8) 2 1 1 R.KIDSVLEGHPVPR.Q Dimethyl: 1, 1

2038 true 787 1510.9178 1509.9119 1 -0.92 218.85 29.83 73.9 (M:73.9) 2 1 1 R.KIDSVLEGHPVPR.Q Dimethyl:2H(4): 1, 1

2039 true 787 2169.9757 2168.9368 1 14.59 199.39 28.5 139.1 (M:139.1) 1 1 0 R.YGDGTSTFQSTTGHCVHMR.G
Carbamidomethyl: 15; 
Dimethyl: 1

2040 true 787 2349.064 2348.0616 1 -2.06 77.73 25.33 110.2 (M:110.2) 1 1 0
K.SQAEQQSQADEEAENTGIETK.
A Dimethyl: 1, 21



2041 true 789 1216.5436 1215.5427 1 -5.2 94.72 26.17 45.0 (M:45.0) 1 1 0 R.SGQGAFGNMCR.G
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

2042 true 789 1222.7297 1221.7234 1 -0.81 110.59 31.17 54.6 (M:54.6) 4 1 0 R.NLPLPPPPPPR.G Dimethyl: 1

2043 true 789 1222.7297 1221.7234 1 -0.81 110.59 31.17 54.6 (M:54.6) 4 1 0 R.NLPLPPPPPPR.G Dimethyl: 1

2044 true 790 899.5105 898.5025 1 0.78 424.87 30.17 33.9 (M:33.9) 1 1 0 K.IAHFLDR.H Dimethyl: 1

2045 false 790 899.5105 898.5214 1 -20.3 568.85 30.17 23.5 (M:23.5) 1 6 0 K.LGDLFFR.V Dimethyl:2H(4): 1



2046 true 790 955.5472 954.5498 1 -10.37 62.19 28.33 22.5 (M:22.5) 1 1 0 K.VLDSGAPIR.I Dimethyl: 1

2047 true 790 1091.5376 1090.5295 1 0.76 351.71 25.83 32.0 (M:32.0) 2 1 0 R.FESPEVAER.A Dimethyl: 1

2048 true 791 959.5724 958.5749 1 -10.23 75.13 28.17 24.5 (M:24.5) 1 1 0 K.VLDSGAPIR.I Dimethyl:2H(4): 1

2049 true 791 1280.6653 1279.6645 1 -5.06 107.36 26.33 15.2 (M:15.2) 1 1 0 R.FACHSASLTVR.N
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2050 true 791 1330.7169 1329.7091 1 0.39 131.51 31 65.3 (M:65.3) 2 1 0 R.AANFEQALAAHR.H Dimethyl:2H(4): 1



2051 true 793 937.4749 936.4487 1 20.2 135.93 28.33 61.3 (M:61.3) 1 1 0 K.MFDVGGQR.S Dimethyl: 1

2052 true 793 937.4749 936.4487 1 20.2 135.93 28.33 61.3 (M:61.3) 1 1 0 K.MFDVGGQR.S Dimethyl: 1

2053 true 793 1047.6045 1046.5811 1 15.42 149.6 28.5 18.0 (M:18.0) 1 1 0 R.VGAHDFITR.L Dimethyl:2H(4): 1

2054 true 793 1189.5367 1188.5259 1 3 163.1 25.83 17.9 (M:17.9) 1 1 0 K.NLDDGIDDER.L Dimethyl: 1

2055 true 793 1189.5367 1188.5259 1 3 163.1 25.83 17.9 (M:17.9) 1 1 0 K.NLDDGIDDER.L Dimethyl: 1



2056 true 793 1196.6857 1195.6722 1 5.16 74.1 27.67 32.6 (M:32.6) 1 1 0 K.LKPDVEMER.V
Dimethyl:2H(4): 1, 2; 
Oxidation: 7

2057 false 793 1389.8592 1388.8177 1 24.63 328.73 27.67 20.4 (M:20.4) 2 4 0 R.TQIQLQAAEISK.L
Dimethyl:2H(4): 1; 
Dimethyl: 12

2058 false 793 1389.8592 1388.8214 1 21.97 249.19 27.67 22.9 (M:22.9) 1 3 1 R.LKGAFKPVMAAIK.E Oxidation: 9

2059 false 793 1389.8592 1388.8177 1 24.63 387.4 27.67 24.7 (M:24.7) 2 2 0 R.NELLTLNGQSLK.D
Dimethyl:2H(4): 1; 
Dimethyl: 12

2060 true 794 941.5 940.4738 1 20.08 77.52 28.33 45.3 (M:45.3) 1 1 0 K.MFDVGGQR.S Dimethyl:2H(4): 1



2061 true 794 941.5 940.4738 1 20.08 77.52 28.33 45.3 (M:45.3) 1 1 0 K.MFDVGGQR.S Dimethyl:2H(4): 1

2062 true 794 2051.8941 2050.8837 1 1.53 144.39 25.67 100.0 (M:100.0) 1 1 0 K.VDCTQHYEVCSENQVR.G
Carbamidomethyl: 3, 
10; Dimethyl: 1

2063 true 795 1162.6135 1161.6114 1 -4.44 341.82 29.17 45.5 (M:45.5) 2 1 0 R.ALVDGPCSGVR.R
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

2064 true 795 1484.8029 1483.8023 1 -4.51 142.81 26.33 24.9 (M:24.9) 1 1 1 R.GGNRFEPYANPAK.R Dimethyl:2H(4): 1, 13

2065 true 795 2055.9164 2054.9088 1 0.17 160.56 25.67 102.3 (M:102.3) 1 1 0 K.VDCTQHYEVCSENQVR.G
Carbamidomethyl: 3, 
10; Dimethyl:2H(4): 1



2066 true 796 1338.7656 1337.7577 1 0.49 197.88 27.67 57.6 (M:57.6) 1 1 1 R.GLDVNKCEIAR.F
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 6

2067 true 797 1566.8096 1565.8063 1 -2.54 198.89 26.17 23.8 (M:23.8) 2 1 0 R.SIFHHIQSAQSQR.S Dimethyl: 1

2068 true 798 1039.5685 1038.5611 1 0.15 166.49 30 51.5 (M:51.5) 1 1 0 R.QIPFHDVR.F Dimethyl: 1

2069 false 798 1376.7046 1375.7203 1 -16.73 187.97 25.83 17.6 (M:17.6) 1 8 1 K.MKGTCVEGTIPK.L
Carbamidomethyl: 5; 
Dimethyl: 1, 12

2070 true 799 1148.5404 1147.5114 1 18.92 261.27 25.67 28.2 (M:28.2) 1 1 0 R.DGNTMVACPR.I
Carbamidomethyl: 8; 
Dimethyl: 1



2071 true 799 1210.6588 1209.6288 1 18.77 120.57 28.67 32.9 (M:32.9) 1 1 0 K.AAHLCAEAALR.L
Carbamidomethyl: 5; 
Dimethyl: 1

2072 true 799 1643.9717 1642.9606 1 2.34 101.31 26.17 23.8 (M:23.8) 1 1 1 R.IHSQIPQITSDGKR.L Dimethyl:2H(4): 1, 13

2073 true 800 1413.7297 1412.7198 1 1.88 268.57 25.83 16.8 (M:16.8) 1 1 0 R.DGAPVGGGEPQELR.I Dimethyl:2H(4): 1

2074 false 801 872.5019 871.4763 1 20.91 467.3 25.83 25.9 (M:25.9) 1 3 0 K.ILAENER.E Dimethyl: 1

2075 true 801 872.5019 871.5015 1 -7.92 440.22 25.83 34.5 (M:34.5) 1 1 0 R.ALLENEK.K Dimethyl: 1, 7



2076 true 801 1172.6416 1171.6209 1 11.49 69.71 28.17 23.2 (M:23.2) 1 1 1 K.EDMTYAVRK.L
Dimethyl:2H(4): 1; 
Dimethyl: 9

2077 true 801 1288.6673 1287.6645 1 -3.48 166.44 29.33 44.2 (M:44.2) 1 1 0 K.VADMALHYANK.Y Dimethyl: 1, 11

2078 false 803 914.5147 913.5273 1 -21.76 91.04 25.83 19.7 (M:19.7) 1 7 0 R.VPFAVPEK.V Dimethyl: 8

2079 true 803 914.5147 913.512 1 -5.08 116.89 25.83 49.8 (M:49.8) 1 1 0 R.GTLDPVEK.A Dimethyl: 1, 8

2080 false 803 1318.6578 1317.6823 1 -24.12 192.58 28.33 15.1 (M:15.1) 1 4 1 -.KMGGGGGVSSGVGGR.G Dimethyl: 1, 1



2081 true 803 1503.8229 1502.7981 1 11.69 190.87 28.5 53.4 (M:53.4) 1 1 1 K.HKLDVTSVDDYK.A Dimethyl: 1, 2, 12

2082 true 804 922.5651 921.5623 1 -4.8 131.49 25.67 32.7 (M:32.7) 1 1 0 R.GTLDPVEK.A Dimethyl:2H(4): 1, 8

2083 false 804 1403.7438 1402.7643 1 -19.75 177.68 25.5 15.9 (M:15.9) 1 7 1 K.APGFAQMLKEGAK.H Dimethyl: 9, 13

2084 true 804 1518.74 1517.7362 1 -2.25 207.28 25.83 60.0 (M:60.0) 1 1 0 K.DINAYNGDQPVEK.L Dimethyl: 1, 13

2085 true 804 1519.8703 1518.8493 1 8.99 179.24 27.83 43.0 (M:43.0) 1 1 1 R.VHELEDTLSKER.E Dimethyl:2H(4): 1, 10



2086 true 805 790.4786 789.4749 1 -4.43 343.94 31.17 45.6 (M:45.6) 2 1 0 R.NVNIFK.F Dimethyl: 1, 6

2087 true 805 1526.7877 1525.7864 1 -3.89 184.8 25.83 24.2 (M:24.2) 1 1 0 K.DINAYNGDQPVEK.L Dimethyl:2H(4): 1, 13

2088 true 805 1554.9669 1553.9934 1 -21.74 219.56 29.5 59.6 (M:59.6) 1 1 0 K.KPLPDHVSIVEPK.E Dimethyl:2H(4): 1, 1, 13

2089 false 806 1046.5575 1045.5655 1 -14.61 148.66 25.67 24.8 (M:24.8) 1 4 0 K.GSGTAEVELK.K Dimethyl: 1, 10

2090 true 806 1543.7691 1542.7638 1 -1.25 210.1 25.83 54.8 (M:54.8) 2 1 0 R.LNQIGVENTEENR.R Dimethyl: 1



2091 true 806 1562.8558 1561.8365 1 7.7 178.42 28.67 65.1 (M:65.1) 1 1 1 R.ERHPGSFDVVHVK.D Dimethyl: 1, 13

2092 true 807 1570.9068 1569.8867 1 8.16 193.22 28.67 54.5 (M:54.5) 1 1 1 R.ERHPGSFDVVHVK.D Dimethyl:2H(4): 1, 13

2093 true 808 1547.7723 1546.7889 1 -15.41 224.24 25.83 37.6 (M:37.6) 2 1 0 R.LNQIGVENTEENR.R Dimethyl:2H(4): 1

2094 false 809 1562.7549 1561.7658 1 -11.63 158.27 25.5 20.4 (M:20.4) 1 2 0 K.MEAINALSEGDLQK.A
Oxidation: 1; Dimethyl: 
14

2095 true 810 1276.6419 1275.6394 1 -3.77 137.57 26.33 35.6 (M:35.6) 2 1 0 R.FACHSASLTVR.N
Carbamidomethyl: 3; 
Dimethyl: 1



2096 true 810 1580.7757 1579.7628 1 3.61 177.73 25.83 100.5 (M:100.5) 2 1 0 K.SVTEQGAELSNEER.N Dimethyl:2H(4): 1

2097 true 810 1760.8708 1759.8597 1 2.2 191.97 27.67 56.7 (M:56.7) 1 1 1 K.LCSAPAEEREVGQMK.L
Carbamidomethyl: 2; 
Dimethyl: 1, 15

2098 true 812 1477.7603 1476.7601 1 -4.81 317.49 30 72.0 (M:72.0) 1 1 0 K.GPDGYGFHLHGEK.G Dimethyl:2H(4): 1, 13

2099 false 813 773.4654 772.4443 1 17.84 436.28 28.5 20.0 (M:20.0) 1 5 0 R.DLALVSR.D

2100 true 813 773.4654 772.4443 1 17.84 283.14 28.5 35.5 (M:35.5) 1 1 0 R.SLADIAR.E Dimethyl: 1



2101 true 813 1095.5983 1094.6084 1 -15.9 211.3 28.5 20.3 (M:20.3) 1 1 0 R.IAQITGPPDR.C Dimethyl: 1

2102 true 814 1099.6298 1098.6335 1 -10.02 186.22 28.5 28.9 (M:28.9) 2 1 0 R.IAQITGPPDR.C Dimethyl:2H(4): 1

2103 true 814 1239.6851 1238.6809 1 -2.42 121.18 31 28.9 (M:28.9) 1 1 0 M.ATYVQLNTGAK.M
Dimethyl:2H(4): 11; 
Acetyl: 1

2104 true 815 797.4599 796.4381 1 18.15 330.65 28.33 24.0 (M:24.0) 1 1 0 R.DSFLQR.V Dimethyl:2H(4): 1

2105 false 815 797.4599 796.4517 1 1.12 348.15 28.33 21.8 (M:21.8) 1 52.76 4 1 R.MSFLKK.Q
Oxidation: 1; Dimethyl: 
6



2106 true 815 1527.7942 1526.7875 1 -0.36 110.64 29.83 46.8 (M:46.8) 1 1 0 R.TATTVEHLAIQCR.S
Carbamidomethyl: 12; 
Dimethyl: 1

2107 true 816 1364.7428 1363.7401 1 -3.34 241.32 26.33 15.2 (M:15.2) 1 1 0 K.YFHPPAHLQAK.I Dimethyl: 1, 11

2108 true 816 1531.8182 1530.8126 1 -1.07 138.23 29.83 37.0 (M:37.0) 1 1 0 R.TATTVEHLAIQCR.S
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

2109 true 816 1902.947 1901.9359 1 2.02 250.86 27.67 22.9 (M:22.9) 1 1 1 R.AKTHNEYEEGLGGDYR.L Dimethyl:2H(4): 1, 2

2110 true 816 1934.0146 1933.0095 1 -1.1 147.45 26 133.9 (M:133.9) 2 1 0
M.SETAPAPAAEAAPAAAPAPA
K.A

Dimethyl:2H(4): 21; 
Acetyl: 1



2111 true 817 1251.6599 1250.6809 1 -22.55 113.31 28.33 42.0 (M:42.0) 1 1 0 K.GIPQASEYQAK.V
Dimethyl:2H(4): 1; 
Dimethyl: 11

2112 false 817 1251.6599 1250.6659 1 -10.62 114.06 28.33 17.8 (M:17.8) 1 3 1 K.FRDDFDKPK.A Dimethyl: 1, 7, 9

2113 true 817 1372.7885 1371.7903 1 -6.58 261.89 26.33 42.3 (M:42.3) 1 1 0 K.YFHPPAHLQAK.I Dimethyl:2H(4): 1, 11

2114 true 818 1254.6264 1253.6326 1 -10.73 93.62 28.5 17.5 (M:17.5) 1 1 0 K.YVECSALTQK.G
Carbamidomethyl: 4; 
Dimethyl: 1, 10

2115 false 819 781.455 780.4353 1 15.88 249.17 27.67 17.3 (M:17.3) 1 8 0 K.MAENIK.L

Dimethyl:2H(4): 1; 
Oxidation: 1; Dimethyl: 
6



2116 false 819 781.455 780.4494 1 -2.11 175.02 27.67 28.4 (M:28.4) 2 3 0 R.HIDQLK.E Dimethyl: 6

2117 false 819 781.455 780.4432 1 5.82 237.55 27.67 29.8 (M:29.8) 2 2 0 R.AFDQIR.M Dimethyl:2H(4): 1

2118 false 819 781.455 780.4494 1 -2.11 208.51 27.67 17.9 (M:17.9) 1 7 1 K.YSKSLR.Y Dimethyl: 3

2119 true 820 711.3956 710.3901 1 -2.43 242.69 26 15.4 (M:15.4) 1 1 0 K.LEDFR.D Dimethyl:2H(4): 1

2120 true 820 711.3956 710.3901 1 -2.43 242.69 26 15.4 (M:15.4) 1 1 0 K.LEDFR.D Dimethyl:2H(4): 1



2121 true 820 1452.656 1451.6576 1 -6.08 255.23 26.5 49.3 (M:49.3) 1 1 0 R.GSGGLGGACGGAGFGSR.S
Carbamidomethyl: 9; 
Dimethyl: 1

2122 true 821 852.4111 851.4025 1 1.56 386.08 26 25.2 (M:25.2) 2 1 0 K.DYEELR.T Dimethyl: 1

2123 true 821 926.5067 925.4909 1 9.18 117.1 29.17 47.0 (M:47.0) 1 1 0 R.FANYIDK.V Dimethyl: 1, 7

2124 false 821 926.5067 925.5022 1 -2.94 116.71 29.17 17.0 (M:17.0) 1 9 0 K.HFPNIDK.E Dimethyl: 1, 7

2125 false 821 926.5067 925.4841 1 16.57 178.55 29.17 21.4 (M:21.4) 1 5 1 K.VTKEMDR.E
Dimethyl:2H(4): 3; 
Oxidation: 5



2126 true 821 1263.7373 1262.7412 1 -8.85 95.89 28.33 21.9 (M:21.9) 1 1 1 K.FRDDFDKPK.A Dimethyl:2H(4): 1, 7, 9

2127 true 821 1675.8424 1674.8337 1 0.82 190.11 25.67 70.8 (M:70.8) 1 1 0 R.EMDHTEPPPAPVPAR.V Dimethyl:2H(4): 1

2128 true 822 892.4781 891.4563 1 16.26 531.53 26.17 17.9 (M:17.9) 1 1 1 R.RNAEQFK.D

2129 true 822 1297.7359 1296.7402 1 -8.91 122.25 28.5 31.0 (M:31.0) 1 1 0 K.VNTLIRPDGEK.K Dimethyl: 1, 11

2130 false 823 898.5168 897.5194 1 -10.95 597.01 26.17 15.8 (M:15.8) 1 2 0 K.QGGVASGMK.H Dimethyl:2H(4): 1, 9



2131 true 823 1332.6287 1331.618 1 2.55 79.29 29.33 33.6 (M:33.6) 1 1 0 K.IVSENYTYCR.L
Carbamidomethyl: 9; 
Dimethyl: 1

2132 true 823 1510.7517 1509.7482 1 -2.51 131.51 28.83 35.7 (M:35.7) 1 1 0 K.SPAHCELMAGHLR.N
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2133 true 823 2064.9468 2063.9334 1 2.96 118.41 25.67 93.1 (M:93.1) 2 1 0 R.EYSSELNAPSQESDSHPR.K Dimethyl:2H(4): 1

2134 true 824 906.4944 905.4858 1 1.43 170.62 26.33 44.2 (M:44.2) 2 1 0 R.EIAQDFK.T Dimethyl: 1, 7

2135 true 824 1149.6621 1148.6391 1 13.67 285.63 28.5 29.1 (M:29.1) 2 1 0 R.MFTTYPPTK.T Dimethyl:2H(4): 1, 9



2136 true 824 1349.6694 1348.6735 1 -8.45 65.96 28.5 59.9 (M:59.9) 1 1 0 K.TFQEAQSQLNR.A Dimethyl: 1

2137 true 824 1541.8589 1540.8511 1 0.32 108.95 31.17 22.0 (M:22.0) 1 1 0 R.NLSLVPPAAPSSGSGR.S Dimethyl:2H(4): 1

2138 false 825 959.5368 958.517 1 13.11 131.3 30.17 18.0 (M:18.0) 1 9 0 -.MFPTMLK.I

Dimethyl:2H(4): 1; 
Oxidation: 1, 5; 
Dimethyl: 7

2139 true 825 959.5368 958.531 1 -1.54 118.55 30.17 42.8 (M:42.8) 2 1 0 R.VMEHFIK.L Dimethyl: 1, 7

2140 false 825 959.5368 958.5236 1 6.17 100.01 30.17 18.0 (M:18.0) 1 9 0 K.GGGIDPFLR.N Dimethyl: 1



2141 false 825 1016.6071 1015.5914 1 8.33 194.67 28.5 16.3 (M:16.3) 1 4 1 R.GGDIISDKK.A Dimethyl: 1, 8, 9

2142 true 825 1353.6869 1352.6986 1 -14.04 106.9 28.5 17.6 (M:17.6) 1 1 0 K.TFQEAQSQLNR.A Dimethyl:2H(4): 1

2143 false 826 935.5374 934.5124 1 19 163.4 26 17.5 (M:17.5) 1 4 0 -.YVDIQNK.R Dimethyl: 1, 7

2144 true 826 1536.7743 1535.763 1 2.57 209.73 30 63.8 (M:63.8) 1 1 0 R.ASQNSHGDFSISVR.H Dimethyl:2H(4): 1

2145 true 826 1694.9782 1693.9967 1 -15.2 164.8 26.5 18.1 (M:18.1) 1 1 0 K.VINQYQVVKPSAER.T Dimethyl:2H(4): 1, 9



2146 true 827 1774.8603 1773.8618 1 -4.93 179.53 26.5 65.5 (M:65.5) 2 1 0 R.TSQSTTQQQYAGMVGR.S Dimethyl:2H(4): 1

2147 true 828 940.5117 939.4913 1 13.96 110.2 28 46.1 (M:46.1) 1 1 0 K.DSTISSFK.D Dimethyl: 1, 8

2148 true 828 1942.9596 1941.9629 1 -5.44 149.2 28.33 34.5 (M:34.5) 1 1 0 K.ESQRPQAHECLGETLR.V
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

2149 true 829 1901.113 1900.1171 1 -6.01 259.42 26.33 36.0 (M:36.0) 1 1 1 K.AIKVEQATKPSFESGGR.R Dimethyl:2H(4): 1, 3, 9

2150 false 830 810.4074 809.4003 1 -0.31 240.72 28.67 16.6 (M:16.6) 1 3 0 -.MAAGGAER.V
Dimethyl:2H(4): 1; 
Oxidation: 1



2151 true 830 810.4074 809.4106 1 -12.92 287.81 28.67 29.4 (M:29.4) 1 1 0 R.YLMAER.L Dimethyl: 1

2152 true 830 961.5279 960.5029 1 18.49 113.95 28 31.8 (M:31.8) 1 1 0 R.NDPVYIGR.V Dimethyl: 1

2153 true 830 1077.5977 1076.5866 1 3.51 141.03 27.83 29.5 (M:29.5) 1 1 0 K.GTAVVNGEFK.E Dimethyl: 1, 10

2154 false 831 814.4339 813.4345 1 -9.58 339.89 28.5 15.3 (M:15.3) 1 2 0 R.ARPDAEK.K Dimethyl: 7

2155 true 831 814.4339 813.4357 1 -11.05 351.44 28.5 32.1 (M:32.1) 1 1 0 R.YLMAER.L Dimethyl:2H(4): 1



2156 true 831 1079.5696 1078.5593 1 2.79 228.11 31.17 38.0 (M:38.0) 3 1 0 R.CNNVLYIR.G
Carbamidomethyl: 1; 
Dimethyl: 1

2157 true 831 1118.5546 1117.5438 1 3.21 308.87 26 20.5 (M:20.5) 1 1 0 K.VQGEMEIER.W Dimethyl: 1

2158 true 832 1080.5911 1079.5724 1 10.59 212.88 28.5 44.4 (M:44.4) 2 1 0 R.VHIDIGADGR.A Dimethyl: 1

2159 true 832 1083.5908 1082.5845 1 -0.88 242.42 31.17 52.6 (M:52.6) 2 1 0 R.CNNVLYIR.G
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

2160 true 833 761.4896 760.4847 1 -3.12 275.84 26.67 28.1 (M:28.1) 1 1 0 K.VFLAQK.M Dimethyl: 1, 6



2161 false 833 1133.5599 1132.5612 1 -7.54 295.43 26 17.1 (M:17.1) 1 2 0 K.ALELDSSNEK.G Dimethyl: 10

2162 false 833 1133.5599 1132.5513 1 1.19 458.6 26 15.7 (M:15.7) 1 3 1 R.DKQDFVPER.N

2163 true 834 923.5415 922.5389 1 -5.06 91.77 26.5 16.4 (M:16.4) 1 1 0 R.YIPPHLR.N Dimethyl: 1

2164 true 834 1134.6849 1133.6696 1 7.09 266.82 27.83 50.1 (M:50.1) 1 1 1 K.IAAYDKLEK.T Dimethyl: 1, 6, 9

2165 false 834 1134.6849 1133.678 1 -0.32 314.18 27.83 30.7 (M:30.7) 1 3 1 K.IMVVKDIER.E Dimethyl:2H(4): 1



2166 true 834 1176.4743 1175.4661 1 0.81 162.27 26 41.1 (M:41.1) 1 1 0 R.YDDMASCMK.S
Carbamidomethyl: 7; 
Dimethyl: 1, 9

2167 true 834 3366.4968 3365.5145 1 -7.4 169.7 25.83 82.4 (M:82.4) 1 1 1
R.NYQQNYQNSESGEKNEGAENI
PEGQAQQR.R Dimethyl: 1, 14

2168 true 835 1146.7615 1145.7449 1 8.13 304.09 27.83 42.6 (M:42.6) 1 1 1 K.IAAYDKLEK.T Dimethyl:2H(4): 1, 6, 9

2169 true 835 1220.5911 1219.5833 1 0.42 161.16 26.17 56.4 (M:56.4) 2 1 0 R.DETNYGIPQR.A Dimethyl: 1

2170 true 835 1469.7157 1468.7099 1 -1.02 347.37 30 42.5 (M:42.5) 1 1 0 K.GPDGYGFHLHGEK.G Dimethyl: 1, 13



2171 true 835 3374.5397 3373.5647 1 -9.55 136.99 25.83 101.3 (M:101.3) 3 1 1
R.NYQQNYQNSESGEKNEGAENI
PEGQAQQR.R Dimethyl:2H(4): 1, 14

2172 true 836 1081.6376 1080.6419 1 -10.71 167.4 29.5 17.6 (M:17.6) 1 1 0 R.EYTINIHK.R Dimethyl:2H(4): 1, 8

2173 true 836 1224.6161 1223.6084 1 0.35 160.64 26.17 28.8 (M:28.8) 2 1 0 R.DETNYGIPQR.A Dimethyl:2H(4): 1

2174 true 837 972.5022 971.5076 1 -13.03 190.82 26.83 17.7 (M:17.7) 1 1 0 R.AITSAYYR.G Dimethyl: 1

2175 true 837 1046.4373 1045.4324 1 -2.33 120.71 25.67 25.5 (M:25.5) 1 1 0 R.DYDDMSPR.R
Dimethyl:2H(4): 1; 
Oxidation: 5



2176 true 837 1046.4373 1045.4324 1 -2.33 120.71 25.67 25.5 (M:25.5) 1 1 0 R.DYDDMSPR.R
Dimethyl:2H(4): 1; 
Oxidation: 5

2177 false 837 1073.625 1072.638 1 -18.91 206.2 26.17 49.8 (M:49.8) 1 2 1 K.EKLEETIK.S Dimethyl: 1, 2, 8

2178 true 837 1073.625 1072.6128 1 4.52 214.63 26.17 65.4 (M:65.4) 1 1 1 R.EKIETELR.D Dimethyl: 1, 2

2179 true 837 1199.6745 1198.671 1 -3.13 140.22 29 76.3 (M:76.3) 1 1 0 R.IGAEVYHNLK.N Dimethyl: 1, 10

2180 true 838 1207.7274 1206.7212 1 -0.9 134.53 29 63.7 (M:63.7) 1 1 0 R.IGAEVYHNLK.N Dimethyl:2H(4): 1, 10



2181 true 839 820.4425 819.4239 1 13.82 344.46 28.17 25.7 (M:25.7) 1 1 0 R.NAVDAFR.V Dimethyl: 1

2182 false 839 1101.7173 1100.6896 1 18.59 143.93 26.5 23.4 (M:23.4) 1 2 0 R.IILLFDAHK.L Dimethyl:2H(4): 1

2183 true 841 1117.7523 1116.747 1 -1.8 290.19 26.5 44.3 (M:44.3) 1 1 0 R.VVLIGGKPDR.V Dimethyl:2H(4): 1, 7

2184 true 841 1117.7523 1116.747 1 -1.8 290.19 26.5 44.3 (M:44.3) 1 1 0 R.VVLIGGKPDR.V Dimethyl:2H(4): 1, 7

2185 true 841 1244.7063 1243.7037 1 -3.73 168.04 29 32.4 (M:32.4) 1 1 0 R.AELPGVHPVAAR.L Dimethyl: 1



2186 true 842 1248.7334 1247.7288 1 -2.15 171.29 29 38.6 (M:38.6) 1 1 0 R.AELPGVHPVAAR.L Dimethyl:2H(4): 1

2187 true 843 1133.6021 1132.5951 1 -0.19 277.83 26.5 35.8 (M:35.8) 1 1 0 R.IMGPNYTPGK.K Dimethyl: 1, 10

2188 true 843 1392.7144 1391.698 1 6.6 198.91 27.83 40.3 (M:40.3) 1 1 0 R.CLALATHDNPPR.K
Carbamidomethyl: 1; 
Dimethyl: 1

2189 true 843 1492.8161 1491.8158 1 -4.65 123.21 29 36.4 (M:36.4) 1 1 0 K.IAVAHNGELTNAVR.L Dimethyl: 1

2190 false 843 1812.9137 1811.8835 1 12.65 234.61 29.17 16.9 (M:16.9) 1 2 1 R.QEEEMMAKEEELIK.V

Dimethyl:2H(4): 8; 
Oxidation: 5; Dimethyl: 
14



2191 true 843 1812.9137 1811.8802 1 14.43 185.05 29.17 74.7 (M:74.7) 1 1 0 R.FTIQNVGPQHDGDNSK.V Dimethyl: 1, 16

2192 true 843 2028.0094 2026.9969 1 2.62 116.29 31.17 109.7 (M:109.7) 2 1 0 K.GEMMDLQHGSLFLQTHK.I Dimethyl: 1, 17

2193 true 844 1141.6411 1140.6453 1 -10.01 309.3 26.5 16.8 (M:16.8) 1 1 0 R.IMGPNYTPGK.K Dimethyl:2H(4): 1, 10

2194 true 844 1396.7353 1395.7231 1 3.52 278.51 27.83 39.8 (M:39.8) 1 1 0 R.CLALATHDNPPR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

2195 true 845 878.5091 877.4909 1 12.43 431.53 28 16.6 (M:16.6) 1 1 0 K.NLDYVAK.S Dimethyl: 1, 7



2196 true 845 1151.6865 1150.6863 1 -6.09 286.68 26.5 47.9 (M:47.9) 1 1 0 R.IFAPNHVVAK.S Dimethyl: 1, 10

2197 true 846 893.4876 892.4654 1 16.63 512.57 28.17 49.8 (M:49.8) 1 1 0 R.NISFNDK.K Dimethyl: 1, 7

2198 true 846 893.4876 892.4654 1 16.63 512.57 28.17 49.8 (M:49.8) 1 1 0 R.NISFNDK.K Dimethyl: 1, 7

2199 false 846 893.4876 892.4804 1 -0.09 494.7 28.17 17.3 (M:17.3) 1 55.62 5 1 K.EKAENDK.L
Dimethyl:2H(4): 2; 
Dimethyl: 7

2200 true 846 1141.6228 1140.5889 1 23.26 294.28 28.5 20.9 (M:20.9) 1 1 0 R.MFTTYPPTK.T Dimethyl: 1, 9



2201 true 846 1159.7172 1158.7365 1 -22.89 321.54 26.5 23.4 (M:23.4) 1 1 0 R.IFAPNHVVAK.S Dimethyl:2H(4): 1, 10

2202 true 847 958.5167 957.492 1 18.22 117.84 28.17 37.8 (M:37.8) 1 1 0 K.HFELGGDK.K Dimethyl: 1, 8

2203 true 847 1225.6523 1224.6359 1 7.47 142.1 28.5 15.7 (M:15.7) 1 1 1 K.VMQFQGMGKK.A
Oxidation: 2; Dimethyl: 
1, 10

2204 true 847 1431.5849 1430.5772 1 0.29 247.63 25.67 28.9 (M:28.9) 1 1 0 K.SPDDAEYYCQR.A
Carbamidomethyl: 9; 
Dimethyl: 1

2205 true 848 748.4479 747.4279 1 16.94 256.28 28.5 17.2 (M:17.2) 1 1 0 R.FLEGVR.N Dimethyl: 1



2206 true 848 966.5662 965.5422 1 17.27 179.32 28.17 30.1 (M:30.1) 1 1 0 K.HFELGGDK.K Dimethyl:2H(4): 1, 8

2207 true 848 1154.6303 1153.6244 1 -1.17 343.46 30.33 63.1 (M:63.1) 1 1 0 K.FAVLHGETPR.I Dimethyl: 1

2208 true 848 1435.6157 1434.6024 1 4.22 300 25.83 31.6 (M:31.6) 3 1 0 K.SPDDAEYYCQR.A
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

2209 true 849 1158.6551 1157.6495 1 -1.49 387.32 30.33 47.1 (M:47.1) 1 1 0 K.FAVLHGETPR.I Dimethyl:2H(4): 1

2210 true 850 1510.7508 1509.7361 1 4.9 96.34 25.83 42.1 (M:42.1) 2 1 0 K.AAGAEDYAQQEAVR.A Dimethyl:2H(4): 1



2211 false 851 974.609 973.6222 1 -21.05 100.76 28.5 22.3 (M:22.3) 1 3 1 K.GVRAEAVLK.E Dimethyl:2H(4): 1

2212 true 851 1244.588 1243.5577 1 18.52 146.12 28.17 59.4 (M:59.4) 1 1 0 R.DNSTMGYMAAK.K Dimethyl: 1, 11

2213 true 851 1553.9864 1552.9428 1 23.35 126.84 28.67 40.8 (M:40.8) 1 1 0 K.YIQQTKPLTLER.T Dimethyl:2H(4): 1, 6

2214 true 851 1887.0302 1886.0284 1 -2.89 228.79 29 123.2 (M:123.2) 1 1 0 R.EIVHLQAGQCGNQIGAK.F
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 17

2215 true 851 1887.0302 1886.0284 1 -2.89 228.79 29 123.2 (M:123.2) 1 1 0 R.EIVHIQAGQCGNQIGAK.F
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 17



2216 true 852 1241.6073 1240.6088 1 -7.09 90.34 28.67 53.3 (M:53.3) 1 1 1 K.RFPGYDSESK.E Dimethyl: 1, 10

2217 true 853 1249.6665 1248.659 1 0.2 115.13 28.67 31.3 (M:31.3) 1 1 1 K.RFPGYDSESK.E Dimethyl:2H(4): 1, 10

2218 true 853 1409.7571 1408.7435 1 4.52 143.41 31.33 22.8 (M:22.8) 1 1 0 R.CSVLAAANPVYGR.Y
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

2219 true 853 2042.1429 2041.1394 1 -1.88 165.75 29 44.4 (M:44.4) 1 1 0 K.IINEVSKPMSHHIPVEK.I Dimethyl: 1, 7, 17

2220 true 854 1433.8537 1432.8489 1 -1.75 250.61 26.67 61.5 (M:61.5) 1 1 0 R.GAAQNIIPASTGAAK.A Dimethyl:2H(4): 1, 15



2221 true 854 2054.2204 2053.2147 1 -0.79 150.8 28.83 25.8 (M:25.8) 1 1 0 K.IINEVSKPMSHHIPVEK.I Dimethyl:2H(4): 1, 7, 17

2222 true 855 1364.7872 1363.7823 1 -1.79 225.01 30.17 39.0 (M:39.0) 2 1 0 R.QAILGIHNEVSK.I Dimethyl: 1, 12

2223 true 856 1633.7706 1632.7616 1 1 239.58 27.67 69.2 (M:69.2) 1 1 0 R.EHHFGSSGMTLNER.F Dimethyl:2H(4): 1

2224 true 856 1636.8162 1635.7754 1 20.49 222.88 28 66.2 (M:66.2) 1 1 0 K.HQAFEAELHANADR.I Dimethyl: 1

2225 true 856 2072.0223 2070.9855 1 14.23 182.59 29.17 40.4 (M:40.4) 1 1 0 R.THSGEKPYECYICHAR.F
Carbamidomethyl: 10, 
13; Dimethyl:2H(4): 1, 6



2226 true 857 1640.8408 1639.8005 1 20.13 211.9 28 37.1 (M:37.1) 1 1 0 K.HQAFEAELHANADR.I Dimethyl:2H(4): 1

2227 true 857 1686.9501 1685.9465 1 -2.16 149.24 26.5 38.7 (M:38.7) 1 1 0 K.VINQYQVVKPSAER.T Dimethyl: 1, 9

2228 true 857 2174.2311 2173.17 1 24.76 134.71 28.5 71.2 (M:71.2) 2 1 1 -.MREIVHIQAGQCGNQIGAK.F
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 19

2229 true 857 2174.2311 2173.17 1 24.76 134.71 28.5 71.2 (M:71.2) 2 1 1 -.MREIVHLQAGQCGNQIGAK.F
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 19

2230 true 859 950.5185 949.512 1 -0.85 196.74 26.17 42.1 (M:42.1) 1 1 0 R.ELYDAGVK.R Dimethyl: 1, 8



2231 true 859 1490.7593 1489.7686 1 -11.15 83.08 28.5 29.4 (M:29.4) 1 1 0 R.SIRPDNMSEYSK.Q Dimethyl:2H(4): 1, 12

2232 true 860 1585.802 1584.8042 1 -5.98 118.83 28.5 48.7 (M:48.7) 1 1 0 K.LQMEQQQQLQQR.Q Dimethyl: 1

2233 true 860 1961.9872 1960.9752 1 2.43 72.31 25.67 83.8 (M:83.8) 2 1 0 K.AVAEGSQQQQAELEASQR.E Dimethyl:2H(4): 1

2234 false 861 1063.565 1062.5557 1 1.87 180.31 26.17 18.8 (M:18.8) 1 2 0 K.SETDTTLIR.G Dimethyl: 1

2235 true 861 1590.8724 1589.8599 1 3.22 285.15 31.5 21.1 (M:21.1) 1 1 1 R.AGKGPIVMELQTYR.Y Dimethyl: 1



2236 true 863 803.4269 802.4194 1 0.39 438.01 26.67 21.0 (M:21.0) 1 1 0 R.MLPMQR.V Dimethyl: 1

2237 true 863 1075.526 1074.5016 1 15.98 292.06 26.17 27.0 (M:27.0) 1 1 0 K.AELDDTPMR.G Dimethyl: 1

2238 false 864 708.3745 707.3715 1 -6.05 53.64 31.83 17.0 (M:17.0) 2 2 1 R.SRFDR.Q Dimethyl: 1

2239 true 864 1520.7988 1519.7631 1 18.7 171.34 28.67 34.4 (M:34.4) 1 1 0 K.YNSDGTIAIASQPR.E Dimethyl: 1

2240 true 864 1780.8588 1779.858 1 -3.65 196.05 30.33 107.4 (M:107.4) 1 1 0 R.FTQDTQPHYIYSPR.E Dimethyl: 1



2241 false 865 1121.5705 1120.5481 1 13.46 582.28 27.83 18.9 (M:18.9) 1 9 1 -.MGRMAEVVGR.A Oxidation: 1

2242 true 865 1352.7708 1351.7376 1 19.17 144.37 28.67 28.5 (M:28.5) 1 1 1 K.TKFPADQYYR.F Dimethyl:2H(4): 1, 2

2243 true 865 1524.8313 1523.7882 1 23.54 198.01 28.67 44.3 (M:44.3) 1 1 0 K.YNSDGTIAIASQPR.E Dimethyl:2H(4): 1

2244 true 865 1784.8824 1783.8831 1 -4.49 165.16 30.33 54.7 (M:54.7) 1 1 0 R.FTQDTQPHYIYSPR.E Dimethyl:2H(4): 1

2245 true 865 2760.3514 2759.3388 1 1.95 74.37 25.67 75.5 (M:75.5) 1 1 1
R.ASQAAGDNQGDDSKEQPFSG
AAAQDAK.A

Dimethyl:2H(4): 1, 14, 
27



2246 true 866 1635.8715 1634.8376 1 16.23 194.27 28.67 52.8 (M:52.8) 1 1 0 M.AGDEAGVTLGQPHLSR.Q Dimethyl: 1

2247 true 867 1639.9018 1638.8627 1 19.41 218.6 28.67 48.9 (M:48.9) 1 1 0 M.AGDEAGVTLGQPHLSR.Q Dimethyl:2H(4): 1

2248 true 868 917.4978 916.4978 1 -7.93 53.46 28.83 41.2 (M:41.2) 3 1 0 R.GEGITSGLR.H Dimethyl: 1

2249 true 868 1000.5842 999.5787 1 -1.79 97.47 26.83 32.6 (M:32.6) 2 1 0 K.VCNPIITK.L
Carbamidomethyl: 2; 
Dimethyl: 1, 8

2250 true 869 1869.9434 1868.9431 1 -3.76 240.42 30.17 24.4 (M:24.4) 1 1 0 R.QAFLHPGGSPNQLSNDR.I Dimethyl:2H(4): 1



2251 false 870 870.3912 869.3919 1 -9.19 390.2 26 25.9 (M:25.9) 2 2 0 K.DYPYER.Y Dimethyl: 1

2252 true 871 1296.5914 1295.5816 1 1.92 287.96 26.33 54.9 (M:54.9) 2 1 0 R.YLAEVACGDDR.K
Carbamidomethyl: 7; 
Dimethyl: 1

2253 true 872 908.4698 907.4552 1 8.06 131.54 28 28.0 (M:28.0) 1 1 0 R.HYELYR.R Dimethyl: 1

2254 true 872 908.4698 907.4552 1 8.06 131.54 28 28.0 (M:28.0) 1 1 0 R.HYELYR.R Dimethyl: 1

2255 true 872 1178.7027 1177.6931 1 1.96 86 26.83 47.1 (M:47.1) 2 1 0 R.VLIAAHGNSLR.G Dimethyl: 1



2256 true 873 912.5073 911.4803 1 21.65 104.9 27.83 35.6 (M:35.6) 1 1 0 R.HYELYR.R Dimethyl:2H(4): 1

2257 true 873 912.5073 911.4803 1 21.65 104.9 27.83 35.6 (M:35.6) 1 1 0 R.HYELYR.R Dimethyl:2H(4): 1

2258 false 873 1105.5841 1104.571 1 5.28 388.95 28.33 17.8 (M:17.8) 1 4 1 K.DCLASISRR.A
Carbamidomethyl: 2; 
Dimethyl: 1

2259 false 873 1105.5841 1104.5597 1 15.44 195.67 28.33 22.4 (M:22.4) 1 2 0 K.CLASATEGIR.L
Carbamidomethyl: 1; 
Dimethyl: 1

2260 false 873 1105.5841 1104.5849 1 -7.31 226.36 28.33 16.9 (M:16.9) 1 7 0 R.AMVASGSELGK.R Dimethyl: 1, 11



2261 true 873 1182.7321 1181.7182 1 5.59 78.05 26.67 43.7 (M:43.7) 1 1 0 R.VLIAAHGNSLR.G Dimethyl:2H(4): 1

2262 true 873 2098.2068 2097.1645 1 16.68 200.6 28.83 54.7 (M:54.7) 2 1 1 K.MQRPPPVPNPDYEPIRK.G Dimethyl:2H(4): 1, 17

2263 true 874 1201.6609 1200.6503 1 2.83 83.97 26.83 35.9 (M:35.9) 1 1 0 R.GSTAPVGGGAFPK.I Dimethyl: 1, 13

2264 false 874 1343.6373 1342.6293 1 0.58 288.57 26.33 20.2 (M:20.2) 1 3 0 K.YEEQFTLEEK.S Dimethyl: 10

2265 true 874 2113.1541 2112.1613 1 -6.86 158.79 30.17 57.1 (M:57.1) 1 1 0 K.TLPGMHHPIQMKPADSEK.S
Dimethyl:2H(4): 1, 12, 
18



2266 false 875 942.5803 941.5636 1 9.92 92.12 28 15.6 (M:15.6) 1 4 0 R.GGLFTFIR.F Dimethyl:2H(4): 1

2267 false 875 947.5385 946.5386 1 -7.69 88.27 26 17.2 (M:17.2) 1 4 0 R.QLEEQLR.I Dimethyl:2H(4): 1

2268 false 876 814.4878 813.4709 1 11.83 318.58 28.67 25.9 (M:25.9) 1 2 0 K.DIVNGLR.S Dimethyl: 1

2269 true 876 1230.5364 1229.5285 1 0.52 53.94 26 50.7 (M:50.7) 2 1 0 K.NDQCYDDIR.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

2270 true 876 1325.6925 1324.686 1 -0.54 174.73 32.5 32.6 (M:32.6) 1 1 0 K.CAANLGLTNGFR.M
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



2271 true 877 1182.6103 1181.6264 1 -19.79 113.94 30.5 17.3 (M:17.3) 1 1 1 -.MADGDGSSVKK.R
Dimethyl:2H(4): 10; 
Dimethyl: 1, 11

2272 true 879 1231.6271 1230.6204 1 -0.47 90.21 26 31.3 (M:31.3) 1 1 0 K.TNEAQAIETAR.A Dimethyl: 1

2273 true 879 1507.8646 1506.8857 1 -18.81 131.88 29 23.3 (M:23.3) 1 1 1 K.QLTQELVAEKER.N Dimethyl:2H(4): 1, 10

2274 true 882 1573.834 1572.8009 1 16.46 148.27 28.33 43.3 (M:43.3) 1 1 0 K.HALLEADVAAHQDR.I Dimethyl: 1

2275 true 883 1201.5973 1200.5859 1 3.41 76.01 27.83 17.6 (M:17.6) 1 1 1 R.GGDLMSYDRR.G Dimethyl:2H(4): 1



2276 true 883 1201.5973 1200.5859 1 3.41 76.01 27.83 17.6 (M:17.6) 1 1 1 R.GGDLMSYDRR.G Dimethyl:2H(4): 1

2277 true 883 2063.9435 2062.9353 1 0.44 184.87 29.17 15.8 (M:15.8) 1 1 0 R.THSGEKPYECYICHAR.F
Carbamidomethyl: 10, 
13; Dimethyl: 1, 6

2278 true 884 1492.7848 1491.7831 1 -3.75 85.71 28.67 35.9 (M:35.9) 1 1 0 K.TQPVEAASSGASSLR.S Dimethyl:2H(4): 1

2279 true 885 760.4638 759.4564 1 0.05 235.29 26.83 24.5 (M:24.5) 1 1 0 R.VTIMPK.D
Oxidation: 4; Dimethyl: 
1, 6

2280 true 885 1375.8248 1374.8148 1 2.01 238.37 26 66.7 (M:66.7) 1 1 1 R.YLAEVAAGDDKK.G
Dimethyl:2H(4): 1, 11, 
12



2281 true 885 1632.7528 1631.7515 1 -3.65 174.78 30.33 73.9 (M:73.9) 1 1 0 R.WANYHLENAGCNK.V
Carbamidomethyl: 11; 
Dimethyl: 1, 13

2282 false 886 980.4981 979.4723 1 18.87 167.74 28.5 29.0 (M:29.0) 1 2 0 R.HPSNSDPVK.A

2283 true 886 980.4981 979.4723 1 18.87 111.94 28.5 60.5 (M:60.5) 1 1 0 R.NSLDSFGGR.N Dimethyl: 1

2284 true 886 1393.6721 1392.6634 1 1.04 247.51 26 51.0 (M:51.0) 1 1 0 R.SQYEQLAEQNR.K Dimethyl: 1

2285 true 886 1743.944 1742.9344 1 1.31 144.48 31.67 93.9 (M:93.9) 1 1 0 K.GHFGPINSVAFHPDGK.S Dimethyl:2H(4): 1, 16



2286 true 887 984.5261 983.4974 1 21.73 155.87 28.5 32.0 (M:32.0) 1 1 0 R.NSLDSFGGR.N Dimethyl:2H(4): 1

2287 false 888 888.487 887.5014 1 -24.42 471.71 30.5 15.4 (M:15.4) 1 10 0 K.IENLDPR.G Dimethyl:2H(4): 1

2288 false 888 888.487 887.4712 1 9.56 441.11 30.5 15.9 (M:15.9) 1 8 1 K.VLKEDER.Q

2289 true 888 888.487 887.4865 1 -7.61 458.24 30.5 38.3 (M:38.3) 1 1 0 K.LAEQFPR.Q Dimethyl: 1

2290 true 888 970.5686 969.5648 1 -3.56 137.64 29.33 39.9 (M:39.9) 1 1 0 R.IFDAHALK.H Dimethyl: 1, 8



2291 true 888 1343.713 1342.7031 1 1.95 180.15 29.83 15.7 (M:15.7) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl:2H(4): 1

2292 true 888 1343.713 1342.7031 1 1.95 180.15 29.83 15.7 (M:15.7) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl:2H(4): 1

2293 true 888 1452.7138 1451.7079 1 -0.95 276.11 26 37.9 (M:37.9) 1 1 1 R.YLAEVACGDDRK.Q
Carbamidomethyl: 7; 
Dimethyl: 1, 12

2294 false 889 919.5174 918.5208 1 -11.64 219.69 28.83 19.9 (M:19.9) 1 2 1 K.VMEQKLK.E
Oxidation: 2; Dimethyl: 
7

2295 true 889 919.5174 918.5287 1 -20.19 134.01 28.83 21.9 (M:21.9) 1 1 0 R.AYLQQLR.Q Dimethyl: 1



2296 true 889 1460.7632 1459.7581 1 -1.5 300.55 26 18.3 (M:18.3) 1 1 1 R.YLAEVACGDDRK.Q
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 12

2297 true 890 1133.7243 1132.7034 1 11.98 268.04 28.83 37.1 (M:37.1) 2 1 0 K.NKPAFFADK.L Dimethyl:2H(4): 1, 2, 9

2298 true 891 1170.6398 1169.6165 1 13.73 356.79 29 27.4 (M:27.4) 1 1 0 R.YGCLSGVQVR.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2299 true 892 1039.5719 1038.5644 1 0.22 128.23 29.17 22.0 (M:22.0) 1 1 0 K.LMQLVDHR.G Dimethyl: 1

2300 true 893 1043.5946 1042.5895 1 -2.11 197.53 29.17 38.6 (M:38.6) 1 1 0 K.LMQLVDHR.G Dimethyl:2H(4): 1



2301 true 894 824.4058 823.4076 1 -10.97 240.87 26.17 30.6 (M:30.6) 2 1 0 K.ESYELR.Y Dimethyl: 1

2302 false 894 824.4058 823.415 1 -19.93 267.39 26.17 16.5 (M:16.5) 1 4 0 R.MPYEIK.K
Oxidation: 1; Dimethyl: 
6

2303 true 894 1267.6612 1266.6357 1 14.36 151.59 28.5 42.1 (M:42.1) 1 1 0 K.HPSEIFPEQR.K Dimethyl: 1

2304 true 895 1078.5202 1077.5091 1 3.56 329.31 27.67 25.2 (M:25.2) 1 1 0 K.NQDLEFER.N Dimethyl: 1

2305 false 895 1078.5202 1077.5165 1 -3.3 359.08 27.67 15.7 (M:15.7) 1 2 0 R.GLWNEEMK.N
Oxidation: 7; Dimethyl: 
1, 8



2306 true 895 1298.797 1297.7758 1 10.75 154.52 28.83 63.7 (M:63.7) 1 1 1 R.NKLDHYAIIK.F Dimethyl: 1, 2, 10

2307 true 895 1706.9087 1705.9264 1 -14.6 174.87 28.83 29.9 (M:29.9) 1 50 1 1 R.KAIHEVFEVGVASHR.I Dimethyl: 1

2308 true 896 1310.8723 1309.8511 1 10.58 228.13 28.83 44.1 (M:44.1) 1 1 1 R.NKLDHYAIIK.F Dimethyl:2H(4): 1, 2, 10

2309 false 897 1086.6041 1085.5968 1 -0.01 325.56 26.5 28.3 (M:28.3) 2 2 0 K.ALAEELEQK.L Dimethyl: 1, 9

2310 true 897 1086.6041 1085.5968 1 -0.01 339.97 26.5 48.0 (M:48.0) 2 1 0 R.ALEEAIEQK.A Dimethyl: 1, 9



2311 false 898 1047.647 1046.6237 1 15.31 163.6 26.83 17.0 (M:17.0) 1 6 1 R.FVTGNKILR.I

2312 false 898 1094.6606 1093.6471 1 5.76 271.5 26.33 31.2 (M:31.2) 1 2 0 K.ALAEELEQK.L Dimethyl:2H(4): 1, 9

2313 true 898 1094.6606 1093.6471 1 5.76 313.19 26.33 47.8 (M:47.8) 2 1 0 R.ALEEAIEQK.A Dimethyl:2H(4): 1, 9

2314 true 899 1277.694 1276.6928 1 -4.79 142.2 29.33 50.6 (M:50.6) 1 1 0 R.HPGSFDVVHVK.D Dimethyl: 1, 11

2315 true 900 1285.7454 1284.743 1 -3.79 229.08 29.33 32.3 (M:32.3) 1 1 0 R.HPGSFDVVHVK.D Dimethyl:2H(4): 1, 11



2316 true 900 1437.7221 1436.726 1 -7.76 188.45 29 20.3 (M:20.3) 1 1 1 K.VNNFSSDIKDSR.A Dimethyl: 1, 9

2317 true 900 1902.0059 1900.9982 1 0.25 205.6 26 46.0 (M:46.0) 1 1 1 R.LVEVDTSRQQEYENK.M Dimethyl:2H(4): 1, 15

2318 true 901 1171.6315 1170.6018 1 19.12 50.48 26.83 15.5 (M:15.5) 1 1 0 K.DWHRPCLR.C
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

2319 true 901 1445.774 1444.7762 1 -6.55 181.18 29 31.6 (M:31.6) 2 1 1 K.VNNFSSDIKDSR.A Dimethyl:2H(4): 1, 9

2320 true 901 1486.9194 1485.8919 1 13.62 160.52 28.83 29.5 (M:29.5) 1 1 1 K.KEDLYLKPIQR.T Dimethyl: 1, 1, 7



2321 false 902 1202.6076 1201.6278 1 -22.81 238.94 27.17 17.6 (M:17.6) 1 9 1 K.EINFCHKVK.L
Carbamidomethyl: 5; 
Dimethyl: 9

2322 false 902 1202.6076 1201.5947 1 4.64 142.07 27.17 19.3 (M:19.3) 1 6 0 R.CLGPMLAEVGR.V Carbamidomethyl: 1

2323 false 902 1202.6076 1201.6303 1 -24.89 204.05 27.17 19.5 (M:19.5) 1 5 1 K.EGGSEAAVKAAGK.Y Dimethyl: 13

2324 true 902 1218.6585 1217.6478 1 2.77 133.03 26.83 41.1 (M:41.1) 1 1 0 R.YTPIQQGPMK.V Dimethyl: 1, 10

2325 true 902 1479.6954 1478.6898 1 -1.14 240.15 29 46.5 (M:46.5) 1 1 0 K.SEGVYCCGPAPVK.A
Carbamidomethyl: 6, 7; 
Dimethyl: 1, 13



2326 true 902 1498.9969 1497.9672 1 14.92 125.66 28.83 44.1 (M:44.1) 1 1 1 K.KEDLYLKPIQR.T Dimethyl:2H(4): 1, 1, 7

2327 true 903 1393.7819 1392.7663 1 5.93 212.24 27 53.3 (M:53.3) 1 1 0 R.IQTQPGYANTLR.Q Dimethyl:2H(4): 1

2328 true 903 1488.7631 1487.758 1 -1.45 62.55 28.83 18.4 (M:18.4) 1 1 0 K.TQPVEAASSGASSLR.S Dimethyl: 1

2329 true 903 1544.8613 1543.8268 1 17.58 131.31 28.83 21.1 (M:21.1) 1 1 0 R.QGQGQLVTCSGAFK.E
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 14

2330 true 905 1394.7609 1393.7565 1 -2.09 194.4 29.17 79.7 (M:79.7) 1 1 0 K.GAVDGGLSIPHSTK.R Dimethyl: 1, 14



2331 true 906 1402.8121 1401.8067 1 -1.35 277.31 29.17 43.4 (M:43.4) 1 1 0 K.GAVDGGLSIPHSTK.R Dimethyl:2H(4): 1, 14

2332 true 906 1425.6941 1424.6783 1 5.93 204.81 26.33 19.1 (M:19.1) 1 1 0 R.VSGTEGYETEGIR.G Dimethyl: 1

2333 true 907 1124.6428 1123.6288 1 6.05 311.39 29.17 55.2 (M:55.2) 1 1 0 R.VHIEIGPDGR.V Dimethyl:2H(4): 1

2334 false 907 1124.6428 1123.6461 1 -9.33 251.78 29.17 16.4 (M:16.4) 1 2 1 K.DDTMLLKGK.G

Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 
7, 9

2335 true 907 1219.5976 1218.5914 1 -0.9 90.73 26 19.8 (M:19.8) 2 1 0 K.IAEVDCTVER.N
Carbamidomethyl: 6; 
Dimethyl: 1



2336 true 907 1429.7195 1428.7034 1 6.12 278.81 26.33 19.9 (M:19.9) 1 1 0 R.VSGTEGYETEGIR.G Dimethyl:2H(4): 1

2337 true 907 1615.808 1614.775 1 15.9 175.49 28.33 57.2 (M:57.2) 1 1 0 K.HQAFEAELSANQSR.I Dimethyl: 1

2338 true 908 823.4567 822.4388 1 12.86 410.39 29 20.8 (M:20.8) 1 1 0 R.YVGGFPR.S Dimethyl: 1

2339 true 908 1619.8259 1618.8001 1 11.39 210 28.33 41.1 (M:41.1) 1 1 0 K.HQAFEAELSANQSR.I Dimethyl:2H(4): 1

2340 true 908 1683.9224 1682.9243 1 -5.45 129.02 29 70.8 (M:70.8) 1 1 1 K.VEHETLKEPQVYK.W Dimethyl: 1, 7, 13



2341 true 909 1250.5896 1249.586 1 -2.99 100.94 26 87.5 (M:87.5) 2 1 0 K.ESDVGACLDTK.E
Carbamidomethyl: 7; 
Dimethyl: 1, 11

2342 true 909 1365.7671 1364.7887 1 -21.12 483.16 32 22.9 (M:22.9) 1 1 0 K.VILMSATLNAEK.F

Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 
12

2343 true 910 1822.0354 1821.0062 1 12.05 177.73 28.5 57.6 (M:57.6) 1 1 1 K.KGYDQEEVFEKPTR.E Dimethyl:2H(4): 1, 1, 11

2344 true 911 1275.6045 1274.6242 1 -21.11 124.59 26.17 33.5 (M:33.5) 2 1 0 K.EQLTEEDLDK.R Dimethyl: 1, 10

2345 true 911 1416.7916 1415.7885 1 -2.95 219.26 30.5 42.6 (M:42.6) 1 1 0 R.TVEGVLIVHEHR.L Dimethyl: 1



2346 true 911 2065.2078 2064.1931 1 3.6 201.29 27 45.8 (M:45.8) 2 1 0 K.LGQPPQKPSRPPSVDLER.F Dimethyl:2H(4): 1, 7

2347 true 911 2579.1428 2578.1361 1 -0.21 162.78 26 39.1 (M:39.1) 1 1 1
K.EAYPDHTQFDQKDPHYDSSSR
.K Dimethyl: 1, 12

2348 true 912 783.484 782.4902 1 -17.16 200.74 31.83 22.4 (M:22.4) 1 1 0 M.SIGVPIK.V Acetyl: 1; Dimethyl: 7

2349 true 912 1420.7979 1419.8136 1 -16.16 287.16 30.5 55.7 (M:55.7) 1 1 0 R.TVEGVLIVHEHR.L Dimethyl:2H(4): 1

2350 true 912 1969.0012 1968.0065 1 -6.38 121.03 29 106.2 (M:106.2) 1 1 1 K.ATYEEGLKHEPGNAQLR.E Dimethyl: 1, 8



2351 true 912 2587.1942 2586.1863 1 0.26 199.72 26 110.0 (M:110.0) 1 1 1
K.EAYPDHTQFDQKDPHYDSSSR
.K Dimethyl:2H(4): 1, 12

2352 true 913 1073.594 1072.5917 1 -4.61 245.58 29.5 44.8 (M:44.8) 1 1 0 R.EYTINIHK.R Dimethyl: 1, 8

2353 true 913 1140.6302 1139.6232 1 -0.24 177.86 29 15.2 (M:15.2) 1 1 0 K.DMAMGSIVLK.Y

Dimethyl:2H(4): 1; 
Oxidation: 2; Dimethyl: 
10

2354 true 913 1435.731 1434.7194 1 3.04 288.46 29 53.6 (M:53.6) 1 1 0 K.NFYQEHPDVVR.R Dimethyl:2H(4): 1

2355 true 913 1977.0508 1976.0567 1 -6.65 91.91 29 75.6 (M:75.6) 1 1 1 K.ATYEEGLKHEPGNAQLR.E Dimethyl:2H(4): 1, 8



2356 true 914 1024.5247 1023.5178 1 -0.37 212.16 27.17 24.3 (M:24.3) 1 1 0 K.YHPGYFGK.V Dimethyl: 1, 8

2357 true 914 1183.7011 1182.6649 1 24.47 126.63 29 24.8 (M:24.8) 1 1 1 K.KGTADYAVFK.V Dimethyl: 1, 1, 10

2358 false 914 1645.8193 1644.8483 1 -22.07 228.25 26.33 20.7 (M:20.7) 1 2 0 -.MDFPAAQPKPAADGK.I
Dimethyl:2H(4): 9; 
Acetyl: 1; Dimethyl: 15

2359 true 914 1645.8193 1644.8005 1 6.97 221.51 26.33 82.3 (M:82.3) 2 1 0 R.QQLSDALQNNDDPR.D Dimethyl:2H(4): 1

2360 true 915 707.4051 706.4014 1 -4.98 135.72 29.17 21.0 (M:21.0) 1 1 0 K.VELYR.I Dimethyl: 1



2361 false 915 1032.5732 1031.568 1 -2 158.79 27 19.8 (M:19.8) 1 2 0 K.YHPGYFGK.V Dimethyl:2H(4): 1, 8

2362 true 917 1081.6655 1080.663 1 -4.46 202.23 26.17 21.1 (M:21.1) 1 1 1 R.EKIETELR.D Dimethyl:2H(4): 1, 2

2363 true 917 1248.7468 1247.7489 1 -7.53 125.64 29.67 70.3 (M:70.3) 1 1 1 K.KVLTSFGDAVK.N Dimethyl: 1, 1, 11

2364 true 917 1296.7159 1295.7148 1 -4.74 211.42 29.33 47.5 (M:47.5) 1 1 0 K.VADMALHYANK.Y Dimethyl:2H(4): 1, 11

2365 false 918 799.5021 798.4824 1 15.57 345.79 30.67 21.2 (M:21.2) 1 9 1 R.NNLRVR.L Dimethyl: 1



2366 true 918 1106.5768 1105.5768 1 -6.56 177.52 26.33 26.0 (M:26.0) 1 1 0 R.LIYEEQQR.Q Dimethyl: 1

2367 true 918 1252.7213 1251.6873 1 21.28 57.68 29 15.9 (M:15.9) 1 1 0 K.STVLQQQFNR.V Dimethyl:2H(4): 1

2368 true 918 1607.8248 1606.7898 1 17.26 221.98 30.5 16.9 (M:16.9) 1 1 1 K.HFVQMLPEKDCR.Y

Carbamidomethyl: 11; 
Dimethyl:2H(4): 9; 
Oxidation: 5

2369 true 919 1235.7085 1234.6972 1 3.29 75.71 27 38.6 (M:38.6) 1 1 0 K.FAAATGATPIAGR.F Dimethyl:2H(4): 1

2370 true 919 1828.9888 1827.9731 1 4.64 250.91 29 140.3 (M:140.3) 1 1 1 R.NDTKEDVFVHQTAIK.K Dimethyl: 1, 4, 15



2371 true 920 962.4816 961.479 1 -4.88 199.66 26.5 20.1 (M:20.1) 1 1 0 R.EDMAALEK.D Dimethyl: 1, 8

2372 true 920 962.4816 961.479 1 -4.88 199.66 26.5 20.1 (M:20.1) 1 1 0 R.EDMAALEK.D Dimethyl: 1, 8

2373 true 920 1275.7569 1274.7459 1 2.91 175.76 27.17 76.2 (M:76.2) 1 1 1 K.INLIPNKHDR.T Dimethyl: 1, 7

2374 true 920 1841.0648 1840.0484 1 4.95 242.98 29 78.8 (M:78.8) 1 1 1 R.NDTKEDVFVHQTAIK.K Dimethyl:2H(4): 1, 4, 15

2375 true 921 1283.807 1282.7961 1 2.78 168.02 27.17 29.9 (M:29.9) 1 1 1 K.INLIPNKHDR.T Dimethyl:2H(4): 1, 7



2376 true 921 2231.1143 2230.1205 1 -6.02 192.31 26.67 114.0 (M:114.0) 2 1 1 R.GEQEAKGEEEEETAPALPPR.Q Dimethyl:2H(4): 1, 6

2377 true 922 1406.7756 1405.7752 1 -4.89 272.3 32 75.5 (M:75.5) 3 1 1 K.QYKGIIDCVVR.I
Carbamidomethyl: 8; 
Dimethyl: 1, 3

2378 true 922 1406.7756 1405.7752 1 -4.89 272.3 32 75.5 (M:75.5) 3 1 1 K.QYKGIIDCVVR.I
Carbamidomethyl: 8; 
Dimethyl: 1, 3

2379 true 922 1569.8514 1568.8439 1 0.15 198.93 29.33 34.7 (M:34.7) 1 1 0 K.LYDPGQQYASHVK.Q Dimethyl:2H(4): 1, 13

2380 true 923 970.5439 969.5433 1 -6.89 98.81 29.17 27.1 (M:27.1) 2 1 0 K.LYSESLAR.Y Dimethyl:2H(4): 1



2381 true 923 1002.4524 1001.4454 1 -0.31 254.12 26.67 41.3 (M:41.3) 2 1 0 R.SEGFDTYR.C Dimethyl: 1

2382 true 923 1249.7207 1248.6976 1 12.65 135.02 28 18.1 (M:18.1) 1 1 0 K.AVENSSTAIGIR.C Dimethyl:2H(4): 1

2383 true 924 1006.4784 1005.4705 1 0.56 221.7 26.5 25.3 (M:25.3) 1 1 0 R.SEGFDTYR.C Dimethyl:2H(4): 1

2384 true 924 1016.5651 1015.5662 1 -8.27 85.22 29.17 45.4 (M:45.4) 1 1 0 R.SAINEVVTR.E Dimethyl: 1

2385 true 924 1681.9006 1680.8981 1 -2.83 194.29 31 40.3 (M:40.3) 1 1 1 R.KLESLCNIHENIR.V
Carbamidomethyl: 6; 
Dimethyl: 1, 1



2386 true 925 798.4199 797.4221 1 -11.9 320.05 26.33 39.4 (M:39.4) 2 1 0 R.EIFDSR.G Dimethyl:2H(4): 1

2387 true 925 1020.5885 1019.5913 1 -9.94 81.76 29.17 27.4 (M:27.4) 1 1 0 R.SAINEVVTR.E Dimethyl:2H(4): 1

2388 true 925 1367.8036 1366.8296 1 -24.35 159.59 27.17 16.1 (M:16.1) 1 1 1 R.LLVALRELGEAR.E Dimethyl: 1

2389 true 925 1572.8603 1571.8532 1 -0.12 180.95 29 16.9 (M:16.9) 1 1 1 K.GSHLQDHKELKPR.G Dimethyl: 8

2390 true 925 1675.0015 1674.0006 1 -3.81 286.78 29.5 110.5 (M:110.5) 1 1 1 K.VLKDHGHDFLVGNK.L Dimethyl:2H(4): 1, 3, 14



2391 true 925 1688.8854 1687.8682 1 5.89 198.29 30.83 113.9 (M:113.9) 1 1 0 K.SPFEVHIGHEAGPQK.V Dimethyl: 1, 15

2392 true 926 715.4088 714.4003 1 1.76 160.44 29 26.2 (M:26.2) 1 1 0 R.FFVDR.D Dimethyl:2H(4): 1

2393 false 926 715.4088 714.4036 1 -2.95 113.94 29 16.3 (M:16.3) 1 3 0 K.MFTIR.G
Dimethyl:2H(4): 1; 
Oxidation: 1

2394 true 926 1264.6688 1263.6499 1 9.17 143.43 28.83 25.3 (M:25.3) 1 1 0 K.AGNYYVPAEPK.L Dimethyl: 1, 11

2395 true 926 1320.6477 1319.6442 1 -2.8 226.1 26.17 62.6 (M:62.6) 1 1 0 R.INISEGNCPER.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



2396 false 926 1373.842 1372.8265 1 6 230.25 27.17 18.8 (M:18.8) 1 3 1 R.LKGAFKPVMAAIK.E

2397 true 927 1166.6064 1165.5989 1 0.17 468.57 26.67 24.4 (M:24.4) 2 1 1 R.NVSSERSEAR.R Dimethyl:2H(4): 1

2398 true 927 1446.7888 1445.7813 1 0.18 259.59 27 37.9 (M:37.9) 1 1 0 R.AHSSMVGVHLPQK.A Dimethyl: 1, 13

2399 true 929 1190.4861 1189.4818 1 -2.48 119.91 26.5 48.1 (M:48.1) 1 1 0 R.YDDMATCMK.A
Carbamidomethyl: 7; 
Dimethyl: 1, 9

2400 true 929 1266.6413 1265.6404 1 -5.03 118.8 29.17 33.4 (M:33.4) 1 1 1 K.EFFNGKEPSR.G Dimethyl: 1, 6



2401 true 930 787.4931 786.4851 1 0.91 300.28 29 41.3 (M:41.3) 1 1 0 R.DIVSGLK.Y Dimethyl: 1, 7

2402 false 930 787.4931 786.4712 1 18.58 537.44 29 22.5 (M:22.5) 1 5 1 K.NNSRIK.L Dimethyl: 1, 6

2403 false 930 787.4931 786.4712 1 18.58 537.44 29 22.5 (M:22.5) 1 5 1 K.NNSRIK.L Dimethyl: 1, 6

2404 false 930 787.4931 786.4789 1 8.77 302.74 29 17.9 (M:17.9) 1 9 1 R.DPKDPK.S
Dimethyl:2H(4): 3; 
Dimethyl: 1, 6

2405 false 930 787.4931 786.4712 1 18.58 537.44 29 22.5 (M:22.5) 1 5 1 K.NNSRIK.L Dimethyl: 1, 6



2406 true 930 1375.7276 1374.7256 1 -3.77 168.41 29 41.4 (M:41.4) 1 1 1 K.RLAPEYEAAATR.L Dimethyl: 1

2407 true 930 1897.9157 1896.9236 1 -8 281.45 30.67 79.1 (M:79.1) 1 1 0 K.SHLLNCCPHDVLSGTR.M
Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1

2408 true 931 784.466 783.4531 1 7.14 239.84 29.33 38.3 (M:38.3) 1 1 0 K.FSAYIK.N Dimethyl: 1, 6

2409 true 931 1373.6773 1372.6769 1 -5.03 208.42 29 20.8 (M:20.8) 1 1 1 K.SPLAQMEEERR.E Dimethyl: 1

2410 true 931 1655.8837 1654.8791 1 -1.6 75.17 27 22.9 (M:22.9) 2 1 0 K.LKPNAGNGADLPNYR.W Dimethyl: 1, 2



2411 true 931 2007.92 2006.9269 1 -7.02 162.77 30.67 88.7 (M:88.7) 1 1 0 R.QSTTQPYGVAGACHAFER.E
Carbamidomethyl: 13; 
Dimethyl: 1

2412 true 932 1504.7952 1503.7933 1 -3.57 136.77 27.33 40.7 (M:40.7) 1 1 0 R.FLEASKPAEDSVR.V Dimethyl: 1, 6

2413 true 932 2011.9474 2010.952 1 -5.87 164.77 30.67 88.0 (M:88.0) 1 1 0 R.QSTTQPYGVAGACHAFER.E
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

2414 false 933 858.5452 857.5251 1 14.97 259 29.17 16.7 (M:16.7) 1 3 0 R.QPFFQK.R Dimethyl:2H(4): 1, 6

2415 true 934 874.4961 873.496 1 -8.25 470.27 29.67 41.9 (M:41.9) 3 1 0 R.VDPVNFK.L Dimethyl: 1, 7



2416 true 934 874.4961 873.496 1 -8.25 470.27 29.67 41.9 (M:41.9) 3 1 0 R.VDPVNFK.L Dimethyl: 1, 7

2417 true 934 1118.6744 1117.6859 1 -16.77 344.28 29.83 35.1 (M:35.1) 1 1 0 K.LLDVVHPAAK.T Dimethyl: 1, 10

2418 true 934 1462.7189 1461.7212 1 -6.52 271.36 29.17 52.9 (M:52.9) 1 1 0 K.SQGGEPTYNVAVGR.A Dimethyl: 1

2419 true 935 890.4755 889.4658 1 2.73 557.93 29 39.0 (M:39.0) 1 1 0 R.DFLSQPR.L Dimethyl: 1

2420 true 935 1126.7366 1125.7361 1 -6.07 286.85 29.67 25.2 (M:25.2) 1 1 0 K.LLDVVHPAAK.T Dimethyl:2H(4): 1, 10



2421 true 935 1466.7453 1465.7463 1 -5.64 304.8 29.17 40.6 (M:40.6) 1 1 0 K.SQGGEPTYNVAVGR.A Dimethyl:2H(4): 1

2422 true 935 1515.9037 1514.8734 1 15.18 197.06 28.5 47.4 (M:47.4) 1 1 1 K.HKLDVTSVDDYK.A Dimethyl:2H(4): 1, 2, 12

2423 true 935 2057.1456 2056.1429 1 -2.26 194.36 27 19.3 (M:19.3) 1 1 0 K.LGQPPQKPSRPPSVDLER.F Dimethyl: 1, 7

2424 false 936 899.5318 898.5348 1 -11.48 250.88 29 16.7 (M:16.7) 1 5 1 R.RISLASPR.Q

2425 true 936 937.5252 936.528 1 -10.8 126.85 29.67 15.6 (M:15.6) 1 1 0 R.SLYGLGGSK.R Dimethyl: 1, 9



2426 true 937 912.4597 911.4501 1 2.47 108.03 29.67 42.7 (M:42.7) 1 1 0 R.FGDGGYIR.M Dimethyl: 1

2427 true 937 1308.5956 1307.585 1 2.53 273.79 26.5 16.2 (M:16.2) 1 1 0 K.EGMNVVEAMER.C
Oxidation: 9; Dimethyl: 
1

2428 true 938 1633.8587 1632.8584 1 -4.26 109.37 29 30.8 (M:30.8) 1 1 0 R.VIPDGGPAAQSPQNVR.R Dimethyl: 1

2429 true 939 861.4206 860.4181 1 -5.54 419.12 27.33 25.8 (M:25.8) 2 1 0 R.FFSGYGR.L Dimethyl: 1

2430 true 939 1637.8813 1636.8835 1 -5.79 155.35 29 67.6 (M:67.6) 1 1 0 R.VIPDGGPAAQSPQNVR.R Dimethyl:2H(4): 1



2431 true 940 865.4484 864.4432 1 -2.36 541.97 27.33 19.8 (M:19.8) 2 1 0 R.FFSGYGR.L Dimethyl:2H(4): 1

2432 true 940 2442.1928 2441.2088 1 -9.52 202.56 30.5 51.5 (M:51.5) 2 1 0
R.RPSVEVAPEGSAGHTYPQFTQ
R.Y Dimethyl: 1

2433 true 942 837.3957 836.3851 1 4.01 350.15 28.33 25.9 (M:25.9) 1 1 0 R.GFSDMPR.R Dimethyl: 1

2434 false 942 917.5558 916.5644 1 -17.24 199.62 27.17 17.6 (M:17.6) 1 5 1 R.KSPQLER.F
Dimethyl:2H(4): 1; 
Dimethyl: 1

2435 false 942 917.5558 916.5416 1 7.61 210.88 27.17 21.0 (M:21.0) 1 3 0 K.ICAVGITK.I
Carbamidomethyl: 2; 
Dimethyl: 1, 8



2436 false 942 1025.5673 1024.5553 1 4.59 153.32 30 17.4 (M:17.4) 1 54.14 2 1 K.KGDQPPEAK.K Dimethyl: 1, 9

2437 true 942 1207.6593 1206.6649 1 -10.63 105.25 32 40.5 (M:40.5) 1 1 0 R.NLPYAYVPSK.S Dimethyl: 1, 10

2438 true 942 1420.6492 1419.6419 1 -0.01 421.27 26.67 37.9 (M:37.9) 2 1 0 K.ADDFSHPAYVDR.R Dimethyl: 1

2439 true 942 1649.6604 1648.661 1 -4.77 172.65 26.17 66.5 (M:66.5) 2 1 0 R.ICDECNYGSYQGR.C
Carbamidomethyl: 2, 5; 
Dimethyl: 1

2440 false 943 997.5962 996.6018 1 -12.91 130.39 27.33 16.8 (M:16.8) 1 3 0 R.LLLDHAQR.L Dimethyl:2H(4): 1



2441 true 943 997.5962 996.5869 1 2.07 137.07 27.33 36.2 (M:36.2) 2 1 0 K.HVVFIAQR.R Dimethyl: 1

2442 true 943 1424.6752 1423.667 1 0.61 426.14 26.67 39.5 (M:39.5) 1 1 0 K.ADDFSHPAYVDR.R Dimethyl:2H(4): 1

2443 true 943 1653.6876 1652.6861 1 -3.48 158.41 26.17 83.8 (M:83.8) 2 1 0 R.ICDECNYGSYQGR.C
Carbamidomethyl: 2, 5; 
Dimethyl:2H(4): 1

2444 true 944 1001.6187 1000.612 1 -0.53 110.5 27.33 27.2 (M:27.2) 1 1 0 K.HVVFIAQR.R Dimethyl:2H(4): 1

2445 true 944 1030.5889 1029.5859 1 -4.13 163.98 30.83 50.6 (M:50.6) 1 1 0 K.SVHDLIYK.R Dimethyl: 1, 8



2446 true 944 1774.8256 1773.8257 1 -4.16 110 29.5 33.9 (M:33.9) 1 1 0 K.GHFECPPYNQQTIR.S
Carbamidomethyl: 5; 
Dimethyl: 1

2447 true 945 1091.5814 1090.5811 1 -6.44 298.01 30.67 63.0 (M:63.0) 1 1 0 R.YGGVFHVEK.N Dimethyl: 1, 9

2448 true 945 1778.8482 1777.8508 1 -5.53 235.41 29.5 60.3 (M:60.3) 1 1 0 K.GHFECPPYNQQTIR.S
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2449 true 945 2227.0898 2226.0811 1 0.6 218.54 29.5 71.5 (M:71.5) 1 1 0 K.NTNDANSCQIIIPQNQVNR.K
Carbamidomethyl: 8; 
Dimethyl: 1

2450 false 946 1077.5885 1076.5648 1 15.25 153.08 29.17 20.5 (M:20.5) 1 2 0 K.QLQGMSLTR.K
Oxidation: 5; Dimethyl: 
1



2451 true 946 1099.6352 1098.6313 1 -3.07 244.34 30.67 44.0 (M:44.0) 1 1 0 R.YGGVFHVEK.N Dimethyl:2H(4): 1, 9

2452 true 946 1414.8482 1413.8254 1 10.99 274.92 32 19.2 (M:19.2) 1 1 1 K.QYKGIIDCVVR.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 3

2453 true 946 1414.8482 1413.8254 1 10.99 274.92 32 19.2 (M:19.2) 1 1 1 K.QYKGIIDCVVR.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 3

2454 false 947 777.4212 776.4102 1 4.81 377.99 29.33 19.0 (M:19.0) 1 50 5 0 K.ASSMPLK.T
Oxidation: 4; Dimethyl: 
7

2455 false 947 777.4212 776.4215 1 -9.64 325.25 29.33 18.9 (M:18.9) 1 7 0 K.AMTALAR.F
Oxidation: 2; Dimethyl: 
1



2456 false 947 777.4212 776.4102 1 4.81 453.73 29.33 16.4 (M:16.4) 1 9 0 K.AGEMTLK.H Dimethyl: 1

2457 true 947 777.4212 776.4181 1 -5.3 324.91 29.33 32.8 (M:32.8) 3 1 0 R.AFDQIR.M Dimethyl: 1

2458 true 947 1120.6143 1119.6037 1 2.99 284.25 29.17 43.3 (M:43.3) 1 1 0 R.VHIEIGPDGR.V Dimethyl: 1

2459 true 948 1711.8299 1710.821 1 0.94 226.89 26.5 56.4 (M:56.4) 2 1 0 K.LADVASNDSSDSLETR.F Dimethyl:2H(4): 1

2460 true 949 801.4988 800.5008 1 -11.53 220.68 29.17 38.4 (M:38.4) 1 1 0 R.EIVSGLK.Y Dimethyl: 1, 7



2461 true 949 1137.6856 1136.6681 1 9 245.84 28.33 45.9 (M:45.9) 1 1 0 R.AAGVFESAPPK.- Dimethyl:2H(4): 1, 11

2462 true 949 2217.9266 2216.9294 1 -4.52 175.05 29.5 114.7 (M:114.7) 3 1 0
R.NMGGPYGGGNYGPGGSGGS
GGYGGR.S Dimethyl: 1

2463 true 950 833.473 832.4807 1 -17.95 281.28 29.67 31.7 (M:31.7) 1 1 0 K.FVEVVGR.A Dimethyl: 1

2464 true 950 1341.6733 1340.6837 1 -13.18 250.08 30.67 28.8 (M:28.8) 1 1 0 R.QADFEAHNILR.E Dimethyl: 1

2465 true 951 837.4798 836.4728 1 -0.31 348.69 29.33 26.9 (M:26.9) 2 1 0 K.ELGTVMR.S Dimethyl:2H(4): 1



2466 true 951 1388.6956 1387.6884 1 -0.06 197.23 30 48.4 (M:48.4) 1 1 0 K.NFYVEHPEVAR.L Dimethyl: 1

2467 true 951 1438.7349 1437.7108 1 11.69 263.87 29.33 53.2 (M:53.2) 2 1 0 R.RPCFTAMGVDTK.Y
Carbamidomethyl: 3; 
Dimethyl: 1, 12

2468 true 952 1454.7264 1453.7058 1 9.17 255.11 29.33 27.6 (M:27.6) 1 1 0 R.RPCFTAMGVDTK.Y

Carbamidomethyl: 3; 
Oxidation: 7; Dimethyl: 
1, 12

2469 true 953 832.531 831.5218 1 2.23 310.68 32.33 52.5 (M:52.5) 1 1 0 K.NGFVVLK.G Dimethyl: 1, 7

2470 true 953 2350.9984 2350.007 1 -6.72 128.81 26.17 49.6 (M:49.6) 1 1 0
R.DPTAYCYTQQGTQGSAGGDD
AR.G

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



2471 true 955 794.321 793.3242 1 -13.27 372.85 26.67 18.4 (M:18.4) 1 1 0 M.ADFEDR.V Acetyl: 1

2472 true 955 1181.6341 1180.6353 1 -7.21 125.68 29.67 49.5 (M:49.5) 1 1 0 K.THIDVIHYR.K Dimethyl: 1

2473 true 955 1487.7563 1486.7388 1 6.87 145.12 29.17 83.1 (M:83.1) 2 1 0 R.DLTTAGAVTQCYR.D
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

2474 true 956 1022.4562 1021.4505 1 -1.6 173.17 28.83 32.0 (M:32.0) 1 1 0 R.DYSQYYR.T Dimethyl: 1

2475 true 956 1264.5974 1263.6203 1 -23.83 207.33 29.83 16.4 (M:16.4) 1 1 0 -.MSGGLDVLQMK.E
Acetyl: 1; Oxidation: 10; 
Dimethyl: 11



2476 true 957 1158.5849 1157.5863 1 -7.46 254.89 29.33 46.8 (M:46.8) 2 1 0 R.ALVDGPCSGVR.R
Carbamidomethyl: 7; 
Dimethyl: 1

2477 true 957 1604.93 1603.9297 1 -4.39 198.06 30.83 78.9 (M:78.9) 1 1 1 K.IKGEHPGLSIGDVAK.K Dimethyl: 1, 2, 15

2478 false 959 1334.8109 1333.7879 1 11.77 164.26 28.33 31.5 (M:31.5) 1 3 0 K.KPLMTAEVPER.T Dimethyl:2H(4): 1, 1

2479 true 960 787.4376 786.4487 1 -23.39 239.03 26.67 52.2 (M:52.2) 1 1 0 K.DIQDLK.F Dimethyl: 1, 6

2480 false 960 787.4376 786.4348 1 -5.72 312.37 26.67 32.8 (M:32.8) 1 5 1 R.DLKNGGR.F Dimethyl: 1



2481 true 960 2035.0167 2033.9919 1 8.61 174.15 29.17 49.5 (M:49.5) 1 1 0 K.VDPHNHVVVDEFQNTTR.K Dimethyl: 1

2482 true 961 1107.6435 1106.627 1 8.3 220.13 29.33 22.8 (M:22.8) 1 1 0 K.NVPNLHVMK.A Dimethyl: 1, 9

2483 true 961 1388.7207 1387.7248 1 -8.25 261.89 29.83 44.4 (M:44.4) 1 1 0 K.IFQGNVHNFEK.N Dimethyl: 1, 11

2484 true 961 1893.9153 1892.8985 1 5.03 196.82 30.67 43.6 (M:43.6) 1 1 0 K.SHLLNCCPHDVLSGTR.M
Carbamidomethyl: 6, 7; 
Dimethyl: 1

2485 true 961 2130.0776 2129.0501 1 9.45 173.37 29.17 86.7 (M:86.7) 1 1 0 R.VVTNYNSAHDTNGNLVIDR.Y Dimethyl: 1



2486 true 962 1115.6944 1114.6772 1 8.82 210.88 29.33 31.2 (M:31.2) 1 1 0 K.NVPNLHVMK.A Dimethyl:2H(4): 1, 9

2487 true 962 1290.6254 1289.6212 1 -2.34 137.76 26.33 31.7 (M:31.7) 1 1 0 R.SLLEGEGSSGGGGR.G Dimethyl: 1

2488 true 962 1396.7736 1395.775 1 -6.21 274.39 29.83 49.5 (M:49.5) 1 1 0 K.IFQGNVHNFEK.N Dimethyl:2H(4): 1, 11

2489 true 963 1123.6399 1122.6219 1 9.54 262.38 29.33 34.7 (M:34.7) 1 1 0 K.NVPNLHVMK.A
Oxidation: 8; Dimethyl: 
1, 9

2490 true 963 1458.7484 1457.7543 1 -9.05 307.06 30 21.6 (M:21.6) 1 1 1 K.DGPFKPDHYRY.- Dimethyl:2H(4): 1, 5



2491 true 965 1255.7253 1254.7035 1 11.58 160.06 29.33 23.2 (M:23.2) 1 1 0 R.HMYHSLYLK.V Dimethyl:2H(4): 1, 9

2492 true 966 1306.7645 1305.7656 1 -6.4 170.16 32.33 66.5 (M:66.5) 2 1 0 M.SHTILLVQPTK.R Acetyl: 1; Dimethyl: 11

2493 true 967 1290.713 1289.698 1 6.01 139.23 29.17 67.7 (M:67.7) 2 1 0 K.VAGQDGSVVQFK.I Dimethyl: 1, 12

2494 true 967 1310.7885 1309.7907 1 -7.28 204.23 32.33 58.6 (M:58.6) 3 1 0 M.SHTILLVQPTK.R
Dimethyl:2H(4): 11; 
Acetyl: 1

2495 true 968 1355.7328 1354.7245 1 0.77 266.23 28.83 35.1 (M:35.1) 1 1 0 R.HRPELIEYDK.L Dimethyl: 1, 10



2496 true 968 1389.8735 1388.8591 1 5.12 324.29 27.33 86.1 (M:86.1) 10 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 1, 8

2497 true 969 1363.7863 1362.7747 1 3.14 218.3 28.83 27.1 (M:27.1) 1 1 0 R.HRPELIEYDK.L Dimethyl:2H(4): 1, 10

2498 true 970 1038.6353 1037.6361 1 -7.79 176.29 30.83 34.1 (M:34.1) 1 1 0 K.SVHDLIYK.R Dimethyl:2H(4): 1, 8

2499 true 970 1483.7304 1482.7137 1 6.36 321.88 29.17 45.4 (M:45.4) 2 1 0 R.DLTTAGAVTQCYR.D
Carbamidomethyl: 11; 
Dimethyl: 1

2500 true 971 748.432 747.4279 1 -4.22 168.22 29.5 19.5 (M:19.5) 2 1 0 R.FVEIGR.I Dimethyl: 1



2501 false 971 748.432 747.4429 1 -24.18 296.01 29.5 16.5 (M:16.5) 1 2 0 K.LNLDNK.D Dimethyl:2H(4): 1

2502 true 971 1285.6608 1284.6674 1 -10.76 168.75 26.67 19.9 (M:19.9) 1 1 0 K.VDVTQEPGLSGR.F Dimethyl: 1

2503 true 971 1643.7849 1642.7886 1 -6.68 216.8 29.83 72.0 (M:72.0) 1 1 0 K.TGTITTFEHAHNMR.V Dimethyl: 1

2504 true 972 1299.6362 1298.6466 1 -13.63 166.35 26.67 17.6 (M:17.6) 1 1 0 R.SSASFSTTAVSAR.Y Dimethyl: 1

2505 true 972 1647.8097 1646.8137 1 -6.85 247.6 29.83 107.3 (M:107.3) 1 1 0 K.TGTITTFEHAHNMR.V Dimethyl:2H(4): 1



2506 true 973 752.4567 751.453 1 -4.79 264.69 30.67 32.5 (M:32.5) 1 1 0 R.FLEGVR.N Dimethyl:2H(4): 1

2507 true 973 841.422 840.4102 1 5.43 403.92 28.33 38.3 (M:38.3) 1 1 0 R.GFSDMPR.R Dimethyl:2H(4): 1

2508 true 974 803.4325 802.4337 1 -10.59 240.61 29.5 22.2 (M:22.2) 1 1 0 K.FGVAEPR.K Dimethyl: 1

2509 true 974 1222.6099 1221.6077 1 -4.11 132.83 31.83 23.1 (M:23.1) 1 1 0 K.HHPDLIFCR.K
Carbamidomethyl: 8; 
Dimethyl: 1

2510 true 974 1348.6872 1347.6932 1 -9.86 332.43 26.67 26.0 (M:26.0) 1 1 0 K.AADAEAEVASLNR.R Dimethyl:2H(4): 1



2511 true 974 1752.8956 1751.8856 1 1.55 117.71 32.33 31.1 (M:31.1) 1 1 0 R.AFLHLGQNNFAEAHR.F Dimethyl: 1

2512 true 974 2240.2171 2239.1793 1 13.63 206.94 29.5 42.5 (M:42.5) 1 1 0
K.QTIAHQQQQLTNLQMAAQR.
Q Dimethyl:2H(4): 1

2513 false 975 791.5071 790.4851 1 18.62 274.71 29.5 17.6 (M:17.6) 1 2 1 K.AKQEQK.Q
Dimethyl:2H(4): 2; 
Dimethyl: 1

2514 true 975 807.4577 806.4588 1 -10.47 337.35 29.5 29.6 (M:29.6) 1 1 0 K.FGVAEPR.K Dimethyl:2H(4): 1

2515 true 975 1226.632 1225.6328 1 -6.56 194.6 31.83 21.6 (M:21.6) 1 1 0 K.HHPDLIFCR.K
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



2516 true 975 1471.7046 1470.7103 1 -8.85 274.87 26.67 41.1 (M:41.1) 1 1 0 K.EAAYHPEVSADVR.Q Dimethyl: 1

2517 true 975 1756.9139 1755.9107 1 -2.32 131.18 32.33 34.7 (M:34.7) 1 1 0 R.AFLHLGQNNFAEAHR.F Dimethyl:2H(4): 1

2518 false 976 845.5072 844.5146 1 -17.33 344.94 29.5 15.9 (M:15.9) 1 2 0 R.LSVDYGK.K Dimethyl:2H(4): 1, 7

2519 false 976 845.5072 844.5146 1 -17.33 344.94 29.5 15.9 (M:15.9) 1 2 0 R.LSVDYGK.K Dimethyl:2H(4): 1, 7

2520 false 976 845.5072 844.5146 1 -17.33 344.94 29.5 15.9 (M:15.9) 1 2 0 R.LSVDYGK.K Dimethyl:2H(4): 1, 7



2521 true 977 1129.6358 1128.6179 1 9.37 265.56 28.33 22.3 (M:22.3) 1 1 0 R.AAGVFESAPPK.- Dimethyl: 1, 11

2522 true 977 1651.8683 1650.8651 1 -2.46 193.2 28.83 71.2 (M:71.2) 1 1 1 K.DLEEDHACIPIKK.S
Carbamidomethyl: 8; 
Dimethyl: 1, 12, 13

2523 true 978 1507.7333 1506.7187 1 4.86 129.01 27.67 42.7 (M:42.7) 1 1 1 K.GNFADAREPPDMR.M Dimethyl:2H(4): 1

2524 true 978 1663.9498 1662.9404 1 1.3 224.03 28.83 24.1 (M:24.1) 1 1 1 K.DLEEDHACIPIKK.S

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 12, 
13

2525 true 978 2039.0401 2038.017 1 7.74 193.18 29.17 76.3 (M:76.3) 1 1 0 K.VDPHNHVVVDEFQNTTR.K Dimethyl:2H(4): 1



2526 false 979 804.497 803.4939 1 -5.22 273.96 32.5 15.2 (M:15.2) 1 8 1 K.AVKAGMK.E
Oxidation: 6; Dimethyl: 
1, 3, 7

2527 true 979 2092.2332 2091.242 1 -7.68 263.79 29.67 61.7 (M:61.7) 1 1 1 K.GISGVEDKESWHGKPLPK.N
Dimethyl:2H(4): 1, 8, 14, 
18

2528 true 980 2386.1901 2385.1975 1 -6.13 82.18 29.83 77.8 (M:77.8) 1 1 0
R.ASLNHTTAFNPQPQSQIQDTR.
Q Dimethyl:2H(4): 1

2529 true 981 776.4607 775.4592 1 -7.45 350.27 30 34.2 (M:34.2) 3 1 0 R.NVNVFK.F Dimethyl: 1, 6

2530 true 981 2245.0655 2244.0919 1 -14.98 230.53 31 40.1 (M:40.1) 1 1 1 K.KYEDICPSTHNMDVPNIK.R
Carbamidomethyl: 6; 
Dimethyl: 1, 1, 18



2531 true 982 1040.6023 1039.6026 1 -7.24 78.54 29.5 32.0 (M:32.0) 1 1 0 K.VIATGPGLER.G Dimethyl: 1

2532 true 982 2249.051 2248.0303 1 5.97 270.32 29.33 63.0 (M:63.0) 1 1 0 K.DMGSCEIYPQTIQHNPNGR.F
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2533 true 983 1013.5508 1012.5454 1 -1.83 225.92 30.5 58.8 (M:58.8) 1 1 0 R.VDFGAHALR.G Dimethyl: 1

2534 true 983 1242.5723 1241.5598 1 4.18 69.95 27 33.1 (M:33.1) 2 1 0 R.YLSETGMEER.R Dimethyl: 1

2535 true 984 1071.5503 1070.5509 1 -7.34 175.02 30 64.7 (M:64.7) 1 1 0 R.EAEAAIFHR.Q Dimethyl: 1



2536 true 984 1277.6762 1276.6564 1 9.82 168.11 29.67 84.5 (M:84.5) 2 1 0 K.HYGITSYGVPR.S Dimethyl: 1

2537 true 984 1326.7602 1325.7377 1 11.44 166.24 28.33 23.1 (M:23.1) 1 1 0 K.KPLMTAEVPER.T Dimethyl: 1, 1

2538 true 985 770.4922 769.481 1 5.1 339.58 27.5 30.6 (M:30.6) 1 1 0 R.LNLVQR.N Dimethyl: 1

2539 true 985 770.4922 769.481 1 5.1 339.58 27.5 30.6 (M:30.6) 1 1 0 R.LNLVQR.N Dimethyl: 1

2540 true 985 1260.6798 1259.6772 1 -3.67 87.36 26.5 78.7 (M:78.7) 2 1 0 R.VEIIANDQGNR.I Dimethyl:2H(4): 1



2541 true 985 1260.6798 1259.6772 1 -3.67 87.36 26.5 78.7 (M:78.7) 2 1 0 K.VEIIANDQGNR.T Dimethyl:2H(4): 1

2542 true 985 1260.6798 1259.6772 1 -3.67 87.36 26.5 78.7 (M:78.7) 2 1 0 K.VEIIANDQGNR.T Dimethyl:2H(4): 1

2543 true 985 1350.804 1349.7828 1 10.28 198.22 28.5 34.8 (M:34.8) 1 1 0 K.KPLMTAEVPER.T
Dimethyl:2H(4): 1, 1; 
Oxidation: 4

2544 false 986 794.4835 793.4949 1 -23.51 345.73 27.67 22.2 (M:22.2) 1 2 0 K.TTILYK.L Dimethyl: 1, 6

2545 true 986 1130.5756 1129.5702 1 -1.71 324.23 30 42.9 (M:42.9) 1 1 0 K.IQCLEHFR.K
Carbamidomethyl: 3; 
Dimethyl: 1



2546 true 986 1249.6913 1248.6826 1 1.14 138.7 29.5 42.8 (M:42.8) 1 1 0 R.IHDPQLLTER.A Dimethyl: 1

2547 true 986 1277.6945 1276.6883 1 -0.82 101.08 32.5 73.4 (M:73.4) 2 1 0 K.CCSGAIIVLTK.S
Carbamidomethyl: 1, 2; 
Dimethyl: 1, 11

2548 false 986 1277.6945 1276.6632 1 18.86 206.77 32.5 15.2 (M:15.2) 1 7 1 R.CSLMKVEVQR.C
Carbamidomethyl: 1; 
Dimethyl: 1

2549 true 986 1851.9829 1850.9614 1 7.65 233.08 28.67 53.6 (M:53.6) 1 1 0 K.HGAGAEISTVNPEQYSK.R Dimethyl:2H(4): 1, 17

2550 true 987 819.5287 818.5266 1 -6.24 413.97 27.33 26.2 (M:26.2) 1 1 0 K.VLAAVYK.A Dimethyl: 1, 7



2551 true 987 1134.5955 1133.5954 1 -6.28 309.27 30 40.3 (M:40.3) 1 1 0 K.IQCLEHFR.K
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2552 true 987 1253.7172 1252.7077 1 1.78 125.6 29.5 43.4 (M:43.4) 1 1 0 R.IHDPQLLTER.A Dimethyl:2H(4): 1

2553 true 987 1285.7405 1284.7385 1 -4.1 132.68 32.5 44.6 (M:44.6) 1 1 0 K.CCSGAIIVLTK.S
Carbamidomethyl: 1, 2; 
Dimethyl:2H(4): 1, 11

2554 true 990 918.5552 917.5484 1 -0.56 104.88 27 17.0 (M:17.0) 1 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1

2555 true 990 918.5552 917.5484 1 -0.56 104.88 27 17.0 (M:17.0) 1 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1



2556 true 990 1321.6699 1320.6609 1 1.37 199.53 32.5 45.3 (M:45.3) 1 1 0 K.CAANLGLTNGFR.M
Carbamidomethyl: 1; 
Dimethyl: 1

2557 true 990 1355.8073 1354.7932 1 5.02 157.74 29.67 56.5 (M:56.5) 2 1 0 K.VLQATVVAVGSGAR.G Dimethyl: 1

2558 true 990 1359.6373 1358.6367 1 -4.95 166.99 29.5 41.7 (M:41.7) 1 1 0 R.HLEFSHDQYR.E Dimethyl: 1

2559 true 990 2019.9099 2018.8972 1 2.66 83.76 28.67 53.3 (M:53.3) 1 1 0 R.CNCVCPGTVDTPSLQQR.I
Carbamidomethyl: 1, 3, 
5; Dimethyl: 1

2560 true 991 1340.7258 1339.7282 1 -7.19 185.63 31 32.3 (M:32.3) 1 1 0 K.CLATGPGIAPTVR.T
Carbamidomethyl: 1; 
Dimethyl: 1



2561 true 991 1363.6655 1362.6619 1 -2.67 149.84 29.5 30.8 (M:30.8) 1 1 0 R.HLEFSHDQYR.E Dimethyl:2H(4): 1

2562 true 991 1501.7326 1500.742 1 -11.12 148.44 26.5 39.8 (M:39.8) 1 1 1 R.DLLGRDEQNEEK.R Dimethyl: 1, 12

2563 true 992 1344.7429 1343.7449 1 -6.88 184.55 30.17 37.5 (M:37.5) 1 1 0 K.ITDSAGHILYAK.E Dimethyl: 1, 12

2564 true 992 1362.8435 1361.8271 1 6.68 207.09 29.5 37.1 (M:37.1) 1 1 0 R.NVLLVNQHYAK.I Dimethyl:2H(4): 1, 11

2565 true 993 2332.0581 2331.0521 1 -0.58 108.57 28.83 32.2 (M:32.2) 1 1 1 R.TSSSVNNPNLMYQEECDRR.L
Carbamidomethyl: 16; 
Dimethyl:2H(4): 1



2566 true 995 1089.5777 1088.5767 1 -5.8 214.88 31.17 36.6 (M:36.6) 1 1 0 R.FHEQFVVR.E Dimethyl: 1

2567 true 995 1785.0305 1784.0185 1 2.66 125.96 32.5 40.1 (M:40.1) 2 1 1 K.NKLDFIRPYDVANR.K Dimethyl:2H(4): 1, 2

2568 true 996 1175.6832 1174.676 1 -0.08 74.76 27.5 17.2 (M:17.2) 1 1 0 R.FATHAAALSVR.N Dimethyl:2H(4): 1

2569 true 996 1929.9707 1928.9573 1 3.19 62.3 32.33 18.5 (M:18.5) 1 1 0 K.CVICDSYVRPCTLVR.I
Carbamidomethyl: 1, 4, 
11; Dimethyl:2H(4): 1

2570 true 997 1730.8021 1729.8209 1 -15.08 141.59 27.33 57.2 (M:57.2) 2 1 1 K.IFRDGEESGTYDGPR.T Dimethyl:2H(4): 1



2571 true 998 2059.1798 2058.1561 1 8 139.91 28.67 143.3 (M:143.3) 3 1 0 K.IIQETSLAPPKPSENNTR.R Dimethyl:2H(4): 1, 11

2572 true 998 3233.6022 3232.5973 1 -0.74 132.45 28.83 65.6 (M:65.6) 1 1 0
R.RPQYSNPPVQGEIVEGADNQ
GAGEQGRPVR.Q Dimethyl: 1

2573 true 999 1531.8665 1530.8428 1 10.69 164.93 29.67 67.6 (M:67.6) 2 1 0 K.CPNLTHLNLSGNK.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

2574 true 999 1590.8218 1589.8162 1 -1.01 123.9 29.5 45.7 (M:45.7) 1 1 1 K.LTRDETNYGIPQR.A Dimethyl: 1

2575 true 999 1848.955 1847.9428 1 2.7 213.77 29.5 57.8 (M:57.8) 1 1 0 R.ETHLNELNITDPQHR.A Dimethyl:2H(4): 1



2576 true 999 3237.6261 3236.6225 1 -1.13 184.1 28.83 110.2 (M:110.2) 1 1 0
R.RPQYSNPPVQGEIVEGADNQ
GAGEQGRPVR.Q Dimethyl:2H(4): 1

2577 true 1000 793.4159 792.413 1 -5.55 334.4 29 30.1 (M:30.1) 2 1 0 R.DSFLQR.V Dimethyl: 1

2578 true 1000 1246.6334 1245.6275 1 -1.08 208.74 26.83 79.0 (M:79.0) 1 1 0 K.AQMVQEDLEK.T Dimethyl: 1, 10

2579 false 1000 1246.6334 1245.6241 1 1.62 201.27 26.83 19.0 (M:19.0) 1 6 0 K.VDFPQDQLEK.L Dimethyl: 10

2580 true 1000 1594.8384 1593.8413 1 -6.39 125.03 29.5 70.5 (M:70.5) 2 1 1 K.LTRDETNYGIPQR.A Dimethyl:2H(4): 1



2581 true 1000 2469.3139 2468.2965 1 4.11 79.01 32.5 64.7 (M:64.7) 1 1 0
R.GPQQHKPPLPEFIPHGDVTYR.
I Dimethyl: 1, 6

2582 true 1001 1263.6335 1262.6255 1 0.58 203.21 27 95.8 (M:95.8) 2 1 0 K.DQVANSAFVER.L Dimethyl: 1

2583 true 1001 1593.7321 1592.7406 1 -9.89 183.78 30 74.5 (M:74.5) 1 1 0 K.ISPFEHQTYCQR.T
Carbamidomethyl: 10; 
Dimethyl: 1

2584 true 1001 2305.1027 2304.0739 1 9.3 105.2 28.33 31.3 (M:31.3) 1 1 0
R.ESGCLSPEHGPAVVHCSAGIGR
.S

Carbamidomethyl: 4, 
16; Dimethyl: 1

2585 true 1001 2477.3643 2476.3467 1 4.19 198.23 32.5 82.2 (M:82.2) 1 1 0
R.GPQQHKPPLPEFIPHGDVTYR.
I Dimethyl:2H(4): 1, 6



2586 false 1002 821.5002 820.4956 1 -3.32 343.39 32.5 16.5 (M:16.5) 1 8 0 K.VLESSVR.S Dimethyl:2H(4): 1

2587 true 1002 1267.6537 1266.6506 1 -3.27 228.04 27 54.9 (M:54.9) 2 1 0 K.DQVANSAFVER.L Dimethyl:2H(4): 1

2588 true 1002 1336.7601 1335.7812 1 -21.26 352.55 27.33 16.9 (M:16.9) 1 1 1 K.GQGKGLGFSIVGGK.D Dimethyl:2H(4): 14

2589 true 1002 1597.7554 1596.7657 1 -11.01 195.07 30 52.3 (M:52.3) 1 1 0 K.ISPFEHQTYCQR.T
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

2590 true 1003 1764.8129 1763.8211 1 -8.79 83.75 29.33 52.3 (M:52.3) 1 1 1 K.EYGYCVMDNHKER.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 11



2591 true 1005 972.5593 971.544 1 8.25 141.88 28.67 50.2 (M:50.2) 1 1 0 K.QHYIDLK.D Dimethyl: 1, 7

2592 true 1005 1579.6971 1578.6832 1 4.19 267.06 26.83 45.1 (M:45.1) 1 1 0 R.ELDDATETADAMNR.E Dimethyl: 1

2593 true 1005 1929.976 1928.9844 1 -8.09 280.72 26.5 69.1 (M:69.1) 2 1 0
M.SETAPAPAAEAAPAAAPAPA
K.A Acetyl: 1; Dimethyl: 21

2594 false 1006 771.3829 770.3851 1 -12.28 335.27 26.5 26.9 (M:26.9) 1 2 0 K.EYFEK.V Dimethyl: 1, 5

2595 true 1006 771.3829 770.3599 1 20.33 360.88 26.5 31.4 (M:31.4) 1 1 0 R.EYFER.L Dimethyl: 1



2596 false 1006 771.3829 770.3851 1 -12.28 335.27 26.5 26.9 (M:26.9) 1 2 0 R.EYFEK.Y Dimethyl: 1, 5

2597 true 1006 980.609 979.5942 1 7.61 107.34 28.67 31.0 (M:31.0) 1 1 0 K.QHYIDLK.D Dimethyl:2H(4): 1, 7

2598 true 1006 1583.7216 1582.7083 1 3.81 264.4 26.83 66.1 (M:66.1) 2 1 0 R.ELDDATETADAMNR.E Dimethyl:2H(4): 1

2599 true 1006 1659.7798 1658.7835 1 -6.59 144.97 29.83 21.2 (M:21.2) 1 1 0 K.TGTITTFEHAHNMR.V
Oxidation: 13; Dimethyl: 
1

2600 false 1008 707.373 706.365 1 0.98 26.7 27.17 22.1 (M:22.1) 1 2 0 K.LEDFR.D Dimethyl: 1



2601 false 1008 707.373 706.365 1 0.98 26.7 27.17 22.1 (M:22.1) 1 2 0 K.LEDFR.D Dimethyl: 1

2602 false 1008 1059.5891 1058.5608 1 19.83 174.45 28.5 15.8 (M:15.8) 1 8 0 R.SEVDLLDIR.A

2603 true 1008 1059.5891 1058.572 1 9.23 169.89 28.5 38.8 (M:38.8) 2 1 0 K.ALSSELANAR.D Dimethyl: 1

2604 false 1008 1059.5891 1058.572 1 9.23 272.8 28.5 17.5 (M:17.5) 1 5 1 K.AKQALESER.A Dimethyl: 2

2605 false 1008 1059.5891 1058.5906 1 -8.35 307.15 28.5 15.4 (M:15.4) 1 10 1 K.ASTQRLPMK.D Dimethyl: 9



2606 false 1009 878.5571 877.5498 1 0.01 395.64 29.67 20.2 (M:20.2) 3 3 0 K.LQHLLAR.E Dimethyl: 1

2607 true 1009 878.5571 877.5498 1 0.01 457.57 29.67 37.6 (M:37.6) 3 1 0 R.HLQLAIR.G Dimethyl: 1

2608 true 1009 878.5571 877.5498 1 0.01 457.57 29.67 37.6 (M:37.6) 3 1 0 R.HLQLAIR.N Dimethyl: 1

2609 true 1009 878.5571 877.5498 1 0.01 457.57 29.67 37.6 (M:37.6) 3 1 0 R.HLQLAIR.N Dimethyl: 1

2610 false 1009 1063.6134 1062.5971 1 8.45 144.4 28.5 23.8 (M:23.8) 1 56.81 3 1 K.AKQALESER.A Dimethyl:2H(4): 2



2611 true 1009 1063.6134 1062.5971 1 8.45 152.15 28.5 35.5 (M:35.5) 1 1 0 K.ALSSELANAR.D Dimethyl:2H(4): 1

2612 true 1010 1102.634 1101.6182 1 7.72 208.9 28.67 15.3 (M:15.3) 1 1 0 K.GEFAIRPEK.K Dimethyl: 1, 9

2613 false 1013 846.4561 845.4585 1 -11.41 394.27 29.67 15.5 (M:15.5) 1 2 0 K.YYELAR.K Dimethyl:2H(4): 1

2614 false 1013 870.5324 869.5335 1 -9.55 427.87 27.83 26.9 (M:26.9) 2 3 0 M.AVSVTPIR.D Dimethyl: 1

2615 false 1013 870.5324 869.5123 1 14.72 489 27.83 23.2 (M:23.2) 1 4 0 R.WIVSPLR.H



2616 true 1013 935.5272 934.5273 1 -7.9 133.25 26.67 26.2 (M:26.2) 2 1 0 M.ATSDIQVK.E
Dimethyl:2H(4): 8; 
Acetyl: 1

2617 true 1013 1296.656 1295.6622 1 -10.45 205.18 30.33 75.1 (M:75.1) 1 1 0 K.DLQHPNEFIR.G Dimethyl: 1

2618 true 1014 871.4588 870.46 1 -9.71 548.35 27.67 33.0 (M:33.0) 1 1 0 K.FYAISSR.F Dimethyl: 1

2619 true 1014 1457.7761 1456.7708 1 -1.34 317.97 29 68.5 (M:68.5) 1 1 0 K.NLQVQCAQIEAK.F
Carbamidomethyl: 6; 
Dimethyl: 1, 12

2620 true 1015 875.4858 874.4851 1 -7.5 444.26 27.67 25.2 (M:25.2) 1 1 0 K.FYAISSR.F Dimethyl:2H(4): 1



2621 true 1015 1346.7272 1345.7354 1 -11.48 202.24 29.5 38.9 (M:38.9) 1 1 0 K.IDSVLEGHPVPR.Q Dimethyl: 1

2622 true 1016 1104.6189 1103.6087 1 2.62 196.02 29.67 27.4 (M:27.4) 1 1 0 R.QGAFLVNTAR.G Dimethyl: 1

2623 true 1016 1350.7666 1349.7605 1 -0.89 261.72 29.5 50.6 (M:50.6) 1 1 0 K.IDSVLEGHPVPR.Q Dimethyl:2H(4): 1

2624 true 1016 1436.7172 1435.7129 1 -2.11 326.54 26.67 60.1 (M:60.1) 1 1 1 K.LEAAKEEFCQR.N
Carbamidomethyl: 9; 
Dimethyl: 1, 5

2625 true 1016 1500.7095 1499.7038 1 -1.07 175.92 28.83 47.7 (M:47.7) 1 1 0 K.SSLGEQEEGLHMR.I Dimethyl: 1



2626 true 1017 1108.6507 1107.6338 1 8.65 229.95 29.67 26.1 (M:26.1) 1 1 0 R.QGAFLVNTAR.G Dimethyl:2H(4): 1

2627 true 1017 1132.5676 1131.5495 1 9.58 245.52 30.67 30.2 (M:30.2) 1 1 0 R.HLQLYCDR.Y
Carbamidomethyl: 6; 
Dimethyl: 1

2628 true 1017 1405.6937 1404.6854 1 0.74 265.46 29.67 37.3 (M:37.3) 1 1 0 R.MLVIEQCQNSR.A
Carbamidomethyl: 7; 
Dimethyl: 1

2629 true 1018 967.5703 966.5812 1 -18.8 176.39 30 23.6 (M:23.6) 1 1 0 R.VMEHFIK.L Dimethyl:2H(4): 1, 7

2630 true 1018 1472.7545 1471.7453 1 1.32 331.45 29.5 70.4 (M:70.4) 1 1 0 K.QLTCNEPILSNR.S
Carbamidomethyl: 4; 
Dimethyl: 1



2631 false 1018 1472.7545 1471.7817 1 -23.39 534.27 29.5 22.2 (M:22.2) 1 2 1 R.QLMAQQELDRIK.K

2632 false 1018 1472.7545 1471.7743 1 -18.37 346.44 29.5 17.2 (M:17.2) 1 4 1 R.QEDVIATANLSRR.A

2633 true 1019 975.524 974.5259 1 -9.43 133.92 30 40.0 (M:40.0) 2 1 0 R.VMEHFIK.L
Oxidation: 2; Dimethyl: 
1, 7

2634 true 1019 1476.7778 1475.7704 1 0.1 330.39 29.5 80.9 (M:80.9) 1 1 0 K.QLTCNEPILSNR.S
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

2635 false 1019 1476.7778 1475.7994 1 -19.53 251.56 29.5 15.7 (M:15.7) 1 3 1 R.QQSEISAAVERAR.K Dimethyl:2H(4): 1



2636 true 1019 1584.8815 1583.8759 1 -1.03 128.24 29 20.6 (M:20.6) 1 1 1 R.QKYAEQELEQVR.M Dimethyl:2H(4): 1, 2

2637 true 1020 808.5021 807.4967 1 -2.35 410.45 32 40.4 (M:40.4) 1 1 0 R.IHLELR.N Dimethyl: 1

2638 true 1020 1050.6289 1049.6346 1 -12.36 191.09 27.67 24.9 (M:24.9) 1 1 0 R.VTILGHVQR.G Dimethyl: 1

2639 true 1022 1211.6379 1210.6492 1 -15.33 116.94 27.67 19.3 (M:19.3) 1 1 0 K.SIPGCVPAVQR.A
Carbamidomethyl: 5; 
Dimethyl: 1

2640 true 1022 1260.8418 1259.8242 1 8.15 161.97 29.67 96.1 (M:96.1) 1 1 1 K.KVLTSFGDAVK.N Dimethyl:2H(4): 1, 1, 11



2641 true 1022 1306.6599 1305.6503 1 1.77 289.31 27.17 27.4 (M:27.4) 1 1 0 K.YGPNELPAEER.K Dimethyl:2H(4): 1

2642 true 1022 1531.8471 1530.8406 1 -0.48 148.45 29.67 78.2 (M:78.2) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl: 1, 12

2643 true 1022 1531.8471 1530.8406 1 -0.48 148.45 29.67 78.2 (M:78.2) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl: 1, 12

2644 true 1023 1147.581 1146.5822 1 -7.42 284.1 30.17 44.5 (M:44.5) 1 1 0 R.LFAYPDTHR.H Dimethyl: 1

2645 false 1023 1216.6526 1215.6587 1 -10.98 58.72 27.67 15.1 (M:15.1) 1 50 4 1 R.NKYEDEINK.R Dimethyl:2H(4): 1, 9



2646 true 1023 1216.6526 1215.6474 1 -1.74 55.57 27.67 42.3 (M:42.3) 2 1 0 K.YIDEEELNK.T Dimethyl:2H(4): 1, 9

2647 false 1023 1216.6526 1215.6587 1 -10.98 58.72 27.67 15.1 (M:15.1) 1 50 4 1 K.NKYEDEINK.R Dimethyl:2H(4): 1, 9

2648 false 1023 1216.6526 1215.6587 1 -10.98 58.72 27.67 15.1 (M:15.1) 1 50 4 1 K.NKYEDEINK.R Dimethyl:2H(4): 1, 9

2649 false 1023 1385.7409 1384.731 1 1.88 252.82 29.67 27.0 (M:27.0) 1 2 0 K.LSVSNGPEVQTVR.E

2650 true 1023 1385.7409 1384.7423 1 -6.22 202.35 29.67 45.3 (M:45.3) 1 1 1 R.QTVEADVNGLRR.V Dimethyl: 1



2651 true 1024 1523.805 1522.7926 1 3.34 217.46 29.67 29.4 (M:29.4) 1 1 0 K.CPNLTHLNLSGNK.I
Carbamidomethyl: 1; 
Dimethyl: 1, 13

2652 true 1025 1061.6087 1060.6029 1 -1.37 165.81 32.83 29.6 (M:29.6) 1 1 0 K.NFVVNVVSR.L Dimethyl: 1

2653 true 1025 1584.8178 1583.8168 1 -3.97 112.37 29.5 38.3 (M:38.3) 1 1 0 K.HQALQAEIAGHEPR.I Dimethyl: 1

2654 true 1025 1603.8155 1602.8042 1 2.53 141.05 29.5 51.5 (M:51.5) 1 1 0 K.IEQFVYASPHDNK.S Dimethyl: 1, 13

2655 true 1025 1652.9509 1651.9257 1 10.84 202.02 28.67 42.9 (M:42.9) 1 1 1 K.AQLTPAQAAALKEER.R Dimethyl: 1, 12



2656 true 1026 1216.7045 1215.7088 1 -9.48 115.81 30 24.3 (M:24.3) 1 1 0 R.ITAHLVHELR.R Dimethyl: 1

2657 false 1026 1400.8058 1399.7936 1 3.55 214.12 31.5 31.5 (M:31.5) 1 2 0 R.THAVLPEHSLLR.V Dimethyl: 1

2658 true 1026 1400.8058 1399.7762 1 15.99 246.12 31.5 36.6 (M:36.6) 1 1 0 K.SAFPHLQDAQVK.L
Dimethyl:2H(4): 1; 
Dimethyl: 12

2659 true 1026 1409.6737 1408.6947 1 -20.06 205.9 26.67 34.4 (M:34.4) 1 1 0 R.DGAPVGGGEPQELR.I Dimethyl: 1

2660 true 1027 1220.7294 1219.7339 1 -9.64 130.14 30 45.9 (M:45.9) 1 1 0 R.ITAHLVHELR.R Dimethyl:2H(4): 1



2661 false 1027 1254.7553 1253.7645 1 -13.17 207.75 33.33 21.1 (M:21.1) 1 2 0 R.LPGVPTATITPR.G Dimethyl:2H(4): 1

2662 true 1027 1634.8479 1633.8464 1 -3.51 170.45 29.67 65.5 (M:65.5) 1 1 1 K.YIDEHQDLYVKR.L Dimethyl: 1, 11

2663 true 1027 1754.8234 1753.7988 1 9.85 135.68 28.67 105.9 (M:105.9) 1 1 0 R.HCNSGQGEPCVAALAR.V
Carbamidomethyl: 2, 
10; Dimethyl: 1

2664 true 1028 1642.9008 1641.8966 1 -1.87 161.35 29.67 27.6 (M:27.6) 1 1 1 K.YIDEHQDLYVKR.L Dimethyl:2H(4): 1, 11

2665 true 1029 1268.7896 1267.7904 1 -6.33 156.85 32.83 49.3 (M:49.3) 1 1 0 K.NLFVPKPEIK.H Dimethyl: 1, 6, 10



2666 true 1029 1678.9363 1677.929 1 0.01 213.93 30 50.7 (M:50.7) 1 1 1 R.RHVFGESDELIGQK.V Dimethyl:2H(4): 1, 14

2667 true 1030 969.5496 968.5331 1 9.49 103.84 29.83 31.2 (M:31.2) 1 1 0 K.QFSQYIK.N Dimethyl: 1, 7

2668 true 1030 1280.8662 1279.8657 1 -5.33 115.29 32.83 31.0 (M:31.0) 1 1 0 K.NLFVPKPEIK.H Dimethyl:2H(4): 1, 6, 10

2669 true 1030 1463.7688 1462.7681 1 -4.49 347 31.5 80.7 (M:80.7) 1 1 0 R.FGAPPHAGGGIGLER.V Dimethyl: 1

2670 true 1030 1877.8342 1876.856 1 -15.46 165.36 30.67 59.9 (M:59.9) 1 1 0 K.QSIAIDDCTFHQCVR.L
Carbamidomethyl: 8, 
13; Dimethyl: 1



2671 true 1031 977.6021 976.5833 1 11.77 153.81 29.83 18.7 (M:18.7) 2 1 0 K.QFSQYIK.N Dimethyl:2H(4): 1, 7

2672 true 1031 1467.7919 1466.7932 1 -5.87 326.78 31.5 109.3 (M:109.3) 1 1 0 R.FGAPPHAGGGIGLER.V Dimethyl:2H(4): 1

2673 true 1031 1881.8921 1880.8811 1 1.95 222.23 30.67 71.1 (M:71.1) 1 1 0 K.QSIAIDDCTFHQCVR.L
Carbamidomethyl: 8, 
13; Dimethyl:2H(4): 1

2674 true 1032 928.5735 927.5641 1 2.26 144.85 28.83 20.2 (M:20.2) 1 1 0 K.IPLVSDTK.R Dimethyl: 1, 8

2675 false 1032 928.5735 927.5691 1 -3.17 208.09 28.83 15.8 (M:15.8) 1 4 0 K.AVHLAETK.G
Dimethyl:2H(4): 1; 
Dimethyl: 8



2676 true 1032 2327.2214 2326.1745 1 17.02 134.93 27 16.1 (M:16.1) 1 1 1
R.VGDTVLGMATQCVQMKNVQ
R.T

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1; 
Oxidation: 8, 15; 
Dimethyl: 16

2677 true 1033 839.4437 838.4371 1 -0.79 453.62 27.67 25.4 (M:25.4) 1 1 0 K.YAISMAR.K Dimethyl: 1

2678 false 1033 892.4962 891.4814 1 8.45 426.02 29.83 29.8 (M:29.8) 1 2 0 R.EAYNLVR.D Dimethyl: 1

2679 true 1033 892.4962 891.4814 1 8.45 457.89 29.83 32.3 (M:32.3) 1 1 0 K.QDFSLVR.V Dimethyl: 1

2680 true 1033 2101.9757 2100.9659 1 1.18 194.86 29.67 72.9 (M:72.9) 1 1 0 R.YLHLCPESPEEVHGCSR.T
Carbamidomethyl: 5, 
15; Dimethyl:2H(4): 1



2681 true 1033 2134.1292 2133.1365 1 -6.81 157.54 31.33 29.1 (M:29.1) 1 1 0
R.IMRPDDANIAGNVHGGTVLK.
M Dimethyl: 1, 20

2682 false 1034 802.4277 801.4345 1 -17.51 395.58 27.33 20.8 (M:20.8) 1 2 0 K.VSAQEIR.K

2683 false 1034 802.4277 801.4232 1 -3.51 304.1 27.33 18.5 (M:18.5) 1 8 0 K.EVEEIR.N Dimethyl: 1

2684 true 1034 843.4637 842.4622 1 -6.81 517.3 27.67 22.9 (M:22.9) 1 1 0 K.YAISMAR.K Dimethyl:2H(4): 1

2685 true 1034 912.5412 911.544 1 -11.1 159.55 29.83 17.1 (M:17.1) 1 1 0 K.ILVPEGTR.D Dimethyl: 1



2686 true 1034 1421.7049 1420.7211 1 -16.57 356.97 31.67 101.2 (M:101.2) 1 1 0 K.DSTHLGLHFNPR.F Dimethyl: 1

2687 true 1035 815.4586 814.4371 1 17.37 449.42 27.17 22.6 (M:22.6) 1 1 0 R.LCQNPK.L
Carbamidomethyl: 2; 
Dimethyl: 1, 6

2688 true 1035 916.5575 915.5691 1 -20.6 155.44 29.83 25.9 (M:25.9) 1 1 0 K.ILVPEGTR.D Dimethyl:2H(4): 1

2689 true 1035 1425.6732 1424.6809 1 -10.48 300.72 30.17 49.8 (M:49.8) 1 1 0 K.LTAHDCPNYFR.-
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

2690 true 1035 2446.1927 2445.1896 1 -1.71 208.68 29.17 144.4 (M:144.4) 1 1 0
K.VLHEAEGHIVTCETNTGEVYR.
G

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1



2691 false 1036 743.4421 742.445 1 -13.7 90.69 26.83 26.9 (M:26.9) 1 4 1 R.EARLAR.G Dimethyl: 1

2692 true 1036 743.4421 742.4337 1 1.41 98.52 26.83 37.3 (M:37.3) 7 1 0 K.DIQLAR.R Dimethyl: 1

2693 false 1036 743.4421 742.445 1 -13.7 152.85 26.83 24.6 (M:24.6) 4 5 1 K.QQKIAR.L

2694 false 1036 874.5558 873.5586 1 -11.42 508.6 27.83 20.7 (M:20.7) 1 3 0 M.AVSVTPIR.D Dimethyl:2H(4): 1

2695 true 1036 903.4732 902.4709 1 -5.49 137.73 27.33 35.5 (M:35.5) 2 1 0 K.EDLTEIR.D Dimethyl: 1



2696 true 1036 1442.8101 1441.7873 1 10.75 228.64 33.5 67.0 (M:67.0) 1 1 0 R.NIAMGVNLNSMSK.I Dimethyl:2H(4): 1, 13

2697 false 1037 747.4658 746.4473 1 15.09 137.42 26.83 17.1 (M:17.1) 1 5 1 R.MLAIKR.C Oxidation: 1

2698 true 1037 884.4792 883.4804 1 -9.59 529.15 27.67 16.8 (M:16.8) 1 1 0 R.YIGFSNK.A Dimethyl: 1, 7

2699 true 1039 1205.6202 1204.6026 1 8.52 83.15 28.83 24.2 (M:24.2) 1 1 0 R.GALTGGYYDTR.K Dimethyl:2H(4): 1

2700 true 1040 1007.5265 1006.5335 1 -14.19 209.62 27.33 23.2 (M:23.2) 1 1 0 R.ADGYVLEGK.E Dimethyl: 1, 9



2701 true 1040 1259.6398 1258.6306 1 1.54 120.32 29.67 22.4 (M:22.4) 1 1 0 R.SLGTADVHFER.K Dimethyl: 1

2702 true 1041 1011.5431 1010.5586 1 -22.49 175.23 27.17 26.8 (M:26.8) 1 67.58 1 0 R.ADGYVLEGK.E
Dimethyl:2H(4): 1; 
Dimethyl: 9

2703 true 1041 1263.6637 1262.6557 1 0.54 112.14 29.67 28.0 (M:28.0) 1 1 0 R.SLGTADVHFER.K Dimethyl:2H(4): 1

2704 true 1041 1272.713 1271.735 1 -23.03 104.46 29 16.6 (M:16.6) 1 1 1 R.IPVNNRFQTK.I Dimethyl: 1, 10

2705 true 1042 891.5381 890.5375 1 -7.45 485.41 26.67 23.4 (M:23.4) 1 1 0 K.IVEELTR.I Dimethyl:2H(4): 1



2706 true 1042 1015.5742 1014.5837 1 -16.54 176.7 27.17 18.0 (M:18.0) 1 1 0 R.ADGYVLEGK.E Dimethyl:2H(4): 1, 9

2707 true 1043 1062.5387 1061.5142 1 16.25 172.2 27.83 39.8 (M:39.8) 1 1 0 R.NVEDFTGPR.E Dimethyl: 1

2708 true 1043 2459.0614 2458.0489 1 2.14 125.5 26.67 117.4 (M:117.4) 2 1 0
K.QETTPINDNVSQCCSSSYANR.
R

Carbamidomethyl: 13, 
14; Dimethyl: 1

2709 true 1044 1177.6193 1176.6139 1 -1.62 83.16 27 58.1 (M:58.1) 1 1 1 R.QLFEADKDR.F Dimethyl: 1, 7

2710 true 1044 1793.7922 1792.7587 1 14.58 196.55 30 166.1 (M:166.1) 3 1 0
R.FSSCGGGGGSFGAGGGFGSR.
S

Carbamidomethyl: 4; 
Dimethyl: 1



2711 true 1045 1185.665 1184.6641 1 -5.35 81.04 27 42.5 (M:42.5) 1 1 1 R.QLFEADKDR.F Dimethyl:2H(4): 1, 7

2712 false 1045 1185.665 1184.6339 1 20.11 97.33 27 18.4 (M:18.4) 1 3 1 R.EISFGTTKDR.M Dimethyl:2H(4): 8

2713 true 1045 1192.7163 1191.7339 1 -20.93 139.87 27.67 65.1 (M:65.1) 1 1 0 K.LLLQVQHASK.Q Dimethyl: 1, 10

2714 true 1045 1245.6761 1244.6725 1 -2.92 108.31 29.67 35.0 (M:35.0) 1 1 0 K.AVENSSTAIGIR.C Dimethyl: 1

2715 true 1046 1180.569 1179.5673 1 -4.66 98.09 31.5 40.9 (M:40.9) 1 1 0 R.SLFNYHDTR.I Dimethyl: 1



2716 true 1046 1200.763 1199.7842 1 -23.7 171.82 27.67 62.1 (M:62.1) 1 1 0 K.LLLQVQHASK.Q Dimethyl:2H(4): 1, 10

2717 true 1046 1484.7519 1483.7419 1 1.81 119.18 29.83 64.3 (M:64.3) 1 1 0 K.NIHVDSPYEINR.A Dimethyl: 1

2718 true 1046 2231.0629 2230.0018 1 24.15 194.68 29.83 56.4 (M:56.4) 1 1 0 R.QGQSYYGQYGYNSYNPGPR.Y Dimethyl:2H(4): 1

2719 true 1047 814.4741 813.4821 1 -18.73 354.86 29.17 24.0 (M:24.0) 2 1 1 M.AANRNLK.Q Dimethyl: 7

2720 false 1047 814.4741 813.4709 1 -4.94 335.19 29.17 18.4 (M:18.4) 1 7 1 R.NKGSQPK.E Dimethyl: 1, 7



2721 true 1047 905.5503 904.5382 1 5.31 145.71 30 15.7 (M:15.7) 1 1 0 K.QLANYLK.H Dimethyl: 1, 7

2722 true 1047 1151.46 1150.4567 1 -3.46 385.82 27.17 35.2 (M:35.2) 2 1 0 R.DGYDYDGYR.L Dimethyl: 1

2723 true 1047 1278.7008 1277.698 1 -3.5 143.4 29.67 46.4 (M:46.4) 1 1 1 R.TKFETEQALR.L Dimethyl: 1, 2

2724 true 1047 1488.7798 1487.767 1 3.68 132.8 29.83 84.5 (M:84.5) 1 1 0 K.NIHVDSPYEINR.A Dimethyl:2H(4): 1

2725 true 1048 1191.6765 1190.6772 1 -6.62 64.03 31.5 19.5 (M:19.5) 1 1 0 R.LALLHEGTGPR.V Dimethyl: 1



2726 true 1048 1305.7137 1304.6976 1 6.71 136.26 27.33 29.5 (M:29.5) 1 1 0 R.IAEYEQQLQK.L Dimethyl: 1, 10

2727 true 1049 1197.6619 1196.6587 1 -3.45 97.21 31.67 57.2 (M:57.2) 1 1 0 R.SIHDALCVVK.R
Carbamidomethyl: 7; 
Dimethyl: 1, 10

2728 true 1049 1788.8834 1787.8955 1 -10.84 244.05 30.17 23.6 (M:23.6) 1 1 0 K.KPGQSFQEQVEHYR.D Dimethyl: 1, 1

2729 true 1050 1157.6303 1156.6128 1 8.82 332.96 30 32.0 (M:32.0) 1 1 0 K.YQLSVSNYK.G Dimethyl: 1, 9

2730 true 1050 1175.6225 1174.6268 1 -9.78 105.44 27.17 28.9 (M:28.9) 1 1 1 -.MDKSELVQK.A Acetyl: 1; Dimethyl: 3, 9



2731 true 1050 1605.8089 1604.7981 1 2.24 214.29 29.67 48.7 (M:48.7) 1 1 0 R.DDNGKPYVLNCVR.K
Carbamidomethyl: 11; 
Dimethyl: 1, 5

2732 false 1051 887.5018 886.5124 1 -20.18 381.09 26.67 26.1 (M:26.1) 1 10 0 R.TLDLLER.I Dimethyl: 1

2733 false 1051 1193.611 1192.587 1 14.01 125 27.17 16.2 (M:16.2) 1 4 1 K.ANKQTSMLER.E Oxidation: 7

2734 true 1051 1428.747 1427.7682 1 -19.96 185.99 30 19.7 (M:19.7) 1 1 1 K.FKMAAAAEPEQR.A
Dimethyl:2H(4): 1, 2; 
Oxidation: 3

2735 true 1051 1613.8517 1612.8483 1 -2.4 223.09 29.67 22.3 (M:22.3) 1 1 0 R.DDNGKPYVLNCVR.K
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 5



2736 true 1052 1240.6275 1239.6208 1 -0.46 104.43 27.33 23.1 (M:23.1) 1 1 0 K.NINLDDANAPR.L Dimethyl: 1

2737 true 1053 1293.6541 1292.6513 1 -3.53 152.18 31.67 46.4 (M:46.4) 1 1 0 K.SVIDYQTHFR.L Dimethyl: 1

2738 true 1053 1382.7318 1381.7314 1 -4.94 227.4 29.17 59.1 (M:59.1) 1 1 0 R.NQLQVITNDPGR.V Dimethyl: 1

2739 true 1053 1896.8926 1895.9087 1 -12.36 222.22 30.17 129.9 (M:129.9) 2 1 0 R.LVHADFTPSSGSTYACK.V
Carbamidomethyl: 16; 
Dimethyl: 1, 17

2740 true 1054 1302.6374 1301.6252 1 3.8 272.15 27.17 37.6 (M:37.6) 1 1 0 K.YGPNELPAEER.K Dimethyl: 1



2741 true 1054 1904.949 1903.959 1 -9.04 244.4 30.17 67.1 (M:67.1) 1 1 0 R.LVHADFTPSSGSTYACK.V
Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 17

2742 true 1056 1364.6969 1363.662 1 20.28 348.04 28.17 56.7 (M:56.7) 1 1 0 R.DNANAATEEFVK.R Dimethyl: 1, 12

2743 true 1056 1396.754 1395.751 1 -3.06 290.73 31.67 33.7 (M:33.7) 1 1 0 K.SAFPHLQDAQVK.L Dimethyl: 1, 12

2744 true 1056 1423.7223 1422.683 1 22.47 337.59 29.17 52.2 (M:52.2) 1 1 0 K.NFTDVHPDYGAR.I Dimethyl:2H(4): 1

2745 true 1056 1994.9419 1993.9544 1 -9.92 148.96 30 59.2 (M:59.2) 1 1 0
K.AAGAAYGHGESSGGSGGFLGP
R.V Dimethyl:2H(4): 1



2746 true 1057 1758.8488 1757.8239 1 10.02 204.53 28.67 71.1 (M:71.1) 1 1 0 R.HCNSGQGEPCVAALAR.V
Carbamidomethyl: 2, 
10; Dimethyl:2H(4): 1

2747 true 1058 1039.539 1038.5346 1 -2.7 81.19 26.67 44.1 (M:44.1) 2 1 0 K.IDVGEPEPR.T Dimethyl: 1

2748 true 1058 1529.882 1528.8887 1 -9.12 192.57 32.83 39.5 (M:39.5) 1 1 0 R.APVICVLGHVDTGK.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 14

2749 true 1059 1535.8271 1534.8228 1 -1.95 816.84 32.83 16.9 (M:16.9) 1 1 1 R.NWTQCVELARVK.F
Carbamidomethyl: 5; 
Dimethyl:2H(4): 12

2750 true 1060 1545.7463 1544.7107 1 18.35 201.3 27.17 41.0 (M:41.0) 1 1 0 K.DEYEESGPSIVHR.K Dimethyl: 1



2751 true 1061 1497.8857 1496.8915 1 -8.7 151.59 31.5 56.1 (M:56.1) 1 1 1 R.KIHIDLPNEQAR.L Dimethyl:2H(4): 1, 1

2752 true 1062 1742.1767 1741.1445 1 14.3 164.58 30 57.0 (M:57.0) 1 1 1 R.FVKPAPIEQELSKK.Q
Dimethyl:2H(4): 1, 3, 13, 
14

2753 true 1063 903.5275 902.5276 1 -8.2 122.01 30.17 40.5 (M:40.5) 1 1 0 K.IAHFLDR.H Dimethyl:2H(4): 1

2754 true 1063 1075.5748 1074.576 1 -7.93 225.5 30 43.9 (M:43.9) 1 1 0 R.EAEAAIFHR.Q Dimethyl:2H(4): 1

2755 true 1063 1797.8148 1796.7838 1 13.16 283.77 30 158.7 (M:158.7) 2 1 0
R.FSSCGGGGGSFGAGGGFGSR.
S

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



2756 true 1064 1092.5627 1091.5651 1 -8.9 193.31 30 21.4 (M:21.4) 1 1 0 R.FEPYANPAK.R Dimethyl: 1, 9

2757 false 1064 1208.6063 1207.6085 1 -7.83 93.45 27.67 20.0 (M:20.0) 2 56.24 4 1 R.NKYEDEINK.R Dimethyl: 1, 9

2758 false 1064 1208.6063 1207.6085 1 -7.83 93.45 27.67 20.0 (M:20.0) 2 56.24 4 1 K.NKYEDEINK.R Dimethyl: 1, 9

2759 true 1064 1208.6063 1207.5972 1 1.47 84.59 27.67 72.0 (M:72.0) 2 1 0 K.YIDEEELNK.T Dimethyl: 1, 9

2760 false 1064 1208.6063 1207.6085 1 -7.83 93.45 27.67 20.0 (M:20.0) 2 56.24 4 1 K.NKYEDEINK.R Dimethyl: 1, 9



2761 true 1064 3186.6231 3185.6366 1 -6.5 215.28 32.83 56.1 (M:56.1) 1 1 0
K.ALSDHHVYLEGTLLKPNMVTP
GHSCPTK.Y

Carbamidomethyl: 25; 
Dimethyl: 1, 15, 28

2762 true 1065 1157.6499 1156.6502 1 -6.54 362.06 30.33 24.9 (M:24.9) 1 1 0 K.GLDISHLSQR.L Dimethyl:2H(4): 1

2763 true 1065 1689.8118 1688.8143 1 -5.8 110.88 27.67 30.4 (M:30.4) 1 1 0 R.GHYNNVSCAVFHPR.Q
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

2764 true 1065 2322.2352 2321.186 1 18.03 142.28 30 24.7 (M:24.7) 1 1 0
R.KPCNRPSGVEPQPGVFDSMR.
D

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 1

2765 true 1065 3198.6943 3197.7119 1 -7.76 71.57 32.83 62.9 (M:62.9) 1 1 0
K.ALSDHHVYLEGTLLKPNMVTP
GHSCPTK.Y

Carbamidomethyl: 25; 
Dimethyl:2H(4): 1, 15, 
28



2766 true 1066 1000.5724 999.5713 1 -6.12 120.87 28.83 23.6 (M:23.6) 2 1 0 K.AVDSQILAR.I Dimethyl: 1

2767 true 1066 1652.8226 1651.8104 1 2.98 349.89 27.17 30.7 (M:30.7) 1 1 1 R.FSDADIDRDPTAAAR.E Dimethyl:2H(4): 1

2768 true 1067 1004.61 1003.5964 1 6.33 123.33 28.83 22.4 (M:22.4) 2 1 0 K.AVDSQILAR.I Dimethyl:2H(4): 1

2769 false 1067 1376.7071 1375.7269 1 -19.63 118.78 26.83 19.0 (M:19.0) 1 2 1 K.TMEALLEEKEK.E Dimethyl: 9, 11

2770 true 1068 1027.5276 1026.5134 1 6.71 162.04 29 17.0 (M:17.0) 1 1 0 R.AVFSEYQR.M Dimethyl: 1



2771 false 1068 1848.0609 1847.0968 1 -23.38 260.62 27.67 15.7 (M:15.7) 1 3 1 R.IGVAASEELIRQGEALK.R Dimethyl:2H(4): 1, 17

2772 false 1068 1848.0609 1847.0124 1 22.26 216.13 27.67 16.7 (M:16.7) 1 2 0 K.QTDVLQQLSIQMANAK.F
Dimethyl:2H(4): 1; 
Dimethyl: 16

2773 true 1069 946.5556 945.5396 1 9.17 36.6 30.17 32.8 (M:32.8) 2 1 0 R.NQQIFLR.D Dimethyl: 1

2774 true 1069 966.5258 965.5182 1 0.32 151.89 30.67 26.9 (M:26.9) 1 1 0 K.TTDGYLLR.L Dimethyl: 1

2775 false 1069 966.5258 965.507 1 11.95 178.45 30.67 16.3 (M:16.3) 1 2 0 K.EAIDSYIK.A Dimethyl: 8



2776 true 1069 1031.5514 1030.5386 1 5.36 173.73 29 31.8 (M:31.8) 1 1 0 R.AVFSEYQR.M Dimethyl:2H(4): 1

2777 true 1069 2442.1693 2441.1645 1 -1.02 173.14 29.17 100.9 (M:100.9) 1 1 0
K.VLHEAEGHIVTCETNTGEVYR.
G

Carbamidomethyl: 12; 
Dimethyl: 1

2778 true 1070 1175.5389 1174.523 1 7.38 107.57 30.33 63.7 (M:63.7) 2 1 0 K.YGCGYFGAPR.R
Carbamidomethyl: 3; 
Dimethyl: 1

2779 true 1070 1352.7889 1351.7951 1 -10 229.79 30.17 34.2 (M:34.2) 1 1 0 K.ITDSAGHILYAK.E Dimethyl:2H(4): 1, 12

2780 true 1071 2181.8448 2180.8487 1 -5.13 254.79 27.17 41.4 (M:41.4) 1 1 1 M.SNGYEDHMAEDCRDDIGR.T
Carbamidomethyl: 12; 
Acetyl: 1



2781 true 1072 1625.8362 1624.8238 1 3.16 219.32 30.33 53.7 (M:53.7) 1 1 0 R.SHQDYLHSYHFK.T Dimethyl:2H(4): 1, 12

2782 true 1073 1188.725 1187.7026 1 12.71 98.98 30.17 23.9 (M:23.9) 2 1 1 K.QIFLGGVDKR.T Dimethyl: 1, 9

2783 true 1073 1339.6907 1338.6779 1 4.08 177.67 29.83 18.3 (M:18.3) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl: 1

2784 true 1073 1339.6907 1338.6779 1 4.08 177.67 29.83 18.3 (M:18.3) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl: 1

2785 true 1073 1627.8638 1626.873 1 -10.07 183.86 30.17 43.8 (M:43.8) 1 1 0 R.ATRPDDIHVLYSGK.T Dimethyl: 1, 14



2786 false 1074 745.4548 744.4432 1 5.75 230.4 27.67 16.9 (M:16.9) 2 2 0 K.NVHSTK.F
Dimethyl:2H(4): 1; 
Dimethyl: 6

2787 true 1074 781.4948 780.4796 1 10.14 263.56 27.83 17.1 (M:17.1) 1 1 0 R.VAFSVAR.A Dimethyl:2H(4): 1

2788 true 1074 967.4633 966.4593 1 -3.42 120.65 29.17 21.6 (M:21.6) 1 1 0 K.NMGLYGER.A Dimethyl: 1

2789 true 1074 1196.7742 1195.7529 1 11.77 55.78 30.17 31.7 (M:31.7) 1 1 1 K.QIFLGGVDKR.T Dimethyl:2H(4): 1, 9

2790 false 1075 806.4477 805.4368 1 4.55 780.81 27.33 24.4 (M:24.4) 1 3 1 R.MKESQK.S Dimethyl: 1, 6



2791 false 1075 806.4477 805.4294 1 13.71 734.92 27.33 26.6 (M:26.6) 1 2 1 K.SSKSEIR.G

2792 true 1075 1392.7244 1391.7136 1 2.57 322.73 30 85.4 (M:85.4) 1 1 0 K.NFYVEHPEVAR.L Dimethyl:2H(4): 1

2793 true 1075 1677.8474 1676.8522 1 -7.21 248.26 30.17 94.4 (M:94.4) 1 1 1 K.EDKHYGITSYGVPR.S Dimethyl: 1, 3

2794 true 1077 827.491 826.4639 1 23.92 493.5 28.33 29.4 (M:29.4) 2 1 0 R.YVGGFPR.S Dimethyl:2H(4): 1

2795 false 1077 943.5459 942.5386 1 0.07 161.11 27.5 23.1 (M:23.1) 1 6 0 K.ELIGDIAGK.L Dimethyl: 9



2796 true 1077 943.5459 942.5386 1 0.07 166.63 27.5 65.3 (M:65.3) 2 1 0 K.DVVDLAQK.C Dimethyl: 1, 8

2797 true 1078 720.418 719.4 1 14.93 115.61 30 28.3 (M:28.3) 1 1 1 K.MRLEK.E
Oxidation: 1; Dimethyl: 
1

2798 true 1078 997.5022 996.495 1 -0.09 141 29.33 64.3 (M:64.3) 1 1 0 K.CESAFLSK.R
Carbamidomethyl: 1; 
Dimethyl: 1, 8

2799 true 1079 1107.5231 1106.5179 1 -1.85 315.78 29.33 20.4 (M:20.4) 1 1 0 R.CQLPDGSFR.R
Carbamidomethyl: 1; 
Dimethyl: 1

2800 false 1079 1309.8595 1308.8359 1 12.43 178.81 28.83 16.9 (M:16.9) 1 2 0 K.LFVLFGAEILK.R
Dimethyl:2H(4): 11; 
Dimethyl: 1



2801 true 1079 1309.8595 1308.8406 1 8.83 190.53 28.83 62.5 (M:62.5) 1 1 1 R.GKLDSNPELIK.F Dimethyl:2H(4): 1, 2, 11

2802 true 1079 1611.7601 1610.7536 1 -0.48 167.95 27.17 106.6 (M:106.6) 2 1 0 K.VDDEENEHQLSLR.T Dimethyl: 1

2803 true 1080 1037.5381 1036.5441 1 -12.81 156.17 27.33 30.9 (M:30.9) 1 1 0 R.DVYTGDALK.I Dimethyl: 1, 9

2804 true 1080 1111.548 1110.543 1 -2 314.51 29.33 35.0 (M:35.0) 1 1 0 R.CQLPDGSFR.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

2805 true 1080 1225.6938 1224.69 1 -2.84 105.48 31.67 30.6 (M:30.6) 1 1 0 R.MAQEVLTHLK.E Dimethyl: 1, 10



2806 true 1080 1670.8855 1669.8788 1 -0.34 199.97 30 42.8 (M:42.8) 1 1 1 R.RHVFGESDELIGQK.V Dimethyl: 1, 14

2807 false 1081 890.5395 889.5273 1 5.48 302.67 33.17 15.3 (M:15.3) 1 3 1 R.AFSKEPK.K Dimethyl: 1, 4, 7

2808 true 1081 898.5356 897.5436 1 -17.07 557.54 27.83 44.7 (M:44.7) 2 1 0 K.HILANFK.N Dimethyl: 1, 7

2809 true 1081 1061.5352 1060.5223 1 5.32 229.53 27.5 35.0 (M:35.0) 2 1 0 K.MLQEDELR.D Dimethyl: 1

2810 true 1081 1157.6732 1156.658 1 6.9 349.62 27.83 99.3 (M:99.3) 2 1 0 K.ALAAGGYDVEK.N Dimethyl:2H(4): 1, 11



2811 true 1081 1157.6732 1156.658 1 6.9 349.62 27.83 99.3 (M:99.3) 2 1 0 K.ALAAGGYDVEK.N Dimethyl:2H(4): 1, 11

2812 true 1081 1157.6732 1156.658 1 6.9 349.62 27.83 99.3 (M:99.3) 2 1 0 K.ALAAGGYDVEK.N Dimethyl:2H(4): 1, 11

2813 false 1082 970.6082 969.6223 1 -21.95 160.51 27.83 19.0 (M:19.0) 1 10 1 K.GLSPTAKLK.Q Dimethyl: 7, 9

2814 true 1082 970.6082 969.6223 1 -21.95 145.2 27.83 46.5 (M:46.5) 1 1 0 R.QTVAVGVIK.A Dimethyl: 1, 9

2815 false 1082 970.6082 969.5971 1 3.96 104.14 27.83 25.0 (M:25.0) 1 3 1 R.GVAVEKALR.G Dimethyl: 6



2816 true 1082 970.6082 969.6223 1 -21.95 145.2 27.83 46.5 (M:46.5) 1 1 0 R.QTVAVGVIK.N Dimethyl: 1, 9

2817 true 1082 1089.5431 1088.5251 1 9.83 287.22 27.83 38.7 (M:38.7) 2 1 0 M.GEYGIAPGQR.V Acetyl: 1

2818 true 1082 1297.6808 1296.6764 1 -2.27 164.05 31.67 24.5 (M:24.5) 1 1 0 K.SVIDYQTHFR.L Dimethyl:2H(4): 1

2819 true 1083 920.546 919.5201 1 20.17 154.24 33.33 17.2 (M:17.2) 1 1 0 R.IAISWMK.D
Oxidation: 6; Dimethyl: 
1, 7

2820 true 1083 920.546 919.5201 1 20.17 154.24 33.33 17.2 (M:17.2) 1 1 0 R.IAISWMK.D
Oxidation: 6; Dimethyl: 
1, 7



2821 true 1083 1093.5512 1092.5502 1 -5.7 317.28 27.33 29.8 (M:29.8) 1 1 0 K.NFGDQPDIR.C Dimethyl:2H(4): 1

2822 true 1083 1348.6563 1347.6571 1 -6.02 269 31.67 40.4 (M:40.4) 1 1 0 K.SFNTFVHTDPR.N Dimethyl: 1

2823 true 1083 1479.7859 1478.7664 1 8.28 206.12 29 38.1 (M:38.1) 1 1 0 R.CLALATHDAPVQR.E
Carbamidomethyl: 1; 
Dimethyl: 1

2824 true 1084 1106.601 1105.6019 1 -7.4 307.13 27.33 49.9 (M:49.9) 1 1 0 K.LVDDAVAYGK.K Dimethyl: 1, 10

2825 true 1084 1483.8114 1482.7915 1 8.54 98.19 29 52.1 (M:52.1) 1 1 0 R.CLALATHDAPVQR.E
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



2826 true 1085 1212.6622 1211.651 1 3.27 66.04 26.83 33.0 (M:33.0) 1 1 0 R.IQETQAELPR.G Dimethyl: 1

2827 false 1085 1862.9097 1861.8662 1 19.41 235.16 26.67 16.1 (M:16.1) 1 2 0 R.GVESQGMVLCASSVGEPR.Q Carbamidomethyl: 10

2828 true 1085 1862.9097 1861.9068 1 -2.36 121.16 26.67 35.5 (M:35.5) 1 1 1 R.QLEEAEEEAQRANASR.R Dimethyl:2H(4): 1

2829 true 1086 1216.6865 1215.6761 1 2.54 50.33 26.83 58.7 (M:58.7) 1 1 0 R.IQETQAELPR.G Dimethyl:2H(4): 1

2830 true 1086 2104.1234 2103.1147 1 0.67 187.98 30 58.7 (M:58.7) 1 1 0 R.ECNLAEVPTHAVVVRPEK.A
Carbamidomethyl: 2; 
Dimethyl: 1, 18



2831 true 1087 911.5066 910.5025 1 -3.43 58.03 30.5 33.0 (M:33.0) 1 1 0 R.VPFLDHR.F Dimethyl: 1

2832 true 1087 1419.6639 1418.6579 1 -0.92 241.84 29.17 45.6 (M:45.6) 1 1 0 K.NFTDVHPDYGAR.I Dimethyl: 1

2833 true 1087 1898.9285 1897.9207 1 0.28 252.97 26.67 81.0 (M:81.0) 2 1 0 R.EQDEVPTPTPTTPDPSR.V Dimethyl:2H(4): 1

2834 true 1088 847.506 846.4963 1 2.81 367.78 30 20.9 (M:20.9) 1 1 0 K.FIEIAAR.K Dimethyl: 1

2835 true 1088 946.5565 945.5545 1 -5.64 110.51 30.67 34.5 (M:34.5) 2 1 0 K.AVIDLNNR.W Dimethyl:2H(4): 1



2836 true 1089 1017.5743 1016.5705 1 -3.42 190.53 30.5 58.3 (M:58.3) 1 1 0 R.VDFGAHALR.G Dimethyl:2H(4): 1

2837 true 1089 1409.7195 1408.6786 1 23.88 337.06 28 49.6 (M:49.6) 1 1 0 R.GGGGNFGPGPGSNFR.G Dimethyl:2H(4): 1

2838 true 1091 1333.5709 1332.5656 1 -1.52 263.65 27.33 15.5 (M:15.5) 1 1 0 K.EMQTAYDEYR.S Dimethyl: 1

2839 false 1092 985.5652 984.5604 1 -2.48 85.79 30 26.8 (M:26.8) 1 2 0 R.TIGISVDPR.R Dimethyl: 1

2840 false 1092 985.5652 984.5492 1 8.92 198.42 30 21.0 (M:21.0) 1 5 0 K.EGLLDPSVK.S Dimethyl: 9



2841 false 1092 1360.6855 1359.6882 1 -7.34 268.03 27.67 21.7 (M:21.7) 2 8 1 R.IKELTDEEAER.L Dimethyl: 2

2842 true 1092 1389.8252 1388.8115 1 4.62 194.72 26.83 40.8 (M:40.8) 1 1 0 K.VLEEANQAINPK.L Dimethyl:2H(4): 1, 12

2843 true 1093 1121.631 1120.6281 1 -3.86 334.84 30.5 50.1 (M:50.1) 2 1 0 K.NKPAFFADK.L Dimethyl: 1, 2, 9

2844 false 1094 1153.6251 1152.6213 1 -3 330.33 30.33 16.7 (M:16.7) 1 2 1 R.TIVFCETKK.E
Carbamidomethyl: 5; 
Dimethyl: 9

2845 true 1094 1153.6251 1152.6251 1 -6.32 312.72 30.33 34.5 (M:34.5) 1 1 0 K.GLDISHLSQR.L Dimethyl: 1



2846 true 1094 1423.7853 1422.7831 1 -3.54 236.34 27 19.1 (M:19.1) 1 1 1 K.EALLKASHDQQK.T Dimethyl: 1, 12

2847 true 1095 1393.6504 1392.6521 1 -6.43 348.83 27.33 69.9 (M:69.9) 1 1 0 K.EEAQAEIEQYR.L Dimethyl: 1

2848 true 1096 1375.833 1374.8188 1 5.03 286.71 30.67 62.5 (M:62.5) 4 1 1 R.KESYSIYVYK.V Dimethyl:2H(4): 1, 1, 10

2849 true 1096 1417.6953 1416.7155 1 -19.43 312.73 27.33 18.8 (M:18.8) 1 1 0 K.VAVAGCCHGALDK.M

Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1; 
Dimethyl: 13

2850 true 1102 1413.7413 1412.7486 1 -10.34 255.21 30.5 75.8 (M:75.8) 1 1 1 R.VDFNVPMKDHK.I Dimethyl: 1, 8, 11



2851 true 1102 1794.9062 1793.9097 1 -6.02 298.84 27.5 62.0 (M:62.0) 2 1 0 M.SDNGELEDKPPAPPVR.M
Dimethyl:2H(4): 9; 
Acetyl: 1

2852 true 1104 1061.5405 1060.5401 1 -6.41 149.82 26.83 45.6 (M:45.6) 2 1 0 R.TLLEGEESR.M Dimethyl: 1

2853 true 1104 1434.7399 1433.7371 1 -3.09 210.75 33.5 70.6 (M:70.6) 1 1 0 R.NIAMGVNLNSMSK.I Dimethyl: 1, 13

2854 true 1104 1771.8917 1770.8985 1 -7.93 114.76 30.17 111.8 (M:111.8) 1 1 0 K.IGGCTQQDVELHVQR.I
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

2855 true 1104 1791.8738 1790.8621 1 2.44 154.21 27 35.4 (M:35.4) 1 1 1 K.RPAEDMEEEQAFKR.S Dimethyl: 1, 13



2856 true 1104 1791.8738 1790.8621 1 2.44 154.21 27 35.4 (M:35.4) 1 1 1 K.RPAEDMEEEQAFKR.S Dimethyl: 1, 13

2857 true 1104 1886.8632 1885.8806 1 -13.09 227.77 27.33 33.8 (M:33.8) 1 1 0 K.FELQHGTEEQQEEVR.K Dimethyl: 1

2858 false 1105 805.4567 804.4494 1 0.02 446.84 30.83 19.4 (M:19.4) 1 5 0 R.FLNDLR.R Dimethyl: 1

2859 false 1105 805.4567 804.4341 1 18.96 566.84 30.83 19.5 (M:19.5) 1 3 0 R.SSTELLR.S

2860 true 1105 805.4567 804.4494 1 0.02 405.18 30.83 22.9 (M:22.9) 1 1 0 R.FAGVDIR.V Dimethyl: 1



2861 false 1105 894.4501 893.4429 1 -0.14 543.2 30 16.4 (M:16.4) 1 5 0 R.CAEIFAR.G
Carbamidomethyl: 1; 
Dimethyl: 1

2862 true 1105 1438.7496 1437.7622 1 -13.76 247.66 33.5 51.6 (M:51.6) 1 1 0 R.NIAMGVNLNSMSK.I
Dimethyl:2H(4): 1; 
Dimethyl: 13

2863 true 1106 912.5529 911.544 1 1.76 96.37 30.33 17.9 (M:17.9) 1 1 0 R.TLLVADPR.R Dimethyl: 1

2864 false 1106 2059.1512 2058.1034 1 19.65 101.75 30.33 16.1 (M:16.1) 1 3 0 K.LEADILPLQESNAELSEK.S
Dimethyl:2H(4): 1; 
Dimethyl: 18

2865 true 1108 940.5838 939.5753 1 1.32 63.21 30.17 26.6 (M:26.6) 1 1 0 R.LLVVTDPR.A Dimethyl: 1



2866 true 1108 1005.5515 1004.5452 1 -1 84.34 29.33 30.4 (M:30.4) 1 1 0 K.CESAFLSK.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8

2867 true 1110 1004.5941 1003.5815 1 5.3 117.29 35.17 47.2 (M:47.2) 4 1 0 R.NILGGTVFR.E Dimethyl: 1

2868 true 1110 1004.5941 1003.5815 1 5.3 117.29 35.17 47.2 (M:47.2) 4 1 0 R.NILGGTVFR.E Dimethyl: 1

2869 false 1111 936.4559 935.4349 1 14.65 125.89 30.17 26.2 (M:26.2) 1 2 0 K.EEGEAFAR.E Dimethyl: 1

2870 true 1111 936.4559 935.4535 1 -5.24 136.08 30.17 40.7 (M:40.7) 1 1 0 K.MPSAEFAR.I Dimethyl: 1



2871 true 1112 940.48 939.4786 1 -6.19 81.52 30.17 26.1 (M:26.1) 1 1 0 K.MPSAEFAR.I Dimethyl:2H(4): 1

2872 true 1112 1930.9662 1929.9432 1 8.14 106.21 27.83 78.3 (M:78.3) 1 1 0 K.GDVAFVQHSTVEENTGGK.N Dimethyl: 1, 18

2873 true 1114 2081.1126 2080.1088 1 -1.66 192.19 30.5 56.0 (M:56.0) 1 1 0 K.GLNLQHIGRPHSGIDDCK.N
Carbamidomethyl: 17; 
Dimethyl:2H(4): 1, 18

2874 true 1115 1035.637 1034.6059 1 22.96 158.54 28.33 25.3 (M:25.3) 1 1 0 K.LVCIHPIR.Y
Carbamidomethyl: 3; 
Dimethyl: 1

2875 true 1115 1287.5998 1286.599 1 -5.07 125.02 27 62.8 (M:62.8) 2 1 0 K.IDEPLEGSEDR.I Dimethyl: 1



2876 true 1115 1287.5998 1286.599 1 -5.07 125.02 27 62.8 (M:62.8) 2 1 0 K.IDEPLEGSEDR.I Dimethyl: 1

2877 true 1115 1431.7041 1430.6943 1 1.78 283.01 29.5 43.4 (M:43.4) 2 1 0 K.NFYQEHPDVVR.R Dimethyl: 1

2878 true 1115 1666.8311 1665.8049 1 11.38 235.69 29 18.7 (M:18.7) 1 1 1 R.AAFQQYEESSYRR.L Dimethyl:2H(4): 1

2879 true 1115 2134.2578 2133.241 1 4.49 196.78 30.33 37.2 (M:37.2) 1 50 1 1 K.VEQLKPYHLHKEEMIK.I
Dimethyl:2H(4): 1, 5, 11; 
Oxidation: 14

2880 true 1116 1130.6534 1129.6244 1 19.25 268.1 29.33 30.6 (M:30.6) 1 1 0 K.VNQPASFAIR.L Dimethyl: 1



2881 true 1116 1300.6995 1299.6873 1 3.72 180.49 30.33 56.7 (M:56.7) 1 1 0 K.DLQHPNEFIR.G Dimethyl:2H(4): 1

2882 true 1116 1479.7467 1478.7374 1 1.35 228.95 33.67 48.0 (M:48.0) 4 1 0 R.CLYACVLTAQPR.L
Carbamidomethyl: 1, 5; 
Dimethyl: 1

2883 true 1117 1378.6696 1377.6624 1 -0.04 119.89 28 73.5 (M:73.5) 2 1 0 R.GLSEDTTEETLR.E Dimethyl: 1

2884 true 1117 2238.0354 2237.0106 1 7.83 195.85 29 43.8 (M:43.8) 1 1 0 K.MCHSLVGEHGEEQLYGAHR.R
Carbamidomethyl: 2; 
Dimethyl: 1

2885 true 1118 2242.0595 2241.0357 1 7.38 258.53 29 91.0 (M:91.0) 1 1 0 K.MCHSLVGEHGEEQLYGAHR.R
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



2886 true 1119 859.4844 858.4811 1 -4.58 420.71 27.17 52.5 (M:52.5) 1 1 0 R.LTIAEER.D Dimethyl: 1

2887 true 1119 1208.7655 1207.7492 1 7.48 28.17 32.1 (M:32.1) 1 1 1 R.IGWRALVHPK.T Dimethyl:2H(4): 1

2888 true 1119 1236.5349 1235.5275 1 0.1 163.52 27.5 21.7 (M:21.7) 1 1 0 R.ENCCILDER.F
Carbamidomethyl: 3, 4; 
Dimethyl: 1

2889 true 1119 1363.7557 1362.7435 1 3.64 184.64 30.67 49.7 (M:49.7) 2 1 1 R.KESYSIYVYK.V Dimethyl: 1, 1, 10

2890 false 1119 1369.6619 1368.6832 1 -20.89 104.41 30.17 15.6 (M:15.6) 1 2 0 K.WGTLTDCVVMR.D
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



2891 false 1119 1557.853 1556.8207 1 16.01 216.52 33.67 18.6 (M:18.6) 1 2 1 K.QAADAEMKSLEEK.T

Dimethyl:2H(4): 1, 13; 
Oxidation: 7; Dimethyl: 
8

2892 true 1119 1557.853 1556.8472 1 -0.99 182.67 33.67 89.1 (M:89.1) 2 1 0 R.CPNLTYLNLSGNK.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

2893 false 1120 1391.7628 1390.7354 1 14.47 333.18 30.5 15.2 (M:15.2) 1 4 1 R.EKLQESASGTGPR.M Dimethyl:2H(4): 1

2894 true 1121 863.5081 862.5062 1 -6.27 356.45 27.17 28.5 (M:28.5) 1 1 0 R.LTIAEER.D Dimethyl:2H(4): 1

2895 true 1121 1385.8236 1384.834 1 -12.76 252.62 32 58.4 (M:58.4) 5 1 0 R.DNIQGITKPAIR.R
Dimethyl:2H(4): 8; 
Dimethyl: 1



2896 false 1122 1268.601 1267.6118 1 -14.27 244 27.67 15.4 (M:15.4) 1 3 0 R.DDSNLYINMK.L Dimethyl: 1, 10

2897 true 1122 1268.601 1267.5839 1 7.78 237.57 27.67 45.9 (M:45.9) 2 1 0 K.EGVLCEENMR.G
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2898 true 1122 1283.7095 1282.7034 1 -0.9 102.01 30.5 32.2 (M:32.2) 1 1 0 R.HRPELIDYGK.L Dimethyl: 1, 10

2899 true 1122 1534.7941 1533.7827 1 2.68 154.12 29.5 16.3 (M:16.3) 1 1 1 K.FYEEVHELERK.Y Dimethyl: 1, 11

2900 true 1123 1263.5799 1262.5747 1 -1.71 139.98 27.17 49.5 (M:49.5) 1 1 0 R.AECMLQQAER.L
Carbamidomethyl: 3; 
Dimethyl: 1



2901 true 1123 1542.8419 1541.833 1 1.09 171.98 29.5 32.4 (M:32.4) 1 1 1 K.FYEEVHELERK.Y Dimethyl:2H(4): 1, 11

2902 true 1124 1267.6164 1266.5998 1 7.33 164.32 27.17 52.1 (M:52.1) 1 1 0 R.AECMLQQAER.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2903 true 1124 1699.8246 1698.8182 1 -0.51 107.42 30.33 66.4 (M:66.4) 1 1 0 R.LCQLCQGSGGIPPER.C
Carbamidomethyl: 2, 5; 
Dimethyl: 1

2904 true 1124 2009.0626 2008.0374 1 8.91 70.82 33.5 34.1 (M:34.1) 1 1 0 R.CASCPYLGMPAFKPGEK.I

Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1, 13, 
17

2905 true 1125 1279.5711 1278.5697 1 -4.54 89.47 27.17 25.1 (M:25.1) 1 1 0 R.AECMLQQAER.L

Carbamidomethyl: 3; 
Oxidation: 4; Dimethyl: 
1



2906 true 1125 1368.7219 1367.7094 1 3.83 351.55 27.67 54.0 (M:54.0) 2 1 0 M.SDKPDMAEIEK.F
Dimethyl:2H(4): 3, 11; 
Acetyl: 1

2907 true 1125 1767.867 1766.8734 1 -7.74 109.58 30.17 88.1 (M:88.1) 1 1 0 K.IGGCTQQDVELHVQR.I
Carbamidomethyl: 4; 
Dimethyl: 1

2908 true 1125 1898.0233 1897.0145 1 0.78 261.15 30.33 28.1 (M:28.1) 1 1 1 K.NQLTSNPENTVFDAKR.L Dimethyl:2H(4): 1, 15

2909 true 1125 2355.4007 2354.3785 1 6.35 102 33.67 41.4 (M:41.4) 3 91.9 1 1 K.NLKPIKPMQFLGDEETVRK.A
Dimethyl:2H(4): 1, 3, 19; 
Oxidation: 8

2910 true 1126 1342.7082 1341.7041 1 -2.4 198.36 30.67 74.5 (M:74.5) 1 1 0 K.VPFDAATLHTSR.A Dimethyl: 1



2911 true 1126 1400.7599 1399.7245 1 20.07 258.81 28.17 36.8 (M:36.8) 1 1 0 R.AVDPDSPAEAAGLR.A Dimethyl:2H(4): 1

2912 false 1126 1400.7599 1399.7606 1 -5.67 217.21 28.17 17.9 (M:17.9) 1 2 1 K.KVANQMPSLLQR.V Oxidation: 6

2913 true 1126 2371.4496 2370.44 1 0.98 119.43 33.83 82.6 (M:82.6) 4 1 1 K.NLKPIKPMQFLGDEETVRK.A
Dimethyl:2H(4): 1, 3, 6, 
19

2914 true 1127 1302.5994 1301.5888 1 2.58 179.02 27 29.4 (M:29.4) 1 1 0 K.STNYDVAYGER.H Dimethyl: 1

2915 false 1127 1462.7458 1461.7184 1 13.74 356.2 28.33 16.1 (M:16.1) 1 2 0 K.NIDINDVTPNCR.V
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1



2916 true 1127 1462.7458 1461.7361 1 1.6 384.49 28.33 37.1 (M:37.1) 1 1 1 K.NLDDGIDDERLR.K Dimethyl:2H(4): 1

2917 true 1127 1462.7458 1461.7361 1 1.6 384.49 28.33 37.1 (M:37.1) 1 1 1 K.NLDDGIDDERLR.K Dimethyl:2H(4): 1

2918 true 1127 1489.8121 1488.7759 1 19.46 248.65 28.33 20.5 (M:20.5) 1 1 0 R.LSNRPAFMPSEGK.M Dimethyl: 1, 13

2919 true 1128 1447.7635 1446.7769 1 -14.28 286.47 30.83 34.5 (M:34.5) 1 1 0 K.GVTHIGYTDLPSR.M Dimethyl:2H(4): 1

2920 true 1128 1470.7657 1469.7523 1 4.15 322.21 27.5 19.4 (M:19.4) 1 1 1 R.EMEVELEDERK.Q Dimethyl:2H(4): 1, 11



2921 true 1128 2051.1006 2050.1059 1 -6.1 117 30.33 55.9 (M:55.9) 2 1 0 K.IIQETSLAPPKPSENNTR.R Dimethyl: 1, 11

2922 true 1130 996.548 995.544 1 -3.35 111.11 33.67 56.9 (M:56.9) 2 1 0 K.NIGNTFFK.S Dimethyl: 1, 8

2923 true 1130 1437.7905 1436.7949 1 -8.09 259.47 27.17 83.5 (M:83.5) 1 1 0 K.EAPPMEKPEVVK.T Dimethyl: 1, 7, 12

2924 true 1131 714.4518 713.4436 1 1.29 150.49 30.33 21.6 (M:21.6) 2 1 0 K.DGLIIR.K Dimethyl: 1

2925 true 1131 2231.1103 2230.1062 1 -1.44 269.91 29.5 95.0 (M:95.0) 1 1 0 K.NTNDANSCQIIIPQNQVNR.K
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



2926 true 1131 2314.1841 2313.1764 1 0.18 86.45 29.33 79.1 (M:79.1) 1 1 0
R.HDPPAAGGGGGQPSTGALLQ
SGPPR.C Dimethyl:2H(4): 1

2927 true 1132 1449.8744 1448.8702 1 -2.16 292.3 27.17 44.7 (M:44.7) 1 1 0 K.EAPPMEKPEVVK.T Dimethyl:2H(4): 1, 7, 12

2928 true 1133 924.4671 923.4535 1 6.88 119.21 29.33 29.7 (M:29.7) 1 1 0 R.ALTECFR.R
Carbamidomethyl: 5; 
Dimethyl: 1

2929 false 1133 924.4671 923.4456 1 15.39 214.2 29.33 25.9 (M:25.9) 1 2 1 K.KEECMK.K

Carbamidomethyl: 4; 
Oxidation: 5; Dimethyl: 
1, 1, 6

2930 false 1133 950.5411 949.5382 1 -4.6 54.19 28.17 15.3 (M:15.3) 1 2 0 K.DSGLQSALK.L Dimethyl:2H(4): 9



2931 true 1133 1486.6904 1485.6848 1 -1.11 169.28 27.17 39.5 (M:39.5) 1 1 1 K.TNYNDRYDEIR.R Dimethyl: 1

2932 true 1133 1664.7754 1663.7777 1 -5.74 196.45 32 49.7 (M:49.7) 1 1 0 K.YGTCPHGGYGLGLER.F
Carbamidomethyl: 4; 
Dimethyl: 1

2933 true 1134 928.4933 927.4707 1 16.43 131.69 29.33 20.9 (M:20.9) 1 57.88 1 1 K.KEECMK.K

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1; 
Oxidation: 5; Dimethyl: 
1, 6

2934 false 1134 928.4933 927.4786 1 7.96 82.08 29.33 18.9 (M:18.9) 1 3 0 R.ALTECFR.R
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2935 true 1134 1668.8207 1667.8028 1 6.36 237.69 32 62.7 (M:62.7) 1 1 0 K.YGTCPHGGYGLGLER.F
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



2936 true 1134 1854.9724 1853.9686 1 -1.9 287.77 30.67 61.6 (M:61.6) 1 1 0 K.GHFSTGHAESPATIVVGR.A Dimethyl:2H(4): 1

2937 true 1135 1582.7658 1581.7457 1 8.09 210.35 27.67 46.6 (M:46.6) 1 1 0 K.LENAIATQTDYCR.S
Carbamidomethyl: 12; 
Dimethyl: 1

2938 true 1136 1041.5565 1040.5419 1 7.1 181.49 30.83 49.7 (M:49.7) 1 1 0 R.DYFGQYGK.I Dimethyl:2H(4): 1, 8

2939 true 1136 1889.9398 1888.9465 1 -7.42 177.09 31.83 71.9 (M:71.9) 1 1 0 R.IIQHCSNYSTQELLR.F
Carbamidomethyl: 5; 
Dimethyl: 1

2940 true 1137 1291.7649 1290.7536 1 3.13 94.54 30.5 24.8 (M:24.8) 1 1 0 R.HRPELIDYGK.L Dimethyl:2H(4): 1, 10



2941 true 1137 1510.9201 1509.9156 1 -1.8 159.61 27.17 43.1 (M:43.1) 1 1 1 K.NVNVVEQEKIDK.L Dimethyl:2H(4): 1, 9, 12

2942 true 1137 1904.0412 1903.0465 1 -6.59 227.83 31.83 49.2 (M:49.2) 1 1 0 K.VVSHPTLPVTITAHEDR.H Dimethyl:2H(4): 1

2943 true 1138 1154.5953 1153.588 1 0.04 408.8 30.5 65.2 (M:65.2) 1 1 0 K.LHVDPENFR.L Dimethyl: 1

2944 true 1138 1270.7114 1269.7041 1 -0.01 149.24 31.17 77.9 (M:77.9) 2 1 0 K.AGNLGGGVVTIER.S Dimethyl: 1

2945 true 1138 1402.6961 1401.6897 1 -0.63 212.79 33.67 29.9 (M:29.9) 1 1 0 K.GVDYVIMGMPHR.G Dimethyl: 1



2946 true 1139 994.548 993.5401 1 0.58 121.25 30.67 16.8 (M:16.8) 1 1 0 R.MMNGIQLR.G Dimethyl:2H(4): 1

2947 true 1139 1338.7993 1337.8159 1 -17.83 220.06 32 16.9 (M:16.9) 2 1 0 K.EDLYLKPIQR.T Dimethyl:2H(4): 1, 6

2948 true 1139 1406.7213 1405.7148 1 -0.56 194.46 33.67 36.0 (M:36.0) 1 1 0 K.GVDYVIMGMPHR.G Dimethyl:2H(4): 1

2949 true 1139 1727.779 1726.7705 1 0.69 127.21 30.33 49.1 (M:49.1) 1 1 0 K.ASSELMNYCEQHAR.S
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

2950 true 1140 1541.6998 1540.6803 1 7.93 205.04 29.33 69.1 (M:69.1) 1 1 0 K.CYSCGEFGHIQK.D
Carbamidomethyl: 1, 4; 
Dimethyl: 1, 12



2951 true 1141 1549.7533 1548.7305 1 10.05 181.98 29.33 56.2 (M:56.2) 1 1 0 K.CYSCGEFGHIQK.D
Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1, 12

2952 true 1141 1799.9211 1798.9123 1 0.84 179.75 27 52.1 (M:52.1) 1 1 1 K.RPAEDMEEEQAFKR.S Dimethyl:2H(4): 1, 13

2953 true 1141 1799.9211 1798.9123 1 0.84 179.75 27 52.1 (M:52.1) 1 1 1 K.RPAEDMEEEQAFKR.S Dimethyl:2H(4): 1, 13

2954 true 1142 1028.6063 1027.6066 1 -7.39 171.32 30.67 45.5 (M:45.5) 1 1 0 K.LDHYAIIK.F Dimethyl: 1, 8

2955 true 1143 1140.632 1139.6227 1 1.78 283.16 30.83 37.2 (M:37.2) 2 1 0 K.YGVSGYPTLK.I Dimethyl: 1, 10



2956 true 1144 1336.6689 1335.6571 1 3.36 219.88 30.5 22.7 (M:22.7) 1 1 0 K.NFIAQGPYENR.T Dimethyl: 1

2957 true 1144 1549.7913 1548.797 1 -8.4 159.85 33.67 73.4 (M:73.4) 1 1 0 R.CPNLTYLNLSGNK.I
Carbamidomethyl: 1; 
Dimethyl: 1, 13

2958 false 1146 835.4405 834.4236 1 11.59 583.63 27.83 42.1 (M:42.1) 2 2 0 R.LAADDFR.L Dimethyl: 1

2959 false 1146 835.4405 834.4236 1 11.59 583.63 27.83 42.1 (M:42.1) 2 2 0 R.LAADDFR.T Dimethyl: 1

2960 false 1146 835.4405 834.4236 1 11.59 583.63 27.83 42.1 (M:42.1) 2 2 0 R.LAADDFR.T Dimethyl: 1



2961 false 1146 835.4405 834.4269 1 7.56 571.7 27.83 18.5 (M:18.5) 1 10 0 R.SMNAALGK.T
Oxidation: 2; Dimethyl: 
8

2962 true 1147 1291.621 1290.6241 1 -8.04 112.59 27 41.7 (M:41.7) 2 1 0 K.IDEPLEGSEDR.I Dimethyl:2H(4): 1

2963 true 1147 1291.621 1290.6241 1 -8.04 112.59 27 41.7 (M:41.7) 2 1 0 K.IDEPLEGSEDR.I Dimethyl:2H(4): 1

2964 true 1148 878.4468 877.4294 1 11.54 501.1 27.67 21.1 (M:21.1) 1 1 0 R.GLEFDNR.I Dimethyl: 1

2965 false 1148 878.4468 877.4215 1 20.5 707.91 27.67 18.2 (M:18.2) 1 2 0 -.MADIDNK.E
Oxidation: 1; Dimethyl: 
1, 7



2966 true 1148 942.5326 941.5294 1 -4.33 158.6 30.67 23.9 (M:23.9) 1 1 0 K.AVIDLNNR.W Dimethyl: 1

2967 true 1148 1383.8502 1382.8485 1 -4.05 207.87 30.67 35.7 (M:35.7) 1 1 1 K.GIVKDIIHDPGR.G Dimethyl:2H(4): 1, 4

2968 true 1149 1339.5952 1338.5939 1 -4.46 194.12 27.17 64.9 (M:64.9) 2 1 0 K.EDQTEYLEER.R Dimethyl: 1

2969 true 1149 1339.5952 1338.5939 1 -4.46 194.12 27.17 64.9 (M:64.9) 2 1 0 K.EDQTEYLEER.R Dimethyl: 1

2970 true 1150 1343.6193 1342.619 1 -5.23 205.26 27.17 52.7 (M:52.7) 2 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1



2971 true 1150 1343.6193 1342.619 1 -5.23 205.26 27.17 52.7 (M:52.7) 2 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1

2972 false 1150 1491.7589 1490.7779 1 -17.66 114.68 30.67 18.1 (M:18.1) 2 2 0 R.GHNPADPPSVIEAR.K Dimethyl:2H(4): 1

2973 true 1151 1497.8455 1496.8311 1 4.77 153.35 30.33 90.8 (M:90.8) 1 1 0 K.QISVLQQQAVEAR.K Dimethyl: 1

2974 true 1152 835.4285 834.4236 1 -2.86 432.75 27.33 48.9 (M:48.9) 1 1 0 R.AVDFAER.H Dimethyl: 1

2975 true 1152 1046.5404 1045.5226 1 10.05 278.42 27.67 65.1 (M:65.1) 2 1 0 K.ELVLDNCR.S
Carbamidomethyl: 7; 
Dimethyl: 1



2976 false 1152 1046.5404 1045.5478 1 -13.98 116.48 27.67 22.2 (M:22.2) 1 2 0 -.MAPAEVLSGK.V
Oxidation: 1; Dimethyl: 
10

2977 false 1152 1052.6156 1051.6026 1 5.45 239.99 29.67 18.0 (M:18.0) 1 2 0 K.AAEVPTPLAR.Q Dimethyl: 1

2978 true 1152 1052.6156 1051.6026 1 5.45 156.1 29.67 18.9 (M:18.9) 1 1 0 K.AVPEGSVIPR.G Dimethyl: 1

2979 true 1152 1176.7114 1175.7026 1 1.26 89.25 28.33 45.4 (M:45.4) 1 1 0 R.VSVPVIGGHAGK.T Dimethyl: 1, 12

2980 true 1152 1501.872 1500.8562 1 5.67 182.71 30.33 82.8 (M:82.8) 1 1 0 K.QISVLQQQAVEAR.K Dimethyl:2H(4): 1



2981 true 1152 1629.7336 1628.7293 1 -1.82 181.58 29.5 65.1 (M:65.1) 1 1 0 R.HFDCAYVYQNEK.E
Carbamidomethyl: 4; 
Dimethyl: 1, 12

2982 true 1153 839.4513 838.4487 1 -5.52 352.78 27.33 40.8 (M:40.8) 1 1 0 R.AVDFAER.H Dimethyl:2H(4): 1

2983 false 1153 839.4513 838.4235 1 24.44 726.65 27.33 15.3 (M:15.3) 1 6 0 K.QQGFGDR.T Dimethyl:2H(4): 1

2984 false 1153 839.4513 838.4337 1 12.27 305.13 27.33 16.8 (M:16.8) 1 4 0 R.AAFFAER.Y Dimethyl: 1

2985 true 1153 1367.7856 1366.7686 1 7.09 278.07 30.67 26.3 (M:26.3) 2 76.83 1 1 R.KESYSIYVYK.V
Dimethyl:2H(4): 10; 
Dimethyl: 1, 1



2986 true 1153 1459.7474 1458.7442 1 -2.78 327.42 30.83 52.5 (M:52.5) 1 1 0 K.WVPEITHHCPK.T
Carbamidomethyl: 9; 
Dimethyl: 1, 11

2987 true 1153 1812.8868 1811.8836 1 -2.25 141.94 29.67 49.8 (M:49.8) 1 1 0 K.LHAVNSQECEVLTER.W
Carbamidomethyl: 9; 
Dimethyl: 1

2988 true 1154 1136.5869 1135.5746 1 4.4 288.88 30.67 20.0 (M:20.0) 1 1 0 R.HLQLYCDR.Y
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

2989 true 1154 1467.7951 1466.7944 1 -4.5 308.79 30.83 60.7 (M:60.7) 1 1 0 K.WVPEITHHCPK.T
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 11

2990 true 1154 1816.9126 1815.9087 1 -1.86 187.91 29.67 40.6 (M:40.6) 1 1 0 K.LHAVNSQECEVLTER.W
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



2991 false 1155 1170.6329 1169.6193 1 5.37 297.41 30.5 15.5 (M:15.5) 1 5 0 K.HFVALSTNGPK.V

2992 true 1155 1170.6329 1169.6193 1 5.37 315.2 30.5 35.2 (M:35.2) 1 1 0 K.LLEAQEHFR.K Dimethyl: 1

2993 true 1155 1479.757 1478.7518 1 -1.41 281.68 30.67 43.4 (M:43.4) 1 1 1 R.KDFSTALAHYDR.A Dimethyl: 1, 1

2994 true 1155 1503.8686 1502.8531 1 5.46 159.91 30.83 72.4 (M:72.4) 2 1 0 R.VKPFMTGAAEQIK.H Dimethyl: 1, 2, 13

2995 false 1155 1503.8686 1502.8646 1 -2.23 198.16 30.83 15.4 (M:15.4) 1 2 1 R.YATALYSAATKQK.K
Dimethyl:2H(4): 1; 
Dimethyl: 11, 13



2996 false 1156 1046.5476 1045.559 1 -17.88 220.74 27.33 21.5 (M:21.5) 1 4 0 R.SLAMTKPDR.Q Dimethyl: 1

2997 true 1156 1515.916 1514.9284 1 -12.98 119.9 30.83 24.7 (M:24.7) 2 1 0 R.VKPFMTGAAEQIK.H Dimethyl:2H(4): 1, 2, 13

2998 true 1157 1259.7061 1258.6819 1 13.44 173.2 27.67 15.5 (M:15.5) 1 1 0 R.DAEELIRPER.N Dimethyl:2H(4): 1

2999 true 1157 1309.8387 1308.8005 1 23.59 206.9 28.33 18.0 (M:18.0) 1 1 0 K.GIVEFASKPAAR.K Dimethyl:2H(4): 1, 8

3000 true 1158 1559.8673 1558.8617 1 -1.06 93.44 30.67 22.2 (M:22.2) 1 1 0 K.EALVSHTTNSISLR.G Dimethyl:2H(4): 1



3001 true 1158 1685.8583 1684.8169 1 20.24 150.87 30.67 56.5 (M:56.5) 2 1 0 R.SGGGFSSGSAGIINYQR.R Dimethyl: 1

3002 true 1158 1830.9003 1829.8904 1 1.43 218.48 30.33 41.0 (M:41.0) 1 1 0 K.CCLTYCFNKPEDK.-

Carbamidomethyl: 1, 2, 
6; Dimethyl:2H(4): 1, 9, 
13

3003 true 1159 1383.8556 1382.8547 1 -4.62 185.27 28.33 15.7 (M:15.7) 1 1 1 R.QKTRPPSPGISK.Q
Dimethyl:2H(4): 2; 
Dimethyl: 1, 12

3004 true 1160 1206.6468 1205.6404 1 -0.77 86.24 30.5 18.6 (M:18.6) 1 1 0 R.EYQTQLIQR.V Dimethyl: 1

3005 true 1160 1219.6345 1218.6245 1 2.31 128.16 27.33 85.0 (M:85.0) 1 1 0 R.LAPEYEAAATR.L Dimethyl: 1



3006 true 1161 1754.812 1753.7921 1 7.18 146.74 30.83 69.8 (M:69.8) 2 1 0 R.FGGNPGGFGNQGGFGNSR.G Dimethyl: 1

3007 false 1162 1076.5784 1075.5808 1 -8.98 214.39 32.17 16.2 (M:16.2) 1 2 1 K.DIVALMSRR.A Oxidation: 6

3008 true 1162 1076.5784 1075.5736 1 -2.28 230.35 32.17 40.8 (M:40.8) 1 1 0 K.SLYHMIEK.D Dimethyl: 1, 8

3009 true 1162 1283.5963 1282.5948 1 -4.44 153.15 27.17 20.5 (M:20.5) 1 1 0 R.AECMLQQAER.L

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Oxidation: 4

3010 true 1162 1617.0062 1616.0051 1 -3.8 231.41 30.83 131.1 (M:131.1) 3 1 1 K.IKGEHPGLSIGDVAK.K Dimethyl:2H(4): 1, 2, 15



3011 true 1162 1758.8375 1757.8172 1 7.41 151.77 30.83 75.3 (M:75.3) 2 1 0 R.FGGNPGGFGNQGGFGNSR.G Dimethyl:2H(4): 1

3012 true 1162 2035.1017 2034.0842 1 5.02 119.93 30.33 17.4 (M:17.4) 1 1 0 K.MVMIQDGPQNTGADKPLR.I Dimethyl:2H(4): 1, 15

3013 true 1166 1362.6622 1361.6575 1 -1.9 212.71 27.17 25.9 (M:25.9) 1 1 0 K.IYIDSNNNPER.F Dimethyl: 1

3014 true 1166 1493.8194 1492.7758 1 24.28 181.02 28.33 23.8 (M:23.8) 1 1 0 R.LSNRPAFMPSEGR.M Dimethyl:2H(4): 1

3015 true 1166 1493.8194 1492.801 1 7.44 170.66 28.33 23.8 (M:23.8) 1 1 0 R.LSNRPAFMPSEGK.M
Dimethyl:2H(4): 1; 
Dimethyl: 13



3016 true 1167 1366.6902 1365.6826 1 0.22 182.3 27.17 25.6 (M:25.6) 1 1 0 K.IYIDSNNNPER.F Dimethyl:2H(4): 1

3017 true 1167 2097.1518 2096.1506 1 -2.91 232.97 30.83 48.2 (M:48.2) 1 1 1 K.AHVEISSAPRDPTPPFPSK.F Dimethyl:2H(4): 1, 19

3018 true 1169 809.5222 808.5143 1 0.77 92.79 34 16.8 (M:16.8) 1 59.99 1 1 R.KSVMLR.A

Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 
1

3019 false 1169 1436.8064 1435.7934 1 3.96 355.02 29.5 15.9 (M:15.9) 1 2 1 R.LTKEFSIYMTK.D

Dimethyl:2H(4): 3; 
Oxidation: 9; Dimethyl: 
11

3020 true 1169 1541.8318 1540.7871 1 24.26 193.7 28.33 18.3 (M:18.3) 1 1 0 R.HFSGHLCIGPTQR.L
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



3021 true 1169 2389.1779 2388.1645 1 2.56 197.65 30.33 73.5 (M:73.5) 1 1 0
K.VAYIPDEMAAQQPPQQHPQG
R.R Dimethyl: 1

3022 true 1170 875.5259 874.5276 1 -10.29 502.83 32 27.7 (M:27.7) 1 1 1 R.KGQVIQF.- Dimethyl: 1, 1

3023 true 1170 2050.0241 2048.9953 1 10.5 241.44 27.67 109.9 (M:109.9) 2 1 0 R.VQPVDGGQTEDVYEPATGR.V Dimethyl:2H(4): 1

3024 true 1170 2393.2062 2392.1896 1 3.91 193.95 30.33 80.5 (M:80.5) 1 1 0
K.VAYIPDEMAAQQPPQQHPQG
R.R Dimethyl:2H(4): 1

3025 true 1171 914.5365 913.536 1 -7.51 93.04 27.33 50.2 (M:50.2) 2 1 0 R.EIAQDFK.T Dimethyl:2H(4): 1, 7



3026 false 1171 924.4552 923.4498 1 -2.06 133.87 30.67 18.9 (M:18.9) 1 2 0 R.DADSQATGK.Q Dimethyl:2H(4): 1

3027 true 1171 1498.8432 1497.8403 1 -2.9 164.11 27.17 55.7 (M:55.7) 1 1 1 K.NVNVVEQEKIDK.L Dimethyl: 1, 9, 12

3028 true 1171 1949.9735 1948.9214 1 23 181.61 28.33 54.7 (M:54.7) 1 1 0 R.MTQNPNYYNLQGVSHR.H Dimethyl: 1

3029 true 1172 1953.9952 1952.9465 1 21.22 112.91 28.33 54.8 (M:54.8) 2 1 0 R.MTQNPNYYNLQGVSHR.H Dimethyl:2H(4): 1

3030 true 1175 1193.6635 1192.6604 1 -3.52 59.8 34.17 26.7 (M:26.7) 1 1 0 R.NLLYVYPQR.L Dimethyl: 1



3031 true 1175 1612.9588 1611.9436 1 4.95 143.69 29.5 34.5 (M:34.5) 1 1 0 K.GVEPSPSPIKPGDIR.R Dimethyl:2H(4): 1, 10

3032 false 1176 850.4245 849.4015 1 18.6 393.94 27.83 17.5 (M:17.5) 1 5 1 R.SGCKNEK.I
Carbamidomethyl: 3; 
Dimethyl: 7

3033 false 1176 850.4245 849.4154 1 2.23 394.1 27.83 19.0 (M:19.0) 1 2 0 R.EIMEEK.K
Oxidation: 3; Dimethyl: 
1, 6

3034 true 1176 1197.7257 1196.7241 1 -4.74 61.73 35.17 69.1 (M:69.1) 3 1 0 K.NTLLIAGLQAR.N Dimethyl: 1

3035 false 1176 1387.8412 1386.8272 1 4.84 410.21 32 17.9 (M:17.9) 2 42.4 9 1 K.LIPDSIGKDIEK.A
Dimethyl:2H(4): 1; 
Dimethyl: 8



3036 true 1177 1154.5872 1153.5917 1 -10.17 321.74 27.67 35.2 (M:35.2) 2 1 0 R.VEQDEYALR.S Dimethyl:2H(4): 1

3037 true 1177 1668.9288 1667.9156 1 3.5 166.6 29.5 38.0 (M:38.0) 1 1 0 K.GGKPEQPAMPQPVPTA.- Dimethyl:2H(4): 1, 3

3038 true 1177 2085.0653 2084.0691 1 -5.29 194.14 32.33 102.3 (M:102.3) 1 1 0 K.IQVHYYEDGNVQLVSHK.D Dimethyl: 1, 17

3039 true 1177 2085.0653 2084.0691 1 -5.29 194.14 32.33 102.3 (M:102.3) 1 1 0 K.IQVHYYEDGNVQLVSHK.D Dimethyl: 1, 17

3040 true 1178 930.5224 929.507 1 8.73 173.94 27.83 31.8 (M:31.8) 1 1 0 R.GLDVEDVK.F Dimethyl: 1, 8



3041 true 1178 930.5224 929.507 1 8.73 173.94 27.83 31.8 (M:31.8) 1 1 0 R.GLDVEDVK.F Dimethyl: 1, 8

3042 true 1178 1046.5653 1045.5556 1 2.24 173.14 30.5 21.0 (M:21.0) 1 1 0 K.DTPGFIVNR.L Dimethyl: 1

3043 true 1178 1156.5967 1155.5996 1 -8.84 304.38 27.17 34.9 (M:34.9) 2 1 1 M.GDREQLLQR.A Acetyl: 1

3044 true 1178 2093.1183 2092.1193 1 -3.95 182.21 32.33 60.0 (M:60.0) 1 1 0 K.IQVHYYEDGNVQLVSHK.D Dimethyl:2H(4): 1, 17

3045 true 1178 2093.1183 2092.1193 1 -3.95 182.21 32.33 60.0 (M:60.0) 1 1 0 K.IQVHYYEDGNVQLVSHK.D Dimethyl:2H(4): 1, 17



3046 true 1179 1184.6524 1183.6673 1 -18.78 65.43 27.33 38.3 (M:38.3) 2 1 1 K.RDIEQLVQR.N Dimethyl: 1

3047 false 1179 1184.6524 1183.6197 1 21.42 113.46 27.33 21.3 (M:21.3) 1 2 0 R.IQETQAELPR.G

3048 true 1179 1438.7988 1437.798 1 -4.47 311.43 31 74.5 (M:74.5) 1 1 0 R.AALHELPGQYGVK.T Dimethyl: 1, 13

3049 true 1180 865.4987 864.4957 1 -4.95 362.83 30.83 28.6 (M:28.6) 1 1 0 R.LASYLDK.V Dimethyl: 1, 7

3050 true 1180 865.4987 864.4957 1 -4.95 362.83 30.83 28.6 (M:28.6) 1 1 0 R.LASYLDK.V Dimethyl: 1, 7



3051 true 1180 865.4987 864.4957 1 -4.95 362.83 30.83 28.6 (M:28.6) 1 1 0 R.LASYLDK.V Dimethyl: 1, 7

3052 false 1180 865.4987 864.4705 1 24.11 390.16 30.83 16.9 (M:16.9) 1 7 1 K.RDLYDK.G Dimethyl: 1, 6

3053 true 1180 865.4987 864.4957 1 -4.95 362.83 30.83 28.6 (M:28.6) 1 1 0 R.LASYLDK.V Dimethyl: 1, 7

3054 true 1180 918.4986 917.4759 1 16.7 106.61 28.5 31.7 (M:31.7) 1 1 0 K.YPFNPPR.T Dimethyl: 1

3055 false 1180 966.5702 965.5405 1 23.17 139.41 27.83 15.7 (M:15.7) 1 3 1 R.EIMEEKK.E
Dimethyl:2H(4): 6; 
Dimethyl: 1



3056 true 1180 1061.598 1060.5917 1 -0.9 223.75 30.67 47.8 (M:47.8) 1 1 0 K.NQIFGEAVK.Q Dimethyl: 1, 9

3057 true 1181 1300.6155 1299.6067 1 1.19 123.56 27.17 47.0 (M:47.0) 2 1 0 R.YLAEVACGDDR.K
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3058 true 1183 1066.5649 1065.5393 1 17.24 264.9 27.83 18.9 (M:18.9) 1 1 0 R.NVEDFTGPR.E Dimethyl:2H(4): 1

3059 true 1184 1079.5759 1078.5808 1 -11.29 312.96 27.83 25.2 (M:25.2) 1 1 0 K.ADTLTLEER.D Dimethyl:2H(4): 1

3060 true 1184 1252.7328 1251.7526 1 -21.59 228.88 28.5 16.7 (M:16.7) 1 50 1 1 K.LSDLQKEAEK.L
Dimethyl:2H(4): 1, 6; 
Dimethyl: 10



3061 true 1185 779.4386 778.4225 1 11.28 207.57 34.17 16.5 (M:16.5) 1 1 0 R.ITGDAFK.V Dimethyl: 7

3062 false 1185 779.4386 778.4225 1 11.28 207.57 34.17 15.0 (M:15.0) 1 2 0 K.LTGDAFK.Q Dimethyl: 7

3063 true 1185 1214.6771 1213.6707 1 -0.7 122.67 30.5 69.2 (M:69.2) 1 1 0 K.FVHASEDLLK.Q Dimethyl: 1, 10

3064 false 1185 1214.6771 1213.693 1 -19.09 106.93 30.5 21.4 (M:21.4) 1 50 4 1 R.KMYSEIDIK.V
Dimethyl:2H(4): 1; 
Dimethyl: 1, 9

3065 true 1185 1269.7045 1268.699 1 -1.39 103.24 28.67 39.1 (M:39.1) 1 1 0 K.GGGHVAQIYAIR.Q Dimethyl: 1



3066 true 1185 1465.8099 1464.7936 1 6.12 266.62 31 64.8 (M:64.8) 2 1 0 R.YVTVQGISGTGSLR.V Dimethyl: 1

3067 true 1186 1126.5077 1125.4761 1 21.61 444.45 28 60.7 (M:60.7) 2 1 0 K.GSDFDCELR.L
Carbamidomethyl: 6; 
Dimethyl: 1

3068 true 1186 1126.5077 1125.4761 1 21.61 444.45 28 60.7 (M:60.7) 2 1 0 K.GSDFDCELR.L
Carbamidomethyl: 6; 
Dimethyl: 1

3069 true 1186 1222.7251 1221.7209 1 -2.52 141.04 30.5 20.4 (M:20.4) 1 1 0 K.FVHASEDLLK.Q Dimethyl:2H(4): 1, 10

3070 true 1186 1233.7833 1232.777 1 -0.75 86.23 30.67 31.5 (M:31.5) 1 1 1 K.YKDGTELALK.E Dimethyl:2H(4): 1, 2, 10



3071 true 1186 1469.8344 1468.8187 1 5.72 319.49 31 50.8 (M:50.8) 2 1 0 R.YVTVQGISGTGSLR.V Dimethyl:2H(4): 1

3072 false 1187 1130.5328 1129.5376 1 -10.65 413.52 28 23.8 (M:23.8) 1 2 0 K.GANMEYELR.K
Dimethyl:2H(4): 1; 
Oxidation: 4

3073 true 1187 1130.5328 1129.5012 1 21.53 456.21 28 74.1 (M:74.1) 2 1 0 K.GSDFDCELR.L
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3074 true 1187 1130.5328 1129.5012 1 21.53 456.21 28 74.1 (M:74.1) 2 1 0 K.GSDFDCELR.L
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3075 true 1187 1499.8272 1498.8128 1 4.75 168.51 31 37.2 (M:37.2) 2 1 0 R.YMPQNPCIIATK.T
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 12



3076 true 1188 1043.5803 1042.5771 1 -3.89 188.22 29.83 19.7 (M:19.7) 1 1 0 R.DLTGVQNLR.K Dimethyl: 1

3077 false 1188 1067.5553 1066.5369 1 10.47 194.83 28.5 23.8 (M:23.8) 1 2 0 R.ELMEYAQK.H Dimethyl: 1, 8

3078 true 1188 1251.6658 1250.6591 1 -0.43 62.33 30.67 20.6 (M:20.6) 1 1 0 K.SLVSQCQELR.K
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3079 true 1189 1302.63 1301.6252 1 -1.92 119.63 30.83 42.1 (M:42.1) 1 1 0 R.FLAEYGSGTSSR.L Dimethyl: 1

3080 true 1191 973.5815 972.5855 1 -11.62 138.78 29.83 46.9 (M:46.9) 1 1 0 K.ATITALEAK.I Dimethyl: 1, 9



3081 true 1191 1364.7385 1363.7347 1 -2.6 155.31 30.83 29.1 (M:29.1) 1 1 1 K.IRYESLTDPSK.L Dimethyl: 1, 11

3082 true 1191 1364.7385 1363.7347 1 -2.6 155.31 30.83 29.1 (M:29.1) 1 1 1 K.IRYESLTDPSK.L Dimethyl: 1, 11

3083 true 1191 1387.8494 1386.8272 1 10.79 340.99 30.67 23.7 (M:23.7) 5 1 1 K.LIPDSIGKDIEK.A
Dimethyl:2H(4): 1; 
Dimethyl: 12

3084 false 1191 1387.8494 1386.8497 1 -5.4 311.92 30.67 18.6 (M:18.6) 1 3 1 R.LLAPTQASLARSK.S Dimethyl:2H(4): 1

3085 true 1192 1229.659 1228.6412 1 8.55 207.72 27.83 42.0 (M:42.0) 2 1 0 R.QTVEADVNGLR.R Dimethyl: 1



3086 false 1192 1229.659 1228.6452 1 5.28 249.16 27.83 16.5 (M:16.5) 1 2 0 R.AEVWDLDIIR.S

3087 true 1193 1146.6257 1145.6041 1 12.57 294 27.5 25.7 (M:25.7) 1 1 1 R.ESIESEIRR.E Dimethyl: 1

3088 false 1193 1290.6428 1289.6078 1 21.5 254.99 28.5 18.2 (M:18.2) 1 2 0 K.YDPTIEDSYR.K Dimethyl:2H(4): 1

3089 true 1194 986.5616 985.5597 1 -5.37 165.29 31 30.2 (M:30.2) 1 1 0 R.AFDVTHLK.R Dimethyl: 1, 8

3090 false 1194 986.5616 985.5379 1 16.71 162.57 31 15.4 (M:15.4) 1 2 0 K.AMNIPQIR.N
Oxidation: 2; Dimethyl: 
1



3091 true 1194 1292.5939 1291.5945 1 -6.16 173.44 29.83 52.2 (M:52.2) 2 1 0 K.QHFVNFDSDR.S Dimethyl: 1

3092 true 1194 1417.7806 1416.7514 1 15.5 210.17 35 42.4 (M:42.4) 1 1 0 R.NFLGQQVPFPSR.L Dimethyl: 1

3093 true 1194 2817.5136 2816.4744 1 11.31 99.95 28.67 21.3 (M:21.3) 1 1 0
R.GVAMNPVEHPFGGGNHQHI
GKPSTIR.R

Dimethyl:2H(4): 1, 21; 
Oxidation: 4

3094 false 1195 761.4861 760.4959 1 -22.46 78.25 29.5 16.8 (M:16.8) 1 50 2 1 R.KVFLAR.D Dimethyl: 1

3095 true 1195 761.4861 760.4847 1 -7.71 246 29.5 18.4 (M:18.4) 1 1 0 K.QAFVLK.E Dimethyl: 1, 6



3096 true 1195 994.6118 993.6099 1 -5.43 189.46 31 44.1 (M:44.1) 1 1 0 R.AFDVTHLK.R Dimethyl:2H(4): 1, 8

3097 true 1195 1296.6174 1295.6197 1 -7.35 222.26 29.83 50.7 (M:50.7) 1 1 0 K.QHFVNFDSDR.S Dimethyl:2H(4): 1

3098 true 1195 1509.8326 1508.8311 1 -3.85 212.88 32.67 108.4 (M:108.4) 1 1 0 K.SQIHDIVLVGGSTR.I Dimethyl: 1

3099 false 1196 790.4543 789.4636 1 -21.01 258.61 31 25.4 (M:25.4) 1 2 0 R.ETPLFK.Q Dimethyl: 1, 6

3100 true 1196 1144.6012 1143.6077 1 -12.05 359.32 31.17 43.3 (M:43.3) 1 1 0 R.DYLHYHIK.C Dimethyl: 1, 8



3101 true 1196 1347.7215 1346.6929 1 15.77 259.06 27.83 66.2 (M:66.2) 2 1 0 R.ELISNSSDALDK.I Dimethyl: 1, 12

3102 true 1196 1513.8591 1512.8562 1 -2.87 178.2 32.67 98.8 (M:98.8) 1 1 0 K.SQIHDIVLVGGSTR.I Dimethyl:2H(4): 1

3103 true 1196 1851.9431 1850.9424 1 -3.6 148.29 30.83 28.6 (M:28.6) 1 1 0 K.SLANNTDYIDRPPTSR.S Dimethyl:2H(4): 1

3104 true 1196 2973.1223 2972.1374 1 -7.5 132.3 27.33 158.9 (M:158.9) 2 1 0
M.SDPEECQEGAEGTDQVGDES
YQESER.L

Carbamidomethyl: 6; 
Acetyl: 1

3105 false 1197 1176.6133 1175.587 1 16.18 96.91 27.5 15.0 (M:15.0) 1 5 1 R.HMYRQEIR.M
Oxidation: 2; Dimethyl: 
1



3106 true 1197 1641.9542 1640.9524 1 -3.33 154.8 34.33 48.1 (M:48.1) 1 1 0 K.AGLTHLITMDLHQK.E Dimethyl:2H(4): 1, 14

3107 true 1198 806.4173 805.4156 1 -7.02 412.02 30.67 16.4 (M:16.4) 1 1 0 R.MEFVPR.Q Dimethyl: 1

3108 true 1198 1008.5311 1007.5222 1 1.59 132.99 31 18.8 (M:18.8) 1 1 0 K.MNLGVGAYR.D Dimethyl: 1

3109 true 1198 1152.6559 1151.6579 1 -8.07 355.15 31.17 39.4 (M:39.4) 1 1 0 R.DYLHYHIK.C Dimethyl:2H(4): 1, 8

3110 true 1198 1193.6344 1192.6088 1 15.38 96.29 27.83 38.1 (M:38.1) 1 1 0 R.LENEIQTYR.S Dimethyl: 1



3111 true 1199 809.4786 808.4745 1 -3.9 388 30.83 24.6 (M:24.6) 1 1 0 R.FAGVDIR.V Dimethyl:2H(4): 1

3112 true 1199 1223.6584 1222.6496 1 1.29 92.49 27.33 44.4 (M:44.4) 1 1 0 R.LAPEYEAAATR.L Dimethyl:2H(4): 1

3113 false 1199 1223.6584 1222.6782 1 -22.13 92.69 27.33 19.1 (M:19.1) 1 50 2 1 K.NKHLITADQR.E Dimethyl: 2

3114 true 1199 1582.8594 1581.8565 1 -2.76 230.45 32.5 48.7 (M:48.7) 1 1 0 K.AIHEVFEVGVASHR.I Dimethyl:2H(4): 1

3115 true 1199 2309.2934 2308.2825 1 1.57 65.47 34.17 78.3 (M:78.3) 1 1 1 K.LKGEMMDLQHGSLFLQTHK.I Dimethyl:2H(4): 1, 2, 19



3116 true 1200 1223.6975 1222.7034 1 -10.73 118.83 31 20.6 (M:20.6) 1 1 0 R.LVTELTNHIR.V Dimethyl: 1

3117 true 1200 1313.7533 1312.7478 1 -1.41 196.77 27.33 21.3 (M:21.3) 1 1 0 R.IAEYEQQLQK.L Dimethyl:2H(4): 1, 10

3118 true 1201 863.548 862.5426 1 -2.12 460.41 31 43.0 (M:43.0) 7 1 0 K.STELLIR.K Dimethyl:2H(4): 1

3119 true 1202 869.4454 868.4443 1 -7.05 520.97 30.67 47.9 (M:47.9) 1 1 0 K.YGDAFIR.G Dimethyl: 1

3120 true 1203 1162.6537 1161.6216 1 21.33 235.67 34.33 17.0 (M:17.0) 1 1 0 R.GAITASCLWK.S
Carbamidomethyl: 7; 
Dimethyl: 1, 10



3121 true 1203 1245.6794 1244.6666 1 4.43 132.6 31.33 67.0 (M:67.0) 2 1 0 K.HSQFIGYPIR.L Dimethyl: 1

3122 true 1205 1310.6717 1309.6717 1 -5.53 166.36 31 37.1 (M:37.1) 1 1 0 K.EAVFFQSHSAR.A Dimethyl:2H(4): 1

3123 true 1205 1400.8317 1399.8187 1 4.06 237 31.33 62.0 (M:62.0) 2 1 0 R.TFIAIKPDGVQR.G Dimethyl: 1, 6

3124 true 1205 1571.824 1570.8299 1 -8.34 200.43 30 63.6 (M:63.6) 2 1 1 R.VKEGMNVVEAMER.C
Dimethyl:2H(4): 1, 2; 
Oxidation: 5

3125 true 1205 1751.8836 1750.8526 1 13.55 251.83 27.83 43.2 (M:43.2) 1 1 1 K.IFQKGEDPVDYDGGR.T Dimethyl: 1, 4



3126 true 1206 1408.8827 1407.8689 1 4.58 252.88 31.17 56.5 (M:56.5) 2 1 0 R.TFIAIKPDGVQR.G Dimethyl:2H(4): 1, 6

3127 true 1206 1583.7676 1582.7997 1 -24.84 221.43 29.83 15.1 (M:15.1) 1 1 1 R.VKEGMNVVEAMER.C

Dimethyl:2H(4): 1; 
Oxidation: 5, 11; 
Dimethyl: 2

3128 true 1206 1759.9266 1758.9028 1 9.4 274.81 27.83 25.1 (M:25.1) 1 1 1 K.IFQKGEDPVDYDGGR.T Dimethyl:2H(4): 1, 4

3129 true 1207 946.5299 945.5284 1 -6.04 134.05 30.67 38.3 (M:38.3) 2 1 0 R.VGDVYIPR.D Dimethyl: 1

3130 true 1207 1119.5944 1118.6084 1 -19.04 279.36 28.83 37.4 (M:37.4) 1 1 0 K.GLSQSALPYR.R Dimethyl: 1



3131 true 1207 1160.557 1159.551 1 -1.1 312.5 31.33 65.3 (M:65.3) 7 1 0 R.GYSFTTTAER.E Dimethyl: 1

3132 true 1207 1160.557 1159.551 1 -1.1 312.5 31.33 65.3 (M:65.3) 7 1 0 R.GYSFTTTAER.E Dimethyl: 1

3133 true 1207 1296.791 1295.7879 1 -3.21 145.07 34.5 48.7 (M:48.7) 1 1 1 K.NSTFSELFKK.D Dimethyl:2H(4): 1, 9, 10

3134 true 1208 1123.621 1122.6335 1 -17.58 310.35 28.83 28.3 (M:28.3) 1 1 0 K.GLSQSALPYR.R Dimethyl:2H(4): 1

3135 true 1208 1644.7917 1643.7903 1 -3.59 236.83 30 82.0 (M:82.0) 2 1 0 K.AASHQEEFGAEALTR.M Dimethyl: 1



3136 true 1208 2151.9799 2150.9576 1 6.99 279.62 27.83 22.2 (M:22.2) 1 1 0 R.DTSEEGSECTPGPVELQER.V
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

3137 true 1209 950.5531 949.5535 1 -8.04 114.11 30.67 18.0 (M:18.0) 2 1 0 R.VGDVYIPR.D Dimethyl:2H(4): 1

3138 true 1209 1268.6349 1267.6231 1 3.6 120.77 31.83 49.6 (M:49.6) 2 1 0 K.YLECSALTQR.G
Carbamidomethyl: 4; 
Dimethyl: 1

3139 true 1209 1442.7472 1441.7089 1 21.49 232.39 28 22.2 (M:22.2) 1 1 1 K.YDPTIEDSYRK.Q Dimethyl: 1, 11

3140 false 1210 1324.7162 1323.7108 1 -1.43 131.78 31 31.3 (M:31.3) 1 45.01 2 1 K.MKEIAEAYLGK.K
Oxidation: 1; Dimethyl: 
2, 11



3141 true 1210 1324.7162 1323.7108 1 -1.43 114.47 31 45.2 (M:45.2) 1 1 1 K.MKETAEAYLGK.K Dimethyl: 1, 2, 11

3142 false 1210 1324.7162 1323.7108 1 -1.43 131.78 31 31.3 (M:31.3) 1 45.01 2 1 K.MKEIAEAYLGK.T
Oxidation: 1; Dimethyl: 
2, 11

3143 false 1210 1410.8 1409.7766 1 11.43 326.88 31.17 16.1 (M:16.1) 1 50 2 1 R.KVENTEEPIAPK.R Dimethyl: 1, 12

3144 true 1210 1410.8 1409.8031 1 -7.35 248.1 31.17 22.5 (M:22.5) 1 1 0 K.LDDLVRPYVHK.I Dimethyl: 1, 11

3145 true 1211 1721.8622 1720.8454 1 5.54 124.98 30 63.7 (M:63.7) 2 1 0 K.NQVAMNPTNTVFDAK.R
Oxidation: 5; Dimethyl: 
1, 15



3146 true 1211 2038.0335 2037.0102 1 7.89 110.25 29.67 57.7 (M:57.7) 1 1 0 R.VMQHYGEHVVTTQLPDR.F Dimethyl: 1

3147 true 1212 1810.0384 1809.0149 1 8.99 158.03 31.17 66.8 (M:66.8) 2 1 0 K.SLPAAPVPSPVAPAPAPSR.R Dimethyl: 1

3148 true 1212 2042.0532 2041.0353 1 5.22 152.18 29.67 47.3 (M:47.3) 1 1 0 R.VMQHYGEHVVTTQLPDR.F Dimethyl:2H(4): 1

3149 true 1213 1350.7647 1349.7667 1 -6.86 221.51 32.5 78.6 (M:78.6) 1 1 0 K.NVNQSLLELHK.L Dimethyl: 1, 11

3150 true 1213 1650.9476 1649.9392 1 0.68 173.15 35.5 47.5 (M:47.5) 2 1 1 K.FKGPFTDVVTTNLK.L Dimethyl: 1, 2, 14



3151 true 1213 1814.0462 1813.04 1 -0.57 220.04 31.17 81.8 (M:81.8) 2 1 0 K.SLPAAPVPSPVAPAPAPSR.R Dimethyl:2H(4): 1

3152 true 1213 2045.0302 2044.0126 1 5.05 162.53 29.83 41.4 (M:41.4) 1 1 1 R.QHPQLFQNQDKESFSR.L Dimethyl: 1, 11

3153 true 1214 1033.4968 1032.4916 1 -2.05 194.47 30.83 52.6 (M:52.6) 2 1 0 R.DYFGQYGK.I Dimethyl: 1, 8

3154 true 1214 1358.8142 1357.8169 1 -7.38 220 32.5 34.2 (M:34.2) 1 1 0 K.NVNQSLLELHK.L Dimethyl:2H(4): 1, 11

3155 false 1215 1071.6343 1070.6336 1 -6.1 215.82 30.83 21.5 (M:21.5) 2 2 1 R.KTASEPNLK.V Dimethyl: 1, 1, 9



3156 true 1215 1555.8383 1554.8349 1 -2.54 149.41 31 48.5 (M:48.5) 1 1 1 K.LTDCVVMRDPASK.R
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 13

3157 true 1216 1572.8745 1571.8784 1 -7.08 182.37 31.17 106.6 (M:106.6) 1 1 0 K.LQAEAPHIVVGTPGR.V Dimethyl: 1

3158 true 1216 2518.3664 2517.305 1 21.51 182.17 29.67 19.0 (M:19.0) 1 1 0
K.HGEVCPAGWKPGSDTIKPDV
QK.S

Carbamidomethyl: 5; 
Dimethyl: 1, 10, 17, 22

3159 true 1217 1576.9023 1575.9035 1 -5.38 233.96 31.17 94.2 (M:94.2) 1 1 0 K.LQAEAPHIVVGTPGR.V Dimethyl:2H(4): 1

3160 true 1217 1947.0661 1946.0713 1 -6.4 126.44 30.17 86.0 (M:86.0) 1 1 1 K.IVYGHLDDPAKQEIER.G Dimethyl:2H(4): 1, 11



3161 true 1217 2534.4157 2533.4054 1 1.21 176.43 29.83 98.6 (M:98.6) 1 1 0
K.HGEVCPAGWKPGSDTIKPDV
QK.S

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 10, 
17, 22

3162 true 1217 2801.54 2800.4795 1 19 103.79 28.67 16.3 (M:16.3) 1 1 0
R.GVAMNPVEHPFGGGNHQHI
GKPSTIR.R Dimethyl:2H(4): 1, 21

3163 true 1218 2096.1653 2095.1538 1 1.98 128.35 34.5 32.4 (M:32.4) 1 1 0 R.NTINNIAVRPGLEGYALPR.K Dimethyl: 1

3164 true 1218 2101.0723 2100.0727 1 -3.68 197.12 30 19.6 (M:19.6) 1 1 1 K.TQDQISNIKYHEEFER.S Dimethyl:2H(4): 1, 9

3165 false 1219 791.4988 790.4953 1 -4.76 468.09 28.83 16.2 (M:16.2) 1 5 1 R.FVIKEK.A Dimethyl: 1



3166 true 1219 2100.195 2099.1789 1 4.17 150.95 34.5 65.7 (M:65.7) 3 1 0 R.NTINNIAVRPGLEGYALPR.K Dimethyl:2H(4): 1

3167 true 1219 2136.077 2135.0793 1 -4.52 198.63 30 83.7 (M:83.7) 1 1 0 K.QMQVVLERPETDHVAEAR.G Dimethyl: 1

3168 true 1220 2378.1274 2377.1146 1 2.33 174.95 27.5 158.6 (M:158.6) 1 1 0
R.LLEGEDAHLSSQQASGQSYSSR
.E Dimethyl: 1

3169 true 1221 1003.5234 1002.5175 1 -1.37 136.79 31.33 34.4 (M:34.4) 1 1 0 K.QYFSQFK.H Dimethyl: 1, 7

3170 false 1222 734.4392 733.4374 1 -7.48 148.46 30 28.9 (M:28.9) 1 3 0 K.GVFEVK.S Dimethyl: 1, 6



3171 true 1222 792.4402 791.4178 1 19.1 261.87 27.5 24.8 (M:24.8) 1 1 0 K.FEAEIR.A Dimethyl: 1

3172 true 1222 864.4698 863.4687 1 -7.16 347.54 34.67 24.1 (M:24.1) 2 1 0 R.CALGIFR.K
Carbamidomethyl: 1; 
Dimethyl: 1

3173 true 1222 1075.5765 1074.5498 1 18.01 267.28 32.67 41.5 (M:41.5) 1 1 0 K.YFGYTGALR.C Dimethyl: 1

3174 true 1222 1217.6791 1216.6737 1 -1.53 86.93 30.83 71.5 (M:71.5) 4 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

3175 true 1222 1217.6791 1216.6737 1 -1.53 86.93 30.83 71.5 (M:71.5) 4 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11



3176 true 1222 1217.6791 1216.6737 1 -1.53 86.93 30.83 71.5 (M:71.5) 4 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

3177 true 1222 1735.8707 1734.8689 1 -3.16 212.83 32.5 30.4 (M:30.4) 1 1 0 K.LGHYVTQLQNTYDR.C Dimethyl: 1

3178 true 1223 868.5018 867.4939 1 0.83 443.22 34.67 17.6 (M:17.6) 1 1 0 R.CALGIFR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3179 true 1223 1739.8931 1738.894 1 -4.74 196.04 32.5 33.6 (M:33.6) 1 1 0 K.LGHYVTQLQNTYDR.C Dimethyl:2H(4): 1

3180 false 1225 855.5286 854.5276 1 -7.32 298.83 30 18.8 (M:18.8) 3 5 0 K.VHDLALR.A Dimethyl:2H(4): 1



3181 true 1225 904.5078 903.5099 1 -10.41 70.19 30 21.1 (M:21.1) 1 1 0 R.CLVLDTK.D
Carbamidomethyl: 1; 
Dimethyl: 1, 7

3182 true 1227 1030.5706 1029.5641 1 -0.74 125.64 30 23.6 (M:23.6) 2 1 0 R.IAQLICER.I
Carbamidomethyl: 6; 
Dimethyl: 1

3183 true 1227 1726.792 1725.7958 1 -6.43 123.28 27.5 67.6 (M:67.6) 2 1 1 K.IFRDGEESGTYDGPR.T Dimethyl: 1

3184 true 1228 1034.6003 1033.5892 1 3.66 176.69 30 29.1 (M:29.1) 1 1 0 R.IAQLICER.I
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3185 true 1228 1524.8511 1523.8609 1 -11.25 187.27 31.33 73.7 (M:73.7) 1 1 0 R.LDDTVHVVIATPGR.I Dimethyl:2H(4): 1



3186 true 1229 920.4658 919.4433 1 16.52 168.67 28.33 51.9 (M:51.9) 2 1 0 M.TEQMTLR.G Acetyl: 1

3187 true 1229 1003.5479 1002.542 1 -1.31 114.48 27.67 33.4 (M:33.4) 1 1 0 K.CIIVEEGK.E
Carbamidomethyl: 1; 
Dimethyl: 1, 8

3188 true 1229 1559.8156 1558.8104 1 -1.31 150.96 30.83 50.4 (M:50.4) 1 1 0 K.QIDNPQVALYQSR.F Dimethyl: 1

3189 true 1230 1050.5995 1049.591 1 1.16 84.43 35.33 24.7 (M:24.7) 1 1 0 R.NAYVWTLK.G Dimethyl: 1, 8

3190 true 1233 1290.7332 1289.7343 1 -6.49 163.94 30.33 51.6 (M:51.6) 1 1 1 R.LKYENEVALR.Q Dimethyl: 1, 2



3191 false 1234 1150.6299 1149.603 1 17.1 361.09 28 19.0 (M:19.0) 1 4 0 R.LEQEIATYR.R Dimethyl: 1

3192 false 1234 1150.6299 1149.603 1 17.1 361.09 28 19.0 (M:19.0) 1 4 0 R.LEQEIATYR.R Dimethyl: 1

3193 true 1235 1018.5849 1017.5644 1 12.97 333.05 28.33 26.6 (M:26.6) 1 1 0 R.LTPEEIER.M Dimethyl:2H(4): 1

3194 true 1237 1260.6751 1259.6659 1 1.51 219.32 29 48.1 (M:48.1) 2 1 0 K.LNGTDPEDVIR.N Dimethyl:2H(4): 1

3195 true 1238 2696.4222 2695.4203 1 -2 156.87 30.67 62.9 (M:62.9) 1 1 1
K.VAVPSTIHCDHLIEAQSGGEKD
LR.R

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 21



3196 true 1239 1210.6465 1209.6655 1 -21.71 118.34 27.5 15.8 (M:15.8) 1 1 0 K.AANPIPPEVDR.W Dimethyl:2H(4): 1

3197 false 1240 1607.8296 1606.7898 1 20.25 195.03 30 16.9 (M:16.9) 1 2 1 K.HFVQMLPEKDCR.Y

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1; 
Oxidation: 5

3198 true 1241 708.3858 707.3755 1 4.31 54.29 31.67 19.2 (M:19.2) 2 1 0 R.NFFPR.R Dimethyl: 1

3199 true 1241 1292.6435 1291.6408 1 -3.57 118.57 27.67 18.9 (M:18.9) 1 1 0 K.YGVVVSEPDSGR.I Dimethyl: 1

3200 true 1241 1623.8617 1622.8513 1 1.93 211.77 30.17 59.1 (M:59.1) 3 1 1 K.HFVQMLPEKDCR.Y
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 9



3201 true 1241 2350.2277 2349.2061 1 6.11 94.47 34.67 79.0 (M:79.0) 3 1 0 R.CLTQSGIAGAYKPFNLETCR.L

Carbamidomethyl: 1, 
19; Dimethyl:2H(4): 1, 
12

3202 true 1243 859.5223 858.5175 1 -2.79 467.56 31 46.5 (M:46.5) 5 1 0 K.STELLIR.K Dimethyl: 1

3203 true 1243 888.5326 887.5263 1 -1 474.16 34.67 48.8 (M:48.8) 3 1 0 R.QMSLLLR.R Dimethyl: 1

3204 true 1243 1272.6537 1271.6482 1 -1.34 114.1 31.67 41.8 (M:41.8) 2 1 0 K.YLECSALTQR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

3205 true 1243 1746.7733 1745.777 1 -6.26 174.68 30 30.4 (M:30.4) 1 1 0 R.HSYYCFQEPEAQR.Q
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



3206 true 1244 892.5532 891.5579 1 -13.35 376.18 34.67 16.5 (M:16.5) 1 1 0 R.GSDSLLLK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 8

3207 true 1244 1350.7073 1349.6939 1 4.51 298.76 27.5 18.7 (M:18.7) 1 50.35 1 1 R.QQLADSQNKYK.T Dimethyl: 11

3208 true 1244 1396.7397 1395.6994 1 23.6 284.89 28.17 43.6 (M:43.6) 1 1 0 R.AVDPDSPAEAAGLR.A Dimethyl: 1

3209 true 1244 1471.7714 1470.7881 1 -16.31 302.85 28.83 28.1 (M:28.1) 2 1 0 R.HASAAGFPLTSAGPR.A Dimethyl:2H(4): 1

3210 true 1244 1675.9161 1674.9015 1 4.35 157.16 29.83 43.3 (M:43.3) 1 1 0 K.VFICNQEESIKPK.N
Carbamidomethyl: 4; 
Dimethyl: 1, 11, 13



3211 true 1245 1362.8194 1361.8196 1 -5.44 208.09 27.5 34.8 (M:34.8) 1 1 1 K.EAIEGTYIDKK.C
Dimethyl:2H(4): 1, 10, 
11

3212 true 1245 1687.9993 1686.9768 1 9.04 180.27 29.83 49.8 (M:49.8) 1 1 0 K.VFICNQEESIKPK.N

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 11, 
13

3213 true 1246 1344.6765 1343.6681 1 0.86 147.13 27.5 43.3 (M:43.3) 2 1 0 K.AADAEAEVASLNR.R Dimethyl: 1

3214 true 1246 1458.7442 1457.711 1 17.74 225.71 28.33 22.3 (M:22.3) 1 1 1 K.NLDDGIDDERLR.K Dimethyl: 1

3215 true 1246 1458.7442 1457.711 1 17.74 225.71 28.33 22.3 (M:22.3) 1 1 1 K.NLDDGIDDERLR.K Dimethyl: 1



3216 true 1246 1543.8605 1542.882 1 -18.67 177.74 28.83 21.9 (M:21.9) 1 1 0 K.LTQVLNTHYVAPR.R Dimethyl:2H(4): 1

3217 true 1246 1691.7465 1690.7304 1 5.21 173.39 30 48.5 (M:48.5) 1 1 0 K.NACDHLSGFNVCNR.Y
Carbamidomethyl: 3, 
12; Dimethyl: 1

3218 true 1247 1012.6131 1011.6077 1 -1.87 164.68 30.83 47.1 (M:47.1) 1 1 0 K.NIVVVEGVR.I Dimethyl: 1

3219 true 1247 1695.7671 1694.7555 1 2.51 140.42 30 60.0 (M:60.0) 1 1 0 K.NACDHLSGFNVCNR.Y
Carbamidomethyl: 3, 
12; Dimethyl:2H(4): 1

3220 true 1248 1116.6389 1115.6339 1 -2 289.18 31 31.1 (M:31.1) 1 1 1 K.DVFRDPALK.R Dimethyl: 1, 9



3221 true 1248 1939.0124 1938.0211 1 -8.21 140.01 30.17 77.8 (M:77.8) 1 1 1 K.IVYGHLDDPAKQEIER.G Dimethyl: 1, 11

3222 true 1249 1520.7697 1519.7631 1 -0.44 175.1 27.67 50.4 (M:50.4) 1 1 1 R.DNANAATEEFVKR.A Dimethyl: 1, 12

3223 true 1250 778.4413 777.4385 1 -5.69 276.55 30 24.1 (M:24.1) 1 1 0 R.GLLYER.H Dimethyl: 1

3224 true 1250 1102.5355 1101.5277 1 0.45 205.04 31.33 21.0 (M:21.0) 1 1 0 K.YAGLSTCFR.Q
Carbamidomethyl: 7; 
Dimethyl: 1

3225 true 1250 2360.2307 2359.2372 1 -5.83 176.59 30.17 65.1 (M:65.1) 1 1 1 K.YDLSGRPLNIKEDPEGEHAR.R Dimethyl:2H(4): 1, 11



3226 true 1251 1204.6587 1203.6583 1 -5.72 83.42 32.83 17.2 (M:17.2) 2 1 0 R.GVEICIATPGR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

3227 true 1251 1204.6587 1203.6583 1 -5.72 83.42 32.83 17.2 (M:17.2) 2 1 0 R.GVEICIATPGR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

3228 true 1251 1997.1671 1996.1557 1 2.06 77.86 29 37.1 (M:37.1) 1 1 0 R.SEVGPGVQGQLSRPPLPSK.S Dimethyl:2H(4): 1, 19

3229 true 1252 890.5388 889.5385 1 -7.85 436.81 30.83 35.5 (M:35.5) 1 70.24 1 1 R.ARFIVEK.A Dimethyl: 7

3230 false 1252 890.5388 889.5273 1 4.77 453.13 30.83 32.3 (M:32.3) 1 2 0 R.AQFLVEK.A Dimethyl: 1, 7



3231 false 1252 890.5388 889.5134 1 20.4 454.79 30.83 23.2 (M:23.2) 1 4 1 R.VRFGQQK.R Dimethyl: 7

3232 true 1252 1139.6731 1138.6386 1 23.86 244.02 31.5 32.4 (M:32.4) 1 1 0 R.YQGVNLYVK.N Dimethyl: 1, 9

3233 true 1252 1139.6731 1138.6386 1 23.86 244.02 31.5 32.4 (M:32.4) 1 1 0 R.YQGVNLYVK.N Dimethyl: 1, 9

3234 true 1253 1167.6635 1166.6597 1 -3.03 393.16 31.17 53.8 (M:53.8) 1 1 0 R.QFVTATDVVR.G Dimethyl:2H(4): 1

3235 true 1253 1629.8844 1628.8397 1 22.97 243.58 28.17 58.3 (M:58.3) 1 1 1 R.YLMEEDEDAYKK.Q
Dimethyl:2H(4): 1, 11, 
12



3236 true 1253 1840.9408 1839.9302 1 1.85 228.5 33 46.8 (M:46.8) 1 1 0 R.MGYSPHTQVEILPQGR.E Dimethyl: 1

3237 true 1254 1790.9705 1789.9674 1 -2.31 202.52 27.67 63.6 (M:63.6) 1 1 1 K.ADTLTPEECQQFKK.Q

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 13, 
14

3238 true 1254 1844.9516 1843.9553 1 -5.91 233.44 33 56.9 (M:56.9) 1 1 0 R.MGYSPHTQVEILPQGR.E Dimethyl:2H(4): 1

3239 true 1255 1157.7305 1156.722 1 1.1 346.2 31.33 41.5 (M:41.5) 1 1 1 K.KVVNPLFEK.R Dimethyl: 1, 1, 9

3240 true 1255 1787.0086 1786.024 1 -12.73 179.74 34.83 17.6 (M:17.6) 1 1 1 R.VVGSELIQKYLGDGPK.L Dimethyl: 1, 9, 16



3241 true 1255 1974.0263 1972.9742 1 22.73 108.46 28.33 29.1 (M:29.1) 1 1 1 R.EKQEEPAAEAAPELSYR.E Dimethyl: 1, 2

3242 true 1255 2099.0354 2098.0418 1 -6.52 176.06 33 42.4 (M:42.4) 1 1 1 K.RHEMPPHIYAITDTAYR.S Dimethyl: 1

3243 true 1256 1169.7995 1168.7973 1 -4.37 267.96 31.33 45.6 (M:45.6) 1 1 1 K.KVVNPLFEK.R Dimethyl:2H(4): 1, 1, 9

3244 true 1256 1473.7115 1472.7048 1 -0.41 241.16 31.67 88.5 (M:88.5) 1 1 0 K.AFFESHPAPSAER.T Dimethyl: 1

3245 true 1256 2103.0569 2102.0669 1 -8.25 218.15 33 26.1 (M:26.1) 1 1 1 K.RHEMPPHIYAITDTAYR.S Dimethyl:2H(4): 1



3246 true 1258 1191.6797 1190.6772 1 -4 129.47 32.17 46.6 (M:46.6) 1 1 0 R.AITGHIPDALR.N Dimethyl: 1

3247 true 1259 1195.7063 1194.7023 1 -2.68 72.26 31.5 44.8 (M:44.8) 1 1 0 R.LALLHEGTGPR.V Dimethyl:2H(4): 1

3248 true 1260 2046.1451 2045.1546 1 -8.24 120.27 31.33 26.5 (M:26.5) 1 1 1 R.QKLDEQTKPGSLSFSER.L Dimethyl:2H(4): 1, 2, 8

3249 true 1261 1043.5591 1042.556 1 -3.94 175.82 33.17 42.5 (M:42.5) 1 1 0 K.GHLLDSFAR.S Dimethyl: 1

3250 true 1261 2185.1628 2184.1526 1 1.32 223.78 27.5 45.7 (M:45.7) 1 1 1 R.KPALPADEPAEKAEEPMEH.- Dimethyl:2H(4): 1, 1, 12



3251 false 1262 1004.508 1003.4763 1 24.24 154.91 32 25.4 (M:25.4) 1 2 0 K.FYEFSQR.L Dimethyl: 1

3252 true 1262 1273.6757 1272.6798 1 -8.98 117.8 30.33 22.4 (M:22.4) 1 1 0 K.NIPPSDMAQIR.A Dimethyl:2H(4): 1

3253 true 1262 2208.1161 2207.1058 1 1.36 255.77 27.67 40.1 (M:40.1) 1 1 1 R.EGQEDQGLTKDYGNSPLHR.F Dimethyl:2H(4): 1, 10

3254 true 1263 991.5226 990.5284 1 -13.14 99.94 27.67 18.9 (M:18.9) 1 1 0 R.ALELENDR.L Dimethyl:2H(4): 1

3255 true 1263 1750.9331 1749.9312 1 -3.03 223.62 31.17 54.3 (M:54.3) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1



3256 true 1263 1750.9331 1749.9312 1 -3.03 223.62 31.17 54.3 (M:54.3) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1

3257 true 1263 1750.9331 1749.9312 1 -3.03 223.62 31.17 54.3 (M:54.3) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1

3258 true 1264 1309.6995 1308.686 1 4.72 139.26 35 60.0 (M:60.0) 2 1 0 K.NIVLSGGSTMFR.D Dimethyl: 1

3259 false 1265 874.4835 873.4556 1 23.6 348.81 31.83 21.7 (M:21.7) 1 7 0 K.TAAEDAIR.N Dimethyl: 1

3260 true 1265 874.4835 873.4742 1 2.3 380.59 31.83 35.7 (M:35.7) 1 1 0 K.VCADLIR.G
Carbamidomethyl: 2; 
Dimethyl: 1



3261 false 1265 874.4835 873.492 1 -18.01 312.93 31.83 21.4 (M:21.4) 1 9 0 K.EVGSVSLR.M Dimethyl: 1

3262 true 1265 1028.567 1027.56 1 -0.29 114.89 27.83 50.1 (M:50.1) 2 1 0 K.DIDIHEVR.V Dimethyl:2H(4): 1

3263 false 1265 1053.6291 1052.5978 1 22.73 212.65 29.33 30.9 (M:30.9) 1 50 2 1 K.KVISGPDGPR.E Dimethyl: 1

3264 true 1265 1053.6291 1052.6342 1 -11.8 194.09 29.33 60.8 (M:60.8) 1 1 0 K.IGGIGTVPVGR.V Dimethyl: 1

3265 true 1265 1053.6291 1052.6342 1 -11.8 194.09 29.33 60.8 (M:60.8) 1 1 0 K.IGGIGTVPVGR.V Dimethyl: 1



3266 false 1265 1053.6291 1052.6165 1 5.05 161.6 29.33 19.9 (M:19.9) 1 5 1 K.APVKMLPGGR.Q Dimethyl: 1

3267 true 1265 1308.6514 1307.6544 1 -7.84 176.27 30.33 78.4 (M:78.4) 1 1 0 R.CFVVGADNVGSK.Q
Carbamidomethyl: 1; 
Dimethyl: 1, 12

3268 true 1266 878.5021 877.4993 1 -5.13 411.48 31.83 28.8 (M:28.8) 1 1 0 K.VCADLIR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

3269 true 1266 1057.6406 1056.6593 1 -24.63 238.55 29.17 70.7 (M:70.7) 1 1 0 K.IGGIGTVPVGR.V Dimethyl:2H(4): 1

3270 true 1266 1057.6406 1056.6593 1 -24.63 238.55 29.17 70.7 (M:70.7) 1 1 0 K.IGGIGTVPVGR.V Dimethyl:2H(4): 1



3271 false 1266 1057.6406 1056.6416 1 -7.84 178.51 29.17 18.0 (M:18.0) 1 8 1 K.APVKMLPGGR.Q Dimethyl:2H(4): 1

3272 true 1266 1064.6503 1063.644 1 -0.92 162.34 27.83 19.1 (M:19.1) 1 1 0 R.YRPGTVALR.E Dimethyl:2H(4): 1

3273 true 1266 1316.7065 1315.7046 1 -4.1 215.63 30.33 66.5 (M:66.5) 1 1 0 R.CFVVGADNVGSK.Q
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12

3274 true 1266 1329.7138 1328.706 1 0.37 96.23 35 22.2 (M:22.2) 1 1 0 K.NIVLSGGSTMFR.D
Dimethyl:2H(4): 1; 
Oxidation: 10

3275 true 1266 1404.8572 1403.8438 1 4.31 216.21 32.17 45.9 (M:45.9) 1 99.69 1 0 R.TFIAIKPDGVQR.G
Dimethyl:2H(4): 1; 
Dimethyl: 6



3276 true 1267 1150.5709 1149.5666 1 -2.59 282.49 27.67 30.4 (M:30.4) 2 1 0 R.VEQDEYALR.S Dimethyl: 1

3277 false 1268 1207.6872 1206.7023 1 -18.46 63.5 29 16.6 (M:16.6) 1 2 0 R.VHSPPSSLVPR.I Dimethyl:2H(4): 1

3278 true 1268 1421.796 1420.7765 1 8.59 227.03 35 29.8 (M:29.8) 2 1 0 R.NFLGQQVPFPSR.L Dimethyl:2H(4): 1

3279 true 1268 2257.1686 2256.1672 1 -2.6 260.96 30.83 46.6 (M:46.6) 1 1 1 K.KYEDICPSTHNMDVPNIK.R
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 1, 18

3280 true 1269 1080.5493 1079.5434 1 -1.27 139.32 32 46.4 (M:46.4) 2 1 0 K.VYIQDVCR.E
Carbamidomethyl: 7; 
Dimethyl: 1



3281 true 1269 1355.6897 1354.6819 1 0.35 284.37 31 62.5 (M:62.5) 1 1 0 K.HYSGLEEAVYR.N Dimethyl:2H(4): 1

3282 true 1270 1318.6775 1317.6751 1 -3.67 233.48 33 51.5 (M:51.5) 1 1 0 K.SCLLHQFTEK.K
Carbamidomethyl: 2; 
Dimethyl: 1, 10

3283 true 1270 1363.7649 1362.7619 1 -3.17 260.67 31.33 94.3 (M:94.3) 1 1 0 R.HLVLIAQEEGAR.Y Dimethyl: 1

3284 true 1272 1313.726 1312.7463 1 -20.98 167.49 29 32.7 (M:32.7) 1 1 0 K.AINQGGLTSVAVR.G Dimethyl: 1

3285 true 1272 1566.921 1565.9141 1 -0.21 150.69 30.17 19.7 (M:19.7) 1 1 0 K.VGQEIEVRPGIVSK.D Dimethyl: 1, 14



3286 true 1272 1661.8293 1660.8243 1 -1.36 137.25 32 60.8 (M:60.8) 1 1 1 K.TIFAEHISDECKR.R
Carbamidomethyl: 11; 
Dimethyl: 1, 12

3287 false 1272 1661.8293 1660.8268 1 -2.87 159.25 32 32.3 (M:32.3) 1 2 1 K.KVQELQNSDTEQSK.K Dimethyl: 14

3288 true 1273 1033.5566 1032.5525 1 -3.12 137.93 27.67 41.5 (M:41.5) 1 1 0 R.QMVETELK.L Dimethyl: 1, 8

3289 false 1273 1033.5566 1032.5638 1 -13.99 174.1 27.67 16.1 (M:16.1) 1 6 0 R.ELLGMSVLR.H Oxidation: 5

3290 true 1273 1317.7504 1316.7714 1 -21.47 157.29 29 26.4 (M:26.4) 1 1 0 K.AINQGGLTSVAVR.G Dimethyl:2H(4): 1



3291 true 1273 1669.8806 1668.8745 1 -0.72 128.94 31.83 49.7 (M:49.7) 1 1 1 K.TIFAEHISDECKR.R
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 12

3292 true 1274 1574.9749 1573.9643 1 2.14 156.77 30.17 19.1 (M:19.1) 2 1 0 K.VGQEIEVRPGIVSK.D Dimethyl:2H(4): 1, 14

3293 false 1276 907.4659 906.4633 1 -5.2 77.88 31 19.1 (M:19.1) 1 2 0 K.FMTDPIR.I Dimethyl: 1

3294 true 1276 1008.6171 1007.6066 1 3.24 133.15 35.17 38.1 (M:38.1) 4 1 0 R.NILGGTVFR.E Dimethyl:2H(4): 1

3295 true 1276 1008.6171 1007.6066 1 3.24 133.15 35.17 38.1 (M:38.1) 4 1 0 R.NILGGTVFR.E Dimethyl:2H(4): 1



3296 true 1276 1484.7319 1483.7279 1 -2.19 161.16 29.67 53.6 (M:53.6) 2 1 0 K.QLICDPSYVSDR.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

3297 true 1276 1591.8033 1590.7949 1 0.76 105.81 30.17 26.8 (M:26.8) 1 1 1 K.HFVQMLPEKDCR.Y
Carbamidomethyl: 11; 
Dimethyl:2H(4): 9

3298 true 1276 1630.93 1629.9265 1 -2.31 149.72 33.17 42.2 (M:42.2) 1 1 1 K.FLHKHDLDLICR.A
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 4

3299 true 1276 1670.9615 1669.9413 1 7.7 144.31 31.33 47.8 (M:47.8) 1 1 0 R.SALGGAAQQSQAALLPR.M Dimethyl:2H(4): 1

3300 true 1277 1490.8039 1489.7686 1 18.78 235.7 28.33 44.2 (M:44.2) 2 1 1 R.RFDDSVVQSDMK.H Dimethyl:2H(4): 1, 12



3301 true 1277 1615.81 1614.8011 1 1.02 209.58 30.17 69.7 (M:69.7) 2 1 1 K.HFVQMLPEKDCR.Y
Carbamidomethyl: 11; 
Dimethyl: 1, 9

3302 true 1278 1201.7617 1200.7492 1 4.38 72.24 35.17 54.5 (M:54.5) 2 1 0 K.NTLLIAGLQAR.N Dimethyl:2H(4): 1

3303 true 1278 1631.8078 1630.796 1 2.82 161.23 30.17 19.5 (M:19.5) 2 1 1 K.HFVQMLPEKDCR.Y

Carbamidomethyl: 11; 
Oxidation: 5; Dimethyl: 
1, 9

3304 true 1279 1021.5131 1020.5096 1 -3.71 98.07 31.83 18.6 (M:18.6) 1 1 0 K.LTDCVVMR.D
Carbamidomethyl: 4; 
Dimethyl: 1

3305 true 1279 1639.8575 1638.8462 1 2.46 185.55 30.17 41.8 (M:41.8) 1 1 1 K.HFVQMLPEKDCR.Y

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 9; 
Oxidation: 5



3306 true 1280 963.5233 962.5185 1 -2.6 113.83 31 37.1 (M:37.1) 1 1 0 R.DGYAQILR.D Dimethyl: 1

3307 false 1280 963.5233 962.5219 1 -6.09 130.49 31 16.1 (M:16.1) 1 5 0 R.MNLSTLLR.T Oxidation: 1

3308 true 1280 1302.6689 1301.655 1 5.07 133.03 35 57.2 (M:57.2) 2 1 0 R.NWMNSLGVTPR.V Dimethyl: 1

3309 true 1280 1630.8201 1629.7967 1 9.87 200.71 29 24.9 (M:24.9) 1 1 0 R.SPCVASCNIPVVSGR.E
Carbamidomethyl: 3, 7; 
Dimethyl: 1

3310 true 1280 1812.9941 1812.0006 1 -7.6 199.23 33.33 66.6 (M:66.6) 1 1 0 R.QEGPPHEVLRPGSLLR.D Dimethyl: 1



3311 true 1280 2722.4242 2721.4363 1 -7.11 175.45 30.17 48.1 (M:48.1) 1 1 0
K.LGHGLLSGEYSKPASAEGEQQ
PDQK.G

Dimethyl:2H(4): 1, 12, 
25

3312 true 1281 980.5869 979.5815 1 -1.86 157.43 31.5 27.2 (M:27.2) 1 1 0 K.ALTHLELR.R Dimethyl: 1

3313 true 1281 1306.6931 1305.6801 1 4.35 141.29 35 30.0 (M:30.0) 1 1 0 R.NWMNSLGVTPR.V Dimethyl:2H(4): 1

3314 true 1281 1800.038 1799.0379 1 -4.01 162.39 29 26.7 (M:26.7) 1 1 1 R.LPRPPPPEMPESLKK.K Dimethyl: 1, 14, 15

3315 true 1281 1857.0069 1856.0072 1 -4.09 247.98 33.17 51.1 (M:51.1) 1 1 0 K.QLSYEEKPVYPHFR.E Dimethyl:2H(4): 1, 7



3316 true 1282 984.6117 983.6066 1 -2.18 162.66 31.5 39.7 (M:39.7) 1 1 0 K.ALTHLELR.R Dimethyl:2H(4): 1

3317 false 1282 1018.5885 1017.572 1 9.14 171.52 31.17 16.5 (M:16.5) 1 9 1 R.NRFAVLDR.M Dimethyl: 1

3318 true 1282 1018.5885 1017.5859 1 -4.52 163.21 31.17 42.4 (M:42.4) 1 1 0 K.QVFLGGVDK.H Dimethyl: 1, 9

3319 false 1282 1018.5885 1017.5691 1 11.91 218.99 31.17 22.4 (M:22.4) 1 2 1 K.NMHAKVSR.K

Dimethyl:2H(4): 1; 
Oxidation: 2; Dimethyl: 
5

3320 false 1282 1018.5885 1017.572 1 9.14 219.19 31.17 17.6 (M:17.6) 1 6 1 R.GRPYVRDK.V Dimethyl: 8



3321 false 1282 1018.5885 1017.6005 1 -18.86 128.59 31.17 20.2 (M:20.2) 1 5 1 R.KMLLAALSR.V Oxidation: 2

3322 true 1282 1739.0123 1738.0055 1 -0.24 162.75 30 33.2 (M:33.2) 1 1 0 R.SPNKPLPELNDQYK.A Dimethyl:2H(4): 1, 4, 14

3323 true 1282 1920.0547 1919.0349 1 6.54 295.91 31.33 82.3 (M:82.3) 2 1 0 R.VRPCVVYGGADIGQQIR.D
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

3324 false 1283 989.5257 988.5376 1 -19.28 402.65 28.5 18.4 (M:18.4) 1 2 0 K.NIELAVMR.R
Oxidation: 7; Dimethyl: 
1

3325 true 1284 2892.5598 2891.5604 1 -2.75 140.34 33.17 90.8 (M:90.8) 1 1 1
R.MSSYGGKDPLSANHSLKPLPS
VPEER.K Dimethyl:2H(4): 1, 7, 17



3326 true 1285 1084.5377 1083.5507 1 -18.68 285.43 31 20.1 (M:20.1) 1 1 1 R.MGMERWAK.S

Dimethyl:2H(4): 1; 
Oxidation: 3; Dimethyl: 
8

3327 true 1285 1149.6233 1148.6077 1 7.17 316.19 27.83 46.1 (M:46.1) 1 1 0 K.ALAAGGYDVEK.N Dimethyl: 1, 11

3328 true 1285 1149.6233 1148.6077 1 7.17 316.19 27.83 46.1 (M:46.1) 1 1 0 K.ALAAGGYDVEK.N Dimethyl: 1, 11

3329 true 1285 1149.6233 1148.6077 1 7.17 316.19 27.83 46.1 (M:46.1) 1 1 0 K.ALAAGGYDVEK.N Dimethyl: 1, 11

3330 true 1286 728.4389 727.4319 1 -0.33 100.98 35.17 25.4 (M:25.4) 1 1 0 R.NLFFR.V Dimethyl:2H(4): 1



3331 true 1286 1015.593 1014.5913 1 -5.45 116.07 31.5 29.6 (M:29.6) 2 1 0 R.HGSLGFLPR.K Dimethyl:2H(4): 1

3332 false 1286 1030.5849 1029.5706 1 6.8 155.72 28.5 15.0 (M:15.0) 1 4 0 K.GELASVEAVK.E Dimethyl: 10

3333 true 1287 758.468 757.4586 1 2.82 240.26 31 20.7 (M:20.7) 1 1 0 K.LDEILK.E Dimethyl: 6

3334 false 1287 758.468 757.4586 1 2.82 230.45 31 18.1 (M:18.1) 1 4 0 K.VEELLK.H Dimethyl: 6

3335 false 1287 758.468 757.4698 1 -11.99 208.16 31 19.0 (M:19.0) 1 3 0 R.LSELLR.Y Dimethyl: 1



3336 false 1287 758.468 757.4586 1 2.82 230.45 31 18.1 (M:18.1) 1 4 0 K.VEELIK.H Dimethyl: 6

3337 true 1287 1034.611 1033.5957 1 7.71 253.34 28.5 16.4 (M:16.4) 1 1 0 K.GELASVEAVK.E Dimethyl:2H(4): 10

3338 true 1287 1091.5406 1090.5263 1 6.41 288.81 31.5 23.1 (M:23.1) 1 1 0 K.MNGMLLNDR.K Dimethyl: 1

3339 true 1287 1091.5406 1090.5263 1 6.41 288.81 31.5 23.1 (M:23.1) 1 1 0 K.MNGMLLNDR.K Dimethyl: 1

3340 false 1288 1048.6385 1047.6328 1 -1.57 167.16 31.67 21.3 (M:21.3) 1 5 1 R.KIIGDTFVK.I Dimethyl: 1



3341 false 1288 1048.6385 1047.6553 1 -23 128.6 31.67 21.0 (M:21.0) 1 7 1 R.RLLPSHLGK.H Dimethyl: 9

3342 true 1288 1048.6385 1047.6328 1 -1.57 146.95 31.67 63.6 (M:63.6) 3 1 0 R.QLIYLSQK.Y Dimethyl: 1, 8

3343 true 1288 1127.5118 1126.4965 1 7.1 350.57 28.67 31.6 (M:31.6) 2 1 0 R.VEFMDDTSR.S Dimethyl: 1

3344 true 1288 1812.8569 1811.8475 1 1.14 164.27 27.83 142.9 (M:142.9) 2 1 0 R.TDYNASVSVPDSSGPER.I Dimethyl:2H(4): 1

3345 true 1288 1812.8569 1811.8475 1 1.14 164.27 27.83 142.9 (M:142.9) 2 1 0 R.TDYNASVSVPDSSGPER.I Dimethyl:2H(4): 1



3346 true 1289 882.5502 881.5462 1 -3.79 515.51 30.33 35.6 (M:35.6) 1 1 0 R.VDPVNFK.L Dimethyl:2H(4): 1, 7

3347 true 1289 882.5502 881.5462 1 -3.79 515.51 30.33 35.6 (M:35.6) 1 1 0 R.VDPVNFK.L Dimethyl:2H(4): 1, 7

3348 false 1289 1002.5674 1001.5393 1 20.77 83.52 36.67 18.8 (M:18.8) 1 4 0 R.SSPSDTKPK.C Dimethyl: 1, 9

3349 true 1289 1131.5433 1130.5216 1 12.77 375.69 28.67 39.1 (M:39.1) 1 1 0 R.VEFMDDTSR.S Dimethyl:2H(4): 1

3350 true 1289 1151.5953 1150.5899 1 -1.6 305.52 31.17 16.1 (M:16.1) 1 1 0 R.NYYEQWGK.L Dimethyl:2H(4): 1, 8



3351 true 1289 1242.7242 1241.7231 1 -5.01 97.6 27.67 28.1 (M:28.1) 1 1 1 K.LKDDEVAQLK.K Dimethyl: 1, 2, 10

3352 true 1289 2233.9544 2232.9519 1 -2.18 139.71 27.67 68.9 (M:68.9) 2 1 0
R.EQAGGDATENFEDVGHSTDA
R.A Dimethyl: 1

3353 true 1290 1143.6902 1142.6638 1 16.79 354.25 31.5 25.1 (M:25.1) 1 1 0 R.YQGVNLYVK.N
Dimethyl:2H(4): 9; 
Dimethyl: 1

3354 true 1290 1143.6902 1142.6638 1 16.79 354.25 31.5 25.1 (M:25.1) 1 1 0 R.YQGVNLYVK.N
Dimethyl:2H(4): 9; 
Dimethyl: 1

3355 true 1290 1150.5568 1149.5336 1 13.89 427.61 28.67 34.0 (M:34.0) 2 1 0 R.MGESDDSILR.L Dimethyl: 1



3356 false 1290 1163.6398 1162.6383 1 -4.96 396.34 31.17 22.9 (M:22.9) 1 4 1 K.DEGIQEKEK.A
Dimethyl:2H(4): 7; 
Dimethyl: 1, 9

3357 true 1290 1163.6398 1162.6346 1 -1.78 386.93 31.17 63.1 (M:63.1) 1 1 0 R.QFVTATDVVR.G Dimethyl: 1

3358 true 1290 2237.9819 2236.9771 1 -1.08 233.19 27.67 104.4 (M:104.4) 2 1 0
R.EQAGGDATENFEDVGHSTDA
R.A Dimethyl:2H(4): 1

3359 false 1291 1154.5866 1153.6019 1 -19.54 365.54 28.67 19.3 (M:19.3) 1 2 0 R.FVIVGYVDDK.I

3360 false 1291 1207.6759 1206.6456 1 19.08 126.78 35.33 16.7 (M:16.7) 1 7 1 K.GTSGSLKTSEGK.H Dimethyl: 1, 12



3361 true 1291 1317.7009 1316.6986 1 -3.79 186.24 27.67 16.5 (M:16.5) 1 1 0 R.NLQEIQQAGER.L Dimethyl:2H(4): 1

3362 true 1292 1498.8353 1497.8304 1 -1.55 118.43 31.5 49.8 (M:49.8) 1 1 0 K.IVAQYHELVATAR.E Dimethyl: 1

3363 true 1293 1058.607 1057.6048 1 -4.79 158.71 30.5 33.9 (M:33.9) 1 1 0 K.HLTDAYFK.K Dimethyl:2H(4): 1, 8

3364 true 1293 1185.6377 1184.6149 1 13.07 138.02 28.67 72.4 (M:72.4) 2 1 0 R.QGVDADINGLR.Q Dimethyl: 1

3365 false 1293 1185.6377 1184.6448 1 -12.11 156.01 28.67 20.2 (M:20.2) 1 2 1 R.RACALLPAGTR.A Carbamidomethyl: 3



3366 true 1293 1281.6584 1280.6815 1 -23.72 168.24 29.17 45.6 (M:45.6) 1 1 0 K.HYGITSYGVPR.S Dimethyl:2H(4): 1

3367 true 1293 1502.8641 1501.8555 1 0.91 139.32 31.5 50.0 (M:50.0) 1 1 0 K.IVAQYHELVATAR.E Dimethyl:2H(4): 1

3368 true 1294 1225.6327 1224.606 1 15.86 190.26 28.67 66.2 (M:66.2) 2 1 0 K.FGEVTDCTIK.M
Carbamidomethyl: 7; 
Dimethyl: 1, 10

3369 true 1294 1402.772 1401.7728 1 -5.78 270.22 33.33 69.3 (M:69.3) 1 1 0 K.ESDHIHIIALAR.A Dimethyl: 1

3370 true 1295 1024.54 1023.5349 1 -2.14 122.72 27.83 38.4 (M:38.4) 2 1 0 K.DIDIHEVR.V Dimethyl: 1



3371 true 1295 1054.4996 1053.4913 1 0.97 174.44 32.17 29.4 (M:29.4) 1 1 0 K.ENFSCLTR.L
Carbamidomethyl: 5; 
Dimethyl: 1

3372 true 1295 1399.7976 1398.7727 1 12.56 286.07 31.67 42.8 (M:42.8) 2 1 1 R.KCEPIIMTVPR.K
Carbamidomethyl: 2; 
Dimethyl: 1, 1

3373 true 1296 1434.7067 1433.7052 1 -4 271.38 33.33 81.4 (M:81.4) 1 1 0 K.AHGGYSVFAGVGER.T Dimethyl: 1

3374 true 1296 1642.8554 1641.8272 1 12.75 242.24 31.5 94.2 (M:94.2) 1 1 0 K.NTFSQLSELHCDK.L
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 13

3375 true 1296 1663.028 1662.0146 1 3.71 186.27 35.33 72.1 (M:72.1) 2 1 1 K.FKGPFTDVVTTNLK.L Dimethyl:2H(4): 1, 2, 14



3376 true 1297 1286.6117 1285.5826 1 16.91 205.9 28.5 22.6 (M:22.6) 1 1 0 K.YDPTIEDSYR.K Dimethyl: 1

3377 true 1297 1410.8175 1409.8003 1 7.05 259.23 32 82.1 (M:82.1) 3 94.53 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1; 
Dimethyl: 3

3378 true 1297 1410.8175 1409.8003 1 7.05 259.23 32 82.1 (M:82.1) 3 94.53 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1; 
Dimethyl: 3

3379 true 1297 1438.7318 1437.7303 1 -4.02 356.44 33.33 98.4 (M:98.4) 1 1 0 K.AHGGYSVFAGVGER.T Dimethyl:2H(4): 1

3380 true 1297 1646.9019 1645.8977 1 -1.91 191.81 31.17 23.0 (M:23.0) 1 1 0 R.IFHTVTTTDDPVIR.K Dimethyl:2H(4): 1



3381 true 1298 1326.6546 1325.6401 1 5.43 301.42 28.67 45.5 (M:45.5) 2 1 0 R.SENEEFVEVGR.L Dimethyl:2H(4): 1

3382 false 1298 1326.6546 1325.6571 1 -7.36 -1 28.67 17.9 (M:17.9) 1 2 1 R.DSILSEMKMLK.E Oxidation: 7, 9

3383 true 1298 1779.9494 1778.9366 1 3.11 181.88 31.67 42.8 (M:42.8) 1 1 0 K.TLPAHSDPVSAVHFNR.D Dimethyl:2H(4): 1

3384 true 1299 1178.5656 1177.5615 1 -2.74 86.91 28 54.1 (M:54.1) 2 1 0 K.EAESSPFVER.L Dimethyl: 1

3385 true 1299 1214.6566 1213.6455 1 3.14 48.33 32.17 30.7 (M:30.7) 1 1 0 R.VFNETPINPR.K Dimethyl: 1



3386 true 1299 1436.9543 1435.9403 1 4.65 247.8 31.67 75.6 (M:75.6) 3 1 0 R.KPAGPSVTELITK.A Dimethyl:2H(4): 1, 1, 13

3387 true 1299 1436.9543 1435.9403 1 4.65 247.8 31.67 75.6 (M:75.6) 3 1 0 R.KPAGPSVTELITK.A Dimethyl:2H(4): 1, 1, 13

3388 true 1299 1436.9543 1435.9403 1 4.65 247.8 31.67 75.6 (M:75.6) 3 1 0 R.KPAGPSVTELITK.A Dimethyl:2H(4): 1, 1, 13

3389 true 1299 1633.8484 1632.8079 1 20.33 150.79 30.5 15.9 (M:15.9) 1 50.58 1 1 K.NKHEAMITDLEER.L
Dimethyl:2H(4): 2; 
Oxidation: 6

3390 true 1300 1182.5915 1181.5866 1 -2.05 33.36 28 54.5 (M:54.5) 2 1 0 K.EAESSPFVER.L Dimethyl:2H(4): 1



3391 true 1300 1491.7719 1490.7704 1 -3.86 135.89 33.33 65.4 (M:65.4) 1 1 1 R.MVNHFVEEFKR.K Dimethyl: 1, 10

3392 true 1300 1641.8244 1640.8192 1 -1.27 215.87 30.5 56.4 (M:56.4) 1 1 1 K.NKHEAMITDLEER.L Dimethyl: 1, 2

3393 true 1301 1005.6254 1004.627 1 -8.8 86.93 35.33 39.5 (M:39.5) 1 1 0 K.NLYIISVK.G Dimethyl: 1, 8

3394 false 1301 1005.6254 1004.599 1 19.01 84.85 35.33 18.7 (M:18.7) 1 2 1 -.MPKTISVR.V
Dimethyl:2H(4): 3; 
Acetyl: 1

3395 true 1301 1499.824 1498.8206 1 -2.58 127.12 33.33 20.8 (M:20.8) 1 1 1 R.MVNHFVEEFKR.K Dimethyl:2H(4): 1, 10



3396 true 1301 1727.8359 1726.8137 1 8.65 220.32 31.67 96.5 (M:96.5) 2 1 0 R.NAPYSGYSGAFHCLK.D
Carbamidomethyl: 13; 
Dimethyl: 1, 15

3397 true 1302 1298.7579 1297.7482 1 1.92 116.99 32.17 40.5 (M:40.5) 1 1 0 K.VAGQDGSVVQFK.I Dimethyl:2H(4): 1, 12

3398 true 1302 1649.8733 1648.8694 1 -2.05 233.23 30.5 89.9 (M:89.9) 1 1 1 K.NKHEAMITDLEER.L Dimethyl:2H(4): 1, 2

3399 true 1302 1694.8616 1693.8396 1 8.73 168.56 27.83 81.3 (M:81.3) 1 1 0 K.LQESPDAVPHGEMPR.H Dimethyl:2H(4): 1

3400 true 1303 1058.6453 1057.6412 1 -3 80.55 35.33 25.7 (M:25.7) 1 1 0 R.NAYVWTLK.G Dimethyl:2H(4): 1, 8



3401 true 1303 1587.8439 1586.8417 1 -3.19 189.29 33.17 68.9 (M:68.9) 1 1 0 R.YETTANLGTAHLLR.L Dimethyl: 1

3402 true 1303 1746.9058 1745.906 1 -4.33 179.24 31.17 45.7 (M:45.7) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

3403 true 1303 1746.9058 1745.906 1 -4.33 179.24 31.17 45.7 (M:45.7) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

3404 true 1303 1746.9058 1745.906 1 -4.33 179.24 31.17 45.7 (M:45.7) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

3405 false 1304 1291.7142 1290.6793 1 21.41 228.47 31.67 19.6 (M:19.6) 1 69.86 2 1 R.GRDHAAQAAPAAK.A Dimethyl: 13



3406 true 1304 1411.7962 1410.7579 1 21.98 268 31.33 47.3 (M:47.3) 1 1 0 R.GNQALAAGDIGAAVR.H Dimethyl: 1

3407 true 1304 1591.868 1590.8668 1 -3.82 227.07 33.17 85.4 (M:85.4) 1 1 0 R.YETTANLGTAHLLR.L Dimethyl:2H(4): 1

3408 true 1304 1697.8107 1696.8025 1 0.51 195.39 30.33 53.4 (M:53.4) 1 1 0 R.HLCVCPINDSEAVR.E
Carbamidomethyl: 3, 5; 
Dimethyl: 1

3409 false 1305 847.5002 846.5113 1 -21.65 379.08 31.67 15.6 (M:15.6) 1 2 1 K.AEPGASKK.E
Dimethyl:2H(4): 8; 
Dimethyl: 1

3410 true 1305 847.5002 846.4947 1 -2.11 360.19 31.67 31.3 (M:31.3) 1 1 0 K.MMVAGFK.R Dimethyl:2H(4): 1, 7



3411 true 1305 1701.8728 1700.8276 1 22.25 167.89 30.33 46.5 (M:46.5) 1 1 0 R.HLCVCPINDSEAVR.E
Carbamidomethyl: 3, 5; 
Dimethyl:2H(4): 1

3412 true 1305 1778.8997 1777.892 1 0.21 170.96 27.67 25.9 (M:25.9) 1 1 1 K.ADTLTPEECQQFKK.Q
Carbamidomethyl: 9; 
Dimethyl: 1, 13, 14

3413 true 1305 1937.9199 1936.891 1 11.11 230.61 28.5 36.1 (M:36.1) 1 1 1 K.MEEFKDQLPADECNK.L
Carbamidomethyl: 13; 
Dimethyl: 1, 5, 15

3414 false 1306 704.4581 703.4632 1 -17.62 62.21 29.33 19.3 (M:19.3) 1 2 0 R.LIFAGK.Q Dimethyl: 1, 6

3415 true 1306 1298.7732 1297.7668 1 -0.68 112.07 35.33 29.9 (M:29.9) 1 1 0 R.NQALFAACVLK.N
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11



3416 true 1307 965.5215 964.5164 1 -2.28 126.82 31.67 18.8 (M:18.8) 1 1 0 R.SMVVQAFR.D Dimethyl: 1

3417 true 1307 1357.8042 1356.7977 1 -0.56 153.94 35.33 105.6 (M:105.6) 2 1 0 K.NSISQISVLVGGK.A Dimethyl: 1, 13

3418 true 1307 1778.0033 1777.0098 1 -7.76 183.12 33.33 103.7 (M:103.7) 1 1 1 R.SKVDEAVAVLQAHQAK.E Dimethyl: 1, 2, 16

3419 true 1308 1365.857 1364.8479 1 1.32 174.3 35.33 83.9 (M:83.9) 1 1 0 K.NSISQISVLVGGK.A Dimethyl:2H(4): 1, 13

3420 true 1309 1389.8652 1388.8615 1 -2.53 120.49 35.33 15.0 (M:15.0) 1 1 1 K.KSIDPALSMLVK.S
Dimethyl:2H(4): 1; 
Dimethyl: 1, 12



3421 true 1309 1790.0814 1789.0851 1 -6.15 185.31 33.33 102.0 (M:102.0) 1 1 1 R.SKVDEAVAVLQAHQAK.E Dimethyl:2H(4): 1, 2, 16

3422 true 1309 1808.8341 1807.8224 1 2.43 153.37 27.83 107.5 (M:107.5) 2 1 0 R.TDYNASVSVPDSSGPER.I Dimethyl: 1

3423 true 1309 1808.8341 1807.8224 1 2.43 153.37 27.83 107.5 (M:107.5) 2 1 0 R.TDYNASVSVPDSSGPER.I Dimethyl: 1

3424 false 1310 857.4784 856.4767 1 -6.42 602.38 28.83 17.3 (M:17.3) 1 2 0 K.AEVAAAAVR.L

3425 true 1310 1046.6225 1045.6185 1 -3.1 193.04 29.5 42.7 (M:42.7) 1 1 0 R.LHPFHVIR.I Dimethyl: 1



3426 true 1310 1448.8035 1447.7911 1 3.51 254.34 32.33 36.6 (M:36.6) 1 1 1 R.YLAEFATGNDRK.E Dimethyl:2H(4): 1, 12

3427 false 1310 1634.8694 1633.8902 1 -17.19 228.64 31.67 15.0 (M:15.0) 1 3 1 K.LMQEWFKLVQEK.N Dimethyl: 1, 12

3428 true 1310 1817.0223 1816.0257 1 -5.91 213.04 33.33 41.4 (M:41.4) 1 1 0 R.QEGPPHEVLRPGSLLR.D Dimethyl:2H(4): 1

3429 true 1311 1050.6491 1049.6436 1 -1.72 197.11 29.5 21.2 (M:21.2) 1 1 0 R.LHPFHVIR.I Dimethyl:2H(4): 1

3430 true 1311 1833.995 1832.9604 1 14.91 126.71 30.33 17.3 (M:17.3) 1 1 0 R.VMLGETNPADSKPGTIR.G
Dimethyl:2H(4): 12; 
Oxidation: 2



3431 true 1312 807.387 806.3923 1 -15.48 405.22 28 24.3 (M:24.3) 1 1 0 K.DFNDIR.Q Dimethyl: 1

3432 true 1312 1234.6871 1233.6701 1 7.85 75.93 32.33 31.2 (M:31.2) 1 1 0 K.MLFSSNGGMVK.G Dimethyl:2H(4): 1, 11

3433 true 1312 1279.7607 1278.7547 1 -1 188.47 30.5 55.6 (M:55.6) 1 1 0 K.IKPEILPEER.I Dimethyl: 1, 2

3434 true 1312 1483.8707 1482.8646 1 -0.8 80.68 32.17 37.1 (M:37.1) 1 1 1 K.YLQEEININRK.K Dimethyl:2H(4): 1, 11

3435 true 1312 1841.9676 1840.9717 1 -6.15 201.22 30.5 84.3 (M:84.3) 1 1 0 R.VMLGETNPADSKPGTIR.G Dimethyl: 1, 12



3436 true 1312 1848.9572 1847.957 1 -3.83 173.49 33.17 30.3 (M:30.3) 1 1 0 K.QLSYEEKPVYPHFR.E Dimethyl: 1, 7

3437 true 1313 1103.6511 1102.6169 1 24.42 304.55 29.5 36.2 (M:36.2) 1 1 1 K.MLKSNNKPK.D
Oxidation: 1; Dimethyl: 
9

3438 true 1313 1287.8109 1286.805 1 -1.06 163.8 30.5 61.7 (M:61.7) 1 1 0 K.IKPEILPEER.I Dimethyl:2H(4): 1, 2

3439 true 1313 1850.0171 1849.0219 1 -6.54 200.53 30.5 74.1 (M:74.1) 2 1 0 R.VMLGETNPADSKPGTIR.G Dimethyl:2H(4): 1, 12

3440 true 1315 1941.0561 1940.0567 1 -4.03 114.26 30.33 76.5 (M:76.5) 1 1 1 K.VYVGNLGNNGNKTELER.A Dimethyl:2H(4): 1, 12



3441 true 1316 940.4847 939.4814 1 -4.21 120.52 31.33 45.4 (M:45.4) 1 1 0 K.QLYFADR.L Dimethyl: 1

3442 false 1316 1065.5628 1064.5325 1 21.64 175.8 28.83 15.1 (M:15.1) 1 5 1 K.MDERAFPK.G
Oxidation: 1; Dimethyl: 
1, 8

3443 true 1316 1065.5628 1064.5502 1 4.97 317.91 28.83 25.9 (M:25.9) 1 1 0 R.YLDGLTAER.T Dimethyl: 1

3444 true 1317 1143.6107 1142.5932 1 9 369.26 28.67 43.7 (M:43.7) 2 1 0 K.VELQELNDR.F Dimethyl: 1

3445 true 1317 1143.6107 1142.5932 1 9 369.26 28.67 43.7 (M:43.7) 2 1 0 K.VELQELNDR.F Dimethyl: 1



3446 true 1317 1314.7558 1313.7456 1 2.28 175.98 29.33 41.0 (M:41.0) 1 1 1 R.FPGQLNADLRK.L Dimethyl: 1, 11

3447 true 1317 1314.7558 1313.7456 1 2.28 175.98 29.33 41.0 (M:41.0) 1 1 1 R.FPGQLNADLRK.L Dimethyl: 1, 11

3448 true 1317 1314.7558 1313.7456 1 2.28 175.98 29.33 41.0 (M:41.0) 1 1 1 R.FPGQLNADLRK.L Dimethyl: 1, 11

3449 true 1318 1322.8063 1321.7958 1 2.43 182.3 29.33 49.1 (M:49.1) 2 1 1 R.FPGQLNADLRK.L Dimethyl:2H(4): 1, 11

3450 true 1318 1322.8063 1321.7958 1 2.43 182.3 29.33 49.1 (M:49.1) 2 1 1 R.FPGQLNADLRK.L Dimethyl:2H(4): 1, 11



3451 true 1318 1322.8063 1321.7958 1 2.43 182.3 29.33 49.1 (M:49.1) 2 1 1 R.FPGQLNADLRK.L Dimethyl:2H(4): 1, 11

3452 true 1318 1775.9222 1774.9115 1 1.97 160.01 31.67 28.8 (M:28.8) 1 1 0 K.TLPAHSDPVSAVHFNR.D Dimethyl: 1

3453 true 1318 2116.1038 2115.1113 1 -6.99 214.01 30.33 83.9 (M:83.9) 1 1 0 R.LGQSDPAPLQHHVEIYQK.R Dimethyl: 1, 18

3454 true 1319 2124.1518 2123.1615 1 -8.01 179.38 30.33 81.0 (M:81.0) 2 1 0 R.LGQSDPAPLQHHVEIYQK.R Dimethyl:2H(4): 1, 18

3455 true 1320 1322.6381 1321.615 1 11.95 196.39 28.67 24.8 (M:24.8) 1 1 0 R.SENEEFVEVGR.L Dimethyl: 1



3456 true 1320 1435.7137 1434.7078 1 -0.96 286.54 29.5 26.4 (M:26.4) 1 1 0 K.VYNYNHLMPTR.Y Dimethyl: 1

3457 true 1321 857.5163 856.5109 1 -2.16 414.66 35.67 26.1 (M:26.1) 1 1 0 K.NYIFLR.N Dimethyl:2H(4): 1

3458 true 1321 1155.4735 1154.4818 1 -13.49 275.54 28 28.8 (M:28.8) 2 1 0 R.DGYDYDGYR.L Dimethyl:2H(4): 1

3459 true 1321 1375.6712 1374.6537 1 7.48 233.95 31.83 18.6 (M:18.6) 1 1 0 K.NMSVHLSPCFR.D
Carbamidomethyl: 9; 
Dimethyl: 1

3460 true 1321 1657.8209 1656.8141 1 -0.32 201.23 30.5 42.9 (M:42.9) 1 1 1 K.NKHEAMITDLEER.L
Oxidation: 6; Dimethyl: 
1, 2



3461 true 1322 823.4949 822.4901 1 -3.12 399.86 30.83 30.4 (M:30.4) 1 1 0 R.LFENLR.M Dimethyl:2H(4): 1

3462 false 1322 889.523 888.499 1 18.74 773.03 35.5 15.5 (M:15.5) 1 7 0 K.ILMEVEK.V Dimethyl: 7

3463 true 1322 1379.6923 1378.6788 1 4.51 240.53 31.83 39.4 (M:39.4) 2 1 0 K.NMSVHLSPCFR.D
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

3464 true 1322 1665.8671 1664.8643 1 -2.68 187.02 30.5 32.0 (M:32.0) 1 1 1 K.NKHEAMITDLEER.L
Dimethyl:2H(4): 1, 2; 
Oxidation: 6

3465 false 1323 812.5233 811.5105 1 6.69 320.3 32 15.6 (M:15.6) 1 2 0 K.LSPNPPK.L
Dimethyl:2H(4): 1; 
Dimethyl: 7



3466 true 1323 812.5233 811.5218 1 -7.14 323 32 22.1 (M:22.1) 1 1 0 R.IHLELR.N Dimethyl:2H(4): 1

3467 false 1323 1057.5758 1056.5564 1 11.48 161.8 28 17.2 (M:17.2) 1 2 0 K.ANNLIEEAR.K Dimethyl: 1

3468 true 1323 1057.5758 1056.5676 1 0.86 173.86 28 17.2 (M:17.2) 1 1 1 K.RLQQEAER.R Dimethyl: 1

3469 false 1323 1057.5758 1056.5576 1 10.34 173.86 28 15.6 (M:15.6) 1 3 1 K.VFMKEAER.Q
Dimethyl:2H(4): 4; 
Oxidation: 3

3470 true 1323 1546.7809 1545.7722 1 0.9 176.36 29.33 72.3 (M:72.3) 1 1 0 R.HSSLAGCQIINYR.T
Carbamidomethyl: 7; 
Dimethyl: 1



3471 true 1323 1724.89 1723.8853 1 -1.52 187.01 30.67 140.3 (M:140.3) 1 1 0 K.HTDELQAQAQSSLLR.L Dimethyl: 1

3472 true 1324 1550.8039 1549.7973 1 -0.44 151.6 29.33 43.5 (M:43.5) 1 1 0 R.HSSLAGCQIINYR.T
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3473 true 1324 1728.9174 1727.9104 1 -0.17 245.65 30.67 103.8 (M:103.8) 1 1 0 K.HTDELQAQAQSSLLR.L Dimethyl:2H(4): 1

3474 true 1325 1210.6818 1209.6879 1 -11.05 110.43 28 43.9 (M:43.9) 2 1 1 -.MDKNELVQK.A
Dimethyl:2H(4): 3, 9; 
Acetyl: 1

3475 true 1325 1424.8399 1423.856 1 -16.37 302.57 31.83 22.8 (M:22.8) 1 1 1 K.LCDSGELVAIKK.V

Carbamidomethyl: 2; 
Dimethyl:2H(4): 11, 12; 
Dimethyl: 1



3476 false 1326 1510.8231 1509.8011 1 9.8 258.02 28.67 22.0 (M:22.0) 1 3 1 K.DLLKDMNQSSLAK.E
Dimethyl:2H(4): 1; 
Oxidation: 6

3477 true 1326 1510.8231 1509.7949 1 13.9 260.48 28.67 50.5 (M:50.5) 2 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

3478 true 1326 1510.8231 1509.7949 1 13.9 260.48 28.67 50.5 (M:50.5) 2 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

3479 true 1326 1510.8231 1509.7949 1 13.9 260.48 28.67 50.5 (M:50.5) 2 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

3480 true 1327 1440.7533 1439.7409 1 3.58 195.09 32.33 70.5 (M:70.5) 1 1 1 R.YLAEFATGNDRK.E Dimethyl: 1, 12



3481 true 1327 1630.8225 1629.7846 1 18.78 240.17 28.67 42.3 (M:42.3) 2 1 0 K.SVTELNEPLSNEDR.N Dimethyl: 1

3482 true 1327 1800.9899 1800.0258 1 -23.95 175.82 33.33 29.0 (M:29.0) 1 1 1 K.ALEHSALAINHKLDIK.Y Dimethyl: 16

3483 true 1328 1290.7182 1289.7166 1 -4.41 104.56 35.5 34.4 (M:34.4) 1 1 0 R.NQALFAACVLK.N
Carbamidomethyl: 8; 
Dimethyl: 1, 11

3484 true 1328 1623.9477 1622.9418 1 -0.84 175.64 29.5 69.3 (M:69.3) 1 1 0 R.HHCPSTPIILVGTK.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 14

3485 true 1328 1634.8416 1633.8097 1 15.04 245.78 28.67 18.5 (M:18.5) 1 1 0 K.SVTELNEPLSNEDR.N Dimethyl:2H(4): 1



3486 false 1329 1274.7188 1273.7416 1 -23.64 84.6 28 18.8 (M:18.8) 1 2 1 R.MGHSAPPTKIR.Y
Dimethyl:2H(4): 1, 9; 
Oxidation: 1

3487 false 1329 1274.7188 1273.7316 1 -15.73 185.41 28 17.5 (M:17.5) 1 3 1 R.LLLETSMPAKK.K
Oxidation: 7; Dimethyl: 
11

3488 true 1329 1274.7188 1273.6928 1 14.66 96.09 28 30.2 (M:30.2) 1 1 0 K.NVQLQENEIR.G Dimethyl:2H(4): 1

3489 true 1329 1995.9783 1994.9772 1 -3.05 117.68 30.5 22.1 (M:22.1) 1 1 1 R.AVIHYRDDETMYVEAK.K Dimethyl: 1, 16

3490 true 1330 1382.6893 1381.6875 1 -3.91 236.63 28 91.8 (M:91.8) 2 1 0 R.GLSEDTTEETLR.E Dimethyl:2H(4): 1



3491 true 1330 2004.0313 2003.0274 1 -1.68 130.73 30.5 24.1 (M:24.1) 1 1 1 R.AVIHYRDDETMYVEAK.K Dimethyl:2H(4): 1, 16

3492 true 1332 1730.8638 1729.8536 1 1.66 202.35 31.67 92.2 (M:92.2) 1 1 0 K.FFHNGNAIDDGVQIR.G Dimethyl: 1

3493 true 1332 1923.8259 1922.8268 1 -4.22 145.04 29.5 18.7 (M:18.7) 1 1 0
R.GSGNSGGYYGQGSMGGGGW
R.G Dimethyl:2H(4): 1

3494 true 1333 1823.8306 1822.8333 1 -5.49 148.57 28.17 71.3 (M:71.3) 2 1 0 M.AEPHQDITTVEEQER.Q Acetyl: 1

3495 true 1333 1926.1964 1925.1892 1 -0.01 61.16 29.33 15.2 (M:15.2) 1 1 0 R.KPFPLAKPLPPGEPGER.F Dimethyl:2H(4): 1, 1, 7



3496 true 1334 1863.9509 1862.956 1 -6.66 283.51 32.17 33.9 (M:33.9) 1 1 0 K.AASDIAMTELPPTHPIR.L
Oxidation: 7; Dimethyl: 
1

3497 true 1334 2149.0083 2148.0168 1 -7.31 168.98 28 67.9 (M:67.9) 2 1 1 K.AGEPDSNRCDTIEQLQQR.G
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

3498 false 1335 702.4522 701.4436 1 1.87 100.26 35.67 16.0 (M:16.0) 1 3 1 R.GSINKK.K Dimethyl: 1, 6

3499 true 1335 839.5001 838.4953 1 -2.9 415.18 32 30.9 (M:30.9) 2 1 0 K.YLNFVK.G Dimethyl: 1, 6

3500 true 1335 1690.8424 1689.8145 1 12.23 125.56 27.83 46.5 (M:46.5) 1 1 0 K.LQESPDAVPHGEMPR.H Dimethyl: 1



3501 true 1336 1050.5545 1049.5546 1 -7.05 186.82 30.5 53.3 (M:53.3) 1 1 0 K.HLTDAYFK.K Dimethyl: 1, 8

3502 false 1336 1211.6533 1210.6306 1 12.74 180.6 34.17 16.0 (M:16.0) 1 9 0 K.DHALINNGTTK.E Dimethyl: 11

3503 true 1336 1211.6533 1210.6492 1 -2.63 137.95 34.17 72.6 (M:72.6) 1 1 0 R.SIHDALCVIR.C
Carbamidomethyl: 7; 
Dimethyl: 1

3504 true 1336 1211.6533 1210.6492 1 -2.63 137.95 34.17 72.6 (M:72.6) 1 1 0 R.SLHDALCVIR.N
Carbamidomethyl: 7; 
Dimethyl: 1

3505 true 1336 2751.3336 2750.3334 1 -2.57 182.84 30.67 127.7 (M:127.7) 1 1 1
K.VHSPSGAVEECHVSELEPDKYA
VR.F

Carbamidomethyl: 11; 
Dimethyl: 1, 20



3506 true 1337 857.4088 856.3902 1 13.25 399.36 32.5 25.5 (M:25.5) 1 1 0 K.FACFER.T
Carbamidomethyl: 3; 
Dimethyl: 1

3507 false 1337 1215.6749 1214.6743 1 -5.55 125.62 34.33 33.2 (M:33.2) 1 3 0 R.SIHDALCVIR.C
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3508 false 1337 1215.6749 1214.6743 1 -5.55 125.62 34.33 33.9 (M:33.9) 1 2 0 R.SLHDALCVIR.N
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3509 true 1337 2759.3858 2758.3836 1 -1.83 207.99 30.67 81.7 (M:81.7) 1 1 1
K.VHSPSGAVEECHVSELEPDKYA
VR.F

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 20

3510 true 1338 861.4334 860.4153 1 12.55 403.16 32.5 41.0 (M:41.0) 1 1 0 K.FACFER.T
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



3511 true 1338 1018.5824 1017.5715 1 3.52 167.09 31.83 37.3 (M:37.3) 1 1 0 K.QACVLMIK.A
Carbamidomethyl: 3; 
Dimethyl: 1, 8

3512 false 1338 1018.5824 1017.5893 1 -13.92 256.87 31.83 15.0 (M:15.0) 1 5 1 K.QDMLLKVK.R
Oxidation: 3; Dimethyl: 
1

3513 true 1338 1064.5724 1063.5662 1 -1.06 207.19 31.5 70.9 (M:70.9) 2 1 0 R.QILFSADSR.V Dimethyl: 1

3514 true 1338 1322.7152 1321.7176 1 -7.32 103.41 33.83 32.1 (M:32.1) 1 1 0 R.MVIPGGIDVHTR.F Dimethyl: 1

3515 false 1338 1385.8213 1384.7813 1 23.6 262.19 32.17 15.6 (M:15.6) 1 7 0 R.NLDLDSIIAEVK.A Dimethyl: 1, 12



3516 false 1338 1385.8213 1384.7813 1 23.6 262.19 32.17 15.6 (M:15.6) 1 7 0 R.NLDLDSIIAEVK.A Dimethyl: 1, 12

3517 false 1338 1385.8213 1384.7813 1 23.6 262.19 32.17 15.6 (M:15.6) 1 7 0 R.NLDLDSIIAEVK.A Dimethyl: 1, 12

3518 true 1338 1884.9287 1883.8985 1 12.12 215.13 28 34.9 (M:34.9) 1 1 0 R.TYLQSTGGCEPANVEAR.H
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

3519 false 1339 931.4975 930.4957 1 -5.91 79.33 30.67 26.1 (M:26.1) 1 2 0 K.CNLIEVR.A
Carbamidomethyl: 1; 
Dimethyl: 1

3520 true 1339 1026.6292 1025.6217 1 0.22 136.54 31.83 19.1 (M:19.1) 1 1 0 K.QACVLMIK.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 8



3521 true 1339 1113.663 1112.6554 1 0.32 341.81 31.5 39.9 (M:39.9) 1 1 1 K.NDLVEALKR.K Dimethyl: 1, 8

3522 false 1339 1113.663 1112.6352 1 18.38 299.33 31.5 17.5 (M:17.5) 1 6 1 K.SHGERRPSK.Y
Dimethyl:2H(4): 1; 
Dimethyl: 9

3523 true 1340 1325.6536 1324.6412 1 3.87 208.85 31.5 72.1 (M:72.1) 1 1 0 R.SANTIPYDFNR.V Dimethyl: 1

3524 true 1340 1393.8891 1392.854 1 19.97 413.16 32 30.7 (M:30.7) 2 97.11 1 1 K.ANLKGSSNKPVSK.R Dimethyl:2H(4): 9, 13

3525 true 1341 1205.7371 1204.7292 1 0.53 109.76 29.5 36.4 (M:36.4) 2 1 0 R.TVLLITHQPR.M Dimethyl: 1



3526 false 1342 1134.553 1133.5387 1 6.23 411 29 20.3 (M:20.3) 2 4 0 R.NTDEMVELR.I Dimethyl: 1

3527 false 1342 1134.553 1133.5387 1 6.23 411 29 20.3 (M:20.3) 2 4 0 R.NTDEMVELR.I Dimethyl: 1

3528 true 1342 1175.656 1174.6536 1 -4.13 132.8 32 27.2 (M:27.2) 1 1 0 R.FGQFTSTSLK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 10

3529 true 1342 1337.7504 1336.7401 1 2.25 174.91 31.33 29.6 (M:29.6) 1 1 0 K.IHIDLPNEQAR.L Dimethyl:2H(4): 1

3530 true 1343 1138.5788 1137.5638 1 6.83 443.09 29 39.0 (M:39.0) 1 1 0 R.NTDEMVELR.I Dimethyl:2H(4): 1



3531 true 1343 1138.5788 1137.5638 1 6.83 443.09 29 39.0 (M:39.0) 1 1 0 R.NTDEMVELR.I Dimethyl:2H(4): 1

3532 true 1343 1342.6826 1341.6789 1 -2.7 237.66 30.67 59.7 (M:59.7) 1 1 0 R.NQNHDTFLAVR.Y Dimethyl: 1

3533 true 1343 1362.7068 1361.7013 1 -1.29 259.61 31.33 54.8 (M:54.8) 1 1 0 R.YVDIAIPCNNK.G
Carbamidomethyl: 8; 
Dimethyl: 1, 11

3534 false 1344 943.5254 942.5247 1 -7 94.69 28.33 22.0 (M:22.0) 1 63.58 4 1 R.KPSNDAKR.Y Dimethyl: 1

3535 true 1344 1074.5748 1073.5539 1 12.65 205.25 28.17 40.6 (M:40.6) 1 1 0 K.LQEEMLQR.E Dimethyl: 1



3536 false 1344 1074.5748 1073.5903 1 -21.21 160.88 28.17 16.9 (M:16.9) 1 6 1 K.KEQMNLQK.M Dimethyl: 1, 8

3537 true 1344 1256.6565 1255.6408 1 6.66 189.26 29 23.1 (M:23.1) 1 1 0 K.LNGTDPEDVIR.N Dimethyl: 1

3538 true 1344 1314.7015 1313.6836 1 8.11 95.41 32.5 39.2 (M:39.2) 2 1 0 R.ELQEMMRPPK.C Dimethyl: 1, 10

3539 true 1344 1384.7121 1383.7034 1 1.01 188.22 30.5 19.1 (M:19.1) 1 1 0 R.INVYYNEATGGK.Y Dimethyl: 1, 12

3540 true 1344 1592.8212 1591.8219 1 -5 164.34 33.5 57.0 (M:57.0) 1 1 0 K.HAFSLHQLQNDVR.I Dimethyl: 1



3541 true 1345 1219.6716 1218.6608 1 2.9 134.19 31 18.7 (M:18.7) 1 1 1 R.KNVFEEEIR.E Dimethyl: 1, 1

3542 true 1345 1272.6683 1271.651 1 7.9 229.21 29.17 84.7 (M:84.7) 2 1 0 M.AAQGEPQVQFK.L Acetyl: 1; Dimethyl: 11

3543 true 1345 1392.7639 1391.7536 1 2.17 206.77 30.5 20.3 (M:20.3) 1 1 0 R.INVYYNEATGGK.Y Dimethyl:2H(4): 1, 12

3544 true 1345 1439.7402 1438.7329 1 -0.02 337.33 29.5 45.5 (M:45.5) 1 1 0 K.VYNYNHLMPTR.Y Dimethyl:2H(4): 1

3545 true 1345 1596.8485 1595.847 1 -3.63 185.43 33.5 37.8 (M:37.8) 1 1 0 K.HAFSLHQLQNDVR.I Dimethyl:2H(4): 1



3546 true 1346 1248.62 1247.618 1 -4.25 138.02 30.67 89.3 (M:89.3) 1 1 0 K.QITISNCGQLS.-
Carbamidomethyl: 7; 
Dimethyl: 1

3547 true 1346 1276.6948 1275.6761 1 8.93 236.08 29 43.1 (M:43.1) 2 1 0 M.AAQGEPQVQFK.L
Dimethyl:2H(4): 11; 
Acetyl: 1

3548 false 1346 1341.6975 1340.7122 1 -16.36 108.9 32.5 17.1 (M:17.1) 1 2 1 R.RIVEQDTMPPK.G Dimethyl: 11

3549 true 1346 1341.6975 1340.6799 1 7.76 126.2 32.5 64.6 (M:64.6) 2 1 1 K.LREDMAPYYK.E Dimethyl: 1, 10

3550 true 1347 1252.6395 1251.6431 1 -8.68 122.41 30.67 61.9 (M:61.9) 1 1 0 K.QITISNCGQLS.-
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



3551 true 1347 1313.6873 1312.6915 1 -8.74 305.58 28.83 34.0 (M:34.0) 1 1 1 R.DADKYLYVDK.N Dimethyl: 1, 4, 10

3552 true 1349 1121.5572 1120.5513 1 -1.24 232 28.83 65.2 (M:65.2) 2 1 0 K.FADLSEAANR.N Dimethyl: 1

3553 true 1349 1451.7154 1450.694 1 9.77 397.08 29 53.5 (M:53.5) 2 1 0 R.ELAEDGYSGVEVR.V Dimethyl: 1

3554 true 1349 1596.8376 1595.8358 1 -3.45 143.24 29.5 36.4 (M:36.4) 1 1 0 R.INIYHNTATNTFR.V Dimethyl:2H(4): 1

3555 true 1350 1128.5493 1127.5583 1 -14.45 251.58 28.33 55.0 (M:55.0) 2 1 0 K.YADGEVVMGR.W Dimethyl:2H(4): 1



3556 true 1350 1270.7032 1269.6677 1 22.17 64.61 28 26.3 (M:26.3) 1 1 0 K.NVQLQENEIR.G Dimethyl: 1

3557 true 1350 1455.744 1454.7191 1 12.09 416.15 29 47.8 (M:47.8) 2 1 0 R.ELAEDGYSGVEVR.V Dimethyl:2H(4): 1

3558 false 1350 1455.744 1454.7365 1 0.12 332.63 29 20.4 (M:20.4) 1 2 0 K.QEVPSGENAILDR.V Dimethyl: 1

3559 true 1350 1595.7971 1594.7852 1 2.9 188.67 31.33 34.1 (M:34.1) 1 1 0 R.ANEHQGIGFLNDPR.R Dimethyl: 1

3560 true 1350 1615.8958 1614.8916 1 -1.9 221.47 29.5 44.5 (M:44.5) 2 1 0 R.HHCPSTPIILVGTK.L
Carbamidomethyl: 3; 
Dimethyl: 1, 14



3561 true 1350 1781.9318 1780.9546 1 -16.86 223.55 32 44.2 (M:44.2) 1 1 1 K.GVIVDKDFSHPQMPK.E Dimethyl: 1, 6, 15

3562 true 1351 1786.9013 1785.9094 1 -8.57 233.87 32 50.2 (M:50.2) 1 1 0 R.VSVENINQLCQSAHR.E
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

3563 true 1351 1999.0426 1998.0469 1 -5.81 123.04 33.83 66.3 (M:66.3) 1 1 0 K.SIILLHACAHNPTGVDPR.Q
Carbamidomethyl: 8; 
Dimethyl: 1

3564 true 1352 776.4566 775.4592 1 -12.8 451.35 29.67 15.5 (M:15.5) 1 1 0 K.SIYIPR.G Dimethyl: 1

3565 true 1352 1554.8453 1553.8351 1 1.85 214.2 28.83 46.0 (M:46.0) 1 1 0 R.ILEGNEENPLPAAR.V Dimethyl:2H(4): 1



3566 true 1352 2327.2573 2326.2231 1 11.54 150.83 35.83 151.9 (M:151.9) 2 1 0
K.GPAVGIDLGTTYSCVGVFQHG
K.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 22

3567 false 1353 898.5425 897.5508 1 -17.38 366.13 29.83 25.5 (M:25.5) 1 7 1 K.LRQVVQR.G

3568 false 1353 898.5425 897.5508 1 -17.38 429.64 29.83 24.2 (M:24.2) 1 8 1 R.VVRNNLR.V Dimethyl: 1

3569 false 1353 898.5425 897.5171 1 20.12 430.38 29.83 27.9 (M:27.9) 1 2 0 K.VLGLDPEK.T Dimethyl: 8

3570 false 1353 1406.7931 1405.8079 1 -15.66 302.34 32 15.9 (M:15.9) 1 8 1 R.SVKVSLDTLQER.Y Dimethyl:2H(4): 3



3571 true 1353 1857.9622 1856.9666 1 -6.29 250.7 30.5 37.5 (M:37.5) 1 1 0 R.VMLGETNPADSKPGTIR.G
Oxidation: 2; Dimethyl: 
1, 12

3572 true 1354 1680.9444 1679.9094 1 16.49 196.93 28.17 43.9 (M:43.9) 1 1 1 K.VISGPDGPREEIVEK.M Dimethyl: 1, 15

3573 true 1354 1866.0103 1865.0168 1 -7.41 217.29 30.5 84.3 (M:84.3) 1 1 0 R.VMLGETNPADSKPGTIR.G
Dimethyl:2H(4): 1, 12; 
Oxidation: 2

3574 true 1355 936.5505 935.5524 1 -9.85 138.84 29.67 18.0 (M:18.0) 1 1 1 R.AAKMAAAVR.A
Dimethyl:2H(4): 1; 
Oxidation: 4

3575 false 1355 1058.6395 1057.6284 1 3.58 147.27 34 17.5 (M:17.5) 1 3 0 M.AATGVLPFVR.G Dimethyl: 1



3576 true 1355 1420.8033 1419.8309 1 -24.56 291.6 31.83 19.0 (M:19.0) 1 70.53 1 1 K.LCDSGELVAIKK.V

Carbamidomethyl: 2; 
Dimethyl:2H(4): 11; 
Dimethyl: 1, 12

3577 true 1355 1634.7854 1633.777 1 0.69 247.53 31.5 131.2 (M:131.2) 2 1 0 K.NTFSQLSELHCDK.L
Carbamidomethyl: 11; 
Dimethyl: 1, 13

3578 true 1355 1794.8894 1793.8757 1 3.55 291.69 28.83 44.6 (M:44.6) 1 1 1 M.SDKPDMAEIEKFDK.S
Acetyl: 1; Oxidation: 6; 
Dimethyl: 3, 11, 14

3579 false 1356 834.4645 833.4759 1 -22.48 485.67 29 16.4 (M:16.4) 1 3 0 K.GVGSFIVR.A

3580 true 1356 1069.6175 1068.6018 1 7.83 250.33 29.83 20.6 (M:20.6) 1 1 1 K.IAFRDPYR.F Dimethyl:2H(4): 1



3581 true 1356 1095.6501 1094.6448 1 -1.81 297.63 34.17 58.7 (M:58.7) 3 1 0 K.ESTLHLVLR.L Dimethyl: 1

3582 true 1357 843.4978 842.4862 1 5.2 541.51 29 37.5 (M:37.5) 2 1 0 R.ELIIGDR.Q Dimethyl: 1

3583 true 1357 1099.673 1098.6699 1 -3.78 312.5 34 59.8 (M:59.8) 3 1 0 K.ESTLHLVLR.L Dimethyl:2H(4): 1

3584 true 1357 2454.2604 2453.2725 1 -7.9 291.53 30.5 64.4 (M:64.4) 1 1 1 R.IIEIHQEMFNHNEHEVSKR.W Dimethyl:2H(4): 1, 18

3585 true 1358 748.4364 747.4279 1 1.61 203.05 30.5 17.1 (M:17.1) 1 1 0 R.AVIFDR.F Dimethyl: 1



3586 true 1358 847.5206 846.5113 1 2.43 439.53 29 29.9 (M:29.9) 2 1 0 R.ELIIGDR.Q Dimethyl:2H(4): 1

3587 false 1358 847.5206 846.5225 1 -10.83 400.77 29 19.5 (M:19.5) 1 4 1 R.KADLVNR.L Dimethyl:2H(4): 1

3588 true 1358 1757.0129 1756.0083 1 -1.51 249.03 30.83 99.1 (M:99.1) 1 1 1 R.HLQLAIRNDEELNK.L Dimethyl:2H(4): 1, 14

3589 false 1358 1757.0129 1756.0408 1 -20.04 305.09 30.83 16.4 (M:16.4) 1 2 1 K.IMGSAKANEILLFNK.K

Dimethyl:2H(4): 6, 15; 
Oxidation: 2; Dimethyl: 
1

3590 true 1358 1757.0129 1756.0083 1 -1.51 249.03 30.83 99.1 (M:99.1) 1 1 1 R.HLQLAIRNDEELNK.L Dimethyl:2H(4): 1, 14



3591 true 1359 752.4591 751.453 1 -1.54 355.36 30.5 15.3 (M:15.3) 1 1 0 R.AVIFDR.F Dimethyl:2H(4): 1

3592 true 1359 1172.6199 1171.6172 1 -3.89 88.79 33.83 44.3 (M:44.3) 1 1 0 R.VVHIMDFQR.G Dimethyl: 1

3593 true 1360 1176.6431 1175.6423 1 -5.47 100.86 33.83 63.8 (M:63.8) 2 1 0 R.VVHIMDFQR.G Dimethyl:2H(4): 1

3594 true 1360 1453.9837 1452.9669 1 6.57 196.94 35.83 42.8 (M:42.8) 1 1 1 R.NILSVVGTDALKK.T
Dimethyl:2H(4): 1, 12, 
13

3595 true 1360 2678.1228 2677.1183 1 -1.06 220.34 31.33 111.5 (M:111.5) 1 1 0
R.SMDSYLNQSYGMESHGGGGG
GGGGGGNR.F Dimethyl:2H(4): 1



3596 true 1362 1260.7554 1259.7602 1 -9.58 127.13 33.83 62.9 (M:62.9) 1 1 0 R.ILHLLGQEGPK.T Dimethyl: 1, 11

3597 true 1362 2072.1432 2071.1215 1 6.96 210.19 32 26.4 (M:26.4) 1 1 1 K.KVTHAVVTVPAYFNDAQR.Q Dimethyl: 1, 1

3598 true 1363 2080.1955 2079.1717 1 7.96 177.71 31.83 23.7 (M:23.7) 2 1 1 K.KVTHAVVTVPAYFNDAQR.Q Dimethyl:2H(4): 1, 1

3599 true 1363 2857.3916 2856.3382 1 16.13 242.42 28.17 109.0 (M:109.0) 1 1 1
K.IAQLESHCQEPCKDTAEIQETT
GR.D

Carbamidomethyl: 8, 
12; Dimethyl: 1, 13

3600 true 1365 1040.5157 1039.5087 1 -0.26 135.19 31.5 19.0 (M:19.0) 1 1 0 K.NFGLYNER.V Dimethyl: 1



3601 true 1366 900.539 899.515 1 18.57 411.91 30.83 34.1 (M:34.1) 1 1 0 K.GGIMIPEK.A Dimethyl: 1, 8

3602 true 1367 1068.5975 1067.5913 1 -1 222.28 31.5 31.6 (M:31.6) 1 1 0 R.QILFSADSR.V Dimethyl:2H(4): 1

3603 true 1368 1387.8554 1386.8497 1 -1.08 290.49 30 24.3 (M:24.3) 6 1 0 K.VNIVNVTSAGLLR.S Dimethyl:2H(4): 1

3604 true 1368 1423.7727 1422.7653 1 0.1 304.02 35.17 75.0 (M:75.0) 1 1 0 K.DLAGCIHGLANVK.L
Carbamidomethyl: 5; 
Dimethyl: 1, 13

3605 true 1370 993.5645 992.5627 1 -5.43 103.56 30.67 34.2 (M:34.2) 1 1 0 K.IVLSNMER.L Dimethyl:2H(4): 1



3606 true 1370 1045.5421 1044.5386 1 -3.66 162.11 31 41.5 (M:41.5) 1 1 0 R.CNGVLEGIR.I
Carbamidomethyl: 1; 
Dimethyl: 1

3607 true 1370 1370.7457 1369.714 1 17.84 226.51 28.33 20.6 (M:20.6) 1 1 0 R.APSTYGGGLSVSSR.F Dimethyl:2H(4): 1

3608 true 1371 1049.5659 1048.5637 1 -4.86 226.88 31 30.0 (M:30.0) 1 1 0 R.CNGVLEGIR.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3609 true 1371 1478.7518 1477.7161 1 19.18 281.75 28.33 23.3 (M:23.3) 1 1 1 R.RSENEEFVEVGR.L Dimethyl: 1

3610 false 1371 1478.7518 1477.7446 1 -0.11 275.34 28.33 16.3 (M:16.3) 1 2 1 K.TLNMTTSPEEKR.K
Oxidation: 4; Dimethyl: 
1, 11



3611 true 1372 1066.6177 1065.6182 1 -7.29 204.88 31.33 66.6 (M:66.6) 2 1 0 R.IPVGPETLGR.I Dimethyl: 1

3612 true 1372 1482.7746 1481.7412 1 17.58 312.84 28.33 33.3 (M:33.3) 1 1 1 R.RSENEEFVEVGR.L Dimethyl:2H(4): 1

3613 true 1372 1490.839 1489.8667 1 -23.47 108.6 34.83 47.6 (M:47.6) 1 1 0 R.HHQLQLVESIVR.Q Dimethyl:2H(4): 1

3614 false 1372 1490.839 1489.8028 1 19.38 164.71 34.83 15.3 (M:15.3) 1 2 0 K.LISQAYEVLSDPK.K Dimethyl: 13

3615 true 1372 1543.7287 1542.7072 1 9.22 114.63 32.5 54.2 (M:54.2) 1 1 0 K.HAEMVHAGFMTER.S Dimethyl: 1



3616 true 1373 1351.661 1350.6568 1 -2.25 252.14 31 68.2 (M:68.2) 1 1 0 K.HYSGLEEAVYR.N Dimethyl: 1

3617 false 1373 1517.7956 1516.7733 1 9.92 120.05 29 15.8 (M:15.8) 1 2 0 K.EISTTLNADEAVAR.G Dimethyl: 1

3618 true 1373 1547.7524 1546.7323 1 8.3 138.7 32.5 51.6 (M:51.6) 1 1 0 K.HAEMVHAGFMTER.S Dimethyl:2H(4): 1

3619 true 1374 947.5738 946.56 1 6.91 67.92 36.17 23.1 (M:23.1) 1 1 0 R.NSLILGFR.S Dimethyl: 1

3620 true 1374 1524.7174 1523.6926 1 11.49 203.99 29 32.4 (M:32.4) 1 1 1 K.NFGEDMDDERLK.E Dimethyl: 1, 12



3621 false 1375 1532.7773 1531.8007 1 -19.99 315.16 29 16.7 (M:16.7) 1 4 1 K.DFSHPQMPKELK.D

Dimethyl:2H(4): 9; 
Oxidation: 7; Dimethyl: 
12

3622 true 1376 1195.704 1194.691 1 4.73 66.95 32.17 25.2 (M:25.2) 1 1 0 K.TLTPLASAYAR.S Dimethyl:2H(4): 1

3623 true 1376 1813.9911 1812.9734 1 5.73 190.82 32.5 30.1 (M:30.1) 1 1 1 K.LGETYRDHENIVIAK.M Dimethyl: 1, 15

3624 false 1378 1065.5854 1064.5917 1 -12.72 183.2 29.83 15.2 (M:15.2) 1 4 0 K.NVNVGDFIR.L Dimethyl:2H(4): 1

3625 true 1378 1355.81 1354.7973 1 4.04 98.36 36.17 45.1 (M:45.1) 1 1 0 K.NFVPGINLVQAK.K Dimethyl: 1, 12



3626 true 1378 1677.8666 1676.8308 1 17.01 239.77 28.5 105.9 (M:105.9) 1 1 0 K.IAGHAEEYGAETLER.M Dimethyl:2H(4): 1

3627 true 1378 1934.0141 1932.988 1 9.76 143.59 33.33 27.2 (M:27.2) 1 1 0 K.MQRPPPVPNPDYEPIR.K Dimethyl: 1

3628 true 1379 1329.6743 1328.6663 1 0.56 178.99 31.5 50.8 (M:50.8) 2 1 0 R.SANTIPYDFNR.V Dimethyl:2H(4): 1

3629 true 1379 1334.7398 1333.7354 1 -2.15 177.92 30.83 66.5 (M:66.5) 1 1 0 K.GSAAPGPVPEGVIR.L Dimethyl: 1

3630 true 1379 1363.8667 1362.8475 1 8.77 200.24 36.17 60.1 (M:60.1) 1 1 0 K.NFVPGINLVQAK.K Dimethyl:2H(4): 1, 12



3631 true 1379 1478.959 1477.9444 1 4.97 283.65 32.17 46.3 (M:46.3) 1 1 1 R.CKELGITALHIK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 2, 12

3632 true 1380 1487.7706 1486.7562 1 4.76 142.76 32.17 89.1 (M:89.1) 3 1 0 K.QVGCGSPLSALGSAR.Y
Carbamidomethyl: 4; 
Dimethyl: 1

3633 true 1381 1346.7079 1345.7041 1 -2.53 272.87 30.67 87.1 (M:87.1) 1 1 0 R.NQNHDTFLAVR.Y Dimethyl:2H(4): 1

3634 true 1383 1179.5638 1178.5481 1 7.16 76.91 29.83 47.1 (M:47.1) 2 1 0 K.YGCGYFGAPR.R
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

3635 true 1383 1915.02 1913.9857 1 14.13 253.98 28.33 31.9 (M:31.9) 1 1 1 K.LRQQLSDALQNNDDPR.D Dimethyl:2H(4): 1



3636 false 1384 1168.6419 1167.6107 1 20.45 429.33 32.33 15.9 (M:15.9) 1 4 1 K.MVRSEVDEK.N

Dimethyl:2H(4): 1; 
Oxidation: 1; Dimethyl: 
9

3637 false 1384 1168.6419 1167.6612 1 -22.71 371.7 32.33 17.4 (M:17.4) 1 3 0 K.VVEGLPLSNGR.K Dimethyl: 1

3638 true 1384 1168.6419 1167.64 1 -4.63 402.3 32.33 76.7 (M:76.7) 1 1 0 R.VEVGPHSFIR.Q Dimethyl: 1

3639 true 1384 1204.6545 1203.6434 1 3.16 79.12 30 18.2 (M:18.2) 1 1 0 R.VVLNCVGPYR.F
Carbamidomethyl: 5; 
Dimethyl: 1

3640 true 1385 1172.6668 1171.6651 1 -4.76 109.51 32.33 73.5 (M:73.5) 1 1 0 R.VEVGPHSFIR.Q Dimethyl:2H(4): 1



3641 false 1385 1172.6668 1171.6863 1 -22.78 85.98 32.33 16.8 (M:16.8) 1 3 0 K.VVEGLPLSNGR.K Dimethyl:2H(4): 1

3642 true 1385 1734.8881 1733.8787 1 1.21 208.4 31.67 110.0 (M:110.0) 1 1 0 K.FFHNGNAIDDGVQIR.G Dimethyl:2H(4): 1

3643 false 1386 734.3528 733.3541 1 -11.63 252.19 29.17 16.6 (M:16.6) 1 2 0 K.SLMNNR.Q

3644 true 1386 843.5297 842.5353 1 -15.24 259.96 36.5 21.7 (M:21.7) 1 1 0 R.DASLVFK.V Dimethyl:2H(4): 1, 7

3645 true 1386 2278.1917 2277.1511 1 14.64 259.69 28.17 129.1 (M:129.1) 1 1 1 R.QMEKDETVSDSSPHIANIGR.L Dimethyl:2H(4): 1, 4



3646 true 1387 998.4735 997.4691 1 -2.95 121.86 33 32.9 (M:32.9) 1 1 0 R.MPEFYQR.F Dimethyl: 1

3647 false 1388 807.4814 806.4874 1 -16.38 332.61 32.17 20.7 (M:20.7) 1 2 0 K.QDMLLK.V
Dimethyl:2H(4): 1; 
Dimethyl: 6

3648 false 1388 951.5993 950.5851 1 7.29 86.69 36.33 16.2 (M:16.2) 1 2 0 R.NSLILGFR.S Dimethyl:2H(4): 1

3649 true 1388 1391.7563 1390.754 1 -3.64 322.58 32.33 39.5 (M:39.5) 2 1 0 R.NTGIICTIGPASR.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3650 false 1388 1391.7563 1390.7205 1 20.48 431.21 32.33 15.9 (M:15.9) 1 9 1 R.RYPNSISSSPQK.D Dimethyl: 12



3651 true 1388 2347.1131 2346.1029 1 1.23 185.15 31.67 35.3 (M:35.3) 1 1 1 R.ASFNHFDRDHSGTLGPEEFK.A Dimethyl: 1, 20

3652 true 1389 1203.6264 1202.6078 1 9.46 220.66 29.17 33.2 (M:33.2) 1 1 0 R.QNQMELLQR.L
Oxidation: 4; Dimethyl: 
1

3653 true 1389 1360.6619 1359.6592 1 -3.38 182.27 28.5 60.0 (M:60.0) 2 1 0 M.SDKPDMAEIEK.F
Acetyl: 1; Dimethyl: 3, 
11

3654 true 1389 2355.1663 2354.1531 1 2.51 199.59 31.67 58.6 (M:58.6) 1 1 1 R.ASFNHFDRDHSGTLGPEEFK.A Dimethyl:2H(4): 1, 20

3655 true 1390 821.4949 820.4881 1 -0.6 358.21 32.33 37.4 (M:37.4) 3 1 0 -.MQIFVK.T Dimethyl: 1, 6



3656 true 1390 913.4549 912.4341 1 14.74 168.28 28.33 43.3 (M:43.3) 1 1 0 R.AYEFAER.C Dimethyl: 1

3657 false 1390 913.4549 912.4593 1 -12.8 126.72 28.33 22.4 (M:22.4) 1 3 0 K.EVYFAEK.V Dimethyl: 7

3658 true 1390 1515.8371 1514.8392 1 -6.13 171.28 32.33 50.4 (M:50.4) 1 1 0 K.LLHTLEGHAMPIR.S Dimethyl: 1

3659 false 1391 837.4895 836.4979 1 -18.77 367.95 32.33 20.5 (M:20.5) 1 3 0 R.LGMDLTK.V
Dimethyl:2H(4): 1; 
Dimethyl: 7

3660 false 1391 837.4895 836.483 1 -0.93 318.77 32.33 19.1 (M:19.1) 1 6 0 -.MQIFVK.T
Oxidation: 1; Dimethyl: 
1, 6



3661 true 1391 1211.724 1210.7083 1 6.96 194.8 29.17 37.0 (M:37.0) 1 1 1 -.MDKTELIQK.A
Dimethyl:2H(4): 3, 9; 
Acetyl: 1

3662 true 1391 1519.8629 1518.8643 1 -5.65 171.14 32.33 52.8 (M:52.8) 1 1 0 K.LLHTLEGHAMPIR.S Dimethyl:2H(4): 1

3663 true 1392 845.5396 844.5332 1 -1.04 333.27 32.33 25.9 (M:25.9) 1 1 0 -.MQIFVK.T
Dimethyl:2H(4): 1, 6; 
Oxidation: 1

3664 false 1392 1306.5948 1305.5758 1 8.96 189.06 29.17 18.6 (M:18.6) 1 2 0 R.EMEVELEDER.K Dimethyl: 1

3665 true 1392 2712.4548 2711.4516 1 -1.49 120.24 31 37.5 (M:37.5) 1 1 0
R.VLRPQVTAVAQQNQGDVPEP
QDMK.V Dimethyl:2H(4): 1, 24



3666 true 1393 876.4908 875.4865 1 -3.37 492.67 31.83 22.2 (M:22.2) 1 1 0 K.AATITPFR.K

3667 true 1393 1310.6212 1309.601 1 9.88 181.4 29.17 18.8 (M:18.8) 1 1 0 R.EMEVELEDER.K Dimethyl:2H(4): 1

3668 true 1394 886.5345 885.5284 1 -1.32 445.27 32.17 38.6 (M:38.6) 1 1 0 R.SLDGVLVR.V Dimethyl: 1

3669 true 1394 1633.8749 1632.8736 1 -3.69 192.84 32.33 69.4 (M:69.4) 1 1 0 K.VFSVAISPHHLDQR.L Dimethyl: 1

3670 true 1395 771.4646 770.4691 1 -15.18 165.92 31 19.7 (M:19.7) 1 1 0 R.WTPVIK.D Dimethyl: 6



3671 true 1395 1626.8046 1625.7832 1 8.68 123.51 29.83 39.0 (M:39.0) 1 1 0 R.ISIGGGSCAISGGYGSR.A
Carbamidomethyl: 8; 
Dimethyl: 1

3672 false 1396 775.4896 774.4851 1 -3.62 192.7 31 19.3 (M:19.3) 1 2 0 K.STVISLK.K Dimethyl: 7

3673 false 1396 775.4896 774.4851 1 -3.62 258.51 31 18.4 (M:18.4) 1 8 0 K.ITSVISK.A Dimethyl: 7

3674 false 1396 976.5878 975.6015 1 -21.46 97.18 32.33 18.4 (M:18.4) 1 3 1 K.NVSVKDVR.R
Dimethyl:2H(4): 5; 
Dimethyl: 1

3675 false 1396 1391.7478 1390.7708 1 -21.74 300.41 29.67 15.6 (M:15.6) 1 7 0 R.GVIVESAYADIVK.M Dimethyl: 13



3676 true 1396 1487.8012 1486.7627 1 20.93 137.66 28.5 94.9 (M:94.9) 1 1 0 R.VSALQSGSLPETDR.L Dimethyl: 1

3677 true 1397 1491.826 1490.7878 1 20.68 172.59 28.5 76.5 (M:76.5) 1 1 0 R.VSALQSGSLPETDR.L Dimethyl:2H(4): 1

3678 false 1398 1003.6087 1002.6226 1 -21.1 127.09 32.17 16.9 (M:16.9) 1 3 1 R.KGDIFLVR.G Dimethyl: 1, 1

3679 true 1398 1641.8464 1640.8271 1 7.37 135.28 32.83 50.4 (M:50.4) 1 1 0 K.AVGISNFNHEQIER.I Dimethyl: 1

3680 true 1398 1884.0272 1883.0096 1 5.47 223.92 29.83 109.0 (M:109.0) 1 1 0 K.IVSNASCTTNCLAPLAK.V

Carbamidomethyl: 7, 
11; Dimethyl:2H(4): 1, 
17



3681 true 1399 1560.8445 1559.8155 1 13.92 150.92 28.33 25.1 (M:25.1) 1 1 1 K.ALSSELANARDETK.K Dimethyl: 1, 14

3682 true 1399 1645.8052 1644.7834 1 8.79 183.38 34.17 100.5 (M:100.5) 1 1 0 R.GYAFNHSADFETVR.M Dimethyl:2H(4): 1

3683 true 1400 1047.598 1046.5873 1 3.28 188.64 32.33 53.8 (M:53.8) 2 1 0 R.SALFAQINR.G Dimethyl: 1

3684 true 1400 1568.9028 1567.8657 1 19.03 152.45 28.33 19.7 (M:19.7) 1 1 1 K.ALSSELANARDETK.K Dimethyl:2H(4): 1, 14

3685 true 1400 1597.86 1596.8661 1 -8.34 123.17 28.5 112.2 (M:112.2) 2 1 0 M.SETAPVAAPAVSAPGAK.A
Dimethyl:2H(4): 17; 
Acetyl: 1



3686 true 1401 1051.6222 1050.6124 1 2.46 207.2 32.33 25.6 (M:25.6) 1 1 0 R.SALFAQINR.G Dimethyl:2H(4): 1

3687 true 1401 1571.7859 1570.7599 1 11.92 235.88 29.33 15.3 (M:15.3) 1 1 0 K.VMEGTVAAQDEFSR.S Dimethyl:2H(4): 1

3688 true 1401 1606.8486 1605.8111 1 18.85 144.2 28.33 61.0 (M:61.0) 1 1 0 R.SELEEIQVQHPNR.F Dimethyl: 1

3689 false 1402 789.4765 788.483 1 -17.48 219 36.5 31.5 (M:31.5) 1 4 0 -.MQITLK.T Dimethyl: 1, 6

3690 true 1402 1002.535 1001.5328 1 -5.05 162.59 32.33 75.5 (M:75.5) 2 1 0 R.CALLEGVGR.R
Carbamidomethyl: 1; 
Dimethyl: 1



3691 false 1402 1002.535 1001.544 1 -16.26 133.53 32.33 22.2 (M:22.2) 1 3 1 M.GRMAEVVGR.A Dimethyl: 1

3692 false 1402 1002.535 1001.5142 1 13.53 227.63 32.33 15.7 (M:15.7) 1 7 1 R.AEEREQIK.T

3693 false 1402 1002.535 1001.5506 1 -22.77 172.93 32.33 16.4 (M:16.4) 1 6 1 M.ASEGELGRK.W Dimethyl: 1, 9

3694 true 1402 1610.8727 1609.8362 1 18.17 198.83 28.33 52.1 (M:52.1) 1 1 0 R.SELEEIQVQHPNR.F Dimethyl:2H(4): 1

3695 true 1402 1656.9033 1655.8781 1 10.85 309.53 29.17 42.1 (M:42.1) 1 1 0 M.AENDKPEAAAAVLQR.G
Dimethyl:2H(4): 5; 
Acetyl: 1



3696 false 1402 1936.0373 1935.0214 1 4.42 117.88 33 41.7 (M:41.7) 1 2 1 K.LFVGGIKEDTEEHHLR.D Dimethyl: 1, 7

3697 true 1402 1936.0373 1935.0214 1 4.42 117.88 33 42.6 (M:42.6) 1 1 1 K.IFVGGIKEDTEEHHLR.D Dimethyl: 1, 7

3698 true 1402 1992.9982 1992 1 -4.54 115.48 32.33 71.2 (M:71.2) 1 1 0 R.TQIALCPNNHEVHIYR.K
Carbamidomethyl: 6; 
Dimethyl: 1

3699 true 1403 899.5582 898.56 1 -10.05 346.27 30 36.5 (M:36.5) 1 1 0 K.IVVNLTGR.L Dimethyl: 1

3700 false 1403 899.5582 898.5488 1 2.44 260.39 30 17.3 (M:17.3) 1 3 0 -.LVGLDAAGK.T Dimethyl: 1, 9



3701 false 1403 908.5624 907.5652 1 -11.13 91.72 30.83 18.1 (M:18.1) 1 2 0 K.GGIMIPEK.A Dimethyl:2H(4): 1, 8

3702 true 1403 908.5624 907.5615 1 -7.06 189.32 30.83 20.2 (M:20.2) 1 72.41 1 0 K.VKPFMVR.D Dimethyl:2H(4): 2

3703 true 1403 1101.6703 1100.6594 1 3.34 257.52 32.17 32.0 (M:32.0) 1 1 0 K.QPGITFIAAK.F Dimethyl: 1, 10

3704 true 1403 1944.0829 1943.0716 1 2.04 110.11 33 66.0 (M:66.0) 1 1 1 K.LFVGGIKEDTEEHHLR.D Dimethyl:2H(4): 1, 7

3705 true 1403 1944.0829 1943.0716 1 2.04 110.11 33 66.0 (M:66.0) 1 1 1 K.IFVGGIKEDTEEHHLR.D Dimethyl:2H(4): 1, 7



3706 true 1403 1997.022 1996.0251 1 -5.16 131.5 32.33 57.6 (M:57.6) 1 1 0 R.TQIALCPNNHEVHIYR.K
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3707 true 1404 916.5102 915.5099 1 -7.63 123.04 30.83 26.1 (M:26.1) 1 1 0 K.GGIMIPEK.A
Oxidation: 4; Dimethyl: 
1, 8

3708 false 1404 916.5102 915.515 1 -13.13 30.83 16.9 (M:16.9) 1 5 0 K.ITPSHAMK.I Dimethyl:2H(4): 1

3709 true 1404 1890.9012 1889.9057 1 -6.26 247.82 28.33 97.4 (M:97.4) 2 1 0 K.FELQHGTEEQQEEVR.K Dimethyl:2H(4): 1

3710 true 1404 2203.2533 2202.2547 1 -3.93 260.94 32.33 47.0 (M:47.0) 1 1 0 R.ALKPPHVILVHGEQNEMAR.L Dimethyl:2H(4): 1, 3



3711 true 1405 1017.4795 1016.479 1 -6.61 217.72 30.17 20.0 (M:20.0) 1 1 0 R.YPPYYMR.R Dimethyl: 1

3712 true 1405 1071.6362 1070.6336 1 -4.36 284.56 31.17 86.9 (M:86.9) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

3713 true 1405 1071.6362 1070.6336 1 -4.36 284.56 31.17 86.9 (M:86.9) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

3714 true 1405 1071.6362 1070.6336 1 -4.36 284.56 31.17 86.9 (M:86.9) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

3715 true 1405 1968.8348 1967.8469 1 -9.82 116.75 28.33 19.1 (M:19.1) 1 1 1 K.EDRGCYEDAVHSGALEE.-
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



3716 true 1406 1021.5045 1020.5041 1 -6.69 188.06 30.17 25.3 (M:25.3) 1 1 0 R.YPPYYMR.R Dimethyl:2H(4): 1

3717 true 1406 1187.6926 1186.6822 1 2.58 113.06 32.17 34.5 (M:34.5) 2 1 1 R.RGDLPFVVTR.R Dimethyl: 1

3718 true 1406 1360.7389 1359.7398 1 -6.06 211.31 32.5 84.2 (M:84.2) 1 1 0 K.FLIPNASQAESK.V Dimethyl: 1, 12

3719 true 1407 1052.5528 1051.5485 1 -2.79 194.76 30.17 22.1 (M:22.1) 1 1 0 K.TYAICGAIR.R
Carbamidomethyl: 5; 
Dimethyl: 1

3720 false 1407 1063.544 1062.5492 1 -11.74 190.8 29.33 15.3 (M:15.3) 1 2 1 K.KTASCAEIR.I
Carbamidomethyl: 5; 
Dimethyl: 1



3721 true 1407 1063.544 1062.5379 1 -1.18 255.63 29.33 29.6 (M:29.6) 1 1 0 R.ELLTTMGDR.F Dimethyl: 1

3722 false 1407 1227.703 1226.7122 1 -13.39 114.63 31 18.8 (M:18.8) 1 50 2 1 R.DKVLTPEELK.A Dimethyl: 2, 10

3723 true 1407 1227.703 1226.7111 1 -12.45 65.22 31 22.1 (M:22.1) 1 1 1 R.KNVFEEEIR.E Dimethyl:2H(4): 1, 1

3724 true 1408 1214.6546 1213.6434 1 3.3 88.41 36.67 75.0 (M:75.0) 7 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1

3725 true 1408 1214.6546 1213.6434 1 3.3 88.41 36.67 75.0 (M:75.0) 7 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1



3726 true 1408 2045.9629 2044.9702 1 -7.09 124.53 28.5 117.6 (M:117.6) 2 1 0 R.VQPVDGGQTEDVYEPATGR.V Dimethyl: 1

3727 true 1409 1673.8418 1672.8057 1 17.26 239.04 28.5 102.1 (M:102.1) 1 1 0 K.IAGHAEEYGAETLER.M Dimethyl: 1

3728 true 1410 1321.7761 1320.7765 1 -5.8 195.1 34.33 93.2 (M:93.2) 1 1 0 K.QQHVIETLIGK.K Dimethyl: 1, 11

3729 true 1411 1862.9435 1861.9323 1 2.15 232.87 31.67 90.6 (M:90.6) 1 1 0 R.IFHELTQSDQALYNR.L Dimethyl: 1

3730 true 1412 1866.968 1865.9574 1 1.82 286.54 31.67 81.1 (M:81.1) 1 1 0 R.IFHELTQSDQALYNR.L Dimethyl:2H(4): 1



3731 true 1413 1788.927 1787.9319 1 -6.76 177.32 34.33 67.3 (M:67.3) 1 1 0 R.FLQESNVLYQHNLR.R Dimethyl: 1

3732 false 1414 1303.6757 1302.6667 1 1.32 245.37 29.33 16.9 (M:16.9) 1 7 0 K.NSVTDVEQDIK.T Dimethyl: 1, 11

3733 true 1414 1303.6757 1302.6779 1 -7.3 259.42 29.33 22.9 (M:22.9) 1 1 1 R.SENVSDKEVLR.R Dimethyl: 1

3734 false 1415 1076.5703 1075.5662 1 -2.98 183.68 30.67 15.0 (M:15.0) 1 2 0 R.GSEPFVTGVR.G Dimethyl: 1

3735 true 1415 2256.0169 2254.9702 1 17.5 200.12 28.33 46.2 (M:46.2) 1 1 0
R.GDEQCHYYAGGQVYPGEAAR.
V

Carbamidomethyl: 5; 
Dimethyl: 1



3736 true 1419 823.4404 822.4422 1 -11.05 420.54 30.17 48.0 (M:48.0) 2 1 0 K.LTGMAFR.V Dimethyl: 1

3737 true 1419 1225.7222 1224.7239 1 -7.35 76.36 33.17 57.3 (M:57.3) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

3738 true 1419 1225.7222 1224.7239 1 -7.35 76.36 33.17 57.3 (M:57.3) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

3739 true 1419 1225.7222 1224.7239 1 -7.35 76.36 33.17 57.3 (M:57.3) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

3740 true 1419 1567.7513 1566.7348 1 5.9 130.03 29.33 24.3 (M:24.3) 1 1 0 K.VMEGTVAAQDEFSR.S Dimethyl: 1



3741 true 1419 1781.0548 1780.0521 1 -2.57 158.76 36.67 68.2 (M:68.2) 4 1 1 R.NILGGTVFREPIICK.N
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 15

3742 true 1420 827.4674 826.4673 1 -8.67 461.58 30.17 34.0 (M:34.0) 1 1 0 K.LTGMAFR.V Dimethyl:2H(4): 1

3743 false 1421 819.482 818.4936 1 -22.96 274.31 36.83 18.5 (M:18.5) 1 6 0 K.LLSGMVK.H
Oxidation: 5; Dimethyl: 
1, 7

3744 true 1421 839.4487 838.4371 1 5.09 205.33 30.17 17.8 (M:17.8) 1 1 0 K.LTGMAFR.V
Oxidation: 4; Dimethyl: 
1

3745 false 1421 886.5329 885.5284 1 -3.11 442.67 28.67 19.3 (M:19.3) 1 7 1 R.IIKDDAR.R Dimethyl: 1, 3



3746 false 1421 1188.6584 1187.651 1 0.08 361.09 31.83 18.2 (M:18.2) 1 5 0 K.IDATAATALASR.F Dimethyl: 1

3747 true 1421 1314.7129 1313.7092 1 -2.75 163.9 32.5 53.7 (M:53.7) 1 1 0 R.LNIIATDHAYR.R Dimethyl: 1

3748 true 1422 923.4885 922.476 1 5.66 114.92 29 39.2 (M:39.2) 1 1 0 K.SILYDER.S Dimethyl: 1

3749 false 1422 923.4885 922.4658 1 16.72 140.51 29 30.6 (M:30.6) 1 2 1 R.SDKNDER.Q
Dimethyl:2H(4): 3; 
Dimethyl: 1

3750 true 1422 1264.571 1263.5588 1 3.94 117.31 28.5 59.4 (M:59.4) 2 1 0 K.EGVLCEENMR.G
Carbamidomethyl: 5; 
Dimethyl: 1



3751 false 1423 933.5448 932.5551 1 -18.87 172.83 30.33 17.1 (M:17.1) 1 3 1 R.MCKILGK.E
Carbamidomethyl: 2; 
Dimethyl: 1, 3, 7

3752 true 1423 933.5448 932.5444 1 -7.34 150.49 30.33 33.3 (M:33.3) 1 1 0 K.GQVYILGR.E Dimethyl: 1

3753 true 1425 970.5272 969.5069 1 13.44 95.84 28.83 22.9 (M:22.9) 1 1 0 R.SFGETLER.G Dimethyl:2H(4): 1

3754 false 1426 1368.7089 1367.7169 1 -11.2 219.89 28.5 16.6 (M:16.6) 1 2 1 R.DCIQFLKQER.A
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

3755 false 1427 728.4565 727.4592 1 -13.78 144.59 33.17 21.6 (M:21.6) 2 6 0 K.GGANLIK.E Dimethyl: 1, 7



3756 false 1427 1003.5992 1002.6147 1 -22.7 137.12 30.33 15.5 (M:15.5) 1 2 0 K.VTNLLMLK.G
Oxidation: 6; Dimethyl: 
1, 8

3757 true 1427 1003.5992 1002.5862 1 5.72 182.76 30.33 29.8 (M:29.8) 2 1 0 R.LINSLYPR.G Dimethyl: 1

3758 true 1427 1392.7334 1391.7231 1 2.19 224.54 31.83 40.6 (M:40.6) 1 1 0 K.QLVAEQVMYQR.N Dimethyl: 1

3759 true 1428 1007.611 1006.6113 1 -7.5 191.94 30.33 37.3 (M:37.3) 1 1 0 R.LINSLYPR.G Dimethyl:2H(4): 1

3760 true 1428 1285.6612 1284.6487 1 4.09 147.32 36.83 43.9 (M:43.9) 3 1 0 K.CMPTFQFYK.N
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 9



3761 true 1428 1396.7554 1395.7482 1 -0.08 262.84 31.83 17.1 (M:17.1) 1 1 0 K.QLVAEQVMYQR.N Dimethyl:2H(4): 1

3762 true 1428 1457.7406 1456.7409 1 -5.25 236.4 28.5 67.5 (M:67.5) 2 1 0 R.IEDVTPIPSDSTR.R Dimethyl: 1

3763 true 1428 1715.9003 1714.9002 1 -4.21 129.15 34.5 26.5 (M:26.5) 1 1 0 R.VSEHVSFTNVNSIVR.Y Dimethyl: 1

3764 true 1429 1147.5902 1146.5669 1 13.93 314.95 28.67 44.3 (M:44.3) 1 1 0 K.GEFQGISPER.A Dimethyl: 1

3765 true 1429 1461.7633 1460.766 1 -6.83 252.43 28.5 73.8 (M:73.8) 2 1 0 R.IEDVTPIPSDSTR.R Dimethyl:2H(4): 1



3766 true 1429 1526.7941 1525.7889 1 -1.34 171.9 32 86.1 (M:86.1) 1 1 0 K.QADLYISEGLHPR.I Dimethyl: 1

3767 true 1430 1141.6891 1140.6917 1 -8.64 369.9 30.17 18.6 (M:18.6) 1 1 0 K.GLLQAGQIPGR.E Dimethyl:2H(4): 1

3768 false 1430 1161.6925 1160.6564 1 24.79 491.5 28.67 25.4 (M:25.4) 1 2 1 K.ALQDSNRAVR.L Dimethyl:2H(4): 1

3769 true 1430 1161.6925 1160.6703 1 12.81 462.74 28.67 43.0 (M:43.0) 1 1 0 R.LVTDVQEAVR.T Dimethyl:2H(4): 1

3770 true 1430 1530.8202 1529.814 1 -0.73 148.12 32 72.9 (M:72.9) 1 1 0 K.QADLYISEGLHPR.I Dimethyl:2H(4): 1



3771 true 1431 1490.814 1489.8041 1 1.75 41.92 36.67 31.9 (M:31.9) 2 1 0 K.NPAFAVGTFVVANR.G Dimethyl: 1

3772 true 1431 2592.3107 2591.2977 1 2.22 281.49 29.33 141.7 (M:141.7) 2 1 0
K.LVQDVANNTNEEAGDGTTTA
TVLAR.A Dimethyl:2H(4): 1

3773 true 1432 1168.7424 1167.7467 1 -9.94 278.77 32.67 42.5 (M:42.5) 1 1 0 K.QQLLIGAYAK.A Dimethyl:2H(4): 1, 10

3774 true 1432 1312.7663 1311.7638 1 -3.65 239.36 31.33 63.7 (M:63.7) 1 1 1 K.LRAELEEFNK.S Dimethyl:2H(4): 1, 10

3775 true 1432 1494.84 1493.8293 1 2.33 115.41 36.67 45.0 (M:45.0) 2 1 0 K.NPAFAVGTFVVANR.G Dimethyl:2H(4): 1



3776 true 1432 1792.9488 1791.957 1 -8.62 206.42 34.33 72.9 (M:72.9) 1 1 0 R.FLQESNVLYQHNLR.R Dimethyl:2H(4): 1

3777 true 1432 2873.2969 2872.257 1 11.35 153.47 29.33 60.5 (M:60.5) 1 1 0
M.AESHSAAGQGEYVPLSGCGT
PGSEPETR.R

Carbamidomethyl: 18; 
Acetyl: 1

3778 true 1433 2108.1172 2107.1146 1 -2.22 187.29 34.5 126.2 (M:126.2) 1 1 0 K.QESIPNAGPILVHCSAGIGR.T
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

3779 true 1434 877.5044 876.5069 1 -11.13 325.23 33.17 17.2 (M:17.2) 1 1 0 R.LAVYIDR.V Dimethyl: 1

3780 false 1434 877.5044 876.4967 1 0.51 404.8 33.17 15.1 (M:15.1) 1 3 1 K.ADDIQKR.E Dimethyl:2H(4): 6



3781 true 1434 959.5264 958.527 1 -8.17 125.94 32.17 28.5 (M:28.5) 1 1 0 K.GIIDCVVR.I
Carbamidomethyl: 5; 
Dimethyl: 1

3782 true 1434 959.5264 958.527 1 -8.17 125.94 32.17 28.5 (M:28.5) 1 1 0 K.GIIDCVVR.I
Carbamidomethyl: 5; 
Dimethyl: 1

3783 true 1434 1182.7593 1181.7747 1 -19.25 141.49 32.5 17.9 (M:17.9) 1 1 1 K.GALAKLVEAVK.T Dimethyl: 1, 5, 11

3784 true 1434 1241.6965 1240.6928 1 -2.87 129.7 30.33 53.7 (M:53.7) 1 1 0 K.IHPTSIIGGYR.L Dimethyl: 1

3785 false 1434 1241.6965 1240.6635 1 20.74 94.54 30.33 15.1 (M:15.1) 1 4 1 K.TDSDIISKMR.G

Dimethyl:2H(4): 1; 
Oxidation: 9; Dimethyl: 
8



3786 true 1434 1304.7276 1303.6934 1 20.71 120.22 28.5 28.6 (M:28.6) 1 1 0 K.MELEQTYQAK.L Dimethyl:2H(4): 1, 10

3787 true 1435 2174.1864 2173.1921 1 -5.97 227.74 32.33 89.6 (M:89.6) 1 1 1 K.AQQNNVEHKVETFSGVYK.K Dimethyl:2H(4): 1, 9, 18

3788 true 1436 881.5296 880.532 1 -10.94 445.96 33.17 30.9 (M:30.9) 1 1 0 R.LAVYIDR.V Dimethyl:2H(4): 1

3789 false 1436 881.5296 880.5176 1 5.38 532.45 33.17 15.7 (M:15.7) 1 2 1 K.IGNKMMK.A
Dimethyl:2H(4): 1; 
Dimethyl: 4

3790 true 1436 985.4537 984.4553 1 -8.97 159.53 29.5 22.4 (M:22.4) 1 1 0 R.EYVDFER.E Dimethyl: 1



3791 true 1436 1847.9725 1846.9611 1 2.21 239.17 32.17 84.4 (M:84.4) 1 1 0 K.AASDIAMTELPPTHPIR.L Dimethyl: 1

3792 true 1437 1025.4733 1024.4726 1 -6.48 146.17 31 67.4 (M:67.4) 3 1 0 R.GGNFGFGDAR.G Dimethyl: 1

3793 true 1437 1905.0239 1904.0255 1 -4.69 291.82 32 42.3 (M:42.3) 1 1 1 K.DKFNECGHVLYADIK.M
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 2, 15

3794 true 1438 1029.5002 1028.4977 1 -4.73 155.88 31 57.1 (M:57.1) 3 1 0 R.GGNFGFGDAR.G Dimethyl:2H(4): 1

3795 true 1438 1457.824 1456.7886 1 19.3 312.1 28.5 26.4 (M:26.4) 1 1 1 R.ALDKLDGTEINGR.K Dimethyl: 1, 4



3796 true 1438 2608.2573 2607.281 1 -11.9 245.46 32.33 51.9 (M:51.9) 1 1 0
K.TVTIENHPHLPPPPMCSVHPC
R.H

Carbamidomethyl: 16, 
21; Dimethyl:2H(4): 1

3797 true 1440 2317.1569 2316.147 1 1.14 149.7 32 92.4 (M:92.4) 1 1 0
R.ESGSLNPEYGPVVVHCSAGIGR
.S

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1

3798 true 1441 987.4371 986.4345 1 -4.73 116.32 28.83 31.2 (M:31.2) 2 1 0 K.SEEEYFR.I Dimethyl: 1

3799 true 1441 1332.6675 1331.6634 1 -2.43 331.67 30.33 42.5 (M:42.5) 1 1 0 R.YHSLAPMYYR.G Dimethyl:2H(4): 1

3800 true 1444 1050.5509 1049.5477 1 -3.89 117.81 28.83 46.6 (M:46.6) 2 1 0 K.ELVLDNCR.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



3801 false 1445 1503.8511 1502.8457 1 -1.25 270.77 30.33 16.1 (M:16.1) 1 3 1 K.VAGQDGSVVQFKIK.R Dimethyl: 14

3802 true 1445 1598.9326 1597.9192 1 3.84 204.71 32.5 43.5 (M:43.5) 2 1 1 R.QRYEILTPNAIPK.G Dimethyl: 1, 13

3803 true 1446 1233.67 1232.6686 1 -4.79 58 33.17 21.1 (M:21.1) 3 1 0 K.EITALAPSTMK.I
Oxidation: 10; Dimethyl: 
1, 11

3804 true 1446 1233.67 1232.6686 1 -4.79 58 33.17 21.1 (M:21.1) 3 1 0 K.EITALAPSTMK.I
Oxidation: 10; Dimethyl: 
1, 11

3805 true 1446 1233.67 1232.6686 1 -4.79 58 33.17 21.1 (M:21.1) 3 1 0 K.EITALAPSTMK.I
Oxidation: 10; Dimethyl: 
1, 11



3806 true 1446 1293.6035 1292.5934 1 2.23 121.87 36.83 39.6 (M:39.6) 1 1 0 K.CMPTFQFYK.N

Carbamidomethyl: 1; 
Oxidation: 2; Dimethyl: 
1, 9

3807 true 1446 1606.9828 1605.9694 1 3.8 156.18 32.5 39.7 (M:39.7) 2 1 1 R.QRYEILTPNAIPK.G Dimethyl:2H(4): 1, 13

3808 true 1447 1301.655 1300.6436 1 3.21 147.21 36.83 27.8 (M:27.8) 1 1 0 K.CMPTFQFYK.N

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 9; 
Oxidation: 2

3809 true 1447 1586.7179 1585.7135 1 -1.81 184.47 30.17 45.5 (M:45.5) 1 1 0 R.MGQMGMGGTIGMNNR.G Dimethyl:2H(4): 1

3810 true 1448 1287.6448 1286.6441 1 -5.17 116.4 30.83 45.3 (M:45.3) 1 1 0 K.THICPELAYR.K
Carbamidomethyl: 4; 
Dimethyl: 1



3811 true 1448 1613.8944 1612.8937 1 -4.07 142.1 30.17 62.1 (M:62.1) 2 1 0 R.SQQAVAGTVHVSVFK.G Dimethyl: 1, 15

3812 true 1449 1032.6087 1031.6015 1 -0.15 201.46 32.17 58.2 (M:58.2) 1 1 0 K.QLFDQVVK.T Dimethyl: 1, 8

3813 false 1449 1032.6087 1031.5798 1 20.94 265.72 32.17 25.9 (M:25.9) 1 7 1 K.IRMLDGTVK.T

3814 false 1449 1032.6087 1031.5798 1 20.94 238.76 32.17 30.2 (M:30.2) 1 4 1 K.ERMVQVVK.W
Oxidation: 3; Dimethyl: 
8

3815 true 1449 1032.6087 1031.6015 1 -0.15 201.46 32.17 58.2 (M:58.2) 1 1 0 K.QLFDQVVK.T Dimethyl: 1, 8



3816 true 1449 1291.6736 1290.6692 1 -2.27 141.86 30.83 23.5 (M:23.5) 1 1 0 K.THICPELAYR.K
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

3817 true 1449 1383.7441 1382.7278 1 6.5 197.59 36.83 53.4 (M:53.4) 1 1 0 R.CSVLAAANSVFGR.W
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3818 true 1449 2093.1112 2092.071 1 15.73 192.5 28.67 114.7 (M:114.7) 1 1 1 K.TLEDEAKTHEAQIQEMR.Q Dimethyl:2H(4): 1, 7

3819 false 1450 841.4486 840.4499 1 -10.22 284.51 34.83 15.0 (M:15.0) 1 2 0 R.VLGMMAR.T
Dimethyl:2H(4): 1; 
Oxidation: 4, 5

3820 true 1450 882.462 881.4545 1 0.29 373.18 28.83 24.4 (M:24.4) 2 1 0 R.GLEFDNR.I Dimethyl:2H(4): 1



3821 true 1451 966.498 965.4818 1 9.24 77.14 28.83 25.9 (M:25.9) 1 1 0 R.SFGETLER.G Dimethyl: 1

3822 true 1451 1330.7654 1329.7656 1 -5.67 147.04 33.33 64.2 (M:64.2) 3 1 0 K.EDLYLKPIQR.T Dimethyl: 1, 6

3823 true 1452 1593.7988 1592.7806 1 6.83 265.92 29.67 52.9 (M:52.9) 2 1 0 R.ELPPDQAEYCIAR.M
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

3824 true 1452 1735.9713 1734.9657 1 -0.94 245.41 30.33 41.1 (M:41.1) 1 1 0 R.YPHLGQKPGGSDFLR.K Dimethyl:2H(4): 1, 7

3825 true 1453 1180.6981 1179.7016 1 -9.11 96.23 34.83 56.2 (M:56.2) 1 1 0 K.ELLQHPFLK.L Dimethyl: 1, 9



3826 false 1454 888.5249 887.5378 1 -22.68 630.57 30.33 18.1 (M:18.1) 1 8 0 R.LVEDKPR.S Dimethyl:2H(4): 5

3827 true 1454 1188.7476 1187.7518 1 -9.63 107.52 34.83 59.6 (M:59.6) 1 1 0 K.ELLQHPFLK.L Dimethyl:2H(4): 1, 9

3828 true 1454 1368.7803 1367.7711 1 1.44 222.5 34.17 42.9 (M:42.9) 1 1 1 K.RISGLIYEETR.G Dimethyl:2H(4): 1

3829 true 1454 1642.8031 1641.8297 1 -20.61 317.14 29.5 19.9 (M:19.9) 1 1 0 R.DQVIAVHIDNGFMR.K Dimethyl: 1

3830 true 1455 860.5343 859.5065 1 23.8 560.64 32.5 16.6 (M:16.6) 1 1 0 K.QPTIQNK.K Dimethyl:2H(4): 7



3831 false 1455 860.5343 859.5127 1 16.6 499.47 32.5 16.4 (M:16.4) 1 2 1 R.VKESITR.T Dimethyl: 1

3832 true 1455 1258.7559 1257.7594 1 -8.6 141.02 34.83 83.6 (M:83.6) 4 1 0 K.APILIATDVASR.G Dimethyl:2H(4): 1

3833 true 1455 1258.7559 1257.7594 1 -8.6 141.02 34.83 83.6 (M:83.6) 4 1 0 K.APILIATDVASR.G Dimethyl:2H(4): 1

3834 true 1455 1276.6841 1275.6835 1 -5.25 32 21.6 (M:21.6) 1 1 0 K.MATNTVYVFAK.K Dimethyl:2H(4): 11

3835 true 1456 862.5477 861.5222 1 21.19 687.27 32.5 18.1 (M:18.1) 1 50 1 1 K.KEPVTTR.Q Dimethyl:2H(4): 1



3836 false 1456 862.5477 861.5473 1 -7.97 409.61 32.5 15.7 (M:15.7) 1 3 0 K.QIIETAK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 7

3837 true 1456 2035.987 2034.9909 1 -5.47 212.46 29.67 114.2 (M:114.2) 2 1 0 R.GTVQPASNFNDDGDAQVLR.K Dimethyl:2H(4): 1

3838 true 1457 2145.0287 2144.0346 1 -6.12 223.82 29.5 67.8 (M:67.8) 2 1 1 R.QAQQERDELADEIANSSGK.G Dimethyl: 1, 19

3839 true 1458 918.5356 917.5335 1 -5.54 119.77 30.33 41.8 (M:41.8) 2 1 0 K.FSVSPVVR.V Dimethyl: 1

3840 true 1458 1139.5882 1138.5771 1 3.33 329.63 31.5 40.3 (M:40.3) 2 1 0 R.QDIAFAYQR.R Dimethyl: 1



3841 true 1458 1413.7449 1412.7412 1 -2.56 158.68 33.17 38.7 (M:38.7) 1 1 0 K.LINANFPTNPER.M Dimethyl: 1

3842 true 1459 922.5579 921.5586 1 -8.61 127.89 30.33 40.1 (M:40.1) 2 1 0 K.FSVSPVVR.V Dimethyl:2H(4): 1

3843 true 1459 1150.5787 1149.5778 1 -5.61 325.48 31.5 28.4 (M:28.4) 1 1 0 K.NQGDFSLSVR.V Dimethyl: 1

3844 true 1459 1417.7654 1416.7663 1 -5.75 253.23 33.17 32.3 (M:32.3) 1 1 0 K.LINANFPTNPER.M Dimethyl:2H(4): 1

3845 true 1459 2364.0879 2363.1007 1 -8.5 185.31 29.5 59.2 (M:59.2) 2 52.7 1 1
R.SMMQDREDQSILCTGESGAG
K.T

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 21



3846 true 1460 1154.6042 1153.6029 1 -5.23 389.51 31.5 35.9 (M:35.9) 1 1 0 K.NQGDFSLSVR.V Dimethyl:2H(4): 1

3847 true 1460 1290.7527 1289.7231 1 17.32 169.91 28.67 50.9 (M:50.9) 1 1 1 K.VLFDKDVNEK.N Dimethyl: 1, 5, 10

3848 true 1460 1988.2166 1987.226 1 -8.34 100.55 34.83 57.6 (M:57.6) 1 1 0 K.FQEHIIQAPKPLETIK.R
Dimethyl:2H(4): 1, 10, 
16

3849 true 1461 1125.5806 1124.5764 1 -2.77 334.62 28.83 40.2 (M:40.2) 1 1 0 K.FADLSEAANR.N Dimethyl:2H(4): 1

3850 true 1461 1162.6274 1161.6142 1 5.07 397.31 31.5 62.7 (M:62.7) 1 1 0 R.DAGLQLQAYR.Y Dimethyl: 1



3851 true 1462 1022.5052 1021.508 1 -9.84 95.11 29.67 15.1 (M:15.1) 1 1 0 R.LGLDYEER.V Dimethyl: 1

3852 false 1462 1175.6855 1174.6972 1 -16.14 116.25 37.17 17.7 (M:17.7) 1 4 1 R.GRISIEEAIR.N Dimethyl:2H(4): 1

3853 false 1463 1166.6402 1165.6393 1 -5.47 409.21 31.5 28.0 (M:28.0) 1 2 0 R.DAGLQLQAYR.Y Dimethyl:2H(4): 1

3854 true 1463 1171.5949 1170.5859 1 1.44 292.8 29 41.3 (M:41.3) 2 1 0 R.YYPTEDVPR.K Dimethyl:2H(4): 1

3855 true 1463 1351.769 1350.7507 1 8.11 257.92 29 54.0 (M:54.0) 1 1 0 K.QDLPALEEKPR.N Dimethyl: 1, 9



3856 true 1463 1351.769 1350.7507 1 8.11 257.92 29 54.0 (M:54.0) 1 1 0 K.QDLPALEEKPR.N Dimethyl: 1, 9

3857 true 1464 1480.6919 1479.6934 1 -5.95 240.43 33.17 45.3 (M:45.3) 1 1 0 R.MGPAMGQGMGAGIDR.M Dimethyl:2H(4): 1

3858 true 1464 1851.9891 1850.9862 1 -2.38 264.16 32.17 97.0 (M:97.0) 1 1 0 K.AASDIAMTELPPTHPIR.L Dimethyl:2H(4): 1

3859 true 1465 977.5669 976.5454 1 14.55 189.3 35.17 16.9 (M:16.9) 1 1 1 K.STITFPRR.I

3860 false 1465 1117.5791 1116.5753 1 -3.11 370.87 29.67 20.4 (M:20.4) 1 2 0 K.EQIYDVYR.Y Dimethyl:2H(4): 1



3861 true 1467 1249.6992 1248.6917 1 0.22 135.63 30.67 49.2 (M:49.2) 2 1 0 K.HSQFIGYPIR.L Dimethyl:2H(4): 1

3862 true 1468 2012.9484 2011.9422 1 -0.53 158.25 32.17 91.5 (M:91.5) 1 1 0 R.LTEADYLCSHLTDGPHR.V
Carbamidomethyl: 8; 
Dimethyl: 1

3863 true 1469 842.5089 841.5062 1 -5.37 441.82 31 42.5 (M:42.5) 1 1 0 R.HFILEK.S Dimethyl: 1, 6

3864 true 1469 1328.6382 1327.6383 1 -5.54 269.26 30.33 29.7 (M:29.7) 1 1 0 R.YHSLAPMYYR.G Dimethyl: 1

3865 true 1469 1609.8279 1608.826 1 -3.32 168 33.33 108.4 (M:108.4) 1 1 1 K.KAEAGAGAATEFQFR.G Dimethyl: 1, 1



3866 true 1469 2016.9724 2015.9673 1 -1.09 196.76 32.17 94.4 (M:94.4) 1 1 0 R.LTEADYLCSHLTDGPHR.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

3867 true 1470 1304.7301 1303.7388 1 -12.22 161.84 31.67 74.5 (M:74.5) 1 1 1 K.KFDQLLAEEK.N Dimethyl: 1, 1, 10

3868 true 1470 1359.7314 1358.7042 1 14.69 247.51 29.67 21.8 (M:21.8) 1 1 0 K.VIDPSTASSVDLR.D

3869 true 1470 1617.8778 1616.8762 1 -3.53 153.65 33.33 95.8 (M:95.8) 1 1 1 K.KAEAGAGAATEFQFR.G Dimethyl:2H(4): 1, 1

3870 true 1470 2028.0179 2027.0106 1 0.03 103.54 32 15.2 (M:15.2) 1 1 0 R.LQQVLQMESHIQSTSDR.I Dimethyl: 1



3871 true 1471 2032.0413 2031.0357 1 -0.83 108.21 32 27.3 (M:27.3) 1 1 0 R.LQQVLQMESHIQSTSDR.I Dimethyl:2H(4): 1

3872 true 1472 1637.9398 1636.9388 1 -3.85 106.58 33.17 31.0 (M:31.0) 1 1 1 K.QPYLQLAQDDKVR.Y Dimethyl:2H(4): 1, 11

3873 true 1473 971.5848 970.5811 1 -3.74 131.07 31.17 41.1 (M:41.1) 3 1 0 R.ITQLELAR.Q Dimethyl: 1

3874 true 1473 1518.7516 1517.7396 1 3.11 170.32 29.67 34.2 (M:34.2) 1 1 0 K.EVDEQMLNVQNK.N
Oxidation: 6; Dimethyl: 
1, 12

3875 true 1473 1518.7516 1517.7396 1 3.11 170.32 29.67 34.2 (M:34.2) 1 1 0 K.EVDEQMLNVQNK.N
Oxidation: 6; Dimethyl: 
1, 12



3876 true 1473 1518.7516 1517.7396 1 3.11 170.32 29.67 34.2 (M:34.2) 1 1 0 K.EVDEQMLNVQNK.N
Oxidation: 6; Dimethyl: 
1, 12

3877 true 1473 1992.1144 1991.0887 1 9.23 96.34 28.83 60.6 (M:60.6) 1 1 1 K.LENAILASDQNDKAAGAAR.E Dimethyl:2H(4): 1, 13

3878 false 1474 975.6063 974.6062 1 -7.43 79.22 31 17.1 (M:17.1) 1 9 1 R.VDLTKSPR.H
Dimethyl:2H(4): 1; 
Dimethyl: 5

3879 true 1474 975.6063 974.6062 1 -7.43 100.32 31 38.0 (M:38.0) 1 1 0 R.ITQLELAR.Q Dimethyl:2H(4): 1

3880 true 1474 1366.7368 1365.7439 1 -10.52 193.06 34.83 72.4 (M:72.4) 5 1 0 K.GCDVVVIPAGVPR.K
Carbamidomethyl: 2; 
Dimethyl: 1



3881 true 1475 1326.6775 1325.684 1 -10.44 235.7 32.83 79.8 (M:79.8) 2 1 0 R.AANFEQALAAHR.H Dimethyl: 1

3882 false 1475 1326.6775 1325.6939 1 -17.9 274.05 32.83 18.1 (M:18.1) 1 2 0 R.VGVPTVDLDAQGR.A

3883 true 1475 1477.7137 1476.7361 1 -20.08 335.14 31.33 49.3 (M:49.3) 1 1 0 K.HFYDGSEIVVAGR.F Dimethyl: 1

3884 true 1475 1663.8728 1662.8428 1 13.67 222.69 30.33 51.5 (M:51.5) 1 1 0 K.LGQQAFFYHSNCK.E
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 13

3885 true 1476 1454.6417 1453.6507 1 -11.22 333.57 29.67 17.1 (M:17.1) 1 1 0 R.AFSDDTLQMDQR.L Dimethyl: 1



3886 true 1477 1493.7522 1492.7559 1 -7.32 233.12 29.67 39.8 (M:39.8) 1 1 0 K.ILDSVGIETDDER.L Dimethyl:2H(4): 1

3887 true 1478 1546.7193 1545.7133 1 -0.83 175.19 29.83 18.5 (M:18.5) 1 1 0 K.YDPPLEDGAMPSAR.L Dimethyl: 1

3888 true 1480 1138.65 1137.6506 1 -6.95 325.15 31 20.9 (M:20.9) 1 1 0 R.GVPQQIELAR.H Dimethyl: 1

3889 true 1480 1385.8289 1384.834 1 -8.96 186.69 32.33 35.8 (M:35.8) 3 1 0 R.DNIQGITKPAIR.R
Dimethyl:2H(4): 1; 
Dimethyl: 8

3890 true 1480 1549.7058 1548.7177 1 -12.42 174.19 34.83 36.9 (M:36.9) 1 1 0 K.AHDGSVFTLCQMR.N
Carbamidomethyl: 10; 
Dimethyl: 1



3891 true 1480 1736.8562 1735.8563 1 -4.26 122.73 31.5 27.9 (M:27.9) 1 1 0 K.HAAPTLSISEPSDMPR.R Dimethyl: 1

3892 true 1482 927.5292 926.5011 1 22.49 111.05 29 24.4 (M:24.4) 1 1 0 K.SILYDER.S Dimethyl:2H(4): 1

3893 true 1482 1419.8061 1418.8031 1 -3.03 163.15 32.17 26.9 (M:26.9) 1 1 0 R.QAALSVAEQTITR.M Dimethyl:2H(4): 1

3894 true 1482 1773.0133 1772.0196 1 -7.66 108.74 33.33 37.4 (M:37.4) 1 1 0 K.LVSKPGELHEEPLLR.F Dimethyl: 1, 4

3895 true 1483 983.6016 982.5979 1 -3.63 124.91 32.67 33.8 (M:33.8) 1 1 0 R.FIVYSYK.Y Dimethyl:2H(4): 1, 7



3896 true 1483 1274.7316 1273.7292 1 -3.83 143.14 31.17 106.2 (M:106.2) 2 1 0 K.AGNLGGGVVTIER.S Dimethyl:2H(4): 1

3897 true 1483 1725.0019 1724.0113 1 -9.65 139.44 34.83 32.2 (M:32.2) 1 1 1 K.YIIHKYPSLELER.R Dimethyl:2H(4): 1, 5

3898 true 1484 1101.5278 1100.5138 1 6.11 264.92 29 46.4 (M:46.4) 1 1 0 R.STAEYFAER.L Dimethyl: 1

3899 true 1484 1696.8155 1695.8076 1 0.4 274.69 29.83 78.0 (M:78.0) 2 1 0 K.MDATANDVPSPYEVR.G Dimethyl:2H(4): 1

3900 true 1484 1806.0162 1805.0321 1 -12.8 189.78 34.83 67.2 (M:67.2) 1 1 1 R.MRIETLSSHIADIQK.E Dimethyl:2H(4): 1, 15



3901 true 1485 1105.5514 1104.5389 1 4.72 298.01 29 32.4 (M:32.4) 1 1 0 R.STAEYFAER.L Dimethyl:2H(4): 1

3902 true 1486 1855.9863 1854.9924 1 -7.21 216.39 35 136.4 (M:136.4) 1 1 0 K.LHVGNISPTCTNLELR.A
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

3903 true 1486 2031.9586 2030.9657 1 -7.1 160.66 29.67 105.9 (M:105.9) 2 1 0 R.GTVQPASNFNDDGDAQVLR.K Dimethyl: 1

3904 true 1487 1915.9956 1914.9952 1 -3.59 217.76 35.17 119.8 (M:119.8) 1 1 0 K.VTHAVVTVPAYFNDAQR.Q Dimethyl: 1

3905 true 1487 2124.0153 2123.0243 1 -7.65 206.64 29.67 74.2 (M:74.2) 1 1 0 R.INNVPAEGENEVNNELANR.M Dimethyl: 1



3906 true 1487 2834.2709 2833.2833 1 -6.96 183.6 32.17 62.0 (M:62.0) 1 1 0
R.NLKPVCGTDGSTYSNECGICLY
NR.E

Carbamidomethyl: 6, 
17, 20; Dimethyl: 1, 3

3907 true 1488 1160.7027 1159.6965 1 -0.88 294.23 32.83 57.9 (M:57.9) 1 1 0 K.QQLLIGAYAK.A Dimethyl: 1, 10

3908 true 1488 1920.0218 1919.0203 1 -3.02 300.6 35.17 119.5 (M:119.5) 1 1 0 K.VTHAVVTVPAYFNDAQR.Q Dimethyl:2H(4): 1

3909 true 1488 1938.0124 1937.0131 1 -4.15 155.16 33.17 40.1 (M:40.1) 1 1 0 K.MQRPPPVPNPDYEPIR.K Dimethyl:2H(4): 1

3910 true 1489 899.5273 898.5124 1 8.47 542.81 32.5 19.0 (M:19.0) 1 1 1 K.DKDPVNK.S Dimethyl: 1, 2, 7



3911 true 1489 1188.7091 1187.7026 1 -0.72 65.14 32.83 27.2 (M:27.2) 1 1 1 R.KAAALEFLNR.F Dimethyl: 1, 1

3912 false 1489 1247.6976 1246.7133 1 -18.42 59.78 28.83 16.2 (M:16.2) 1 6 1 R.SGTQSDKVTLK.G Dimethyl: 1, 7, 11

3913 true 1489 1946.875 1945.8808 1 -6.74 114.95 33.17 34.5 (M:34.5) 1 1 0 K.TPCSVLIGEACNPNACR.A
Carbamidomethyl: 3, 
11, 16; Dimethyl: 1

3914 false 1490 890.4718 889.4691 1 -5.18 120.15 29.83 25.1 (M:25.1) 1 3 0 R.AMAQNAIK.A
Oxidation: 2; Dimethyl: 
8

3915 true 1490 1049.6288 1048.6216 1 0 140.93 30.67 19.4 (M:19.4) 1 1 0 K.LLCIHPIR.Y
Carbamidomethyl: 3; 
Dimethyl: 1



3916 false 1491 705.4229 704.4221 1 -9.2 30.67 33.5 18.5 (M:18.5) 2 9 0 R.LEFLR.I Dimethyl: 1

3917 true 1491 705.4229 704.4221 1 -9.2 42.31 33.5 34.1 (M:34.1) 4 1 0 K.EIFLR.E Dimethyl: 1

3918 true 1491 705.4229 704.4221 1 -9.2 42.31 33.5 34.1 (M:34.1) 4 1 0 K.EIFLR.E Dimethyl: 1

3919 true 1491 705.4229 704.4221 1 -9.2 42.31 33.5 34.1 (M:34.1) 4 1 0 K.EIFLR.E Dimethyl: 1

3920 true 1491 1075.5857 1074.5995 1 -19.6 221.01 32.33 16.8 (M:16.8) 1 1 1 K.EELMEKLK.Q Dimethyl: 1, 8



3921 true 1492 709.4476 708.4472 1 -9.69 31.58 33.5 26.5 (M:26.5) 2 1 0 K.EIFLR.E Dimethyl:2H(4): 1

3922 false 1492 709.4476 708.4472 1 -9.69 50.84 33.5 16.5 (M:16.5) 1 6 0 R.LEFLR.I Dimethyl:2H(4): 1

3923 true 1492 709.4476 708.4472 1 -9.69 31.58 33.5 26.5 (M:26.5) 2 1 0 K.EIFLR.E Dimethyl:2H(4): 1

3924 true 1492 709.4476 708.4472 1 -9.69 31.58 33.5 26.5 (M:26.5) 2 1 0 K.EIFLR.E Dimethyl:2H(4): 1

3925 false 1492 1065.591 1064.5655 1 17.1 283.81 32.33 20.3 (M:20.3) 1 3 0 R.TAAQGLYWK.Q Dimethyl: 1



3926 false 1493 1357.7459 1356.7361 1 1.81 222.97 29.83 17.4 (M:17.4) 1 3 1 K.DSDLNAAQVKLR.E Dimethyl: 1

3927 true 1493 1357.7459 1356.7613 1 -16.72 159.36 29.83 35.3 (M:35.3) 1 1 1 K.DGIKEETIQLR.K Dimethyl: 1, 4

3928 true 1494 963.5586 962.5521 1 -0.82 69.74 32.17 33.9 (M:33.9) 2 1 0 K.GIIDCVVR.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

3929 true 1494 963.5586 962.5521 1 -0.82 69.74 32.17 33.9 (M:33.9) 2 1 0 K.GIIDCVVR.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

3930 true 1494 1051.5698 1050.5648 1 -2.13 254.46 30.17 34.1 (M:34.1) 2 1 0 K.GDYPLEAVR.M Dimethyl:2H(4): 1



3931 true 1494 1167.5779 1166.5608 1 8.41 254.91 29 37.3 (M:37.3) 1 1 0 R.YYPTEDVPR.K Dimethyl: 1

3932 true 1494 1182.6589 1181.6591 1 -6.32 112.96 35.17 66.8 (M:66.8) 1 1 0 R.SLHDAIMIVR.R Dimethyl: 1

3933 false 1494 1182.6589 1181.6594 1 -6.6 96.33 35.17 16.9 (M:16.9) 1 3 1 R.EYRDDILVK.A Dimethyl:2H(4): 1

3934 true 1494 1359.7523 1358.7228 1 16.39 224.28 28.83 32.7 (M:32.7) 1 1 1 R.EKLQEEMLQR.E Dimethyl: 1, 2

3935 false 1494 1359.7523 1358.7228 1 16.39 201.8 28.83 19.5 (M:19.5) 1 3 1 R.LANIDEEMLRK.A Dimethyl: 1



3936 true 1495 1019.5473 1018.5447 1 -4.67 138.38 31.17 31.4 (M:31.4) 1 1 0 R.ALLGDPSYR.E Dimethyl: 1

3937 true 1495 1186.6835 1185.6842 1 -6.66 69.81 35.17 66.8 (M:66.8) 1 1 0 R.SLHDAIMIVR.R Dimethyl:2H(4): 1

3938 false 1495 1280.8235 1279.8115 1 3.67 160.71 32.83 38.4 (M:38.4) 1 2 1 K.KVPSVPESLLK.R Dimethyl: 1, 1, 11

3939 false 1495 1280.8235 1279.7864 1 23.3 168.6 32.83 18.3 (M:18.3) 1 62.02 4 1 K.KNPQAVLDVLK.F Dimethyl: 1, 11

3940 true 1495 2624.3084 2623.313 1 -4.53 183.28 31.33 108.0 (M:108.0) 1 1 1
R.HFDCAYVYQNENEVGEGIQKK
.I

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 20, 
21



3941 false 1495 2624.3084 2623.313 1 -4.53 201.53 31.33 31.2 (M:31.2) 1 2 1
R.HFDCAYVYQNEKEVGDGIQQK
.I

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 12, 
21

3942 true 1496 1109.5691 1108.5665 1 -4.28 335.65 32.33 34.9 (M:34.9) 1 1 0 K.FAFQAEVNR.M Dimethyl: 1

3943 false 1496 1198.6628 1197.6652 1 -8.09 380.18 35.17 16.9 (M:16.9) 1 4 1 R.ARAHSIQIMK.V
Oxidation: 9; Dimethyl: 
10

3944 true 1496 1198.6628 1197.654 1 1.29 86 35.17 30.3 (M:30.3) 1 1 0 R.SLHDAIMIVR.R
Oxidation: 7; Dimethyl: 
1

3945 true 1497 1202.6799 1201.6791 1 -5.33 83.07 35.17 28.0 (M:28.0) 1 1 0 R.SLHDAIMIVR.R
Dimethyl:2H(4): 1; 
Oxidation: 7



3946 true 1497 1292.8968 1291.8868 1 2.05 163.91 32.67 51.4 (M:51.4) 1 1 1 K.KVPSVPESLLK.R Dimethyl:2H(4): 1, 1, 11

3947 true 1498 1047.6154 1046.6124 1 -4.07 165.15 32.17 46.4 (M:46.4) 1 1 1 K.AFLEDIRK.A Dimethyl: 1, 8

3948 true 1498 1522.7701 1521.7497 1 8.58 135.07 29 70.8 (M:70.8) 1 1 1 K.KDYEEIGPSICR.H
Carbamidomethyl: 11; 
Dimethyl: 1, 1

3949 true 1499 1070.6432 1069.6434 1 -6.97 230.1 31.33 37.9 (M:37.9) 1 1 0 R.IPVGPETLGR.I Dimethyl:2H(4): 1

3950 true 1499 1353.8146 1352.8056 1 1.29 204.47 30.5 26.6 (M:26.6) 1 1 0 K.GFVEFAAKPPAR.K Dimethyl:2H(4): 1, 8



3951 true 1499 1431.8144 1430.8155 1 -5.9 273.06 35.17 78.0 (M:78.0) 1 1 0 K.DLAGCIHGLANVK.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 13

3952 true 1499 1472.8757 1471.8623 1 4.16 284.16 32.67 29.7 (M:29.7) 1 1 0 K.QIGNVAALPGIVHR.S Dimethyl: 1

3953 true 1499 1530.8165 1529.7999 1 6.05 181.03 29 53.9 (M:53.9) 1 1 1 K.KDYEEIGPSICR.H
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 1

3954 true 1500 1074.588 1073.5869 1 -5.79 250.71 31.33 51.8 (M:51.8) 2 1 0 K.VPITAENFR.A Dimethyl: 1

3955 true 1500 1633.8069 1632.8088 1 -5.63 177.41 35.17 47.4 (M:47.4) 1 1 0 R.MQIMTHMPAAISDR.L Dimethyl:2H(4): 1



3956 true 1501 1077.5445 1076.5403 1 -2.85 265.12 31.17 36.2 (M:36.2) 1 1 0 K.HTNFVEFR.N Dimethyl: 1

3957 false 1501 1395.7414 1394.7092 1 17.83 306.53 30.5 16.3 (M:16.3) 1 2 1 K.LFADAEEEQRR.L Dimethyl:2H(4): 1

3958 true 1501 1677.9183 1676.921 1 -5.95 197.52 35.17 48.3 (M:48.3) 1 1 0 R.SPLAAQHGLGTSLLER.L Dimethyl: 1

3959 true 1502 1078.613 1077.6121 1 -5.82 278.36 31.33 42.8 (M:42.8) 1 1 0 K.VPITAENFR.A Dimethyl:2H(4): 1

3960 false 1502 1078.613 1077.5852 1 19.05 352.23 31.33 18.5 (M:18.5) 1 2 1 K.VNASAASMKK.K
Oxidation: 8; Dimethyl: 
9, 10



3961 true 1503 1081.5657 1080.5494 1 8.37 390.76 31.17 25.6 (M:25.6) 1 80.28 1 1 R.MIGMMLNKK.Y Oxidation: 4

3962 true 1503 1157.6236 1156.6452 1 -24.94 334.22 31.5 16.7 (M:16.7) 1 1 1 K.QEALDELRK.E Dimethyl: 1, 9

3963 true 1503 1525.7649 1524.7573 1 0.22 176.67 29.83 47.6 (M:47.6) 1 1 0 K.FLDEHPGGEEVLR.E Dimethyl: 1

3964 true 1503 1731.8576 1730.845 1 3.06 175.76 37.33 46.5 (M:46.5) 4 1 0 R.NVVTIFSAPNYCYR.C
Carbamidomethyl: 12; 
Dimethyl: 1

3965 true 1503 1851.9613 1850.9673 1 -7.16 201.26 35 83.4 (M:83.4) 1 1 0 K.LHVGNISPTCTNLELR.A
Carbamidomethyl: 10; 
Dimethyl: 1



3966 true 1504 1226.6962 1225.703 1 -11.51 86.88 31.17 19.3 (M:19.3) 1 1 0 K.ETQALVLAPTR.E Dimethyl: 1

3967 true 1504 1617.7823 1616.7644 1 6.61 157.07 29.5 78.7 (M:78.7) 1 1 1 R.YLMEEDEDAYKK.Q Dimethyl: 1, 11, 12

3968 true 1504 1735.8801 1734.8701 1 1.55 139.39 37.33 89.5 (M:89.5) 4 1 0 R.NVVTIFSAPNYCYR.C
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

3969 false 1505 860.5378 859.5127 1 20.74 435.42 37.67 18.2 (M:18.2) 1 6 0 K.SISISVAR.G Dimethyl: 1

3970 true 1506 1484.8323 1483.8432 1 -12.25 192.94 31.5 69.5 (M:69.5) 1 1 0 R.LVVPASQCGSLIGK.G
Carbamidomethyl: 8; 
Dimethyl: 1, 14



3971 true 1506 1670.886 1669.8887 1 -5.96 296.8 29.83 65.1 (M:65.1) 1 1 0 K.IEDLSQQAQLAAAEK.F Dimethyl: 1, 15

3972 true 1506 2156.0622 2155.0406 1 6.65 147.42 29 39.5 (M:39.5) 1 1 1 K.TIHFVEGGDAGNREDQINR.L Dimethyl: 1

3973 true 1507 1271.7391 1270.7245 1 5.78 98.39 34.33 29.2 (M:29.2) 1 1 0 R.TLNEVVIASAAR.T Dimethyl: 1

3974 true 1507 1316.8167 1315.8141 1 -3.56 239.18 31.67 55.3 (M:55.3) 1 1 1 K.KFDQLLAEEK.N Dimethyl:2H(4): 1, 1, 10

3975 true 1507 1533.8003 1532.8133 1 -13.25 151.8 32.83 29.6 (M:29.6) 1 1 0 K.AQLAEVMPSPHGIR.V Dimethyl: 1



3976 true 1507 1678.9506 1677.9389 1 2.66 254.49 29.83 65.2 (M:65.2) 1 1 0 K.IEDLSQQAQLAAAEK.F Dimethyl:2H(4): 1, 15

3977 true 1507 2160.0889 2159.0657 1 7.34 198.67 29 49.6 (M:49.6) 1 1 1 K.TIHFVEGGDAGNREDQINR.L Dimethyl:2H(4): 1

3978 true 1508 1275.7271 1274.7496 1 -23.33 106.49 34.33 36.6 (M:36.6) 1 1 0 R.TLNEVVIASAAR.T Dimethyl:2H(4): 1

3979 true 1508 1477.7947 1476.801 1 -9.22 308.04 32.33 22.0 (M:22.0) 1 1 1 K.ITEYLCEPLRK.C
Carbamidomethyl: 6; 
Dimethyl: 1, 11

3980 true 1508 1537.8246 1536.8384 1 -13.72 164.94 33 20.4 (M:20.4) 1 1 0 K.AQLAEVMPSPHGIR.V Dimethyl:2H(4): 1



3981 false 1509 821.4255 820.4113 1 8.47 457.57 33 18.4 (M:18.4) 1 3 0 K.ASDMLIR.Q Oxidation: 4

3982 true 1509 821.4255 820.4299 1 -14.21 238.68 33 31.7 (M:31.7) 4 93.04 1 0 R.VLGMMAR.T
Oxidation: 5; Dimethyl: 
1

3983 false 1509 821.4255 820.4187 1 -0.53 274.94 33 15.5 (M:15.5) 1 6 0 K.IAPMMAK.T
Oxidation: 4, 5; 
Dimethyl: 7

3984 true 1509 1050.5304 1049.5294 1 -6.02 210.45 35.33 77.3 (M:77.3) 1 1 0 R.DTHSLFFR.S Dimethyl: 1

3985 true 1510 837.4204 836.433 1 -23.72 396.48 33 32.8 (M:32.8) 1 1 0 R.SWDLER.Q Dimethyl:2H(4): 1



3986 false 1510 837.4204 836.428 1 -17.7 580.7 33 17.1 (M:17.1) 1 6 0 R.IYNDEK.N Dimethyl: 1, 6

3987 true 1510 1300.7721 1299.7824 1 -13.52 144.97 35.17 44.4 (M:44.4) 1 1 0 K.QMVIDVLHPGK.A Dimethyl:2H(4): 1, 11

3988 true 1510 1787.8027 1786.8052 1 -5.5 205.24 32.5 122.0 (M:122.0) 1 1 0 R.MMSNLCSQQDVFSGK.I
Carbamidomethyl: 6; 
Dimethyl: 1, 15

3989 true 1511 1552.8901 1551.8938 1 -7.08 233.59 31.5 109.9 (M:109.9) 1 1 1 K.SALGFEYKGEVEK.H Dimethyl:2H(4): 1, 8, 13

3990 true 1511 1802.9555 1801.9447 1 1.94 250.56 30.5 15.7 (M:15.7) 1 1 0 R.TMQSTQPVHPTQLFR.T Dimethyl:2H(4): 1



3991 true 1512 1663.8547 1662.8225 1 14.97 155.39 31.17 46.3 (M:46.3) 1 96.08 1 1 K.IDKTEYMVGSYGPR.A
Dimethyl:2H(4): 1; 
Oxidation: 7

3992 false 1513 914.5551 913.5484 1 -0.69 104.17 29 28.6 (M:28.6) 2 8 0 K.EVEQLIK.Q Dimethyl: 1, 7

3993 false 1513 914.5551 913.5597 1 -12.97 57.72 29 31.4 (M:31.4) 2 3 0 K.SIVGELLR.E Dimethyl: 1

3994 true 1513 1671.829 1670.8338 1 -7.21 243.9 31.33 98.7 (M:98.7) 3 1 1 K.IDKTEYMVGSYGPR.A Dimethyl: 1, 3

3995 true 1514 1679.8797 1678.884 1 -6.89 237.17 31.33 85.4 (M:85.4) 4 1 1 K.IDKTEYMVGSYGPR.A Dimethyl:2H(4): 1, 3



3996 true 1514 1680.8621 1679.8603 1 -3.26 160.21 31.5 27.5 (M:27.5) 1 1 1 R.AQRIEYDCELVPR.R
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

3997 true 1515 1364.7529 1363.746 1 -0.26 204.28 34.33 36.1 (M:36.1) 1 1 1 K.RISGLIYEETR.G Dimethyl: 1

3998 true 1515 2092.0776 2091.0749 1 -2.18 201.07 32.5 85.0 (M:85.0) 1 1 0
K.GDGPVEGVIHFQQQGSGPVK.
V Dimethyl: 1, 20

3999 true 1516 2100.1292 2099.1251 1 -1.5 226.34 32.5 107.1 (M:107.1) 1 1 0
K.GDGPVEGVIHFQQQGSGPVK.
V Dimethyl:2H(4): 1, 20

4000 true 1516 2335.2896 2334.2746 1 3.32 148.14 30.5 74.9 (M:74.9) 2 1 0 R.LLAQQSLNQQYLNHPPPVSR.S Dimethyl:2H(4): 1



4001 true 1516 2441.1869 2440.2045 1 -10.19 165.97 31.33 80.7 (M:80.7) 1 1 1 R.THMQDLKDVTNNVHYENYR.S Dimethyl:2H(4): 1, 7

4002 false 1517 863.546 862.5426 1 -4.41 30.17 15.9 (M:15.9) 1 50 3 1 K.KQSLLDK.G Dimethyl:2H(4): 1

4003 true 1517 1109.6316 1108.6281 1 -3.4 324.13 32.83 45.2 (M:45.2) 2 1 0 R.QIFNGTFVK.L Dimethyl: 1, 9

4004 true 1517 1407.7545 1406.7518 1 -3.2 164.4 33.5 37.5 (M:37.5) 1 1 1 K.TRLEQEIATYR.R Dimethyl: 1

4005 true 1517 1407.7545 1406.7518 1 -3.2 164.4 33.5 37.5 (M:37.5) 1 1 1 K.TRLEQEIATYR.R Dimethyl: 1



4006 true 1517 2807.557 2806.5367 1 4.65 130.66 30.67 107.5 (M:107.5) 1 1 0
R.VLKPPGGGSSNLFGSAEEVSSS
SKPHR.M Dimethyl:2H(4): 1, 3, 24

4007 true 1518 1014.5437 1013.5393 1 -2.83 117.38 29.33 31.6 (M:31.6) 2 1 0 R.LTPEEIER.M Dimethyl: 1

4008 true 1518 1117.6798 1116.6783 1 -5.13 281.36 32.83 41.6 (M:41.6) 2 1 0 R.QIFNGTFVK.L Dimethyl:2H(4): 1, 9

4009 false 1518 1129.6273 1128.6365 1 -14.59 285.38 29 16.0 (M:16.0) 1 2 0 R.IPMVGLGTWK.A Dimethyl: 10

4010 true 1518 1459.7907 1458.793 1 -6.54 263.64 33.5 27.5 (M:27.5) 1 1 1 K.LQTADIEEIKSGK.L Dimethyl: 13



4011 false 1519 788.4037 787.3875 1 11.41 672.82 30.83 18.4 (M:18.4) 2 5 0 R.DSQGHGR.E Dimethyl:2H(4): 1

4012 true 1519 788.4037 787.4017 1 -6.65 389.12 30.83 36.7 (M:36.7) 2 1 0 R.FYAFGR.V Dimethyl: 1

4013 false 1519 944.5403 943.5338 1 -0.92 222.12 30.33 20.7 (M:20.7) 1 9 1 R.KNELEQK.M Dimethyl: 1, 7

4014 true 1519 944.5403 943.5338 1 -0.92 184.91 30.33 42.9 (M:42.9) 2 1 0 K.ELSDIALR.I Dimethyl: 1

4015 true 1519 2454.4115 2453.4093 1 -2.08 150.64 32.33 66.3 (M:66.3) 1 1 1
K.LKEHVEVVQQQTPGLTSEVLR.
T Dimethyl:2H(4): 1, 2



4016 true 1520 792.4285 791.4268 1 -7.05 341.28 30.83 33.7 (M:33.7) 2 1 0 R.FYAFGR.V Dimethyl:2H(4): 1

4017 true 1521 947.4799 946.48 1 -7.75 145.27 31.5 37.6 (M:37.6) 1 1 0 R.AYAEFYK.N Dimethyl: 1, 7

4018 true 1521 1734.9929 1734.004 1 -10.56 146.12 33.33 32.6 (M:32.6) 2 1 0 R.LLELGPKPEVAQQTR.K Dimethyl: 1, 7

4019 true 1522 1320.9032 1319.893 1 2.19 229.17 32.83 21.3 (M:21.3) 1 1 1 K.KNPQAVLDVLK.F Dimethyl:2H(4): 1, 1, 11

4020 true 1522 1743.0522 1742.0542 1 -5.32 122.91 33.33 51.7 (M:51.7) 2 1 0 R.LLELGPKPEVAQQTR.K Dimethyl:2H(4): 1, 7



4021 true 1522 1984.0851 1983.1014 1 -11.86 123.01 32.83 76.1 (M:76.1) 1 1 0 R.IIHGNQIATNGVVHVIDR.V Dimethyl: 1

4022 true 1523 2299.1977 2298.2171 1 -11.59 128.92 33 34.5 (M:34.5) 1 1 0 K.AIQQQLVYQQHHTQFLER.L Dimethyl:2H(4): 1

4023 true 1524 956.5244 955.5239 1 -7.11 148.17 31.33 31.0 (M:31.0) 1 1 0 R.HDGAFLIR.E Dimethyl: 1

4024 true 1524 1011.5689 1010.5661 1 -4.46 151.48 30.83 54.4 (M:54.4) 2 1 0 R.HGSLGFLPR.K Dimethyl: 1

4025 true 1524 1313.7524 1312.7351 1 7.67 220.1 29 61.5 (M:61.5) 1 1 1 K.KEEELQAALAR.V Dimethyl: 1, 1



4026 true 1525 960.5409 959.5491 1 -16.07 133.93 31.33 21.7 (M:21.7) 1 1 0 R.HDGAFLIR.E Dimethyl:2H(4): 1

4027 false 1525 1024.4496 1023.4655 1 -22.67 205.94 30.17 26.4 (M:26.4) 1 2 0 K.DSTSVMGQR.E
Oxidation: 6; Dimethyl: 
1

4028 true 1525 1321.8009 1320.7853 1 6.3 202.82 29 26.6 (M:26.6) 1 1 1 K.KEEELQAALAR.V Dimethyl:2H(4): 1, 1

4029 true 1525 1354.6279 1353.6201 1 0.41 192.5 29.33 48.2 (M:48.2) 1 1 0 K.YGGDDIPSSPYR.I Dimethyl: 1

4030 false 1526 887.5528 886.5422 1 3.65 378.75 33.17 20.4 (M:20.4) 2 3 1 R.ACKLAIR.E
Carbamidomethyl: 2; 
Dimethyl: 1, 3



4031 true 1526 987.5197 986.5219 1 -9.59 147.28 31.33 20.0 (M:20.0) 1 1 0 K.GLMPDGTIR.F Dimethyl: 1

4032 true 1526 1382.7062 1381.6816 1 12.56 274.69 30 49.3 (M:49.3) 1 1 0 K.FYEEVHELER.K Dimethyl:2H(4): 1

4033 true 1526 1503.7659 1502.7577 1 0.67 124.85 29.33 97.3 (M:97.3) 2 1 0 R.ELVQNLTTTEDGR.I Dimethyl: 1

4034 true 1527 991.5458 990.547 1 -8.55 118.93 31.33 22.1 (M:22.1) 1 1 0 K.GLMPDGTIR.F Dimethyl:2H(4): 1

4035 true 1527 1507.7907 1506.7828 1 0.46 80.53 29.33 105.5 (M:105.5) 2 1 0 R.ELVQNLTTTEDGR.I Dimethyl:2H(4): 1



4036 true 1528 1151.7307 1150.7314 1 -6.94 368.6 30.83 42.3 (M:42.3) 1 1 1 K.LRVDPVNFK.L Dimethyl:2H(4): 1, 9

4037 true 1528 1785.0741 1784.0626 1 2.38 96.76 37.67 49.0 (M:49.0) 1 1 0 K.NNPPTLLGEFSKPFK.E
Dimethyl:2H(4): 1, 12, 
15

4038 true 1528 2599.293 2598.2827 1 1.16 115.6 33.5 23.6 (M:23.6) 1 1 0
R.TSRPENPVIYNNNEDFHIGQAK
.V Dimethyl: 1, 22

4039 true 1529 1055.5868 1054.5924 1 -12.18 190.89 33.83 35.2 (M:35.2) 1 1 0 R.LADFGVLHR.N Dimethyl: 1

4040 true 1529 1629.8746 1628.8749 1 -4.61 186.41 33.17 43.4 (M:43.4) 1 1 0 K.YNPYLIPVHCVAK.R
Carbamidomethyl: 10; 
Dimethyl: 1, 13



4041 true 1529 2261.1062 2260.1022 1 -1.47 244.19 29.33 47.5 (M:47.5) 2 1 1 K.EVFGDTLNESRDPDRPPER.Y Dimethyl:2H(4): 1

4042 true 1529 2607.3441 2606.3329 1 1.5 167.74 33.5 58.2 (M:58.2) 1 1 0
R.TSRPENPVIYNNNEDFHIGQAK
.V Dimethyl:2H(4): 1, 22

4043 true 1530 2756.4292 2755.4203 1 0.57 274.64 33.5 33.1 (M:33.1) 1 1 0
K.VLTPTQVQHRPTSIEWDGCDP
QK.L

Carbamidomethyl: 19; 
Dimethyl:2H(4): 1, 23

4044 false 1531 805.4498 804.4415 1 1.23 206.47 33.67 18.2 (M:18.2) 1 9 0 K.MVENIK.Q
Oxidation: 1; Dimethyl: 
1, 6

4045 false 1531 805.4498 804.4494 1 -8.54 316.41 33.67 31.4 (M:31.4) 2 2 0 K.VEFNIR.K Dimethyl: 1



4046 false 1531 805.4498 804.4494 1 -8.54 330.15 33.67 28.4 (M:28.4) 1 3 0 R.DIFVQR.E Dimethyl: 1

4047 false 1531 890.547 889.5273 1 13.94 585.06 37.83 20.5 (M:20.5) 2 2 0 K.AQFDLLK.N Dimethyl: 1, 7

4048 true 1531 1169.6376 1168.6331 1 -2.36 377.84 30.83 25.0 (M:25.0) 1 1 0 K.FFLSHPAYR.H Dimethyl:2H(4): 1

4049 false 1531 1190.6466 1189.6303 1 7.64 389.16 30.17 16.0 (M:16.0) 1 4 0 R.AASSATAAATAAAK.K Dimethyl: 14

4050 true 1531 1190.6466 1189.6377 1 1.43 393.12 30.17 17.2 (M:17.2) 1 1 0 R.AATNMVVIEAK.M
Oxidation: 5; Dimethyl: 
11



4051 true 1531 1211.6084 1210.6016 1 -0.36 129.43 32.67 49.9 (M:49.9) 1 1 0 K.FNVTTVDMTR.K Dimethyl: 1

4052 false 1532 914.5616 913.5687 1 -15.73 93.64 37.83 15.7 (M:15.7) 2 2 0 K.WVTHLVK.K Dimethyl:2H(4): 7

4053 true 1532 1505.7607 1504.7683 1 -9.91 96.05 29 42.7 (M:42.7) 1 1 1 K.NMYEEEIKETR.R Dimethyl:2H(4): 1, 8

4054 true 1532 1839.8669 1838.8734 1 -7.46 258.75 31.67 86.0 (M:86.0) 1 1 0 R.HVDNIMFENHTIADR.F Dimethyl: 1

4055 true 1533 1227.6152 1226.6118 1 -3.13 111.9 33.5 85.2 (M:85.2) 1 1 0 K.YFVDAGAMAVR.R Dimethyl: 1



4056 false 1533 1643.8657 1642.8275 1 18.84 253.15 29.17 15.4 (M:15.4) 1 9 1 R.AGDRLLEVDGTNVER.E

4057 true 1533 1643.8657 1642.8526 1 3.54 160.69 29.17 82.8 (M:82.8) 1 1 1 R.TNEKVELQELNDR.F Dimethyl: 1, 4

4058 true 1533 1643.8657 1642.8526 1 3.54 160.69 29.17 82.8 (M:82.8) 1 1 1 R.TNEKVELQELNDR.F Dimethyl: 1, 4

4059 true 1533 1843.8912 1842.8985 1 -7.9 243.61 31.67 40.3 (M:40.3) 1 1 0 R.HVDNIMFENHTIADR.F Dimethyl:2H(4): 1

4060 true 1534 1154.6255 1153.6244 1 -5.38 359.94 31.5 23.4 (M:23.4) 1 1 0 K.HPDYAILAAR.I Dimethyl: 1



4061 true 1534 1229.6237 1228.6412 1 -20.14 154.35 30.33 37.4 (M:37.4) 1 1 0 R.QSVEADINGLR.R Dimethyl: 1

4062 true 1534 1651.9164 1650.9028 1 3.82 196 29.17 41.6 (M:41.6) 1 1 1 R.TNEKVELQELNDR.F Dimethyl:2H(4): 1, 4

4063 true 1534 1651.9164 1650.9028 1 3.82 196 29.17 41.6 (M:41.6) 1 1 1 R.TNEKVELQELNDR.F Dimethyl:2H(4): 1, 4

4064 true 1534 1855.0468 1854.0429 1 -1.81 216.69 33 48.1 (M:48.1) 1 1 1 R.KFNALFAQGNYSEAAK.V Dimethyl:2H(4): 1, 1, 16

4065 true 1535 989.5081 988.5189 1 -18.31 94.04 29.5 48.4 (M:48.4) 1 1 0 K.DLESLTQR.Y Dimethyl: 1



4066 true 1535 1253.706 1252.7027 1 -3.21 196.95 30.17 76.8 (M:76.8) 1 1 0 R.VVDALGNPIDGK.G Dimethyl: 1, 12

4067 true 1536 1257.6726 1256.6612 1 3.28 216 30.33 88.8 (M:88.8) 2 1 0 R.LDIDSEPTIAR.N Dimethyl: 1

4068 true 1537 1271.5904 1270.583 1 0.08 243.01 30.17 51.9 (M:51.9) 2 1 0 K.FEDYLNAESR.V Dimethyl: 1

4069 true 1537 1465.7751 1464.7685 1 -0.47 272.74 32.67 64.4 (M:64.4) 1 1 0 R.IGNLQHDLSDGLR.L Dimethyl: 1

4070 true 1537 1758.9358 1757.9159 1 7.15 157.14 29 38.9 (M:38.9) 2 1 1 K.QALESERAELSNEVK.V Dimethyl: 1, 15



4071 true 1538 965.5061 964.5052 1 -6.56 134.6 32 43.0 (M:43.0) 1 1 0 K.CGDLVFAK.M
Carbamidomethyl: 1; 
Dimethyl: 1, 8

4072 false 1538 965.5061 964.5065 1 -7.94 123.3 32 19.4 (M:19.4) 1 3 1 -.MWRVFAR.R

4073 true 1538 1282.714 1281.7056 1 0.84 183.99 30.33 28.6 (M:28.6) 1 1 0 K.VDFPQDQLEK.L Dimethyl:2H(4): 1, 10

4074 true 1538 1766.9883 1765.9662 1 8.44 191.83 29 68.1 (M:68.1) 1 1 1 K.QALESERAELSNEVK.V Dimethyl:2H(4): 1, 15

4075 true 1539 971.527 970.5236 1 -3.99 153.83 32 27.9 (M:27.9) 1 1 0 K.HELIEFR.R Dimethyl: 1



4076 true 1539 1358.6766 1357.6838 1 -10.59 194.91 30.17 22.9 (M:22.9) 2 1 0 R.GATQQILDEAER.S Dimethyl: 1

4077 true 1539 1371.816 1370.7882 1 15 192.21 31.67 23.8 (M:23.8) 4 83.24 1 1 R.AKATTALQAELAR.A Dimethyl: 1

4078 true 1540 1313.706 1312.6987 1 0.01 158.52 30.17 26.4 (M:26.4) 1 1 0 K.NIEDVIAQGNGK.L Dimethyl: 1, 12

4079 true 1540 1415.7972 1414.783 1 4.86 331.23 31.33 71.9 (M:71.9) 1 1 0 R.GNQALAAGDIGAAVR.H Dimethyl:2H(4): 1

4080 true 1540 1517.8157 1516.8038 1 3.03 158.66 30.67 66.6 (M:66.6) 1 1 0 R.SQPIYIQFSNHK.E Dimethyl: 1, 12



4081 true 1541 1525.8606 1524.854 1 -0.48 132.74 30.67 61.6 (M:61.6) 1 1 0 R.SQPIYIQFSNHK.E Dimethyl:2H(4): 1, 12

4082 true 1542 1379.7652 1378.7344 1 17.08 195.37 30.67 23.4 (M:23.4) 1 1 0 K.SIAPSIYGSTDIK.K Dimethyl: 13

4083 true 1542 1847.0445 1846.0288 1 4.56 215.25 29.17 27.6 (M:27.6) 1 1 1 R.EREVGIPPEQSLETAK.A Dimethyl:2H(4): 1, 16

4084 true 1543 1049.6407 1048.6393 1 -5.62 193.25 35.5 30.8 (M:30.8) 1 1 0 R.GHILAIIER.R Dimethyl: 1

4085 true 1543 1428.8403 1427.7984 1 24.22 254.63 31.33 33.3 (M:33.3) 1 97.62 1 0 K.QGIANLSAEVASLK.R Dimethyl: 14



4086 false 1544 1430.8489 1429.8214 1 14.11 247.88 31.33 17.3 (M:17.3) 1 5 0 R.IVSQLLTLMDGLK.Q

4087 true 1544 1573.828 1572.8133 1 4.73 158 30.83 31.9 (M:31.9) 1 1 0 K.LAQSNGWGVMVSHR.S Dimethyl:2H(4): 1

4088 true 1544 2042.8755 2041.8588 1 4.57 131.82 29 49.9 (M:49.9) 1 1 0 R.GGQAYCEEDYHQAFSPR.C
Carbamidomethyl: 6; 
Dimethyl: 1

4089 true 1545 1062.6542 1061.6535 1 -6.25 95.73 38 33.7 (M:33.7) 1 1 0 R.NLILSAFPR.N Dimethyl:2H(4): 1

4090 true 1545 1844.0008 1842.9952 1 -0.91 201.54 32.67 21.1 (M:21.1) 1 1 0 R.EQLEHLNPIAQPLASR.K Dimethyl: 1



4091 true 1545 2046.8996 2045.8839 1 4.11 125.12 29 54.6 (M:54.6) 1 1 0 R.GGQAYCEEDYHQAFSPR.C
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4092 true 1546 1063.6241 1062.6073 1 8.89 170.79 33.33 38.0 (M:38.0) 1 1 0 K.FNILGTNTK.V Dimethyl: 1, 9

4093 true 1546 1063.6241 1062.6073 1 8.89 170.79 33.33 38.0 (M:38.0) 1 1 0 K.FNILGTNTK.V Dimethyl: 1, 9

4094 true 1546 1144.6454 1143.6478 1 -8.42 308.92 38.33 36.7 (M:36.7) 1 1 0 M.TTQYGILFK.Q
Dimethyl:2H(4): 9; 
Acetyl: 1

4095 false 1546 1144.6454 1143.6412 1 -2.72 279.09 38.33 19.7 (M:19.7) 1 61.48 2 1 K.FMKLYGTPR.N Dimethyl:2H(4): 1



4096 true 1546 1386.7445 1385.7456 1 -6.04 285.55 35.5 38.8 (M:38.8) 1 1 0 R.FIIPHTQEAFR.T Dimethyl: 1

4097 false 1546 1639.7847 1638.7784 1 -0.59 408.02 30.17 20.4 (M:20.4) 2 56.19 3 1 R.AEACGNGKSTGYQIR.L
Carbamidomethyl: 4; 
Dimethyl: 8

4098 true 1546 1639.7847 1638.7675 1 6.06 291.31 30.17 94.0 (M:94.0) 2 1 1 M.ADKEAAFDDAVEER.V
Dimethyl:2H(4): 3; 
Acetyl: 1

4099 true 1547 1068.5857 1067.5764 1 1.9 214.34 33.17 22.6 (M:22.6) 1 1 0 R.YQGGFLISR.L Dimethyl: 1

4100 true 1547 2305.0884 2304.0771 1 1.77 175.02 32.67 78.0 (M:78.0) 1 1 0 R.FQSSHHESNLTSLDQYVER.M Dimethyl: 1



4101 true 1548 1393.587 1392.5842 1 -3.25 341.06 32 90.9 (M:90.9) 1 1 0 K.CDPAGYYCGFK.A
Carbamidomethyl: 1, 8; 
Dimethyl: 1, 11

4102 true 1548 2309.1087 2308.1022 1 -0.34 186.59 32.67 120.3 (M:120.3) 1 1 0 R.FQSSHHESNLTSLDQYVER.M Dimethyl:2H(4): 1

4103 true 1549 1196.7107 1195.7077 1 -3.6 66.17 38.17 38.3 (M:38.3) 1 1 0 R.NPGVVFLPGLR.S Dimethyl: 1

4104 true 1549 2364.1561 2363.1444 1 1.89 156.43 32.67 56.3 (M:56.3) 1 1 0
R.QPYAVSELAGHQTSAESWGT
GR.A Dimethyl:2H(4): 1

4105 true 1550 1200.7353 1199.7328 1 -4.02 60.53 38.17 16.6 (M:16.6) 2 1 0 R.NPGVVFLPGLR.S Dimethyl:2H(4): 1



4106 true 1551 835.4385 834.4236 1 9.19 301.23 29.33 33.1 (M:33.1) 1 1 0 K.ELEFGGR.F Dimethyl: 1

4107 true 1551 944.5592 943.5603 1 -8.92 124.5 30.83 20.5 (M:20.5) 1 1 1 R.LRVEFPR.S Dimethyl: 1

4108 true 1551 1190.7049 1189.7121 1 -12.16 119.86 33.83 15.5 (M:15.5) 1 1 0 R.QPLALNIAYR.R Dimethyl:2H(4): 1

4109 true 1551 1757.9961 1756.9888 1 -0.02 153.25 30.17 75.3 (M:75.3) 2 1 1 K.KVEEAEPEEFVVEK.V Dimethyl:2H(4): 1, 1, 14

4110 true 1551 1888.9318 1887.9261 1 -0.86 170.82 33.5 47.6 (M:47.6) 2 1 0 K.EAYMGNVLQAGQGQAPAR.Q Dimethyl: 1



4111 true 1551 2091.1194 2090.1017 1 5.02 181.6 35.5 81.5 (M:81.5) 1 1 0 K.SVVLMSHLGRPDGVPMPDK.F Dimethyl: 1, 19

4112 true 1552 948.5849 947.5854 1 -8.26 129.16 30.83 26.7 (M:26.7) 1 1 1 R.LRVEFPR.S Dimethyl:2H(4): 1

4113 true 1552 1205.6678 1204.6564 1 3.44 83.45 33.17 24.8 (M:24.8) 1 1 0 K.FNASQLITQR.A Dimethyl: 1

4114 true 1552 1687.8196 1686.8287 1 -9.69 247.78 31.33 36.4 (M:36.4) 1 1 1 K.IDKTEYMVGSYGPR.A
Oxidation: 7; Dimethyl: 
1, 3

4115 true 1552 1782.8472 1781.8254 1 8.14 225.07 30.17 22.9 (M:22.9) 1 1 0 K.FSNQETCVEIGESVR.G
Carbamidomethyl: 7; 
Dimethyl: 1



4116 true 1552 1981.9495 1980.9195 1 11.48 119.24 30.17 38.7 (M:38.7) 1 1 1 K.LAEQAERYDDMASCMK.S
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 16

4117 true 1552 2099.1692 2098.1519 1 4.81 176.93 35.5 32.4 (M:32.4) 1 1 0 K.SVVLMSHLGRPDGVPMPDK.F Dimethyl:2H(4): 1, 19

4118 true 1553 1209.6896 1208.6815 1 0.68 71.91 33.17 21.5 (M:21.5) 1 1 0 K.FNASQLITQR.A Dimethyl:2H(4): 1

4119 true 1553 1786.8991 1785.8505 1 23.11 235.64 30.17 17.5 (M:17.5) 1 1 0 K.FSNQETCVEIGESVR.G
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4120 true 1553 2720.3626 2719.3616 1 -2.32 205.57 32.5 87.6 (M:87.6) 1 1 1
K.NIDDGTSDRPYSHALVAGIDRY
PR.K Dimethyl:2H(4): 1



4121 true 1554 1695.869 1694.8789 1 -10.15 125.35 31.33 35.0 (M:35.0) 1 1 1 K.IDKTEYMVGSYGPR.A
Dimethyl:2H(4): 1, 3; 
Oxidation: 7

4122 true 1554 1764.9069 1763.9107 1 -6.3 147.28 33 24.5 (M:24.5) 1 1 0 K.YGAHNYHPLPVALER.G Dimethyl: 1

4123 true 1554 2078.9889 2077.9789 1 1.3 140.37 33.5 73.4 (M:73.4) 1 1 0 R.GLSLTTPGESDGFCANHQR.V
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

4124 true 1555 748.4313 747.4279 1 -5.22 175.28 33.83 44.7 (M:44.7) 2 1 0 R.IFDLGR.K Dimethyl: 1

4125 true 1555 1099.639 1098.6437 1 -10.94 345.58 31 26.0 (M:26.0) 1 1 0 K.AANLPLPGYK.A Dimethyl: 1, 10



4126 false 1555 1238.6285 1237.6125 1 7 188.02 35.83 19.2 (M:19.2) 1 5 1 K.GCAEKSDFIR.-
Carbamidomethyl: 2; 
Dimethyl: 1, 5

4127 true 1555 1238.6285 1237.6244 1 -2.6 120.53 35.83 56.8 (M:56.8) 1 1 0 K.FYVHNDIFR.Y Dimethyl: 1

4128 false 1555 1238.6285 1237.606 1 12.27 156.71 35.83 17.1 (M:17.1) 1 10 0 R.HEHQLMLMR.Q
Oxidation: 8; Dimethyl: 
1

4129 true 1555 1768.9299 1767.9358 1 -7.49 205.93 33.17 23.4 (M:23.4) 1 1 0 K.YGAHNYHPLPVALER.G Dimethyl:2H(4): 1

4130 true 1555 1872.9884 1871.984 1 -1.57 290.15 30.17 44.6 (M:44.6) 1 1 1 K.ILDSVGIETDDERLNK.V Dimethyl: 1, 16



4131 false 1556 1060.6355 1059.6111 1 16.16 150.34 29.33 18.9 (M:18.9) 1 9 1 K.IRMLDGTVK.T Dimethyl: 9

4132 true 1556 1242.6532 1241.6495 1 -2.92 142.62 35.83 47.8 (M:47.8) 1 1 0 K.FYVHNDIFR.Y Dimethyl:2H(4): 1

4133 true 1556 1501.8303 1500.8284 1 -3.61 107.93 38 33.8 (M:33.8) 1 1 0 R.NMLQFSMQTLPK.S Dimethyl:2H(4): 1, 12

4134 true 1556 1784.0011 1783.008 1 -7.94 190.9 31.33 107.1 (M:107.1) 1 1 1 K.VYVGNLGTGAGKGELER.A Dimethyl:2H(4): 1, 12

4135 true 1556 1784.0011 1783.008 1 -7.94 190.9 31.33 107.1 (M:107.1) 1 1 1 K.VYVGNLGTGAGKGELER.A Dimethyl:2H(4): 1, 12



4136 true 1558 709.3619 708.3402 1 20.32 27.57 38.33 18.4 (M:18.4) 1 1 0 R.SSTGTTR.K

4137 true 1558 993.5378 992.544 1 -13.64 108.51 29.5 30.0 (M:30.0) 2 1 0 K.DLESLTQR.Y Dimethyl:2H(4): 1

4138 true 1558 1143.6782 1142.6812 1 -8.97 271.39 30.83 24.2 (M:24.2) 2 1 1 K.LRVDPVNFK.L Dimethyl: 1, 9

4139 true 1558 2122.0495 2121.031 1 5.29 306.87 30.33 111.6 (M:111.6) 2 1 0
R.ESTGAQVQVAGDMLPNSTER.
A Dimethyl:2H(4): 1

4140 false 1559 861.5332 860.5371 1 -13 514.36 30.5 24.9 (M:24.9) 1 4 0 K.FGDLILK.A Dimethyl: 1, 7



4141 true 1559 903.5137 902.5226 1 -17.84 146.97 34.17 18.7 (M:18.7) 1 1 0 K.FLEPTLR.L Dimethyl: 1

4142 true 1563 1045.5567 1044.5638 1 -13.73 197.66 30.5 22.3 (M:22.3) 1 1 0 K.VLEGMDVVR.K Dimethyl: 1

4143 true 1563 1255.7577 1254.7576 1 -5.73 145.71 31.33 24.6 (M:24.6) 2 1 0 K.DRPFYPGLVK.Y Dimethyl:2H(4): 1, 10

4144 false 1564 1072.5478 1071.5673 1 -24.96 240.98 30.33 20.9 (M:20.9) 1 4 1 R.LAAELEDRR.Q

4145 false 1564 1092.6282 1091.5975 1 21.41 178.53 33.83 16.1 (M:16.1) 1 9 1 R.ALYEAGEKR.K Dimethyl: 1, 8



4146 true 1564 1092.6282 1091.6227 1 -1.61 204.76 33.83 63.2 (M:63.2) 3 1 0 K.VLTSFGDAVK.N Dimethyl: 1, 10

4147 true 1564 1263.6643 1262.6659 1 -7.07 165.74 35.83 61.9 (M:61.9) 1 1 0 K.DSTGHVGFIFK.N Dimethyl: 1, 11

4148 true 1564 1332.6147 1331.614 1 -4.91 171.23 29.83 93.0 (M:93.0) 2 1 0 -.ASGVQVADEVCR.I
Carbamidomethyl: 11; 
Acetyl: 1

4149 true 1565 1080.5429 1079.54 1 -4.07 196.78 32.83 35.2 (M:35.2) 1 1 0 K.NTPAFFAER.L Dimethyl: 1

4150 true 1565 1100.6788 1099.6729 1 -1.26 231.7 33.83 66.3 (M:66.3) 3 1 0 K.VLTSFGDAVK.N Dimethyl:2H(4): 1, 10



4151 true 1566 1084.5735 1083.5651 1 1 242.85 32.83 28.9 (M:28.9) 1 1 0 K.NTPAFFAER.L Dimethyl:2H(4): 1

4152 true 1566 1184.638 1183.635 1 -3.57 115.53 33.83 29.4 (M:29.4) 1 1 0 R.HITIFSPEGR.L Dimethyl: 1

4153 true 1566 1547.8 1546.7983 1 -3.62 219.37 34.17 71.9 (M:71.9) 2 1 0 K.IWHHTFYNELR.V Dimethyl:2H(4): 1

4154 true 1566 1547.8 1546.7983 1 -3.62 219.37 34.17 71.9 (M:71.9) 2 1 0 K.IWHHTFYNELR.V Dimethyl:2H(4): 1

4155 false 1567 1105.5952 1104.5663 1 19.54 353.68 32.83 15.8 (M:15.8) 2 50 2 1 K.KEESESVNK.N Dimethyl: 1, 9



4156 true 1567 2196.1651 2195.1422 1 7.09 163.95 29.17 32.2 (M:32.2) 1 1 1
R.GTVQPASNFNDDGDAQVLRK.
A Dimethyl:2H(4): 1, 20

4157 true 1568 1214.7086 1213.703 1 -1.42 93.03 33.83 35.4 (M:35.4) 1 1 0 K.VLIEGSINSVR.V Dimethyl: 1

4158 true 1569 900.5487 899.5201 1 23.76 580.21 33.17 19.6 (M:19.6) 1 1 1 R.FVGMKSR.G

Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 
5

4159 true 1569 1133.6294 1132.6241 1 -1.71 282.67 32.67 34.0 (M:34.0) 2 1 0 K.QLLAETFQR.E Dimethyl: 1

4160 true 1569 1218.7305 1217.7281 1 -4.01 87.04 33.83 33.1 (M:33.1) 1 1 0 K.VLIEGSINSVR.V Dimethyl:2H(4): 1



4161 true 1569 1261.6993 1260.6863 1 4.48 226.83 30.33 67.9 (M:67.9) 2 1 0 R.LDIDSEPTIAR.N Dimethyl:2H(4): 1

4162 true 1569 1311.7056 1310.6983 1 0.01 160.46 32.17 35.5 (M:35.5) 1 1 0 K.HRPDLIDFDK.L Dimethyl: 1, 10

4163 true 1569 1407.8261 1406.8229 1 -2.9 227.98 30.83 46.3 (M:46.3) 2 1 1 R.KCEPIIMTVPR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 1

4164 true 1570 916.5725 915.5703 1 -5.56 78.16 33.33 41.9 (M:41.9) 2 1 0 R.FCVSLVK.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 7

4165 true 1570 919.5169 918.5062 1 3.7 100.56 29.5 26.9 (M:26.9) 1 1 0 K.ITPFEEK.M Dimethyl: 1, 7



4166 true 1570 2075.1899 2074.1939 1 -5.46 171.14 36 55.5 (M:55.5) 1 1 0 K.QVKPYVEEGLHPQIIIR.A Dimethyl: 1, 3

4167 false 1571 1246.71 1245.7003 1 2 175.93 32.83 15.3 (M:15.3) 1 4 0 K.IQLISNMLDK.V
Oxidation: 7; Dimethyl: 
1, 10

4168 true 1571 1482.7176 1481.7184 1 -5.46 296.03 29.5 40.3 (M:40.3) 2 1 1 R.RFDDSVVQSDMK.H Dimethyl: 1, 12

4169 false 1571 1482.7176 1481.6789 1 21.21 327.55 29.5 16.9 (M:16.9) 1 3 1 R.MGAASMERMGLER.I
Oxidation: 9; Dimethyl: 
1

4170 true 1571 2083.2341 2082.2441 1 -8.28 223.61 35.83 59.8 (M:59.8) 1 1 0 K.QVKPYVEEGLHPQIIIR.A Dimethyl:2H(4): 1, 3



4171 true 1572 955.5304 954.5302 1 -7.43 178.34 31.5 32.5 (M:32.5) 1 1 0 R.AYAEFYK.N Dimethyl:2H(4): 1, 7

4172 true 1572 1401.6368 1400.6345 1 -3.49 217.67 32 46.3 (M:46.3) 1 1 0 K.CDPAGYYCGFK.A
Carbamidomethyl: 1, 8; 
Dimethyl:2H(4): 1, 11

4173 true 1573 1655.8515 1654.8427 1 0.93 170.7 33.83 60.3 (M:60.3) 1 1 0 K.AIGISNFNHEQIER.I Dimethyl: 1

4174 false 1574 1150.7218 1149.706 1 7.47 294.44 36.17 20.7 (M:20.7) 1 3 0 K.GISPEPIHLK.I
Dimethyl:2H(4): 1; 
Dimethyl: 10

4175 true 1574 1150.7218 1149.7121 1 2.08 328.6 36.17 63.7 (M:63.7) 1 1 0 K.ELGITALHIK.L Dimethyl: 1, 10



4176 false 1574 1254.7049 1253.6881 1 7.61 123.38 29.5 17.4 (M:17.4) 1 6 1 K.EAEAWVPLRR.L Dimethyl: 1

4177 true 1574 1569.7828 1568.7882 1 -8.07 106.46 30.83 15.7 (M:15.7) 1 1 0 K.LAQSNGWGVMVSHR.S Dimethyl: 1

4178 true 1575 1158.7699 1157.7624 1 0.24 245.29 36.17 48.0 (M:48.0) 1 1 0 K.ELGITALHIK.L Dimethyl:2H(4): 1, 10

4179 true 1575 1262.7721 1261.7431 1 17.2 167.44 29.33 17.7 (M:17.7) 1 1 0 K.LGISETPSSLAK.L
Dimethyl:2H(4): 1; 
Dimethyl: 12

4180 true 1575 1697.9415 1696.9269 1 4.32 132.05 33.83 102.8 (M:102.8) 2 1 0 K.VNQIGSVTESLQACK.L
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 15



4181 true 1576 1119.6341 1118.6336 1 -6.03 281.36 33 46.6 (M:46.6) 1 1 0 K.GVQYLNEIK.D Dimethyl: 1, 9

4182 true 1576 1140.6355 1139.6227 1 4.84 195.6 38.33 48.1 (M:48.1) 1 1 0 M.TTQYGILFK.Q Acetyl: 1; Dimethyl: 9

4183 false 1576 1140.6355 1139.6161 1 10.56 208.86 38.33 27.9 (M:27.9) 1 50 3 1 K.FMKLYGTPR.N Dimethyl: 1

4184 true 1577 1780.9548 1779.9203 1 15.3 164.96 31.83 29.0 (M:29.0) 1 1 0 K.HIANYICGIQTIGHR.V
Carbamidomethyl: 7; 
Dimethyl: 1

4185 true 1577 1780.9548 1779.9203 1 15.3 164.96 31.83 29.0 (M:29.0) 1 1 0 K.HIANYICGIQTIGHR.V
Carbamidomethyl: 7; 
Dimethyl: 1



4186 true 1577 2209.0868 2208.0902 1 -4.8 271.7 33.33 44.6 (M:44.6) 1 1 0 K.QFIPDTQHLYPSSSHYTR.N Dimethyl:2H(4): 1

4187 true 1578 1007.5191 1006.5236 1 -11.68 180.48 33.5 44.2 (M:44.2) 2 1 0 R.DYLHYIR.K Dimethyl: 1

4188 true 1578 1108.6661 1107.6692 1 -9.34 297.84 33.17 53.8 (M:53.8) 2 1 1 R.KFVADGIFK.A Dimethyl: 1, 1, 9

4189 true 1578 1916.0064 1915.0098 1 -5.55 249.85 31 69.6 (M:69.6) 2 1 0 R.VRPCVVYGGADIGQQIR.D
Carbamidomethyl: 4; 
Dimethyl: 1

4190 true 1579 1011.5446 1010.5487 1 -11.25 172.08 33.5 53.6 (M:53.6) 1 1 0 R.DYLHYIR.K Dimethyl:2H(4): 1



4191 false 1580 1118.6346 1117.6029 1 21.79 328.81 34 21.3 (M:21.3) 1 6 1 R.EASPEEIRR.A Dimethyl:2H(4): 1

4192 true 1580 1118.6346 1117.6244 1 2.61 303.95 34 41.1 (M:41.1) 1 1 1 R.QLFEELRR.L Dimethyl: 1

4193 true 1580 2064.0526 2063.052 1 -3.23 155.22 31 32.9 (M:32.9) 1 1 0 K.ISNSAVSVSNHAALAQFCR.D
Carbamidomethyl: 18; 
Dimethyl:2H(4): 1

4194 true 1581 1132.6623 1131.654 1 0.97 179.9 34 31.9 (M:31.9) 1 1 0 K.VLLPEYGGTK.I Dimethyl: 1, 10

4195 true 1582 1151.5388 1150.5117 1 17.15 260.6 34.17 28.2 (M:28.2) 1 1 0 K.VYSYFECR.E
Carbamidomethyl: 7; 
Dimethyl: 1



4196 true 1582 1329.7353 1328.735 1 -5.24 169.82 31.67 24.6 (M:24.6) 1 1 0 R.GIGGGNASIPGIER.M Dimethyl:2H(4): 1

4197 true 1582 1901.8866 1900.8856 1 -3.32 271.6 32.83 86.9 (M:86.9) 1 1 0 K.EPFFHGHDNYDQLVR.I Dimethyl: 1

4198 true 1583 1905.9161 1904.9108 1 -1.01 282.87 32.83 52.7 (M:52.7) 1 1 0 K.EPFFHGHDNYDQLVR.I Dimethyl:2H(4): 1

4199 true 1584 725.4511 724.4523 1 -11.78 178.24 31.17 19.3 (M:19.3) 1 1 0 K.VFYLK.M Dimethyl: 1, 5

4200 true 1584 725.4511 724.4523 1 -11.78 178.24 31.17 19.3 (M:19.3) 1 1 0 K.VFYLK.M Dimethyl: 1, 5



4201 true 1584 725.4511 724.4523 1 -11.78 178.24 31.17 19.3 (M:19.3) 1 1 0 K.VFYLK.M Dimethyl: 1, 5

4202 true 1584 725.4511 724.4523 1 -11.78 178.24 31.17 19.3 (M:19.3) 1 1 0 K.VFYLK.M Dimethyl: 1, 5

4203 true 1584 725.4511 724.4523 1 -11.78 178.24 31.17 19.3 (M:19.3) 1 1 0 K.VFYLK.M Dimethyl: 1, 5

4204 false 1584 1398.813 1397.7969 1 6.28 207.4 33.17 15.3 (M:15.3) 1 2 0 K.QPSPPFLVPTQR.F Dimethyl:2H(4): 1

4205 true 1585 1648.8279 1647.8155 1 3.15 214.94 29.67 93.8 (M:93.8) 3 1 0 K.AASHQEEFGAEALTR.M Dimethyl:2H(4): 1



4206 true 1586 814.5059 813.5072 1 -10.63 401.58 31 28.1 (M:28.1) 1 1 0 K.LGLQSLR.N Dimethyl: 1

4207 true 1586 837.4182 836.4181 1 -8.61 490.49 33 25.7 (M:25.7) 1 1 0 K.NFPFER.L Dimethyl: 1

4208 true 1587 857.5065 856.5018 1 -3.01 517.37 30.67 32.6 (M:32.6) 2 1 0 M.AETIIIR.V Acetyl: 1

4209 false 1587 857.5065 856.5131 1 -16.11 537.58 30.67 18.0 (M:18.0) 1 9 0 K.GTIANILR.K

4210 false 1587 857.5065 856.5018 1 -3.01 408.66 30.67 19.4 (M:19.4) 1 6 0 K.DVDVILR.K Dimethyl: 1



4211 true 1588 874.5274 873.5324 1 -14 553.29 31 26.6 (M:26.6) 2 1 0 K.FGPALSVK.V Dimethyl: 1, 8

4212 false 1588 874.5274 873.5185 1 1.92 457.23 31 16.9 (M:16.9) 1 8 1 R.FLPRSVR.Q

4213 false 1588 874.5274 873.5185 1 1.92 638.78 31 16.7 (M:16.7) 1 9 1 K.FGKPNKR.K Dimethyl: 1

4214 false 1588 874.5274 873.5324 1 -14 555.66 31 17.6 (M:17.6) 1 7 0 R.FGPLASVK.I Dimethyl: 1, 8

4215 true 1588 883.4752 882.4851 1 -19.48 497.43 33 30.3 (M:30.3) 1 1 0 K.FASFIDK.V Dimethyl: 1, 7



4216 true 1588 883.4752 882.4851 1 -19.48 497.43 33 30.3 (M:30.3) 1 1 0 K.FASFIDK.V Dimethyl: 1, 7

4217 true 1588 883.4752 882.4851 1 -19.48 497.43 33 30.3 (M:30.3) 1 1 0 K.FASFIDK.V Dimethyl: 1, 7

4218 true 1589 876.4889 875.4865 1 -5.57 476.42 32.17 22.7 (M:22.7) 2 1 0 K.DAQVLFR.A Dimethyl: 1

4219 true 1589 887.4846 886.481 1 -4.15 482.28 33 16.0 (M:16.0) 1 1 0 K.DSLHAQGK.R Dimethyl:2H(4): 1

4220 false 1590 1161.6267 1160.5972 1 19.11 374.56 30.5 23.5 (M:23.5) 1 3 1 K.AETAANRICK.V
Carbamidomethyl: 9; 
Dimethyl: 10



4221 false 1590 1161.6267 1160.5972 1 19.11 374.56 30.5 23.5 (M:23.5) 1 3 1 K.AETAANRICK.V
Carbamidomethyl: 9; 
Dimethyl: 10

4222 false 1590 1240.7256 1239.7187 1 -0.25 87.15 34 20.0 (M:20.0) 1 2 0 R.ETQALILAPTR.E Dimethyl: 1

4223 true 1591 1244.7438 1243.7438 1 -5.84 72.23 34 32.9 (M:32.9) 1 1 0 R.ETQALILAPTR.E Dimethyl:2H(4): 1

4224 true 1591 1471.8364 1470.8322 1 -2.12 288.76 31.67 15.5 (M:15.5) 1 1 1 R.LAFYETGEPPRK.N Dimethyl:2H(4): 1, 12

4225 true 1592 1246.7116 1245.7081 1 -3.02 83.16 35 46.9 (M:46.9) 3 1 0 R.VAQLEQVYIR.G Dimethyl: 1



4226 true 1592 3045.5857 3044.5732 1 1.74 171.68 29.33 87.3 (M:87.3) 1 99.46 1 1
K.TQEPHVEEDDDELDGKLNYKP
PPQK.T

Dimethyl:2H(4): 1, 20, 
25; Dimethyl: 16

4227 true 1593 1083.6641 1082.6728 1 -14.79 195.75 31 22.1 (M:22.1) 1 1 0 K.VHVIFNYK.G Dimethyl:2H(4): 1, 8

4228 true 1593 1532.7238 1531.7242 1 -5.01 127.3 31.67 29.2 (M:29.2) 1 1 0 R.VHMFEAHSDYIR.C Dimethyl: 1

4229 true 1594 1517.8162 1516.8035 1 3.59 215.14 30.5 46.3 (M:46.3) 1 1 0 R.QAEILLQEEEQR.R Dimethyl:2H(4): 1

4230 true 1594 1536.7461 1535.7493 1 -6.82 165.98 31.67 16.2 (M:16.2) 1 1 0 R.VHMFEAHSDYIR.C Dimethyl:2H(4): 1



4231 true 1596 949.5464 948.5408 1 -1.81 129.26 29.5 55.3 (M:55.3) 1 1 0 K.EVYFAEK.V Dimethyl:2H(4): 1, 7

4232 false 1596 1143.5908 1142.6044 1 -18.23 205.16 29.67 21.2 (M:21.2) 1 2 1 R.LAADVGKAGADR.E

4233 false 1596 1143.5908 1142.6044 1 -18.23 205.16 29.67 21.2 (M:21.2) 1 2 1 R.LAADVGKAGADR.E

4234 true 1596 1147.5965 1146.5822 1 6.09 349.11 36.33 36.0 (M:36.0) 1 1 0 K.IHFPDFSTR.D Dimethyl: 1

4235 true 1596 1247.7079 1246.7074 1 -5.44 178.48 31.33 35.0 (M:35.0) 2 1 0 K.DRPFYPGLVK.Y Dimethyl: 1, 10



4236 false 1598 1119.6127 1118.5906 1 13.2 335.07 33 15.1 (M:15.1) 1 9 1 K.QHMGYAKIK.A
Oxidation: 3; Dimethyl: 
9

4237 true 1598 1162.7114 1161.7093 1 -4.5 517.31 33.5 21.4 (M:21.4) 1 65.94 1 1 K.LEKLDIMIR.L Dimethyl:2H(4): 1

4238 true 1598 1251.6699 1250.6619 1 0.57 172.73 32.33 71.3 (M:71.3) 1 1 0 R.AGVLAHLEEER.D Dimethyl: 1

4239 false 1598 1257.6664 1256.6435 1 12.41 201.31 36.5 31.6 (M:31.6) 2 2 1 K.DDIQKMNPPK.F
Oxidation: 6; Dimethyl: 
5, 10

4240 false 1598 1684.8832 1683.9072 1 -18.54 234.66 31.83 42.9 (M:42.9) 2 52.2 2 1 K.KHPDASVNFSEFSK.K
Dimethyl:2H(4): 1, 1; 
Dimethyl: 14



4241 true 1598 1684.8832 1683.882 1 -3.61 217.48 31.83 75.3 (M:75.3) 2 1 1 K.KHPDSSVNFAEFSR.K Dimethyl:2H(4): 1, 1

4242 true 1599 1255.6922 1254.687 1 -1.62 147.6 32.33 57.7 (M:57.7) 1 1 0 R.AGVLAHLEEER.D Dimethyl:2H(4): 1

4243 false 1599 1632.7951 1631.8011 1 -8.13 168.89 30.5 16.3 (M:16.3) 1 4 1 K.ELCKLEAALMDPSR.Q Carbamidomethyl: 3

4244 true 1599 1688.933 1687.9323 1 -3.89 228.61 32 57.6 (M:57.6) 1 1 1 K.KHPDASVNFSEFSK.K Dimethyl:2H(4): 1, 1, 14

4245 false 1600 1181.7889 1180.7555 1 22.09 128.76 33.33 17.4 (M:17.4) 1 59.55 3 1 R.QLYAMKVLK.K
Dimethyl:2H(4): 1; 
Dimethyl: 6, 9



4246 true 1600 1207.6218 1206.6172 1 -2.27 152.3 33 56.0 (M:56.0) 3 1 0 K.ESYSIYVYK.V Dimethyl: 1, 9

4247 false 1600 1424.834 1423.7973 1 20.68 421.79 31.5 15.8 (M:15.8) 1 2 1 R.SSPTFSGIKELAR.R Dimethyl:2H(4): 9

4248 false 1600 1690.871 1689.876 1 -7.27 253.69 30.67 19.9 (M:19.9) 1 3 1 K.AGVEAMSKSLAAEWGK.Y Dimethyl: 1, 16

4249 false 1600 1690.871 1689.8938 1 -17.77 192.76 30.67 37.8 (M:37.8) 1 2 1 R.VEVGKDQEFVIDTR.G Dimethyl: 1, 5

4250 true 1601 1493.7782 1492.7674 1 2.35 151.16 36.33 78.7 (M:78.7) 1 1 0 K.YGYTHLSAGDLLR.D Dimethyl: 1



4251 true 1601 2001.9941 2000.9629 1 11.94 124.21 30.5 45.2 (M:45.2) 1 1 0 R.IDSAATSTYEIGNPPDYR.G Dimethyl:2H(4): 1

4252 true 1602 1462.7005 1461.6857 1 5.18 322.79 34 38.0 (M:38.0) 1 1 0 K.HIMGQNVADYMR.Y Dimethyl: 1

4253 true 1602 1497.8023 1496.7925 1 1.65 191.41 36.33 71.6 (M:71.6) 1 1 0 K.YGYTHLSAGDLLR.D Dimethyl:2H(4): 1

4254 true 1602 1696.9557 1695.9672 1 -11.06 155.03 31 68.1 (M:68.1) 1 1 0 R.VYNVTQHAVGVIVNK.K Dimethyl: 1, 15

4255 false 1603 1233.6564 1232.626 1 18.67 92.63 29.67 22.6 (M:22.6) 1 2 1 K.MKTATDEAYK.D

Dimethyl:2H(4): 1; 
Oxidation: 1; Dimethyl: 
10



4256 true 1603 1233.6564 1232.6562 1 -5.8 103.59 29.67 41.1 (M:41.1) 2 1 0 K.FGEVTDCTIK.M
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 10

4257 true 1603 1270.6759 1269.6605 1 6.43 130.21 32.33 78.5 (M:78.5) 1 1 0 K.NLQYYDISAK.S Dimethyl: 1, 10

4258 true 1603 1288.7094 1287.6969 1 4.09 132.51 33.33 15.3 (M:15.3) 1 1 0 K.SAGGIGLAVSCIR.A
Carbamidomethyl: 11; 
Dimethyl: 1

4259 true 1604 1271.6746 1270.6704 1 -2.38 136.85 33 42.3 (M:42.3) 1 1 0 R.QITMNDLPVGR.S Dimethyl: 1

4260 true 1604 1272.695 1271.6874 1 0.26 180.26 32.17 46.6 (M:46.6) 1 1 0 K.NFGIGQDIQPK.R Dimethyl: 1, 11



4261 true 1604 1685.9002 1684.8897 1 1.92 168.67 36.33 94.9 (M:94.9) 2 1 0 R.GPTGAVLFDGAGQAQLR.H Dimethyl: 1

4262 true 1604 1717.8924 1716.8577 1 15.96 985.61 31.17 16.0 (M:16.0) 1 1 1 K.AAIEAGAGSTCAVREVR.V Carbamidomethyl: 11

4263 true 1605 1278.718 1277.7107 1 0.03 148.57 32.33 52.5 (M:52.5) 1 1 0 K.NLQYYDISAK.S Dimethyl:2H(4): 1, 10

4264 true 1605 1689.925 1688.9148 1 1.74 145.34 36.33 54.2 (M:54.2) 1 1 0 R.GPTGAVLFDGAGQAQLR.H Dimethyl:2H(4): 1

4265 true 1606 1119.5685 1118.5608 1 0.37 240.23 30.83 27.2 (M:27.2) 2 1 0 K.SPVLFDEER.C Dimethyl: 1



4266 true 1606 1280.7468 1279.7376 1 1.47 171.29 32.17 44.9 (M:44.9) 1 1 0 K.NFGIGQDIQPK.R Dimethyl:2H(4): 1, 11

4267 true 1607 725.3944 724.388 1 -1.14 117.48 34.17 24.7 (M:24.7) 1 1 0 R.SHFMK.S

Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 
5

4268 true 1607 1123.5924 1122.5859 1 -0.67 292.31 30.83 27.1 (M:27.1) 2 1 0 K.SPVLFDEER.C Dimethyl:2H(4): 1

4269 true 1607 1412.6323 1411.6224 1 1.84 183.74 29.5 21.5 (M:21.5) 1 1 0 R.AETCFVNCVER.F
Carbamidomethyl: 4, 8; 
Dimethyl: 1

4270 true 1608 1497.7573 1496.7561 1 -4.1 194.18 32.83 66.4 (M:66.4) 1 1 0 K.DITSNIHFEAYR.V Dimethyl:2H(4): 1



4271 true 1609 1249.6666 1248.6602 1 -0.7 187.52 30.67 27.6 (M:27.6) 1 1 0 K.IEQIEFDATK.L Dimethyl: 1, 10

4272 true 1609 1371.746 1370.7306 1 5.89 286.95 36.67 76.5 (M:76.5) 1 1 0 R.DNTINLIHTFR.D Dimethyl: 1

4273 true 1609 1432.8001 1431.788 1 3.35 264.95 33.5 51.2 (M:51.2) 2 1 0 K.MATQLSGPVMPIR.N Dimethyl:2H(4): 1

4274 true 1610 976.5671 975.5641 1 -4.32 171.42 31.83 42.9 (M:42.9) 3 1 0 R.APLDLYTK.T Dimethyl: 1, 8

4275 true 1610 1375.7693 1374.7558 1 4.53 250.88 36.67 64.6 (M:64.6) 1 1 0 R.DNTINLIHTFR.D Dimethyl:2H(4): 1



4276 true 1610 2174.1587 2173.179 1 -12.7 141.18 31.17 31.7 (M:31.7) 1 1 0 R.AHVIVMAATNRPNSIDPALR.R Dimethyl: 1

4277 true 1611 1496.8375 1495.8286 1 1.08 190.49 33.5 36.6 (M:36.6) 1 1 1 R.KEFSPFGTITSAK.V Dimethyl: 1, 1, 13

4278 true 1611 1502.746 1501.7446 1 -3.96 125.46 29.67 52.8 (M:52.8) 2 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12

4279 true 1611 1502.746 1501.7446 1 -3.96 125.46 29.67 52.8 (M:52.8) 2 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12

4280 true 1611 1502.746 1501.7446 1 -3.96 125.46 29.67 52.8 (M:52.8) 2 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12



4281 true 1611 2178.1805 2177.2041 1 -14.16 243.39 31.17 63.0 (M:63.0) 1 1 0 R.AHVIVMAATNRPNSIDPALR.R Dimethyl:2H(4): 1

4282 false 1612 1520.7222 1519.7307 1 -10.4 204.02 32.17 79.5 (M:79.5) 1 2 0 K.HPDASVNFSEFSK.K Dimethyl: 1, 13

4283 true 1612 1520.7222 1519.7056 1 6.14 232.71 32.17 85.6 (M:85.6) 1 1 0 K.HPDSSVNFAEFSR.K Dimethyl: 1

4284 true 1613 1308.6409 1307.6357 1 -1.62 211.66 30.83 34.1 (M:34.1) 1 1 0 K.NLYESELADAR.R Dimethyl: 1

4285 true 1613 1524.7525 1523.7307 1 9.57 264.3 32.33 95.0 (M:95.0) 1 1 0 K.HPDSSVNFAEFSR.K Dimethyl:2H(4): 1



4286 false 1613 1524.7525 1523.7211 1 15.82 410.78 32.33 15.1 (M:15.1) 1 4 1 K.AMELADDAMSKDK.T
Oxidation: 2; Dimethyl: 
1, 11, 13

4287 false 1613 1524.7525 1523.7558 1 -6.93 249.62 32.33 34.5 (M:34.5) 1 2 0 K.HPDASVNFSEFSK.K
Dimethyl:2H(4): 1; 
Dimethyl: 13

4288 true 1613 1904.0148 1902.9986 1 4.68 93.91 33.33 26.5 (M:26.5) 1 1 0 K.MVPLQVQQSVSVYNQR.K Dimethyl: 1

4289 true 1614 875.5293 874.5198 1 2.52 518.14 31.33 15.3 (M:15.3) 1 1 0 R.LLTLMEK.K Dimethyl: 1

4290 true 1614 1466.8438 1465.8293 1 4.91 323.05 36.83 76.1 (M:76.1) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12



4291 true 1614 1466.8438 1465.8293 1 4.91 323.05 36.83 76.1 (M:76.1) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12

4292 true 1614 1528.7857 1527.7809 1 -1.66 199.64 32.17 35.6 (M:35.6) 1 1 0 K.HPDASVNFSEFSK.K Dimethyl:2H(4): 1, 13

4293 true 1615 1474.8951 1473.8795 1 5.65 340.48 36.83 62.4 (M:62.4) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12

4294 true 1615 1474.8951 1473.8795 1 5.65 340.48 36.83 62.4 (M:62.4) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12

4295 true 1616 954.5966 953.6022 1 -13.46 136.21 31.17 45.5 (M:45.5) 1 1 0 K.ILNGALGIR.F Dimethyl: 1



4296 true 1616 1184.6419 1183.6424 1 -6.53 97.35 31.83 64.8 (M:64.8) 1 1 0 K.HFVQMLPEK.D Dimethyl: 1, 9

4297 true 1616 1376.7323 1375.7361 1 -8.05 253.31 33.5 16.0 (M:16.0) 1 1 0 R.AWGPGLHEGIVGR.S Dimethyl: 1

4298 true 1617 985.5747 984.5757 1 -8.33 170.65 31.33 24.0 (M:24.0) 1 1 0 K.LQPPVTFR.L Dimethyl: 1

4299 true 1617 1192.6914 1191.6926 1 -7.05 121.1 31.83 25.6 (M:25.6) 1 1 0 K.HFVQMLPEK.D Dimethyl:2H(4): 1, 9

4300 true 1618 907.551 906.5477 1 -4.33 171.26 34 18.4 (M:18.4) 1 1 0 K.FLEPTLR.L Dimethyl:2H(4): 1



4301 false 1618 989.6018 988.5739 1 20.8 104.04 31.33 16.7 (M:16.7) 1 5 1 K.LEAVMKAR.K
Oxidation: 5; Dimethyl: 
1, 6

4302 false 1618 989.6018 988.6008 1 -6.3 208.96 31.33 17.8 (M:17.8) 1 2 0 K.LQPPVTFR.L Dimethyl:2H(4): 1

4303 true 1618 1200.6573 1199.6332 1 13.95 111.1 32.83 34.7 (M:34.7) 1 1 0 R.GVEICIATPGR.L
Carbamidomethyl: 5; 
Dimethyl: 1

4304 true 1618 1200.6573 1199.6332 1 13.95 111.1 32.83 34.7 (M:34.7) 1 1 0 R.GVEICIATPGR.L
Carbamidomethyl: 5; 
Dimethyl: 1

4305 true 1618 1895.8349 1894.8367 1 -4.81 209.98 29.67 67.8 (M:67.8) 2 1 0 R.TDDYLDQPCQETINR.I
Carbamidomethyl: 9; 
Dimethyl: 1



4306 true 1619 1899.8625 1898.8618 1 -3.48 236.9 29.67 92.3 (M:92.3) 2 1 0 R.TDDYLDQPCQETINR.I
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

4307 true 1619 2230.9449 2229.9428 1 -2.3 205.47 32.83 72.2 (M:72.2) 1 1 0 K.CPLSGACYCPEFQGQICR.V
Carbamidomethyl: 1, 7, 
9, 17; Dimethyl: 1

4308 false 1620 724.416 723.3989 1 13.53 163.1 33.5 15.2 (M:15.2) 1 8 1 K.FMKDK.S Dimethyl: 1, 5

4309 false 1620 724.416 723.4139 1 -7.09 140.32 33.5 18.4 (M:18.4) 1 3 0 K.MAAEVK.A

Dimethyl:2H(4): 6; 
Oxidation: 1; Dimethyl: 
1

4310 false 1620 948.5502 947.559 1 -16.91 101.6 34.17 22.5 (M:22.5) 2 2 0 K.ILGESEIR.D Dimethyl:2H(4): 1



4311 false 1620 948.5502 947.5328 1 10.68 224.68 34.17 16.1 (M:16.1) 2 6 0 K.LLAGFEDK.S Dimethyl: 1, 8

4312 true 1620 1291.6943 1290.6795 1 5.87 164.89 36.83 60.0 (M:60.0) 1 1 0 R.MVNHFIAEFK.R Dimethyl: 1, 10

4313 false 1620 1291.6943 1290.7184 1 -24.24 180.03 36.83 16.9 (M:16.9) 1 3 0 K.QALQDTLALYK.M Dimethyl: 11

4314 true 1620 1694.8417 1693.8607 1 -15.49 257.25 30.67 83.4 (M:83.4) 1 1 0 K.EILGTAQSVGCSIDGR.H
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

4315 true 1620 2234.9669 2233.9679 1 -3.7 258.4 32.83 51.9 (M:51.9) 1 1 0 K.CPLSGACYCPEFQGQICR.V
Carbamidomethyl: 1, 7, 
9, 17; Dimethyl:2H(4): 1



4316 true 1621 978.5237 977.5182 1 -1.85 181.01 30.83 59.4 (M:59.4) 1 1 0 K.TVFDEAIR.A Dimethyl: 1

4317 true 1622 951.5306 950.5259 1 -2.7 127.06 33.5 53.8 (M:53.8) 2 1 0 K.SFVMNLGK.D Dimethyl: 1, 8

4318 true 1622 1299.7471 1298.7297 1 7.79 188.07 36.83 49.1 (M:49.1) 1 1 0 R.MVNHFIAEFK.R Dimethyl:2H(4): 1, 10

4319 true 1622 1416.7555 1415.7409 1 5.18 177.53 38.83 50.5 (M:50.5) 7 1 0 M.SSGALFPSLVPGSR.G Acetyl: 1

4320 true 1622 1720.8713 1719.8679 1 -2.26 201.53 30.67 64.2 (M:64.2) 1 1 1 R.EQGFETEDIKEIAR.K Dimethyl: 1, 10



4321 true 1623 922.4765 921.4742 1 -5.39 141.94 33 39.8 (M:39.8) 2 1 0 R.VFDMLNR.R Dimethyl: 1

4322 true 1623 1307.6923 1306.6744 1 8.17 187.17 36.83 27.4 (M:27.4) 1 1 0 R.MVNHFIAEFK.R
Oxidation: 1; Dimethyl: 
1, 10

4323 true 1624 1189.6709 1188.6768 1 -11.05 123.38 31.17 19.0 (M:19.0) 1 1 0 R.HPFPGPGLAIR.V Dimethyl: 1

4324 true 1625 1108.6041 1107.5924 1 3.94 195.36 34 19.4 (M:19.4) 1 1 0 K.STIGVEFATR.S Dimethyl: 1

4325 true 1625 1176.6935 1175.6737 1 10.66 84.62 33.5 43.5 (M:43.5) 2 1 0 K.FLMANGQLVK.M Dimethyl: 1, 10



4326 true 1625 1325.7194 1324.7099 1 1.69 213.61 31.67 16.7 (M:16.7) 1 1 0 R.GIGGGNASIPGIER.M Dimethyl: 1

4327 true 1625 1633.9928 1632.9855 1 0.03 160.65 39 94.5 (M:94.5) 3 1 0 K.NILFVITKPDVYK.S Dimethyl: 1, 8, 13

4328 true 1626 1122.6597 1121.6495 1 2.6 295.21 34 40.7 (M:40.7) 1 1 1 R.QLFEELRR.L Dimethyl:2H(4): 1

4329 true 1626 1646.0743 1645.0608 1 3.8 197.05 39 77.2 (M:77.2) 4 1 0 K.NILFVITKPDVYK.S Dimethyl:2H(4): 1, 8, 13

4330 true 1627 1184.7242 1183.7239 1 -5.89 71.24 33.5 32.8 (M:32.8) 1 1 0 K.FLMANGQLVK.M Dimethyl:2H(4): 1, 10



4331 true 1627 1997.9491 1996.9378 1 2 172.48 30.67 34.2 (M:34.2) 1 1 0 R.IDSAATSTYEIGNPPDYR.G Dimethyl: 1

4332 false 1628 1101.6568 1100.6554 1 -5.33 511.44 33.83 15.3 (M:15.3) 1 4 1 K.LLASKSEGIR.V Dimethyl: 1

4333 true 1628 1101.6568 1100.6554 1 -5.33 500.71 33.83 21.8 (M:21.8) 1 1 0 K.LLASINSTVR.L Dimethyl: 1

4334 true 1628 1360.7844 1359.7663 1 7.92 181.58 33.67 31.6 (M:31.6) 2 1 0 R.FVFDRPLPVSR.L Dimethyl: 1

4335 true 1628 2030.9569 2029.9465 1 1.51 263.54 30.67 29.7 (M:29.7) 1 1 0 R.HLCEPGADGAETFADGVPR.E
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



4336 false 1629 1105.6817 1104.6692 1 4.68 322.42 33.83 17.9 (M:17.9) 1 2 1 K.IAKNLDSEK.E
Dimethyl:2H(4): 1; 
Dimethyl: 3, 9

4337 true 1629 1364.8058 1363.7914 1 5.23 213.33 33.67 20.9 (M:20.9) 1 1 0 R.FVFDRPLPVSR.L Dimethyl:2H(4): 1

4338 true 1629 1364.8214 1363.8238 1 -7.05 225.07 31.33 32.4 (M:32.4) 1 1 0 K.LTGPIQVLHQAR.A Dimethyl:2H(4): 1

4339 true 1629 2735.4631 2734.4567 1 -0.31 151.25 32.33 30.0 (M:30.0) 1 1 0
R.SEAEEAITNFNGHKPPGSSEPIT
VK.F

Dimethyl:2H(4): 1, 14, 
25

4340 false 1630 902.4653 901.4505 1 8.36 133.3 30.83 16.5 (M:16.5) 1 2 0 M.SELDQLR.Q Acetyl: 1



4341 true 1630 1183.621 1182.6033 1 8.75 52.73 34 31.5 (M:31.5) 1 1 0 R.VFNYNTLER.V Dimethyl: 1

4342 true 1630 1534.82 1533.8039 1 5.79 141.69 29.83 53.5 (M:53.5) 1 1 1 K.NLTPTKDYEELR.T Dimethyl: 1, 6

4343 true 1631 1444.7798 1443.7632 1 6.45 186.43 33.5 17.6 (M:17.6) 1 1 1 R.KMATGGNGSEWVK.H
Dimethyl:2H(4): 1, 1; 
Oxidation: 2

4344 true 1631 1542.8698 1541.8541 1 5.46 136.66 29.83 31.5 (M:31.5) 1 1 1 K.NLTPTKDYEELR.T Dimethyl:2H(4): 1, 6

4345 true 1631 2028.0025 2027.0185 1 -11.47 189.59 33.83 108.0 (M:108.0) 1 1 0
K.AGGVASGFNHVVTNDLSAQR.
L Dimethyl: 1



4346 true 1632 929.5381 928.5342 1 -3.57 101.79 32.83 45.6 (M:45.6) 1 1 0 K.NILSADLR.S Dimethyl: 1

4347 true 1632 1106.5033 1105.4968 1 -0.72 334.94 30.83 20.9 (M:20.9) 1 1 0 R.DYFEEYGK.I Dimethyl: 1, 8

4348 true 1632 2032.0272 2031.0436 1 -11.62 185.7 33.83 129.1 (M:129.1) 1 1 0
K.AGGVASGFNHVVTNDLSAQR.
L Dimethyl:2H(4): 1

4349 true 1634 1238.5832 1237.5761 1 -0.16 136.46 30.83 23.1 (M:23.1) 2 1 0 K.QDFMLEASNR.L Dimethyl: 1

4350 true 1634 1499.7965 1498.7908 1 -1.02 148.06 33.17 57.0 (M:57.0) 1 1 0 K.SPYQEFTDHLAK.T Dimethyl:2H(4): 1, 12



4351 true 1634 1570.7904 1569.7759 1 4.59 159.73 29.67 36.5 (M:36.5) 1 1 0 K.YLECSALNQEGVR.E
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

4352 true 1635 1007.5061 1006.5075 1 -8.62 102.83 39 25.1 (M:25.1) 1 1 0 R.NWQWWR.L Dimethyl:2H(4): 1

4353 true 1635 1248.6609 1247.651 1 2.1 136.18 31 24.8 (M:24.8) 1 1 0 R.ESVFIVEGGQR.A Dimethyl: 1

4354 true 1635 1483.7798 1482.7625 1 6.75 109.25 33.67 49.4 (M:49.4) 4 1 0 R.CLYACVLTAQPR.L
Carbamidomethyl: 1, 5; 
Dimethyl:2H(4): 1

4355 true 1635 1626.8617 1625.8526 1 1.17 198.81 33 52.9 (M:52.9) 1 1 0 K.QVLEEIHANLYNR.A Dimethyl: 1



4356 true 1636 1231.6441 1230.6391 1 -1.78 65.24 33 23.6 (M:23.6) 1 1 0 R.CLSQAVEGLAR.A
Carbamidomethyl: 1; 
Dimethyl: 1

4357 true 1636 1297.6399 1296.631 1 1.29 230.95 31 52.8 (M:52.8) 2 1 0 M.AAPAGGLDDAELR.E Acetyl: 1

4358 false 1636 1297.6399 1296.6449 1 -9.44 187.6 31 18.3 (M:18.3) 1 2 0 K.DYETATLSEIK.A Dimethyl: 11

4359 true 1637 1297.7729 1296.7641 1 1.16 114.88 34.17 41.4 (M:41.4) 1 1 1 K.RNEFLGELQK.K Dimethyl:2H(4): 1, 10

4360 true 1637 1297.7729 1296.7641 1 1.16 114.88 34.17 41.4 (M:41.4) 1 1 1 K.RNEFLGELQK.K Dimethyl:2H(4): 1, 10



4361 true 1637 1782.9961 1781.9763 1 6.99 200.35 29.83 50.3 (M:50.3) 1 1 0 K.INEKPQVIADYESGR.A Dimethyl:2H(4): 1, 4

4362 true 1637 1796.9345 1795.9291 1 -1.05 184.9 31.33 50.1 (M:50.1) 1 1 0 K.VFEGNRPTNSIMFTK.L Dimethyl: 1, 15

4363 true 1638 1336.7596 1335.7472 1 3.8 132.89 34.17 62.1 (M:62.1) 1 1 1 K.MKEIAEAYLGK.T Dimethyl: 1, 2, 11

4364 true 1638 1336.7596 1335.7472 1 3.8 132.89 34.17 62.1 (M:62.1) 1 1 1 K.MKEIAEAYLGK.K Dimethyl: 1, 2, 11

4365 true 1638 1638.9302 1637.9141 1 5.4 187.58 37.67 65.5 (M:65.5) 2 1 0 K.FPSLLTHNENLVAK.V Dimethyl: 1, 14



4366 true 1638 1804.9794 1803.9793 1 -3.96 184.95 31.33 43.8 (M:43.8) 1 1 0 K.VFEGNRPTNSIMFTK.L Dimethyl:2H(4): 1, 15

4367 true 1639 1873.9838 1872.988 1 -6.11 242.48 31.17 35.8 (M:35.8) 2 1 0 R.VLTRPNAAELPSMYQR.L Dimethyl: 1

4368 true 1639 2238.9579 2237.947 1 1.6 213.11 33 67.7 (M:67.7) 1 1 0
R.MGMGNNYSGGYGTPDGLGG
YSR.G Dimethyl: 1

4369 true 1640 1878.0084 1877.0131 1 -6.4 238.27 31.17 40.2 (M:40.2) 2 1 0 R.VLTRPNAAELPSMYQR.L Dimethyl:2H(4): 1

4370 true 1640 2242.9813 2241.9721 1 0.87 255.3 33 96.3 (M:96.3) 1 1 0
R.MGMGNNYSGGYGTPDGLGG
YSR.G Dimethyl:2H(4): 1



4371 true 1641 1540.7008 1539.685 1 5.52 166.16 33.67 80.3 (M:80.3) 2 1 0 K.MSSYAYFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl: 1

4372 true 1641 1957.9788 1956.9649 1 3.38 101.42 29.67 29.2 (M:29.2) 1 1 0 K.LPAKPEVCTDEDIQMR.L
Carbamidomethyl: 8; 
Dimethyl: 1, 4

4373 false 1642 1544.7283 1543.7101 1 7.05 94.59 33.67 33.9 (M:33.9) 2 2 0 K.MSSYAFFVQTCR.E

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1; 
Oxidation: 1

4374 true 1642 1544.7283 1543.7101 1 7.05 150.26 33.67 91.8 (M:91.8) 3 1 0 K.MSSYAYFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

4375 true 1642 1966.0282 1965.0151 1 2.94 159.22 29.67 40.9 (M:40.9) 1 1 0 K.LPAKPEVCTDEDIQMR.L
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 4



4376 true 1643 1502.5667 1501.5636 1 -2.75 232.67 30.83 44.1 (M:44.1) 1 1 0 R.GANDFMCDEMER.S
Carbamidomethyl: 7; 
Dimethyl: 1

4377 true 1644 803.5061 802.5065 1 -9.56 247.06 31.33 22.3 (M:22.3) 1 1 0 R.VFAAVLR.Q Dimethyl: 1

4378 true 1644 1315.7214 1314.7085 1 4.27 212.86 34.5 42.4 (M:42.4) 1 1 0 K.YIENPVLFHR.E Dimethyl: 1

4379 true 1644 1506.5901 1505.5887 1 -3.87 272.17 30.83 52.6 (M:52.6) 1 1 0 R.GANDFMCDEMER.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4380 true 1644 1593.8634 1592.8457 1 6.56 129.03 33.5 29.3 (M:29.3) 2 1 0 K.NVALLSQLCHSPAR.R
Carbamidomethyl: 9; 
Dimethyl: 1



4381 true 1644 1641.7743 1640.7583 1 5.31 200.9 34.17 113.5 (M:113.5) 1 1 0 R.GYAFNHSADFETVR.M Dimethyl: 1

4382 true 1645 839.4967 838.5102 1 -24.71 436.09 31.33 31.0 (M:31.0) 2 1 0 K.GIVEYVK.A Dimethyl:2H(4): 1

4383 false 1645 974.5652 973.5556 1 2.3 174.86 33.5 19.1 (M:19.1) 3 2 1 K.ASLRESLAK.L

4384 false 1645 974.5652 973.563 1 -5.28 301.87 33.5 16.0 (M:16.0) 5 8 0 K.ASLNLVAMK.R Dimethyl: 9

4385 true 1645 1463.7689 1462.7643 1 -1.82 302.67 39.33 68.5 (M:68.5) 2 1 0 K.NLSFFLNPPCAK.W
Carbamidomethyl: 10; 
Dimethyl: 1, 12



4386 true 1645 1658.7806 1657.7708 1 1.5 329.22 30.83 19.1 (M:19.1) 1 1 0 R.LEDGSPAYTGPFCGR.A
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

4387 false 1645 1705.8552 1704.8319 1 9.42 199.14 32.5 29.5 (M:29.5) 1 65.48 2 0 K.NQLTSNPENTVFDAK.R Dimethyl: 1

4388 true 1645 1705.8552 1704.8505 1 -1.5 169.61 32.5 105.6 (M:105.6) 1 1 0 K.NQVAMNPTNTVFDAK.R Dimethyl: 1, 15

4389 true 1646 1713.906 1712.9007 1 -1.16 149.84 32.5 80.1 (M:80.1) 1 1 0 K.NQVAMNPTNTVFDAK.R Dimethyl:2H(4): 1, 15

4390 true 1646 1899.9751 1898.9611 1 3.53 229.17 34 71.5 (M:71.5) 1 1 0 R.LAGGPTPCEGHIEVFQR.G
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



4391 true 1646 2557.2173 2556.1931 1 6.62 205.3 29.67 26.0 (M:26.0) 1 1 0
K.SALGWDHQEEVQPHASQTDY
AR.G Dimethyl:2H(4): 1

4392 true 1646 2942.5189 2941.4773 1 11.65 153.59 37.17 114.0 (M:114.0) 1 1 0
K.QQPAQFTNPETPGYVGFANLP
NQVHR.K Dimethyl:2H(4): 1

4393 false 1647 987.5622 986.5583 1 -3.38 117.29 33.17 23.7 (M:23.7) 1 2 0 K.MLVVGGLDR.V Dimethyl: 1

4394 true 1647 1418.7125 1417.7354 1 -21.26 245.1 33.83 35.8 (M:35.8) 1 1 0 K.YYITIIDAPGHR.D

4395 true 1648 991.5846 990.5834 1 -6.16 116.49 33.17 31.1 (M:31.1) 1 1 0 K.MLVVGGLDR.V Dimethyl:2H(4): 1



4396 true 1648 1432.7527 1431.751 1 -3.93 301.7 34.17 65.8 (M:65.8) 3 1 0 K.YYVTIIDAPGHR.D Dimethyl: 1

4397 true 1648 1618.9366 1617.9164 1 7.93 219.74 33.5 51.3 (M:51.3) 2 1 0 K.MIKPFFHSLCDK.F
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 3, 12

4398 true 1648 1676.8452 1675.857 1 -11.38 211.9 32 73.0 (M:73.0) 1 1 1 K.KHPDASVNFSEFSK.K Dimethyl: 1, 1, 14

4399 false 1648 1676.8452 1675.8318 1 3.62 211.18 32 52.1 (M:52.1) 1 2 1 K.KHPDSSVNFAEFSR.K Dimethyl: 1, 1

4400 true 1648 1777.7993 1776.7843 1 4.36 207.86 30.83 45.4 (M:45.4) 1 1 0 K.EVYENYPSYDLSDR.K Dimethyl: 1



4401 true 1649 869.4182 868.4079 1 3.49 527.97 29.83 30.6 (M:30.6) 1 1 0 R.QFFDER.W Dimethyl: 1

4402 true 1649 1436.778 1435.7762 1 -3.77 377.19 34.17 70.7 (M:70.7) 1 1 0 K.YYVTIIDAPGHR.D Dimethyl:2H(4): 1

4403 true 1649 1781.8213 1780.8094 1 2.63 226.25 30.83 48.8 (M:48.8) 1 1 0 K.EVYENYPSYDLSDR.K Dimethyl:2H(4): 1

4404 false 1649 1781.8213 1780.7797 1 19.27 163.65 30.83 16.9 (M:16.9) 1 2 0 -.MATDSMEIDDALYSR.Q
Dimethyl:2H(4): 1; 
Oxidation: 1, 6

4405 true 1653 1051.5427 1050.5267 1 8.27 105.87 29.83 26.1 (M:26.1) 1 1 1 -.MSDKSELK.A
Acetyl: 1; Oxidation: 1; 
Dimethyl: 4, 8



4406 false 1653 1051.5427 1050.5566 1 -20.13 104.15 29.83 17.6 (M:17.6) 1 4 1 K.MMKIAEIR.K
Oxidation: 1, 2; 
Dimethyl: 1

4407 true 1653 1349.7102 1348.6962 1 5 218.18 37.17 39.3 (M:39.3) 1 1 0 K.FGYHIIMVEGR.K Dimethyl: 1

4408 true 1654 828.4905 827.4865 1 -3.9 471.64 32 22.1 (M:22.1) 1 1 0 R.GLQDVLR.T Dimethyl: 1

4409 true 1654 1069.5457 1068.5386 1 -0.15 261.17 30 16.7 (M:16.7) 1 1 0 K.HDLDLICR.A
Carbamidomethyl: 7; 
Dimethyl: 1

4410 true 1654 1069.5457 1068.5386 1 -0.15 261.17 30 16.7 (M:16.7) 1 1 0 R.HDLDLICR.A
Carbamidomethyl: 7; 
Dimethyl: 1



4411 false 1654 1184.6063 1183.6159 1 -14.23 120.55 31.33 18.8 (M:18.8) 1 3 1 R.DSSFIEKMK.K
Oxidation: 8; Dimethyl: 
1, 7, 9

4412 true 1654 1184.6063 1183.6125 1 -11.39 97.08 31.33 41.2 (M:41.2) 1 1 1 R.DGKYDLDFK.S Dimethyl: 1, 3, 9

4413 true 1654 1353.7345 1352.7213 1 4.42 199.52 37.17 32.6 (M:32.6) 1 1 0 K.FGYHIIMVEGR.K Dimethyl:2H(4): 1

4414 false 1655 932.5871 931.5892 1 -10.01 154.04 33.67 18.1 (M:18.1) 1 2 0 K.IPLVSDTK.R
Dimethyl:2H(4): 1; 
Dimethyl: 8

4415 true 1655 1190.7688 1189.7423 1 16.14 101.38 31.5 20.4 (M:20.4) 1 1 1 K.IKVPVDWNR.V Dimethyl:2H(4): 1, 2



4416 true 1655 1523.9155 1522.8959 1 8.06 176.8 37.33 61.1 (M:61.1) 3 1 1 K.GPEVISFIEQGKR.M Dimethyl:2H(4): 1, 12

4417 true 1656 1620.8935 1619.8722 1 8.69 235.64 37.33 100.7 (M:100.7) 1 1 0 R.FQSGDFHVINGVLR.T Dimethyl:2H(4): 1

4418 true 1657 1735.862 1734.8842 1 -17 176.19 33.83 54.6 (M:54.6) 2 1 0 K.GHFGPINSVAFHPDGK.S Dimethyl: 1, 16

4419 true 1658 886.5338 885.5284 1 -2.03 406.96 33 37.3 (M:37.3) 2 1 0 R.GIEITGIR.L Dimethyl: 1

4420 true 1658 975.5597 974.5549 1 -2.56 110.01 34.17 32.9 (M:32.9) 1 1 0 R.VLFENAVR.K Dimethyl: 1



4421 true 1659 1088.587 1087.5873 1 -7 296.02 31 49.6 (M:49.6) 1 1 0 K.TLLDIDNTR.M Dimethyl: 1

4422 false 1659 1365.824 1364.8329 1 -11.86 106.96 29.83 17.3 (M:17.3) 1 3 0 R.SSPLHALVGSPIK.E
Dimethyl:2H(4): 1; 
Dimethyl: 13

4423 true 1659 1365.824 1364.8115 1 3.85 148.46 29.83 41.3 (M:41.3) 1 1 1 K.DGIKEETIQLR.K Dimethyl:2H(4): 1, 4

4424 false 1659 1365.824 1364.8403 1 -17.27 208.2 29.83 15.9 (M:15.9) 1 5 0 K.NFVVVMVTKPK.A

Dimethyl:2H(4): 1; 
Oxidation: 6; Dimethyl: 
9, 11

4425 true 1660 1378.6705 1377.6565 1 4.91 238.81 30 82.7 (M:82.7) 1 1 0 K.FYEEVHELER.K Dimethyl: 1



4426 true 1660 1390.7825 1389.7918 1 -11.96 279.97 31.33 34.4 (M:34.4) 2 1 0 K.YGINPGPIVATTR.K Dimethyl:2H(4): 1

4427 true 1661 2938.4837 2937.4522 1 8.24 145.8 37.17 123.3 (M:123.3) 1 1 0
K.QQPAQFTNPETPGYVGFANLP
NQVHR.K Dimethyl: 1

4428 false 1662 1158.6212 1157.5942 1 17.06 338.96 33.33 20.9 (M:20.9) 1 2 0 K.AGNGQWASVIR.V

4429 false 1662 1158.6212 1157.5942 1 17.06 338.96 33.33 20.9 (M:20.9) 1 2 0 K.AGNGQWASVIR.V

4430 true 1662 1324.6389 1323.6307 1 0.75 102.55 30.33 60.3 (M:60.3) 2 1 0 R.EEAESTLQSFR.Q Dimethyl: 1



4431 true 1662 1492.8939 1491.8934 1 -4.58 133.83 31.5 51.4 (M:51.4) 1 1 0 R.LVVPASQCGSLIGK.G
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 14

4432 true 1662 1582.8894 1581.8839 1 -1.1 199.96 33.17 58.3 (M:58.3) 1 1 1 K.NREPVQLETLSIR.G Dimethyl: 1

4433 true 1663 1028.6046 1027.6026 1 -5.16 128.46 34.33 48.3 (M:48.3) 2 1 0 R.VLSIGDGIAR.V Dimethyl: 1

4434 false 1663 1212.6743 1211.6443 1 18.72 161.22 32.83 17.0 (M:17.0) 2 5 1 R.IMKEEDMTK.V
Dimethyl:2H(4): 1; 
Dimethyl: 3, 9

4435 true 1663 1262.6338 1261.6224 1 3.28 300.44 32 65.3 (M:65.3) 2 1 0 K.IETIEVMEDR.Q Dimethyl: 1



4436 true 1663 1586.9144 1585.909 1 -1.15 196.51 33.17 67.2 (M:67.2) 1 1 1 K.NREPVQLETLSIR.G Dimethyl:2H(4): 1

4437 true 1663 3181.5477 3180.5663 1 -8.14 225.24 34 67.0 (M:67.0) 1 1 0
K.TLTSGGHAEHDGKPYCNHPCY
AALFGPK.G

Carbamidomethyl: 16, 
20; Dimethyl:2H(4): 1, 
13, 28

4438 true 1664 1032.6258 1031.6277 1 -8.93 94.44 34.33 33.6 (M:33.6) 1 1 0 R.VLSIGDGIAR.V Dimethyl:2H(4): 1

4439 true 1664 1289.6608 1288.6445 1 6.96 215.37 31.17 33.7 (M:33.7) 2 1 0 K.CAGNEDIITLR.A
Carbamidomethyl: 1; 
Dimethyl: 1

4440 true 1664 1362.6969 1361.7089 1 -14.09 231.99 30.17 29.2 (M:29.2) 2 1 0 R.GATQQILDEAER.S Dimethyl:2H(4): 1



4441 true 1664 1506.6965 1505.6787 1 7.03 117.74 29.83 35.8 (M:35.8) 1 1 0 R.AAFQQYEESSYR.R Dimethyl: 1

4442 true 1664 1616.8716 1615.8471 1 10.69 180.52 37.33 95.5 (M:95.5) 1 1 0 R.FQSGDFHVINGVLR.T Dimethyl: 1

4443 true 1665 1049.6462 1048.6393 1 -0.39 80.53 34.17 15.8 (M:15.8) 1 1 0 R.HIILLAEGR.L Dimethyl: 1

4444 true 1665 1293.6797 1292.6696 1 2.17 255.29 31.17 20.4 (M:20.4) 2 1 0 K.CAGNEDIITLR.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4445 false 1665 1387.7345 1386.7541 1 -19.37 187.53 30 16.4 (M:16.4) 1 3 1 -.MDVERLQEALK.D Dimethyl: 1, 11



4446 true 1665 1387.7345 1386.7355 1 -5.95 204.6 30 39.5 (M:39.5) 2 1 0 K.VIDPSTASSVDLR.D Dimethyl: 1

4447 true 1665 1510.7223 1509.7038 1 7.45 122.38 29.83 39.2 (M:39.2) 1 1 0 R.AAFQQYEESSYR.R Dimethyl:2H(4): 1

4448 true 1665 1609.0412 1608.0404 1 -4 223.59 31.33 26.7 (M:26.7) 1 1 0 K.AIIKPQYVDQIPK.A Dimethyl:2H(4): 1, 4, 13

4449 true 1665 1662.8213 1661.8162 1 -1.29 247.41 33.33 128.0 (M:128.0) 2 1 0 K.LGDVYVNDAFGTAHR.A Dimethyl: 1

4450 true 1666 1391.7407 1390.7456 1 -8.76 203.22 31 65.3 (M:65.3) 2 1 1 R.EIAQDFKTDLR.F Dimethyl: 1, 7



4451 false 1666 1391.7407 1390.7312 1 1.58 181.85 31 22.4 (M:22.4) 1 62.35 2 1 K.LAKDEMLQMIR.H
Oxidation: 6; Dimethyl: 
1

4452 true 1666 1537.7791 1536.7685 1 2.18 181.06 32.67 50.6 (M:50.6) 1 1 0 R.EHQISPGDFPNLR.K Dimethyl: 1

4453 true 1666 1666.8481 1665.8413 1 -0.29 291.59 33.33 100.2 (M:100.2) 2 1 0 K.LGDVYVNDAFGTAHR.A Dimethyl:2H(4): 1

4454 true 1666 1812.9222 1811.8995 1 8.48 134.44 37.5 29.4 (M:29.4) 1 1 0 R.FLFENQTPAHVYYR.W Dimethyl: 1

4455 false 1667 1383.8176 1382.8245 1 -10.26 212.62 33.67 16.7 (M:16.7) 1 2 1 K.SGVKNIVVVEGVR.I Dimethyl: 1



4456 false 1667 1399.7932 1398.7588 1 19.39 442.46 31 15.5 (M:15.5) 1 2 0 -.MRPCGAVGLGLLR.L Carbamidomethyl: 4

4457 false 1667 1418.7184 1417.7421 1 -21.89 369.24 31 15.1 (M:15.1) 1 3 0 K.GEGLQLMNLMLR.E
Oxidation: 10; Dimethyl: 
1

4458 true 1667 1541.8031 1540.7936 1 1.45 201.44 32.67 49.9 (M:49.9) 1 1 0 R.EHQISPGDFPNLR.K Dimethyl:2H(4): 1

4459 false 1667 1693.9228 1692.8832 1 19.11 266.03 31.83 23.8 (M:23.8) 1 50 2 1 K.KVQELQNSDTEQSK.K
Dimethyl:2H(4): 1; 
Dimethyl: 14

4460 true 1667 1693.9228 1692.9109 1 2.76 158.62 31.83 74.0 (M:74.0) 2 1 1 R.KYEMFAQTLQQSR.G Dimethyl:2H(4): 1, 1



4461 true 1667 1816.9488 1815.9246 1 9.32 188.85 37.5 64.8 (M:64.8) 1 1 0 R.FLFENQTPAHVYYR.W Dimethyl:2H(4): 1

4462 true 1668 1097.6471 1096.6168 1 20.97 203.95 34.5 31.1 (M:31.1) 1 1 0 K.VIEGSFVYK.G Dimethyl: 1, 9

4463 true 1668 1374.7249 1373.7104 1 5.26 213.15 39.5 55.3 (M:55.3) 3 1 0 R.CSFGYPFPLVR.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4464 true 1668 1765.9488 1764.929 1 7.08 146.52 33.17 19.6 (M:19.6) 1 1 1 -.AHCPALRCPGSVRPR.H
Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1

4465 true 1669 1631.8482 1630.8414 1 -0.29 179.59 31 39.6 (M:39.6) 1 1 0 R.TVQIEASTVEIEER.G Dimethyl: 1



4466 true 1669 1831.9263 1830.9196 1 -0.33 203.41 33.33 39.0 (M:39.0) 1 1 0 K.AADGASQCVTDISHLVR.K
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

4467 true 1670 1480.7044 1479.7028 1 -3.83 264.48 30.67 65.7 (M:65.7) 2 1 0 K.QLICDPSYVSDR.V
Carbamidomethyl: 4; 
Dimethyl: 1

4468 true 1670 1672.7994 1671.7675 1 14.7 190.69 31 31.5 (M:31.5) 1 1 0 K.QDDGNPCLPQFPTR.K
Carbamidomethyl: 7; 
Dimethyl: 1

4469 true 1670 1774.949 1773.9261 1 8.81 121.53 29.83 36.8 (M:36.8) 1 1 0 K.INEKPQVIADYESGR.A Dimethyl: 1, 4

4470 true 1670 1839.9926 1838.9829 1 1.35 210.45 31.5 51.9 (M:51.9) 1 1 0 R.AGYSAATLPVTAQPAAYR.A Dimethyl:2H(4): 1



4471 true 1671 1355.8023 1354.8184 1 -17.28 303.75 31.83 23.0 (M:23.0) 1 1 1 K.EILIDRIQSIK.E Dimethyl: 11

4472 false 1671 1355.8023 1354.782 1 9.56 285.19 31.83 15.2 (M:15.2) 1 3 0 R.LQTQASATVAIPK.E Dimethyl: 13

4473 true 1671 1515.7433 1514.7419 1 -3.86 155.86 34 19.6 (M:19.6) 1 1 0 K.IWHHTFYNELR.V

4474 true 1671 1515.7433 1514.7419 1 -3.86 155.86 34 19.6 (M:19.6) 1 1 0 K.IWHHTFYNELR.V

4475 true 1671 1735.7617 1734.7519 1 1.42 162.03 31 15.5 (M:15.5) 1 1 0 M.ASAAHFSEEEMAELR.E Acetyl: 1; Oxidation: 11



4476 true 1671 1737.9253 1736.9066 1 6.59 143.13 37.67 50.6 (M:50.6) 1 1 0 R.VLDIGCPQLAMHSIR.E
Carbamidomethyl: 6; 
Dimethyl: 1

4477 false 1672 890.4863 889.4579 1 23.73 205.71 39.5 19.3 (M:19.3) 1 9 0 K.AMGDAEIK.D Dimethyl: 1, 8

4478 false 1672 890.4863 889.4943 1 -17.13 292.58 39.5 20.4 (M:20.4) 1 2 0 R.GMTVEGLK.Q Dimethyl: 1, 8

4479 true 1672 1438.7831 1437.7762 1 -0.25 254.46 34.33 60.5 (M:60.5) 2 1 0 K.VNGRPLEMIEPR.T Dimethyl: 1

4480 true 1672 1529.7696 1528.7575 1 3.14 147.9 34.17 28.6 (M:28.6) 1 1 0 K.IWHHSFYNELR.I Dimethyl: 1



4481 false 1673 969.5399 968.515 1 18.14 210.55 39.5 16.0 (M:16.0) 1 2 0 K.TNAMSEIK.R

Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 
8

4482 true 1673 1543.7745 1542.7732 1 -3.88 232.05 34.17 75.6 (M:75.6) 2 1 0 K.IWHHTFYNELR.V Dimethyl: 1

4483 true 1673 1543.7745 1542.7732 1 -3.88 232.05 34.17 75.6 (M:75.6) 2 1 0 K.IWHHTFYNELR.V Dimethyl: 1

4484 true 1675 889.5324 888.5272 1 -2.31 580.61 31.67 28.6 (M:28.6) 1 1 0 K.WIHFVR.G Dimethyl:2H(4): 1

4485 true 1675 2061.9607 2060.9507 1 1.33 206.97 31 81.8 (M:81.8) 2 1 0 K.IPEIDCGDMTAQVTSPSGR.N
Carbamidomethyl: 6; 
Dimethyl: 1



4486 true 1675 2596.3934 2595.3937 1 -2.93 183.89 37.5 55.4 (M:55.4) 1 1 0
R.ASDELHYTYLDTFGRPVIVAHK.
N Dimethyl:2H(4): 1, 22

4487 false 1676 949.4893 948.4699 1 12.81 252.36 31.67 16.6 (M:16.6) 1 3 1 K.DDQMLKR.R
Oxidation: 4; Dimethyl: 
6

4488 true 1676 2089.1088 2088.0874 1 6.78 183.19 29.83 42.5 (M:42.5) 1 1 1 K.MAQALEDLRNQHDEQVK.L Dimethyl:2H(4): 1, 17

4489 true 1677 1507.743 1506.7395 1 -2.53 70.77 39.67 61.4 (M:61.4) 2 1 0 M.ATAPYNYSYIFK.Y Acetyl: 1; Dimethyl: 12

4490 true 1677 1593.967 1592.9567 1 1.89 136.68 34.67 75.2 (M:75.2) 1 1 1 R.SKEAAPEFPLSPPK.K Dimethyl:2H(4): 1, 2, 14



4491 true 1678 1699.078 1698.0644 1 3.73 106.99 33.83 54.8 (M:54.8) 1 1 1 K.TKDGQILPVPNVVVR.D Dimethyl:2H(4): 1, 2

4492 true 1678 2335.1176 2334.1128 1 -1.07 175.76 31 83.6 (M:83.6) 1 1 1 K.EYQFKVDDEENEHQLSLR.T Dimethyl: 1, 5

4493 true 1679 972.5601 971.5553 1 -2.51 242.55 31.83 55.9 (M:55.9) 6 1 0 R.AGLQFPVGR.I Dimethyl: 1

4494 true 1679 972.5601 971.5553 1 -2.51 242.55 31.83 55.9 (M:55.9) 6 1 0 R.AGLQFPVGR.V Dimethyl: 1

4495 true 1679 972.5601 971.5553 1 -2.51 242.55 31.83 55.9 (M:55.9) 6 1 0 R.AGLQFPVGR.V Dimethyl: 1



4496 false 1679 972.5601 971.5651 1 -12.68 280.9 31.83 17.6 (M:17.6) 1 6 0 R.ALTSSGVPGK.A Dimethyl: 1, 10

4497 true 1679 2247.0601 2246.0381 1 6.53 188.54 29.83 26.7 (M:26.7) 1 1 1 R.CSVCSEPIMPEPGKDETVR.V
Carbamidomethyl: 1, 4; 
Dimethyl: 1, 14

4498 true 1679 2343.1677 2342.163 1 -1.13 181.85 31 68.1 (M:68.1) 2 1 1 K.EYQFKVDDEENEHQLSLR.T Dimethyl:2H(4): 1, 5

4499 true 1680 1071.5332 1070.5284 1 -2.37 258.88 31.17 47.0 (M:47.0) 2 1 0 R.GLFDEYGSK.K Dimethyl: 1, 9

4500 true 1680 2255.115 2254.0883 1 8.6 130.48 29.83 19.7 (M:19.7) 1 1 1 R.CSVCSEPIMPEPGKDETVR.V
Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1, 14



4501 true 1681 1079.5831 1078.5786 1 -2.62 305.23 31.17 31.0 (M:31.0) 1 1 0 R.GLFDEYGSK.K Dimethyl:2H(4): 1, 9

4502 true 1681 1231.6419 1230.6369 1 -1.86 94.06 33.5 43.0 (M:43.0) 1 1 0 K.YFVDAGAMAVR.R Dimethyl:2H(4): 1

4503 true 1681 2264.1256 2263.0953 1 10.14 263.65 30 71.6 (M:71.6) 1 1 0
K.MHDLNTDQENLVGGHDAPIR.
C Dimethyl:2H(4): 1

4504 true 1682 1088.4965 1087.4943 1 -4.64 282 31.5 20.0 (M:20.0) 2 1 0 K.MYANMFQR.L Dimethyl: 1

4505 true 1682 1995.941 1994.9351 1 -0.71 105.7 30.33 27.9 (M:27.9) 1 1 1 K.LAEQAERYDDMATCMK.A
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 16



4506 true 1683 890.5322 889.5273 1 -2.67 477.91 32.67 21.4 (M:21.4) 1 1 0 K.NVIVFDK.S Dimethyl: 1, 7

4507 true 1683 1092.5237 1091.5194 1 -2.71 308.17 31.5 36.8 (M:36.8) 1 1 0 K.MYANMFQR.L Dimethyl:2H(4): 1

4508 true 1683 1334.7197 1333.7064 1 4.53 165.03 37.67 43.2 (M:43.2) 2 1 0 K.GPIVMELQTYR.Y Dimethyl: 1

4509 true 1683 2397.19 2396.187 1 -1.78 136.67 30.17 43.8 (M:43.8) 1 1 0
R.DIGATAQVHAENGDIIAEEQQ
R.I Dimethyl:2H(4): 1

4510 true 1684 843.467 842.465 1 -6.29 460.87 32.17 17.9 (M:17.9) 1 1 0 R.LGPPFER.E Dimethyl: 1



4511 true 1684 899.5258 898.5236 1 -5.7 431.1 32.83 22.9 (M:22.9) 1 1 0 R.DKPSQIR.F Dimethyl: 1, 2

4512 true 1684 990.5976 989.591 1 -0.66 114.35 33.83 44.1 (M:44.1) 2 1 0 K.SGVGNIFIK.N Dimethyl: 1, 9

4513 true 1684 1031.6121 1030.6063 1 -1.45 132.03 34.5 45.3 (M:45.3) 2 1 0 R.LPLQDVYK.I Dimethyl: 1, 8

4514 true 1684 1031.6121 1030.6063 1 -1.45 132.03 34.5 45.3 (M:45.3) 2 1 0 R.LPLQDVYK.I Dimethyl: 1, 8

4515 true 1684 1338.7459 1337.7315 1 5.29 230.35 37.67 50.0 (M:50.0) 2 1 0 K.GPIVMELQTYR.Y Dimethyl:2H(4): 1



4516 true 1685 933.559 932.5593 1 -8.06 99.43 32.83 18.7 (M:18.7) 1 1 0 K.NILSADLR.S Dimethyl:2H(4): 1

4517 true 1685 1270.6671 1269.6565 1 2.61 188.58 31.17 54.4 (M:54.4) 2 1 0 R.EVDIGIPDATGR.L Dimethyl: 1

4518 true 1685 1511.7639 1510.7646 1 -5.28 128.66 39.67 49.2 (M:49.2) 2 1 0 M.ATAPYNYSYIFK.Y
Dimethyl:2H(4): 12; 
Acetyl: 1

4519 true 1685 2588.2755 2587.2726 1 -1.68 133.31 30.17 163.4 (M:163.4) 2 1 0
K.LVQDVANNTNEEAGDGTTTA
TVLAR.A Dimethyl: 1

4520 true 1686 1191.7118 1190.7073 1 -2.36 99.43 31.83 31.8 (M:31.8) 2 1 1 R.RGDLPFVVTR.R Dimethyl:2H(4): 1



4521 false 1686 1191.7118 1190.7073 1 -2.36 88.48 31.83 15.3 (M:15.3) 1 2 1 K.QLISSKNWR.A
Dimethyl:2H(4): 1; 
Dimethyl: 6

4522 false 1687 859.525 858.5035 1 16.53 455.69 32 17.4 (M:17.4) 1 10 1 R.STLAQRR.G Dimethyl: 1

4523 false 1687 1165.6619 1164.6401 1 12.52 344.98 34 16.4 (M:16.4) 1 2 1 K.VSVKSEGGSQR.D Dimethyl:2H(4): 4

4524 true 1687 1165.6619 1164.6553 1 -0.57 322 34 34.8 (M:34.8) 1 1 0 R.QANTGLFNLR.Q Dimethyl:2H(4): 1

4525 true 1687 1541.7558 1540.7483 1 0.14 186.13 31.17 22.1 (M:22.1) 1 1 1 K.DLFPYEECKEK.F
Carbamidomethyl: 8; 
Dimethyl: 1, 9, 11



4526 true 1688 1370.808 1369.7969 1 2.76 242.38 37.83 99.8 (M:99.8) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl: 1, 12

4527 true 1688 1370.808 1369.7969 1 2.76 242.38 37.83 99.8 (M:99.8) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl: 1, 12

4528 true 1689 1280.7128 1279.7074 1 -1.51 112.97 34.5 45.5 (M:45.5) 1 1 0 K.FTITPGSEQIR.A Dimethyl:2H(4): 1

4529 true 1689 1378.8588 1377.8472 1 3.19 264.55 37.83 74.4 (M:74.4) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl:2H(4): 1, 12

4530 true 1689 1378.8588 1377.8472 1 3.19 264.55 37.83 74.4 (M:74.4) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl:2H(4): 1, 12



4531 true 1689 1414.743 1413.736 1 -0.19 324.32 33.5 81.9 (M:81.9) 1 1 1 R.VVDLMVHMASKE.- Dimethyl: 1, 11

4532 true 1689 1650.7969 1649.7798 1 5.95 250.94 31.17 55.2 (M:55.2) 2 1 0 K.QPAHDAWAEDVDLR.V Dimethyl: 1

4533 true 1690 1341.7837 1340.7816 1 -3.85 164.03 31.5 19.8 (M:19.8) 1 1 0 K.VSVLFAGQHISK.S Dimethyl: 1, 12

4534 true 1690 1422.7928 1421.7862 1 -0.51 294.28 33.5 94.3 (M:94.3) 1 1 1 R.VVDLMVHMASKE.- Dimethyl:2H(4): 1, 11

4535 true 1690 1654.8123 1653.8049 1 0.06 274.72 31.17 92.6 (M:92.6) 2 1 0 K.QPAHDAWAEDVDLR.V Dimethyl:2H(4): 1



4536 true 1691 1207.6351 1206.6245 1 2.83 101.36 30 40.2 (M:40.2) 1 1 0 K.YEELQITAGR.H Dimethyl: 1

4537 true 1691 1207.6351 1206.6245 1 2.83 101.36 30 40.2 (M:40.2) 1 1 0 K.YEELQITAGR.H Dimethyl: 1

4538 true 1691 1229.7206 1228.718 1 -3.79 101.11 33.83 56.8 (M:56.8) 1 1 0 K.QALGIPAAASFK.H Dimethyl: 1, 12

4539 true 1691 1430.7161 1429.7024 1 4.52 330.14 34 51.0 (M:51.0) 1 1 0 R.FNLPGTPPESMGR.G Dimethyl: 1

4540 false 1691 1430.7161 1429.7388 1 -20.91 334.55 34 20.9 (M:20.9) 1 3 1 K.FGGLQNKAPPMDK.L Dimethyl: 1



4541 true 1692 1697.7418 1696.725 1 5.59 205.43 31.17 57.4 (M:57.4) 1 1 0 R.ELGSECGIEFDEER.T
Carbamidomethyl: 6; 
Dimethyl: 1

4542 true 1693 1237.7673 1236.7682 1 -6.58 106.25 33.83 42.9 (M:42.9) 1 1 0 K.QALGIPAAASFK.H Dimethyl:2H(4): 1, 12

4543 true 1693 1446.7428 1445.7303 1 3.6 222.28 34.17 30.1 (M:30.1) 1 1 0 R.YIDILPYDHNR.V Dimethyl: 1

4544 true 1693 1701.7627 1700.7501 1 3.12 258.31 31.17 48.2 (M:48.2) 1 1 0 R.ELGSECGIEFDEER.T
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4545 true 1693 1843.0538 1842.0437 1 1.5 207.54 39.83 30.4 (M:30.4) 3 1 0 R.NICTELLPLIKPYGR.V
Carbamidomethyl: 3; 
Dimethyl: 1, 11



4546 true 1693 2704.4085 2703.4155 1 -5.29 224.55 34.33 57.9 (M:57.9) 2 1 0
K.GRPAPGFHHGDGPGNAVQEI
MIPASK.A Dimethyl:2H(4): 1, 26

4547 true 1694 1277.5868 1276.5767 1 2.23 151.07 34 53.8 (M:53.8) 3 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; 
Dimethyl: 1

4548 true 1694 1277.5868 1276.5767 1 2.23 151.07 34 53.8 (M:53.8) 3 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; 
Dimethyl: 1

4549 true 1694 1851.1026 1850.0939 1 0.77 221.72 39.83 63.4 (M:63.4) 3 1 0 R.NICTELLPLIKPYGR.V
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 11

4550 true 1695 1631.8381 1630.8256 1 3.16 208.85 37.83 81.1 (M:81.1) 1 1 0 R.QWYEAHYALPLGR.K Dimethyl: 1



4551 true 1696 1297.6006 1296.5967 1 -2.55 112.12 34 20.0 (M:20.0) 1 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1; 
Oxidation: 2

4552 true 1696 1297.6006 1296.5967 1 -2.55 112.12 34 20.0 (M:20.0) 1 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1; 
Oxidation: 2

4553 true 1696 1635.8626 1634.8507 1 2.79 180.87 37.83 66.9 (M:66.9) 1 1 0 R.QWYEAHYALPLGR.K Dimethyl:2H(4): 1

4554 true 1697 969.5752 968.5767 1 -9.1 110.78 31.5 17.5 (M:17.5) 1 1 0 R.VAVVNQIAR.Q

4555 true 1697 1539.8133 1538.7735 1 21.13 166.49 33 52.9 (M:52.9) 1 87.19 1 1 R.VKEGMNVVEAMER.C
Dimethyl:2H(4): 1; 
Oxidation: 5



4556 false 1698 982.506 981.5205 1 -22.15 317.08 31.33 16.1 (M:16.1) 1 2 1 R.KIMDEFK.V
Oxidation: 3; Dimethyl: 
1, 7

4557 true 1698 1219.5388 1218.5306 1 0.81 84.51 30.33 31.8 (M:31.8) 2 1 0 R.GYDQYAFDGR.D Dimethyl: 1

4558 true 1698 1530.9347 1529.9381 1 -6.95 112.86 34 40.7 (M:40.7) 1 1 0 R.SIPSLVDGLKPGQR.K Dimethyl:2H(4): 1, 10

4559 true 1698 1530.9347 1529.9381 1 -6.95 112.86 34 40.7 (M:40.7) 1 1 0 R.SIPSLVDGLKPGQR.K Dimethyl:2H(4): 1, 10

4560 true 1698 1555.8424 1554.8349 1 0.14 263.71 33 113.1 (M:113.1) 3 1 1 R.VKEGMNVVEAMER.C Dimethyl:2H(4): 1, 2



4561 true 1698 1566.8635 1565.8504 1 3.76 187.28 31.5 23.4 (M:23.4) 1 1 0 R.QPSLGPTPPPFPGSR.A Dimethyl:2H(4): 1

4562 true 1698 1688.8404 1687.8352 1 -1.2 220.66 33.33 71.8 (M:71.8) 1 1 0 K.ICGDIHGQYTDLLR.L
Carbamidomethyl: 2; 
Dimethyl: 1

4563 true 1699 1557.8353 1556.8158 1 7.84 134.93 30 47.2 (M:47.2) 1 1 0 K.NSVVLLQGGEETQR.Y Dimethyl: 1

4564 true 1699 1692.8628 1691.8603 1 -2.79 208.46 33.33 69.7 (M:69.7) 1 1 0 K.ICGDIHGQYTDLLR.L
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

4565 false 1699 1692.8628 1691.8553 1 0.18 318.34 33.33 15.3 (M:15.3) 1 4 1 K.MKNSWSAEVENLLK.K
Oxidation: 1; Dimethyl: 
14



4566 true 1699 1751.9331 1750.9134 1 7.09 283.35 32.17 40.5 (M:40.5) 1 1 1 -.GHCPALRCPGSVRPR.H
Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1

4567 true 1702 1476.8543 1475.86 1 -8.75 343.7 34.33 65.4 (M:65.4) 1 1 1 R.LDHKFDLMYAK.R Dimethyl:2H(4): 1, 4, 11

4568 true 1702 1476.8543 1475.86 1 -8.75 343.7 34.33 65.4 (M:65.4) 1 1 1 R.LDHKFDLMYAK.R Dimethyl:2H(4): 1, 4, 11

4569 true 1702 1476.8543 1475.86 1 -8.75 343.7 34.33 65.4 (M:65.4) 1 1 1 R.LDHKFDLMYAK.R Dimethyl:2H(4): 1, 4, 11

4570 true 1702 1624.9868 1623.9712 1 5.11 127.41 33.83 66.2 (M:66.2) 2 1 0 K.LVKPPIQVYGLEGR.Y Dimethyl: 1, 3



4571 true 1702 1820.0354 1819.0477 1 -10.76 164.19 31.5 53.9 (M:53.9) 1 1 0 K.VVVVGNPANTNCLIASK.S
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 17

4572 true 1703 1836.0029 1834.9577 1 20.61 203.28 31.5 28.1 (M:28.1) 1 1 0 R.AGYSAATLPVTAQPAAYR.A Dimethyl: 1

4573 true 1704 1751.9034 1750.9002 1 -2.33 215.46 32.83 75.3 (M:75.3) 1 1 0 K.HGGTIPVVPTAEFQDR.I Dimethyl: 1

4574 true 1705 1019.5644 1018.5555 1 1.63 152.55 34.67 41.0 (M:41.0) 1 1 0 K.LLCDMIAK.H
Carbamidomethyl: 3; 
Dimethyl: 1, 8

4575 true 1705 1084.6301 1083.6288 1 -5.48 215.05 30.17 46.5 (M:46.5) 1 1 0 R.VVVLEGGEVR.Q Dimethyl: 1



4576 false 1705 1084.6301 1083.6037 1 17.71 305.48 30.17 15.6 (M:15.6) 1 5 1 K.AQGPKGGGSAVK.V Dimethyl: 12

4577 true 1705 1182.5492 1181.5387 1 2.75 179.18 31.5 22.9 (M:22.9) 2 1 1 K.QRIDEFEAM.-
Oxidation: 9; Dimethyl: 
1

4578 true 1705 1182.5492 1181.5387 1 2.75 179.18 31.5 22.9 (M:22.9) 2 1 1 K.QRIDEFESM.- Dimethyl: 1

4579 true 1705 1755.9268 1754.9253 1 -3.29 226.65 32.83 47.2 (M:47.2) 1 1 0 K.HGGTIPVVPTAEFQDR.I Dimethyl:2H(4): 1

4580 true 1706 2270.2277 2269.2337 1 -5.85 239.37 33.83 19.9 (M:19.9) 1 1 0 K.MIMATNRPDTLDPALLRPGR.L Dimethyl:2H(4): 1



4581 true 1707 835.5128 834.5037 1 2.11 377.96 34.17 43.5 (M:43.5) 1 1 0 K.MIFAGIK.K Dimethyl: 1, 7

4582 false 1707 835.5128 834.4935 1 14.34 384.21 34.17 20.3 (M:20.3) 1 3 0 R.AAMNQLK.A
Dimethyl:2H(4): 1; 
Dimethyl: 7

4583 true 1707 1223.6088 1222.6016 1 -0.06 162.63 31.5 47.5 (M:47.5) 2 1 0 K.EGVIECSFVR.S
Carbamidomethyl: 6; 
Dimethyl: 1

4584 true 1708 936.545 935.544 1 -6.74 95.81 34.33 22.4 (M:22.4) 1 1 0 K.SLYGISLR.Q Dimethyl: 1

4585 true 1708 1111.6484 1110.6325 1 7.79 169.97 34.67 35.5 (M:35.5) 1 1 0 K.YIEIYVQK.V Dimethyl: 1, 8



4586 true 1708 1227.6352 1226.6267 1 0.96 142.77 31.33 40.1 (M:40.1) 2 1 0 K.EGVIECSFVR.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4587 true 1709 1282.6031 1281.5911 1 3.68 293.83 31.83 76.7 (M:76.7) 2 1 0 R.LGDLYEEEMR.E Dimethyl: 1

4588 false 1710 723.4449 722.4367 1 1.22 189.06 31.83 17.1 (M:17.1) 2 2 0 K.YLPFK.V Dimethyl: 1, 5

4589 true 1710 1150.6395 1149.6344 1 -1.88 316.08 34.5 29.6 (M:29.6) 1 1 0 K.QFAEMYVAK.F Dimethyl:2H(4): 1, 9

4590 true 1710 1290.6669 1289.6649 1 -4.13 155.7 31.33 46.8 (M:46.8) 2 1 0 R.TIAMDGTEGLVR.G Dimethyl: 1



4591 true 1710 2107.1176 2106.1222 1 -5.65 125.52 34.5 27.3 (M:27.3) 1 1 0 K.TITGFQTHTTPVLLAHGER.A Dimethyl: 1

4592 true 1711 1649.7891 1648.7705 1 6.88 200.2 31.17 28.3 (M:28.3) 1 1 0 R.MVSSYVGENAEFER.Q Dimethyl:2H(4): 1

4593 true 1711 2111.1412 2110.1473 1 -6.35 275.97 34.5 97.1 (M:97.1) 1 1 0 K.TITGFQTHTTPVLLAHGER.A Dimethyl:2H(4): 1

4594 false 1712 826.4791 825.467 1 5.77 492.82 31.83 15.9 (M:15.9) 1 6 0 R.MSYILK.D
Oxidation: 1; Dimethyl: 
1, 6

4595 false 1712 826.4791 825.4821 1 -12.47 31.83 17.2 (M:17.2) 1 53.96 3 1 R.VHTSRAK.G Dimethyl: 1



4596 true 1713 849.4651 848.4612 1 -4.04 468.51 31.83 17.9 (M:17.9) 1 1 0 R.TILMMGR.Y Dimethyl: 1

4597 true 1713 1276.6917 1275.6823 1 1.65 132.89 34.67 47.2 (M:47.2) 1 1 0 K.FTITPGSEQIR.A Dimethyl: 1

4598 true 1713 1325.6705 1324.6635 1 -0.18 233.84 31.5 52.2 (M:52.2) 2 1 0 R.IEYDCELVPR.R
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

4599 true 1713 2087.045 2086.0459 1 -3.92 196.83 32.83 37.0 (M:37.0) 1 1 1 K.QGTQYTFSSIEREEYGK.L Dimethyl:2H(4): 1, 17

4600 true 1714 853.4891 852.4863 1 -5.26 376.04 31.83 23.9 (M:23.9) 2 1 0 R.TILMMGR.Y Dimethyl:2H(4): 1



4601 true 1714 1184.7511 1183.754 1 -8.64 63.06 40 66.0 (M:66.0) 1 1 0 R.NTISLLVAGLK.K Dimethyl: 1, 11

4602 false 1715 897.5425 896.5371 1 -2.15 423.89 31.67 19.1 (M:19.1) 1 2 0 R.IFSAYIK.E Dimethyl: 1, 7

4603 true 1715 2421.203 2420.1891 1 2.76 167.22 32.67 47.2 (M:47.2) 1 1 0 R.HILIHTGEKPFECDVCDMR.F
Carbamidomethyl: 13, 
16; Dimethyl:2H(4): 1, 9

4604 true 1715 2430.1274 2429.111 1 3.73 142.82 30.33 28.0 (M:28.0) 1 1 1
R.KVVDYSQFQESDDADEDYGR.
D Dimethyl:2H(4): 1, 1

4605 true 1716 1450.7765 1449.7766 1 -5.08 412.43 31.5 16.0 (M:16.0) 1 1 0 R.ADYIPTQQDVLR.T Dimethyl:2H(4): 1



4606 true 1716 1524.9034 1523.9163 1 -13.21 167.56 34.67 33.6 (M:33.6) 1 1 1 K.LIGAFIKEIEDGR.F Dimethyl:2H(4): 1, 7

4607 true 1717 804.4945 803.4905 1 -4.08 319.78 34.5 62.9 (M:62.9) 3 1 0 K.NIGLGFK.T Dimethyl: 1, 7

4608 true 1717 1197.6891 1196.6856 1 -3.14 95.97 34 23.1 (M:23.1) 1 1 0 R.NLLYVYPQR.L Dimethyl:2H(4): 1

4609 true 1717 1472.6925 1471.6831 1 1.45 368.74 31.5 41.2 (M:41.2) 2 1 0 R.IFTSIGEDYDER.V Dimethyl: 1

4610 true 1717 1738.9398 1737.9373 1 -2.78 195.28 38.17 40.1 (M:40.1) 1 1 0 R.SLDTHITNSLNNIIR.H Dimethyl: 1



4611 true 1718 1252.6991 1251.6724 1 15.51 213.93 34.67 52.5 (M:52.5) 1 1 0 K.APGFAHLAGLDR.M Dimethyl: 1

4612 true 1718 1476.7169 1475.7082 1 0.95 363.07 31.33 56.2 (M:56.2) 2 1 0 R.IFTSIGEDYDER.V Dimethyl:2H(4): 1

4613 true 1718 1773.0119 1772.0106 1 -3.38 135.4 32 18.5 (M:18.5) 1 1 0 R.AELRPADMVPVSQAPK.E Dimethyl:2H(4): 1, 16

4614 true 1719 1256.6948 1255.6975 1 -7.97 182.69 34.67 38.2 (M:38.2) 1 1 0 K.APGFAHLAGLDR.M Dimethyl:2H(4): 1

4615 true 1719 1942.9528 1941.9407 1 2.45 120.6 34.67 93.9 (M:93.9) 1 1 0 R.HEMPPHIYAITDTAYR.S Dimethyl: 1



4616 true 1720 1293.58 1292.5716 1 0.88 98.79 34 26.4 (M:26.4) 1 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 
Oxidation: 2; Dimethyl: 
1

4617 true 1720 1293.58 1292.5716 1 0.88 98.79 34 26.4 (M:26.4) 1 1 0 K.YMACCLLYR.G

Carbamidomethyl: 4, 5; 
Oxidation: 2; Dimethyl: 
1

4618 false 1720 1515.7606 1514.7525 1 0.54 204.79 31.33 19.5 (M:19.5) 1 2 0 R.VHHGLQGGCAVPQR.T Carbamidomethyl: 9

4619 true 1720 1515.7606 1514.7766 1 -15.39 230.5 31.33 44.7 (M:44.7) 2 1 0 K.VEGPEELPDTLER.V Dimethyl:2H(4): 1

4620 true 1720 1946.9767 1945.9658 1 1.86 95.76 34.67 111.2 (M:111.2) 1 1 0 R.HEMPPHIYAITDTAYR.S Dimethyl:2H(4): 1



4621 true 1720 2238.0723 2237.0659 1 -0.43 258.38 38.17 70.7 (M:70.7) 1 1 0 K.YGHAACFGLQPGCLLPDSSR.Q
Carbamidomethyl: 6, 
13; Dimethyl:2H(4): 1

4622 true 1721 1512.8336 1511.8348 1 -5.59 195.53 34.67 84.8 (M:84.8) 2 1 0 K.GIHPTIISESFQK.A Dimethyl: 1, 13

4623 false 1722 1402.7463 1401.7286 1 7.42 374.55 40.17 16.4 (M:16.4) 1 4 1 R.DGCPKIVNLGSSK.T
Carbamidomethyl: 3; 
Dimethyl: 13

4624 false 1722 1402.7463 1401.7351 1 2.77 290.98 40.17 18.1 (M:18.1) 1 3 1 K.VAETANEEEVKK.M Dimethyl: 11, 12

4625 true 1722 1520.8843 1519.885 1 -5.22 179.53 34.67 79.4 (M:79.4) 1 1 0 K.GIHPTIISESFQK.A Dimethyl:2H(4): 1, 13



4626 true 1723 1195.6987 1194.6947 1 -2.73 139.07 31.83 16.1 (M:16.1) 1 1 0 R.SQLIDELADK.F Dimethyl:2H(4): 1, 10

4627 true 1723 1401.743 1400.7598 1 -17.23 201.57 34.5 15.7 (M:15.7) 1 1 1 R.VVHIMDFQRGK.N
Oxidation: 5; Dimethyl: 
1, 11

4628 true 1724 1323.7245 1322.7132 1 2.99 207.57 30.33 41.6 (M:41.6) 1 1 0 K.YLQEEININR.K Dimethyl:2H(4): 1

4629 true 1725 1589.7747 1588.7944 1 -17.02 171.82 30.67 56.2 (M:56.2) 2 1 0 R.ILGADTSAELEETGR.V Dimethyl: 1

4630 false 1725 1589.7747 1588.7555 1 7.44 172.85 30.67 40.9 (M:40.9) 2 2 0 R.ELPPDQAEYCIAR.M
Carbamidomethyl: 10; 
Dimethyl: 1



4631 true 1726 872.4546 871.4514 1 -4.62 399.95 32.33 37.4 (M:37.4) 3 1 0 R.IFYDMK.V Dimethyl: 1, 6

4632 true 1726 1366.6494 1365.6347 1 5.4 167.3 30.33 44.8 (M:44.8) 1 1 0 K.GISQEQMNEFR.A Dimethyl: 1

4633 true 1726 1593.799 1592.8195 1 -17.44 139.71 30.67 56.3 (M:56.3) 2 1 0 R.ILGADTSAELEETGR.V Dimethyl:2H(4): 1

4634 true 1726 1784.9037 1783.9105 1 -7.85 160.26 31.33 32.2 (M:32.2) 1 1 0 K.VPVGDQPQDIEYQIR.D Dimethyl: 1

4635 false 1727 880.5101 879.5037 1 -1.05 956.62 32.17 18.0 (M:18.0) 1 3 0 K.ILSACEK.N

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1; 
Dimethyl: 7



4636 true 1727 880.5101 879.5016 1 1.42 458.44 32.17 30.2 (M:30.2) 1 1 0 R.IFYDMK.V Dimethyl:2H(4): 1, 6

4637 false 1727 890.5136 889.4943 1 13.46 382.63 35.83 18.6 (M:18.6) 1 7 0 K.VLELMNK.L
Oxidation: 5; Dimethyl: 
7

4638 true 1727 890.5136 889.5022 1 4.63 460.54 35.83 48.0 (M:48.0) 1 1 0 K.LADFGLAR.A Dimethyl: 1

4639 true 1727 890.5136 889.5022 1 4.63 460.54 35.83 48.0 (M:48.0) 1 1 0 K.LADFGLAR.I Dimethyl: 1

4640 true 1727 1021.6321 1020.627 1 -2.12 153.92 38.17 56.4 (M:56.4) 11 1 0 K.VFLENVIR.D Dimethyl:2H(4): 1



4641 true 1727 1370.6748 1369.6598 1 5.64 188.36 30.33 24.9 (M:24.9) 1 1 0 K.GISQEQMNEFR.A Dimethyl:2H(4): 1

4642 true 1727 1788.9383 1787.9356 1 -2.52 259.19 31.33 35.9 (M:35.9) 2 1 0 K.VPVGDQPQDIEYQIR.D Dimethyl:2H(4): 1

4643 true 1728 888.4466 887.4463 1 -7.85 476.85 32.33 22.2 (M:22.2) 1 1 0 R.IFYDMK.V
Oxidation: 5; Dimethyl: 
1, 6

4644 true 1728 1734.0498 1733.0361 1 3.7 209.22 34 32.5 (M:32.5) 1 1 1 R.KLTALITPQVSDPMR.N Dimethyl:2H(4): 1, 1

4645 false 1729 851.5122 850.4884 1 19.42 394.69 34.17 16.1 (M:16.1) 1 3 0 R.SMNAALGK.T
Dimethyl:2H(4): 1; 
Dimethyl: 8



4646 false 1729 851.5122 850.4986 1 7.42 608.01 34.17 15.9 (M:15.9) 1 4 0 K.MIFAGIK.K
Oxidation: 1; Dimethyl: 
1, 7

4647 true 1730 969.4766 968.4927 1 -24.11 131.02 32.17 19.4 (M:19.4) 1 1 0 K.QSPDEPLR.S Dimethyl: 1

4648 true 1730 1472.836 1471.8187 1 6.81 349.11 31.67 67.7 (M:67.7) 1 1 0 R.AYYHLLNQVAPK.G Dimethyl: 1, 12

4649 true 1731 1124.5631 1123.5518 1 3.55 213.97 34.17 32.2 (M:32.2) 2 1 0 K.SMFAGVPTMR.E Dimethyl: 1

4650 true 1731 1480.8778 1479.8689 1 1.06 346.6 31.67 37.2 (M:37.2) 1 1 0 R.AYYHLLNQVAPK.G Dimethyl:2H(4): 1, 12



4651 true 1732 1128.5828 1127.5769 1 -1.21 237.38 34.17 22.7 (M:22.7) 2 1 0 K.SMFAGVPTMR.E Dimethyl:2H(4): 1

4652 true 1732 1547.7911 1546.7847 1 -0.6 192.38 33 79.4 (M:79.4) 3 1 1 R.VKEGMNVVEAMER.C Dimethyl: 1, 2

4653 false 1732 1547.7911 1546.8075 1 -15.33 238.05 33 15.5 (M:15.5) 1 3 1 R.AARDCGIGDPAVASK.V

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1; 
Dimethyl: 15

4654 true 1733 1167.6532 1166.6448 1 0.93 294.45 34.33 27.6 (M:27.6) 1 1 0 K.QLFLQTYAR.G Dimethyl: 1

4655 true 1733 1677.8896 1676.8494 1 19.6 131.89 31.67 15.5 (M:15.5) 1 50.12 1 1 R.KYEMFAQTLQQSR.G
Dimethyl:2H(4): 1; 
Oxidation: 4



4656 true 1733 2128.0563 2127.0494 1 -0.19 147.99 30.5 89.7 (M:89.7) 2 1 0 R.INNVPAEGENEVNNELANR.M Dimethyl:2H(4): 1

4657 true 1734 1027.6105 1026.6057 1 -2.41 159.16 34.67 18.2 (M:18.2) 1 1 0 K.LLCDMIAK.H
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 8

4658 true 1734 1171.7032 1170.6699 1 22.19 76.87 34.33 19.0 (M:19.0) 1 1 0 K.QLFLQTYAR.G Dimethyl:2H(4): 1

4659 true 1734 1563.788 1562.7796 1 0.66 279.39 33 39.7 (M:39.7) 2 1 1 R.VKEGMNVVEAMER.C
Oxidation: 5; Dimethyl: 
1, 2

4660 true 1734 1685.8657 1684.8607 1 -1.36 219.03 31.83 58.1 (M:58.1) 1 1 1 R.KYEMFAQTLQQSR.G Dimethyl: 1, 1



4661 true 1734 2033.9585 2032.9531 1 -0.92 196.93 31.5 22.5 (M:22.5) 1 1 1 K.FFDANYDGKEYDPVAAR.Q Dimethyl: 1, 9

4662 true 1735 1399.8057 1398.7958 1 1.83 344.09 30.67 66.5 (M:66.5) 3 1 1 R.EIAQDFKTDLR.F Dimethyl:2H(4): 1, 7

4663 true 1735 2042.0068 2041.0033 1 -1.82 246.26 31.5 39.1 (M:39.1) 2 1 1 K.FFDANYDGKEYDPVAAR.Q Dimethyl:2H(4): 1, 9

4664 true 1735 2153.086 2152.0848 1 -2.79 134.48 30.67 90.8 (M:90.8) 2 1 1 R.QAQQERDELADEIANSSGK.G Dimethyl:2H(4): 1, 19

4665 false 1736 1119.6196 1118.5866 1 22.95 255.36 35.17 25.3 (M:25.3) 2 6 1 R.ATNTQKCIR.A
Carbamidomethyl: 7; 
Dimethyl: 1



4666 true 1736 1119.6196 1118.6084 1 3.5 250.35 35.17 55.8 (M:55.8) 2 1 0 -.VNFTVDQIR.A Dimethyl: 1

4667 false 1736 1201.6367 1200.6099 1 16.29 87.95 40.67 22.2 (M:22.2) 1 3 0 K.ISSSSSDVHVR.Q Dimethyl: 1

4668 true 1736 1201.6367 1200.6291 1 0.24 92.35 40.67 50.5 (M:50.5) 3 1 0 K.NIFSFYLNR.D Dimethyl: 1

4669 true 1736 1473.7878 1472.7776 1 2 238.64 38.33 39.2 (M:39.2) 1 1 0 R.IHVQFFDVSPTR.G Dimethyl: 1

4670 true 1736 1784.9669 1783.9454 1 7.99 169.61 31.83 56.0 (M:56.0) 1 1 0 K.HIANYICGIQTIGHR.V
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



4671 true 1736 1784.9669 1783.9454 1 7.99 169.61 31.83 56.0 (M:56.0) 1 1 0 K.HIANYICGIQTIGHR.V
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4672 true 1736 2118.9121 2117.9118 1 -3.3 281.98 32.17 38.1 (M:38.1) 1 1 0 R.SADEPMTTFVVCNECGNR.W
Carbamidomethyl: 12, 
15; Dimethyl:2H(4): 1

4673 true 1736 2269.0834 2268.0808 1 -2.06 218.68 30.67 66.9 (M:66.9) 1 1 1
R.AVYDEQGTVDEEGEALRAER.
D Dimethyl:2H(4): 1

4674 true 1737 1205.6599 1204.6543 1 -1.35 54.05 40.67 36.8 (M:36.8) 3 1 0 K.NIFSFYLNR.D Dimethyl:2H(4): 1

4675 true 1737 1223.7345 1222.7223 1 4.02 82.41 34.17 29.3 (M:29.3) 2 1 0 K.LSILYPATTGR.N Dimethyl:2H(4): 1



4676 true 1737 1477.8183 1476.8027 1 5.64 350.86 38.33 58.5 (M:58.5) 1 1 0 R.IHVQFFDVSPTR.G Dimethyl:2H(4): 1

4677 true 1738 1257.7421 1256.739 1 -3.32 164.45 34 73.7 (M:73.7) 3 1 0 R.QITINDLPVGR.S Dimethyl:2H(4): 1

4678 true 1738 1440.8079 1439.8286 1 -19.4 105.85 30.33 17.6 (M:17.6) 1 1 0 K.TITQAVPPPTDLR.F Dimethyl:2H(4): 1

4679 false 1739 1468.7789 1467.762 1 6.61 266.57 30.33 17.8 (M:17.8) 1 2 1 K.NLYESELADARR.V Dimethyl:2H(4): 1

4680 true 1739 1485.8405 1484.8513 1 -12.13 73.96 32.33 18.5 (M:18.5) 1 1 1 K.ITEYLCEPLRK.C
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 11



4681 false 1740 914.5359 913.5345 1 -6.39 126.85 31.5 15.8 (M:15.8) 1 8 1 R.AEIKQGIR.E

4682 true 1740 1514.7887 1513.7777 1 2.46 181.94 30.5 85.2 (M:85.2) 1 1 0 R.HVFGESDELIGQK.V Dimethyl: 1, 13

4683 false 1740 1574.7679 1573.7783 1 -11.28 227.62 32.33 16.8 (M:16.8) 1 2 1 R.HMKSHTDERPHK.C
Oxidation: 2; Dimethyl: 
1, 12

4684 true 1740 1574.7679 1573.7637 1 -2.01 209.68 32.33 72.1 (M:72.1) 1 1 0 K.FHPGGNTLASAGFDR.L Dimethyl: 1

4685 true 1740 1670.9867 1669.9817 1 -1.36 101.31 40.67 41.9 (M:41.9) 1 1 0 K.NILAVSFAPLVQPNR.N Dimethyl:2H(4): 1



4686 true 1740 1902.1165 1901.1186 1 -4.92 230.13 34.67 101.5 (M:101.5) 1 1 1 K.LDKSQIHDIVLVGGSTR.I Dimethyl:2H(4): 1, 3

4687 true 1740 1926.1585 1925.1513 1 -0.03 119.5 31.83 38.3 (M:38.3) 2 1 0 K.SIVIRPLEPQPAPHLAR.E Dimethyl:2H(4): 1

4688 true 1741 1522.8405 1521.8279 1 3.51 205.9 30.5 68.6 (M:68.6) 1 1 0 R.HVFGESDELIGQK.V Dimethyl:2H(4): 1, 13

4689 true 1741 1578.7947 1577.7888 1 -0.88 191.42 32.33 85.2 (M:85.2) 1 1 0 K.FHPGGNTLASAGFDR.L Dimethyl:2H(4): 1

4690 true 1742 1113.5439 1112.5502 1 -12.24 275.28 30.83 41.7 (M:41.7) 2 1 0 K.EQIYDVYR.Y Dimethyl: 1



4691 true 1742 1721.9579 1720.9266 1 13.94 78.25 34.17 17.8 (M:17.8) 1 1 0 R.SNTVVIMNMQGQIVR.S Dimethyl:2H(4): 1

4692 true 1742 1742.9687 1741.9625 1 -0.59 189.75 38.17 27.5 (M:27.5) 1 1 0 R.SLDTHITNSLNNIIR.H Dimethyl:2H(4): 1

4693 true 1743 1742.9456 1741.9397 1 -0.76 157.86 33 35.1 (M:35.1) 1 1 1 K.IREVANGLCLEVEGK.M
Carbamidomethyl: 9; 
Dimethyl: 1, 15

4694 true 1744 1727.8964 1726.8962 1 -4.1 143.81 32.33 61.7 (M:61.7) 1 1 0 R.AAAGLNQSANELVQASR.G Dimethyl: 1

4695 true 1744 1761.8748 1760.8767 1 -5.2 268.18 33 24.8 (M:24.8) 1 1 0 R.HQIQSYTCEIDALK.G
Carbamidomethyl: 8; 
Dimethyl: 1, 14



4696 true 1744 2116.2423 2115.2292 1 2.75 194.52 38.33 82.3 (M:82.3) 1 1 0 K.QQAHDLLISKPDGTFLLR.F Dimethyl:2H(4): 1, 10

4697 false 1744 2145.0966 2144.0717 1 8.24 254.75 33.83 16.8 (M:16.8) 1 2 1 R.SGAAIMADKMDMSLDDIIK.L

Dimethyl:2H(4): 1; 
Oxidation: 10, 12; 
Dimethyl: 9, 19

4698 true 1744 2145.0966 2144.0986 1 -4.33 213.39 33.83 23.9 (M:23.9) 1 1 0 -.MDIRPNHTIYINNINDK.I
Dimethyl:2H(4): 17; 
Acetyl: 1

4699 true 1745 1516.8544 1515.8661 1 -12.48 168.01 34.67 22.1 (M:22.1) 1 1 1 K.LIGAFIKEIEDGR.F Dimethyl: 1, 7

4700 true 1745 1731.9201 1730.9213 1 -4.9 164.76 32.33 70.3 (M:70.3) 1 1 0 R.AAAGLNQSANELVQASR.G Dimethyl:2H(4): 1



4701 true 1745 2238.1008 2237.0978 1 -1.88 194.98 33.83 82.0 (M:82.0) 1 1 0 R.AHIVFDFHQAADGIQEQQR.Q Dimethyl: 1

4702 true 1746 1118.6119 1117.6103 1 -5.08 425.31 31.83 39.5 (M:39.5) 2 1 0 K.VELDNMPLR.G Dimethyl:2H(4): 1

4703 false 1746 1118.6119 1117.5954 1 8.28 480.39 31.83 16.9 (M:16.9) 1 5 1 K.EVREMWLK.D Dimethyl: 1

4704 true 1746 1796.8903 1795.8741 1 5 159.75 30.5 48.7 (M:48.7) 1 1 0 K.YEEDGEGVVLYRPSR.L Dimethyl: 1

4705 true 1746 2665.5008 2664.4727 1 7.83 252.84 38.33 100.1 (M:100.1) 1 1 1
K.KVTSVVFHPSQDLVFSASPDAT
IR.I Dimethyl:2H(4): 1, 1



4706 false 1748 882.5272 881.5335 1 -15.38 462.72 33.83 16.2 (M:16.2) 1 5 0 R.DLAPLGIR.V Dimethyl: 1

4707 false 1748 891.5282 890.5226 1 -1.81 458.13 34.5 17.6 (M:17.6) 1 6 0 R.YVLEALR.K Dimethyl: 1

4708 false 1748 891.5282 890.5011 1 22.25 416.89 34.5 16.1 (M:16.1) 1 8 0 K.DAAQEAVK.L
Dimethyl:2H(4): 1; 
Dimethyl: 8

4709 true 1748 1159.6237 1158.6245 1 -6.9 304.37 31.5 25.3 (M:25.3) 1 1 0 K.QIDLSTADLR.K Dimethyl: 1

4710 true 1751 922.5636 921.5586 1 -2.39 129.5 34 36.2 (M:36.2) 2 1 0 R.DAFVAIVR.S Dimethyl:2H(4): 1



4711 true 1751 1744.0405 1743.0357 1 -1.44 143.27 38.67 29.7 (M:29.7) 1 1 1 K.EMVELPLRHPALFK.A Dimethyl:2H(4): 1, 14

4712 true 1752 890.5148 889.5022 1 6 458.91 33.5 43.9 (M:43.9) 1 1 0 K.AGLVEFAR.S Dimethyl: 1

4713 false 1752 890.5148 889.5273 1 -22.24 172.13 33.5 18.0 (M:18.0) 1 6 0 K.AIIVEFAK.Q

4714 false 1752 1045.6053 1044.6002 1 -1.99 118.46 34.17 16.9 (M:16.9) 1 3 0 R.ELLGMSVLR.H Dimethyl: 1

4715 true 1752 1150.7107 1149.7121 1 -7.59 347.17 34.83 62.4 (M:62.4) 1 1 0 R.LEILQIHTK.N Dimethyl: 1, 9



4716 true 1752 1336.6696 1335.6414 1 15.64 269.72 31.5 30.6 (M:30.6) 1 1 0 K.LMLEMDGTENK.S Dimethyl: 1, 11

4717 true 1753 1055.59 1054.5811 1 1.53 125.19 34.33 22.4 (M:22.4) 2 1 0 K.SYAVIFATR.V Dimethyl: 1

4718 true 1753 1158.7602 1157.7624 1 -8.11 392.22 34.83 51.4 (M:51.4) 1 1 0 R.LEILQIHTK.N Dimethyl:2H(4): 1, 9

4719 false 1753 1158.7602 1157.7686 1 -13.45 411.62 34.83 20.1 (M:20.1) 1 2 1 R.LADLLGKIQK.A
Dimethyl:2H(4): 1; 
Dimethyl: 7

4720 true 1753 1391.7336 1390.7177 1 6.23 246.98 31 106.8 (M:106.8) 1 1 0 K.VNVAECGAEALAR.L
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



4721 true 1753 1423.6976 1422.6813 1 6.29 307.64 31.5 43.5 (M:43.5) 2 1 0 R.DFTPVCTTELGR.A
Carbamidomethyl: 6; 
Dimethyl: 1

4722 true 1753 1793.0271 1792.0123 1 4.18 184.11 38.33 62.6 (M:62.6) 1 1 0 K.QTELFAHFIQPAAQK.S Dimethyl:2H(4): 1, 15

4723 true 1754 1068.5612 1067.5508 1 3 196.34 34.33 67.6 (M:67.6) 2 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl: 1, 9

4724 true 1754 1068.5612 1067.5508 1 3 196.34 34.33 67.6 (M:67.6) 2 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl: 1, 9

4725 true 1754 1361.7755 1360.7788 1 -7.79 273.03 33 48.3 (M:48.3) 1 1 1 K.AVIFCLSPDKK.C
Carbamidomethyl: 5; 
Dimethyl: 1, 10, 11



4726 true 1754 1395.7788 1394.7707 1 0.59 220.23 30.67 38.5 (M:38.5) 3 91.12 1 1 R.EIAQDFKTDLR.F
Dimethyl:2H(4): 7; 
Dimethyl: 1

4727 true 1755 1076.6064 1075.601 1 -1.7 177.77 34.33 41.8 (M:41.8) 1 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 9

4728 true 1755 1076.6064 1075.601 1 -1.7 177.77 34.33 41.8 (M:41.8) 1 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 9

4729 false 1755 1143.6687 1142.6845 1 -20.24 286.45 34 18.5 (M:18.5) 1 50 3 1 K.MLKSNNKPK.D Dimethyl: 1, 7, 9

4730 false 1756 1487.7586 1486.716 1 23.78 78.85 31.83 15.8 (M:15.8) 1 50 2 1 K.TFEKSMMNLQSK.I
Oxidation: 7; Dimethyl: 
12



4731 false 1757 1676.9319 1675.9257 1 -0.63 171.42 41 21.3 (M:21.3) 1 2 0 K.IQIPRPDDPSNQIK.I Dimethyl: 1, 14

4732 true 1758 1618.7785 1617.7772 1 -3.71 238.53 31.83 17.0 (M:17.0) 1 1 0 R.HWAQICSGNPFNR.I
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4733 true 1758 1743.824 1742.8111 1 3.22 157.38 30.5 55.7 (M:55.7) 1 1 1 K.FPSTESFETEETRR.F Dimethyl: 1

4734 false 1759 1245.6587 1244.6513 1 0.1 218.63 33.83 20.1 (M:20.1) 1 2 1 K.QIWRIEGSEK.V

4735 true 1759 1747.8767 1746.8363 1 18.96 147.27 30.5 45.8 (M:45.8) 1 1 1 K.FPSTESFETEETRR.F Dimethyl:2H(4): 1



4736 false 1760 871.553 870.5426 1 3.57 311.85 34.83 16.8 (M:16.8) 1 5 0 K.DLVDLIK.Q Dimethyl: 1, 7

4737 true 1760 1232.7384 1231.7227 1 6.88 92.1 34.5 45.4 (M:45.4) 2 1 0 K.SILFVPNSAPR.G Dimethyl:2H(4): 1

4738 true 1761 1253.7176 1252.7139 1 -2.9 145.27 34 76.4 (M:76.4) 3 1 0 R.QITINDLPVGR.S Dimethyl: 1

4739 true 1761 1692.7826 1691.7825 1 -4.2 155.82 30.83 65.4 (M:65.4) 2 1 0 K.MDATANDVPSPYEVR.G Dimethyl: 1

4740 true 1762 1778.9112 1777.9033 1 0.38 199.74 30.67 77.7 (M:77.7) 1 1 1 R.VFDKEGNGTVMGAELR.H Dimethyl: 1, 4



4741 true 1762 1935.0189 1934.0156 1 -2.06 154.29 31.83 37.1 (M:37.1) 1 1 0 K.VNINGGAVSLGHPIGMSGAR.I Dimethyl: 1

4742 true 1763 1380.7079 1379.7136 1 -9.39 324.81 34.33 49.6 (M:49.6) 1 1 0 K.HFSVEGQLEFR.A Dimethyl:2H(4): 1

4743 false 1763 1706.8252 1705.8417 1 -13.96 311.1 32 17.1 (M:17.1) 1 4 0
-
.MSGTAGSGVGAAGSVGSVVR.R

4744 true 1763 1786.9644 1785.9535 1 2.06 227.57 30.67 88.7 (M:88.7) 1 1 1 R.VFDKEGNGTVMGAELR.H Dimethyl:2H(4): 1, 4

4745 true 1763 1939.0431 1938.0407 1 -2.5 106.26 31.83 50.0 (M:50.0) 1 1 0 K.VNINGGAVSLGHPIGMSGAR.I Dimethyl:2H(4): 1



4746 true 1764 1270.709 1269.7041 1 -1.89 134.62 33.83 37.7 (M:37.7) 1 1 0 K.DAGQISGLNVLR.V Dimethyl: 1

4747 true 1764 1651.9672 1650.9619 1 -1.15 210.08 32.83 43.1 (M:43.1) 1 1 0 R.LPRPPPPEMPESLK.K Dimethyl:2H(4): 1, 14

4748 true 1764 1710.793 1709.7835 1 1.3 134.33 31.5 22.9 (M:22.9) 1 1 0 R.FGPYESYDSGSSLGGR.D Dimethyl:2H(4): 1

4749 false 1765 1054.6202 1053.6042 1 8.27 137.97 34.83 16.4 (M:16.4) 1 2 1 R.IAESLSKMK.L
Dimethyl:2H(4): 9; 
Oxidation: 8

4750 false 1765 1274.7266 1273.7292 1 -7.76 58.94 33.83 18.8 (M:18.8) 1 2 0 K.DAGQISGLNVLR.V Dimethyl:2H(4): 1



4751 false 1765 1680.9506 1679.9508 1 -4.47 419.54 41 15.4 (M:15.4) 1 3 0 K.IQIPRPDDPSNQIK.I
Dimethyl:2H(4): 1; 
Dimethyl: 14

4752 true 1766 1865.9621 1864.9584 1 -1.95 225.93 34.33 19.9 (M:19.9) 1 1 0 R.QLYYFAQQNSGHLLR.G Dimethyl: 1

4753 true 1766 1894.0621 1893.0684 1 -7.16 230.32 34.83 68.0 (M:68.0) 1 1 1 K.LDKSQIHDIVLVGGSTR.I Dimethyl: 1, 3

4754 true 1766 2648.3378 2647.3516 1 -7.95 452.25 31.83 49.6 (M:49.6) 2 1 0
R.SLSTTNVFACSDRPTVIYSSNHK
.L

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 23

4755 false 1767 764.4994 763.4894 1 3.52 414.03 32 22.9 (M:22.9) 1 2 0 K.LSPIFR.D Dimethyl:2H(4): 1



4756 false 1767 821.4242 820.4331 1 -19.6 649.28 35 16.4 (M:16.4) 1 2 0 K.IFDEAAK.E Dimethyl: 7

4757 true 1767 1892.9331 1891.9512 1 -13.41 237.54 32.5 45.5 (M:45.5) 2 1 0 K.EAYMGNVLQAGQGQAPAR.Q Dimethyl:2H(4): 1

4758 true 1767 2332.2818 2331.2634 1 4.78 89.2 30.5 79.1 (M:79.1) 1 1 0
K.GLGLDESGTAKPAGAGLVGQE
NAR.E Dimethyl:2H(4): 1, 11

4759 true 1767 2612.2813 2611.2816 1 -2.91 168.47 30.83 73.8 (M:73.8) 2 1 1
R.NPPAVAQPDFSSDEEREPTPIG
AR.G Dimethyl:2H(4): 1

4760 true 1769 2146.1523 2145.1582 1 -6.17 205.18 38.67 37.8 (M:37.8) 1 1 0 R.IHTYLQSTRPIIDLYER.M Dimethyl: 1



4761 true 1770 805.4531 804.4415 1 5.34 253.28 32.5 21.0 (M:21.0) 1 1 0 K.ASSMPLK.T
Oxidation: 4; Dimethyl: 
1, 7

4762 true 1770 2150.1814 2149.1833 1 -4.3 204.99 38.67 42.3 (M:42.3) 1 1 0 R.IHTYLQSTRPIIDLYER.M Dimethyl:2H(4): 1

4763 true 1771 945.5087 944.5008 1 0.75 122.1 41.33 49.6 (M:49.6) 4 1 0 M.AYAYLFK.Y Acetyl: 1; Dimethyl: 7

4764 true 1771 1123.6431 1122.6335 1 2.09 248.18 35.17 43.6 (M:43.6) 3 1 0 -.VNFTVDQIR.A Dimethyl:2H(4): 1

4765 true 1772 949.5326 948.5259 1 -0.53 125.06 41.33 46.8 (M:46.8) 5 1 0 M.AYAYLFK.Y
Dimethyl:2H(4): 7; 
Acetyl: 1



4766 false 1772 1001.5434 1000.5553 1 -19.12 139.77 30.83 22.6 (M:22.6) 2 2 0 K.IEISELNR.V Dimethyl: 1

4767 false 1772 1001.5434 1000.5553 1 -19.12 139.77 30.83 22.6 (M:22.6) 2 2 0 K.IEISELNR.V Dimethyl: 1

4768 true 1772 1056.6225 1055.6128 1 2.36 247.85 32 25.0 (M:25.0) 1 1 0 R.LVPGPVFGSR.D Dimethyl: 1

4769 true 1772 1079.5286 1078.523 1 -1.53 264.08 32.67 47.9 (M:47.9) 5 1 0 R.GDFCIQVGR.N
Carbamidomethyl: 4; 
Dimethyl: 1

4770 true 1772 1158.6296 1157.6193 1 2.59 341.4 35.67 78.7 (M:78.7) 4 1 0 R.FPGQLNADLR.K Dimethyl: 1



4771 true 1772 1158.6296 1157.6193 1 2.59 341.4 35.67 78.7 (M:78.7) 4 1 0 R.FPGQLNADLR.K Dimethyl: 1

4772 true 1772 1158.6296 1157.6193 1 2.59 341.4 35.67 78.7 (M:78.7) 4 1 0 R.FPGQLNADLR.K Dimethyl: 1

4773 true 1772 2425.2665 2424.2658 1 -2.7 147.56 38.67 58.8 (M:58.8) 1 1 1
K.RVIISAPSADAPMFVMGVNHE
K.Y Dimethyl: 1, 22

4774 false 1773 864.4782 863.4613 1 11.04 486.87 34.5 16.5 (M:16.5) 1 2 1 R.DTRGIFR.V

4775 true 1773 1060.6456 1059.6379 1 0.38 224.31 32 24.2 (M:24.2) 1 1 0 R.LVPGPVFGSR.D Dimethyl:2H(4): 1



4776 true 1773 1083.5535 1082.5481 1 -1.73 262.52 32.67 36.5 (M:36.5) 4 1 0 R.GDFCIQVGR.N
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

4777 true 1773 1162.6541 1161.6444 1 2.05 370.51 35.67 60.6 (M:60.6) 3 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

4778 true 1773 1162.6541 1161.6444 1 2.05 370.51 35.67 60.6 (M:60.6) 3 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

4779 false 1773 1162.6541 1161.6216 1 21.66 335.28 35.67 18.6 (M:18.6) 1 5 1 K.EVREMWLK.D
Oxidation: 5; Dimethyl: 
1, 8

4780 true 1773 1162.6541 1161.6444 1 2.05 370.51 35.67 60.6 (M:60.6) 3 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1



4781 true 1773 2433.3196 2432.316 1 -1.49 159.59 38.67 64.1 (M:64.1) 1 1 1
K.RVIISAPSADAPMFVMGVNHE
K.Y Dimethyl:2H(4): 1, 22

4782 false 1775 888.5424 887.5328 1 2.58 372.08 34.67 33.3 (M:33.3) 3 3 0 R.GSDSLLLK.Q Dimethyl: 1, 8

4783 false 1775 888.5424 887.544 1 -10.06 389.76 34.67 33.3 (M:33.3) 3 3 0 R.TSASIILR.G Dimethyl: 1

4784 true 1775 1608.8103 1607.8308 1 -17.23 143.7 34.67 44.9 (M:44.9) 1 1 0 R.YGPLTGVNVVYDQR.T Dimethyl: 1

4785 false 1776 892.5627 891.5514 1 4.52 427.97 34.5 20.0 (M:20.0) 2 8 0 R.QMSLLLR.R Dimethyl:2H(4): 1



4786 false 1776 960.5244 959.5189 1 -1.8 105.1 31.67 15.2 (M:15.2) 1 8 1 R.WKNSELR.C Dimethyl: 1

4787 true 1776 1250.6527 1249.6455 1 -0.09 188.23 32 28.0 (M:28.0) 2 1 0 R.TFGGGTSPVFPR.A Dimethyl: 1

4788 true 1776 1269.7294 1268.7241 1 -1.53 216.29 38.67 54.5 (M:54.5) 1 1 0 R.YIHLENLLAR.S Dimethyl: 1

4789 false 1777 972.5639 971.54 1 17.1 411.27 31.83 18.7 (M:18.7) 1 4 1 R.EAELQKVR.K

4790 true 1777 1188.6664 1187.6601 1 -0.8 94.67 32.67 32.5 (M:32.5) 1 1 0 R.HITIFSPEGR.L Dimethyl:2H(4): 1



4791 true 1777 1268.7228 1267.7015 1 11.05 225.41 33 30.3 (M:30.3) 1 1 0 R.FHALGPIYYR.D Dimethyl:2H(4): 1

4792 true 1777 1273.7507 1272.7492 1 -4.56 171.19 38.67 69.8 (M:69.8) 1 1 0 R.YIHLENLLAR.S Dimethyl:2H(4): 1

4793 true 1778 1047.5343 1046.5397 1 -12.02 189.35 31.17 51.6 (M:51.6) 2 1 0 K.GDYPLEAVR.M Dimethyl: 1

4794 true 1778 1562.9009 1561.894 1 -0.24 138.91 38.83 44.2 (M:44.2) 1 1 0 R.LVSLQHLDLLNNR.L Dimethyl: 1

4795 true 1779 1056.5229 1055.5259 1 -9.81 242.23 31.83 25.7 (M:25.7) 1 1 0 K.EMFEEALR.A Dimethyl:2H(4): 1



4796 true 1779 1215.6798 1214.6675 1 4.2 121.41 35.17 74.8 (M:74.8) 5 1 0 K.ESYSIYVYK.V Dimethyl:2H(4): 1, 9

4797 true 1779 1341.7946 1340.7904 1 -2.24 194.58 32.5 16.6 (M:16.6) 1 1 1 R.IGDKEGALTAFR.K Dimethyl:2H(4): 1, 4

4798 true 1779 1566.9261 1565.9191 1 -0.18 194.47 38.83 71.5 (M:71.5) 1 1 0 R.LVSLQHLDLLNNR.L Dimethyl:2H(4): 1

4799 true 1780 1284.6187 1283.6146 1 -2.45 115.87 30.67 31.3 (M:31.3) 1 1 0 R.YLAEFATGNDR.K Dimethyl: 1

4800 true 1781 1021.5936 1020.5757 1 10.42 147.3 34.67 30.1 (M:30.1) 2 1 0 K.NVPYVFVR.S Dimethyl: 1



4801 true 1781 1230.7643 1229.7546 1 1.93 157.48 31.67 27.3 (M:27.3) 1 1 0 R.AVFPSIVGRPR.H Dimethyl:2H(4): 1

4802 true 1781 1230.7643 1229.7546 1 1.93 157.48 31.67 27.3 (M:27.3) 1 1 0 R.AVFPSIVGRPR.H Dimethyl:2H(4): 1

4803 true 1781 1230.7643 1229.7546 1 1.93 157.48 31.67 27.3 (M:27.3) 1 1 0 R.AVFPSIVGRPR.H Dimethyl:2H(4): 1

4804 true 1781 1250.7368 1249.7332 1 -2.99 108.51 35 66.1 (M:66.1) 3 1 0 R.VAQLEQVYIR.G Dimethyl:2H(4): 1

4805 true 1781 1265.582 1264.587 1 -9.73 115.9 30.83 57.2 (M:57.2) 2 1 0 K.EAFNMIDQNR.D Dimethyl: 1



4806 true 1782 1025.617 1024.6008 1 8.79 125.82 34.67 22.8 (M:22.8) 2 1 0 K.NVPYVFVR.S Dimethyl:2H(4): 1

4807 true 1782 1269.6047 1268.6121 1 -11.55 139.6 30.83 48.5 (M:48.5) 2 1 0 K.EAFNMIDQNR.D Dimethyl:2H(4): 1

4808 true 1783 1281.5954 1280.6037 1 -12.2 109.39 31.83 33.7 (M:33.7) 2 1 0 K.WTEELEQYR.Q Dimethyl: 1

4809 true 1783 1339.6524 1338.6461 1 -0.77 283.62 31.67 16.9 (M:16.9) 1 1 0 R.IMELEEMQER.L Dimethyl:2H(4): 1

4810 true 1783 1350.6839 1349.6802 1 -2.63 202.65 35 81.7 (M:81.7) 1 1 0 K.ADFCIIHYAGK.V
Carbamidomethyl: 4; 
Dimethyl: 1, 11



4811 true 1783 1455.838 1454.8308 1 -0.01 337.3 32 31.0 (M:31.0) 1 1 1 R.MVNHFIAEFKR.K Dimethyl:2H(4): 1, 10

4812 true 1783 2141.0652 2140.0735 1 -7.29 179.16 33.83 34.0 (M:34.0) 1 1 0 -.MDIRPNHTIYINNINDK.I Acetyl: 1; Dimethyl: 17

4813 true 1783 2200.0548 2199.0535 1 -2.72 235.3 33.17 89.3 (M:89.3) 1 1 0 K.TLFHNPHVNALPTGYEDEN.- Dimethyl:2H(4): 1

4814 true 1784 1543.856 1542.8468 1 1.2 104.97 32 24.6 (M:24.6) 2 1 1 R.KFCGLPQPYDVR.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 1

4815 true 1786 1629.8454 1628.8345 1 2.25 174.52 33.5 76.0 (M:76.0) 2 1 0 K.VALVYGQMNEPPGAR.A Dimethyl: 1



4816 false 1787 1087.5916 1086.6033 1 -17.42 83.25 33.17 16.7 (M:16.7) 1 8 1 K.KVQAAQSEAK.I Dimethyl: 10

4817 true 1787 1189.5704 1188.5638 1 -0.53 107.48 34.5 33.3 (M:33.3) 1 1 0 R.YNFFTGCPK.A
Carbamidomethyl: 7; 
Dimethyl: 1, 9

4818 true 1787 1527.7579 1526.7515 1 -0.54 238.95 31.67 25.1 (M:25.1) 1 1 0 R.AGGIETIANEYSDR.S Dimethyl:2H(4): 1

4819 true 1787 1566.8932 1565.8864 1 -0.35 186.07 30.67 66.4 (M:66.4) 1 1 1 R.SEAELNTVLNEKR.S Dimethyl:2H(4): 1, 12

4820 true 1788 1356.6316 1355.6357 1 -8.45 216.19 30.83 23.7 (M:23.7) 2 1 0 R.AFEDSYIQAER.A Dimethyl: 1



4821 true 1788 1643.9155 1642.9116 1 -2.07 158.03 32.83 47.8 (M:47.8) 1 1 0 R.LPRPPPPEMPESLK.K Dimethyl: 1, 14

4822 true 1789 1650.823 1649.8162 1 -0.25 171.23 30.67 62.6 (M:62.6) 1 1 0 R.QPISQAWEPPADAGR.S Dimethyl: 1

4823 true 1790 1643.8376 1642.8315 1 -0.73 184.32 32.67 39.3 (M:39.3) 2 1 0 R.NALTQEFGPVPDTAR.Y Dimethyl: 1

4824 true 1790 1654.8375 1653.8413 1 -6.65 202.17 30.67 54.2 (M:54.2) 1 1 0 R.QPISQAWEPPADAGR.S Dimethyl:2H(4): 1

4825 true 1791 1347.8272 1346.8173 1 1.88 150.23 34.5 51.9 (M:51.9) 1 1 1 R.KSDGIYIINLK.R Dimethyl: 1, 1, 11



4826 false 1791 1347.8272 1346.7959 1 17.8 155.39 34.5 17.7 (M:17.7) 1 4 1 K.EIIDDKSLNIK.T
Dimethyl:2H(4): 1; 
Dimethyl: 11

4827 true 1791 1821.9565 1820.9505 1 -0.69 180.62 35 47.8 (M:47.8) 1 1 1 R.RGPCIIYNEDNGIIR.A
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

4828 false 1792 748.4307 747.4061 1 23.03 220.98 32.83 27.5 (M:27.5) 1 2 1 R.SGMKIGR.I

4829 true 1792 1705.8637 1704.8443 1 7.07 165.01 30.83 19.9 (M:19.9) 1 1 0 -.MFQGPEAEPAKPSSR.V
Dimethyl:2H(4): 11; 
Acetyl: 1

4830 true 1792 1765.929 1764.9531 1 -17.8 234.07 31.67 23.9 (M:23.9) 1 1 1 R.DVLICPDASLEDARK.E
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 15



4831 true 1793 752.4545 751.453 1 -7.74 292.21 32.83 29.0 (M:29.0) 2 1 0 R.IFDLGR.K Dimethyl:2H(4): 1

4832 true 1793 1411.6071 1410.6085 1 -6.2 240.18 30.83 28.9 (M:28.9) 2 1 0 R.GGAEQFMEETER.S Dimethyl: 1

4833 true 1793 1450.7806 1449.765 1 5.75 222.67 34.5 58.0 (M:58.0) 1 1 0 R.SLVANLAAANCYK.K
Carbamidomethyl: 11; 
Dimethyl: 1, 13

4834 true 1793 1774.9294 1773.8946 1 15.49 296.94 31.83 33.2 (M:33.2) 2 93.32 1 1 M.SDKPDMAEIEKFDK.S
Dimethyl:2H(4): 11, 14; 
Acetyl: 1; Oxidation: 6

4835 true 1793 1884.0031 1882.9941 1 0.91 273.99 32.17 53.8 (M:53.8) 2 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl: 1, 9



4836 true 1793 1884.0031 1882.9941 1 0.91 273.99 32.17 53.8 (M:53.8) 2 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl: 1, 9

4837 true 1794 1415.6317 1414.6337 1 -6.53 229.71 30.83 39.6 (M:39.6) 2 1 0 R.GGAEQFMEETER.S Dimethyl:2H(4): 1

4838 true 1794 1436.8018 1435.7973 1 -1.92 316.51 33.5 51.8 (M:51.8) 1 1 1 R.LTPYEVEELRR.K Dimethyl:2H(4): 1

4839 false 1794 1436.8018 1435.8007 1 -4.27 360.99 33.5 22.0 (M:22.0) 1 3 1 K.LEAMTNSKQAIAK.K Dimethyl:2H(4): 8

4840 true 1794 1892.0542 1891.0443 1 1.39 303.5 32.17 70.8 (M:70.8) 2 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl:2H(4): 1, 9



4841 true 1794 1892.0542 1891.0443 1 1.39 303.5 32.17 70.8 (M:70.8) 2 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl:2H(4): 1, 9

4842 true 1795 1450.7626 1449.7554 1 -0.06 340.15 34.17 52.9 (M:52.9) 1 1 0 R.YIDILPYDHNR.V Dimethyl:2H(4): 1

4843 true 1795 1718.9828 1717.9665 1 5.27 109.22 34.5 35.4 (M:35.4) 1 1 0 R.QVVQTPNTVLSTPFR.T Dimethyl:2H(4): 1

4844 true 1796 1583.8089 1582.8141 1 -7.86 119.06 30.83 42.6 (M:42.6) 2 1 0 R.TYLVNSDGEEVAVR.T Dimethyl:2H(4): 1

4845 true 1796 1829.9494 1828.9481 1 -3.27 189.29 30.83 27.6 (M:27.6) 1 1 1 K.CATITPDEARVEEFK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 15



4846 true 1797 1515.7215 1514.7154 1 -0.79 146.34 33.33 43.7 (M:43.7) 1 1 0 R.NPAIQNDFSYYR.R Dimethyl: 1

4847 true 1797 1919.9921 1918.9727 1 6.33 181.32 34.5 37.1 (M:37.1) 1 1 0 K.FNLSGTPGQYVPYSTTR.K Dimethyl:2H(4): 1

4848 true 1798 1637.9203 1636.9148 1 -1.09 167.89 33.33 25.1 (M:25.1) 1 1 1 K.HEKEDGAISTILIR.G Dimethyl: 1, 3

4849 true 1799 1063.5657 1062.571 1 -11.81 270.49 32 44.3 (M:44.3) 2 1 0 K.DILIQYDR.T Dimethyl: 1

4850 true 1799 1102.6693 1101.6394 1 20.5 174.71 41.67 16.5 (M:16.5) 1 1 1 R.LVLNKEGSSK.G Dimethyl: 10



4851 false 1799 1167.5783 1166.572 1 -0.86 310.05 32.67 19.6 (M:19.6) 1 2 0 K.ATEGSAFFPGR.C Dimethyl: 1

4852 true 1799 1906.9607 1905.9618 1 -4.4 181.73 30.67 35.4 (M:35.4) 1 1 1 R.CLAEVAVEDKGNQVYR.C
Carbamidomethyl: 1; 
Dimethyl: 1, 10

4853 true 1800 1067.5753 1066.5597 1 7.8 242.09 32 28.4 (M:28.4) 1 1 0 K.NVFEEEIR.E Dimethyl:2H(4): 1

4854 true 1801 800.5041 799.5167 1 -24.86 474.96 34.67 16.2 (M:16.2) 1 1 1 R.GEVIKVK.V Dimethyl: 7

4855 true 1801 1114.5971 1113.5852 1 4.09 308.48 31.83 31.1 (M:31.1) 1 1 0 K.VELDNMPLR.G Dimethyl: 1



4856 false 1802 865.4624 864.4494 1 6.6 464.01 34.83 16.3 (M:16.3) 1 2 0 M.AAVFPYR.G Acetyl: 1

4857 true 1803 813.4503 812.4483 1 -6.48 407.9 32.17 17.9 (M:17.9) 1 1 0 K.RPNTFF.- Dimethyl:2H(4): 1

4858 true 1804 981.591 980.5695 1 14.44 118.59 34.67 79.2 (M:79.2) 1 1 0 K.FLVGFTNK.G Dimethyl: 1, 8

4859 true 1804 1114.5778 1113.5757 1 -4.62 292.37 34.33 46.9 (M:46.9) 1 1 0 K.FNPFVTSDR.S Dimethyl:2H(4): 1

4860 false 1805 1043.5532 1042.527 1 18.17 216.76 32.17 18.7 (M:18.7) 1 2 0 K.IYFMAGASR.K Dimethyl: 1



4861 false 1805 1333.6836 1332.672 1 3.27 34.47 31.83 16.0 (M:16.0) 1 50 2 1 K.EKIVSMEFMR.K
Dimethyl:2H(4): 2; 
Oxidation: 6, 9

4862 true 1805 1358.7344 1357.7304 1 -2.38 266.01 35 71.8 (M:71.8) 1 1 0 K.ADFCIIHYAGK.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 11

4863 true 1805 2144.2502 2143.2645 1 -10.09 48.06 41.67 20.1 (M:20.1) 1 1 1 K.LAVATFAGIENKFGLYLPR.F Dimethyl:2H(4): 1, 12

4864 true 1805 2196.0396 2195.0283 1 1.83 210.01 33.17 26.5 (M:26.5) 1 1 0 K.TLFHNPHVNALPTGYEDEN.- Dimethyl: 1

4865 true 1805 2608.2505 2607.2565 1 -5.1 163.83 30.83 59.2 (M:59.2) 1 1 1
R.NPPAVAQPDFSSDEEREPTPIG
AR.G Dimethyl: 1



4866 true 1807 1462.7886 1461.794 1 -8.65 302.39 32.83 29.5 (M:29.5) 1 1 1 K.IRLENEIQTYR.S Dimethyl: 1

4867 true 1807 1764.0016 1762.9941 1 0.12 160.06 38.83 50.9 (M:50.9) 1 1 0 K.TTIENIQLPHTLLSR.F Dimethyl: 1

4868 true 1808 1247.6746 1246.6716 1 -3.4 147.22 34.33 33.1 (M:33.1) 1 1 0 K.CEPIIMTVPR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4869 true 1808 1466.7133 1465.7108 1 -3.25 386.98 32.67 21.6 (M:21.6) 1 1 0 K.HIMGQNVADYMR.Y Dimethyl:2H(4): 1

4870 true 1808 1513.7761 1512.7784 1 -6.32 188.57 31.83 60.8 (M:60.8) 2 1 0 K.GVVDSDDLPLNVSR.E Dimethyl: 1



4871 true 1808 1768.0252 1767.0192 1 -0.73 194 38.83 63.6 (M:63.6) 1 1 0 K.TTIENIQLPHTLLSR.F Dimethyl:2H(4): 1

4872 true 1809 962.528 961.5233 1 -2.67 111.96 30.83 32.2 (M:32.2) 1 1 0 R.AFVAIEER.H Dimethyl: 1

4873 false 1809 962.528 961.5233 1 -2.67 143.07 30.83 22.9 (M:22.9) 1 2 0 K.AFVEAQNK.L Dimethyl: 1, 8

4874 true 1809 1581.7683 1580.7623 1 -0.86 194.67 34.33 61.0 (M:61.0) 1 1 0 R.EAYPGDVFYLHSR.L Dimethyl: 1

4875 false 1810 982.5469 981.5433 1 -3.79 132.55 30.83 24.1 (M:24.1) 1 3 0 R.AELGEYIR.R Dimethyl:2H(4): 1



4876 true 1810 982.5469 981.5433 1 -3.79 165.66 30.83 52.1 (M:52.1) 1 1 0 K.TVFDEAIR.A Dimethyl:2H(4): 1

4877 false 1811 1255.5764 1254.5584 1 8.55 193.12 31 15.2 (M:15.2) 1 3 0 K.EVTSSIEMCR.K

Carbamidomethyl: 9; 
Oxidation: 8; Dimethyl: 
1

4878 true 1811 1641.7467 1640.7439 1 -2.73 147.11 35 23.9 (M:23.9) 1 1 0 R.LYFLQCETCHSR.C
Carbamidomethyl: 6, 9; 
Dimethyl: 1

4879 false 1812 824.4421 823.4262 1 10.48 245.94 35.17 15.1 (M:15.1) 1 4 0 R.VFDMIR.R
Oxidation: 4; Dimethyl: 
1

4880 false 1812 1259.6004 1258.5835 1 7.59 175.2 31 21.7 (M:21.7) 1 2 0 K.EVTSSIEMCR.K

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1; 
Oxidation: 8



4881 true 1812 1640.8842 1639.8821 1 -3.16 149.41 32.17 41.7 (M:41.7) 1 1 1 K.LTFDTTFSPNTGKK.S Dimethyl: 1, 13, 14

4882 true 1812 1764.8671 1763.9015 1 -23.61 203.76 31.83 27.0 (M:27.0) 1 1 1 M.SDKPDMAEIEKFDK.S Dimethyl: 1, 3, 11, 14

4883 true 1812 2076.0826 2075.0735 1 0.89 153.83 35.17 64.5 (M:64.5) 1 1 0 R.GTFVHSRPDVPMEILHGR.L Dimethyl: 1

4884 true 1813 1329.7865 1328.7704 1 6.63 164.52 42.17 63.9 (M:63.9) 2 1 0 M.ASISLAPVNIFK.A Acetyl: 1; Dimethyl: 12

4885 true 1813 1652.9649 1651.9574 1 0.08 170.23 32.17 63.8 (M:63.8) 1 1 1 K.LTFDTTFSPNTGKK.S
Dimethyl:2H(4): 1, 13, 
14



4886 true 1813 2058.018 2057.0119 1 -0.56 161.8 32.83 70.2 (M:70.2) 1 1 1 R.KEPFFHGHDNYDQLVR.I Dimethyl: 1, 1

4887 true 1814 1432.7754 1431.7722 1 -2.8 258.5 33.5 34.2 (M:34.2) 1 1 1 R.LTPYEVEELRR.K Dimethyl: 1

4888 true 1814 1676.8839 1675.8654 1 6.73 249.93 32.17 16.0 (M:16.0) 1 1 0 R.FPQGGPSQMGSPLVSR.T Dimethyl:2H(4): 1

4889 true 1814 1790.9574 1789.9561 1 -3.38 301.21 32 107.6 (M:107.6) 2 1 1 M.SDKPDMAEIEKFDK.S
Dimethyl:2H(4): 3, 11, 
14; Acetyl: 1

4890 true 1814 2066.0663 2065.0621 1 -1.48 180.34 32.83 70.1 (M:70.1) 1 1 1 R.KEPFFHGHDNYDQLVR.I Dimethyl:2H(4): 1, 1



4891 true 1815 1366.767 1365.7445 1 11.16 169.64 34.83 72.0 (M:72.0) 2 1 1 K.KAPDFVFYAPR.L Dimethyl: 1, 1

4892 true 1815 1366.767 1365.7445 1 11.16 169.64 34.83 72.0 (M:72.0) 2 1 1 K.KAPDFVFYAPR.L Dimethyl: 1, 1

4893 false 1815 1366.767 1365.7868 1 -19.76 177 34.83 18.4 (M:18.4) 1 2 1 K.DKSKPEITPAPK.A Dimethyl: 2, 12

4894 true 1815 1860.9778 1859.9741 1 -1.94 239.58 31.83 24.4 (M:24.4) 1 1 0 K.VFADEVQQQAQLSTIR.S Dimethyl: 1

4895 true 1816 1387.6985 1386.6925 1 -0.92 283.92 31 67.9 (M:67.9) 1 1 0 K.VNVAECGAEALAR.L
Carbamidomethyl: 6; 
Dimethyl: 1



4896 true 1816 1865.0087 1863.9992 1 1.17 294.95 31.83 28.5 (M:28.5) 1 1 0 K.VFADEVQQQAQLSTIR.S Dimethyl:2H(4): 1

4897 true 1816 2110.1249 2109.1091 1 4.03 221.29 39.17 105.8 (M:105.8) 1 1 0 R.ECLQALEFLHANQVIHR.D
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

4898 true 1817 920.5405 919.5379 1 -5.05 173.97 35.17 42.8 (M:42.8) 2 1 0 K.ALDFIASK.G Dimethyl: 1, 8

4899 true 1817 920.5405 919.5379 1 -5.05 173.97 35.17 42.8 (M:42.8) 2 1 0 K.ALDFIASK.G Dimethyl: 1, 8

4900 true 1818 942.4994 941.4942 1 -2.2 103.5 35.17 20.4 (M:20.4) 1 1 0 R.VFDMLNR.R
Dimethyl:2H(4): 1; 
Oxidation: 4



4901 false 1818 963.5668 962.5549 1 4.76 137.47 35.33 34.6 (M:34.6) 3 2 0 R.INVTGIYR.A Dimethyl: 1

4902 true 1818 963.5668 962.5801 1 -21.34 121.36 35.33 58.8 (M:58.8) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

4903 true 1818 963.5668 962.5801 1 -21.34 121.36 35.33 58.8 (M:58.8) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

4904 true 1818 963.5668 962.5801 1 -21.34 121.36 35.33 58.8 (M:58.8) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

4905 true 1818 963.5668 962.5801 1 -21.34 121.36 35.33 58.8 (M:58.8) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8



4906 true 1818 963.5668 962.5801 1 -21.34 121.36 35.33 58.8 (M:58.8) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

4907 true 1818 963.5668 962.5801 1 -21.34 121.36 35.33 58.8 (M:58.8) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

4908 false 1818 963.5668 962.5549 1 4.76 104.43 35.33 17.9 (M:17.9) 1 4 0 R.IQVVGTYR.C Dimethyl: 1

4909 true 1818 2205.2019 2204.1962 1 -0.74 209.75 32 27.9 (M:27.9) 1 1 0 R.MAKPEEVLVVENDQGEVVR.E Dimethyl:2H(4): 1, 3

4910 false 1819 855.5112 854.5113 1 -8.7 365.03 32.17 15.8 (M:15.8) 1 8 0 R.IEVEIPK.V Dimethyl: 7



4911 true 1819 2595.3866 2594.3443 1 13.5 205.59 39.17 30.3 (M:30.3) 1 1 1
R.RSFDIPPPPMQSDHPFFSTISK.
D Dimethyl:2H(4): 1, 22

4912 true 1820 728.4257 727.4319 1 -18.48 158.96 32.33 16.5 (M:16.5) 1 1 0 R.GFAFVR.F Dimethyl:2H(4): 1

4913 true 1820 1635.9066 1634.8992 1 0.07 177.01 33.5 48.2 (M:48.2) 1 1 1 R.AGVLAHLEEERDLK.I Dimethyl: 1, 14

4914 false 1820 1635.9066 1634.9224 1 -14.12 275.46 33.5 15.9 (M:15.9) 1 2 1 R.MACGLGGKLVLPMIK.E

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Oxidation: 1

4915 true 1820 2471.27 2470.2605 1 0.91 153.42 34.33 90.1 (M:90.1) 1 1 1
R.QLFHPEQLITGKEDAANNYAR.
G Dimethyl: 1, 12



4916 true 1820 2471.27 2470.2605 1 0.91 153.42 34.33 90.1 (M:90.1) 1 1 1
R.QLFHPEQLITGKEDAANNYAR.
G Dimethyl: 1, 12

4917 true 1821 1643.9587 1642.9494 1 1.24 201.41 33.5 68.9 (M:68.9) 1 1 1 R.AGVLAHLEEERDLK.I Dimethyl:2H(4): 1, 14

4918 true 1821 2075.9314 2074.9381 1 -6.76 171.97 31 77.2 (M:77.2) 2 1 1 R.AADEEAFEDNSEEYIRR.D Dimethyl:2H(4): 1

4919 true 1821 2479.3227 2478.3107 1 1.91 250.07 34.33 100.6 (M:100.6) 1 1 1
R.QLFHPEQLITGKEDAANNYAR.
G Dimethyl:2H(4): 1, 12

4920 true 1821 2479.3227 2478.3107 1 1.91 250.07 34.33 100.6 (M:100.6) 1 1 1
R.QLFHPEQLITGKEDAANNYAR.
G Dimethyl:2H(4): 1, 12



4921 false 1822 952.5709 951.5753 1 -12.32 153.65 33 16.1 (M:16.1) 1 8 0 R.IADLHSIK.L Dimethyl: 1, 8

4922 false 1822 952.5709 951.5691 1 -5.82 152.38 33 17.3 (M:17.3) 1 7 0 K.LIQDYLR.V Dimethyl:2H(4): 1

4923 false 1822 1007.628 1006.6398 1 -18.97 103.87 42.33 23.3 (M:23.3) 1 2 0 K.VTNLLMLK.G

Dimethyl:2H(4): 1; 
Oxidation: 6; Dimethyl: 
8

4924 true 1822 1647.8075 1646.8048 1 -2.79 196.05 33.5 17.9 (M:17.9) 1 64.59 1 0 K.MMLNIDVSATAFYK.A
Oxidation: 2; Dimethyl: 
14

4925 true 1822 2501.1754 2500.1845 1 -6.57 159.16 31.17 82.9 (M:82.9) 1 1 1 K.IYHLPDAESDEDEDFKEQTR.L Dimethyl:2H(4): 1, 16



4926 true 1823 1057.5757 1056.5757 1 -6.84 288.68 35.17 46.2 (M:46.2) 1 1 0 K.EWFLHAAK.D Dimethyl: 1, 8

4927 true 1823 1084.5981 1083.5924 1 -1.46 249.91 32 24.3 (M:24.3) 1 1 0 K.NPDSLELIR.S Dimethyl: 1

4928 false 1823 1084.5981 1083.6037 1 -11.82 282.68 32 16.9 (M:16.9) 1 4 0 K.IDVLVNNGGR.S Dimethyl: 1

4929 false 1824 1115.5946 1114.5619 1 22.79 521.08 32 17.0 (M:17.0) 1 3 0 K.VEAAAAAAEER.V Dimethyl: 1

4930 true 1825 1021.5477 1020.5314 1 8.87 72.01 35.33 23.9 (M:23.9) 1 1 0 R.VDFNVPMK.D
Oxidation: 7; Dimethyl: 
1, 8



4931 false 1826 1161.6158 1160.6077 1 0.69 350.69 32.17 19.3 (M:19.3) 1 2 0 R.VLELPYDER.E Dimethyl: 1

4932 true 1826 1269.7222 1268.7241 1 -7.26 163.24 35.17 18.6 (M:18.6) 1 1 0 R.LILEVHQFSR.D Dimethyl: 1

4933 true 1826 2013.9216 2012.92 1 -2.8 142.38 31 18.8 (M:18.8) 1 1 0 K.YTVQDESHSEWVSCVR.F
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

4934 true 1827 1110.5484 1109.5506 1 -8.53 312.92 34.33 72.1 (M:72.1) 1 1 0 K.FNPFVTSDR.S Dimethyl: 1

4935 true 1827 2070.166 2069.1608 1 -1.03 149.04 31 46.3 (M:46.3) 1 1 1 R.LLAEPVPGIKAEPDESNAR.Y Dimethyl:2H(4): 1, 10



4936 true 1828 1091.641 1090.6437 1 -9.11 249.64 32.33 31.8 (M:31.8) 1 1 0 R.VWQVTIGTR.- Dimethyl:2H(4): 1

4937 true 1828 1177.6377 1176.639 1 -7.3 154.33 32.17 85.2 (M:85.2) 2 1 0 R.EYQDLLNVK.M Dimethyl: 1, 9

4938 false 1828 1177.6377 1176.6291 1 1.1 165.89 32.17 18.0 (M:18.0) 1 6 0 R.ELWGYVQVR.S Dimethyl: 1

4939 true 1828 1177.6377 1176.639 1 -7.3 154.33 32.17 85.2 (M:85.2) 2 1 0 R.EYQDLLNVK.M Dimethyl: 1, 9

4940 true 1829 792.4232 791.4099 1 7.64 314.38 31.17 15.6 (M:15.6) 1 1 0 R.LMDEIK.G
Oxidation: 2; Dimethyl: 
6



4941 true 1829 1298.7482 1297.7445 1 -2.7 149.61 35.17 15.9 (M:15.9) 1 1 0 K.LPIQEFHLNR.V Dimethyl:2H(4): 1

4942 false 1830 1173.6866 1172.6839 1 -3.91 328.96 32.33 16.1 (M:16.1) 1 2 1 R.ICLDILKDK.W
Carbamidomethyl: 2; 
Dimethyl: 1, 9

4943 true 1830 1229.6201 1228.6122 1 0.49 123.98 32.17 22.9 (M:22.9) 1 1 0 R.EGPLCDELIR.N
Carbamidomethyl: 5; 
Dimethyl: 1

4944 true 1830 1408.8164 1407.8086 1 0.37 305.85 40.17 78.2 (M:78.2) 1 1 0 K.SLGELIHTLNGAK.L Dimethyl: 1, 13

4945 true 1831 1233.6492 1232.6373 1 3.73 199.61 32.17 24.5 (M:24.5) 1 1 0 R.EGPLCDELIR.N
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



4946 true 1831 2387.4812 2386.4389 1 14.67 75.16 34.67 46.8 (M:46.8) 1 1 0 R.MVENGIKPVYVFDGKPPQLK.S
Dimethyl:2H(4): 1, 7, 15, 
20

4947 true 1832 1196.68 1195.6462 1 22.17 143.74 33.5 36.9 (M:36.9) 3 1 0 K.TGPNLHGLFGR.K Dimethyl: 1

4948 true 1833 1202.7006 1201.7071 1 -11.4 122.57 32.33 47.0 (M:47.0) 1 1 0 R.YPINSVNVLK.A Dimethyl: 1, 10

4949 true 1834 1228.6987 1227.6976 1 -4.97 118.38 34.33 52.4 (M:52.4) 3 1 0 K.SILFVPNSAPR.G Dimethyl: 1

4950 false 1834 1274.6297 1273.6085 1 10.91 88.47 32.17 23.1 (M:23.1) 1 2 0 M.AGIEQSICQAR.A
Carbamidomethyl: 8; 
Acetyl: 1



4951 true 1834 1362.6561 1361.6497 1 -0.63 291.4 32 26.3 (M:26.3) 1 1 0 K.DLMVGDEASELR.S Dimethyl: 1

4952 true 1835 1235.7329 1234.7472 1 -17.4 82.86 32.33 33.4 (M:33.4) 1 1 0 R.VICILSHPIK.N
Carbamidomethyl: 3; 
Dimethyl: 1, 10

4953 false 1835 1366.674 1365.6748 1 -5.88 341.45 32 21.2 (M:21.2) 1 2 0 K.DLMVGDEASELR.S Dimethyl:2H(4): 1

4954 true 1835 1442.8084 1441.8013 1 -0.12 333.66 33.17 59.6 (M:59.6) 2 1 0 K.VNGRPLEMIEPR.T Dimethyl:2H(4): 1

4955 true 1835 1445.8389 1444.853 1 -14.76 343.27 35.33 51.0 (M:51.0) 1 1 0 K.TVLPFVNTHPEK.L Dimethyl:2H(4): 1, 12



4956 true 1835 1585.8128 1584.7874 1 11.41 217.51 34.33 72.5 (M:72.5) 1 1 0 R.EAYPGDVFYLHSR.L Dimethyl:2H(4): 1

4957 true 1835 2106.0989 2105.084 1 3.6 184.36 39.17 102.5 (M:102.5) 1 1 0 R.ECLQALEFLHANQVIHR.D
Carbamidomethyl: 2; 
Dimethyl: 1

4958 true 1836 1264.6964 1263.6764 1 10.04 190.59 33 40.4 (M:40.4) 1 1 0 R.FHALGPIYYR.D Dimethyl: 1

4959 true 1836 1450.6843 1449.6493 1 19.1 331.48 32.83 23.4 (M:23.4) 1 1 0 K.HIMGQNVADYMR.Y Oxidation: 3

4960 true 1837 1271.686 1270.6856 1 -5.43 149.36 32.33 43.0 (M:43.0) 2 1 0 K.HGVVPLATYMR.I Dimethyl: 1



4961 true 1837 1436.7012 1435.6983 1 -3.11 323.49 32 33.6 (M:33.6) 1 1 0 R.AVFDETYPDPVR.V Dimethyl: 1

4962 true 1837 1458.8001 1457.7962 1 -2.32 208.17 33 20.7 (M:20.7) 1 1 0 K.VNGRPLEMIEPR.T
Dimethyl:2H(4): 1; 
Oxidation: 8

4963 true 1838 1275.7112 1274.7107 1 -5.34 188.8 32.33 27.1 (M:27.1) 1 1 0 K.HGVVPLATYMR.I Dimethyl:2H(4): 1

4964 true 1838 1440.7294 1439.7235 1 -0.94 309.66 32 26.5 (M:26.5) 1 1 0 R.AVFDETYPDPVR.V Dimethyl:2H(4): 1

4965 true 1838 1597.8129 1596.8297 1 -15.09 126.89 31.17 41.4 (M:41.4) 2 1 0 K.LIHPDEDISLEER.R Dimethyl:2H(4): 1



4966 true 1838 1709.9832 1708.9774 1 -0.83 173.18 34.5 93.8 (M:93.8) 2 1 0 R.LVLEVAQHLGENTVR.T Dimethyl:2H(4): 1

4967 true 1838 2587.3091 2586.2941 1 2.98 226.19 39.17 24.6 (M:24.6) 1 1 1
R.RSFDIPPPPMQSDHPFFSTISK.
D Dimethyl: 1, 22

4968 false 1839 1163.6894 1162.6933 1 -9.62 308.5 35 16.2 (M:16.2) 1 4 1 R.CVVEVLKEK.S

Carbamidomethyl: 1; 
Dimethyl:2H(4): 7; 
Dimethyl: 9

4969 false 1839 1163.6894 1162.676 1 5.24 302.03 35 15.5 (M:15.5) 1 5 1 R.LRGGYPVNAGK.A Dimethyl:2H(4): 1

4970 false 1839 1291.7406 1290.7561 1 -17.62 163.21 32.33 25.1 (M:25.1) 1 2 0 R.FQILHIHTVR.M Dimethyl: 1



4971 true 1839 1748.8454 1747.8716 1 -19.14 205.47 35.33 103.3 (M:103.3) 1 1 0 K.ACQSIYPLHDVYVR.K
Carbamidomethyl: 2; 
Dimethyl: 1

4972 true 1840 1409.9111 1408.9017 1 1.5 252.56 43 99.8 (M:99.8) 3 1 0 R.NLQNLLILTAIK.A Dimethyl: 1, 12

4973 true 1840 1517.7875 1516.8035 1 -15.35 254.06 32 37.0 (M:37.0) 1 1 0 K.GVVDSDDLPLNVSR.E Dimethyl:2H(4): 1

4974 true 1841 1417.9658 1416.952 1 4.66 235.81 43 60.3 (M:60.3) 3 1 0 R.NLQNLLILTAIK.A Dimethyl:2H(4): 1, 12

4975 true 1841 1458.9007 1457.8958 1 -1.68 257.47 32.5 31.7 (M:31.7) 1 1 1 K.KLPIQEFHLNR.V Dimethyl:2H(4): 1, 1



4976 true 1841 1635.7383 1634.7424 1 -6.96 148.73 31.17 56.0 (M:56.0) 1 1 1 M.ADKEAAFDDAVEER.V Acetyl: 1; Dimethyl: 3

4977 true 1841 1752.8696 1751.8967 1 -19.58 229.21 35.33 103.2 (M:103.2) 1 1 0 K.ACQSIYPLHDVYVR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

4978 true 1841 2263.1781 2262.1757 1 -2.17 307.03 34.33 105.2 (M:105.2) 1 1 0
K.AGFQQAAAEHGLIVVAPDTSP
R.G Dimethyl: 1

4979 true 1842 1370.7833 1369.769 1 5.12 197.96 36.33 71.9 (M:71.9) 4 1 0 K.GCDVVVIPAGVPR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

4980 false 1842 1538.7474 1537.7446 1 -2.94 172.02 32 17.4 (M:17.4) 1 2 1 K.NLPYRVTEDEMK.N
Oxidation: 11; Dimethyl: 
12



4981 true 1843 1313.7383 1312.7111 1 15.14 184.08 35 31.3 (M:31.3) 1 1 0 K.NIVLSGGSTMFR.D Dimethyl:2H(4): 1

4982 true 1843 1476.8933 1475.8874 1 -0.99 339.27 32.5 46.9 (M:46.9) 2 1 0 K.QIGNVAALPGIVHR.S Dimethyl:2H(4): 1

4983 true 1843 1529.9103 1528.9051 1 -1.34 100.95 43 15.8 (M:15.8) 1 1 0 R.MLVPTQFVGAIIGK.E Dimethyl: 1, 14

4984 true 1843 1566.7044 1565.6966 1 0.34 212.87 31 46.1 (M:46.1) 1 1 0 R.GLCFSAENEPVCR.M
Carbamidomethyl: 3, 
12; Dimethyl: 1

4985 true 1843 1659.9201 1658.9066 1 3.75 161.25 32.83 24.5 (M:24.5) 1 1 0 R.LPRPPPPEMPESLK.K
Oxidation: 9; Dimethyl: 
1, 14



4986 false 1844 833.494 832.4779 1 10.66 392.67 35.33 16.1 (M:16.1) 1 5 0 R.TMVVHAK.S
Dimethyl:2H(4): 7; 
Oxidation: 2

4987 true 1844 833.494 832.4841 1 3.23 390.99 35.33 20.8 (M:20.8) 1 75.21 1 1 M.KMVGSQK.H Dimethyl: 1, 7

4988 true 1844 1640.8683 1639.8603 1 0.42 175.71 33.5 45.1 (M:45.1) 1 1 0 R.DLSHIGDAVVISCAK.D
Carbamidomethyl: 13; 
Dimethyl: 1, 15

4989 true 1844 1667.9547 1666.9568 1 -5.62 185.78 32.83 21.3 (M:21.3) 1 1 0 R.LPRPPPPEMPESLK.K
Dimethyl:2H(4): 1, 14; 
Oxidation: 9

4990 true 1844 1687.9493 1686.9446 1 -1.5 271.2 32.83 42.6 (M:42.6) 2 1 0 K.HWPFTVVNDAGRPK.V Dimethyl:2H(4): 1, 14



4991 true 1845 1274.8037 1273.7798 1 13.05 104.79 43.17 56.7 (M:56.7) 2 1 0 R.NVFLLGFIPAK.A Dimethyl: 1, 11

4992 true 1845 1600.7929 1599.7831 1 1.56 280.09 32 44.4 (M:44.4) 1 1 0 K.LEVEANNAFDQYR.D Dimethyl:2H(4): 1

4993 false 1845 1680.876 1679.8569 1 7.05 174.85 33 36.0 (M:36.0) 1 50 2 1 K.KHPDSSVNFAEFSR.K
Dimethyl:2H(4): 1; 
Dimethyl: 1

4994 false 1845 1680.876 1679.8821 1 -7.92 203.17 33 18.6 (M:18.6) 1 50 4 1 K.KHPDASVNFSEFSK.K
Dimethyl:2H(4): 1; 
Dimethyl: 1, 14

4995 true 1845 1680.876 1679.8705 1 -1.04 215.34 33 36.7 (M:36.7) 1 1 0 R.YAPTEVGLHEMHIK.Y Dimethyl: 1, 14



4996 true 1845 1810.9839 1809.9737 1 1.61 211.93 33.67 51.8 (M:51.8) 1 1 0 K.HLEINPDHPIVETLR.Q Dimethyl: 1

4997 true 1846 1546.921 1545.904 1 6.27 177.01 38.33 63.3 (M:63.3) 4 1 1 K.TVTAMDVVYALKR.Q
Dimethyl:2H(4): 1, 12; 
Oxidation: 5

4998 true 1846 1715.8248 1714.8216 1 -2.37 124.36 32.33 31.5 (M:31.5) 1 1 0 R.YFHFYNTGLQNQR.V Dimethyl: 1

4999 true 1846 1815.0086 1813.9988 1 1.35 200.78 33.5 59.7 (M:59.7) 2 1 0 K.HLEINPDHPIVETLR.Q Dimethyl:2H(4): 1

5000 true 1847 1552.9351 1551.9454 1 -11.32 173.98 35.83 58.8 (M:58.8) 1 1 1 R.KYAALYQPLFDK.R Dimethyl:2H(4): 1, 1, 12



5001 true 1847 1552.9351 1551.9454 1 -11.32 173.98 35.83 58.8 (M:58.8) 1 1 1 R.KYAALYQPLFDK.R Dimethyl:2H(4): 1, 1, 12

5002 true 1847 1571.8536 1570.8395 1 4.29 182.89 34.67 55.2 (M:55.2) 1 1 1 R.FLQDYFDGNLKK.Y Dimethyl: 1, 11, 12

5003 true 1847 1663.8107 1662.8002 1 1.93 190.6 32 16.7 (M:16.7) 1 1 0 K.DYGVYLEDQGHALR.G Dimethyl: 1

5004 true 1847 1799.9469 1798.94 1 -0.19 212.38 32.5 104.8 (M:104.8) 2 1 0 K.HIVLSGGSTMYPGLPSR.L Dimethyl: 1

5005 true 1847 1912.9664 1911.96 1 -0.47 266.92 31.17 27.9 (M:27.9) 1 1 1 R.DFTVSALHGDMDQKER.D Dimethyl:2H(4): 1, 14



5006 true 1848 1702.8333 1701.8356 1 -5.64 247.5 32 59.9 (M:59.9) 1 1 1 R.VEVERDNLADDIMR.L Dimethyl: 1

5007 true 1848 1803.9699 1802.9651 1 -1.36 206.38 32.5 78.4 (M:78.4) 2 1 0 K.HIVLSGGSTMYPGLPSR.L Dimethyl:2H(4): 1

5008 true 1848 2032.9642 2031.9789 1 -10.85 158.32 31.17 30.0 (M:30.0) 2 1 1 R.SFDYQVDKEGYDNIQK.H Dimethyl: 1, 8, 16

5009 true 1849 1735.9071 1734.909 1 -5.32 250.7 32 58.2 (M:58.2) 2 1 0 K.ILEQGEEFAANEVVR.I Dimethyl:2H(4): 1

5010 true 1850 1815.8729 1814.9084 1 -23.58 295.94 32 17.2 (M:17.2) 1 1 0 K.MLDAEDIVGTARPDEK.A Dimethyl: 1, 16



5011 true 1850 1975.1488 1974.1502 1 -4.41 91.93 33 56.8 (M:56.8) 1 1 1 K.KHLEINPDHPIVETLR.Q Dimethyl:2H(4): 1, 1

5012 true 1850 2117.9984 2117.0059 1 -6.95 159.49 31.33 109.5 (M:109.5) 2 1 0
R.ESTGAQVQVAGDMLPNSTER.
A Dimethyl: 1

5013 true 1851 1584.8292 1583.8341 1 -7.71 140.72 37.5 127.5 (M:127.5) 7 1 0 R.VPTPNVSVVDLTCR.L
Carbamidomethyl: 13; 
Dimethyl: 1

5014 true 1851 1823.9587 1822.9586 1 -3.95 316.71 32 53.4 (M:53.4) 1 1 0 K.MLDAEDIVGTARPDEK.A Dimethyl:2H(4): 1, 16

5015 true 1852 1832.8951 1831.8701 1 9.67 246.38 32.33 28.9 (M:28.9) 1 1 0 R.AQQEDALAQQAFEEAR.R Dimethyl: 1



5016 true 1853 1852.8762 1851.8785 1 -5.16 332.98 32 83.3 (M:83.3) 1 1 0 R.GEDHCGIESEIVAGVPR.M
Carbamidomethyl: 5; 
Dimethyl: 1

5017 true 1854 1412.7417 1411.7646 1 -21.35 330.55 35.5 37.3 (M:37.3) 1 1 0 K.LITAHVEPMFAR.Q Dimethyl: 1

5018 true 1855 724.4261 723.4068 1 16.56 87.88 35.17 25.0 (M:25.0) 2 1 0 R.NLFFR.V Dimethyl: 1

5019 true 1855 906.5062 905.4971 1 2.06 92.3 33.17 16.4 (M:16.4) 1 1 0 K.GLQEYLR.S Dimethyl: 1

5020 false 1855 944.5293 943.5451 1 -24.4 156.37 31.33 17.3 (M:17.3) 1 6 1 R.ENGKTVIR.V Dimethyl: 1



5021 true 1855 1078.5863 1077.579 1 0.01 244.02 31.33 28.9 (M:28.9) 1 1 0 K.MAQALEDLR.N Dimethyl:2H(4): 1

5022 false 1855 1078.5863 1077.5893 1 -9.47 264.24 31.33 16.6 (M:16.6) 1 3 0 K.CVDFQILK.L
Carbamidomethyl: 1; 
Dimethyl: 1, 8

5023 true 1855 1767.0381 1766.0342 1 -1.93 179.18 39.67 75.2 (M:75.2) 1 1 0 K.LVLLHSIVPEQSTFK.V Dimethyl: 1, 15

5024 true 1856 910.5261 909.5222 1 -3.63 91.74 33.17 30.8 (M:30.8) 1 1 0 K.GLQEYLR.S Dimethyl:2H(4): 1

5025 true 1856 948.5538 947.559 1 -13.1 94.85 31.33 36.7 (M:36.7) 2 1 0 K.ELSDIALR.I Dimethyl:2H(4): 1



5026 true 1856 1082.5505 1081.5444 1 -1.07 234.48 31.17 43.3 (M:43.3) 1 1 0 R.FLPTEYER.T Dimethyl: 1

5027 false 1856 1082.5505 1081.5478 1 -4.19 263.86 31.17 18.6 (M:18.6) 1 7 0 K.TFVMTTPNK.L
Oxidation: 4; Dimethyl: 
9

5028 false 1856 1093.5428 1092.542 1 -5.95 249.4 33.67 19.3 (M:19.3) 1 2 1 R.AAERCSLMK.V
Carbamidomethyl: 5; 
Dimethyl: 9

5029 true 1856 1775.0884 1774.0844 1 -1.86 148.25 39.67 57.5 (M:57.5) 1 1 0 K.LVLLHSIVPEQSTFK.V Dimethyl:2H(4): 1, 15

5030 true 1857 2095.1569 2094.1433 1 3.02 159.31 35.17 71.0 (M:71.0) 2 1 0 K.EGSQLKPQIQSVQQAIER.L Dimethyl: 1, 6



5031 true 1857 2162.0514 2161.0474 1 -1.49 190.66 32 48.0 (M:48.0) 1 1 1 R.NIPEDNADMNKQDFSLVR.V Dimethyl: 1, 11

5032 true 1858 1092.5679 1091.5611 1 -0.44 254.81 31.33 42.6 (M:42.6) 1 1 0 R.TNEGVIEFR.S Dimethyl: 1

5033 false 1858 1221.6612 1220.6289 1 20.49 174.56 32.67 15.3 (M:15.3) 1 2 0 K.IEQIEFDATK.L Dimethyl: 10

5034 true 1858 1221.6612 1220.6604 1 -5.32 140.06 32.67 24.6 (M:24.6) 1 1 0 R.VATWFNQPAR.K Dimethyl:2H(4): 1

5035 true 1858 1257.8268 1256.8006 1 15.05 84.86 44.17 27.9 (M:27.9) 1 1 1 K.LSKDPNIVIAK.M
Dimethyl:2H(4): 1; 
Dimethyl: 11



5036 false 1858 2170.0554 2169.0595 1 -5.23 222.63 32 26.2 (M:26.2) 1 2 1 R.EAVCIVLSDDTCSDEKIR.M

Carbamidomethyl: 4, 
12; Dimethyl:2H(4): 16; 
Dimethyl: 1

5037 true 1858 2170.0554 2169.0976 1 -22.77 271.61 32 72.0 (M:72.0) 1 1 1 R.NIPEDNADMNKQDFSLVR.V Dimethyl:2H(4): 1, 11

5038 false 1859 960.5708 959.5651 1 -1.67 167.8 34 19.6 (M:19.6) 1 6 1 K.LSSGDIKIK.K

5039 false 1859 960.5708 959.5474 1 16.82 113.49 34 15.8 (M:15.8) 1 10 0 R.LMTEILGR.Q Dimethyl: 1

5040 false 1859 960.5708 959.5474 1 16.82 238.33 34 15.8 (M:15.8) 1 9 1 K.AEAMIAAKK.M Dimethyl: 1



5041 false 1859 960.5708 959.559 1 4.78 194.32 34 24.8 (M:24.8) 1 2 0 K.NIQDSVPK.A
Dimethyl:2H(4): 1; 
Dimethyl: 8

5042 true 1859 1153.6168 1152.6213 1 -10.2 308.79 34.83 38.2 (M:38.2) 1 1 0 K.MLLYTEVTR.Y Dimethyl: 1

5043 false 1859 1161.6156 1160.6077 1 0.52 260.72 31.33 20.1 (M:20.1) 1 10 0 K.EQFPGLTDVK.I Dimethyl: 10

5044 true 1860 1096.5935 1095.5862 1 -0.03 316.69 31.33 42.6 (M:42.6) 1 1 0 R.TNEGVIEFR.S Dimethyl:2H(4): 1

5045 true 1860 1736.8971 1735.8865 1 1.88 206.3 39.83 116.0 (M:116.0) 1 1 0 R.SASHPTYSEMIAAAIR.A Dimethyl:2H(4): 1



5046 true 1860 2321.2687 2320.3143 1 -22.78 177.46 35.5 51.2 (M:51.2) 1 1 1 R.ASHTAPQVLFSHREPPLELK.D Dimethyl:2H(4): 1, 20

5047 true 1861 1185.6175 1184.6077 1 2.06 81.29 31.17 27.6 (M:27.6) 1 1 0 K.YLETYEAIR.V Dimethyl: 1

5048 true 1861 2419.2656 2418.2352 1 9.53 250.27 32 23.7 (M:23.7) 1 1 1
K.EAMEDGEIDGNKVTLDFAKPK.
G Dimethyl: 1, 12, 19, 21

5049 true 1862 1189.6433 1188.6328 1 2.68 93.03 31.17 22.2 (M:22.2) 1 1 0 K.YLETYEAIR.V Dimethyl:2H(4): 1

5050 true 1862 2435.3277 2434.3357 1 -6.24 263.49 32 67.3 (M:67.3) 1 1 1
K.EAMEDGEIDGNKVTLDFAKPK.
G

Dimethyl:2H(4): 1, 12, 
19, 21



5051 true 1863 1029.6188 1028.623 1 -11.16 111.68 35.33 27.5 (M:27.5) 1 1 0 K.VLTEILASR.T Dimethyl: 1

5052 true 1863 1136.6331 1135.6134 1 10.96 245.96 35 44.0 (M:44.0) 2 1 0 K.MGVPYCIIK.S
Carbamidomethyl: 6; 
Dimethyl: 1, 9

5053 true 1863 1205.6183 1204.6088 1 1.88 99.27 31.33 56.5 (M:56.5) 1 1 0 K.NLAPYSDELR.Q Dimethyl: 1

5054 true 1863 1340.8121 1339.8075 1 -2 200.29 33.83 67.6 (M:67.6) 1 1 1 R.KLVIIEGDLER.T Dimethyl: 1, 1

5055 true 1863 1340.8121 1339.8075 1 -2 200.29 33.83 67.6 (M:67.6) 1 1 1 R.KLVIIEGDLER.A Dimethyl: 1, 1



5056 true 1863 2097.0504 2096.0369 1 2.97 187.75 40 105.6 (M:105.6) 1 1 0 R.MIPCDFMIPVQTQHPVR.N
Carbamidomethyl: 4; 
Dimethyl: 1

5057 true 1864 1250.6617 1249.6489 1 4.4 131.34 34.83 37.2 (M:37.2) 2 1 0 R.DIICQIAYAR.I
Carbamidomethyl: 4; 
Dimethyl: 1

5058 true 1864 1296.6091 1295.6068 1 -3.81 144.34 31.33 34.2 (M:34.2) 2 1 0 R.VAEMYEEELR.E Dimethyl: 1

5059 true 1864 1348.8641 1347.8577 1 -0.65 256.38 33.83 58.1 (M:58.1) 1 1 1 R.KLVIIEGDLER.T Dimethyl:2H(4): 1, 1

5060 true 1864 1348.8641 1347.8577 1 -0.65 256.38 33.83 58.1 (M:58.1) 1 1 1 R.KLVIIEGDLER.A Dimethyl:2H(4): 1, 1



5061 false 1864 1348.8641 1347.8713 1 -10.72 275.39 33.83 20.9 (M:20.9) 1 43.65 4 1 K.VKVIVMLTELK.E

Dimethyl:2H(4): 2; 
Oxidation: 6; Dimethyl: 
11

5062 true 1864 2101.074 2100.0621 1 2.23 216.59 40 101.4 (M:101.4) 1 1 0 R.MIPCDFMIPVQTQHPVR.N
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

5063 true 1866 1046.5773 1045.5954 1 -24.25 271.56 32.17 42.5 (M:42.5) 1 1 1 R.AMTLAKDIR.D Dimethyl: 6

5064 true 1866 1629.8408 1628.8457 1 -7.46 142.68 32.5 21.8 (M:21.8) 1 1 0 R.SHAVACVNQFIISR.T
Carbamidomethyl: 6; 
Dimethyl: 1

5065 false 1867 1633.8728 1632.8708 1 -3.21 160.7 32.5 18.7 (M:18.7) 1 2 0 R.SHAVACVNQFIISR.T
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



5066 true 1868 1464.7519 1463.7442 1 0.25 269.31 33.83 57.4 (M:57.4) 1 1 0 K.NCIVLVDSTPYR.Q
Carbamidomethyl: 2; 
Dimethyl: 1

5067 true 1868 1679.9063 1678.8944 1 2.75 304.81 32.83 64.9 (M:64.9) 2 1 0 K.HWPFTVVNDAGRPK.V Dimethyl: 1, 14

5068 true 1868 2893.4447 2892.4618 1 -8.39 134.42 39.67 142.4 (M:142.4) 1 1 0
K.FAPEHTIFTSNTSSLQITQLANS
TTR.Q Dimethyl: 1

5069 true 1869 1443.7653 1442.7518 1 4.29 228.03 35.67 54.6 (M:54.6) 1 1 0 K.IVLDNSVFSEHR.N Dimethyl: 1

5070 true 1869 1468.7765 1467.7694 1 -0.09 344.34 33.67 66.7 (M:66.7) 1 1 0 K.NCIVLVDSTPYR.Q
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



5071 true 1869 1744.8965 1743.8751 1 8.08 159.04 31.67 55.4 (M:55.4) 1 1 0 K.QISNLQQSISDAEQR.G Dimethyl: 1

5072 true 1870 1447.7898 1446.7769 1 3.89 244.85 35.67 56.8 (M:56.8) 1 1 0 K.IVLDNSVFSEHR.N Dimethyl:2H(4): 1

5073 true 1870 1773.8 1772.7941 1 -0.75 171.03 31.33 58.2 (M:58.2) 1 1 0 R.HCVFFAEEDHDAIR.N
Carbamidomethyl: 2; 
Dimethyl: 1

5074 true 1871 1551.9158 1550.892 1 10.64 115.98 35 15.0 (M:15.0) 1 1 1 K.MFVGGLSWDTSKK.D
Dimethyl:2H(4): 1, 12, 
13

5075 true 1871 1678.9209 1677.9174 1 -2.26 175.75 34.67 66.8 (M:66.8) 1 1 0 R.MAPLGIDHIAPNIER.M Dimethyl:2H(4): 1



5076 true 1871 1777.825 1776.8192 1 -0.78 181.91 31.33 55.5 (M:55.5) 1 1 0 R.HCVFFAEEDHDAIR.N
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5077 true 1872 1609.0108 1607.985 1 11.47 148.46 35 24.7 (M:24.7) 1 1 1 R.QLSEVFIQLPSRK.E Dimethyl:2H(4): 1, 13

5078 true 1873 1127.6884 1126.6838 1 -2.35 254.55 33 40.5 (M:40.5) 1 1 0 K.GVQYLNEIK.D Dimethyl:2H(4): 1, 9

5079 true 1873 1197.6699 1196.6653 1 -2.2 102.34 32.17 54.2 (M:54.2) 2 1 0 R.GDLGIEIPAEK.V Dimethyl: 1, 11

5080 false 1873 1197.6699 1196.6653 1 -2.2 170.19 32.17 16.3 (M:16.3) 1 6 0 K.DIENPEIIVK.A Dimethyl: 10



5081 false 1873 1197.6699 1196.6765 1 -11.58 236.5 32.17 20.6 (M:20.6) 1 3 0 R.AEVSELPAIIR.D

5082 true 1873 1960.0484 1959.0423 1 -0.58 141.74 32.67 22.2 (M:22.2) 1 1 1 R.KGDHILLNACCPGWVR.T
Carbamidomethyl: 10, 
11; Dimethyl:2H(4): 1, 1

5083 false 1874 1205.7159 1204.7155 1 -5.69 150.07 32.17 16.4 (M:16.4) 1 6 0 R.GDLGIEIPAEK.V Dimethyl:2H(4): 1, 11

5084 false 1874 1626.0449 1625.0062 1 19.32 145.4 35 17.7 (M:17.7) 1 2 1 K.NMLRPTGKVVGIIK.R
Oxidation: 2; Dimethyl: 
1, 8, 14

5085 true 1874 1626.0449 1625.0168 1 12.84 177.49 35 38.5 (M:38.5) 1 1 1 R.VIDPFTIKPLDKK.T Dimethyl: 1, 8, 12, 13



5086 true 1875 1259.5663 1258.5652 1 -4.92 146.84 32.33 29.8 (M:29.8) 2 1 0 K.DYLLCDYNR.D
Carbamidomethyl: 5; 
Dimethyl: 1

5087 true 1875 1675.8701 1674.8689 1 -3.66 175.34 33.83 80.1 (M:80.1) 1 1 0 R.NFILDQTNVSAAAQR.R Dimethyl: 1

5088 true 1876 1194.5961 1193.5863 1 2.13 112.52 33 27.9 (M:27.9) 1 1 0 R.ASEALNCFVR.A
Carbamidomethyl: 7; 
Dimethyl: 1

5089 true 1876 1679.8966 1678.894 1 -2.8 256.27 33.83 97.8 (M:97.8) 1 1 0 R.NFILDQTNVSAAAQR.R Dimethyl:2H(4): 1

5090 true 1876 1726.8464 1725.8654 1 -15.25 185.92 35.67 114.4 (M:114.4) 1 1 0 R.ITACAQGELGAALMHR.N
Carbamidomethyl: 4; 
Dimethyl: 1



5091 true 1877 1345.6772 1344.6708 1 -0.59 278.59 32.17 36.9 (M:36.9) 1 1 0 K.EGVECEVINLR.T
Carbamidomethyl: 5; 
Dimethyl: 1

5092 true 1877 1881.0332 1880.0342 1 -4.44 227.17 31.33 48.5 (M:48.5) 2 1 1 K.ILDSVGIETDDERLNK.V Dimethyl:2H(4): 1, 16

5093 true 1877 2300.1236 2299.1193 1 -1.31 144.01 31.17 57.0 (M:57.0) 1 1 0
K.NIDDGTSDRPYSHALVAGIDR.
Y Dimethyl: 1

5094 true 1878 742.3738 741.3697 1 -4.38 236.32 35 42.1 (M:42.1) 2 1 0 R.TLYGFGG.- Dimethyl: 1

5095 false 1878 894.5379 893.5484 1 -19.88 432.72 35.83 20.3 (M:20.3) 1 4 1 R.SGKSSIQK.V
Dimethyl:2H(4): 3; 
Dimethyl: 8



5096 true 1878 894.5379 893.5273 1 3.74 471.45 35.83 39.2 (M:39.2) 1 1 0 K.LADFGLAR.A Dimethyl:2H(4): 1

5097 true 1878 894.5379 893.5273 1 3.74 471.45 35.83 39.2 (M:39.2) 1 1 0 K.LADFGLAR.I Dimethyl:2H(4): 1

5098 true 1879 1753.849 1752.8359 1 3.32 180.36 34.5 48.7 (M:48.7) 1 1 1 R.GYFEYIEENKYSR.A Dimethyl: 1, 10

5099 true 1880 1797.9261 1796.9203 1 -0.82 163.56 33.83 97.4 (M:97.4) 1 1 0 R.NLNTLCINQPDQALR.T
Carbamidomethyl: 6; 
Dimethyl: 1

5100 true 1880 1843.8838 1842.8894 1 -7.01 193.54 32.33 54.5 (M:54.5) 1 1 0 K.ANLQIDQMNADLNAER.S Dimethyl: 1



5101 true 1881 1801.9503 1800.9454 1 -1.31 217.68 33.67 59.6 (M:59.6) 1 1 0 R.NLNTLCINQPDQALR.T
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5102 true 1881 1847.9065 1846.9145 1 -8.29 266.41 32.33 81.8 (M:81.8) 2 1 0 K.ANLQIDQMNADLNAER.S Dimethyl:2H(4): 1

5103 true 1881 2889.5676 2888.5483 1 4.15 212.71 31.33 107.5 (M:107.5) 1 1 1
K.QLPTAAPDKTEVTGDHIPTPQ
DLPQR.K Dimethyl:2H(4): 1, 9

5104 false 1882 913.571 912.5757 1 -13.08 130.21 31.5 27.3 (M:27.3) 1 4 1 K.QARELIK.V Dimethyl: 1, 7

5105 true 1882 913.571 912.5644 1 -0.79 98.39 31.5 36.9 (M:36.9) 1 1 0 K.IIEEIIR.Y Dimethyl: 1



5106 true 1882 1179.5955 1178.594 1 -4.87 87.55 32.67 21.2 (M:21.2) 1 1 0 R.LANVMMGPYR.Q Dimethyl: 1

5107 false 1882 1179.5955 1178.5965 1 -6.99 264.9 32.67 18.4 (M:18.4) 1 2 1 R.GTERTVVMDK.S
Oxidation: 8; Dimethyl: 
10

5108 true 1883 921.5031 920.4967 1 -0.99 78.49 31.33 42.7 (M:42.7) 1 1 0 K.EYEALLR.E Dimethyl: 1

5109 true 1884 865.5459 864.5218 1 19.34 897.45 48.33 16.2 (M:16.2) 1 50 1 1 K.KTDGGTVK.C
Dimethyl:2H(4): 1; 
Dimethyl: 8

5110 false 1884 900.4817 899.4654 1 10.06 566.35 35.17 20.4 (M:20.4) 1 5 0 R.FQFFQR.D Dimethyl: 1



5111 true 1884 1035.5367 1034.5397 1 -9.9 115.36 31.5 26.9 (M:26.9) 2 1 0 K.DVFISAAER.D Dimethyl: 1

5112 true 1884 2952.509 2951.5051 1 -1.14 182.86 33.67 48.3 (M:48.3) 1 1 1
K.FACNGTVIEHPEYGEVIQLQGD
QRK.N

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 25

5113 false 1885 1038.578 1037.5869 1 -15.58 150.16 31.5 22.7 (M:22.7) 1 3 0 K.TLHELLER.I Dimethyl: 1

5114 false 1885 1038.578 1037.5695 1 1.2 150.16 31.5 24.2 (M:24.2) 1 2 0 K.YPSLELER.R Dimethyl:2H(4): 1

5115 true 1885 1245.6234 1244.6111 1 4.06 155.71 35.83 52.2 (M:52.2) 1 1 0 R.VELCSFSGYK.I
Carbamidomethyl: 4; 
Dimethyl: 1, 10



5116 true 1885 1481.7936 1480.8166 1 -20.43 266.16 34.17 28.6 (M:28.6) 1 1 1 K.GFKEQIYDVYR.Y Dimethyl:2H(4): 1, 3

5117 true 1885 1599.8866 1598.878 1 0.81 207.31 40 105.5 (M:105.5) 1 1 0 K.VSHLLGINVTDFTR.G Dimethyl: 1

5118 true 1886 1074.562 1073.5539 1 0.7 133.26 31.33 28.1 (M:28.1) 1 1 0 K.MAQALEDLR.N Dimethyl: 1

5119 true 1886 1263.7243 1262.7122 1 3.85 91.09 35.67 35.0 (M:35.0) 1 1 0 K.ITVTSEVPFSK.R Dimethyl: 1, 11

5120 true 1886 1516.8572 1515.8522 1 -1.5 177.9 33.17 94.6 (M:94.6) 1 1 0 R.HEVLPANLIQAQR.D Dimethyl: 1



5121 true 1886 1603.9113 1602.9031 1 0.52 228.03 40 113.0 (M:113.0) 1 1 0 K.VSHLLGINVTDFTR.G Dimethyl:2H(4): 1

5122 true 1887 1307.6917 1306.6744 1 7.69 213.37 33 48.0 (M:48.0) 1 1 0 K.GVLFYGPPGCGK.T
Carbamidomethyl: 10; 
Dimethyl: 1, 12

5123 false 1888 891.4913 890.4783 1 6.38 490.68 32.33 24.4 (M:24.4) 1 5 0 K.DLDMLIK.A
Oxidation: 4; Dimethyl: 
7

5124 true 1888 891.4913 890.4862 1 -2.44 401.06 32.33 29.1 (M:29.1) 1 1 0 K.EADFILR.V Dimethyl: 1

5125 false 1889 1257.7249 1256.7089 1 6.94 156.46 34.17 20.9 (M:20.9) 1 5 1 R.RITIGQSPTEK.G Dimethyl: 11



5126 false 1889 1257.7249 1256.7089 1 6.94 190.65 34.17 21.8 (M:21.8) 1 4 1 R.SSPQLESGLKR.I Dimethyl: 1, 10

5127 true 1890 1958.9224 1957.9111 1 2.02 124.92 40 48.4 (M:48.4) 1 1 0 K.FNFLNPNDPYHAYYR.H Dimethyl: 1

5128 true 1891 1429.8008 1428.801 1 -5.29 279.38 33.83 15.4 (M:15.4) 1 1 1 R.MKQEILEEVVR.E Dimethyl: 1, 2

5129 true 1891 1730.871 1729.8906 1 -15.47 198.73 35.67 95.2 (M:95.2) 1 1 0 R.ITACAQGELGAALMHR.N
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

5130 true 1891 1962.951 1961.9362 1 3.8 119.88 40 61.4 (M:61.4) 1 1 0 K.FNFLNPNDPYHAYYR.H Dimethyl:2H(4): 1



5131 true 1892 1057.6228 1056.6179 1 -2.24 286.11 32.33 59.0 (M:59.0) 2 1 0 R.VLDELTLAR.A Dimethyl: 1

5132 true 1892 1057.6228 1056.6179 1 -2.24 286.11 32.33 59.0 (M:59.0) 2 1 0 R.VLDELTLAR.T Dimethyl: 1

5133 false 1892 1057.6228 1056.6291 1 -12.86 249.84 32.33 16.7 (M:16.7) 1 9 1 K.NSVRLDGLK.A Dimethyl: 1, 9

5134 true 1892 1437.8487 1436.8512 1 -6.83 301.5 33.83 20.8 (M:20.8) 1 1 1 R.MKQEILEEVVR.E Dimethyl:2H(4): 1, 2

5135 false 1892 1437.8487 1436.8177 1 16.51 279.35 33.83 18.1 (M:18.1) 1 2 1 K.EIKDILIQYDR.T Dimethyl:2H(4): 1



5136 false 1893 1062.5611 1061.5506 1 3.09 326.16 33.17 18.6 (M:18.6) 1 5 0 K.NFAEEVGLR.V Dimethyl: 1

5137 true 1893 1973.061 1972.0782 1 -12.43 136.8 35.67 56.3 (M:56.3) 1 1 1 K.IFASIAPSIYGHEDIKR.G Dimethyl: 1, 16

5138 true 1894 1155.4579 1154.4516 1 -0.89 404.94 32.33 32.9 (M:32.9) 2 1 0 M.ADFDPYDDR.A Acetyl: 1

5139 true 1894 1896.9335 1895.9284 1 -1.16 178.13 33.17 73.8 (M:73.8) 1 1 0 K.SHLLDCCPHDILAGTR.M
Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1

5140 true 1894 1981.1099 1980.1284 1 -13 121.17 35.67 68.0 (M:68.0) 1 1 1 K.IFASIAPSIYGHEDIKR.G Dimethyl:2H(4): 1, 16



5141 true 1895 1540.8697 1539.8449 1 11.35 144.48 35.33 44.4 (M:44.4) 1 1 1 K.YAALYQPLFDKR.S Dimethyl: 1, 11

5142 true 1895 1540.8697 1539.8449 1 11.35 144.48 35.33 44.4 (M:44.4) 1 1 1 K.YAALYQPLFDKR.R Dimethyl: 1, 11

5143 true 1895 1967.0871 1966.1 1 -10.24 127.42 33 40.9 (M:40.9) 1 1 1 K.KHLEINPDHPIVETLR.Q Dimethyl: 1, 1

5144 true 1896 1321.7037 1320.6925 1 2.97 192.34 31.33 29.5 (M:29.5) 1 1 0 R.TNAENEFVTIK.K Dimethyl: 1, 11

5145 true 1896 1548.9165 1547.8952 1 9.08 121.58 35.33 23.3 (M:23.3) 1 1 1 K.YAALYQPLFDKR.S Dimethyl:2H(4): 1, 11



5146 true 1896 1548.9165 1547.8952 1 9.08 121.58 35.33 23.3 (M:23.3) 1 1 1 K.YAALYQPLFDKR.R Dimethyl:2H(4): 1, 11

5147 true 1897 1228.6164 1227.6136 1 -3.61 137.23 32.33 20.9 (M:20.9) 1 1 0 R.QEYLDTLYR.Y Dimethyl: 1

5148 false 1898 833.4815 832.4807 1 -7.72 365.87 33.83 17.9 (M:17.9) 1 3 0 R.IGAEFLR.R Dimethyl: 1

5149 false 1898 833.4815 832.4589 1 18.41 310.81 33.83 16.1 (M:16.1) 1 7 1 R.IERMLR.L Oxidation: 4

5150 true 1898 1263.6002 1262.5903 1 2.05 196.76 32.33 35.2 (M:35.2) 1 1 0 K.DYLLCDYNR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



5151 false 1899 849.4757 848.4756 1 -8.5 282.01 33.33 17.1 (M:17.1) 1 2 0 R.LAVYIDR.V

5152 true 1899 984.5522 983.5663 1 -21.79 111.1 36.67 16.3 (M:16.3) 1 1 0 R.AFLSDMIK.L
Dimethyl:2H(4): 1; 
Dimethyl: 8

5153 true 1899 1312.71 1311.7034 1 -0.56 258.06 32.5 62.8 (M:62.8) 2 1 0 K.DIPGLTDTTVPR.R Dimethyl: 1

5154 true 1899 1505.7864 1504.7773 1 1.17 127.87 31.33 87.3 (M:87.3) 1 1 0 R.GNPTVEVDLYTNK.G Dimethyl: 1, 13

5155 true 1900 1316.7337 1315.7285 1 -1.62 275.45 32.5 62.2 (M:62.2) 2 1 0 K.DIPGLTDTTVPR.R Dimethyl:2H(4): 1



5156 true 1900 1513.8312 1512.8275 1 -2.36 123.28 31.33 41.1 (M:41.1) 1 1 0 R.GNPTVEVDLYTNK.G Dimethyl:2H(4): 1, 13

5157 true 1900 3052.7906 3051.8163 1 -10.78 244.35 33.83 50.1 (M:50.1) 1 1 1
K.KPLPDHVSIVEPKEEILPTTPISE
QK.G

Dimethyl:2H(4): 1, 1, 13, 
26

5158 false 1901 786.475 785.4771 1 -12.01 441.33 33 15.2 (M:15.2) 1 3 1 K.YKLMR.Q

Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 
2

5159 false 1901 1028.6165 1027.6026 1 6.49 258.87 35.83 17.4 (M:17.4) 1 4 1 R.GEINKVVNK.Y Dimethyl: 9

5160 true 1901 1145.6066 1144.6029 1 -3.14 406.81 36 55.3 (M:55.3) 1 1 0 K.YFDLGLPHR.D Dimethyl: 1



5161 false 1901 1145.6066 1144.6253 1 -22.64 398.88 36 16.3 (M:16.3) 1 2 1 R.YFDPKMLR.G

Dimethyl:2H(4): 5; 
Oxidation: 6; Dimethyl: 
1

5162 true 1901 1481.6726 1480.6628 1 1.7 444.03 32.5 49.8 (M:49.8) 2 1 0 K.EMTDAAMFYTNR.I Dimethyl:2H(4): 1

5163 true 1902 1033.5457 1032.5352 1 3.05 135.51 34.17 25.0 (M:25.0) 1 1 0 K.NIDNFLNR.Y Dimethyl: 1

5164 true 1902 1149.631 1148.628 1 -3.73 416.32 36 37.8 (M:37.8) 1 1 0 K.YFDLGLPHR.D Dimethyl:2H(4): 1

5165 true 1902 1491.7725 1490.7729 1 -5.18 185.77 32.33 36.9 (M:36.9) 1 1 0 R.IVNNLDVGFDTTR.I Dimethyl: 1



5166 true 1902 1602.8466 1601.8323 1 4.41 130.55 31.5 34.8 (M:34.8) 1 1 1 R.CQSLQEDLDFRK.N
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12

5167 true 1903 896.5201 895.5167 1 -4.34 442.41 33.83 47.2 (M:47.2) 1 1 0 K.GYGFGLVK.L Dimethyl: 1, 8

5168 true 1903 1416.867 1415.8588 1 0.64 303.01 40.17 93.5 (M:93.5) 1 1 0 K.SLGELIHTLNGAK.L Dimethyl:2H(4): 1, 13

5169 true 1903 1690.8581 1689.8356 1 9.04 97.67 31.67 82.7 (M:82.7) 2 1 0 K.EILGTAQSVGCSIDGR.H
Carbamidomethyl: 11; 
Dimethyl: 1

5170 true 1904 1028.569 1027.564 1 -2.21 187.45 34.33 28.4 (M:28.4) 1 1 0 R.ALYTFEPR.T Dimethyl:2H(4): 1



5171 true 1904 1245.6627 1244.6547 1 0.54 102.02 34.17 34.2 (M:34.2) 2 1 0 K.DAGTIAGLNVMR.I Dimethyl: 1

5172 false 1904 1616.8887 1615.8669 1 9.02 268.18 31.33 25.8 (M:25.8) 1 4 1 R.SEVDEKNSAIAELK.N Dimethyl: 1, 6, 14

5173 true 1904 1616.8887 1615.8781 1 2.08 181.24 31.33 74.4 (M:74.4) 1 1 1 R.ELISNSSDALDKIR.Y Dimethyl: 1, 12

5174 true 1904 1754.8784 1753.8759 1 -2.75 123.39 35 38.1 (M:38.1) 1 1 0 K.ICGDIHGQYYDLLR.L
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5175 true 1904 1979.1119 1978.0888 1 8.04 159.25 35.33 19.6 (M:19.6) 1 1 1 R.KRPGSQYGELIENYIK.E Dimethyl: 1, 1, 16



5176 true 1905 1125.7 1124.6871 1 4.98 249.67 35.67 24.5 (M:24.5) 1 1 1 K.DLKDYFTK.F Dimethyl:2H(4): 1, 3, 8

5177 false 1905 1261.6622 1260.6496 1 4.19 236.54 34.17 18.6 (M:18.6) 1 2 0 K.DAGTIAGLNVMR.I
Oxidation: 11; Dimethyl: 
1

5178 true 1905 1624.9411 1623.9283 1 3.41 191.48 31.33 90.5 (M:90.5) 1 1 1 R.ELISNSSDALDKIR.Y Dimethyl:2H(4): 1, 12

5179 true 1905 1991.1886 1990.1641 1 8.65 85.26 35.33 67.9 (M:67.9) 2 1 1 R.KRPGSQYGELIENYIK.E Dimethyl:2H(4): 1, 1, 16

5180 true 1905 2750.3731 2749.3734 1 -2.73 173.22 35.17 74.0 (M:74.0) 1 1 1
K.NTFSQLSELHCDKLHVDPENFR
.L

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 13



5181 true 1906 840.4998 839.5055 1 -15.37 35.5 15.9 (M:15.9) 1 1 0 K.LGNYTLK.L Dimethyl:2H(4): 1

5182 true 1907 981.4867 980.4857 1 -6.42 288.33 32.83 16.3 (M:16.3) 1 1 0 R.MIGMMLNK.K
Oxidation: 5; Dimethyl: 
8

5183 true 1907 1446.7903 1445.7816 1 0.93 243.78 34 25.3 (M:25.3) 2 1 0 R.YGVIILDEAHER.T Dimethyl:2H(4): 1

5184 true 1908 925.5268 924.5177 1 2.03 116.86 35.33 20.6 (M:20.6) 1 1 0 R.FLTVMMK.H Dimethyl: 1, 7

5185 true 1908 1130.6221 1129.6182 1 -2.98 295.1 33.33 48.8 (M:48.8) 1 1 0 K.NILPFDHSR.V Dimethyl:2H(4): 1



5186 true 1909 1836.8803 1835.8952 1 -12.07 227.91 32.33 34.4 (M:34.4) 1 1 0 R.AQQEDALAQQAFEEAR.R Dimethyl:2H(4): 1

5187 true 1910 1137.6295 1136.623 1 -0.72 305.58 36.17 66.4 (M:66.4) 3 1 0 K.LLQDFFNGK.E Dimethyl: 1, 9

5188 true 1910 1137.6295 1136.623 1 -0.72 305.58 36.17 66.4 (M:66.4) 3 1 0 K.LLQDFFNGK.E Dimethyl: 1, 9

5189 true 1911 1041.6091 1040.599 1 2.68 180.67 36.5 21.8 (M:21.8) 2 1 0 R.FLSILCTR.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5190 true 1911 1189.6969 1188.6917 1 -1.77 117.18 33 46.4 (M:46.4) 1 1 0 K.LGVPIGQGGFGR.L Dimethyl:2H(4): 1



5191 true 1912 1200.6979 1199.6713 1 16.07 103.79 33.5 45.3 (M:45.3) 1 1 0 K.TGPNLHGLFGR.K Dimethyl:2H(4): 1

5192 true 1912 1367.804 1366.7973 1 -0.39 262.13 40.33 101.6 (M:101.6) 1 1 0 K.VHLVGIDIFNGK.K Dimethyl: 1, 12

5193 true 1912 2000.0253 1999.0157 1 1.18 78.73 31.33 45.8 (M:45.8) 1 1 1 K.KANLQIDQMNADLNAER.S Dimethyl: 1, 1

5194 true 1912 2265.9361 2264.9346 1 -2.54 147.73 31.5 43.1 (M:43.1) 1 1 0 K.VVDYSQFQESDDADEDYGR.D Dimethyl: 1

5195 true 1913 1224.696 1223.6959 1 -5.91 106.41 33 15.6 (M:15.6) 1 1 1 R.NSRPTGRPRR.S Dimethyl: 1



5196 true 1913 1642.9627 1641.9504 1 3.05 295.08 39.5 77.7 (M:77.7) 1 1 0 K.LVINGHAITIFQER.D Dimethyl:2H(4): 1

5197 true 1913 2008.0741 2007.0659 1 0.49 114.74 31.33 70.0 (M:70.0) 1 1 1 K.KANLQIDQMNADLNAER.S Dimethyl:2H(4): 1, 1

5198 true 1913 2269.9599 2268.9597 1 -3.09 230.19 31.5 83.7 (M:83.7) 2 1 0 K.VVDYSQFQESDDADEDYGR.D Dimethyl:2H(4): 1

5199 true 1914 952.5323 951.5178 1 7.55 127.58 36.17 45.9 (M:45.9) 2 1 0 R.VVFQEFR.Q Dimethyl: 1

5200 false 1914 952.5323 951.5463 1 -22.4 161.32 36.17 20.0 (M:20.0) 1 3 0 R.LIMQYLK.E
Oxidation: 3; Dimethyl: 
7



5201 true 1914 1283.6683 1282.6631 1 -1.67 141.77 35.33 50.5 (M:50.5) 1 1 0 R.FSYVCPDLVK.E
Carbamidomethyl: 5; 
Dimethyl: 1, 10

5202 true 1915 956.5532 955.5429 1 3.12 137.58 36.17 39.4 (M:39.4) 2 1 0 R.VVFQEFR.Q Dimethyl:2H(4): 1

5203 true 1915 1768.8321 1767.8216 1 1.77 210.2 34.17 80.8 (M:80.8) 1 1 0 K.GYGFVHFETQEAAER.A Dimethyl: 1

5204 false 1916 1520.8836 1519.8762 1 0.06 215.5 33.17 15.8 (M:15.8) 1 2 1 K.LQGWPPVKLPETK.K Dimethyl: 13

5205 true 1916 1520.8836 1519.8773 1 -0.61 217.7 33.17 71.2 (M:71.2) 1 1 0 R.HEVLPANLIQAQR.D Dimethyl:2H(4): 1



5206 true 1916 1772.8565 1771.8468 1 1.38 217.64 34.17 83.2 (M:83.2) 1 1 0 K.GYGFVHFETQEAAER.A Dimethyl:2H(4): 1

5207 true 1917 1341.7282 1340.7275 1 -4.85 226.76 37.17 42.4 (M:42.4) 1 1 0 K.VYIPHGLIMDR.T Dimethyl: 1

5208 true 1917 1912.1378 1911.1281 1 1.29 225.63 34.17 75.5 (M:75.5) 1 1 1 K.KLSPALPEEDAPVVNIR.N Dimethyl:2H(4): 1, 1

5209 false 1918 760.493 759.4677 1 23.74 346.23 32.67 20.5 (M:20.5) 1 4 0 R.ISMIIR.D Dimethyl: 1

5210 false 1918 760.493 759.4928 1 -9.33 324.48 32.67 18.8 (M:18.8) 1 7 0 K.LMAILK.E
Oxidation: 2; Dimethyl: 
1, 6



5211 true 1918 1344.8564 1343.845 1 3.05 119.76 35.5 20.9 (M:20.9) 1 1 1 K.MTPPIKDLLPR.L Dimethyl:2H(4): 1, 6

5212 true 1918 1595.914 1594.8679 1 24.34 244.98 32.83 15.7 (M:15.7) 1 50 1 1 R.KPPAPKSTQENNTK.Q Dimethyl: 1, 14

5213 false 1919 871.5536 870.5426 1 4.29 451.42 32.67 32.6 (M:32.6) 2 2 0 K.EALELLK.T Dimethyl: 1, 7

5214 true 1919 871.5536 870.5426 1 4.29 434.77 32.67 49.5 (M:49.5) 1 1 0 K.ELEALIK.N Dimethyl: 1, 7

5215 true 1919 1476.7624 1475.7521 1 2.03 227.69 35.17 28.4 (M:28.4) 1 1 0 K.NFIQGNVFEPGAR.N Dimethyl: 1



5216 true 1919 1589.8769 1588.8835 1 -8.68 152.07 33.17 40.5 (M:40.5) 1 1 1 R.ATGELQQEVSALRR.E Dimethyl:2H(4): 1

5217 true 1919 2598.2992 2597.2796 1 4.74 121.1 31.33 38.8 (M:38.8) 1 1 1
R.IPNQFQASPPCPSDESIKIEER.
Q

Carbamidomethyl: 11; 
Dimethyl: 1, 18

5218 true 1920 1100.6184 1099.5964 1 13.39 202.45 36.17 34.9 (M:34.9) 1 1 0 K.QFYINVER.E Dimethyl:2H(4): 1

5219 false 1920 1286.6916 1285.7129 1 -22.2 131.08 31.67 18.6 (M:18.6) 1 4 1 R.EAEEAKEALLK.A Dimethyl: 6, 11

5220 true 1920 1286.6916 1285.6878 1 -2.65 145.36 31.67 52.6 (M:52.6) 1 1 0 K.ATEVQLELAER.Q Dimethyl: 1



5221 true 1920 1480.7936 1479.7772 1 6.17 326.95 35.17 43.4 (M:43.4) 1 1 0 K.NFIQGNVFEPGAR.N Dimethyl:2H(4): 1

5222 true 1920 1798.9951 1797.9778 1 5.61 213.64 41.17 52.4 (M:52.4) 1 1 0 R.IHFPLATYAPVVSAER.A Dimethyl: 1

5223 true 1921 1335.599 1334.5959 1 -3.14 153.68 31.67 33.2 (M:33.2) 2 1 0 M.SCEEIAVCAVR.L
Carbamidomethyl: 2, 8; 
Acetyl: 1

5224 true 1922 1061.6256 1060.643 1 -23.29 323.97 32.5 39.4 (M:39.4) 1 1 0 R.VLDELTLAR.A Dimethyl:2H(4): 1

5225 true 1922 1061.6256 1060.643 1 -23.29 323.97 32.5 39.4 (M:39.4) 1 1 0 R.VLDELTLAR.T Dimethyl:2H(4): 1



5226 true 1922 1426.8426 1425.8265 1 6.18 227.67 35.33 84.1 (M:84.1) 2 1 0 K.TIIPLISQCTPK.V
Carbamidomethyl: 9; 
Dimethyl: 1, 12

5227 true 1922 2038.0134 2036.999 1 3.53 162.76 40.33 62.1 (M:62.1) 1 1 0 K.VHYENNSPFLTITSMTR.V Dimethyl: 1

5228 true 1923 1914.041 1913.0321 1 0.84 276.45 33 41.8 (M:41.8) 1 1 0 K.KPYGITMSNPAVFPGDR.I Dimethyl:2H(4): 1, 1

5229 true 1923 2042.0262 2041.0241 1 -2.5 201.91 40.17 95.5 (M:95.5) 1 1 0 K.VHYENNSPFLTITSMTR.V Dimethyl:2H(4): 1

5230 true 1924 1304.7113 1303.7071 1 -2.38 170.4 36.33 74.4 (M:74.4) 1 1 0 K.LCLAALEHPPR.Q
Carbamidomethyl: 2; 
Dimethyl: 1



5231 true 1924 1451.8593 1450.8508 1 0.89 227.78 35.33 65.0 (M:65.0) 1 1 0 R.QASPNIVIALAGNK.A Dimethyl: 1, 14

5232 true 1924 1807.0225 1806.0073 1 4.37 219.51 35.17 55.7 (M:55.7) 1 1 0 K.LVEALCAEHQINLIK.V
Carbamidomethyl: 6; 
Dimethyl: 1, 15

5233 true 1925 1459.912 1458.901 1 2.57 221.37 35.33 58.0 (M:58.0) 1 1 0 R.QASPNIVIALAGNK.A Dimethyl:2H(4): 1, 14

5234 true 1925 1591.8661 1590.8366 1 13.98 80.72 35.83 32.6 (M:32.6) 1 1 0 K.VLVFSDGNSQGITAR.A Dimethyl: 1

5235 true 1925 1810.8536 1809.8502 1 -2.12 162.87 35.33 99.8 (M:99.8) 1 1 0 K.FDTGNLCMVTGGANLGR.I
Carbamidomethyl: 7; 
Dimethyl: 1



5236 true 1925 2208.1911 2207.1716 1 5.51 232.19 40.33 47.0 (M:47.0) 1 1 1 K.DKLNLSCIHSPMVTELMR.G
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 2

5237 false 1926 894.5321 893.5335 1 -9.63 409.76 33.5 16.0 (M:16.0) 1 10 0 K.VTTHPLAK.D Dimethyl: 8

5238 true 1926 894.5321 893.5273 1 -2.71 516.85 33.5 44.4 (M:44.4) 1 1 0 K.AGLVEFAR.S Dimethyl:2H(4): 1

5239 true 1926 1495.8238 1494.8156 1 0.61 171.85 35.33 15.1 (M:15.1) 1 1 0 R.YLTPYTPICIAK.A
Carbamidomethyl: 9; 
Dimethyl: 1, 12

5240 true 1926 1814.8796 1813.8753 1 -1.61 191.59 35.33 104.7 (M:104.7) 1 1 0 K.FDTGNLCMVTGGANLGR.I
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



5241 true 1926 2477.2173 2476.2025 1 3.03 158.17 40.33 78.8 (M:78.8) 1 1 0
K.VILALGDYMGATCHACIGGTN
VR.N

Carbamidomethyl: 13, 
16; Dimethyl: 1

5242 false 1928 1016.5499 1015.5233 1 19.04 266.97 33 19.8 (M:19.8) 1 3 1 M.GRMAEVVGR.A Acetyl: 1

5243 true 1928 1016.5499 1015.5563 1 -13.44 217.36 33 24.1 (M:24.1) 1 1 1 R.SRSVTWPR.S Dimethyl: 1

5244 true 1928 1152.5476 1151.5434 1 -2.67 279.34 34.17 25.1 (M:25.1) 2 1 0 R.DYFIPCPGR.G
Carbamidomethyl: 6; 
Dimethyl: 1

5245 true 1928 1271.6911 1270.6769 1 5.43 208.63 32.67 81.9 (M:81.9) 2 1 0 R.IQLVEEELDR.A Dimethyl: 1



5246 true 1928 1271.6911 1270.6769 1 5.43 208.63 32.67 81.9 (M:81.9) 2 1 0 R.IQLVEEELDR.A Dimethyl: 1

5247 true 1928 1271.6911 1270.6769 1 5.43 208.63 32.67 81.9 (M:81.9) 2 1 0 R.IQLVEEELDR.A Dimethyl: 1

5248 false 1929 924.4893 923.4865 1 -4.86 83.32 33.33 22.6 (M:22.6) 1 2 0 R.LFGEQFR.H Dimethyl: 1

5249 true 1929 1162.7012 1161.6982 1 -3.68 424.85 33.17 35.0 (M:35.0) 1 1 0 R.QLHLNQLIR.T Dimethyl: 1

5250 false 1929 1162.7012 1161.6842 1 8.41 618.9 33.17 20.3 (M:20.3) 1 3 1 K.MGAKLLQDVR.Q Dimethyl:2H(4): 4



5251 true 1929 1194.6368 1193.6544 1 -20.78 226.71 31.67 34.1 (M:34.1) 2 95.04 1 1 R.VEKLEEYTK.K Dimethyl: 1, 9

5252 false 1929 1194.6368 1193.6002 1 24.54 280.42 31.67 15.0 (M:15.0) 1 9 0 K.YEIMDGAPVK.G
Oxidation: 4; Dimethyl: 
1, 10

5253 true 1929 1622.8511 1621.8433 1 0.34 187.88 36.33 44.0 (M:44.0) 1 1 0 R.LINANMMVLGHEPR.Q Dimethyl: 1

5254 true 1929 1835.8485 1834.8091 1 17.51 219.95 31.83 82.7 (M:82.7) 2 1 0 K.AGLDGENIGNCPFCQR.L
Carbamidomethyl: 11, 
14; Dimethyl: 1

5255 true 1929 2010.033 2009.0218 1 1.93 141.42 35.33 127.0 (M:127.0) 3 1 0 K.TVTNAVVTVPAYFNDSQR.Q Dimethyl: 1



5256 true 1930 928.5134 927.5116 1 -5.9 117.54 33.33 31.1 (M:31.1) 1 1 0 R.LFGEQFR.H Dimethyl:2H(4): 1

5257 false 1930 1417.769 1416.7915 1 -20.97 397.04 32.67 17.3 (M:17.3) 1 4 1 R.GPLTSDAPKQPFK.E Dimethyl:2H(4): 1

5258 true 1930 1684.9445 1683.942 1 -2.88 229.86 36.33 60.4 (M:60.4) 1 1 0 R.SLQLGLLHSVPEAHR.M Dimethyl: 1

5259 true 1930 1839.8405 1838.8342 1 -0.5 231.14 31.83 75.2 (M:75.2) 2 1 0 K.AGLDGENIGNCPFCQR.L
Carbamidomethyl: 11, 
14; Dimethyl:2H(4): 1

5260 true 1930 2014.0557 2013.0469 1 0.73 160.18 35.33 130.2 (M:130.2) 2 1 0 K.TVTNAVVTVPAYFNDSQR.Q Dimethyl:2H(4): 1



5261 true 1931 1126.5952 1125.5931 1 -4.63 301.39 33.33 39.5 (M:39.5) 1 1 0 K.NILPFDHSR.V Dimethyl: 1

5262 false 1931 1166.7289 1165.7121 1 8.2 478.18 33.17 23.7 (M:23.7) 1 84.3 2 0 K.GAKPAGEIHVK.T
Dimethyl:2H(4): 3; 
Dimethyl: 11

5263 true 1931 1166.7289 1165.7233 1 -1.43 410.76 33.17 39.9 (M:39.9) 2 1 0 R.QLHLNQLIR.T Dimethyl:2H(4): 1

5264 false 1931 1166.7289 1165.7485 1 -22.99 394.5 33.17 19.6 (M:19.6) 1 65.53 5 1 K.LPPKAARPEK.E
Dimethyl:2H(4): 4; 
Dimethyl: 1

5265 true 1931 1477.6507 1476.6377 1 3.83 380.5 32.5 53.5 (M:53.5) 2 1 0 K.EMTDAAMFYTNR.I Dimethyl: 1



5266 true 1931 1876.9574 1875.9666 1 -8.73 235.52 32.5 113.6 (M:113.6) 2 1 0 K.IVGDDPDEDAINNALNK.V Dimethyl:2H(4): 1, 17

5267 true 1932 1239.6246 1238.6233 1 -4.85 129.49 31.83 53.5 (M:53.5) 1 1 0 R.FPFESPEAQR.L Dimethyl:2H(4): 1

5268 true 1933 1376.6836 1375.6884 1 -8.83 248.64 34.33 81.5 (M:81.5) 1 1 0 K.HFSVEGQLEFR.A Dimethyl: 1

5269 true 1933 1755.9226 1754.9163 1 -0.54 204.84 32.5 58.2 (M:58.2) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl: 1

5270 true 1933 1755.9226 1754.9163 1 -0.54 204.84 32.5 58.2 (M:58.2) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl: 1



5271 true 1933 1755.9226 1754.9163 1 -0.54 204.84 32.5 58.2 (M:58.2) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl: 1

5272 true 1933 1973.0741 1972.0717 1 -2.44 105.43 31.83 64.5 (M:64.5) 2 1 1 K.LPGGELNPGEDEVEGLKR.L Dimethyl:2H(4): 1, 17

5273 true 1933 2742.3299 2741.3231 1 -0.19 133.6 35.17 43.9 (M:43.9) 1 1 1
K.NTFSQLSELHCDKLHVDPENFR
.L

Carbamidomethyl: 11; 
Dimethyl: 1, 13

5274 true 1934 905.5286 904.5382 1 -18.69 55.27 35.33 22.7 (M:22.7) 1 1 0 R.FTDILIR.H Dimethyl: 1

5275 true 1934 1292.725 1291.722 1 -3.34 189.5 33 32.8 (M:32.8) 2 1 0 K.SAGGIGLAVSCIR.A
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1



5276 false 1934 2355.3972 2354.3785 1 4.84 150.63 36.33 32.5 (M:32.5) 3 27.08 2 1 K.NLKPIKPMQFLGDEETVRK.A
Dimethyl:2H(4): 3, 6, 19; 
Oxidation: 8

5277 true 1935 2115.9912 2114.9902 1 -2.99 146.06 32.17 79.2 (M:79.2) 2 1 0
R.GQTGGDVNVEMDAAPGVDLS
R.I Dimethyl: 1

5278 true 1936 943.4808 942.4885 1 -15.82 157.45 35.33 45.5 (M:45.5) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7

5279 true 1936 943.4808 942.4885 1 -15.82 157.45 35.33 45.5 (M:45.5) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7

5280 true 1936 943.4808 942.4885 1 -15.82 157.45 35.33 45.5 (M:45.5) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7



5281 true 1936 1315.733 1314.7246 1 0.87 255.7 33 32.4 (M:32.4) 1 1 0 K.GVLFYGPPGCGK.T
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12

5282 true 1937 1113.6663 1112.6481 1 9.78 273.32 35.5 52.7 (M:52.7) 2 1 0 K.FYTVISSLK.T Dimethyl: 1, 9

5283 true 1937 1375.8563 1374.8475 1 1.11 273.16 40.33 66.9 (M:66.9) 1 1 0 K.VHLVGIDIFNGK.K Dimethyl:2H(4): 1, 12

5284 true 1938 1805.9404 1804.9294 1 2.07 216.04 40.5 35.5 (M:35.5) 1 1 0 R.FEHSLGVGYLAGCLVR.E
Carbamidomethyl: 13; 
Dimethyl: 1

5285 true 1938 1982.0506 1981.0455 1 -1.09 199.27 32.5 92.5 (M:92.5) 2 1 1 K.SIQEIQELDKDDESLR.K Dimethyl:2H(4): 1, 10



5286 true 1939 1200.7338 1199.7188 1 6.48 105.64 35.5 16.9 (M:16.9) 1 1 0 R.QFLTQLMQK.E Dimethyl:2H(4): 1, 9

5287 true 1939 1548.8334 1547.8246 1 0.99 194.16 31.67 44.5 (M:44.5) 1 1 0 K.LPAENVQVNFTER.S Dimethyl:2H(4): 1

5288 true 1939 1813.0175 1812.0186 1 -4.62 203.2 41.33 79.2 (M:79.2) 2 1 0 R.IHFPLATYAPVISAEK.A Dimethyl: 1, 16

5289 false 1939 1813.0175 1812.0186 1 -4.62 224.78 41.33 44.1 (M:44.1) 2 63.74 2 0 R.IHFPLVTYAPVISAEK.A Dimethyl: 1

5290 true 1939 2288.0091 2287.008 1 -2.69 235.85 32.5 83.3 (M:83.3) 1 1 0
K.HNDDEQYAWESSAGGSFTVR.
L Dimethyl:2H(4): 1



5291 true 1939 2288.0091 2287.008 1 -2.69 235.85 32.5 83.3 (M:83.3) 1 1 0
K.HNDDEQYAWESSAGGSFTVR.
T Dimethyl:2H(4): 1

5292 false 1940 756.4651 755.4654 1 -9.96 281.64 32.83 20.6 (M:20.6) 1 5 0 K.LGGQLLR.A

5293 false 1940 756.4651 755.4541 1 4.89 247.66 32.83 18.0 (M:18.0) 1 9 0 R.ETPIIR.R Dimethyl: 1

5294 true 1940 1007.5596 1006.5447 1 7.51 177.58 36.17 22.3 (M:22.3) 1 1 0 R.SETFINLR.E Dimethyl: 1

5295 true 1940 1508.9032 1507.904 1 -5.33 146.43 33 27.4 (M:27.4) 1 1 1 R.KEFSPFGTITSAK.V Dimethyl:2H(4): 1, 1, 13



5296 true 1940 1904.0938 1903.0779 1 4.57 178.12 34.17 85.8 (M:85.8) 1 1 1 K.KLSPALPEEDAPVVNIR.N Dimethyl: 1, 1

5297 true 1941 1096.5856 1095.5713 1 6.39 239.34 36 27.8 (M:27.8) 2 1 0 K.QFYINVER.E Dimethyl: 1

5298 true 1941 1914.9338 1913.9402 1 -7.11 266.25 34.33 31.2 (M:31.2) 1 1 1 K.HMNLILCDCDEFRK.I
Carbamidomethyl: 7, 9; 
Dimethyl:2H(4): 1, 14

5299 true 1942 1476.796 1475.7857 1 2.08 296.84 36.5 37.9 (M:37.9) 1 1 0 K.VNMYNEAVHLVR.F Dimethyl:2H(4): 1

5300 true 1943 1633.865 1632.8596 1 -1.14 184.28 33.5 91.8 (M:91.8) 2 1 0 K.VALVYGQMNEPPGAR.A Dimethyl:2H(4): 1



5301 true 1945 1181.6543 1180.639 1 6.79 130.91 32.67 31.0 (M:31.0) 1 1 0 R.FDAGELITQR.E Dimethyl:2H(4): 1

5302 true 1945 1292.7965 1291.7951 1 -4.54 127.87 36.17 63.5 (M:63.5) 1 1 0 K.ADLVNNLGTIAK.S Dimethyl:2H(4): 1, 12

5303 true 1945 1292.7965 1291.7951 1 -4.54 127.87 36.17 63.5 (M:63.5) 1 1 0 K.ADLVNNLGTIAK.S Dimethyl:2H(4): 1, 12

5304 true 1945 1696.9 1695.8981 1 -3.18 146.6 33.33 50.1 (M:50.1) 1 1 0 R.IYLETSPSNSSLTPR.I Dimethyl:2H(4): 1

5305 true 1945 1752.8961 1751.8842 1 2.6 167.96 31.67 94.3 (M:94.3) 1 1 1 R.KLEVEANNAFDQYR.D Dimethyl: 1, 1



5306 true 1946 1688.955 1687.9671 1 -11.5 187.77 36.33 34.1 (M:34.1) 1 1 0 R.SLQLGLLHSVPEAHR.M Dimethyl:2H(4): 1

5307 true 1946 1760.9461 1759.9345 1 2.5 211.95 31.67 69.1 (M:69.1) 1 1 1 R.KLEVEANNAFDQYR.D Dimethyl:2H(4): 1, 1

5308 true 1946 2054.1394 2053.132 1 0.03 139.12 33 61.0 (M:61.0) 1 1 0 K.ITKPGLIDSNNQLFAPGGR.L Dimethyl: 1, 3

5309 true 1947 1312.6667 1311.6609 1 -1.08 178.43 31.83 66.0 (M:66.0) 2 1 0 K.NLYESELADAR.R Dimethyl:2H(4): 1

5310 true 1947 2035.0069 2034.0008 1 -0.59 157.96 34.17 21.0 (M:21.0) 1 1 0 K.VAMSHFEPNEYINYEK.L Dimethyl:2H(4): 1, 16



5311 true 1947 2062.1924 2061.1822 1 1.39 243.04 33 69.6 (M:69.6) 2 1 0 K.ITKPGLIDSNNQLFAPGGR.L Dimethyl:2H(4): 1, 3

5312 false 1948 1275.7142 1274.7194 1 -9.82 266.6 32.67 24.2 (M:24.2) 2 2 1 K.ITSIVKDSSAAR.N Dimethyl: 6

5313 true 1948 2047.1534 2046.1635 1 -8.46 147.27 34.33 63.2 (M:63.2) 1 1 1 R.IMNVIGEPIDERGPITTK.Q Dimethyl:2H(4): 1, 18

5314 true 1949 983.5589 982.5488 1 2.88 151 36.33 41.7 (M:41.7) 1 1 0 K.YVIYIER.V Dimethyl: 1

5315 true 1949 1278.6449 1277.6252 1 9.76 291.11 32.67 18.8 (M:18.8) 1 1 0 R.GIPYSATEDAVR.D



5316 true 1950 918.5275 917.5335 1 -14.35 76.79 34.33 53.2 (M:53.2) 3 1 0 R.DAFVAIVR.S Dimethyl: 1

5317 false 1950 986.5794 985.5808 1 -8.83 141.9 36.67 15.7 (M:15.7) 1 2 1 K.SDLISAPKK.A Dimethyl: 8

5318 false 1950 1292.6009 1291.5714 1 17.16 274.24 32.83 24.6 (M:24.6) 2 2 0 K.EGNLSEEEMAR.T Dimethyl: 1

5319 true 1950 1292.6009 1291.5901 1 2.74 253.26 32.83 69.0 (M:69.0) 2 1 0 K.EGMNVVEAMER.C Dimethyl: 1

5320 false 1951 987.5856 986.5739 1 4.52 135.29 36.33 24.6 (M:24.6) 1 2 0 K.YVIYIER.V Dimethyl:2H(4): 1



5321 true 1951 994.5448 993.5383 1 -0.75 173.86 31.67 51.2 (M:51.2) 1 1 0 K.GYESLLEK.C Dimethyl: 1, 8

5322 true 1951 1296.6233 1295.6152 1 0.69 328.25 32.83 60.6 (M:60.6) 2 1 0 K.EGMNVVEAMER.C Dimethyl:2H(4): 1

5323 true 1951 1947.8722 1946.8818 1 -8.65 133.26 33.33 32.0 (M:32.0) 1 1 0 R.AHQLVMEGYNWCHDR.N
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

5324 true 1952 1635.8667 1634.8665 1 -4.3 112.67 31.83 29.1 (M:29.1) 1 1 0 R.TVQIEASTVEIEER.G Dimethyl:2H(4): 1

5325 true 1953 1257.6715 1256.6554 1 7.06 141.68 36.5 76.6 (M:76.6) 2 1 0 K.SDFHLFGPPGK.K Dimethyl: 1, 11



5326 true 1953 1970.0625 1969.0633 1 -4.1 127.53 33.5 36.4 (M:36.4) 1 1 0 K.AGAKPDQIGIITPYEGQR.S Dimethyl: 1, 4

5327 true 1954 1368.773 1367.7711 1 -3.93 308.14 32.67 33.1 (M:33.1) 1 1 0 R.IGGNEGIDVPIPR.F Dimethyl:2H(4): 1

5328 true 1954 1978.1167 1977.1135 1 -2.06 137.04 33.5 57.5 (M:57.5) 1 1 0 K.AGAKPDQIGIITPYEGQR.S Dimethyl:2H(4): 1, 4

5329 false 1955 1098.6481 1097.6445 1 -3.31 569.42 31.67 18.5 (M:18.5) 1 2 1 R.GVSKIIGGDPK.G Dimethyl: 11

5330 true 1955 1382.6675 1381.6548 1 3.97 263.91 32.67 27.8 (M:27.8) 1 1 0 R.CTYLVLDEADR.M
Carbamidomethyl: 1; 
Dimethyl: 1



5331 true 1955 1382.6675 1381.6548 1 3.97 263.91 32.67 27.8 (M:27.8) 1 1 0 R.CTYLVLDEADR.M
Carbamidomethyl: 1; 
Dimethyl: 1

5332 false 1956 1171.6751 1170.6543 1 11.56 112.43 36.67 16.7 (M:16.7) 1 3 1 R.LNKCGVISPR.F
Carbamidomethyl: 4; 
Dimethyl: 1

5333 true 1956 1171.6751 1170.6583 1 8.12 119.31 36.67 57.7 (M:57.7) 2 1 0 K.LAVNMVPFPR.L Dimethyl: 1

5334 true 1956 1171.6751 1170.6583 1 8.12 119.31 36.67 57.7 (M:57.7) 2 1 0 K.LAVNMVPFPR.L Dimethyl: 1

5335 true 1956 1171.6751 1170.6583 1 8.12 119.31 36.67 57.7 (M:57.7) 2 1 0 K.LAVNMVPFPR.L Dimethyl: 1



5336 true 1956 1386.6946 1385.6799 1 5.38 340.75 32.67 20.7 (M:20.7) 1 1 0 R.CTYLVLDEADR.M
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

5337 true 1956 1386.6946 1385.6799 1 5.38 340.75 32.67 20.7 (M:20.7) 1 1 0 R.CTYLVLDEADR.M
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

5338 true 1956 1758.8925 1757.8948 1 -5.43 149.51 33 58.1 (M:58.1) 2 1 1 R.LEELREDELQPGFR.K Dimethyl: 1

5339 true 1957 1038.6053 1037.591 1 6.8 216.34 36.17 46.5 (M:46.5) 1 1 0 R.FGGGSIGLFK.L Dimethyl: 1, 10

5340 true 1957 1204.6085 1203.5896 1 9.67 130.11 32.67 26.8 (M:26.8) 1 1 0 K.FVMQEEFSR.D Dimethyl:2H(4): 1



5341 true 1957 1472.7735 1471.7606 1 3.84 351.52 36.5 42.4 (M:42.4) 1 1 0 K.VNMYNEAVHLVR.F Dimethyl: 1

5342 true 1958 1005.5856 1004.5906 1 -12.21 141.61 35.33 36.6 (M:36.6) 1 91.15 1 1 R.VVDFLKEK.V Dimethyl: 8

5343 true 1959 1208.653 1207.6449 1 0.69 170.35 32 69.3 (M:69.3) 5 1 0 R.ISGLIYEETR.G Dimethyl: 1

5344 false 1959 1335.7792 1334.7417 1 22.57 188.47 35.83 18.7 (M:18.7) 1 2 1 -.MADEKPKEGVK.T

Dimethyl:2H(4): 7; 
Oxidation: 1; Dimethyl: 
1, 11

5345 true 1959 1335.7792 1334.7632 1 6.52 152.28 35.83 104.7 (M:104.7) 3 1 0 K.FLCAVGTVLTAK.Y
Carbamidomethyl: 3; 
Dimethyl: 1, 12



5346 false 1959 1413.7481 1412.7193 1 15.21 297.3 32.67 21.2 (M:21.2) 1 2 1 K.KAMELADDAMSK.D

Dimethyl:2H(4): 12; 
Oxidation: 10; Dimethyl: 
1, 1

5347 false 1959 1413.7481 1412.7122 1 20.21 291.94 32.67 17.8 (M:17.8) 1 5 0 K.LSSAIAFMYNPR.A
Oxidation: 8; Dimethyl: 
1

5348 true 1960 1212.6792 1211.67 1 1.64 98.83 32 89.2 (M:89.2) 5 1 0 R.ISGLIYEETR.G Dimethyl:2H(4): 1

5349 true 1960 1296.5394 1295.5576 1 -19.7 131.37 34.33 24.5 (M:24.5) 1 1 0 K.NSNSYDMFMR.G Dimethyl:2H(4): 1

5350 true 1961 1649.9527 1648.9123 1 20.08 181.22 35.67 41.2 (M:41.2) 1 1 0 K.HFCPNVPIILVANK.K
Carbamidomethyl: 3; 
Dimethyl: 1



5351 true 1962 1343.7425 1342.7497 1 -10.77 179.52 34.33 51.0 (M:51.0) 1 1 0 K.HALIIYDDLSK.Q Dimethyl: 1, 11

5352 true 1962 1568.8054 1567.7882 1 6.33 244.78 32.67 34.3 (M:34.3) 1 1 0 K.YLDTIPSGQYLDR.S Dimethyl: 1

5353 true 1962 1663.95 1662.928 1 8.88 198.5 35.83 89.8 (M:89.8) 2 1 0 K.HFCPNVPIILVGNK.K
Carbamidomethyl: 3; 
Dimethyl: 1, 14

5354 true 1963 1351.7933 1350.7999 1 -10.27 210.85 34.33 73.1 (M:73.1) 1 1 0 K.HALIIYDDLSK.Q Dimethyl:2H(4): 1, 11

5355 true 1963 1399.7953 1398.7781 1 7.09 305.98 33.17 43.2 (M:43.2) 1 1 0 K.LNISFPATGCQK.L
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12



5356 true 1963 1529.692 1528.6836 1 0.71 155.48 40.5 28.2 (M:28.2) 1 1 0 M.SIMSYNGGAVMAMR.G Acetyl: 1

5357 true 1963 1936.0762 1935.0516 1 8.97 131.17 36.5 51.0 (M:51.0) 1 1 0 R.SFGQTPSQLLIEPHPPR.S Dimethyl:2H(4): 1

5358 true 1964 1248.7081 1247.6986 1 1.77 173.1 33.67 69.1 (M:69.1) 1 1 0 K.HLSINDLPVGR.S Dimethyl: 1

5359 true 1964 1428.7714 1427.7629 1 0.89 302.69 33.33 40.8 (M:40.8) 2 1 0 K.MATQLSGPVMPIR.N Dimethyl: 1

5360 true 1964 1647.8634 1646.8566 1 -0.3 233.32 32.67 36.3 (M:36.3) 1 1 0 R.NALTQEFGPVPDTAR.Y Dimethyl:2H(4): 1



5361 true 1965 1252.7355 1251.7237 1 3.6 139.18 33.67 39.8 (M:39.8) 1 1 0 K.HLSINDLPVGR.S Dimethyl:2H(4): 1

5362 true 1965 1255.7709 1254.766 1 -1.85 111.54 36.33 25.9 (M:25.9) 1 1 1 K.LREEVVTLIR.S Dimethyl: 1

5363 false 1967 1320.7182 1319.6908 1 15.3 262.96 31.83 16.9 (M:16.9) 1 4 0 R.LLYNSMDPVLR.A

5364 true 1967 1320.7182 1319.7085 1 1.86 263.97 31.83 84.9 (M:84.9) 1 1 0 K.QVVESAYEVIR.L Dimethyl: 1

5365 true 1967 1821.0694 1820.0688 1 -3.63 224.09 41.33 114.6 (M:114.6) 3 1 0 R.IHFPLATYAPVISAEK.A Dimethyl:2H(4): 1, 16



5366 true 1967 1999.0638 1998.0534 1 1.53 141.98 35.5 23.6 (M:23.6) 1 1 0 R.LASTLVHLGEYQAAVDGAR.K Dimethyl: 1

5367 true 1967 2319.1914 2318.1729 1 4.86 136.73 35.83 121.7 (M:121.7) 2 1 0
K.GPAVGIDLGTTYSCVGVFQHG
K.V

Carbamidomethyl: 14; 
Dimethyl: 1, 22

5368 true 1968 1324.7421 1323.7336 1 0.92 136.8 31.83 61.1 (M:61.1) 1 1 0 K.QVVESAYEVIR.L Dimethyl:2H(4): 1

5369 true 1968 1526.7092 1525.7024 1 -0.3 189.54 33.33 44.2 (M:44.2) 2 1 0 R.YYCLQGTQFYR.F
Carbamidomethyl: 3; 
Dimethyl: 1

5370 true 1968 1761.8878 1760.8861 1 -3.18 207.82 34.5 84.8 (M:84.8) 1 1 1 R.GYFEYIEENKYSR.A Dimethyl:2H(4): 1, 10



5371 true 1968 2003.0847 2002.0785 1 -0.54 134.73 35.5 42.7 (M:42.7) 1 1 0 R.LASTLVHLGEYQAAVDGAR.K Dimethyl:2H(4): 1

5372 true 1969 1335.7465 1334.7322 1 5.3 146 36.5 31.2 (M:31.2) 1 1 0 R.STGEAFVQFASK.E Dimethyl:2H(4): 1, 12

5373 true 1969 1338.6712 1337.6616 1 1.74 190.65 31.67 32.9 (M:32.9) 1 1 0 R.YGEPSEVFINR.D Dimethyl: 1

5374 true 1970 1342.695 1341.6867 1 0.75 269.41 31.67 35.7 (M:35.7) 1 1 0 R.YGEPSEVFINR.D Dimethyl:2H(4): 1

5375 true 1971 958.4906 957.4816 1 1.74 117.73 35.83 35.3 (M:35.3) 1 1 0 K.FCFMAVK.A
Carbamidomethyl: 2; 
Dimethyl: 1, 7



5376 true 1971 1906.8811 1905.8899 1 -8.46 245.41 34.33 50.5 (M:50.5) 1 1 1 K.HMNLILCDCDEFRK.I
Carbamidomethyl: 7, 9; 
Dimethyl: 1, 14

5377 true 1971 2028.0469 2027.0295 1 4.99 247.23 32.67 29.4 (M:29.4) 1 1 0 R.EDAPLGPQLQSMPSEQIR.N Dimethyl:2H(4): 1

5378 true 1971 2135.2625 2134.2602 1 -2.29 181.74 40.67 64.8 (M:64.8) 1 1 0
K.NPPALLTAEAIATSHVAPVAK.
V Dimethyl:2H(4): 1, 21

5379 true 1972 2035.6988 2034.692 1 -0.21 215.04 32.67 66.7 (M:66.7) 2 1 0 K.ECCEGDMVECMDDMAR.M
Carbamidomethyl: 2, 3, 
10; Dimethyl: 1

5380 true 1973 1996.9925 1995.9998 1 -7.31 98.82 34.33 32.8 (M:32.8) 1 1 1 R.MCTLIDKFDEHDGPVR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 7



5381 true 1973 2274.3191 2273.3024 1 4.16 253.01 40.5 34.9 (M:34.9) 1 1 1 R.FISEDRLPHLLLYGPPGTGK.T Dimethyl:2H(4): 1, 20

5382 true 1974 1131.6719 1130.6488 1 13.94 288.56 36 51.1 (M:51.1) 1 1 0 R.QAFAPFGPIK.S Dimethyl: 1, 10

5383 true 1974 1131.6719 1130.6488 1 13.94 288.56 36 51.1 (M:51.1) 1 1 0 R.QAFAPFGPIK.S Dimethyl: 1, 10

5384 true 1974 1405.791 1404.7898 1 -4.32 235.98 35.67 103.6 (M:103.6) 1 1 0 R.TLTIVDTGIGMTK.A Dimethyl: 1, 13

5385 true 1974 2184.0164 2183.0052 1 1.76 247.09 32.67 77.2 (M:77.2) 1 1 0 R.QTNPSAMEVEEDDPVPEIR.R Dimethyl: 1



5386 true 1975 1106.5583 1105.5768 1 -23.27 212.69 32.33 63.6 (M:63.6) 2 1 0 R.DGTGVVEFVR.K Dimethyl: 1

5387 true 1975 1139.7184 1138.699 1 10.65 300.52 35.83 43.2 (M:43.2) 2 1 0 R.QAFAPFGPIK.S Dimethyl:2H(4): 1, 10

5388 true 1975 1139.7184 1138.699 1 10.65 300.52 35.83 43.2 (M:43.2) 2 1 0 R.QAFAPFGPIK.S Dimethyl:2H(4): 1, 10

5389 true 1975 2287.0441 2286.0328 1 1.74 131.05 32.67 37.2 (M:37.2) 1 1 1 K.KDDGTYYEFGEDIPEAPER.F Dimethyl: 1, 1

5390 true 1976 1528.7496 1527.7392 1 2.07 187.12 31.83 53.2 (M:53.2) 1 1 1 K.GDKFVMQEEFSR.D Dimethyl: 1, 3



5391 true 1976 1592.7969 1591.7817 1 4.97 132.8 36.5 45.4 (M:45.4) 1 1 0 K.HIGLVYSGMGPDYR.V Dimethyl: 1

5392 true 1976 1815.9401 1814.9309 1 1.06 183.24 33.67 60.6 (M:60.6) 1 1 0 K.AIGVLTSGGDAQGMNAAVR.A Dimethyl: 1

5393 true 1976 3274.8043 3273.8266 1 -9.05 109.98 40.5 31.4 (M:31.4) 1 1 0
R.FPPSEHPVLALPGAPAQFPVLE
EHRPLHK.Y Dimethyl:2H(4): 1, 29

5394 true 1977 1219.6951 1218.6699 1 14.7 116.1 36 38.4 (M:38.4) 1 1 0 R.FQSLGVAFYR.G Dimethyl:2H(4): 1

5395 true 1978 1017.5374 1016.539 1 -8.72 249.44 33 15.0 (M:15.0) 1 1 0 K.EVDGLDVSK.E Dimethyl: 1, 9



5396 false 1978 1017.5374 1016.5502 1 -19.76 187.88 33 15.0 (M:15.0) 1 2 1 R.EKVESELR.S Dimethyl: 1

5397 true 1978 1343.8279 1342.8134 1 5.38 104.92 35.83 65.9 (M:65.9) 1 1 0 K.FLCAVGTVLTAK.Y
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 12

5398 true 1979 1024.5287 1023.5237 1 -2.24 308.2 32.83 23.8 (M:23.8) 2 1 0 K.DLTEYLSR.F Dimethyl: 1

5399 true 1979 1405.792 1404.7725 1 8.68 257.7 38.5 57.8 (M:57.8) 1 1 0 R.TTNFAGILSQGLR.I Dimethyl: 1

5400 true 1980 973.546 972.5426 1 -4.04 149.18 34.5 24.1 (M:24.1) 1 1 0 K.NIELAVMR.R Dimethyl: 1



5401 false 1980 973.546 972.5492 1 -10.74 394.01 34.5 15.5 (M:15.5) 1 4 0 K.LSIDDLNK.L Dimethyl: 1, 8

5402 false 1980 1791.0044 1789.9988 1 -0.98 133.45 36.33 33.6 (M:33.6) 1 2 1 R.IARADYIPTQQDVLR.T Dimethyl:2H(4): 1

5403 true 1980 2199.2201 2198.2133 1 -0.22 214.66 35.67 61.8 (M:61.8) 1 1 0 K.NLKPIKPMQFLGDEETVR.K Dimethyl: 1, 3, 6

5404 false 1981 1419.8326 1418.817 1 5.85 178.41 35.83 15.5 (M:15.5) 1 2 0 K.GVDEATIIDILTK.R Dimethyl:2H(4): 13

5405 true 1981 1448.8638 1447.8551 1 0.96 319.06 40.83 49.6 (M:49.6) 1 1 0 K.YAPLHLVPLIER.L Dimethyl: 1



5406 true 1981 1825.9154 1824.904 1 2.24 192.57 31.83 76.4 (M:76.4) 1 1 1 K.KQELEEICHDLEAR.V
Carbamidomethyl: 8; 
Dimethyl: 1, 1

5407 true 1981 1903.9827 1902.9628 1 6.59 239.72 37 105.4 (M:105.4) 2 1 0 K.TYFPHFDLSHGSAQIK.G Dimethyl: 1, 16

5408 true 1981 2211.2966 2210.2886 1 0.32 179.29 35.67 92.8 (M:92.8) 1 1 0 K.NLKPIKPMQFLGDEETVR.K Dimethyl:2H(4): 1, 3, 6

5409 false 1982 772.4961 771.4742 1 18.9 255.2 36.67 30.3 (M:30.3) 1 3 0 K.IEIEIK.I Dimethyl: 6

5410 false 1982 772.4961 771.4854 1 4.35 309.7 36.67 26.2 (M:26.2) 1 6 0 K.LTELLR.L Dimethyl: 1



5411 false 1982 772.4961 771.4742 1 18.9 255.2 36.67 27.5 (M:27.5) 1 5 0 K.LELEIK.N Dimethyl: 6

5412 true 1982 1452.8876 1451.8802 1 0.08 366.45 40.83 33.4 (M:33.4) 1 1 0 K.YAPLHLVPLIER.L Dimethyl:2H(4): 1

5413 true 1982 1833.9649 1832.9542 1 1.83 198 31.83 83.3 (M:83.3) 1 1 1 K.KQELEEICHDLEAR.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 1

5414 true 1982 1912.0372 1911.013 1 8.8 283.28 37 77.0 (M:77.0) 2 1 0 K.TYFPHFDLSHGSAQIK.G Dimethyl:2H(4): 1, 16

5415 false 1983 976.5848 975.5753 1 2.26 107.33 36.67 18.0 (M:18.0) 1 3 0 K.ITAFIVER.D Dimethyl: 1



5416 true 1984 1243.6503 1242.6464 1 -2.78 129.79 34.67 46.9 (M:46.9) 1 1 0 K.CEPIIMTVPR.K
Carbamidomethyl: 1; 
Dimethyl: 1

5417 true 1984 2181.139 2180.1015 1 13.86 180.3 36.83 62.9 (M:62.9) 1 1 0
K.GPHTVNVTYDGVPVPNSPFR.
V Dimethyl: 1

5418 false 1984 2181.139 2180.1201 1 5.32 236.34 36.83 36.0 (M:36.0) 1 2 0 R.LLLDGHPLPAYQHSYLCR.Q
Carbamidomethyl: 17; 
Dimethyl: 1

5419 false 1985 962.5904 961.563 1 20.84 159.63 33.67 21.1 (M:21.1) 1 4 1 K.QMTKLGIK.A
Oxidation: 2; Dimethyl: 
8

5420 true 1985 962.5904 961.5848 1 -1.79 166.8 33.67 31.8 (M:31.8) 1 1 0 R.AIYEAVLK.S Dimethyl: 1, 8



5421 true 1985 1048.583 1047.5713 1 4.27 76.99 36.5 25.6 (M:25.6) 1 1 0 R.EQLFQSLR.E Dimethyl: 1

5422 true 1985 1346.7 1345.699 1 -4.68 143.04 34.5 33.4 (M:33.4) 1 1 0 R.NPAILSAASFDGR.L Dimethyl: 1

5423 true 1985 1622.813 1621.8022 1 2.21 246.14 33 21.8 (M:21.8) 1 1 1 K.DIEREDIEFICK.T
Carbamidomethyl: 11; 
Dimethyl: 1, 12

5424 true 1985 2315.2495 2314.2409 1 0.6 153.86 31.67 27.6 (M:27.6) 1 1 1 K.VVEVPPIQYVHKEQEDEGR.K Dimethyl:2H(4): 1, 12

5425 true 1986 1052.6063 1051.5964 1 2.47 152.48 36.67 20.2 (M:20.2) 1 1 0 R.EQLFQSLR.E Dimethyl:2H(4): 1



5426 true 1986 2529.3492 2528.2886 1 21.06 130.06 36.83 42.4 (M:42.4) 1 1 1 R.VPVPDDRFDFLCQYHKPPSK.I
Carbamidomethyl: 12; 
Dimethyl: 1, 16, 20

5427 true 1987 974.5592 973.5429 1 9.25 92.9 36.17 21.4 (M:21.4) 1 1 1 K.MVGSQKHR.A Dimethyl:2H(4): 6

5428 true 1987 1058.6429 1057.6434 1 -7.34 176 34 59.3 (M:59.3) 4 1 0 K.AVDSLVPIGR.G Dimethyl:2H(4): 1

5429 true 1987 1404.8084 1403.8024 1 -0.89 207.64 34.5 42.3 (M:42.3) 1 1 1 K.LKELIFEETAR.F Dimethyl: 1, 2

5430 true 1987 1549.7346 1548.7308 1 -2.24 124.45 32.17 46.8 (M:46.8) 2 1 0 K.FLDETADLSPEER.A Dimethyl: 1



5431 true 1987 2541.3603 2540.3639 1 -4.3 207.09 36.83 19.1 (M:19.1) 1 1 1 R.VPVPDDRFDFLCQYHKPPSK.I

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 16, 
20

5432 true 1988 1412.8553 1411.8526 1 -3.23 285.68 34.5 55.2 (M:55.2) 1 1 1 K.LKELIFEETAR.F Dimethyl:2H(4): 1, 2

5433 true 1988 1691.8956 1690.9018 1 -7.96 152.95 32.83 118.4 (M:118.4) 2 1 1 K.DYGVLKEDEGIAYR.G Dimethyl:2H(4): 1, 6

5434 true 1988 1974.9771 1973.9745 1 -2.38 148.3 32.83 36.6 (M:36.6) 1 1 0 K.VWLDPNETNEIANANSR.Q Dimethyl:2H(4): 1

5435 true 1989 806.4674 805.4586 1 1.95 185.23 33 25.5 (M:25.5) 1 1 0 K.IDFDLK.E Dimethyl: 1, 6



5436 true 1989 1012.5083 1011.5025 1 -1.47 169.91 32 34.8 (M:34.8) 1 1 0 R.AFFSEVER.R Dimethyl: 1

5437 true 1989 1118.6494 1117.6434 1 -1.11 263.33 36.67 19.4 (M:19.4) 1 1 0 R.FLSLPQPER.D Dimethyl:2H(4): 1

5438 true 1990 1016.5347 1015.5277 1 -0.2 123.85 32 41.3 (M:41.3) 1 1 0 R.AFFSEVER.R Dimethyl:2H(4): 1

5439 true 1990 1203.7063 1202.6921 1 5.75 50.19 36.5 35.2 (M:35.2) 1 1 0 K.ESAAINQILGR.R Dimethyl:2H(4): 1

5440 true 1990 1233.7467 1232.739 1 0.27 68.58 33.33 24.6 (M:24.6) 2 1 0 K.TASQSLLVNLR.A Dimethyl:2H(4): 1



5441 true 1991 1712.8381 1711.8352 1 -2.53 172.15 34.67 60.0 (M:60.0) 1 1 0 R.GVPIIFHGVCGEDER.E
Carbamidomethyl: 10; 
Dimethyl: 1

5442 false 1992 1174.6023 1173.579 1 13.61 146.06 33.17 28.1 (M:28.1) 2 2 0 R.FFDDLCAVR.N
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5443 true 1992 1174.6023 1173.6129 1 -15.21 162.57 33.17 31.6 (M:31.6) 2 1 0 R.GDEELDSLIK.A Dimethyl: 1, 10

5444 true 1993 1524.714 1523.6901 1 10.93 162.46 36.17 67.7 (M:67.7) 3 1 0 K.MSSYAFFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl: 1

5445 false 1994 1395.7839 1394.7994 1 -16.3 307.31 36.83 15.3 (M:15.3) 1 3 1 K.AVDSLVPIGRGQR.E Dimethyl: 1



5446 true 1994 1457.8172 1456.8038 1 4.19 297.85 33.67 41.2 (M:41.2) 1 1 0 R.GNEEAQIFRPLK.F Dimethyl: 1, 12

5447 true 1995 928.5306 927.5389 1 -16.77 65.64 32.33 36.0 (M:36.0) 2 1 0 R.ELLEQLR.T Dimethyl: 1

5448 false 1995 1187.6636 1186.6558 1 0.44 149.46 33 18.9 (M:18.9) 1 5 0 K.EDGAISTILIR.G

5449 false 1995 1320.7305 1319.7095 1 10.39 184.15 36.5 18.1 (M:18.1) 1 2 1 R.REQENGTVSIR.T Dimethyl:2H(4): 1

5450 true 1995 1383.8231 1382.8083 1 5.44 214.31 33.5 31.9 (M:31.9) 2 1 0 R.IMNTFSVVPSPK.V Dimethyl:2H(4): 1, 12



5451 false 1995 1383.8231 1382.8245 1 -6.29 257.67 33.5 22.8 (M:22.8) 1 2 1 K.SGVKNIVVVEGVR.I Dimethyl: 4

5452 true 1995 1383.8231 1382.8083 1 5.44 214.31 33.5 31.9 (M:31.9) 2 1 0 R.IMNTFSVVPSPK.V Dimethyl:2H(4): 1, 12

5453 false 1995 1399.8054 1398.8245 1 -18.82 260.07 36.83 20.5 (M:20.5) 1 5 1 K.AVDSLVPIGRGQR.E Dimethyl:2H(4): 1

5454 false 1995 1399.8054 1398.8207 1 -16.08 36.83 15.2 (M:15.2) 1 9 0 -.MSHTILLVQPTK.R Dimethyl:2H(4): 12

5455 true 1995 1465.8445 1464.854 1 -11.44 322 33.67 42.6 (M:42.6) 2 1 0 R.GNEEAQIFRPLK.F Dimethyl:2H(4): 1, 12



5456 true 1995 1556.9188 1555.8934 1 11.66 99.7 36 27.8 (M:27.8) 1 1 0 R.TQNVTAASAIANIVK.S Dimethyl: 1, 15

5457 true 1996 1327.6943 1326.682 1 3.79 106.41 36.5 41.1 (M:41.1) 1 1 0 R.STGEAFVQFASK.E Dimethyl: 1, 12

5458 true 1996 1564.9742 1563.9436 1 14.9 138.24 36 51.3 (M:51.3) 1 1 0 R.TQNVTAASAIANIVK.S Dimethyl:2H(4): 1, 15

5459 true 1997 1333.7537 1332.7402 1 4.72 173.34 36.67 57.8 (M:57.8) 1 1 0 K.QLIQSSFVVER.Q Dimethyl: 1

5460 true 1998 1121.5745 1120.5764 1 -8.24 253.77 32.33 23.0 (M:23.0) 2 1 0 K.YLVLDEADR.M Dimethyl: 1



5461 true 1998 1220.7392 1219.7227 1 7.55 71.26 36.33 87.7 (M:87.7) 1 1 0 R.QIDQFLVVAR.A Dimethyl:2H(4): 1

5462 false 1998 1220.7392 1219.7176 1 11.68 124.21 36.33 19.4 (M:19.4) 1 50 9 1 K.KVLTSFGDAVK.N Dimethyl: 1, 11

5463 true 1998 1505.8398 1504.8334 1 -0.52 136.76 33.5 34.4 (M:34.4) 1 1 0 K.SGALLACGIVNSGVR.N
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

5464 true 1998 2377.2074 2376.1947 1 2.32 168.02 40.83 128.4 (M:128.4) 1 1 0
R.FQVVHGAGSSAGPACGLLQD
AFR.R

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

5465 true 1999 814.5212 813.5051 1 10.9 346.67 36.17 35.2 (M:35.2) 2 1 0 R.YLLFAR.Q Dimethyl:2H(4): 1



5466 true 1999 1138.663 1137.6733 1 -15.43 295.3 32.17 38.6 (M:38.6) 2 1 0 K.DLSLEEIQK.K Dimethyl:2H(4): 1, 9

5467 true 1999 1406.6977 1405.6816 1 6.25 326.63 33.17 48.5 (M:48.5) 2 1 0 K.YGEYFPGTGDLR.D Dimethyl:2H(4): 1

5468 true 2000 1087.5157 1086.5168 1 -7.75 225.92 34.83 55.9 (M:55.9) 1 1 0 R.NFMIDTYR.L Dimethyl: 1

5469 true 2000 2527.0937 2526.0887 1 -0.91 199.66 33.83 162.2 (M:162.2) 2 1 0
R.GFGDGYNGYGGGPGGGNFG
GSPGYGGGR.G Dimethyl:2H(4): 1

5470 true 2001 1041.6026 1040.5957 1 -0.3 216.79 41 41.0 (M:41.0) 4 1 0 R.AENFFILR.R Dimethyl:2H(4): 1



5471 true 2001 1091.5424 1090.5419 1 -6.26 277.7 34.83 57.7 (M:57.7) 1 1 0 R.NFMIDTYR.L Dimethyl:2H(4): 1

5472 true 2001 1581.7541 1580.7392 1 4.81 202.25 33 48.8 (M:48.8) 1 1 0 K.FLEDSLSMTPEER.A Dimethyl: 1

5473 true 2001 1639.0122 1638.0068 1 -1.14 194.79 36.83 30.6 (M:30.6) 1 1 1 K.AGKLDPHLVLDQLR.C Dimethyl:2H(4): 1, 3

5474 true 2002 1091.6663 1090.6539 1 4.7 255.89 36.33 36.1 (M:36.1) 2 1 1 R.KFLPLFDR.V Dimethyl: 1, 1

5475 false 2002 1091.6663 1090.6536 1 4.99 476.9 36.33 16.8 (M:16.8) 1 3 1 K.INGKDSIEK.E
Dimethyl:2H(4): 1; 
Dimethyl: 4, 9



5476 false 2002 1228.6762 1227.6393 1 24.15 202.33 32 16.7 (M:16.7) 1 2 1 R.IMKEEDMTK.V

Dimethyl:2H(4): 1; 
Oxidation: 2; Dimethyl: 
3, 9

5477 true 2002 1426.858 1425.8493 1 1.01 227.86 36.5 40.8 (M:40.8) 1 1 0 K.SVPLATAPIIEQR.A Dimethyl:2H(4): 1

5478 true 2002 1597.8783 1596.8708 1 0.16 141.11 33.33 40.8 (M:40.8) 3 1 0 K.NVALLSQLCHSPAR.R
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

5479 true 2002 1646.9784 1645.9643 1 4.15 221.84 37.67 73.3 (M:73.3) 1 1 0 K.FPSLLTHNENLVAK.V Dimethyl:2H(4): 1, 14

5480 true 2003 837.5076 836.5058 1 -6.53 393.62 33.83 20.3 (M:20.3) 1 1 0 R.IGAEFLR.R Dimethyl:2H(4): 1



5481 false 2003 1185.7008 1184.7063 1 -10.8 72.65 36.5 16.4 (M:16.4) 2 4 1 R.AMLRLIPSLR.T Oxidation: 2

5482 true 2003 1185.7008 1184.6917 1 1.51 104.06 36.5 67.7 (M:67.7) 2 1 0 K.FSPAGPILSIR.V Dimethyl: 1

5483 true 2003 1235.6058 1234.5982 1 0.19 101.13 31.83 39.7 (M:39.7) 1 1 0 R.FPFESPEAQR.L Dimethyl: 1

5484 false 2003 1289.6528 1288.6147 1 23.95 204.45 32.17 15.3 (M:15.3) 1 3 0 R.ANDDLTDAGLEK.L Dimethyl: 1

5485 true 2003 1606.8443 1605.8411 1 -2.56 197.37 33.33 53.3 (M:53.3) 2 1 0 K.MIKPFFHSLCDK.F
Carbamidomethyl: 10; 
Dimethyl: 1, 3, 12



5486 false 2004 839.5338 838.5137 1 15.23 322.28 34 19.9 (M:19.9) 1 6 1 K.VAAGRLPR.S

5487 true 2004 839.5338 838.5276 1 -1.35 354.68 34 42.8 (M:42.8) 1 1 0 K.ALEIIPR.Q Dimethyl: 1

5488 true 2004 1666.7981 1665.8256 1 -20.82 183.23 33.33 16.2 (M:16.2) 1 50 1 1 K.SAKLYMVSDASGSMK.L

Dimethyl:2H(4): 3; 
Oxidation: 6, 14; 
Dimethyl: 15

5489 true 2004 1735.7975 1734.7962 1 -3.44 121.86 33.33 56.5 (M:56.5) 1 1 0 K.GSLGGGFSSGGFSGGSFSR.G Dimethyl: 1

5490 true 2005 871.5566 870.5539 1 -5.15 362.71 33.83 37.4 (M:37.4) 2 1 0 R.LILIESR.I Dimethyl: 1



5491 false 2006 926.5563 925.5597 1 -11.45 64.16 34 17.1 (M:17.1) 1 53.22 2 1 R.IPKNGIEK.Y Dimethyl: 1

5492 true 2006 926.5563 925.5597 1 -11.45 123.64 34 27.7 (M:27.7) 1 1 0 R.GITPLLER.W Dimethyl: 1

5493 true 2006 1619.9369 1618.9294 1 0.16 92.5 36.5 41.7 (M:41.7) 1 1 0 R.STVVTVETPLVPPPR.D Dimethyl: 1

5494 true 2006 1627.8437 1626.8341 1 1.45 160.76 36.5 101.5 (M:101.5) 2 1 0 K.NVLNCFAAGFHPPK.I
Carbamidomethyl: 5; 
Dimethyl: 1, 14

5495 true 2006 1925.2018 1924.1961 1 -0.83 219.36 33.33 24.6 (M:24.6) 1 1 0 R.LSSLIRPTAVTLEHVPK.A Dimethyl:2H(4): 1, 17



5496 true 2007 1630.8659 1629.8403 1 11.26 137.19 36.17 23.5 (M:23.5) 1 1 0 K.TGTAYTFFTPNNIK.Q Dimethyl: 1, 14

5497 true 2008 908.5679 907.5531 1 8.23 97.5 37 42.6 (M:42.6) 2 1 0 R.QFVLAFK.K Dimethyl: 1, 7

5498 true 2008 1048.6024 1047.5964 1 -1.26 164.34 34 45.3 (M:45.3) 1 1 0 R.ANTFVAELK.G Dimethyl: 1, 9

5499 false 2009 1037.582 1036.5818 1 -6.78 232.47 36.5 16.4 (M:16.4) 1 4 1 K.FGQRAFVGK.V Dimethyl: 9

5500 true 2009 1054.6223 1053.6182 1 -3.04 166.69 34 56.3 (M:56.3) 3 1 0 K.AVDSLVPIGR.G Dimethyl: 1



5501 true 2009 1216.7111 1215.6976 1 5.13 93.39 36.33 55.2 (M:55.2) 1 1 0 R.QIDQFLVVAR.A Dimethyl: 1

5502 true 2009 1559.8425 1558.8405 1 -3.44 179.75 34.67 59.2 (M:59.2) 1 1 0 K.HLQINQTFEELR.L Dimethyl:2H(4): 1

5503 true 2010 1903.909 1902.9 1 0.95 334.73 33.17 27.8 (M:27.8) 1 1 1 R.EKDYESLSQPSFFDR.F Dimethyl: 1, 2

5504 true 2011 841.4896 840.4867 1 -5.19 461.94 33.5 15.9 (M:15.9) 1 1 0 K.IMPSSDK.N Dimethyl:2H(4): 1, 7

5505 true 2011 1093.6349 1092.6114 1 14.86 178.01 36.83 17.3 (M:17.3) 1 1 0 K.HLHSTMVIK.L Dimethyl: 9



5506 true 2011 1963.9383 1962.9357 1 -2.39 185.63 33.17 39.1 (M:39.1) 1 1 0 K.LAFDVETGPCPVETSGTR.S
Carbamidomethyl: 10; 
Dimethyl: 1

5507 true 2012 867.541 866.5266 1 8.23 497.94 33.67 28.5 (M:28.5) 1 1 0 R.VFIGTFK.A Dimethyl: 1, 7

5508 true 2012 1177.66 1176.6503 1 2.07 99.68 36.83 24.9 (M:24.9) 1 1 0 R.IALLQYGSER.E Dimethyl: 1

5509 true 2012 2038.0219 2037.0167 1 -1.03 172.83 33 76.6 (M:76.6) 1 1 0 R.FLEEHPGGEEVLLEQAGR.D Dimethyl: 1

5510 true 2013 2042.0451 2041.0418 1 -1.95 255.97 33 90.4 (M:90.4) 2 1 0 R.FLEEHPGGEEVLLEQAGR.D Dimethyl:2H(4): 1



5511 true 2014 1887.9337 1886.9281 1 -0.89 265.3 34.67 49.9 (M:49.9) 1 1 0 R.NCILHPGGSLDASDMLR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5512 false 2015 977.6078 976.5855 1 15.34 256.97 33.5 15.1 (M:15.1) 1 5 0 R.AAAATGTVQK.N
Dimethyl:2H(4): 1; 
Dimethyl: 10

5513 true 2015 1189.7269 1188.7169 1 2.31 74.79 36.5 80.2 (M:80.2) 2 1 0 K.FSPAGPILSIR.V Dimethyl:2H(4): 1

5514 true 2015 1667.8415 1666.8287 1 3.31 204 32 19.9 (M:19.9) 1 1 0 R.FGVAESCGLSPEQVR.R
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

5515 true 2016 930.4871 929.4765 1 3.56 96.03 37.17 36.4 (M:36.4) 1 1 0 K.NMMLFSR.Q Dimethyl:2H(4): 1



5516 true 2016 934.4961 933.492 1 -3.39 143.58 33.33 48.6 (M:48.6) 1 1 0 R.NFDEILR.V Dimethyl: 1

5517 true 2017 1039.5491 1038.5354 1 6.13 153.28 33.5 32.4 (M:32.4) 2 1 0 R.YAVLMQMR.F Dimethyl: 1

5518 true 2017 1399.8328 1398.8235 1 1.48 222.86 36.67 42.9 (M:42.9) 1 1 0 R.FDNLRPLIVEK.M Dimethyl: 1, 11

5519 true 2017 1993.9808 1992.9806 1 -3.53 129.82 34.83 25.1 (M:25.1) 1 1 0 R.HPPAFEGAGQESGLQVWR.V Dimethyl: 1

5520 true 2017 2113.0163 2112.0092 1 -0.07 131.95 31.83 59.0 (M:59.0) 1 1 0
R.VVSAMVNCNDEDHGVLLGR.
W

Carbamidomethyl: 8; 
Dimethyl: 1



5521 true 2018 1043.574 1042.5605 1 5.87 204.65 33.5 17.3 (M:17.3) 1 1 0 R.YAVLMQMR.F Dimethyl:2H(4): 1

5522 false 2018 1264.6691 1263.6431 1 14.78 232.62 33.17 15.2 (M:15.2) 1 10 0 K.DPEQLMNTLR.K
Dimethyl:2H(4): 1; 
Oxidation: 6

5523 true 2018 1264.6691 1263.6598 1 1.54 215.5 33.17 50.5 (M:50.5) 1 1 0 R.VEVTEFEDIK.S Dimethyl: 1, 10

5524 false 2018 1264.6691 1263.6682 1 -5.11 194.67 33.17 18.1 (M:18.1) 1 6 0 R.NMQDLVEDLK.N
Dimethyl:2H(4): 1; 
Dimethyl: 10

5525 false 2018 1264.6691 1263.6682 1 -5.11 194.67 33.17 18.1 (M:18.1) 1 6 0 R.NMQDLVEDLK.N
Dimethyl:2H(4): 1; 
Dimethyl: 10



5526 false 2018 1264.6691 1263.6711 1 -7.34 170.75 33.17 17.1 (M:17.1) 1 8 1 R.ISKQEFEEVK.K Dimethyl: 10

5527 true 2019 1272.7218 1271.71 1 3.48 228.93 33.17 53.4 (M:53.4) 2 1 0 R.VEVTEFEDIK.S Dimethyl:2H(4): 1, 10

5528 true 2019 1346.7864 1345.7718 1 5.45 232.94 36.67 75.8 (M:75.8) 1 1 0 K.LDPHLVLDQLR.C Dimethyl: 1

5529 true 2019 2201.1333 2200.1175 1 3.9 223.64 34.67 122.4 (M:122.4) 1 1 0 R.NLHQSGFSLSGAQIDDNIPR.R Dimethyl:2H(4): 1

5530 true 2019 2611.5512 2610.546 1 -0.8 207.97 41 137.0 (M:137.0) 3 1 0
R.VETGVLKPGMVVTFAPVNVTT
EVK.S Dimethyl:2H(4): 1, 7, 24



5531 true 2020 1350.8108 1349.7969 1 4.92 222 36.67 70.8 (M:70.8) 1 1 0 K.LDPHLVLDQLR.C Dimethyl:2H(4): 1

5532 false 2021 1110.5935 1109.6053 1 -17.1 216.95 32.33 17.8 (M:17.8) 2 4 1 R.SDAVREVMK.K

Dimethyl:2H(4): 1; 
Oxidation: 8; Dimethyl: 
9

5533 true 2021 1110.5935 1109.6019 1 -14.06 241.61 32.33 62.7 (M:62.7) 2 1 0 R.DGTGVVEFVR.K Dimethyl:2H(4): 1

5534 true 2021 1363.68 1362.6707 1 1.46 264.77 33.33 82.5 (M:82.5) 2 1 0 R.YALYDASFETK.E Dimethyl: 1, 11

5535 true 2021 1566.9595 1565.9505 1 1.11 118.33 36.33 74.3 (M:74.3) 1 1 1 K.KGNVGLALQELVNK.V Dimethyl: 1, 1, 14



5536 false 2022 913.5357 912.5393 1 -11.82 45.88 34.83 18.0 (M:18.0) 1 2 0 K.NIQELLR.A Dimethyl: 1

5537 true 2022 1371.7323 1370.7209 1 2.98 317.77 33.33 71.0 (M:71.0) 2 1 0 R.YALYDASFETK.E Dimethyl:2H(4): 1, 11

5538 true 2022 1524.7843 1523.7847 1 -5.02 179.16 41.17 72.3 (M:72.3) 1 1 0 R.FYTLIPHDFGMK.K Dimethyl: 1, 12

5539 true 2022 1602.8765 1601.8633 1 3.7 131.19 36.33 87.2 (M:87.2) 1 1 0 R.SVMAAAQIAGLNCLK.L
Carbamidomethyl: 13; 
Dimethyl: 1, 15

5540 false 2022 1602.8765 1601.845 1 15.11 250.44 36.33 17.8 (M:17.8) 1 2 0 R.QLAAAAEIDEEPVSK.A Dimethyl:2H(4): 1



5541 true 2022 2608.3353 2607.3203 1 2.96 240.65 32 57.3 (M:57.3) 1 1 1

-
.MEDYHKPDQQTLQALKDTANR.
L

Dimethyl:2H(4): 6, 16; 
Acetyl: 1

5542 true 2023 1155.6991 1154.6812 1 9.21 294.59 37.33 36.2 (M:36.2) 1 1 0 R.LIETIFVHR.F Dimethyl: 1

5543 true 2023 1219.6171 1218.6216 1 -9.67 112.35 32.5 22.0 (M:22.0) 2 1 0 R.EAMNDPLLER.Y Dimethyl:2H(4): 1

5544 true 2023 1463.7944 1462.778 1 6.24 271.67 36.5 94.8 (M:94.8) 2 1 0 R.FTQAGSEVSALLGR.I Dimethyl: 1

5545 true 2023 1552.8602 1551.8443 1 5.53 126.82 36.67 36.7 (M:36.7) 1 1 0 K.TLINAENPPMAVVR.K Dimethyl: 1



5546 false 2024 1290.6537 1289.651 1 -3.59 106.42 32.33 15.5 (M:15.5) 1 50 3 1 -.KMGGGGGVSSGVGGR.G Dimethyl: 1

5547 true 2024 1381.8073 1380.7911 1 6.43 264.2 33.67 36.5 (M:36.5) 1 1 0 K.LVILANNCPALR.K
Carbamidomethyl: 8; 
Dimethyl: 1

5548 true 2024 1479.7465 1478.7405 1 -0.91 383.26 33.5 24.8 (M:24.8) 1 1 0 K.EPFPTIYVDSQR.E Dimethyl: 1

5549 true 2024 1635.8945 1634.8843 1 1.79 150.72 36.5 46.0 (M:46.0) 3 1 0 K.NVLNCFAAGFHPPK.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 14

5550 true 2025 1385.8342 1384.8162 1 7.68 262.38 33.67 49.8 (M:49.8) 2 1 0 K.LVILANNCPALR.K
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



5551 true 2025 2103.1942 2102.1935 1 -3.16 226.92 34 111.6 (M:111.6) 1 1 0 K.EGSQLKPQIQSVQQAIER.L Dimethyl:2H(4): 1, 6

5552 false 2026 1489.7855 1488.7606 1 11.79 206.49 33.33 17.2 (M:17.2) 1 3 0 K.DIELVMSQANVSR.A Dimethyl: 1

5553 true 2026 1489.7855 1488.7874 1 -6.21 226.52 33.33 71.3 (M:71.3) 2 1 0 K.ELPQFATGDNLPR.V Dimethyl:2H(4): 1

5554 true 2026 1595.8237 1594.8144 1 1.3 148.58 36.67 49.8 (M:49.8) 1 1 1 K.LKDYAFVHFEDR.G Dimethyl: 1, 2

5555 true 2026 1844.0166 1843.011 1 -0.93 184.66 36.5 43.7 (M:43.7) 1 1 0 R.QLIMANPQMQQLIQR.N Dimethyl:2H(4): 1



5556 true 2027 805.5206 804.5109 1 2.98 310.22 36.5 31.4 (M:31.4) 1 1 0 K.SLAAFLK.K Dimethyl: 1, 7

5557 true 2027 1325.8079 1324.7867 1 10.53 218.3 37.33 51.1 (M:51.1) 1 1 1 R.IKDLEVLFHR.S Dimethyl: 1, 2

5558 true 2028 1246.6705 1245.6717 1 -6.81 86.71 34.83 33.2 (M:33.2) 1 1 0 K.DANLYISGLPR.S Dimethyl: 1

5559 true 2028 1333.8566 1332.8369 1 9.33 269.92 37.33 61.0 (M:61.0) 1 1 1 R.IKDLEVLFHR.S Dimethyl:2H(4): 1, 2

5560 true 2028 1501.8241 1500.8082 1 5.7 136.55 33.5 26.2 (M:26.2) 2 1 0 K.SGALLACGIVNSGVR.N
Carbamidomethyl: 7; 
Dimethyl: 1



5561 true 2028 1665.8379 1664.835 1 -2.63 166.27 36.83 55.7 (M:55.7) 1 1 0 R.MVPAGMGTGMGQVIER.M Dimethyl:2H(4): 1

5562 true 2029 1345.7669 1344.7526 1 5.24 268.13 37.17 30.0 (M:30.0) 1 1 0 K.VYIPHGLIMDR.T Dimethyl:2H(4): 1

5563 true 2029 1680.8659 1679.8631 1 -2.65 147.8 36.67 53.6 (M:53.6) 1 1 0 K.TDERPASYFAVAVAR.K Dimethyl: 1

5564 false 2030 1540.6991 1539.685 1 4.41 90.37 33.5 22.5 (M:22.5) 2 2 0 K.MSSYAFFVQTCR.E

Carbamidomethyl: 11; 
Oxidation: 1; Dimethyl: 
1

5565 true 2031 1854.8417 1853.8288 1 3.04 223.62 33.17 30.8 (M:30.8) 1 1 0 K.VDCTADTPLCSEFGVR.G
Carbamidomethyl: 3, 
10; Dimethyl: 1



5566 false 2032 871.553 870.5287 1 19.58 370.89 36.83 15.1 (M:15.1) 1 7 1 K.LLKEANR.L Dimethyl: 1

5567 true 2032 1446.7466 1445.7514 1 -8.35 233.58 32.5 44.1 (M:44.1) 2 1 0 R.ADYIPTQQDVLR.T Dimethyl: 1

5568 true 2032 1633.0363 1632.0214 1 4.68 230.35 33.67 84.2 (M:84.2) 2 1 0 K.LVKPPIQVYGLEGR.Y Dimethyl:2H(4): 1, 3

5569 true 2032 1858.8637 1857.8539 1 1.36 270.38 33.17 32.7 (M:32.7) 1 1 0 K.VDCTADTPLCSEFGVR.G
Carbamidomethyl: 3, 
10; Dimethyl:2H(4): 1

5570 true 2033 2101.1742 2100.1591 1 3.74 268.78 33.17 75.9 (M:75.9) 1 1 1 K.TLQELQELDKDDESLTK.Y
Dimethyl:2H(4): 1, 10, 
17



5571 true 2034 1455.7821 1454.7882 1 -9.17 229.3 34.83 39.0 (M:39.0) 1 1 0 R.HLEIIYEINQR.H Dimethyl: 1

5572 true 2034 2189.0869 2188.076 1 1.65 203.85 33.17 69.8 (M:69.8) 1 1 0
R.LPQGYDTEVGELGGQLSGGQR
.Q Dimethyl: 1

5573 true 2035 2302.1397 2301.1209 1 5.03 176.33 33.17 64.8 (M:64.8) 2 1 0 R.NIELICQENEGENDPVLQR.I
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5574 true 2036 1173.6601 1172.6554 1 -2.17 128.08 34.17 51.7 (M:51.7) 2 1 0 K.VFASLPQVER.G Dimethyl: 1

5575 true 2036 1381.7569 1380.7402 1 6.83 239.7 36.67 34.2 (M:34.2) 1 1 0 R.FIDTSQFILNR.L Dimethyl: 1



5576 true 2036 1515.7348 1514.7253 1 1.48 190.01 32.17 85.0 (M:85.0) 1 1 0 R.TTPSYVAFTDTER.L Dimethyl: 1

5577 true 2036 1515.7348 1514.7253 1 1.48 190.01 32.17 85.0 (M:85.0) 1 1 0 R.TTPSYVAFTDTER.L Dimethyl: 1

5578 true 2036 2342.1683 2341.1559 1 2.2 142.81 37.17 72.1 (M:72.1) 3 1 0 R.CLTQSGIAGAYKPFNLETCR.L
Carbamidomethyl: 1, 
19; Dimethyl: 1, 12

5579 true 2036 2578.0757 2577.0537 1 5.75 269.48 33.17 88.7 (M:88.7) 1 1 0
R.TGTCNFDEYFSEGCAPGSPPNS
R.L

Carbamidomethyl: 4, 
14; Dimethyl: 1

5580 false 2037 918.5368 917.5368 1 -7.91 143.61 37 23.3 (M:23.3) 2 2 1 R.NLMASKAK.L Dimethyl: 1, 8



5581 true 2037 1177.6779 1176.6805 1 -8.37 84.14 34.17 32.6 (M:32.6) 1 1 0 K.VFASLPQVER.G Dimethyl:2H(4): 1

5582 true 2037 1519.7608 1518.7504 1 2.03 164.9 32.17 87.9 (M:87.9) 1 1 0 R.TTPSYVAFTDTER.L Dimethyl:2H(4): 1

5583 true 2037 1519.7608 1518.7504 1 2.03 164.9 32.17 87.9 (M:87.9) 1 1 0 R.TTPSYVAFTDTER.L Dimethyl:2H(4): 1

5584 true 2037 1624.7353 1623.7376 1 -5.93 185.54 32.5 48.2 (M:48.2) 2 1 1 K.DTDSEEEIREAFR.V Dimethyl: 1

5585 true 2037 2217.2756 2216.2557 1 5.68 191.63 33.5 65.1 (M:65.1) 2 1 0 R.SAFVHVPPLGKPYSAEQLGR.A Dimethyl:2H(4): 1, 11



5586 true 2037 2903.4101 2902.3494 1 18.4 242.19 33.17 60.9 (M:60.9) 1 1 0
K.ECPVDRPGQVADFTEAYNEQY
GAVR.T

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5587 false 2038 922.561 921.5619 1 -8.9 123.12 36.83 16.2 (M:16.2) 1 4 1 R.NLMASKAK.L
Dimethyl:2H(4): 1; 
Dimethyl: 8

5588 true 2038 938.5133 937.5171 1 -11.78 191.96 33.33 21.9 (M:21.9) 1 1 0 R.NFDEILR.V Dimethyl:2H(4): 1

5589 true 2038 1628.7605 1627.7628 1 -5.88 187.1 32.5 77.0 (M:77.0) 2 1 1 K.DTDSEEEIREAFR.V Dimethyl:2H(4): 1

5590 true 2039 736.4576 735.4404 1 13.57 215.72 33.67 16.4 (M:16.4) 1 1 0 R.WLVMR.I Dimethyl:2H(4): 1



5591 true 2039 1017.5675 1016.5655 1 -5.17 115.11 37 47.8 (M:47.8) 2 1 0 R.SPIAEAVFR.K Dimethyl: 1

5592 true 2039 1541.7645 1540.7562 1 0.69 250.43 35 44.7 (M:44.7) 1 1 0 K.HFLFYDGESVSGK.V Dimethyl: 1, 13

5593 false 2040 950.5436 949.5385 1 -2.35 119.45 33.67 28.0 (M:28.0) 1 3 0 K.IFNLYPR.K Dimethyl: 1

5594 true 2041 954.5681 953.5636 1 -2.93 81.74 33.67 17.7 (M:17.7) 1 1 0 K.IFNLYPR.K Dimethyl:2H(4): 1

5595 true 2041 1307.673 1306.667 1 -0.99 163.01 34.17 33.6 (M:33.6) 1 1 0 R.NSIFTEHIYR.I Dimethyl: 1



5596 true 2041 1893.9258 1892.9057 1 6.74 202.48 36.83 102.4 (M:102.4) 1 1 0 K.TYFPHFDLSPGSDQVR.G Dimethyl: 1

5597 true 2042 1033.5613 1032.5604 1 -6.17 137.93 33.33 22.3 (M:22.3) 1 1 0 K.EEVNLFVR.L Dimethyl: 1

5598 false 2042 1033.5613 1032.5339 1 19.46 158.54 33.33 17.8 (M:17.8) 1 6 1 K.EESKEAEK.K Dimethyl: 1, 4, 8

5599 true 2042 1897.9511 1896.9308 1 6.84 313.08 36.83 115.1 (M:115.1) 1 1 0 K.TYFPHFDLSPGSDQVR.G Dimethyl:2H(4): 1

5600 false 2043 1810.9351 1809.9295 1 -0.89 305.06 32.33 19.2 (M:19.2) 1 3 0 -.MNVEHEISLLVEEIR.R



5601 true 2043 1810.9351 1809.9261 1 0.97 246.41 32.33 107.2 (M:107.2) 1 1 1 R.VFDKDGNGYISAAELR.H Dimethyl: 1, 4

5602 false 2043 1810.9351 1809.9597 1 -17.56 242.32 32.33 17.7 (M:17.7) 1 4 1 K.FDNIQGDAVKDLMLR.F

Dimethyl:2H(4): 10; 
Oxidation: 13; Dimethyl: 
1

5603 true 2043 1837.0587 1836.0597 1 -4.5 189.78 35 61.5 (M:61.5) 1 1 1 K.IFVGGLNPEATEEKIR.E Dimethyl:2H(4): 1, 14

5604 false 2044 945.4857 944.4711 1 7.72 137.03 37 18.1 (M:18.1) 1 5 0 R.SMYLMIK.T
Oxidation: 2, 5; 
Dimethyl: 7

5605 true 2044 945.4857 944.4756 1 2.97 125.58 37 55.0 (M:55.0) 1 1 0 R.YGDFFIR.Q Dimethyl: 1



5606 true 2044 1101.5698 1100.5655 1 -2.65 295.14 33.83 29.6 (M:29.6) 1 1 0 R.AFSYYGPLR.T Dimethyl: 1

5607 true 2044 1101.5698 1100.5655 1 -2.65 295.14 33.83 29.6 (M:29.6) 1 1 0 R.AFSYYGPLR.T Dimethyl: 1

5608 false 2044 1143.6652 1142.6659 1 -7 201.89 37 19.6 (M:19.6) 2 3 1 K.TLLADKGEIR.V Dimethyl: 1

5609 true 2044 1280.6328 1279.6482 1 -17.72 212.56 33.5 33.7 (M:33.7) 1 1 0 R.EFSGLGDCLVK.I
Carbamidomethyl: 8; 
Dimethyl: 1, 11

5610 true 2044 1280.6328 1279.6482 1 -17.72 212.56 33.5 33.7 (M:33.7) 1 1 0 R.EFSGLGDCLVK.I
Carbamidomethyl: 8; 
Dimethyl: 1, 11



5611 true 2044 1778.8773 1777.8808 1 -6.08 194.22 33.17 79.3 (M:79.3) 2 1 1 M.SDKPDMAEIEKFDK.S
Acetyl: 1; Dimethyl: 3, 
11, 14

5612 true 2044 1818.9839 1817.9763 1 0.14 279.29 32.33 107.6 (M:107.6) 1 1 1 R.VFDKDGNGYISAAELR.H Dimethyl:2H(4): 1, 4

5613 true 2044 1839.9997 1838.9859 1 3.55 104.52 36.5 44.6 (M:44.6) 1 1 0 R.QLIMANPQMQQLIQR.N Dimethyl: 1

5614 true 2044 1966.0428 1965.0571 1 -10.98 103.61 34.83 70.8 (M:70.8) 1 1 0 K.HTQVQVLPESGETPLFK.Q Dimethyl: 1, 17

5615 true 2045 1105.5967 1104.5906 1 -1.09 277.75 33.83 24.1 (M:24.1) 1 1 0 R.AFSYYGPLR.T Dimethyl:2H(4): 1



5616 true 2045 1105.5967 1104.5906 1 -1.09 277.75 33.83 24.1 (M:24.1) 1 1 0 R.AFSYYGPLR.T Dimethyl:2H(4): 1

5617 true 2045 1783.8881 1782.905 1 -13.57 152.02 32.33 15.8 (M:15.8) 1 1 1 R.LSNEEDTGTFKAGNLR.L Dimethyl:2H(4): 1

5618 true 2045 1990.0459 1989.0427 1 -2.08 91.09 36.5 74.7 (M:74.7) 1 1 0 K.LKPSPEMQAMSAFNNIK.Q Dimethyl: 1, 2, 17

5619 true 2046 2028.056 2027.0597 1 -5.43 151.94 33 62.1 (M:62.1) 1 1 0 K.QATVGDVNTDRPGMLDFK.G Dimethyl:2H(4): 1, 18

5620 true 2047 1155.6067 1154.6056 1 -5.35 284.31 36.83 38.5 (M:38.5) 1 1 0 R.MGSGIGFGIER.M Dimethyl:2H(4): 1



5621 true 2048 892.4867 891.4814 1 -2.24 477.6 35.17 54.6 (M:54.6) 1 1 0 R.NLADYLR.S Dimethyl: 1

5622 true 2048 1433.667 1432.6595 1 0.15 418.35 33.5 74.2 (M:74.2) 2 1 0 R.EAGDVCYADVFR.D
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5623 true 2049 896.5106 895.5065 1 -3.61 508.31 35.17 27.3 (M:27.3) 1 1 0 R.NLADYLR.S Dimethyl:2H(4): 1

5624 true 2049 1071.6548 1070.6426 1 4.56 263.29 37.5 53.9 (M:53.9) 2 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1

5625 true 2049 1071.6548 1070.6426 1 4.56 263.29 37.5 53.9 (M:53.9) 2 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1



5626 false 2049 1541.8173 1540.8348 1 -16.09 276.15 33.5 25.1 (M:25.1) 2 3 1 R.KDVEVESVQPAEK.T Dimethyl: 1, 1, 13

5627 true 2049 1541.8173 1540.8097 1 0.23 261.3 33.5 82.1 (M:82.1) 2 1 0 R.GVVDSEDLPLNISR.E Dimethyl: 1

5628 true 2049 1711.8846 1710.8842 1 -4.04 176.23 34.17 28.5 (M:28.5) 1 1 0 K.GDFFPPERPQQLPR.M Dimethyl: 1

5629 true 2050 1545.8403 1544.8348 1 -1.15 252.38 33.5 108.5 (M:108.5) 2 1 0 R.GVVDSEDLPLNISR.E Dimethyl:2H(4): 1

5630 false 2050 1545.8403 1544.8599 1 -17.42 269.77 33.5 23.3 (M:23.3) 1 50 4 1 R.KDVEVESVQPAEK.T
Dimethyl:2H(4): 1; 
Dimethyl: 1, 13



5631 true 2050 1715.9116 1714.9093 1 -2.92 191.36 34.17 39.7 (M:39.7) 1 1 0 K.GDFFPPERPQQLPR.M Dimethyl:2H(4): 1

5632 true 2052 1281.6058 1280.6018 1 -2.49 176.36 33.83 53.9 (M:53.9) 3 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1

5633 true 2052 1281.6058 1280.6018 1 -2.49 176.36 33.83 53.9 (M:53.9) 3 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1

5634 true 2052 1453.7401 1452.7511 1 -12.55 296.42 32.5 36.2 (M:36.2) 1 1 1 K.NVFEEEIRETR.K Dimethyl:2H(4): 1

5635 false 2052 1453.7401 1452.6969 1 24.69 369.77 32.5 17.2 (M:17.2) 1 3 0 R.NNFLPNADMETR.R Dimethyl:2H(4): 1



5636 false 2053 1457.7854 1456.7708 1 4.99 305.62 32.33 15.0 (M:15.0) 1 4 0 K.QLNIGVALDEVMR.R

5637 true 2053 1457.7854 1456.7886 1 -7.19 323.61 32.33 37.1 (M:37.1) 1 1 0 R.TINEVENQILTR.D Dimethyl: 1

5638 true 2054 1175.7049 1174.6834 1 12.04 71.65 36.83 51.2 (M:51.2) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

5639 true 2054 1175.7049 1174.6834 1 12.04 71.65 36.83 51.2 (M:51.2) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

5640 true 2054 1175.7049 1174.6834 1 12.04 71.65 36.83 51.2 (M:51.2) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1



5641 true 2054 1310.8083 1309.806 1 -3.81 261.32 34 46.5 (M:46.5) 1 1 0 K.VLPPPAGYVPIR.T Dimethyl:2H(4): 1

5642 true 2054 1354.8265 1353.8232 1 -2.93 199.23 35.17 42.3 (M:42.3) 1 1 1 R.KLVILEGELER.A Dimethyl: 1, 1

5643 true 2054 1461.8204 1460.8137 1 -0.39 319.73 32.33 49.6 (M:49.6) 1 1 0 R.TINEVENQILTR.D Dimethyl:2H(4): 1

5644 true 2055 1318.7061 1317.7041 1 -3.99 166.49 37 63.9 (M:63.9) 2 1 0 K.VQQTVQDLFGR.A Dimethyl: 1

5645 false 2055 1362.8781 1361.837 1 24.81 218.71 35.17 17.7 (M:17.7) 1 2 1 R.LPIDKEEVSLR.R Dimethyl:2H(4): 1, 5



5646 true 2055 1362.8781 1361.8734 1 -1.89 181.29 35.17 49.1 (M:49.1) 1 1 1 R.KLVILEGELER.A Dimethyl:2H(4): 1, 1

5647 true 2056 1322.7288 1321.7292 1 -5.82 124.68 37 62.6 (M:62.6) 1 1 0 K.VQQTVQDLFGR.A Dimethyl:2H(4): 1

5648 true 2056 1685.832 1684.8308 1 -3.59 287.68 33.33 16.6 (M:16.6) 1 1 0 R.LLDTAYIYAGGESER.I Dimethyl: 1

5649 true 2057 856.5226 855.5178 1 -2.95 326.73 34.17 33.5 (M:33.5) 1 1 0 K.AALADVLR.R Dimethyl: 1

5650 true 2058 1273.7496 1272.7475 1 -4.11 112.39 36.67 38.3 (M:38.3) 1 1 0 R.TLMNLGSLAVAK.G Dimethyl: 1, 12



5651 true 2058 1633.9414 1632.9451 1 -6.67 153.81 35 69.9 (M:69.9) 1 1 0 K.VIIEEEQLVLGAHK.E Dimethyl: 1, 14

5652 true 2058 1734.8949 1733.8771 1 6.1 164.59 32.17 51.1 (M:51.1) 1 1 0 K.LFTMERPAADADLTR.L Dimethyl: 1

5653 true 2058 1841.8712 1840.9063 1 -23.02 300.5 33.33 16.7 (M:16.7) 1 1 1 R.FIMESGAKGCEVVVSGK.L

Carbamidomethyl: 10; 
Oxidation: 3; Dimethyl: 
17

5654 true 2059 1641.9937 1640.9953 1 -5.4 151.15 35 68.0 (M:68.0) 1 1 0 K.VIIEEEQLVLGAHK.E Dimethyl:2H(4): 1, 14

5655 true 2059 1790.8765 1789.8703 1 -0.59 242.69 32.33 45.0 (M:45.0) 1 1 1 R.LQDEIQNMKEEMAR.H Dimethyl: 1, 9



5656 true 2059 1992.9526 1991.9548 1 -4.79 131.87 33.33 53.9 (M:53.9) 1 1 0
R.GTGGVDTAAVGGVFDVSNAD
R.L Dimethyl: 1

5657 true 2059 2038.0363 2037.033 1 -1.93 137.37 33.83 147.0 (M:147.0) 2 1 0
R.GNFAGNFAGSLGGTGGPAAG
VAR.K Dimethyl:2H(4): 1

5658 false 2060 835.4987 834.4935 1 -2.5 314.64 33.83 16.3 (M:16.3) 1 3 0 -.MAAAGALAK.H Dimethyl:2H(4): 9

5659 false 2060 835.4987 834.4851 1 7.57 681.13 33.83 15.1 (M:15.1) 1 8 0 R.FVGTIDK.E Dimethyl: 1, 7

5660 true 2060 935.5169 934.5164 1 -7.22 137.63 34.33 19.6 (M:19.6) 1 1 0 K.IKPYFPD.- Dimethyl: 1, 2



5661 false 2060 1795.9167 1794.9074 1 1.15 124.79 32.17 17.1 (M:17.1) 1 3 1 K.DVDAAYMNKVELEAK.V
Oxidation: 7; Dimethyl: 
1, 9, 15

5662 true 2060 2070.0143 2069.0212 1 -6.82 173.75 33.33 55.3 (M:55.3) 2 1 0
K.VGEAGLLNVDCTEAGPGNLR.
V

Carbamidomethyl: 11; 
Dimethyl: 1

5663 true 2061 1814.9697 1813.9686 1 -3.41 191.32 35.17 108.5 (M:108.5) 1 1 0 K.HLEINPDHSIIETLR.Q Dimethyl: 1

5664 true 2061 2213.8918 2212.8976 1 -5.92 265.51 33.33 93.1 (M:93.1) 1 1 0 R.ECPSEECGAGVFMASHFDR.H
Carbamidomethyl: 2, 7; 
Dimethyl: 1

5665 true 2062 904.5608 903.567 1 -14.84 112.06 33.83 40.9 (M:40.9) 1 1 0 K.GYGFGLVK.L Dimethyl:2H(4): 1, 8



5666 true 2062 1434.7277 1433.7275 1 -4.95 170.58 37 58.2 (M:58.2) 1 1 0 R.FNLPGTPPESMGR.G Dimethyl:2H(4): 1

5667 true 2062 1818.9966 1817.9938 1 -2.42 232.68 35.17 85.3 (M:85.3) 1 1 0 K.HLEINPDHSIIETLR.Q Dimethyl:2H(4): 1

5668 true 2063 936.5343 935.5263 1 0.79 96.26 33.83 22.4 (M:22.4) 1 1 0 K.YNLMIVR.L Dimethyl: 1

5669 true 2063 1853.9214 1852.9142 1 -0.01 214.3 32.33 76.3 (M:76.3) 1 1 0 R.IMDPNIVGPEHYDVAR.G Dimethyl: 1

5670 true 2064 940.5444 939.5514 1 -15.14 133.59 33.83 22.6 (M:22.6) 1 1 0 K.YNLMIVR.L Dimethyl:2H(4): 1



5671 true 2064 1857.9477 1856.9393 1 0.62 279.01 32.33 65.4 (M:65.4) 1 1 0 R.IMDPNIVGPEHYDVAR.G Dimethyl:2H(4): 1

5672 true 2064 2749.1171 2748.0939 1 5.81 158.24 33.5 94.5 (M:94.5) 1 1 0
R.GAYGGGYGGYDDYNGYNDGY
GFGSDR.F Dimethyl:2H(4): 1

5673 true 2065 843.5162 842.4974 1 13.65 518.77 33.5 22.1 (M:22.1) 1 1 1 K.IEKGQIR.I

5674 false 2065 843.5162 842.5226 1 -16.16 494.65 33.5 18.8 (M:18.8) 1 4 1 K.LNAEKLK.D Dimethyl: 7

5675 false 2065 1163.6871 1162.6933 1 -11.61 380.96 33.83 21.1 (M:21.1) 1 52.01 7 1 K.IKSVSVMDPK.Q
Dimethyl:2H(4): 2; 
Dimethyl: 10



5676 true 2065 1163.6871 1162.6962 1 -14.03 315.96 33.83 83.0 (M:83.0) 1 1 0 R.VFSGLVSTGLK.V Dimethyl: 1, 11

5677 true 2065 1266.6446 1265.6475 1 -8.04 117.81 32.83 54.6 (M:54.6) 2 1 0 K.IETIEVMEDR.Q Dimethyl:2H(4): 1

5678 true 2067 1024.5396 1023.5389 1 -6.48 229.96 34.33 46.6 (M:46.6) 2 1 0 R.ALYTFEPR.T Dimethyl: 1

5679 true 2067 2117.1671 2116.1227 1 17.56 134.29 36.67 23.1 (M:23.1) 1 1 1 K.KYPNIFGIGDCTNLPTSR.T
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 1

5680 true 2067 2119.9649 2118.9649 1 -3.44 158.38 35.17 63.7 (M:63.7) 1 1 0 R.HFIMQVVCEATQCPDTR.V
Carbamidomethyl: 8, 
13; Dimethyl: 1



5681 true 2068 1262.7956 1261.806 1 -14.02 162.03 37.83 17.7 (M:17.7) 1 1 1 R.ITKYPVLLQR.I Dimethyl:2H(4): 3

5682 true 2068 1321.6397 1320.6384 1 -4.51 157.75 32.67 57.0 (M:57.0) 2 1 0 R.IEYDCELVPR.R
Carbamidomethyl: 5; 
Dimethyl: 1

5683 true 2068 1481.7776 1480.7708 1 -0.33 286.06 32.5 56.4 (M:56.4) 1 1 0 K.VMAAENIPENPLR.F Dimethyl: 1

5684 true 2068 2123.9882 2122.99 1 -4.29 185.82 35.17 73.9 (M:73.9) 1 1 0 R.HFIMQVVCEATQCPDTR.V
Carbamidomethyl: 8, 
13; Dimethyl:2H(4): 1

5685 true 2068 2179.1374 2178.1328 1 -1.23 170.33 36.67 115.4 (M:115.4) 1 1 0 K.QTINNACGTIGLIHAIANNR.E
Carbamidomethyl: 7; 
Dimethyl: 1



5686 true 2070 746.3975 745.3948 1 -6.19 162.5 35.33 45.8 (M:45.8) 5 1 0 R.TLYGFGG.- Dimethyl:2H(4): 1

5687 true 2070 1184.7081 1183.6925 1 7.02 90.95 37.33 60.3 (M:60.3) 1 1 0 K.QVNDLISVLR.E Dimethyl: 1

5688 false 2071 1427.7022 1426.7238 1 -20.29 252.08 32.5 21.5 (M:21.5) 1 2 1 K.GAKGNMGEPGSPGLK.G Dimethyl: 15

5689 true 2071 1427.7022 1426.7064 1 -8.08 288.33 32.5 56.6 (M:56.6) 2 1 0 R.DFTPVCTTELGR.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5690 true 2071 2847.4108 2846.3844 1 6.71 180.49 36.83 105.8 (M:105.8) 2 1 0
K.HTGPGILSMANAGPNTNGSQ
FFICTAK.T

Carbamidomethyl: 24; 
Dimethyl: 1, 27



5691 true 2072 1306.7808 1305.7809 1 -5.65 98.79 34 16.5 (M:16.5) 1 1 0 K.VLPPPAGYVPIR.T Dimethyl: 1

5692 true 2074 819.5108 818.5014 1 2.61 240.34 37.83 22.8 (M:22.8) 1 1 0 K.SVLGFLR.S Dimethyl: 1

5693 false 2074 819.5108 818.5051 1 -1.9 382.3 37.83 19.5 (M:19.5) 1 2 0 K.GDIVDIK.G
Dimethyl:2H(4): 1; 
Dimethyl: 7

5694 true 2074 1311.6959 1310.6921 1 -2.61 216.7 34.17 42.5 (M:42.5) 1 1 0 R.NSIFTEHIYR.I Dimethyl:2H(4): 1

5695 true 2074 1325.7748 1324.7917 1 -18.3 256.78 34 20.5 (M:20.5) 1 1 0 K.AVGHPFVIQLGR.I Dimethyl:2H(4): 1



5696 true 2074 1539.7243 1538.7213 1 -2.74 120.68 32.5 31.4 (M:31.4) 2 1 0 R.SGGIETIANEYSDR.C Dimethyl: 1

5697 true 2075 2688.3264 2687.3349 1 -5.86 238.1 41.17 58.3 (M:58.3) 1 1 0
K.VLVNSLGCDQSTTYLTHCFATL
R.A

Carbamidomethyl: 8, 
18; Dimethyl:2H(4): 1

5698 true 2076 874.5324 873.5084 1 19.03 407.07 36.83 27.2 (M:27.2) 2 1 0 K.YIMIFR.N Dimethyl:2H(4): 1

5699 true 2076 1201.648 1200.639 1 1.39 142.25 33.5 33.0 (M:33.0) 1 1 0 M.AIPPSYADLGK.S Acetyl: 1; Dimethyl: 11

5700 true 2076 1355.8194 1354.8234 1 -8.35 212.05 35 35.8 (M:35.8) 1 1 1 R.ARVEVAELPALR.D Dimethyl:2H(4): 1



5701 true 2076 1431.7544 1430.734 1 9.15 305.39 37.67 51.4 (M:51.4) 1 1 0 K.GISDLAQHYLMR.A Dimethyl: 1

5702 true 2076 2759.4097 2758.4112 1 -3.18 131.62 41.17 85.3 (M:85.3) 1 1 0
R.QTVADQVLVGSYCVFSNQGGI
VHPK.T

Carbamidomethyl: 13; 
Dimethyl: 1, 25

5703 true 2077 1363.7386 1362.733 1 -1.22 216.02 34.17 35.3 (M:35.3) 1 1 1 R.IKFEMEQNLR.Q Dimethyl: 1, 2

5704 true 2077 2767.4594 2766.4614 1 -3.37 144.13 41.17 110.8 (M:110.8) 1 1 0
R.QTVADQVLVGSYCVFSNQGGI
VHPK.T

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 25

5705 false 2078 1188.734 1187.7427 1 -13.49 169.21 37.33 15.3 (M:15.3) 1 10 1 K.KQQLEIELK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 9



5706 false 2078 1188.734 1187.754 1 -22.94 66.34 37.33 21.1 (M:21.1) 1 4 1 K.QSLLDKGVIR.H
Dimethyl:2H(4): 1; 
Dimethyl: 6

5707 true 2078 1188.734 1187.7176 1 7.67 84.78 37.33 48.0 (M:48.0) 1 1 0 K.QVNDLISVLR.E Dimethyl:2H(4): 1

5708 true 2078 1435.7769 1434.7591 1 7.34 333 37.67 35.4 (M:35.4) 1 1 0 K.GISDLAQHYLMR.A Dimethyl:2H(4): 1

5709 true 2078 1940.9117 1939.9098 1 -2.77 153.6 32.5 79.8 (M:79.8) 1 1 0 K.TNCDLLHDHGEADFLK.S
Carbamidomethyl: 3; 
Dimethyl: 1, 16

5710 true 2079 1256.6132 1255.6085 1 -2.03 187.52 33.5 35.5 (M:35.5) 2 1 0 K.EFTIDVGYER.F Dimethyl: 1



5711 true 2079 1548.9318 1547.9287 1 -2.7 98.24 35.17 31.9 (M:31.9) 1 1 1 R.LAPPLVIKEDEIR.E Dimethyl: 1, 8

5712 true 2080 1260.6416 1259.6398 1 -4.35 152.6 34.5 45.1 (M:45.1) 1 1 0 K.ELFDPVIEDR.H Dimethyl: 1

5713 true 2080 1814.047 1813.04 1 -0.12 233.15 34 44.3 (M:44.3) 1 1 0 K.IIPLYSTLPPQQQQR.I Dimethyl:2H(4): 1

5714 true 2080 2071.1076 2070.0997 1 0.31 196.68 32.5 108.4 (M:108.4) 1 1 1 K.VILHLKEDQTEYLEER.R Dimethyl: 1, 6

5715 true 2081 1731.8791 1730.8839 1 -6.99 121.48 33.17 76.8 (M:76.8) 2 1 0 K.ILEQGEEFAANEVVR.I Dimethyl: 1



5716 true 2081 1876.0427 1875.0479 1 -6.63 270.35 34 44.1 (M:44.1) 1 1 0 K.APIRPDVVNFVHTNLR.K Dimethyl: 1

5717 true 2081 2079.1583 2078.1499 1 0.51 199.78 32.5 108.2 (M:108.2) 2 1 1 K.VILHLKEDQTEYLEER.R Dimethyl:2H(4): 1, 6

5718 true 2082 1420.7175 1419.7068 1 2.44 338.61 33.5 24.7 (M:24.7) 1 1 0 R.YLVLDCVPEER.R
Carbamidomethyl: 6; 
Dimethyl: 1

5719 true 2082 1630.8073 1629.7945 1 3.36 219.81 37.5 117.8 (M:117.8) 9 1 0 R.IIPGFMCQGGDFTR.H
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

5720 true 2082 1684.9438 1683.9436 1 -4.21 120.7 37 48.0 (M:48.0) 1 1 1 R.ALEHFTDLYDIKR.A Dimethyl:2H(4): 1, 12



5721 true 2082 1782.8945 1781.892 1 -2.68 171.79 32.5 104.4 (M:104.4) 2 1 0 R.LTVVDTPGYGDAINCR.D
Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

5722 true 2082 1880.0722 1879.073 1 -4.3 312.89 34 41.6 (M:41.6) 1 1 0 K.APIRPDVVNFVHTNLR.K Dimethyl:2H(4): 1

5723 true 2082 1967.1891 1966.1715 1 5.28 154.63 37.83 68.9 (M:68.9) 1 1 1 K.IEGTPEKGHLIYLLCK.C
Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 7, 16

5724 true 2082 2302.109 2301.1277 1 -11.29 110.28 32.33 32.6 (M:32.6) 1 1 1 K.YNGSTIVPGDQGVDYETFKR.K Dimethyl: 1, 19

5725 true 2083 2084.0513 2083.0247 1 9.27 202.7 37.83 111.9 (M:111.9) 1 1 0 K.ICQQIEYYFGNHNLPR.D
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



5726 true 2084 1200.5739 1199.5645 1 1.74 134.37 32.67 51.4 (M:51.4) 1 1 0 K.FVMQEEFSR.D Dimethyl: 1

5727 false 2084 1200.5739 1199.5717 1 -4.27 230.88 32.67 17.1 (M:17.1) 1 4 1 R.SHREEMEVR.V Dimethyl: 1

5728 false 2084 1473.7603 1472.7293 1 16.1 284.85 33.5 20.5 (M:20.5) 1 2 0 K.LLAALMEDEGGNGR.Q Dimethyl: 1

5729 true 2085 2108.1881 2107.1575 1 11.03 183.31 37.33 106.6 (M:106.6) 1 1 0 R.QLTLEELHTIEISAVHSR.D Dimethyl:2H(4): 1

5730 true 2085 2161.1167 2160.1014 1 3.69 201.93 37.67 48.6 (M:48.6) 1 1 0 K.ITSEQLHHFVQNNFTSAR.M Dimethyl:2H(4): 1



5731 true 2086 932.5798 931.5743 1 -1.89 78.94 37.33 38.2 (M:38.2) 2 1 0 R.IFLQDIK.K Dimethyl: 1, 7

5732 false 2086 932.5798 931.5603 1 13.03 53.35 37.33 16.9 (M:16.9) 1 10 1 R.AFALKINR.Y

5733 false 2086 932.5798 931.5753 1 -2.99 105.4 37.33 17.1 (M:17.1) 1 9 1 -.RVDIQNK.R
Dimethyl:2H(4): 1; 
Dimethyl: 7

5734 false 2086 1187.6822 1186.6995 1 -20.72 153.14 36.83 18.5 (M:18.5) 1 3 1 K.IKSVSVMDPK.Q Dimethyl: 1, 2, 10

5735 true 2086 2146.0164 2145.0164 1 -3.37 171.95 32.67 59.2 (M:59.2) 2 1 0 R.QLEVYTSGGDPESVAGEYGR.H Dimethyl:2H(4): 1



5736 true 2086 2533.4458 2532.4267 1 4.65 159.94 37.83 72.6 (M:72.6) 1 1 0
R.YHLPVVIVPDGPAAVSHHQPV
LR.L Dimethyl:2H(4): 1

5737 true 2087 1562.7622 1561.7525 1 1.52 224.36 33.5 32.6 (M:32.6) 1 1 0 R.DSEDIHQFFLQR.K Dimethyl: 1

5738 true 2087 2034.0029 2033.0079 1 -6.02 164.97 33.83 122.7 (M:122.7) 1 1 0
R.GNFAGNFAGSLGGTGGPAAG
VAR.K Dimethyl: 1

5739 false 2088 1023.5586 1022.5471 1 4.2 165.9 37.17 19.8 (M:19.8) 1 4 0 R.DAGMAVLYK.V Dimethyl: 1, 9

5740 false 2088 1023.5586 1022.5695 1 -17.75 97.8 37.17 19.4 (M:19.4) 1 5 1 K.RMVVVFTR.R Oxidation: 2



5741 true 2088 1023.5586 1022.5549 1 -3.48 113.78 37.17 34.2 (M:34.2) 1 1 0 K.QFFVAVER.E Dimethyl: 1

5742 false 2088 1146.7388 1145.706 1 22.23 321.86 37.5 20.7 (M:20.7) 1 2 0 K.YIALVEVLAK.H Dimethyl: 10

5743 true 2088 1478.7519 1477.7413 1 2.29 311.83 32.5 39.1 (M:39.1) 1 1 0 R.TTPSVVAFTADGER.L Dimethyl: 1

5744 false 2089 702.4621 701.4687 1 -19.86 153.51 37.83 16.4 (M:16.4) 1 7 1 R.TIKEK.R Dimethyl: 1, 3, 5

5745 false 2089 702.4621 701.4436 1 15.95 182.5 37.83 16.4 (M:16.4) 1 7 1 K.TIKER.N Dimethyl: 1, 3



5746 true 2090 1331.7636 1330.7609 1 -3.41 102.12 37.67 47.5 (M:47.5) 1 1 0 R.FLAVGLVDNTVR.I Dimethyl: 1

5747 true 2091 1335.788 1334.786 1 -3.97 160.51 37.67 38.2 (M:38.2) 1 1 0 R.FLAVGLVDNTVR.I Dimethyl:2H(4): 1

5748 true 2091 1580.7684 1579.7602 1 0.56 207.73 32.5 72.1 (M:72.1) 1 1 0 R.GLPWSCSTEEVQR.F
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5749 true 2092 883.5212 882.5265 1 -14.22 360.3 34.83 16.3 (M:16.3) 1 1 0 R.YGVFPLR.G Dimethyl:2H(4): 1

5750 true 2092 883.5212 882.5265 1 -14.22 360.3 34.83 16.3 (M:16.3) 1 1 0 K.YGVFPLR.G Dimethyl:2H(4): 1



5751 true 2092 941.4892 940.4906 1 -9.15 100.65 32.67 41.2 (M:41.2) 2 1 0 K.ELDYFAK.A Dimethyl: 1, 7

5752 true 2092 1017.6111 1016.6019 1 1.97 181.32 38.17 43.9 (M:43.9) 7 1 0 K.VFLENVIR.D Dimethyl: 1

5753 true 2093 920.5153 919.5127 1 -5.12 91.1 35.5 56.1 (M:56.1) 2 1 0 R.DFTLQLR.E Dimethyl: 1

5754 false 2093 920.5153 919.5127 1 -5.12 74.69 35.5 24.1 (M:24.1) 1 5 0 K.FSEIQIR.R Dimethyl: 1

5755 true 2093 920.5153 919.5127 1 -5.12 91.1 35.5 56.1 (M:56.1) 2 1 0 R.DFTLQLR.A Dimethyl: 1



5756 false 2093 920.5153 919.5277 1 -21.35 72.05 35.5 28.4 (M:28.4) 2 3 0 K.EETIQLR.K Dimethyl:2H(4): 1

5757 true 2093 1639.9141 1638.9127 1 -3.6 202.74 37.67 15.7 (M:15.7) 1 1 1 R.RLDLVHTAALMLDK.N
Oxidation: 11; Dimethyl: 
14

5758 true 2093 1822.9345 1821.941 1 -7.6 321.21 34 112.3 (M:112.3) 6 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1

5759 true 2093 1822.9345 1821.941 1 -7.6 321.21 34 112.3 (M:112.3) 6 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1

5760 true 2093 1822.9345 1821.941 1 -7.6 321.21 34 112.3 (M:112.3) 6 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1



5761 true 2094 1108.5652 1107.5713 1 -12.03 238.2 37.67 25.7 (M:25.7) 1 1 0 K.SFFLQPGER.L Dimethyl: 1

5762 true 2094 1643.8118 1642.7991 1 3.26 186.16 32.67 43.4 (M:43.4) 1 1 1 K.SIYGDRFPDENFK.L Dimethyl: 1, 13

5763 true 2095 1027.5662 1026.5572 1 1.67 217.1 34 28.9 (M:28.9) 1 1 0 R.LFCVGFTK.K
Carbamidomethyl: 3; 
Dimethyl: 1, 8

5764 true 2095 1254.7077 1253.6881 1 9.88 192.95 37.83 63.5 (M:63.5) 1 1 0 K.DGLAFNALIHR.H Dimethyl: 1

5765 true 2095 1651.8611 1650.8493 1 2.74 182.04 32.67 20.4 (M:20.4) 1 1 1 K.SIYGDRFPDENFK.L Dimethyl:2H(4): 1, 13



5766 true 2095 2745.0989 2744.0688 1 8.32 141.56 33.5 84.5 (M:84.5) 1 1 0
R.GAYGGGYGGYDDYNGYNDGY
GFGSDR.F Dimethyl: 1

5767 true 2096 1029.5135 1028.5138 1 -7.37 209.73 33.83 44.1 (M:44.1) 1 1 0 M.ADEELAALR.Q Acetyl: 1

5768 true 2096 1035.6138 1034.6074 1 -0.87 188.95 34 27.6 (M:27.6) 1 1 0 R.LFCVGFTK.K
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 8

5769 true 2096 1258.7332 1257.7132 1 10.16 167.98 37.83 39.5 (M:39.5) 1 1 0 K.DGLAFNALIHR.H Dimethyl:2H(4): 1

5770 true 2096 1280.7092 1279.6962 1 4.47 141.86 35.5 61.1 (M:61.1) 1 1 0 R.LTPYEVEELR.R Dimethyl:2H(4): 1



5771 true 2096 1751.9404 1750.9366 1 -1.99 190.24 37.67 90.0 (M:90.0) 1 1 0 K.QNPGLLHTEELGFLR.E Dimethyl: 1

5772 false 2096 1751.9404 1750.8924 1 23.26 247.2 37.67 17.1 (M:17.1) 1 53.45 4 1 K.YAEQELEQVRMALK.N
Oxidation: 11; Dimethyl: 
14

5773 true 2097 1071.5869 1070.5549 1 23.07 311.96 34.17 33.4 (M:33.4) 1 1 0 R.AFGYYGPLR.S Dimethyl: 1

5774 true 2097 1755.9654 1754.9617 1 -2.05 198.97 37.67 98.3 (M:98.3) 1 1 0 K.QNPGLLHTEELGFLR.E Dimethyl:2H(4): 1

5775 true 2098 1075.5976 1074.58 1 9.56 301.87 34.17 28.3 (M:28.3) 1 1 0 R.AFGYYGPLR.S Dimethyl:2H(4): 1



5776 false 2098 1321.688 1320.6561 1 18.57 271.82 33.67 23.2 (M:23.2) 1 2 0 K.ELFETELADAR.K Dimethyl: 1

5777 true 2100 2400.1274 2399.1176 1 1.07 152.35 32.67 118.8 (M:118.8) 1 1 0
K.TDNPAECYANAQEQLNQHIK.
E

Carbamidomethyl: 7; 
Dimethyl: 1, 20

5778 true 2101 1494.9211 1493.9269 1 -8.75 108.86 34.33 45.1 (M:45.1) 1 1 1 K.LSAEKVEIATLTR.E Dimethyl:2H(4): 1, 5

5779 true 2101 1680.835 1679.8301 1 -1.45 245.22 33.83 30.6 (M:30.6) 1 1 0 -.MEAAHSVPVQDVLSR.F Acetyl: 1

5780 true 2101 2013.0018 2011.969 1 12.67 274.13 41.67 20.2 (M:20.2) 1 1 0 K.QFEHLNHQNPDTFEPK.D Dimethyl:2H(4): 1



5781 false 2102 1219.6992 1218.7196 1 -22.61 134.06 34 15.2 (M:15.2) 1 6 0 K.LMPEIVATASK.V
Dimethyl:2H(4): 1; 
Dimethyl: 11

5782 true 2102 1219.6992 1218.6972 1 -4.3 140.21 34 49.5 (M:49.5) 2 1 0 K.LSILYPATTGR.N Dimethyl: 1

5783 true 2102 2093.1882 2092.1463 1 16.52 66.6 36.83 16.3 (M:16.3) 1 1 0 K.QQGPQVQQIILVSPMGVSR.L Dimethyl: 1

5784 true 2102 2118.2099 2117.1997 1 1.36 223.11 41.67 67.6 (M:67.6) 1 1 0 R.IIPPGSGIIHQVNLEYLAR.V Dimethyl: 1

5785 true 2103 1244.7069 1243.675 1 19.71 114.03 37.17 21.5 (M:21.5) 1 1 0 R.LVQAFQYTDK.H Dimethyl:2H(4): 1



5786 true 2103 2097.2129 2096.1714 1 16.32 168.62 36.83 32.7 (M:32.7) 1 1 0 K.QQGPQVQQIILVSPMGVSR.L Dimethyl:2H(4): 1

5787 true 2104 1252.6916 1251.6863 1 -1.63 93.75 37.33 69.3 (M:69.3) 2 1 0 R.LVQAFQFTDK.H Dimethyl: 1, 10

5788 false 2104 1252.6916 1251.6533 1 24.73 98.95 37.33 23.4 (M:23.4) 1 3 0 K.SCLLLQFTDK.R
Carbamidomethyl: 2; 
Dimethyl: 10

5789 true 2104 2495.2558 2494.2261 1 8.98 268.98 33.83 104.4 (M:104.4) 2 1 1 R.YADLTEDQLPTCESLKDTIAR.A
Carbamidomethyl: 12; 
Dimethyl: 1, 16

5790 true 2105 1260.7394 1259.7365 1 -3.51 106.25 37.33 59.9 (M:59.9) 2 1 0 R.LVQAFQFTDK.H Dimethyl:2H(4): 1, 10



5791 true 2105 2492.471 2491.4592 1 1.8 199.26 41.67 105.3 (M:105.3) 4 1 1 R.KPEELKDLAPGTNPPFLLFNR.E Dimethyl:2H(4): 1, 1, 6

5792 true 2106 825.4572 824.455 1 -6.23 314.96 34.67 15.8 (M:15.8) 2 1 0 R.VLGMMAR.T
Dimethyl:2H(4): 1; 
Oxidation: 5

5793 false 2106 1227.7096 1226.7122 1 -8.08 169.4 35.83 20.5 (M:20.5) 2 3 1 R.DKVLTPEELK.A Dimethyl: 1, 10

5794 true 2106 1227.7096 1226.6983 1 3.25 101.42 35.83 109.0 (M:109.0) 4 1 0 K.DAGTIAGLNVLR.I Dimethyl: 1

5795 true 2106 1268.8231 1267.8166 1 -0.61 156.25 34.5 23.1 (M:23.1) 1 1 0 K.ILITTVPPNLR.K Dimethyl:2H(4): 1



5796 false 2107 1276.6785 1275.6761 1 -3.81 89.6 35.5 19.9 (M:19.9) 1 2 0 R.VESHFDLELR.A Dimethyl:2H(4): 1

5797 true 2107 1276.6785 1275.6711 1 0.14 134.66 35.5 57.2 (M:57.2) 1 1 0 R.LTPYEVEELR.R Dimethyl: 1

5798 true 2108 1311.7414 1310.7347 1 -0.41 186.99 38 51.3 (M:51.3) 1 1 0 K.QANPDFPILIR.E Dimethyl: 1

5799 true 2108 1379.7318 1378.7027 1 15.77 90.18 37 33.9 (M:33.9) 2 1 0 R.CSVLAAANSVFGR.W
Carbamidomethyl: 1; 
Dimethyl: 1

5800 true 2108 1713.9728 1712.9512 1 8.36 142.95 37.83 42.0 (M:42.0) 1 1 0 K.AYAHITGGGLLENIPR.V Dimethyl:2H(4): 1



5801 true 2108 2789.516 2788.4996 1 3.27 183.3 41.67 138.0 (M:138.0) 1 1 0
R.VSQMLILPPFQGEGHGAQLLE
TVHR.Y Dimethyl:2H(4): 1

5802 true 2109 1589.8438 1588.8501 1 -8.52 129.43 37.17 42.8 (M:42.8) 1 1 0 K.IIPTLEEYQHYK.G Dimethyl: 1, 12

5803 true 2109 1589.8438 1588.8501 1 -8.52 129.43 37.17 42.8 (M:42.8) 1 1 0 K.IIPTLEEYQHYK.G Dimethyl: 1, 12

5804 true 2110 1359.6682 1358.654 1 5.05 187.01 35.5 96.2 (M:96.2) 1 1 0 K.NSLESYAFNMK.A Dimethyl: 1, 11

5805 true 2110 1499.7748 1498.7602 1 4.84 119.04 38 65.2 (M:65.2) 1 1 0 -.MEALPIYHGGITR.E Acetyl: 1



5806 true 2110 1597.8941 1596.9003 1 -8.45 127.99 37.17 33.5 (M:33.5) 1 1 0 K.IIPTLEEYQHYK.G Dimethyl:2H(4): 1, 12

5807 true 2110 1597.8941 1596.9003 1 -8.45 127.99 37.17 33.5 (M:33.5) 1 1 0 K.IIPTLEEYQHYK.G Dimethyl:2H(4): 1, 12

5808 true 2110 1683.8438 1682.8516 1 -8.94 198.16 32.83 94.9 (M:94.9) 2 1 1 K.DYGVLKEDEGIAYR.G Dimethyl: 1, 6

5809 true 2110 2080.0316 2078.9996 1 11.87 159 37.83 72.9 (M:72.9) 1 1 0 K.ICQQIEYYFGNHNLPR.D
Carbamidomethyl: 2; 
Dimethyl: 1

5810 true 2111 1379.8129 1378.7932 1 8.97 188.64 35.67 93.4 (M:93.4) 1 1 0 K.NQAGLAPVIDVVR.S Dimethyl: 1



5811 true 2111 1421.9108 1420.9083 1 -3.4 344.85 34 38.8 (M:38.8) 1 1 1 K.IKDYGLTFIQK.W Dimethyl:2H(4): 1, 2, 11

5812 true 2111 1639.8753 1638.8668 1 0.77 188.84 32.83 52.9 (M:52.9) 1 1 0 R.DQQLVLPEHFPER.S Dimethyl:2H(4): 1

5813 true 2111 1708.8471 1707.858 1 -10.68 103.6 37.33 30.1 (M:30.1) 1 1 0 K.EAFTNQPNAFSVVTR.G Dimethyl: 1

5814 false 2112 1383.838 1382.8224 1 6.01 269.52 35.67 15.8 (M:15.8) 1 7 0 R.LLPPAPPAVYSAR.A Dimethyl:2H(4): 1

5815 true 2112 1383.838 1382.8184 1 8.92 264.59 35.67 94.8 (M:94.8) 1 1 0 K.NQAGLAPVIDVVR.S Dimethyl:2H(4): 1



5816 true 2113 1341.6843 1340.6874 1 -7.74 282.21 33.83 33.4 (M:33.4) 1 1 0 K.DVLSVAFSSDNR.Q Dimethyl:2H(4): 1

5817 true 2113 1810.0182 1809.0149 1 -2.18 154.85 34 54.9 (M:54.9) 2 1 0 K.IIPLYSTLPPQQQQR.I Dimethyl: 1

5818 true 2114 2186.3528 2185.3264 1 8.74 256.38 38 91.2 (M:91.2) 1 1 0 K.LVEKPSPLTLAPHDFANIK.A Dimethyl:2H(4): 1, 4, 19

5819 true 2115 1704.9214 1703.9123 1 1.1 142.96 36.17 19.5 (M:19.5) 1 1 1 K.QFYINVEREEWK.L Dimethyl:2H(4): 1, 12

5820 true 2115 2269.1829 2268.1646 1 4.84 231.61 37.83 157.2 (M:157.2) 2 1 0
R.VIISAPSADAPMFVMGVNHEK
.Y Dimethyl: 1, 21



5821 false 2116 819.5014 818.4931 1 1.3 438.14 34.17 18.0 (M:18.0) 1 5 0 K.WFFQK.L Dimethyl:2H(4): 1, 5

5822 false 2116 819.5014 818.48 1 17.26 399.99 34.17 19.1 (M:19.1) 1 3 0 R.DAIAEIR.A Dimethyl:2H(4): 1

5823 true 2116 819.5014 818.5051 1 -13.43 367.08 34.17 23.0 (M:23.0) 1 1 0 K.DAAELLK.E
Dimethyl:2H(4): 1; 
Dimethyl: 7

5824 true 2116 1530.9262 1529.9091 1 6.44 199.79 38.33 118.8 (M:118.8) 3 1 1 K.TVTAMDVVYALKR.Q Dimethyl:2H(4): 1, 12

5825 true 2116 2277.235 2276.2149 1 5.64 236.34 37.83 173.8 (M:173.8) 2 1 0
R.VIISAPSADAPMFVMGVNHEK
.Y Dimethyl:2H(4): 1, 21



5826 true 2117 847.5426 846.5327 1 3.06 242.56 34.17 17.9 (M:17.9) 1 1 0 R.AVTIFIR.G Dimethyl: 1

5827 true 2117 1083.6494 1082.6448 1 -2.44 185.46 34.5 37.2 (M:37.2) 1 1 0 K.AIINALGVER.R Dimethyl: 1

5828 true 2117 1534.9774 1533.9594 1 7.04 126.03 37.33 89.2 (M:89.2) 3 1 1 R.KTVTAMDVVYALK.R Dimethyl:2H(4): 1, 1, 13

5829 true 2117 1803.899 1802.8873 1 2.48 184.33 32.83 37.5 (M:37.5) 1 1 0 M.SYGRPPPDVEGMTSLK.V Acetyl: 1; Dimethyl: 16

5830 true 2118 876.5543 875.548 1 -1.11 485.66 34.17 19.7 (M:19.7) 1 1 0 K.VLSLNFK.D Dimethyl: 1, 7



5831 false 2118 1618.9571 1617.9392 1 6.57 159.61 37 16.4 (M:16.4) 1 2 0 K.VNGSFQTKPAKPEK.V
Dimethyl:2H(4): 8; 
Dimethyl: 1, 14

5832 true 2118 1618.9571 1617.9342 1 9.69 160.9 37 87.5 (M:87.5) 1 1 0 K.FTISPSTTQVAGILK.I Dimethyl: 1, 15

5833 true 2118 1700.7351 1699.74 1 -7.12 165.5 34 54.4 (M:54.4) 1 1 0 K.YAMEPEEFDSDALR.Q Dimethyl: 1

5834 true 2118 1807.9216 1806.9124 1 1.08 183.56 32.83 45.1 (M:45.1) 1 1 0 M.SYGRPPPDVEGMTSLK.V
Dimethyl:2H(4): 16; 
Acetyl: 1

5835 true 2119 1286.6764 1285.6601 1 7 221.65 38.17 54.4 (M:54.4) 1 1 0 K.DGLGFCALIHR.H
Carbamidomethyl: 6; 
Dimethyl: 1



5836 false 2120 895.5366 894.5076 1 24.27 516.96 34.17 20.3 (M:20.3) 2 2 0 R.YIPPHLR.N

5837 false 2120 1170.6407 1169.6292 1 3.59 435.63 34.67 15.4 (M:15.4) 1 9 1 M.ADEKPKEGVK.T Acetyl: 1; Dimethyl: 10

5838 true 2120 1170.6407 1169.6332 1 0.16 366.08 34.67 46.7 (M:46.7) 1 1 0 K.AFIEGSSYLK.G Dimethyl: 1, 10

5839 true 2120 1290.7012 1289.6852 1 6.75 162.65 38.17 47.9 (M:47.9) 1 1 0 K.DGLGFCALIHR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5840 true 2120 2171.1534 2170.1317 1 6.65 173.2 37 124.4 (M:124.4) 2 1 0
K.SNFNVAVLNVGAPAAGMNAA
VR.A Dimethyl: 1



5841 true 2120 2232.2213 2231.2071 1 3.09 196.57 32.83 55.1 (M:55.1) 1 1 1
R.GENLVSMTVEGPPPKDTGIAR.
V Dimethyl:2H(4): 1, 15

5842 true 2121 1218.7094 1217.702 1 0.15 119.12 38.17 50.0 (M:50.0) 1 1 0 R.TLDLPIYVTR.V Dimethyl: 1

5843 true 2121 2175.1879 2174.1568 1 10.94 195.77 37 150.9 (M:150.9) 2 1 0
K.SNFNVAVLNVGAPAAGMNAA
VR.A Dimethyl:2H(4): 1

5844 true 2122 1178.6853 1177.6834 1 -4.56 91.61 34.5 80.1 (M:80.1) 1 1 0 K.AFIEGSSYLK.G Dimethyl:2H(4): 1, 10

5845 false 2122 1178.6853 1177.6791 1 -0.86 91.96 34.5 18.4 (M:18.4) 1 2 1 K.MALENKGLAR.R

Dimethyl:2H(4): 1; 
Oxidation: 1; Dimethyl: 
6



5846 true 2122 1315.7684 1314.7598 1 1.01 171.4 38 28.6 (M:28.6) 1 1 0 K.QANPDFPILIR.E Dimethyl:2H(4): 1

5847 true 2123 1226.6903 1225.703 1 -16.35 121.99 38.17 39.6 (M:39.6) 2 1 0 R.ATPGAELLLGTR.D Dimethyl: 1

5848 false 2123 1461.7569 1460.7545 1 -3.32 276.98 38 15.4 (M:15.4) 1 3 1 R.NTEDEILKAAVMK.Y

5849 true 2123 1461.7569 1460.7551 1 -3.77 263.63 38 68.0 (M:68.0) 1 1 0 K.SLYYFIQQDTK.G Dimethyl: 1, 11

5850 true 2123 1852.0109 1851.0328 1 -15.77 290.68 33.83 129.1 (M:129.1) 2 1 0 K.TITLEVEPSDTIENVK.A Dimethyl:2H(4): 1, 16



5851 true 2123 2785.4897 2784.4745 1 2.86 138.91 41.67 112.6 (M:112.6) 1 1 0
R.VSQMLILPPFQGEGHGAQLLE
TVHR.Y Dimethyl: 1

5852 true 2124 2418.3166 2417.2955 1 5.72 187.05 35.67 69.9 (M:69.9) 1 1 1
K.KGEGYLKPNEGALVEIQFEGR.
Y Dimethyl: 1, 1, 7

5853 true 2124 2575.3821 2574.3638 1 4.25 234.24 38 106.4 (M:106.4) 1 1 0
K.LAAVGQGAGAPVGSAHSLDH
MLGGLTR.D Dimethyl:2H(4): 1

5854 true 2125 2430.3895 2429.3708 1 4.71 163.87 35.67 59.4 (M:59.4) 1 1 1
K.KGEGYLKPNEGALVEIQFEGR.
Y Dimethyl:2H(4): 1, 1, 7

5855 true 2126 1621.9153 1620.9115 1 -2.17 218.42 38 61.5 (M:61.5) 2 1 1 K.FIGDKDASVVGFFR.D Dimethyl:2H(4): 1, 5



5856 true 2127 714.4438 713.4436 1 -9.85 1461.12 35.67 18.0 (M:18.0) 1 1 1 R.KKPDAK.K Dimethyl: 6

5857 false 2127 934.4824 933.4841 1 -9.64 120.29 33 19.4 (M:19.4) 2 3 0 R.IEEQLMK.L
Oxidation: 6; Dimethyl: 
7

5858 true 2127 1573.7621 1572.7573 1 -1.57 120.2 37.33 39.2 (M:39.2) 2 1 0 K.GAVYSFDPVGSYQR.D Dimethyl: 1

5859 true 2128 1100.5475 1099.5372 1 2.75 245.02 35.67 47.6 (M:47.6) 1 1 0 R.NECFLSFK.V
Carbamidomethyl: 3; 
Dimethyl: 1, 8

5860 true 2128 1115.8013 1114.7929 1 0.94 226.08 34.17 33.8 (M:33.8) 1 1 0 K.VVNIVPVIAK.A Dimethyl:2H(4): 1, 10



5861 true 2128 1646.8933 1645.8837 1 1.44 179.87 32.83 21.2 (M:21.2) 1 1 1 K.YGKIETIEVMEDR.Q Dimethyl:2H(4): 1, 3

5862 true 2128 2016.9567 2015.98 1 -15.14 220.4 33.83 92.6 (M:92.6) 1 1 0 K.DATNVGDEGGFAPNILENK.E Dimethyl: 1, 19

5863 false 2129 976.5734 975.5423 1 24.44 176.06 33 36.8 (M:36.8) 1 2 1 K.CLATEKVK.Y
Carbamidomethyl: 1; 
Dimethyl: 8

5864 true 2129 976.5734 975.5804 1 -14.53 142.29 33 67.3 (M:67.3) 17 1 0 R.AGLQFPVGR.V Dimethyl:2H(4): 1

5865 true 2129 976.5734 975.5804 1 -14.53 142.29 33 67.3 (M:67.3) 17 1 0 R.AGLQFPVGR.V Dimethyl:2H(4): 1



5866 true 2129 976.5734 975.5804 1 -14.53 142.29 33 67.3 (M:67.3) 17 1 0 R.AGLQFPVGR.I Dimethyl:2H(4): 1

5867 true 2129 2039.9361 2038.9275 1 0.67 192.13 38.17 115.5 (M:115.5) 1 1 0 R.MACSEGYLSIVIHDTCR.K
Carbamidomethyl: 3, 
16; Dimethyl: 1

5868 true 2130 1212.6394 1211.6373 1 -4.2 142.8 34.17 74.7 (M:74.7) 3 1 0 K.QQYFCGILK.Q
Carbamidomethyl: 5; 
Dimethyl: 1, 9

5869 false 2130 1212.6394 1211.6523 1 -16.63 147.89 34.17 24.1 (M:24.1) 3 3 1 K.QRHDGAFLIR.E

5870 true 2130 2020.0189 2019.0095 1 1.05 166.5 33 37.7 (M:37.7) 1 1 0 K.QATVGDVNTDRPGMLDFK.G Dimethyl: 1, 18



5871 true 2131 1469.711 1468.6922 1 7.89 344.61 38.17 42.1 (M:42.1) 1 1 0 K.GLIDYNFHCFR.K
Carbamidomethyl: 9; 
Dimethyl: 1

5872 true 2132 963.549 962.5437 1 -2.06 140.38 34.17 45.0 (M:45.0) 1 1 0 R.EEYLLLR.L Dimethyl: 1

5873 true 2132 1231.6931 1230.6761 1 7.93 112.55 38.33 53.7 (M:53.7) 1 1 0 K.FLVGPDGVPFR.R Dimethyl: 1

5874 true 2132 1431.7166 1430.7405 1 -21.78 376.75 34.17 16.0 (M:16.0) 1 1 1 K.VGDDIAKATGDWK.G Dimethyl: 7, 13

5875 true 2132 1473.7308 1472.7173 1 4.22 282.27 38.17 43.3 (M:43.3) 1 1 0 K.GLIDYNFHCFR.K
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



5876 true 2132 1606.7408 1605.7392 1 -3.53 171.77 34.67 80.0 (M:80.0) 1 1 0 K.NCLTNFHGMDLTR.D
Carbamidomethyl: 2; 
Dimethyl: 1

5877 false 2133 1060.5837 1059.5611 1 14.51 277.78 34.17 15.6 (M:15.6) 1 2 1 K.DKVPNENGR.N Dimethyl:2H(4): 1

5878 true 2133 1231.7351 1230.7234 1 3.6 76.88 35.83 61.7 (M:61.7) 2 1 0 K.DAGTIAGLNVLR.I Dimethyl:2H(4): 1

5879 true 2133 1610.7644 1609.7643 1 -4.42 174.68 34.67 72.3 (M:72.3) 1 1 0 K.NCLTNFHGMDLTR.D
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5880 true 2133 1660.0045 1658.9993 1 -1.28 148.44 42 40.1 (M:40.1) 1 1 1 R.RLDLVHTAALMLDK.N Dimethyl:2H(4): 1, 14



5881 true 2134 1084.5844 1083.5747 1 2.26 256.92 34.33 45.4 (M:45.4) 2 1 0 -.MEVQVAPLR.S Acetyl: 1

5882 true 2134 1722.8868 1721.8737 1 3.4 109.51 36 55.1 (M:55.1) 1 1 0 K.NAVITVPAYFNDSQR.Q Dimethyl: 1

5883 true 2135 1121.6294 1120.6492 1 -24.18 395.62 34.17 30.8 (M:30.8) 1 1 0 K.TGTTIAGVVFK.D Dimethyl: 1

5884 false 2135 1121.6294 1120.643 1 -18.66 327.62 34.17 24.9 (M:24.9) 1 2 1 R.NETDKWIK.A
Dimethyl:2H(4): 1; 
Dimethyl: 5, 8

5885 false 2136 811.4951 810.4963 1 -10.51 200.92 37.67 20.3 (M:20.3) 1 3 0 K.DIPLGIR.A Dimethyl: 1



5886 false 2136 811.4951 810.4963 1 -10.51 183.4 37.67 24.1 (M:24.1) 1 2 0 R.LDLPIGR.Q Dimethyl: 1

5887 true 2136 811.4951 810.4963 1 -10.51 219.43 37.67 35.9 (M:35.9) 1 1 0 R.IDLPGLR.S Dimethyl: 1

5888 true 2136 1130.6126 1129.5979 1 6.58 287.78 34.17 35.9 (M:35.9) 1 1 0 R.SLEAEVADLR.A Dimethyl: 1

5889 true 2137 1512.8647 1511.8432 1 9.38 162.93 38.33 59.0 (M:59.0) 1 1 0 R.VGELVGVLLEHCR.T
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

5890 true 2137 1522.892 1521.884 1 0.45 150.47 37.33 47.5 (M:47.5) 2 1 1 R.KTVTAMDVVYALK.R Dimethyl: 1, 1, 13



5891 true 2137 1851.0123 1849.9988 1 3.33 217.43 42.17 80.6 (M:80.6) 1 1 0 K.EQLIAAYTQLFHTQR.F Dimethyl:2H(4): 1

5892 true 2137 2279.2896 2278.2598 1 9.89 121.91 35.67 110.4 (M:110.4) 1 1 1 K.GIVEQSQQAYQEAFEISKK.E
Dimethyl:2H(4): 1, 18, 
19

5893 true 2138 1746.9604 1745.9436 1 5.42 148.08 38.17 46.9 (M:46.9) 1 1 0 K.IFVMATHGLLSSDAPR.L Dimethyl:2H(4): 1

5894 true 2138 1928.9768 1927.9682 1 0.7 111.36 42 38.7 (M:38.7) 1 1 0 K.LNLSCIHSPMVTELMR.G
Carbamidomethyl: 5; 
Dimethyl: 1

5895 false 2139 868.5099 867.4967 1 6.88 290.39 37.67 15.1 (M:15.1) 1 10 1 R.YQVKFR.R Dimethyl: 4



5896 true 2139 868.5099 867.5106 1 -9.14 316.24 37.67 23.2 (M:23.2) 1 1 0 R.YIEIFK.S Dimethyl: 1, 6

5897 true 2139 868.5099 867.5106 1 -9.14 316.24 37.67 23.2 (M:23.2) 1 1 0 R.YIEIFK.S Dimethyl: 1, 6

5898 true 2139 1324.6857 1323.6744 1 2.99 174.08 34.17 75.0 (M:75.0) 1 1 0 K.TIADGFTAMVDK.C Dimethyl: 1, 12

5899 true 2139 1726.9112 1725.8988 1 2.98 160.3 35.83 87.2 (M:87.2) 1 1 0 K.NAVITVPAYFNDSQR.Q Dimethyl:2H(4): 1

5900 true 2139 1933.0025 1931.9933 1 0.99 123.16 42 45.5 (M:45.5) 1 1 0 K.LNLSCIHSPMVTELMR.G
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



5901 true 2141 1668.8117 1667.7977 1 4.03 189.51 33.17 60.2 (M:60.2) 1 1 1 K.ADPERNECFLSFK.V
Carbamidomethyl: 8; 
Dimethyl: 1, 13

5902 true 2142 1484.706 1483.6983 1 0.28 217.73 34.17 59.5 (M:59.5) 2 1 0 K.YDEEFQPYLPR.F Dimethyl: 1

5903 true 2142 1861.1273 1860.1073 1 6.83 239.11 37.67 93.1 (M:93.1) 2 1 1 R.LKVPPAINQFSQALDR.Q Dimethyl:2H(4): 1, 2

5904 true 2142 1922.9908 1921.9686 1 7.74 235.11 38.33 65.5 (M:65.5) 1 1 0 R.QYYTLLNQAPDYLHR.F Dimethyl: 1

5905 true 2143 1488.7485 1487.7235 1 11.93 230.74 34.17 57.1 (M:57.1) 2 1 0 K.YDEEFQPYLPR.F Dimethyl:2H(4): 1



5906 true 2143 1927.0148 1925.9938 1 7.15 124.49 38.33 73.7 (M:73.7) 1 1 0 R.QYYTLLNQAPDYLHR.F Dimethyl:2H(4): 1

5907 true 2144 1398.7095 1397.6939 1 5.91 187.37 36 55.9 (M:55.9) 1 1 0 R.NLDLSTFYQNR.A Dimethyl: 1

5908 true 2144 1758.9396 1757.9222 1 5.74 158.33 33 49.8 (M:49.8) 1 1 1 K.AGADREFSGLGDCLVK.I
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 16

5909 true 2144 1758.9396 1757.9222 1 5.74 158.33 33 49.8 (M:49.8) 1 1 1 K.AGADREFSGLGDCLVK.I
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 16

5910 true 2145 1067.6304 1066.6175 1 5.21 190.08 37.5 56.1 (M:56.1) 3 1 0 R.YLTVAAVFR.G Dimethyl: 1



5911 true 2145 1067.6304 1066.6175 1 5.21 190.08 37.5 56.1 (M:56.1) 3 1 0 R.YLTVAAVFR.G Dimethyl: 1

5912 true 2145 1072.6143 1071.6077 1 -0.62 203.24 42 28.3 (M:28.3) 3 1 0 M.AATGVLPFVR.G Acetyl: 1

5913 true 2146 1116.7134 1115.6954 1 9.54 234.59 37.5 28.1 (M:28.1) 1 1 0 R.QLYLPVLSK.V Dimethyl: 1, 9

5914 true 2146 1563.8071 1562.794 1 3.71 184.61 34.17 46.6 (M:46.6) 1 1 0 K.YELVDISQDNALR.E Dimethyl: 1

5915 true 2146 1996.1095 1995.1041 1 -0.92 108.89 33.17 22.4 (M:22.4) 1 1 0 R.IAPEEHPVLLTEAPLNPK.A Dimethyl: 18



5916 true 2147 724.4165 723.4068 1 3.41 165.17 34.33 30.5 (M:30.5) 1 1 0 R.GFGFIR.L Dimethyl: 1

5917 true 2147 724.4165 723.4068 1 3.41 165.17 34.33 30.5 (M:30.5) 1 1 0 K.GFGFIR.L Dimethyl: 1

5918 false 2147 724.4165 723.4068 1 3.41 177.23 34.33 16.3 (M:16.3) 1 4 0 R.GFAFVR.F Dimethyl: 1

5919 false 2147 977.5743 976.5491 1 18.29 193.46 35 20.7 (M:20.7) 1 70.43 2 1 K.KLEAAEER.R Dimethyl:2H(4): 1

5920 true 2147 977.5743 976.5491 1 18.29 169.21 35 25.4 (M:25.4) 1 1 0 R.QIEASEIR.M Dimethyl:2H(4): 1



5921 true 2147 1124.7647 1123.7456 1 10.45 232.71 37.5 22.6 (M:22.6) 1 1 0 R.QLYLPVLSK.V Dimethyl:2H(4): 1, 9

5922 true 2147 1682.8507 1681.8134 1 17.84 301.8 34.33 20.3 (M:20.3) 1 1 1 K.MLDHEYTTKEIFR.K

5923 true 2148 728.43 727.4319 1 -12.66 221.81 34.33 22.7 (M:22.7) 1 1 0 K.GFGFIR.L Dimethyl:2H(4): 1

5924 true 2148 728.43 727.4319 1 -12.66 221.81 34.33 22.7 (M:22.7) 1 1 0 R.GFGFIR.L Dimethyl:2H(4): 1

5925 true 2148 1125.6813 1124.6706 1 3.03 339.92 42.17 61.6 (M:61.6) 1 1 0 K.LHLGFIEIR.E Dimethyl: 1



5926 true 2148 1127.7046 1126.6896 1 6.82 207.1 37.5 22.4 (M:22.4) 1 1 0 K.MLVVLLQGAR.E Dimethyl: 1

5927 true 2148 2018.1733 2017.1699 1 -1.96 140.04 33.33 87.5 (M:87.5) 3 1 0 R.VAPEEHPVLLTEAPLNPK.A Dimethyl:2H(4): 1, 18

5928 true 2148 2018.1733 2017.1699 1 -1.96 140.04 33.33 87.5 (M:87.5) 3 1 0 R.VAPEEHPVLLTEAPLNPK.A Dimethyl:2H(4): 1, 18

5929 true 2149 1129.7051 1128.6957 1 1.86 356.57 42.17 65.5 (M:65.5) 1 1 0 K.LHLGFIEIR.E Dimethyl:2H(4): 1

5930 true 2149 1747.9499 1746.9516 1 -5.14 181.89 34.17 90.1 (M:90.1) 2 1 0 K.LSPALPEEDAPVVNIR.N Dimethyl: 1



5931 true 2149 2174.0467 2173.0299 1 4.38 171.33 33.67 65.5 (M:65.5) 2 1 0 R.SPDVGLYGVTPECAETYQR.E
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

5932 true 2151 1796.8437 1795.8377 1 -0.72 168.41 34.17 27.3 (M:27.3) 1 1 0 R.SYQDPSNAQFLDDIR.R Dimethyl: 1

5933 true 2152 1800.8928 1799.924 1 -21.39 233.42 34.83 15.5 (M:15.5) 1 1 0 R.MYLIQGSQVSIYVSGR.G

5934 true 2154 1254.7396 1253.7343 1 -1.62 162.87 34.83 84.3 (M:84.3) 2 1 0 K.APILIATDVASR.G Dimethyl: 1

5935 true 2154 1254.7396 1253.7343 1 -1.62 162.87 34.83 84.3 (M:84.3) 2 1 0 K.APILIATDVASR.G Dimethyl: 1



5936 true 2154 1651.959 1650.9491 1 1.62 186.84 42 17.5 (M:17.5) 1 1 1 R.RLDLVHTAALMLDK.N Dimethyl: 1, 14

5937 false 2154 1764.9136 1763.8842 1 12.51 183.72 38.5 15.3 (M:15.3) 1 3 1 K.EGAKHYSGLEEAVYR.N Dimethyl: 1, 4

5938 true 2155 1031.5961 1030.5845 1 4.17 178.93 34.33 36.4 (M:36.4) 1 1 0 K.VVMLGAGGVGK.S
Oxidation: 3; Dimethyl: 
11

5939 true 2156 1836.9337 1835.9257 1 0.43 202.08 42.17 28.4 (M:28.4) 1 1 0 R.VYADGIFDLFHSGHAR.A Dimethyl:2H(4): 1

5940 true 2156 1853.0765 1852.0571 1 6.54 200.03 37.67 77.3 (M:77.3) 2 1 1 R.LKVPPAINQFSQALDR.Q Dimethyl: 1, 2



5941 true 2156 1892.0062 1890.9952 1 1.99 228.11 38.5 24.0 (M:24.0) 1 1 0 K.LLGPTSGGSHDGLIPWTR.F Dimethyl: 1

5942 true 2156 2011.919 2010.9105 1 0.61 153.56 34.17 45.0 (M:45.0) 2 1 0 K.EVCNAYTELNDPFQQR.Q
Carbamidomethyl: 3; 
Dimethyl: 1

5943 true 2157 1284.7448 1283.7449 1 -5.73 139.4 34.67 76.3 (M:76.3) 3 1 0 K.ADLVNNLGTIAK.S Dimethyl: 1, 12

5944 true 2157 1284.7448 1283.7449 1 -5.73 139.4 34.67 76.3 (M:76.3) 3 1 0 K.ADLVNNLGTIAK.S Dimethyl: 1, 12

5945 true 2157 1846.9824 1845.9737 1 0.77 238.66 42.17 74.8 (M:74.8) 2 1 0 K.EQLIAAYTQLFHTQR.F Dimethyl: 1



5946 true 2157 2015.9228 2014.9356 1 -9.99 198.57 34.17 36.0 (M:36.0) 2 1 0 K.EVCNAYTELNDPFQQR.Q
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

5947 true 2158 1150.7541 1149.7536 1 -5.86 437.37 34.5 42.1 (M:42.1) 1 1 0 R.LLSIPIHGIR.A Dimethyl:2H(4): 1

5948 true 2158 1612.8507 1611.8559 1 -7.74 168.16 37.67 86.6 (M:86.6) 1 1 0 R.YGPLTGVNVVYDQR.T Dimethyl:2H(4): 1

5949 true 2158 2067.0279 2066.0218 1 -0.57 212.09 34.33 124.6 (M:124.6) 2 1 0 K.QQLSAEELDAQLDAYNAR.M Dimethyl:2H(4): 1

5950 true 2158 2118.1516 2117.1303 1 6.63 218.97 38.5 95.3 (M:95.3) 1 1 0 K.DLLNLSLQPHMEQSVPLR.I Dimethyl: 1



5951 true 2159 1195.6555 1194.6649 1 -13.93 128.64 34.33 27.4 (M:27.4) 1 1 0 R.YTPGIVSAFGK.I Dimethyl: 1, 11

5952 false 2159 1705.9427 1704.9662 1 -18.03 193.06 37.5 18.6 (M:18.6) 2 2 1 K.VTDFKLTLLADNTVK.V Dimethyl: 15

5953 true 2159 1705.9427 1704.9523 1 -9.87 109.89 37.5 92.3 (M:92.3) 2 1 0 R.LVLEVAQHLGENTVR.T Dimethyl: 1

5954 false 2159 1705.9427 1704.902 1 19.62 273.58 37.5 15.1 (M:15.1) 1 3 1 R.QRGQNPKPSPAQADR.K Dimethyl: 1, 7

5955 true 2159 2329.3643 2328.3405 1 7.08 185.91 38.5 133.3 (M:133.3) 1 1 1 K.LVINGHAITIFQERDPSNIK.W Dimethyl:2H(4): 1, 20



5956 true 2159 2466.2479 2465.2088 1 12.9 178.64 36.33 75.9 (M:75.9) 1 1 1 R.HYFQNTQGLIFVVDSNDRER.I Dimethyl: 1

5957 true 2160 1175.6359 1174.6346 1 -5.1 49.95 34.5 24.3 (M:24.3) 1 1 0 R.EQLAIAEFAR.S Dimethyl: 1

5958 true 2160 2070.1331 2069.1269 1 -0.54 153.94 42 22.0 (M:22.0) 1 1 0 K.APGDVSRPVLIQIAESAYR.F Dimethyl: 1

5959 true 2160 2601.2895 2600.2442 1 14.64 164.66 36.33 89.3 (M:89.3) 1 1 0
R.VLGFPCNQFGHQENATNEEIL
R.S

Carbamidomethyl: 6; 
Dimethyl: 1

5960 true 2161 1774.9251 1773.9301 1 -6.94 114.3 37.5 46.6 (M:46.6) 1 1 1 K.KLEENVYYFGTTVR.G Dimethyl: 1, 1



5961 true 2161 2340.2532 2339.2252 1 8.86 134.6 38.33 71.7 (M:71.7) 1 1 0 R.FSFHPISDLPPPEPYVPVNR.S Dimethyl:2H(4): 1

5962 false 2162 992.5594 991.5273 1 24.94 198.1 38.67 17.1 (M:17.1) 1 3 1 K.KCSVVFPR.I Carbamidomethyl: 2

5963 true 2162 992.5594 991.5491 1 3 164.39 38.67 43.0 (M:43.0) 1 1 0 K.FLIDGFPR.N Dimethyl: 1

5964 true 2162 1318.6306 1317.6325 1 -6.98 280.08 34.33 45.9 (M:45.9) 1 1 0 K.DFMIQGGDFTR.G Dimethyl:2H(4): 1

5965 true 2162 1442.7723 1441.7565 1 5.89 236.2 33.17 16.7 (M:16.7) 1 1 0 R.YGVIILDEAHER.T Dimethyl: 1



5966 true 2163 996.5823 995.5742 1 0.81 150.09 38.67 60.1 (M:60.1) 1 1 0 K.FLIDGFPR.N Dimethyl:2H(4): 1

5967 true 2163 1622.7313 1621.7341 1 -6.18 143.19 34.67 36.4 (M:36.4) 1 1 0 K.NCLTNFHGMDLTR.D

Carbamidomethyl: 2; 
Oxidation: 9; Dimethyl: 
1

5968 true 2163 2050.1191 2049.138 1 -12.76 193.39 34.33 25.0 (M:25.0) 1 1 0 R.DVQIGDIVTVGECRPLSK.T
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 18

5969 false 2164 913.4438 912.4341 1 2.6 135.2 34.67 15.7 (M:15.7) 1 4 0 R.EFSDFIR.V

5970 true 2164 913.4438 912.4341 1 2.6 123.54 34.67 30.5 (M:30.5) 2 1 0 M.ASDFYLR.Y Acetyl: 1



5971 true 2164 1650.9558 1649.9381 1 6.32 214.02 38.5 84.9 (M:84.9) 1 1 0 R.VWFVSNIDGTHIAK.T Dimethyl:2H(4): 1, 14

5972 true 2165 1052.5326 1051.5121 1 12.63 269.12 34.5 29.7 (M:29.7) 1 1 0 K.ELNNYIMR.C

5973 true 2166 1358.7653 1357.7275 1 22.46 555.06 34.5 16.5 (M:16.5) 1 1 0 K.ASEVDLAKPLCK.F
Carbamidomethyl: 11; 
Dimethyl: 1

5974 true 2166 1993.9913 1993.0029 1 -9.49 53.28 37.67 40.4 (M:40.4) 1 1 0 R.IFAQYMVPHNLETNER.M Dimethyl:2H(4): 1

5975 true 2167 1385.8254 1384.8078 1 7.43 184.04 37.83 56.2 (M:56.2) 2 1 0 K.QYPISLVLAPTR.E Dimethyl: 1



5976 true 2167 1683.9854 1682.9859 1 -4.57 170.09 36.5 77.2 (M:77.2) 1 1 0 R.VYALPEDLVEVKPK.M Dimethyl: 1, 12, 14

5977 true 2168 1389.8517 1388.8329 1 8.26 235.97 37.83 49.8 (M:49.8) 1 1 0 K.QYPISLVLAPTR.E Dimethyl:2H(4): 1

5978 true 2168 1644.912 1643.9094 1 -2.85 199.37 33.17 29.1 (M:29.1) 1 1 1 K.KSDIDEIVLVGGSTR.I Dimethyl: 1, 1

5979 true 2168 1696.0652 1695.0612 1 -1.93 130.77 36.5 59.8 (M:59.8) 1 1 0 R.VYALPEDLVEVKPK.M
Dimethyl:2H(4): 1, 12, 
14

5980 true 2169 804.4913 803.4905 1 -8.09 212.51 37.83 25.9 (M:25.9) 1 1 0 R.IVELFR.N Dimethyl: 1



5981 false 2169 804.4913 803.4939 1 -12.28 231.58 37.83 15.6 (M:15.6) 1 3 1 K.LKQLMK.L
Oxidation: 5; Dimethyl: 
6

5982 true 2169 1374.7982 1373.7947 1 -2.77 332.68 34.5 55.3 (M:55.3) 2 1 1 K.KAPDFVFYAPR.L Dimethyl:2H(4): 1, 1

5983 true 2169 1374.7982 1373.7947 1 -2.77 332.68 34.5 55.3 (M:55.3) 2 1 1 K.KAPDFVFYAPR.L Dimethyl:2H(4): 1, 1

5984 true 2169 1811.0909 1810.0804 1 1.8 135.08 36.33 45.6 (M:45.6) 1 1 1 R.VREEVPLELVEAHVK.K Dimethyl:2H(4): 1, 15

5985 true 2169 1830.9573 1829.9549 1 -2.62 254.61 38.67 42.2 (M:42.2) 1 1 0 K.DLLPYGFAIHHAGMTR.V Dimethyl:2H(4): 1



5986 true 2169 1971.1003 1970.0949 1 -0.94 149.79 34.83 132.0 (M:132.0) 1 1 1 K.KHLEINPDHSIIETLR.Q Dimethyl: 1, 1

5987 true 2170 1979.1516 1978.1451 1 -0.39 116.11 34.83 127.8 (M:127.8) 1 1 1 K.KHLEINPDHSIIETLR.Q Dimethyl:2H(4): 1, 1

5988 true 2171 1264.6293 1263.6496 1 -21.81 638.75 34.67 15.5 (M:15.5) 1 1 0 R.EIGQSVDEVEK.L Dimethyl:2H(4): 11

5989 true 2171 1661.8279 1660.8243 1 -2.21 169.07 33.5 35.7 (M:35.7) 1 1 0 R.GPCIIYNEDNGIIR.A
Carbamidomethyl: 3; 
Dimethyl: 1

5990 true 2171 1930.0597 1929.0347 1 9.17 91.9 36.33 57.8 (M:57.8) 1 1 1 R.GFCFITYTDEEPVKK.L

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 14, 
15



5991 true 2173 876.5586 875.5608 1 -10.84 379.45 37.67 28.8 (M:28.8) 1 1 0 R.YIEIFK.S Dimethyl:2H(4): 1, 6

5992 true 2173 876.5586 875.5608 1 -10.84 379.45 37.67 28.8 (M:28.8) 1 1 0 R.YIEIFK.S Dimethyl:2H(4): 1, 6

5993 false 2174 883.4878 882.4749 1 6.42 509.78 37.67 16.2 (M:16.2) 1 2 0 K.LDFSDVR.M Dimethyl:2H(4): 1

5994 true 2174 883.4878 882.4901 1 -10.85 492.43 37.67 39.8 (M:39.8) 1 1 0 K.LFDFPGR.G Dimethyl:2H(4): 1

5995 true 2174 1470.8816 1469.888 1 -9.3 286.75 34.33 86.5 (M:86.5) 2 1 1 K.LKEVFSMAGAVVR.A Dimethyl:2H(4): 1, 2



5996 true 2174 1896.027 1895.0203 1 -0.32 325.9 38.5 29.5 (M:29.5) 1 1 0 K.LLGPTSGGSHDGLIPWTR.F Dimethyl:2H(4): 1

5997 true 2174 1948.0586 1947.0355 1 8.08 119.01 37.67 53.0 (M:53.0) 2 1 0 K.SGTGIAAMSVMRPELIMK.S Dimethyl: 1, 18

5998 true 2174 2605.3064 2604.2693 1 11.46 192.9 36.33 76.9 (M:76.9) 1 1 0
R.VLGFPCNQFGHQENATNEEIL
R.S

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5999 false 2175 1030.552 1029.5455 1 -0.75 183.64 35 17.8 (M:17.8) 1 6 1 K.KEESEKPR.G Dimethyl: 6

6000 true 2175 1610.8918 1609.8862 1 -0.99 235.26 42.33 96.3 (M:96.3) 1 1 0 R.SLHDALCVLAQTVK.D
Carbamidomethyl: 7; 
Dimethyl: 1, 14



6001 true 2176 1618.9459 1617.9364 1 1.41 237.01 42.33 110.0 (M:110.0) 1 1 0 R.SLHDALCVLAQTVK.D
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 14

6002 true 2176 1646.9014 1645.8912 1 1.78 160.92 34.33 18.7 (M:18.7) 1 1 0 R.IWSVPNASCVQVVR.A
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

6003 true 2176 1705.797 1704.8063 1 -9.7 220 34.67 43.9 (M:43.9) 1 1 0 K.GAEEMETVIPTDVMR.R Dimethyl: 1

6004 true 2176 3199.5935 3198.6019 1 -4.92 182.95 38.67 92.0 (M:92.0) 1 1 0
R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Oxidation: 6

6005 true 2176 3199.5935 3198.6019 1 -4.92 182.95 38.67 92.0 (M:92.0) 1 1 0
R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Oxidation: 6



6006 true 2177 1266.6457 1265.6438 1 -4.23 82.25 36.67 26.9 (M:26.9) 1 1 0 R.NLVCTDLFTR.G
Carbamidomethyl: 4; 
Dimethyl: 1

6007 true 2177 1709.8246 1708.8314 1 -8.23 233.69 34.67 45.1 (M:45.1) 1 1 0 K.GAEEMETVIPTDVMR.R Dimethyl:2H(4): 1

6008 true 2177 1725.0231 1724.0146 1 0.68 186.78 34.67 60.9 (M:60.9) 2 1 0 R.LIVSLMRPPAYSDAK.E Dimethyl:2H(4): 1, 15

6009 false 2177 1790.9551 1789.9309 1 9.44 228.15 33.17 20.5 (M:20.5) 2 3 1 K.KDGSETVISGSLDDLVK.V Dimethyl: 17

6010 true 2177 3211.6226 3210.6383 1 -7.16 242.07 39 90.5 (M:90.5) 1 1 0
R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Dimethyl: 1



6011 true 2177 3211.6226 3210.6383 1 -7.16 242.07 39 90.5 (M:90.5) 1 1 0
R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Dimethyl: 1

6012 true 2178 890.5501 889.5385 1 4.76 374.35 37.83 26.4 (M:26.4) 3 1 0 K.NISFLLR.K Dimethyl: 1

6013 true 2178 1270.6677 1269.6689 1 -6.67 124.08 36.67 36.9 (M:36.9) 1 1 0 R.NLVCTDLFTR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

6014 false 2178 1316.7043 1315.6918 1 3.93 273.17 35 15.2 (M:15.2) 1 8 1 R.INAAIRMGDAEK.T Dimethyl: 12

6015 true 2178 1316.7043 1315.6918 1 3.93 273.08 35 73.0 (M:73.0) 3 1 0 R.GLCAIAQAESLR.Y
Carbamidomethyl: 3; 
Dimethyl: 1



6016 true 2178 1832.9071 1831.9006 1 -0.4 185.59 42.17 37.5 (M:37.5) 1 1 0 R.VYADGIFDLFHSGHAR.A Dimethyl: 1

6017 true 2178 3215.647 3214.6634 1 -7.37 235.82 39 129.2 (M:129.2) 1 1 0
R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Dimethyl:2H(4): 1

6018 true 2178 3215.647 3214.6634 1 -7.37 235.82 39 129.2 (M:129.2) 1 1 0
R.TTGIVMDSGDGVTHTVPIYEG
YALPHAILR.L Dimethyl:2H(4): 1

6019 true 2179 1320.7295 1319.7169 1 4.03 253.76 35 66.5 (M:66.5) 2 1 0 R.GLCAIAQAESLR.Y
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6020 true 2179 2010.1202 2009.1197 1 -3.38 150.52 33.33 102.7 (M:102.7) 3 1 0 R.VAPEEHPVLLTEAPLNPK.A Dimethyl: 1, 18



6021 true 2179 2010.1202 2009.1197 1 -3.38 150.52 33.33 102.7 (M:102.7) 3 1 0 R.VAPEEHPVLLTEAPLNPK.A Dimethyl: 1, 18

6022 true 2181 2431.2134 2430.193 1 5.43 159.23 39.33 75.2 (M:75.2) 2 1 0 R.SFDIPPPPMQSDHPFFSTISK.D Dimethyl: 1, 21

6023 false 2182 871.5427 870.5175 1 20.56 432.63 33.33 21.0 (M:21.0) 1 8 0 R.QELANLK.K Dimethyl: 1, 7

6024 true 2182 1120.6933 1119.678 1 7.24 214.37 37.67 24.4 (M:24.4) 1 1 0 K.STFFNVLTK.S Dimethyl:2H(4): 1, 9

6025 true 2182 1935.9619 1934.9698 1 -7.84 155.34 34.5 105.2 (M:105.2) 2 1 0 R.LQQELDDIAVDLDHQR.Q Dimethyl: 1



6026 true 2182 2143.0433 2142.0357 1 0.15 174.52 42.17 64.4 (M:64.4) 1 1 0 M.AYHSFLLEPISCHAWNK.D
Carbamidomethyl: 12; 
Acetyl: 1; Dimethyl: 17

6027 true 2182 2439.2642 2438.2432 1 5.64 174.77 39 26.7 (M:26.7) 1 1 0 R.SFDIPPPPMQSDHPFFSTISK.D Dimethyl:2H(4): 1, 21

6028 false 2183 962.5249 961.5018 1 16.43 157.6 33.5 31.4 (M:31.4) 1 3 0 R.EASPEEIR.R Dimethyl:2H(4): 1

6029 true 2183 962.5249 961.5233 1 -5.86 165.48 33.5 55.1 (M:55.1) 2 1 0 R.QLFEELR.R Dimethyl: 1

6030 true 2183 1157.5645 1156.5522 1 4.38 387.37 37.83 35.1 (M:35.1) 2 1 0 K.MCLFAGFQR.K
Carbamidomethyl: 2; 
Dimethyl: 1



6031 true 2183 1247.6996 1246.6921 1 0.15 98.93 36.67 41.6 (M:41.6) 1 1 0 K.NQVSIDQIFK.D Dimethyl: 1, 10

6032 true 2183 1578.8324 1577.8202 1 3.12 98.25 38.67 37.3 (M:37.3) 1 1 0 K.ISNLLSDYGYHLR.G Dimethyl: 1

6033 true 2183 1939.9863 1938.9949 1 -8.19 189.83 34.5 102.9 (M:102.9) 2 1 0 R.LQQELDDIAVDLDHQR.Q Dimethyl:2H(4): 1

6034 true 2183 2147.0793 2146.0608 1 5.25 216.82 42.17 55.7 (M:55.7) 1 1 0 M.AYHSFLLEPISCHAWNK.D

Carbamidomethyl: 12; 
Dimethyl:2H(4): 17; 
Acetyl: 1

6035 true 2183 2375.389 2374.3992 1 -7.34 138.07 34.5 83.2 (M:83.2) 2 1 1 K.SFPKDDPSKPVHLTAFLGYK.A
Dimethyl:2H(4): 1, 4, 9, 
20



6036 true 2184 966.5502 965.5484 1 -5.65 145.1 33.5 48.2 (M:48.2) 1 1 0 R.QLFEELR.R Dimethyl:2H(4): 1

6037 true 2184 1582.8575 1581.8453 1 3.09 179.78 38.83 75.7 (M:75.7) 1 1 0 K.ISNLLSDYGYHLR.G Dimethyl:2H(4): 1

6038 true 2184 1928.0989 1927.0573 1 17.82 160.24 35.5 17.9 (M:17.9) 1 59.22 1 1 R.RMLLMGGSAFSPASIITK.R
Dimethyl:2H(4): 18; 
Oxidation: 5

6039 true 2184 1959.869 1958.8771 1 -7.83 199.78 34.5 67.3 (M:67.3) 2 1 0 R.EVQGHESDEFMGYFPR.G Dimethyl:2H(4): 1

6040 true 2185 881.5496 880.5422 1 0.06 461.92 34.5 45.6 (M:45.6) 1 1 0 R.IAAYLFK.G Dimethyl: 1, 7



6041 false 2185 881.5496 880.5605 1 -20.71 539.15 34.5 17.8 (M:17.8) 1 9 0 K.ISITLMK.D

Dimethyl:2H(4): 1; 
Oxidation: 6; Dimethyl: 
7

6042 false 2186 921.502 920.508 1 -14.35 225.51 34.67 15.8 (M:15.8) 1 3 1 K.DKFSNVR.I Dimethyl: 1, 2

6043 true 2186 921.502 920.4905 1 4.56 266.15 34.67 23.2 (M:23.2) 1 1 0 K.GDPGAYGPK.G
Dimethyl:2H(4): 1; 
Dimethyl: 9

6044 true 2186 957.5897 956.5807 1 1.76 139.49 34.5 30.4 (M:30.4) 1 1 0 K.LFIGNLPR.E Dimethyl: 1

6045 false 2186 1063.5547 1062.557 1 -9 60.23 33.17 15.4 (M:15.4) 1 7 1 K.SNKNQFNR.G Dimethyl: 1, 3



6046 false 2186 1063.5547 1062.5379 1 8.95 207.61 33.17 15.5 (M:15.5) 1 6 1 K.NEVEKCTK.Y
Carbamidomethyl: 6; 
Dimethyl: 1, 8

6047 true 2186 1063.5547 1062.5346 1 12.12 106.99 33.17 42.9 (M:42.9) 2 1 0 K.NVFEEEIR.E Dimethyl: 1

6048 true 2187 1748.929 1747.9308 1 -5.17 262.59 39.67 47.4 (M:47.4) 1 1 0 K.GQFAEHLLAAGFVNSR.D Dimethyl:2H(4): 1

6049 true 2187 2364.3095 2363.2961 1 2.58 148.13 42.17 101.5 (M:101.5) 1 1 0
R.TAIGSFNGALSALPAHELGAAV
IR.E Dimethyl: 1

6050 true 2188 1119.5712 1118.5642 1 -0.26 327.86 34.67 36.8 (M:36.8) 1 1 0 R.SEIDMLDIR.E Dimethyl: 1



6051 true 2188 1312.8582 1311.8428 1 6.18 239.89 39 60.9 (M:60.9) 4 1 0 K.ELLLQPVIISR.N Dimethyl:2H(4): 1

6052 true 2188 1826.9393 1825.9298 1 1.21 200.57 38.67 53.8 (M:53.8) 1 1 0 K.DLLPYGFAIHHAGMTR.V Dimethyl: 1

6053 true 2188 1991.0428 1990.0462 1 -5.38 130.3 36.67 74.8 (M:74.8) 1 1 0 K.IFAQYLVPHNLETEER.M Dimethyl:2H(4): 1

6054 true 2189 1123.5965 1122.5893 1 -0.05 313.69 34.67 32.1 (M:32.1) 1 1 0 R.SEIDMLDIR.E Dimethyl:2H(4): 1

6055 true 2189 1148.6055 1147.606 1 -6.76 237.74 38 48.9 (M:48.9) 1 1 0 K.MTPLVQEFR.E Dimethyl: 1



6056 true 2189 2462.3184 2461.3005 1 4.3 199.2 42.33 34.3 (M:34.3) 1 1 0
R.FLHEYVSSYGQAPLPVLLGSTR.
N Dimethyl: 1

6057 true 2190 1018.5954 1017.5888 1 -0.58 203.56 34.5 29.5 (M:29.5) 1 1 0 K.FFVGGNWK.M Dimethyl:2H(4): 1, 8

6058 true 2190 1335.741 1334.7318 1 1.37 195.52 39.17 47.5 (M:47.5) 1 1 0 K.NVFNMVVEVPR.W Dimethyl:2H(4): 1

6059 true 2191 1029.5992 1028.5957 1 -3.65 259.23 34.5 21.2 (M:21.2) 1 1 0 R.AGFITIGYR.G Dimethyl:2H(4): 1

6060 true 2191 1245.6919 1244.6877 1 -2.52 83.48 37.83 35.6 (M:35.6) 1 1 0 K.QVAEQFLNIR.S Dimethyl: 1



6061 true 2191 1356.7695 1355.766 1 -2.79 186 33.5 30.7 (M:30.7) 1 1 1 R.NDEELNKLLGK.V Dimethyl: 1, 7, 11

6062 true 2192 1368.8502 1367.8414 1 1.12 243.22 33.5 89.3 (M:89.3) 1 1 1 R.NDEELNKLLGK.V Dimethyl:2H(4): 1, 7, 11

6063 true 2192 1377.7027 1376.701 1 -4.01 296.05 34.67 54.0 (M:54.0) 1 1 0 K.ADDGTPFVQMIK.D Dimethyl: 1, 12

6064 true 2192 1912.1031 1911.0957 1 0.04 182.79 37 28.6 (M:28.6) 1 1 1 K.FIYVDVIPEEAAPTRK.S Dimethyl:2H(4): 1, 16

6065 true 2193 1188.5783 1187.5798 1 -7.37 116.24 34.5 24.1 (M:24.1) 1 1 0 K.YYAVNFPMR.D Dimethyl: 1



6066 true 2193 1551.8313 1550.8205 1 2.22 137.35 39.17 59.9 (M:59.9) 1 1 0 K.DIGAAWVILGHSER.R Dimethyl: 1

6067 true 2194 1192.6083 1191.6049 1 -3.2 117.18 34.5 27.7 (M:27.7) 1 1 0 K.YYAVNFPMR.D Dimethyl:2H(4): 1

6068 true 2194 1555.8561 1554.8456 1 2.06 212.62 39.17 82.1 (M:82.1) 1 1 0 K.DIGAAWVILGHSER.R Dimethyl:2H(4): 1

6069 true 2194 1665.8512 1664.8494 1 -3.32 212.69 33.33 41.8 (M:41.8) 1 1 0 R.GPCIIYNEDNGIIR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6070 true 2194 2072.1596 2071.1554 1 -1.49 174.26 37 58.2 (M:58.2) 1 1 1 R.TLPEIFEAAAGKEPEHIR.A Dimethyl:2H(4): 1, 12



6071 false 2195 1402.7875 1401.8014 1 -15.04 209.01 42.33 15.3 (M:15.3) 1 3 1 R.RCNTLISLIEK.E
Carbamidomethyl: 2; 
Dimethyl: 1, 11

6072 true 2195 1402.7875 1401.7769 1 2.42 273.14 42.33 45.4 (M:45.4) 1 1 0 K.QFAEILHFTLR.F Dimethyl: 1

6073 true 2196 1041.5762 1040.5627 1 6.05 145.98 35.17 43.4 (M:43.4) 1 1 0 K.GVVTAEMFR.H Dimethyl:2H(4): 1

6074 true 2196 1406.8151 1405.802 1 4.18 297.64 42.33 20.6 (M:20.6) 1 1 0 K.QFAEILHFTLR.F Dimethyl:2H(4): 1

6075 true 2197 1719.7563 1718.757 1 -4.65 279.95 34.83 119.3 (M:119.3) 2 1 0 M.ASAAHFSEEEMAELR.E Acetyl: 1



6076 true 2198 1027.6112 1026.6073 1 -3.35 180.9 33.5 38.4 (M:38.4) 1 1 0 K.LLQLIEDR.G Dimethyl: 1

6077 true 2198 1058.6451 1057.6284 1 8.93 69.18 37.83 16.5 (M:16.5) 1 1 0 R.NLILSAFPR.N Dimethyl: 1

6078 true 2198 1193.6171 1192.6063 1 2.99 125.5 38.83 35.7 (M:35.7) 1 1 0 K.GLEYLHFMR.K Dimethyl: 1

6079 true 2198 1235.6765 1234.6744 1 -4.16 173.3 34.5 73.6 (M:73.6) 2 1 0 K.SFLMNQLAQK.R Dimethyl: 1, 10

6080 false 2198 1631.8951 1630.8959 1 -4.97 133.63 37.17 15.6 (M:15.6) 1 2 1 K.QFFVAVEREEWK.F Dimethyl:2H(4): 1, 12



6081 true 2198 1750.8478 1749.8342 1 3.6 228.17 34.67 21.6 (M:21.6) 1 1 1 K.DIDSEKEAAMEAEIK.A
Oxidation: 10; Dimethyl: 
1, 15

6082 true 2198 1940.0349 1939.0197 1 4.1 110.07 39.17 79.8 (M:79.8) 2 1 0 R.IIEVVDAIMTTAQSHQR.T Dimethyl: 1

6083 true 2199 1031.6329 1030.6325 1 -6.64 164.77 33.5 38.3 (M:38.3) 1 1 0 K.LLQLIEDR.G Dimethyl:2H(4): 1

6084 true 2199 1197.6424 1196.6314 1 3.14 81.09 38.83 35.3 (M:35.3) 1 1 0 K.GLEYLHFMR.K Dimethyl:2H(4): 1

6085 true 2199 1258.7013 1257.6904 1 2.89 141.78 38 23.1 (M:23.1) 1 1 0 K.SLCIPFQPLR.E
Carbamidomethyl: 3; 
Dimethyl: 1



6086 true 2200 1264.7953 1263.7915 1 -2.71 153.67 34.5 34.0 (M:34.0) 1 1 0 K.ILITTVPPNLR.K Dimethyl: 1

6087 true 2200 1658.8496 1657.8424 1 -0.06 232.96 37.17 137.9 (M:137.9) 1 1 0 K.HSGSVSFDEIVNIAR.Q Dimethyl: 1

6088 true 2201 1357.7384 1356.719 1 8.89 178.45 38 44.6 (M:44.6) 1 1 0 R.FQVVNSYGLFR.R Dimethyl: 1

6089 true 2201 1482.8976 1481.8868 1 2.4 305.32 35.17 34.1 (M:34.1) 1 1 0 R.IETLDPALIRPGR.I Dimethyl:2H(4): 1

6090 true 2201 1662.8749 1661.8675 1 0.08 241.99 37.17 89.1 (M:89.1) 1 1 0 K.HSGSVSFDEIVNIAR.Q Dimethyl:2H(4): 1



6091 true 2202 1606.8421 1605.8304 1 2.78 120.68 39 41.9 (M:41.9) 1 1 0 K.VQFVPFHTDLGYR.H Dimethyl: 1

6092 true 2202 1881.0256 1880.0407 1 -11.92 159.46 37.83 75.2 (M:75.2) 1 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl: 1, 18

6093 true 2202 1881.0256 1880.0407 1 -11.92 159.46 37.83 75.2 (M:75.2) 1 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl: 1, 18

6094 true 2202 1881.0256 1880.0407 1 -11.92 159.46 37.83 75.2 (M:75.2) 1 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl: 1, 18

6095 true 2202 2113.0336 2112.0459 1 -9.27 262.5 34.67 38.4 (M:38.4) 1 1 1 K.YELVDISQDNALREEMR.A Dimethyl:2H(4): 1



6096 true 2203 1594.8175 1593.8039 1 3.98 190.75 33.83 111.4 (M:111.4) 1 1 0 R.ITPSYVAFTPEGER.L Dimethyl: 1

6097 true 2203 1889.079 1888.091 1 -10.16 186.55 37.83 98.1 (M:98.1) 1 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl:2H(4): 1, 18

6098 true 2203 1889.079 1888.091 1 -10.16 186.55 37.83 98.1 (M:98.1) 1 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl:2H(4): 1, 18

6099 true 2203 1889.079 1888.091 1 -10.16 186.55 37.83 98.1 (M:98.1) 1 1 0 K.VGINYQPPTVVPGGDLAK.V Dimethyl:2H(4): 1, 18

6100 true 2203 2103.1044 2102.111 1 -6.64 194 42.33 42.9 (M:42.9) 1 1 0 R.FLSQPFQVAEVFTGHMGK.L
Dimethyl:2H(4): 1, 18; 
Oxidation: 16



6101 true 2204 1386.8504 1385.8656 1 -16.25 264.8 34.67 27.6 (M:27.6) 1 1 1 R.IRGETLGIIGLGR.V Dimethyl:2H(4): 1

6102 true 2204 1386.8504 1385.8656 1 -16.25 264.8 34.67 27.6 (M:27.6) 1 1 1 R.IRGETLGIIGLGR.V Dimethyl:2H(4): 1

6103 true 2204 1634.8658 1633.8498 1 5.35 151.56 35.17 48.6 (M:48.6) 1 1 0 K.AIANECQANFISIK.G
Carbamidomethyl: 6; 
Dimethyl: 1, 14

6104 true 2205 1642.9132 1641.9 1 3.59 197.28 35.17 76.9 (M:76.9) 1 1 0 K.AIANECQANFISIK.G
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 14

6105 true 2205 1914 1913.0134 1 -10.85 202.15 37.67 95.3 (M:95.3) 1 1 1 R.KEEGSAPSNSFIPSFPR.A Dimethyl:2H(4): 1, 1



6106 true 2206 2066.0874 2065.0804 1 -0.1 182.15 37.17 131.5 (M:131.5) 1 1 1 K.HSQAIEELAEQLEQTKR.V Dimethyl: 1, 16

6107 true 2207 960.581 959.5742 1 -0.48 78.69 37.83 31.7 (M:31.7) 2 1 0 K.IEPPGLFR.G Dimethyl:2H(4): 1

6108 false 2207 960.581 959.5626 1 11.56 260.68 37.83 20.4 (M:20.4) 1 2 1 R.IFHKLMK.R
Oxidation: 6; Dimethyl: 
7

6109 true 2207 1642.1274 1641.1172 1 1.79 229.32 34.67 65.2 (M:65.2) 2 1 1 R.VIDPFTIKPLDKK.T
Dimethyl:2H(4): 1, 8, 12, 
13

6110 true 2207 2074.1217 2073.1306 1 -7.79 213.03 37.17 96.9 (M:96.9) 1 1 1 K.HSQAIEELAEQLEQTKR.V Dimethyl:2H(4): 1, 16



6111 true 2208 1152.6326 1151.6227 1 2.33 411.74 35 66.3 (M:66.3) 2 1 0 K.FADENFILK.H Dimethyl: 1, 9

6112 false 2208 1152.6326 1151.6373 1 -10.34 368.9 35 26.7 (M:26.7) 1 8 1 R.TRDAFVMLK.N
Oxidation: 7; Dimethyl: 
1, 9

6113 false 2208 1152.6326 1151.6083 1 14.81 352.59 35 30.4 (M:30.4) 2 4 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; 
Oxidation: 1; Dimethyl: 
1, 9

6114 true 2208 2069.1197 2068.0953 1 8.29 171.07 39 101.8 (M:101.8) 1 1 0 R.GLLGALTSTPYSPTQHLER.E Dimethyl: 1

6115 false 2209 1160.6848 1159.6725 1 4.31 531.8 35 15.4 (M:15.4) 1 5 0 R.ILNFLMHPK.S
Dimethyl:2H(4): 9; 
Oxidation: 6



6116 true 2209 2073.1417 2072.1204 1 6.78 181.34 39 108.5 (M:108.5) 1 1 0 R.GLLGALTSTPYSPTQHLER.E Dimethyl:2H(4): 1

6117 true 2209 2806.3499 2805.3466 1 -1.4 151.31 37.17 96.5 (M:96.5) 1 1 0
K.AYHEQLSVAEITNACFEPANQ
MVK.C

Carbamidomethyl: 15; 
Dimethyl: 1, 24

6118 true 2210 1224.7121 1223.6964 1 6.83 77.56 38.17 53.1 (M:53.1) 1 1 0 R.QINWTVLYR.R Dimethyl:2H(4): 1

6119 true 2210 1716.9726 1715.9644 1 0.52 133.15 34.67 46.2 (M:46.2) 2 1 0 R.LIVSLMRPPAYSDAK.E Dimethyl: 1, 15

6120 true 2210 1806.9456 1805.951 1 -7.02 173.28 33.17 44.7 (M:44.7) 2 1 1 M.SDKPDMAEIEKFDK.S

Dimethyl:2H(4): 3, 11, 
14; Acetyl: 1; Oxidation: 
6



6121 true 2210 2814.4013 2813.3968 1 -0.99 142.52 37.17 129.9 (M:129.9) 1 1 0
K.AYHEQLSVAEITNACFEPANQ
MVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 24

6122 false 2210 2814.4013 2813.3302 1 22.67 172.59 37.17 47.1 (M:47.1) 1 2 0
K.AYHEQLSVAEITNSCFEPANQ
MVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1; 
Oxidation: 22

6123 false 2210 2814.4013 2813.3302 1 22.67 172.59 37.17 47.1 (M:47.1) 1 2 0
R.AYHEQLSVAEITNSCFEPANQ
MVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1; 
Oxidation: 22

6124 false 2211 890.5066 889.5134 1 -15.83 270.01 37.33 26.4 (M:26.4) 1 2 1 K.RGFGNIAK.S Dimethyl: 8

6125 true 2211 1763.9068 1762.8977 1 1.01 248.47 34.5 16.3 (M:16.3) 1 1 0 K.ARPEYMLPVHFYGR.V Dimethyl: 1



6126 false 2212 1002.5628 1001.5393 1 16.19 200.02 37.33 15.9 (M:15.9) 1 6 0 R.SSPSDTKPK.C Dimethyl: 7, 9

6127 true 2212 1294.681 1293.654 1 15.27 118.39 39.83 18.8 (M:18.8) 1 1 0 K.WSMVDVQFVR.M Dimethyl: 1

6128 true 2212 1767.9337 1766.9228 1 2.05 255.49 34.5 23.0 (M:23.0) 1 1 0 K.ARPEYMLPVHFYGR.V Dimethyl:2H(4): 1

6129 true 2213 1164.5993 1163.6009 1 -7.58 288.01 38 23.1 (M:23.1) 1 1 0 K.MTPLVQEFR.E
Oxidation: 1; Dimethyl: 
1

6130 true 2213 1244.708 1243.6999 1 0.71 159.4 42.5 75.5 (M:75.5) 1 1 0 K.SAEFLLHMLK.N Dimethyl: 1, 10



6131 true 2214 1252.7601 1251.7501 1 2.22 137.5 42.5 68.8 (M:68.8) 1 1 0 K.SAEFLLHMLK.N Dimethyl:2H(4): 1, 10

6132 true 2214 1598.8429 1597.829 1 4.13 219.42 33.83 97.4 (M:97.4) 1 1 0 R.ITPSYVAFTPEGER.L Dimethyl:2H(4): 1

6133 true 2214 1848.0172 1847.0054 1 2.48 139.15 34.5 16.5 (M:16.5) 2 1 0 R.THPSVVPGNIAFSLPQR.K Dimethyl: 1

6134 true 2215 1260.7074 1259.6948 1 4.21 141.87 42.5 38.4 (M:38.4) 1 1 0 K.SAEFLLHMLK.N
Oxidation: 8; Dimethyl: 
1, 10

6135 true 2215 1368.7012 1367.6874 1 4.81 229.71 39.33 54.4 (M:54.4) 2 1 0 K.YSFLQFDPAPR.R Dimethyl: 1



6136 true 2215 1852.0323 1851.0305 1 -2.95 310.96 34.5 57.9 (M:57.9) 1 1 0 R.THPSVVPGNIAFSLPQR.K Dimethyl:2H(4): 1

6137 true 2216 1135.6071 1134.6033 1 -3.07 296.73 35.33 37.7 (M:37.7) 1 1 0 K.AGLSQSLFER.L Dimethyl: 1

6138 false 2216 1171.6683 1170.6397 1 18.19 102.32 34.17 20.0 (M:20.0) 1 4 0 K.QFVLDLHSGK.L Dimethyl: 10

6139 false 2216 1171.6683 1170.6761 1 -12.86 49 34.17 28.6 (M:28.6) 1 2 0 K.FSPAGPVLSIR.V Dimethyl: 1

6140 true 2216 1227.6809 1226.6547 1 15.44 71.41 38.67 28.3 (M:28.3) 1 1 0 R.STLNEIYFGK.T Dimethyl: 1, 10



6141 true 2216 1372.7381 1371.7125 1 13.37 242.18 39.33 41.1 (M:41.1) 2 1 0 K.YSFLQFDPAPR.R Dimethyl:2H(4): 1

6142 false 2217 1139.633 1138.6181 1 6.72 256.67 35.33 16.7 (M:16.7) 1 2 0 -.MAMPPYILR.L
Dimethyl:2H(4): 1; 
Oxidation: 3

6143 true 2217 1139.633 1138.6284 1 -2.38 304.54 35.33 29.5 (M:29.5) 1 1 0 K.AGLSQSLFER.L Dimethyl:2H(4): 1

6144 false 2217 1175.6964 1174.6809 1 6.99 92.1 34 19.7 (M:19.7) 1 9 1 R.KESSLTVAEK.K Dimethyl: 1, 1, 10

6145 false 2217 1175.6964 1174.7012 1 -10.28 38.78 34 25.4 (M:25.4) 1 2 0 K.FSPAGPVLSIR.V Dimethyl:2H(4): 1



6146 true 2217 1761.9888 1760.9825 1 -0.57 205.64 39.5 62.7 (M:62.7) 1 1 0 R.DYLHLPPEIVPATLR.R Dimethyl: 1

6147 true 2218 1025.5417 1024.5342 1 0.22 159.56 37.5 60.1 (M:60.1) 2 1 0 K.DASVVGFFR.D Dimethyl: 1

6148 true 2218 1766.0248 1765.0076 1 5.63 215.2 39.5 84.3 (M:84.3) 1 1 0 R.DYLHLPPEIVPATLR.R Dimethyl:2H(4): 1

6149 true 2218 1838.9092 1837.921 1 -10.39 172.48 34.83 36.2 (M:36.2) 1 1 0 K.YGPIADVSIVYDQQSR.R Dimethyl: 1

6150 false 2219 860.5294 859.528 1 -6.79 384.44 34.83 20.2 (M:20.2) 1 6 0 K.LGFAGIVR.E Dimethyl: 1



6151 false 2219 860.5294 859.5068 1 17.77 362.71 34.83 16.2 (M:16.2) 1 9 0 R.IHIFFR.F Dimethyl: 1

6152 true 2219 1254.6743 1253.674 1 -5.6 100.78 37.83 33.6 (M:33.6) 1 1 0 R.DIICQIAYAR.I
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

6153 true 2219 1842.9349 1841.9461 1 -10.02 293.31 34.83 48.8 (M:48.8) 1 1 0 K.YGPIADVSIVYDQQSR.R Dimethyl:2H(4): 1

6154 false 2220 865.4581 864.4603 1 -10.91 677.44 34.67 15.9 (M:15.9) 1 3 0 K.LSSADGQR.V Dimethyl:2H(4): 1

6155 true 2220 1287.7117 1286.6983 1 4.8 116.14 37.5 50.0 (M:50.0) 1 1 0 K.NPFLAVVTENR.K Dimethyl: 1



6156 true 2220 1414.8574 1413.8595 1 -6.66 223.88 38 91.8 (M:91.8) 2 1 0 R.IITLAGPTNAIFK.A Dimethyl: 1, 13

6157 true 2221 935.5359 934.5276 1 1.06 96.43 39.67 35.0 (M:35.0) 2 1 0 K.FLPLFDR.V Dimethyl: 1

6158 true 2221 2170.05 2169.0048 1 17.45 192.79 33.67 79.1 (M:79.1) 1 1 0 R.SPDVGLYGVTPECAETYQR.E
Carbamidomethyl: 13; 
Dimethyl: 1

6159 false 2223 1553.9182 1552.9487 1 -24.33 248.76 39.17 17.2 (M:17.2) 1 2 1 K.NMLRPTGKVVGIIK.R Dimethyl: 8

6160 true 2224 1022.6049 1021.5961 1 1.56 205.69 34.67 40.5 (M:40.5) 1 1 0 K.VFQFLNAK.C Dimethyl: 1, 8



6161 false 2224 1022.6049 1021.592 1 5.49 203.24 34.67 16.7 (M:16.7) 1 4 0 K.VEHLLQQK.E Dimethyl: 1

6162 true 2224 1092.5305 1091.5256 1 -2.17 172.11 42.67 24.5 (M:24.5) 3 1 0 -.MMPFGGIAAR.L Acetyl: 1

6163 true 2224 1114.5993 1113.5859 1 5.5 273.24 39.5 30.6 (M:30.6) 1 1 0 K.FYLDLYPR.E Dimethyl: 1

6164 true 2224 1484.8398 1483.8358 1 -2.27 131.28 35.5 62.5 (M:62.5) 1 1 0 K.GQIQEIVLVGGSTR.I Dimethyl: 1

6165 true 2224 1611.8133 1610.8033 1 1.69 78.56 38 17.4 (M:17.4) 1 1 0 R.MGGAMIGVFAGGMGAPR.M Dimethyl:2H(4): 1



6166 true 2225 1118.6291 1117.611 1 9.68 385.45 39.5 28.8 (M:28.8) 1 1 0 K.FYLDLYPR.E Dimethyl:2H(4): 1

6167 true 2225 1506.7967 1505.7991 1 -6.39 148.51 37.83 30.1 (M:30.1) 1 1 0 K.LDFIRPYDVANR.K Dimethyl: 1

6168 true 2225 1610.8814 1609.8555 1 11.57 197.16 39 22.8 (M:22.8) 1 1 0 K.VQFVPFHTDLGYR.H Dimethyl:2H(4): 1

6169 true 2226 1947.0433 1946.0601 1 -12.35 126.35 34 127.6 (M:127.6) 1 1 1 K.IFVGGIKEDTEEYNLR.E Dimethyl:2H(4): 1, 7

6170 true 2227 1062.6015 1061.5918 1 2.28 245.06 35.17 47.7 (M:47.7) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8



6171 true 2227 1062.6015 1061.5918 1 2.28 245.06 35.17 47.7 (M:47.7) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

6172 true 2227 1062.6015 1061.5918 1 2.28 245.06 35.17 47.7 (M:47.7) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

6173 false 2228 953.5108 952.5089 1 -5.6 106.89 33.33 15.2 (M:15.2) 1 3 0 K.DIEMEIK.W

Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 
7

6174 true 2228 1070.5488 1069.5365 1 4.61 321.72 35.17 59.7 (M:59.7) 4 1 0 R.DLTDYLMK.I
Oxidation: 7; Dimethyl: 
1, 8

6175 true 2228 1070.5488 1069.5365 1 4.61 321.72 35.17 59.7 (M:59.7) 4 1 0 R.DLTDYLMK.I
Oxidation: 7; Dimethyl: 
1, 8



6176 true 2228 1070.5488 1069.5365 1 4.61 321.72 35.17 59.7 (M:59.7) 4 1 0 R.DLTDYLMK.I
Oxidation: 7; Dimethyl: 
1, 8

6177 true 2228 1667.918 1666.9116 1 -0.55 189.63 39 67.7 (M:67.7) 1 1 0 R.EPYHLALSNMPLVK.S Dimethyl: 1, 14

6178 true 2228 1995.0062 1994.0383 1 -19.71 114.77 33.83 25.8 (M:25.8) 1 1 1 R.GCPENEIEFPVNEIKR.T
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 15

6179 true 2229 1078.5967 1077.5868 1 2.49 239.47 35.17 34.8 (M:34.8) 2 1 0 R.DLTDYLMK.I
Dimethyl:2H(4): 1, 8; 
Oxidation: 7

6180 true 2229 1078.5967 1077.5868 1 2.49 239.47 35.17 34.8 (M:34.8) 2 1 0 R.DLTDYLMK.I
Dimethyl:2H(4): 1, 8; 
Oxidation: 7



6181 true 2229 1078.5967 1077.5868 1 2.49 239.47 35.17 34.8 (M:34.8) 2 1 0 R.DLTDYLMK.I
Dimethyl:2H(4): 1, 8; 
Oxidation: 7

6182 true 2229 1570.7511 1569.7548 1 -6.94 140.08 38 56.7 (M:56.7) 1 1 0 R.VTWDSSFCAVNPR.F
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

6183 true 2229 1795.9184 1794.9166 1 -3.03 198.79 35.33 96.0 (M:96.0) 1 1 0 K.FLQEHAAQAFLAEHR.L Dimethyl: 1

6184 true 2230 885.5227 884.516 1 -0.62 415.79 38.33 41.0 (M:41.0) 1 1 0 K.FLQFFK.H Dimethyl: 1, 6

6185 true 2230 1144.6767 1143.6636 1 5.13 393.08 34.67 29.5 (M:29.5) 2 1 0 K.MGVPYCIIK.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 9



6186 true 2230 1609.8301 1608.83 1 -4.47 159.65 38 59.4 (M:59.4) 1 1 1 K.LKDYAFIHFDER.D Dimethyl: 1, 2

6187 true 2230 1799.9449 1798.9417 1 -2.24 232.66 35.33 113.6 (M:113.6) 1 1 0 K.FLQEHAAQAFLAEHR.L Dimethyl:2H(4): 1

6188 true 2230 2149.9727 2149.0054 1 -18.6 161.16 34 59.0 (M:59.0) 1 1 0 K.FVINYDYPNSSEDYVHR.I Dimethyl:2H(4): 1

6189 true 2231 1617.8791 1616.8802 1 -5.19 154.14 38 47.3 (M:47.3) 1 1 1 K.LKDYAFIHFDER.D Dimethyl:2H(4): 1, 2

6190 true 2231 1687.8166 1686.8151 1 -3.43 275.06 35 46.8 (M:46.8) 1 1 0 R.FGIDDQDFQNSLTR.S Dimethyl:2H(4): 1



6191 true 2232 1342.6319 1341.6148 1 7.32 263.63 34.67 29.0 (M:29.0) 1 1 0 K.GCCFVTFYTR.K
Carbamidomethyl: 2, 3; 
Dimethyl:2H(4): 1

6192 true 2232 2207.1608 2206.1834 1 -13.54 273.81 34 57.2 (M:57.2) 1 1 1 K.ARPFPDGLAEDIDKGEVSAR.Q Dimethyl:2H(4): 1, 14

6193 true 2233 1093.6682 1092.6543 1 6.05 170.29 39 25.9 (M:25.9) 1 1 0 K.SLTYLSILR.N Dimethyl: 1

6194 true 2233 1399.8143 1398.8057 1 0.89 244.37 42.67 35.1 (M:35.1) 1 1 0 R.FIMLLTEHLVR.C Dimethyl: 1

6195 false 2233 1399.8143 1398.8061 1 0.66 220.24 42.67 15.0 (M:15.0) 1 2 1 K.LKFGVYDIDNK.S
Dimethyl:2H(4): 1; 
Dimethyl: 2, 11



6196 true 2234 1377.7905 1376.7816 1 1.13 316.27 34.83 56.3 (M:56.3) 2 1 0 K.IRPFLDQFSAK.W Dimethyl: 1, 11

6197 true 2234 2263.1023 2262.114 1 -8.37 312.77 35 56.9 (M:56.9) 2 1 0
K.DLYANTVLSGGTTMYPGIADR.
M

Dimethyl:2H(4): 1; 
Oxidation: 14

6198 true 2234 2263.1023 2262.114 1 -8.37 312.77 35 56.9 (M:56.9) 2 1 0
K.DLYANTVLSGGTTMYPGIADR.
M

Dimethyl:2H(4): 1; 
Oxidation: 14

6199 true 2235 1083.6571 1082.6587 1 -8.21 207.67 34.17 27.9 (M:27.9) 1 1 0 K.VPLSLEEIK.A Dimethyl: 1, 9

6200 true 2236 1120.5966 1119.5924 1 -2.8 250.37 34.17 45.2 (M:45.2) 1 1 0 K.AELNEFLTR.E Dimethyl: 1



6201 false 2236 1120.5966 1119.5958 1 -5.81 203.72 34.17 16.8 (M:16.8) 1 3 1 K.DILKMSDVR.L
Oxidation: 5; Dimethyl: 
4

6202 true 2236 1220.6729 1219.6713 1 -4.69 72.7 38.17 28.8 (M:28.8) 1 1 0 R.QINWTVLYR.R Dimethyl: 1

6203 true 2236 1505.8637 1504.8514 1 3.29 112.3 34.83 31.9 (M:31.9) 1 1 0 R.LPNNHIGISFIPR.E Dimethyl: 1

6204 true 2236 2117.0541 2116.0378 1 4.26 200.34 37.5 100.1 (M:100.1) 1 1 0 K.FITHAPPGEFNEVFNDVR.L Dimethyl: 1

6205 true 2237 1124.618 1123.6175 1 -6.03 301.77 34.17 47.9 (M:47.9) 1 1 0 K.AELNEFLTR.E Dimethyl:2H(4): 1



6206 true 2237 1509.8853 1508.8765 1 1 257.72 34.83 54.3 (M:54.3) 1 1 0 R.LPNNHIGISFIPR.E Dimethyl:2H(4): 1

6207 true 2237 2121.0791 2120.0629 1 4.2 183.94 37.5 77.5 (M:77.5) 1 1 0 K.FITHAPPGEFNEVFNDVR.L Dimethyl:2H(4): 1

6208 true 2238 1747.9307 1746.9345 1 -6.35 194.93 42.83 71.4 (M:71.4) 1 1 0 K.YISPFHDIPLFAGSK.E Dimethyl: 1, 15

6209 true 2238 2181.0846 2180.0651 1 5.63 204.76 37.33 96.1 (M:96.1) 1 1 0 R.HYFQNTQGLIFVVDSNDR.E Dimethyl: 1

6210 true 2239 1021.5964 1020.5906 1 -1.48 94.99 35.5 26.9 (M:26.9) 2 1 0 R.SPIAEAVFR.K Dimethyl:2H(4): 1



6211 true 2240 1054.5501 1053.5416 1 1.17 250.88 35.17 49.7 (M:49.7) 2 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

6212 true 2240 1054.5501 1053.5416 1 1.17 250.88 35.17 49.7 (M:49.7) 2 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

6213 true 2240 1054.5501 1053.5416 1 1.17 250.88 35.17 49.7 (M:49.7) 2 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

6214 false 2240 1143.6714 1142.6772 1 -11.4 210.11 35.5 18.6 (M:18.6) 2 5 1 K.LALSERALSR.G Dimethyl: 1

6215 true 2240 1143.6714 1142.6659 1 -1.58 242.62 35.5 47.1 (M:47.1) 3 1 0 R.IALTDNSLIR.K Dimethyl: 1



6216 true 2240 1313.7622 1312.7441 1 8.19 218.9 39 41.7 (M:41.7) 1 1 0 R.FVLNLTSFNAR.F Dimethyl:2H(4): 1

6217 true 2240 1833.0956 1832.1011 1 -7 247.16 43 66.2 (M:66.2) 5 1 0 K.ALESPERPFLAILGGAK.V Dimethyl:2H(4): 1, 17

6218 true 2240 1938.996 1938.0098 1 -10.9 116.73 34 57.5 (M:57.5) 1 1 1 K.IFVGGIKEDTEEYNLR.E Dimethyl: 1, 7

6219 true 2241 887.5291 886.531 1 -10.31 327.8 38 18.9 (M:18.9) 1 1 0 R.LIVDMIR.T Dimethyl: 1

6220 false 2241 965.5668 964.5677 1 -8.48 112.63 37.67 15.2 (M:15.2) 1 5 1 K.KGTDVMVR.C
Dimethyl:2H(4): 1; 
Dimethyl: 1



6221 false 2241 1135.6275 1134.5921 1 24.74 339.24 35.17 19.3 (M:19.3) 1 3 0 K.ELIFEETAR.F Dimethyl: 1

6222 true 2241 1135.6275 1134.6172 1 2.59 344.02 35.17 35.5 (M:35.5) 1 1 0 R.EDAVLEYLK.I Dimethyl: 1, 9

6223 true 2241 1147.6944 1146.691 1 -3.41 326.66 35.5 57.7 (M:57.7) 2 1 0 R.IALTDNSLIR.K Dimethyl:2H(4): 1

6224 true 2241 1896.9459 1895.9535 1 -7.87 242.69 42.83 109.3 (M:109.3) 3 1 0 R.AVCMLSNTTAIAEAWAR.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6225 true 2241 1896.9459 1895.9535 1 -7.87 242.69 42.83 109.3 (M:109.3) 3 1 0 R.AVCMLSNTTAIAEAWAR.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



6226 true 2241 1896.9459 1895.9535 1 -7.87 242.69 42.83 109.3 (M:109.3) 3 1 0 R.AVCMLSNTTAIAEAWAR.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6227 true 2242 997.5074 996.5029 1 -2.79 131.66 37.67 33.1 (M:33.1) 1 1 0 K.NLFDFSAR.I Dimethyl: 1

6228 true 2243 1001.5374 1000.528 1 2.11 108.89 37.67 29.9 (M:29.9) 1 1 0 K.NLFDFSAR.I Dimethyl:2H(4): 1

6229 true 2243 1204.6658 1203.6612 1 -2.24 162.68 35.5 48.0 (M:48.0) 2 1 0 K.GDFILTVQQR.G Dimethyl: 1

6230 true 2243 1416.6457 1415.6391 1 -0.47 336.81 35.17 38.3 (M:38.3) 1 1 0 K.NAVEEYVYDMR.D Dimethyl: 1



6231 true 2243 1618.885 1617.8388 1 24.07 205.98 34.83 24.4 (M:24.4) 1 1 0 R.QLHMQLYPGWSAR.D Dimethyl:2H(4): 1

6232 true 2244 1208.6869 1207.6863 1 -5.54 114.95 35.5 56.9 (M:56.9) 2 1 0 K.GDFILTVQQR.G Dimethyl:2H(4): 1

6233 false 2245 819.4896 818.4684 1 17 443.29 39.33 21.3 (M:21.3) 2 50 3 1 K.KIEMVR.A
Oxidation: 4; Dimethyl: 
1

6234 true 2245 951.5349 950.5387 1 -11.63 121.6 38.17 18.5 (M:18.5) 1 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

6235 true 2245 951.5349 950.5387 1 -11.63 121.6 38.17 18.5 (M:18.5) 1 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7



6236 false 2245 951.5349 950.5477 1 -21.11 123.33 38.17 15.9 (M:15.9) 1 2 0 R.YLPVFEK.V Dimethyl: 1, 7

6237 true 2245 951.5349 950.5387 1 -11.63 121.6 38.17 18.5 (M:18.5) 1 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

6238 true 2245 2126.095 2125.0997 1 -5.61 159.41 42.83 65.7 (M:65.7) 1 1 0 R.FFVTTLPTIYHANDGVFR.R Dimethyl: 1

6239 false 2245 2126.095 2125.1106 1 -10.74 202.59 42.83 16.2 (M:16.2) 1 4 1 K.SYELPDGQVITIGNERFR.C Dimethyl:2H(4): 1

6240 false 2245 2126.095 2125.1106 1 -10.74 202.59 42.83 16.2 (M:16.2) 1 4 1 K.SYELPDGQVITIGNERFR.C Dimethyl:2H(4): 1



6241 false 2245 2126.095 2125.1106 1 -10.74 202.59 42.83 16.2 (M:16.2) 1 4 1 K.SYELPDGQVITIGNERFR.C Dimethyl:2H(4): 1

6242 true 2246 1821.9326 1820.9309 1 -3.06 228.59 35.17 34.0 (M:34.0) 1 1 0 K.LFAVAPSEDVYEQGLR.E Dimethyl: 1

6243 true 2246 2130.1168 2129.1248 1 -7.16 157.17 42.83 65.0 (M:65.0) 1 1 0 R.FFVTTLPTIYHANDGVFR.R Dimethyl:2H(4): 1

6244 true 2247 1414.7766 1413.765 1 3.04 262.26 34.33 50.0 (M:50.0) 1 1 0 K.VVIEVICENVGR.D
Carbamidomethyl: 7; 
Dimethyl: 1

6245 true 2247 1889.8368 1888.8367 1 -3.81 185.61 33.5 132.0 (M:132.0) 2 1 0 R.NPDDITNEEYGEFYK.S Dimethyl: 1, 15



6246 true 2248 1418.8032 1417.7901 1 4.11 288.76 34.33 43.7 (M:43.7) 1 1 0 K.VVIEVICENVGR.D
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6247 true 2248 1897.8869 1896.8869 1 -3.84 238.94 33.5 107.6 (M:107.6) 2 1 0 R.NPDDITNEEYGEFYK.S Dimethyl:2H(4): 1, 15

6248 true 2248 2219.0356 2218.015 1 5.99 333.64 35.17 92.3 (M:92.3) 1 1 0 R.EMEENFAVEAANYQDTIGR.L Dimethyl:2H(4): 1

6249 true 2248 2293.2718 2292.259 1 2.41 131.26 42.67 107.8 (M:107.8) 1 1 0
R.GPGLGAAQGQTIALPAQGLIEF
R.D Dimethyl: 1

6250 true 2249 1478.8024 1477.7929 1 1.48 264.57 39.5 27.5 (M:27.5) 2 1 0 R.LAQLQDPFSLYR.C Dimethyl: 1



6251 true 2249 1601.8827 1600.8734 1 1.27 120.77 37.5 40.6 (M:40.6) 1 1 1 R.CQSLIEDLEFRK.N
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12

6252 true 2249 2297.29 2296.2841 1 -0.6 165.92 42.67 126.9 (M:126.9) 2 1 0
R.GPGLGAAQGQTIALPAQGLIEF
R.D Dimethyl:2H(4): 1

6253 true 2251 1125.7167 1124.6958 1 12.14 379.4 39.5 45.2 (M:45.2) 1 1 0 R.IILLFDAHK.L Dimethyl: 1, 9

6254 false 2251 1125.7167 1124.6917 1 15.71 377.81 39.5 30.8 (M:30.8) 1 83.68 2 1 K.LIRDGPVSLK.N Dimethyl: 10

6255 true 2251 1626.853 1625.8413 1 2.71 161.94 34.33 57.9 (M:57.9) 1 1 0 R.IVSHTDIDGFPELR.W Dimethyl: 1



6256 true 2252 1622.0026 1620.988 1 4.5 190.71 38.33 58.8 (M:58.8) 2 1 1 K.KTETPASAFSLFVK.N Dimethyl:2H(4): 1, 1, 14

6257 true 2252 1630.8766 1629.8664 1 1.79 193.07 34.33 84.4 (M:84.4) 1 1 0 R.IVSHTDIDGFPELR.W Dimethyl:2H(4): 1

6258 false 2253 864.546 863.5531 1 -16.64 483.32 34.83 23.4 (M:23.4) 1 4 0 K.LGFAGIVR.E Dimethyl:2H(4): 1

6259 false 2253 864.546 863.532 1 7.8 593.26 34.83 25.5 (M:25.5) 1 3 0 R.IHIFFR.F Dimethyl:2H(4): 1

6260 true 2254 1265.6551 1264.6635 1 -12.38 182 35.33 48.8 (M:48.8) 1 1 0 K.SICEVLDLER.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



6261 true 2254 1656.9125 1655.9029 1 1.4 168.64 39.67 58.4 (M:58.4) 1 1 0 R.SVLDAAQIVGLNCLR.L
Carbamidomethyl: 13; 
Dimethyl: 1

6262 true 2254 2539.2804 2538.2755 1 -0.9 144.18 37.5 72.2 (M:72.2) 1 1 0
R.TSVELFYLHAPDHGTPVEETLR.
A Dimethyl: 1

6263 false 2255 899.5674 898.56 1 0.15 611.84 34.83 23.8 (M:23.8) 1 5 1 K.IEKGQIR.I Dimethyl: 1, 3

6264 true 2255 899.5674 898.564 1 -4.32 598.05 34.83 51.0 (M:51.0) 1 1 0 K.LLPPYLR.V Dimethyl: 1

6265 false 2255 899.5674 898.56 1 0.15 615.41 34.83 15.2 (M:15.2) 1 10 1 K.LLKEANR.L Dimethyl: 1, 3



6266 true 2255 1588.8451 1587.8508 1 -8.18 143.36 35.33 31.5 (M:31.5) 1 1 0 K.LYTLVLTDPDAPSR.K Dimethyl: 1

6267 true 2256 1592.8718 1591.8759 1 -7.17 176.59 35.5 51.6 (M:51.6) 1 1 0 K.LYTLVLTDPDAPSR.K Dimethyl:2H(4): 1

6268 true 2258 865.4708 864.4796 1 -18.5 373.28 35.67 18.9 (M:18.9) 1 1 0 K.WFPEVR.H Dimethyl:2H(4): 1

6269 true 2258 1629.8502 1628.8444 1 -0.86 227.78 35.5 87.0 (M:87.0) 2 1 0 R.AVLVDLEPGTMDSVR.S Dimethyl: 1

6270 true 2259 1633.8756 1632.8695 1 -0.71 256.18 35.5 87.2 (M:87.2) 2 1 0 R.AVLVDLEPGTMDSVR.S Dimethyl:2H(4): 1



6271 true 2259 1864.0349 1863.0288 1 -0.61 230.94 39.67 104.1 (M:104.1) 1 1 0 K.VAHALAEGLGVIACIGEK.L
Carbamidomethyl: 14; 
Dimethyl: 1, 18

6272 true 2260 1119.6467 1118.6386 1 0.75 284.61 35 19.9 (M:19.9) 1 1 0 R.LSLPFGNSPR.A Dimethyl:2H(4): 1

6273 true 2260 1601.8662 1600.8362 1 14.19 224.22 39.5 27.5 (M:27.5) 1 1 0 K.AGGLIYQLDHYAPR.S Dimethyl: 1

6274 true 2260 1790.8737 1789.8846 1 -10.16 253.28 35.33 78.5 (M:78.5) 1 1 0 K.SYELPDGQVITIGNER.F

6275 true 2260 1790.8737 1789.8846 1 -10.16 253.28 35.33 78.5 (M:78.5) 1 1 0 K.SYELPDGQVITIGNER.F



6276 true 2260 1790.8737 1789.8846 1 -10.16 253.28 35.33 78.5 (M:78.5) 1 1 0 K.SYELPDGQVITIGNER.F

6277 true 2260 1872.0868 1871.079 1 0.25 256.95 39.67 100.9 (M:100.9) 1 1 0 K.VAHALAEGLGVIACIGEK.L
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 18

6278 true 2261 1180.7381 1179.729 1 1.63 124.45 35 30.5 (M:30.5) 1 1 0 K.GHLIYLLCK.C
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 9

6279 true 2261 1605.8847 1604.8613 1 10.06 224.52 39.5 39.3 (M:39.3) 1 1 0 K.AGGLIYQLDHYAPR.S Dimethyl:2H(4): 1

6280 true 2261 1728.8303 1727.8267 1 -2.13 185.59 34.33 88.8 (M:88.8) 1 1 0 K.HGYIGEFEIIDDHR.A Dimethyl: 1



6281 true 2261 1817.062 1816.0437 1 6.09 249.91 42.83 29.4 (M:29.4) 1 85.43 1 0 R.IHFPLATYAPVISAEK.A
Dimethyl:2H(4): 1; 
Dimethyl: 16

6282 false 2261 1817.062 1816.0437 1 6.09 338.87 42.83 17.3 (M:17.3) 1 3 0 R.IHFPLVTYAPVISAEK.A Dimethyl:2H(4): 1

6283 true 2262 1188.7463 1187.7328 1 5.2 57.67 38.33 30.1 (M:30.1) 2 1 0 K.FGVPQALLGVR.R Dimethyl:2H(4): 1

6284 true 2262 1233.7601 1232.7533 1 -0.35 168.69 34.83 55.8 (M:55.8) 1 1 1 R.VVFIFGPDKK.L Dimethyl: 1, 9, 10

6285 true 2262 1732.8545 1731.8518 1 -2.67 187.5 34.33 79.3 (M:79.3) 1 1 0 K.HGYIGEFEIIDDHR.A Dimethyl:2H(4): 1



6286 true 2263 1245.8347 1244.8286 1 -0.91 195.85 34.83 34.3 (M:34.3) 1 1 1 R.VVFIFGPDKK.L Dimethyl:2H(4): 1, 9, 10

6287 true 2263 1867.8655 1866.8968 1 -20.68 262.19 35.33 44.6 (M:44.6) 1 1 1 R.RFDEIMEASDGIMVAR.G Dimethyl: 1

6288 true 2264 1147.7496 1146.7464 1 -3.51 364.08 38 68.6 (M:68.6) 1 1 0 K.NADPLLISLK.H Dimethyl:2H(4): 1, 10

6289 true 2264 1638.9452 1637.9253 1 7.68 262.25 39.5 80.8 (M:80.8) 1 1 0 K.LVINGHAITIFQER.D Dimethyl: 1

6290 true 2265 988.5484 987.5389 1 2.21 146.74 34.67 43.5 (M:43.5) 1 1 0 K.ALIPDEFR.I Dimethyl: 1



6291 true 2265 1098.5781 1097.5645 1 5.77 314.43 35.67 58.8 (M:58.8) 1 1 0 K.DVIEEYFK.C Dimethyl: 1, 8

6292 true 2265 1682.8779 1681.8862 1 -9.24 153.29 39.17 69.2 (M:69.2) 1 1 1 R.VIKDFMIQGGDFTR.G Dimethyl: 1, 3

6293 true 2266 992.5724 991.564 1 1.11 174.67 34.5 63.4 (M:63.4) 1 1 0 K.ALIPDEFR.I Dimethyl:2H(4): 1

6294 false 2267 996.5089 995.5076 1 -5.99 111.53 34.5 18.4 (M:18.4) 1 8 0 K.EAFGFIER.G Dimethyl: 1

6295 true 2267 1856.8676 1855.86 1 0.18 181.61 33.5 35.5 (M:35.5) 2 1 0 R.MENPEESELPYAYPR.E Dimethyl:2H(4): 1



6296 true 2267 1949.0947 1948.0742 1 6.82 162.13 40 156.3 (M:156.3) 2 1 0 K.ISSVQSIVPALEIANSHR.K Dimethyl: 1

6297 true 2267 2421.2844 2420.27 1 2.94 175.69 39.67 116.3 (M:116.3) 1 1 0
R.LTLYDIAHTPGVAADLSHIETR.
A Dimethyl: 1

6298 true 2268 1004.6026 1003.5954 1 -0.04 132.8 34.67 53.8 (M:53.8) 1 1 0 R.IVAEEFLK.N Dimethyl: 1, 8

6299 true 2268 1488.8665 1487.8609 1 -1.13 102.25 35.5 59.1 (M:59.1) 1 1 0 K.GQIQEIVLVGGSTR.I Dimethyl:2H(4): 1

6300 true 2268 2425.3041 2424.2951 1 0.7 209.48 39.67 144.7 (M:144.7) 1 1 0
R.LTLYDIAHTPGVAADLSHIETR.
A Dimethyl:2H(4): 1



6301 true 2269 1014.5656 1013.558 1 0.41 161.53 34.5 29.4 (M:29.4) 1 1 0 K.EMVELPLR.H Dimethyl: 1

6302 true 2269 1571.8218 1570.8211 1 -4.23 124.48 35.5 30.5 (M:30.5) 1 1 0 R.VCENIPIVLCGNK.V
Carbamidomethyl: 2, 
10; Dimethyl: 1, 13

6303 true 2269 1748.9632 1747.9621 1 -3.53 175.78 35.17 36.1 (M:36.1) 1 1 0 R.GQYFGELALVTNKPR.A Dimethyl: 1, 13

6304 true 2270 847.4911 846.4963 1 -14.8 350.98 38.17 36.8 (M:36.8) 2 1 0 K.GDIFLVR.G Dimethyl: 1

6305 true 2270 1842.0164 1841.025 1 -8.63 200.95 34.83 36.2 (M:36.2) 1 1 0 R.ILGIPTQLYSHHFQR.F Dimethyl:2H(4): 1



6306 true 2271 1959.0579 1958.052 1 -0.71 121.58 34.83 49.5 (M:49.5) 1 1 0 K.VNPLGGAIALGHPLGCTGAR.Q
Carbamidomethyl: 16; 
Dimethyl: 1

6307 true 2271 2174.3737 2173.3475 1 8.69 271.95 39.5 100.2 (M:100.2) 1 1 1 K.ALPLLTGTQLIHTDKLSEK.A
Dimethyl:2H(4): 1, 15, 
19

6308 true 2272 1588.8668 1587.8592 1 0.18 211.49 36 126.4 (M:126.4) 7 1 0 R.VPTPNVSVVDLTCR.L
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

6309 true 2272 1963.0772 1962.0771 1 -3.68 116.05 34.83 60.9 (M:60.9) 1 1 0 K.VNPLGGAIALGHPLGCTGAR.Q
Carbamidomethyl: 16; 
Dimethyl:2H(4): 1

6310 false 2273 766.4661 765.4469 1 15.52 258.57 35.17 16.5 (M:16.5) 1 8 1 R.LCAKSR.E
Carbamidomethyl: 2; 
Dimethyl:2H(4): 4



6311 true 2273 766.4661 765.4537 1 6.59 331.73 35.17 48.9 (M:48.9) 1 1 0 R.LFGFVR.F Dimethyl: 1

6312 true 2273 960.5852 959.5804 1 -2.62 131.98 39.67 38.3 (M:38.3) 1 1 0 K.FVDILGLR.T Dimethyl: 1

6313 true 2273 1369.8143 1368.774 1 24.05 213.04 35.5 18.7 (M:18.7) 1 1 0 K.EQADFAIEALAK.A Dimethyl:2H(4): 1, 12

6314 true 2274 770.4921 769.4789 1 7.7 348.23 35.17 42.3 (M:42.3) 1 1 0 R.LFGFVR.F Dimethyl:2H(4): 1

6315 true 2274 964.6059 963.6055 1 -7.11 111.06 39.67 22.5 (M:22.5) 1 1 0 K.FVDILGLR.T Dimethyl:2H(4): 1



6316 true 2274 1431.7656 1430.7518 1 4.59 316.19 35.5 29.1 (M:29.1) 1 1 0 R.DFLQLNELQQR.Y Dimethyl: 1

6317 true 2275 1435.7833 1434.7769 1 -0.59 410.86 35.5 45.9 (M:45.9) 1 1 0 R.DFLQLNELQQR.Y Dimethyl:2H(4): 1

6318 true 2276 965.5717 964.5746 1 -10.49 175.4 35.5 47.5 (M:47.5) 1 1 0 R.GQAFVIFK.E Dimethyl: 1, 8

6319 false 2276 965.5717 964.5677 1 -3.4 128.53 35.5 20.3 (M:20.3) 1 2 1 R.DGARVLMK.L

Dimethyl:2H(4): 1; 
Oxidation: 7; Dimethyl: 
8

6320 false 2276 1564.7693 1563.8004 1 -24.49 237.34 35.67 17.5 (M:17.5) 1 4 0 R.SAEELPVDVIMASVG.-
Dimethyl:2H(4): 1; 
Oxidation: 11



6321 true 2276 1609.9422 1608.9127 1 13.82 175.1 38.33 76.0 (M:76.0) 1 1 1 K.KTETPASAFSLFVK.N Dimethyl: 1, 1, 14

6322 true 2277 1720.7997 1719.7893 1 1.84 171.77 34.67 61.2 (M:61.2) 1 1 0 R.FAQPGSFEFEYSQR.W Dimethyl: 1

6323 true 2278 1134.6829 1133.6808 1 -4.62 280.13 35.67 31.8 (M:31.8) 2 1 0 R.LELVPVPPSR.H Dimethyl: 1

6324 true 2278 1662.8927 1661.8876 1 -1.29 175.58 35.5 32.2 (M:32.2) 1 1 0 R.LTVEDPVTVEYITR.Y Dimethyl: 1

6325 true 2278 1724.8258 1723.8144 1 2.4 178.34 34.67 91.8 (M:91.8) 1 1 0 R.FAQPGSFEFEYSQR.W Dimethyl:2H(4): 1



6326 true 2278 2728.4278 2727.4232 1 -0.97 127.9 37.67 145.6 (M:145.6) 1 1 1
R.KTFGHELSEFGLDNSVGEAPVV
AIR.T Dimethyl: 1, 1

6327 true 2279 1127.6841 1126.6962 1 -17.14 195.61 38.17 53.5 (M:53.5) 1 1 0 K.LLLIGDSGVGK.T Dimethyl: 1, 11

6328 true 2279 1138.6659 1137.6546 1 3.54 346.77 35.17 35.3 (M:35.3) 1 1 0 K.IVGNLLYYR.Y Dimethyl: 1

6329 true 2279 1138.6659 1137.6546 1 3.54 346.77 35.17 35.3 (M:35.3) 1 1 0 K.IVGNLLYYR.Y Dimethyl: 1

6330 true 2279 1275.7082 1274.702 1 -0.83 175.96 33.67 71.6 (M:71.6) 2 1 0 R.IQLVEEELDR.A Dimethyl:2H(4): 1



6331 true 2279 1275.7082 1274.702 1 -0.83 175.96 33.67 71.6 (M:71.6) 2 1 0 R.IQLVEEELDR.A Dimethyl:2H(4): 1

6332 true 2279 1275.7082 1274.702 1 -0.83 175.96 33.67 71.6 (M:71.6) 2 1 0 R.IQLVEEELDR.A Dimethyl:2H(4): 1

6333 true 2279 1666.9194 1665.9127 1 -0.34 292.24 35.5 73.9 (M:73.9) 1 1 0 R.LTVEDPVTVEYITR.Y Dimethyl:2H(4): 1

6334 true 2279 2736.4763 2735.4734 1 -1.59 190 37.67 155.7 (M:155.7) 1 1 1
R.KTFGHELSEFGLDNSVGEAPVV
AIR.T Dimethyl:2H(4): 1, 1

6335 false 2280 1142.6881 1141.6931 1 -10.79 363.63 35.17 16.6 (M:16.6) 1 4 1 M.AALLSSAGRLR.S Dimethyl: 1



6336 true 2280 1142.6881 1141.6797 1 0.94 388.2 35.17 38.6 (M:38.6) 1 1 0 K.IVGNLLYYR.Y Dimethyl:2H(4): 1

6337 true 2280 1142.6881 1141.6797 1 0.94 388.2 35.17 38.6 (M:38.6) 1 1 0 K.IVGNLLYYR.Y Dimethyl:2H(4): 1

6338 true 2280 1173.636 1172.6342 1 -4.72 107.67 35.83 42.8 (M:42.8) 1 1 0 K.HFTEFVPLR.T Dimethyl: 1

6339 true 2280 1755.8239 1754.8152 1 0.8 236.49 35.5 25.2 (M:25.2) 1 1 0 R.GFAFVTFDDHDSVDK.I Dimethyl: 1, 15

6340 false 2281 798.5143 797.5172 1 -12.81 413.76 38.5 15.4 (M:15.4) 1 7 0 K.MLVLDK.L
Dimethyl:2H(4): 1, 6; 
Oxidation: 1



6341 true 2281 1194.7143 1193.7132 1 -5.2 111.62 35.83 56.8 (M:56.8) 2 1 0 R.AVAQALEVIPR.T Dimethyl: 1

6342 true 2282 1139.6994 1138.6962 1 -3.55 327.91 38 74.3 (M:74.3) 1 1 0 K.NADPLLISLK.H Dimethyl: 1, 10

6343 true 2282 1198.7391 1197.7383 1 -5.4 67.57 35.83 44.7 (M:44.7) 1 1 0 R.AVAQALEVIPR.T Dimethyl:2H(4): 1

6344 true 2282 1936.1225 1935.1128 1 1.24 98.89 34.67 81.7 (M:81.7) 1 1 1 K.SLLVTELGSNRDPETIK.I Dimethyl:2H(4): 1, 17

6345 false 2283 1313.7827 1312.8078 1 -24.7 173.59 37.83 19.4 (M:19.4) 1 2 1 R.SLSGLILKNNVK.A Dimethyl: 12



6346 false 2283 1413.742 1412.7122 1 15.93 200.44 33.67 17.8 (M:17.8) 1 3 0 K.SSFCEFIGVLVR.Q Carbamidomethyl: 4

6347 true 2283 1413.742 1412.7334 1 0.98 213.86 33.67 71.9 (M:71.9) 2 1 0 R.IMNVIGEPIDER.G Dimethyl: 1

6348 true 2283 1510.9729 1509.9483 1 11.5 253.75 39.5 60.2 (M:60.2) 1 1 0 R.GDDKPAVLLHLLR.C Dimethyl:2H(4): 1, 4

6349 true 2283 2418.9906 2418.0104 1 -11.19 245.27 35.5 86.6 (M:86.6) 1 1 0 -.MDPCHTEETEGEIPGLGFSDR.S
Carbamidomethyl: 4; 
Acetyl: 1

6350 false 2284 1106.6286 1105.6019 1 17.55 516.83 35.67 15.3 (M:15.3) 1 4 0 R.QLTFEEIAK.S Dimethyl: 9



6351 false 2284 1106.6286 1105.6169 1 4.06 315.41 35.67 15.1 (M:15.1) 1 6 0 R.NIDLEEVSK.L
Dimethyl:2H(4): 1; 
Dimethyl: 9

6352 true 2284 1331.719 1330.7067 1 3.75 165.61 39.33 54.9 (M:54.9) 1 1 0 K.NVFNMVVEVPR.W Dimethyl: 1

6353 true 2284 1417.7671 1416.7585 1 0.96 278.61 33.67 64.3 (M:64.3) 2 1 0 R.IMNVIGEPIDER.G Dimethyl:2H(4): 1

6354 true 2285 1255.7708 1254.761 1 2.01 196.52 35 30.0 (M:30.0) 1 1 0 K.TAVMELFRPK.G Dimethyl:2H(4): 1, 10

6355 false 2285 1393.7537 1392.7548 1 -5.96 315.91 36.83 17.6 (M:17.6) 1 2 1 R.LRAEPDHMVLGK.R Dimethyl: 12



6356 true 2285 1393.7537 1392.7323 1 10.16 280.24 36.83 26.4 (M:26.4) 1 1 0 K.GAFTGEISPAMIK.D
Oxidation: 11; Dimethyl: 
1, 13

6357 true 2285 1415.7217 1414.7133 1 0.85 272.02 35.67 61.5 (M:61.5) 1 1 0 R.FLQDYFDGNLK.K Dimethyl: 1, 11

6358 true 2285 1674.8866 1673.8771 1 1.38 137.64 38 52.6 (M:52.6) 1 1 0 K.NEVLMVNIGSLSTGGR.V Dimethyl: 1

6359 true 2286 1178.6179 1177.6132 1 -2.13 116.73 34.83 71.5 (M:71.5) 1 1 0 K.FAEAFEAIPR.A Dimethyl: 1

6360 true 2286 1429.6599 1428.6344 1 12.77 229.59 34.67 65.4 (M:65.4) 2 1 0 R.EAGDVCYADVFR.D
Carbamidomethyl: 6; 
Dimethyl: 1



6361 true 2286 1477.7312 1476.7249 1 -0.65 266.55 35.67 30.6 (M:30.6) 1 1 0 K.GVTQYYAYVTER.Q Dimethyl: 1

6362 true 2286 1503.785 1502.7729 1 3.23 112.01 35.67 28.0 (M:28.0) 1 1 0 K.WELLQQVDTSTR.T Dimethyl: 1

6363 true 2286 1543.8634 1542.8497 1 4.22 149.59 39.83 16.6 (M:16.6) 1 1 0 K.DLGLAFEFPPHIR.N Dimethyl:2H(4): 1

6364 true 2286 1678.9068 1677.9022 1 -1.55 195.46 38 91.9 (M:91.9) 1 1 0 K.NEVLMVNIGSLSTGGR.V Dimethyl:2H(4): 1

6365 true 2286 1685.0557 1684.0375 1 6.53 284.74 39.67 76.9 (M:76.9) 1 1 0 K.ALPLLTGTQLIHTDK.L Dimethyl:2H(4): 1, 15



6366 true 2287 1182.6432 1181.6383 1 -1.98 47.97 34.83 48.5 (M:48.5) 1 1 0 K.FAEAFEAIPR.A Dimethyl:2H(4): 1

6367 true 2287 1481.7526 1480.75 1 -3.17 281.68 35.67 43.5 (M:43.5) 1 1 0 K.GVTQYYAYVTER.Q Dimethyl:2H(4): 1

6368 true 2287 1744.9285 1743.9057 1 8.93 226.29 39.67 37.2 (M:37.2) 1 1 0 K.GQFAEHLLAAGFVNSR.D Dimethyl: 1

6369 true 2288 1751.8147 1750.8203 1 -7.35 212.67 35.67 35.9 (M:35.9) 1 1 0 R.GFGFVTFDDHDPVDK.I Dimethyl: 1, 15

6370 true 2289 1889.0662 1888.0546 1 2.28 172.01 38 41.5 (M:41.5) 1 1 1 R.GNVGFVFTKEDLTEIR.D Dimethyl:2H(4): 1, 9



6371 true 2290 1714.0075 1713.0065 1 -3.65 185.85 39.67 50.8 (M:50.8) 2 1 0 K.YGGLNVLVNNAGIAFK.V Dimethyl:2H(4): 1, 16

6372 true 2290 1773.0134 1772.0019 1 2.4 203.36 39.67 16.1 (M:16.1) 1 1 1 R.NILGGTVFREPIICK.N
Carbamidomethyl: 14; 
Dimethyl: 1, 15

6373 true 2290 1815.9075 1814.9311 1 -16.99 269.39 35.67 15.9 (M:15.9) 1 1 0 K.VNEMIIGGGMAFTFLK.V
Oxidation: 4, 10; 
Dimethyl: 1, 16

6374 true 2290 1990.0655 1989.0571 1 0.57 99.18 37.83 112.0 (M:112.0) 1 1 0 R.HFIEQGIDVVLSQSYAK.N Dimethyl: 1, 17

6375 true 2291 1397.7229 1396.7351 1 -13.88 159.71 38.17 17.2 (M:17.2) 1 1 0 K.IYLYTLNENAR.S Dimethyl: 1



6376 false 2291 1461.8333 1460.8541 1 -19.19 308.47 34.83 19.8 (M:19.8) 1 3 1 K.IIEGEPEFKIVR.E Dimethyl:2H(4): 9

6377 true 2291 1461.8333 1460.8239 1 1.46 287.02 34.83 37.7 (M:37.7) 1 1 1 K.EIKDILIQYDR.T Dimethyl: 1, 3

6378 true 2291 1998.1128 1997.1073 1 -0.9 119.06 37.83 65.3 (M:65.3) 1 1 0 R.HFIEQGIDVVLSQSYAK.N Dimethyl:2H(4): 1, 17

6379 true 2291 2659.3307 2658.3526 1 -10.96 246.97 43 52.3 (M:52.3) 1 1 0
K.GHNGWVTQIATTPQFPDMILS
ASR.D Dimethyl:2H(4): 1

6380 true 2292 1434.8861 1433.8767 1 1.44 295.74 35.17 53.7 (M:53.7) 2 1 0 K.TIIPLISQCTPK.V
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 12



6381 false 2292 1469.8813 1468.9105 1 -24.81 240.68 34.83 21.8 (M:21.8) 1 5 1 R.TVGQLYKEQLAK.L
Dimethyl:2H(4): 1, 7; 
Dimethyl: 12

6382 true 2292 1469.8813 1468.8741 1 -0.06 355.08 34.83 60.2 (M:60.2) 1 1 1 K.EIKDILIQYDR.T Dimethyl:2H(4): 1, 3

6383 true 2292 1759.9474 1758.9414 1 -0.73 160.55 33.67 53.9 (M:53.9) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl:2H(4): 1

6384 false 2292 1759.9474 1758.9338 1 3.56 191.2 33.67 25.2 (M:25.2) 1 2 1 K.LPYELQKMPNGSVGVK.V

6385 true 2292 1759.9474 1758.9414 1 -0.73 160.55 33.67 53.9 (M:53.9) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl:2H(4): 1



6386 true 2292 1759.9474 1758.9414 1 -0.73 160.55 33.67 53.9 (M:53.9) 2 1 1 R.IQLVEEELDRAQER.L Dimethyl:2H(4): 1

6387 true 2292 2394.3004 2393.2965 1 -1.41 168.26 38 92.2 (M:92.2) 1 1 0
K.VGRPSNIGQAQPIIDQLAEEAR
.A Dimethyl:2H(4): 1

6388 true 2294 1006.6239 1005.6223 1 -5.65 64.49 38.67 18.5 (M:18.5) 1 1 0 R.STIYLLLR.L Dimethyl: 1

6389 true 2294 1016.5842 1015.5914 1 -14.21 179.19 35.83 18.5 (M:18.5) 1 1 1 R.EQLKELTK.Q Dimethyl: 8

6390 false 2295 1051.5825 1050.5685 1 6.43 201.15 38.83 20.4 (M:20.4) 2 2 0 K.FLNVPMFR.N Dimethyl: 1



6391 true 2295 1677.7891 1676.7835 1 -0.99 165.28 35.67 60.1 (M:60.1) 1 1 0 R.FAQPGTFEFEYASR.W Dimethyl: 1

6392 true 2295 1925.1788 1924.1609 1 5.51 338.86 39.67 47.2 (M:47.2) 1 1 1 K.LKGEMLDLQHGSLFLK.T Dimethyl:2H(4): 1, 2, 16

6393 true 2296 1055.6212 1054.5936 1 19.26 158.61 39.33 22.0 (M:22.0) 1 1 0 K.FLNVPMFR.N Dimethyl:2H(4): 1

6394 false 2296 1128.6919 1127.6663 1 16.3 352.39 39.83 16.3 (M:16.3) 1 10 0 R.LLISLSQGNR.D Dimethyl: 1

6395 false 2296 1128.6919 1127.6663 1 16.3 228.52 39.83 18.8 (M:18.8) 1 5 1 K.SEGIRVQALK.V Dimethyl: 10



6396 true 2296 1746.9391 1745.9312 1 0.38 193.83 34.83 90.8 (M:90.8) 1 1 0 R.IIDVVYNASNNELVR.T Dimethyl: 1

6397 true 2297 1953.1207 1952.0993 1 7.26 210.09 40 147.6 (M:147.6) 2 1 0 K.ISSVQSIVPALEIANSHR.K Dimethyl:2H(4): 1

6398 true 2298 1132.6631 1131.6652 1 -8.31 253.9 35.83 18.5 (M:18.5) 1 1 1 R.GLFIIDDKR.I Dimethyl: 1, 8

6399 true 2298 1973.9987 1972.9953 1 -1.99 90.26 33.67 73.9 (M:73.9) 2 1 1 K.SIQEIQELDKDDESLR.K Dimethyl: 1, 10

6400 false 2299 1569.8959 1568.915 1 -16.8 173.55 38.33 18.2 (M:18.2) 1 56.13 3 1 K.KEAPPMEKPEVVK.T
Dimethyl:2H(4): 8; 
Dimethyl: 1, 13



6401 true 2299 1956.9438 1955.9377 1 -0.62 111.31 34.83 86.1 (M:86.1) 1 1 0 R.SLGYAYVNFQQPADAER.A Dimethyl: 1

6402 true 2300 1694.9953 1693.9841 1 2.32 167.41 35 64.8 (M:64.8) 1 1 0 K.IAILTCPFEPPKPK.T
Carbamidomethyl: 6; 
Dimethyl: 1, 12, 14

6403 true 2300 1960.9657 1959.9628 1 -2.24 98.81 34.83 50.6 (M:50.6) 1 1 0 R.SLGYAYVNFQQPADAER.A Dimethyl:2H(4): 1

6404 true 2301 1698.0173 1697.0127 1 -1.61 218.57 35 24.6 (M:24.6) 1 1 0 K.KPPLLSNLEYIQAK.V Dimethyl: 1, 1, 14

6405 true 2301 1836.9248 1835.9319 1 -7.79 195.03 38.17 73.2 (M:73.2) 1 1 0 R.HLDHIAFLFPNDVDR.L Dimethyl: 1



6406 true 2302 1707.0669 1706.0594 1 0.14 171.02 35 47.6 (M:47.6) 1 1 0 K.IAILTCPFEPPKPK.T

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 12, 
14

6407 true 2303 1677.9282 1676.9535 1 -19.44 166.42 38.17 60.4 (M:60.4) 1 1 1 K.AVEIPHMDIEALKK.L Dimethyl: 1, 13, 14

6408 true 2303 1710.0912 1709.0881 1 -2.42 214.46 35 25.5 (M:25.5) 1 1 0 K.KPPLLSNLEYIQAK.V Dimethyl:2H(4): 1, 1, 14

6409 true 2304 1392.7984 1391.7897 1 1.03 177.84 38.67 39.1 (M:39.1) 1 1 0 K.QLQPFQVLMTR.K Dimethyl:2H(4): 1

6410 true 2304 1984.0231 1983.0375 1 -10.97 88.96 38.33 36.1 (M:36.1) 1 1 1 R.QITQVYGFYDECLRK.Y
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 15



6411 true 2304 3287.4825 3286.5171 1 -12.73 154.59 40.17 120.0 (M:120.0) 3 1 0
R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 
16; Dimethyl: 1, 28

6412 true 2304 3287.4825 3286.5171 1 -12.73 154.59 40.17 120.0 (M:120.0) 3 1 0
R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 
16; Dimethyl: 1, 28

6413 true 2305 1277.6133 1276.5984 1 5.92 231.55 39.83 66.6 (M:66.6) 5 1 0 K.CMPTFQFYK.N
Carbamidomethyl: 1; 
Dimethyl: 1, 9

6414 true 2306 1839.9721 1838.9611 1 2.03 227.55 35 47.5 (M:47.5) 1 1 0 R.LQINQSIIFCNSSQR.V
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

6415 true 2306 3167.4741 3166.4778 1 -3.48 134.71 33.67 61.1 (M:61.1) 2 1 0
K.VSQPDFVQPYQRPASDVICQE
YQDNR.V

Carbamidomethyl: 19; 
Dimethyl: 1



6416 true 2307 1565.7964 1564.7936 1 -2.89 190.44 36 86.5 (M:86.5) 1 1 0 K.AQPNQTTFWEGVR.N Dimethyl:2H(4): 1

6417 true 2307 1612.9721 1611.96 1 3.03 188.63 38.83 100.9 (M:100.9) 2 1 0 K.FTITPPTAQVAAVLK.I Dimethyl: 1, 15

6418 true 2307 1696.906 1695.8978 1 0.56 139.75 35 100.7 (M:100.7) 1 1 0 R.AAVEEGIVPGGGCALLR.C
Carbamidomethyl: 13; 
Dimethyl: 1

6419 true 2308 1221.647 1220.6401 1 -0.34 86.41 34 54.9 (M:54.9) 2 1 0 K.ALELDSNLYR.I Dimethyl: 1

6420 true 2308 1621.0167 1620.0102 1 -0.47 165.23 38.83 75.8 (M:75.8) 2 1 0 K.FTITPPTAQVAAVLK.I Dimethyl:2H(4): 1, 15



6421 true 2308 1700.9294 1699.9229 1 -0.44 183.5 35 134.7 (M:134.7) 1 1 0 R.AAVEEGIVPGGGCALLR.C
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

6422 true 2308 2374.1867 2373.1998 1 -8.59 180.57 38.17 15.6 (M:15.6) 1 1 1 R.TREGNDLYHEMIESGVINLK.D Dimethyl: 1, 20

6423 true 2309 1225.6754 1224.6652 1 2.39 82.3 34 34.7 (M:34.7) 2 1 0 K.ALELDSNLYR.I Dimethyl:2H(4): 1

6424 true 2309 1577.7791 1576.7824 1 -6.67 180.34 35.83 53.7 (M:53.7) 2 1 0 K.GAVYSFDPVGSYQR.D Dimethyl:2H(4): 1

6425 true 2309 1624.9546 1623.9348 1 7.72 193.17 38.83 31.1 (M:31.1) 2 1 0 R.QIYPPINVLPSLSR.L Dimethyl: 1



6426 true 2309 1750.9603 1749.9563 1 -1.88 155.97 34.83 71.2 (M:71.2) 1 1 0 R.IIDVVYNASNNELVR.T Dimethyl:2H(4): 1

6427 true 2309 1780.9315 1779.9358 1 -6.55 216.63 43.17 16.5 (M:16.5) 1 1 0 R.FGNQAEHFLGALAFAR.A Dimethyl:2H(4): 1

6428 true 2309 1817.018 1816.0004 1 5.67 201.93 40 99.6 (M:99.6) 1 1 1 K.NASEMIDKLTLTFNR.T Dimethyl:2H(4): 1, 8

6429 true 2309 2371.0239 2370.0084 1 3.5 192.57 35 138.8 (M:138.8) 1 1 0
R.GSSGGGCFGGSSGGYGGLGGF
GGGSFR.G

Carbamidomethyl: 7; 
Dimethyl: 1

6430 true 2309 2382.237 2381.2501 1 -8.55 140.52 38.17 30.1 (M:30.1) 1 1 1 R.TREGNDLYHEMIESGVINLK.D Dimethyl:2H(4): 1, 20



6431 true 2310 1055.642 1054.6386 1 -3.74 99.95 38.5 21.8 (M:21.8) 1 1 0 R.LLLSLSPER.R Dimethyl: 1

6432 true 2310 2733.214 2732.1851 1 7.89 214.46 35.17 160.2 (M:160.2) 1 1 0
R.GGGGSFGYSYGGGSGGGFSAS
SLGGGFGGGSR.G Dimethyl: 1

6433 true 2311 840.4968 839.4905 1 -1.19 421.37 35.17 37.0 (M:37.0) 1 1 0 K.YIFTLR.T Dimethyl: 1

6434 true 2313 902.5067 901.5022 1 -3.02 214.21 36 20.1 (M:20.1) 1 1 0 R.GDFIPGLR.V Dimethyl: 1

6435 true 2314 1038.5936 1037.591 1 -4.44 148.8 35.5 22.4 (M:22.4) 1 1 0 K.VYPISYLR.I Dimethyl: 1



6436 true 2314 1700.9263 1699.9046 1 8.48 189.37 39.67 33.8 (M:33.8) 1 1 0 R.LAAIPIASHFNDTFR.F Dimethyl: 1

6437 false 2315 1546.8534 1545.8552 1 -5.89 176.99 35 17.3 (M:17.3) 1 3 0 K.LVSIGAEEIVDGNAK.M Dimethyl:2H(4): 15

6438 true 2315 1546.8534 1545.8403 1 3.76 144.12 35 107.0 (M:107.0) 1 1 0 K.IASILEEQFQQGK.L Dimethyl: 1, 13

6439 true 2315 1812.9229 1811.9206 1 -2.77 168.66 38.17 74.6 (M:74.6) 1 1 0 K.NPNQVYLVDYGLAYR.Y Dimethyl: 1

6440 true 2315 2053.0937 2052.096 1 -4.69 125.65 43.17 37.5 (M:37.5) 1 1 0 K.YQVFFFGTHETAFLGPK.D Dimethyl:2H(4): 1, 17



6441 false 2316 1340.7823 1339.7799 1 -3.62 159.65 38.83 18.0 (M:18.0) 1 3 1 K.AADEKTTNAISK.F
Dimethyl:2H(4): 1, 5; 
Dimethyl: 12

6442 false 2316 1340.7823 1339.7873 1 -9.13 106.4 38.83 31.3 (M:31.3) 2 2 0 R.LQSLDALLEMK.S
Dimethyl:2H(4): 1, 11; 
Oxidation: 10

6443 true 2316 1554.9016 1553.8905 1 2.49 154.25 35 62.2 (M:62.2) 1 1 0 K.IASILEEQFQQGK.L Dimethyl:2H(4): 1, 13

6444 false 2316 1816.9461 1815.9771 1 -21.08 305.36 38.17 19.3 (M:19.3) 1 2 1 K.IKVDEFVTHTLPFDK.I Dimethyl: 1

6445 true 2316 1816.9461 1815.9457 1 -3.83 216.73 38.17 93.8 (M:93.8) 1 1 0 K.NPNQVYLVDYGLAYR.Y Dimethyl:2H(4): 1



6446 true 2316 1913.1008 1912.0856 1 4.16 345.31 39.67 72.2 (M:72.2) 1 1 1 K.LKGEMLDLQHGSLFLK.T Dimethyl: 1, 2, 16

6447 true 2316 2162.1203 2161.132 1 -8.77 165.58 43.67 29.3 (M:29.3) 1 1 0 K.EAQTSFLHLGYLPNQLFR.T Dimethyl: 1

6448 true 2316 2550.4893 2549.4744 1 2.98 243.56 38.83 15.3 (M:15.3) 1 1 0
K.NVFIIGATNRPDIIDPAILRPGR.
L Dimethyl:2H(4): 1

6449 true 2317 1910.9363 1909.9363 1 -3.81 226.63 38.17 51.2 (M:51.2) 1 1 0 K.FGHEFLEFEFRPDGK.L Dimethyl: 1, 15

6450 true 2318 1561.7738 1560.7685 1 -1.25 184.51 36 34.1 (M:34.1) 1 1 0 K.AQPNQTTFWEGVR.N Dimethyl: 1



6451 true 2318 1789.933 1788.9193 1 3.61 138.35 35.17 60.4 (M:60.4) 1 1 0 R.FLEQQNALMVAEVNR.L Dimethyl: 1

6452 true 2318 1918.9871 1917.9865 1 -3.47 273.04 38.17 53.7 (M:53.7) 1 1 0 K.FGHEFLEFEFRPDGK.L Dimethyl:2H(4): 1, 15

6453 true 2319 2224.3198 2223.3078 1 2.11 152.62 38.33 44.8 (M:44.8) 1 1 0 R.ISPIQKPQGLDPVEILQER.E Dimethyl:2H(4): 1, 6

6454 true 2320 1015.586 1014.5862 1 -7.37 88.16 36.17 40.7 (M:40.7) 2 1 0 R.LPEAAFLAR.T Dimethyl: 1

6455 true 2321 1019.6064 1018.6113 1 -12 137.57 36.17 41.6 (M:41.6) 1 1 0 R.LPEAAFLAR.T Dimethyl:2H(4): 1



6456 true 2322 1188.754 1187.739 1 6.47 71.81 40.17 29.5 (M:29.5) 1 1 0 K.IVIPILEAHR.D Dimethyl: 1

6457 false 2322 1421.7913 1420.8115 1 -19.39 275.25 40.33 17.1 (M:17.1) 1 56.81 3 1 R.AVITEDFKVPDK.M
Dimethyl:2H(4): 8; 
Dimethyl: 12

6458 true 2322 1421.7913 1420.7715 1 8.81 269 40.33 62.1 (M:62.1) 4 1 0 K.VLATTFDPFLGGR.N Dimethyl: 1

6459 true 2323 1192.7813 1191.7641 1 8.3 124.95 40 53.1 (M:53.1) 1 1 0 K.IVIPILEAHR.D Dimethyl:2H(4): 1

6460 true 2323 1631.9436 1630.9294 1 4.22 220.22 39.5 63.4 (M:63.4) 1 1 1 R.RIESLQEEIAFLK.K Dimethyl: 1, 13



6461 false 2324 1076.6348 1075.6249 1 2.37 131.13 38.83 18.1 (M:18.1) 1 6 1 R.CELPKLEK.R

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1; 
Dimethyl: 8

6462 true 2324 1975.9778 1974.9873 1 -8.5 150.44 38.33 28.9 (M:28.9) 1 1 1 R.QITQVYGFYDECLRK.Y
Carbamidomethyl: 12; 
Dimethyl: 1, 15

6463 false 2325 1080.6601 1079.6385 1 13.27 276.8 38.83 17.5 (M:17.5) 1 6 1 K.DCIIKIMK.G

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1; 
Dimethyl: 8

6464 true 2325 1583.04 1582.0422 1 -5.94 215.64 35.33 113.1 (M:113.1) 2 1 0 R.LLIHQSLAGGIIGVK.G Dimethyl:2H(4): 1, 15

6465 true 2325 1583.04 1582.0422 1 -5.94 215.64 35.33 113.1 (M:113.1) 2 1 0 R.LLIHQSLAGGIIGVK.G Dimethyl:2H(4): 1, 15



6466 true 2325 1742.0553 1741.04 1 4.63 181.14 38.5 51.5 (M:51.5) 1 1 1 K.LLEQALVIEEQLRR.A Dimethyl:2H(4): 1

6467 true 2326 1022.58 1021.5758 1 -3.05 131.73 36.5 37.6 (M:37.6) 1 1 0 K.GMAYIEFK.T Dimethyl:2H(4): 1, 8

6468 true 2326 1701.949 1700.9415 1 0.18 117.98 35.5 27.7 (M:27.7) 1 1 1 K.YKESFDVGSDIFAK.F Dimethyl:2H(4): 1, 2, 14

6469 true 2326 1962.0468 1961.0371 1 1.23 125.32 38.67 119.8 (M:119.8) 1 1 0 K.DNHLLGTFDLTGIPPAPR.G Dimethyl: 1

6470 true 2327 1471.7573 1470.733 1 11.6 408.88 40 59.5 (M:59.5) 1 1 0 R.IMYTVFEHTFR.I Dimethyl: 1



6471 true 2328 1250.7048 1249.689 1 6.8 203.77 36.67 63.1 (M:63.1) 2 1 0 K.IEVIEIMTDR.G Dimethyl:2H(4): 1

6472 true 2328 1475.7774 1474.7581 1 8.19 496.92 40 49.2 (M:49.2) 1 1 0 R.IMYTVFEHTFR.I Dimethyl:2H(4): 1

6473 true 2328 1713.9516 1712.9399 1 2.58 129.62 35.17 30.0 (M:30.0) 1 1 0 K.TPVEEVPAAIAPFQGR.V Dimethyl:2H(4): 1

6474 true 2328 1713.9516 1712.9399 1 2.58 129.62 35.17 30.0 (M:30.0) 1 1 0 K.TPVEEVPAAIAPFQGR.V Dimethyl:2H(4): 1

6475 true 2328 2455.2749 2454.2505 1 6.96 137.24 38.33 59.0 (M:59.0) 1 1 0 K.IEEFLEQTLCPPTYPHLSPK.Y
Carbamidomethyl: 10; 
Dimethyl: 1, 20



6476 true 2329 1281.6676 1280.6401 1 15.77 228.25 36.33 56.8 (M:56.8) 2 1 0 R.FEELNADLFR.G Dimethyl: 1

6477 true 2329 1281.6676 1280.6401 1 15.77 228.25 36.33 56.8 (M:56.8) 2 1 0 R.FEELNADLFR.G Dimethyl: 1

6478 true 2329 1778.9041 1777.89 1 3.86 172.66 35.17 25.9 (M:25.9) 1 1 0 K.QLGGTYFVFPGASHNR.F Dimethyl: 1

6479 true 2329 2463.3298 2462.3007 1 8.87 152.68 38.33 46.4 (M:46.4) 1 1 0 K.IEEFLEQTLCPPTYPHLSPK.Y
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 20

6480 true 2330 1285.6963 1284.6652 1 18.52 263.79 36.33 76.7 (M:76.7) 2 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1



6481 true 2330 1285.6963 1284.6652 1 18.52 263.79 36.33 76.7 (M:76.7) 2 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1

6482 false 2330 1285.6963 1284.7087 1 -15.28 214.66 36.33 19.6 (M:19.6) 1 2 1 K.EIKGEDVEMK.D

Dimethyl:2H(4): 1, 3; 
Oxidation: 9; Dimethyl: 
10

6483 false 2332 1085.6368 1084.6107 1 17.38 311.61 40.33 15.9 (M:15.9) 1 5 0 K.FGVLFADEK.C
Dimethyl:2H(4): 1; 
Dimethyl: 9

6484 true 2332 1225.7183 1224.719 1 -6.53 101.32 38.83 55.4 (M:55.4) 2 1 0 R.LLLNNDNLLR.E Dimethyl: 1

6485 true 2332 1225.7183 1224.719 1 -6.53 101.32 38.83 55.4 (M:55.4) 2 1 0 R.LLLNNDNLLR.E Dimethyl: 1



6486 true 2332 2113.2486 2112.2507 1 -4.43 194.89 35.33 55.9 (M:55.9) 1 1 1 K.KISSVQSIVPALEIANSHR.K Dimethyl:2H(4): 1, 1

6487 true 2333 1229.7434 1228.7441 1 -6.47 122.61 38.67 50.1 (M:50.1) 2 1 0 R.LLLNNDNLLR.E Dimethyl:2H(4): 1

6488 false 2333 1229.7434 1228.7139 1 18.08 136.73 38.67 24.3 (M:24.3) 1 2 0 K.TASQSLLVNLR.A Dimethyl: 1

6489 true 2333 1229.7434 1228.7441 1 -6.47 122.61 38.67 50.1 (M:50.1) 2 1 0 R.LLLNNDNLLR.E Dimethyl:2H(4): 1

6490 true 2333 1645.9751 1644.9702 1 -1.46 215.61 38.67 74.4 (M:74.4) 1 1 1 R.KVESLQEEIVFLK.K Dimethyl: 1, 1, 13



6491 true 2333 2588.4413 2587.4374 1 -1.32 157.17 35.17 71.0 (M:71.0) 1 1 1
K.LGQQAFFYHSNCKEPGIVGIVK
.I

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 13, 
22

6492 true 2334 1658.0482 1657.0455 1 -2.75 201.24 38.67 83.6 (M:83.6) 1 1 1 R.KVESLQEEIVFLK.K Dimethyl:2H(4): 1, 1, 13

6493 false 2334 1818.9494 1817.9356 1 3.61 257.49 36.33 15.7 (M:15.7) 1 50 2 1 K.KQCANLQAAIADAEQR.G
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6494 true 2334 2737.245 2736.2102 1 10.03 203.33 35.17 156.2 (M:156.2) 1 1 0
R.GGGGSFGYSYGGGSGGGFSAS
SLGGGFGGGSR.G Dimethyl:2H(4): 1

6495 false 2335 804.5208 803.5269 1 -16.65 292.85 35.33 19.3 (M:19.3) 1 8 0 K.IYVLLR.R Dimethyl: 1



6496 true 2335 804.5208 803.5167 1 -3.95 35.33 22.4 (M:22.4) 1 1 1 R.RDQIIK.G Dimethyl:2H(4): 1

6497 true 2335 804.5208 803.4939 1 24.39 35.33 22.4 (M:22.4) 1 39.4 1 1 K.KMQLIK.D
Oxidation: 2; Dimethyl: 
1

6498 true 2335 1443.6752 1442.6565 1 7.91 244.56 34 67.3 (M:67.3) 2 1 0 R.FTDEEVDELYR.E Dimethyl: 1

6499 true 2335 2425.2394 2424.2369 1 -1.99 189.25 38.67 125.6 (M:125.6) 1 1 0
K.HVSSCSAPAPLTAAEQELQQIR
.I

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6500 true 2336 853.4864 852.4858 1 -7.75 356.08 35.83 22.1 (M:22.1) 1 1 0 K.SIVFFGR.Y Dimethyl: 1



6501 true 2336 1079.5655 1078.5481 1 9.34 314.58 36.5 42.6 (M:42.6) 2 1 0 K.MDELQLFR.G Dimethyl: 1

6502 true 2336 1447.6995 1446.6816 1 7.33 330.37 34 75.4 (M:75.4) 2 1 0 R.FTDEEVDELYR.E Dimethyl:2H(4): 1

6503 true 2337 1083.5928 1082.5732 1 11.37 331.72 36.5 25.2 (M:25.2) 1 1 0 K.MDELQLFR.G Dimethyl:2H(4): 1

6504 true 2337 1113.6675 1112.6628 1 -2.3 315.36 38.83 22.1 (M:22.1) 1 1 0 K.DGKPCILVK.L
Carbamidomethyl: 5; 
Dimethyl: 1, 3, 9

6505 true 2338 1689.8623 1688.8403 1 8.71 171.48 36.5 64.2 (M:64.2) 2 1 0 K.TQEQLAAEMAELTAR.I Dimethyl: 1



6506 true 2339 956.5559 955.5491 1 -0.54 136.21 36.5 19.5 (M:19.5) 1 1 0 K.IEPPGLFR.G Dimethyl: 1

6507 true 2339 1246.6843 1245.6639 1 10.56 174.62 36.67 57.1 (M:57.1) 2 1 0 K.IEVIEIMTDR.G Dimethyl: 1

6508 true 2339 1723.7799 1722.7712 1 0.81 141.49 35.5 75.5 (M:75.5) 1 1 0 R.FAQPGSFEYEYAMR.W Dimethyl: 1

6509 false 2340 1048.6073 1047.575 1 23.87 103.95 35.33 15.1 (M:15.1) 1 5 0 R.AAVGLVDEDK.G Dimethyl:2H(4): 1

6510 true 2340 1048.6073 1047.6077 1 -7.29 131.78 35.33 28.3 (M:28.3) 1 1 0 K.TNSILFIGR.L Dimethyl: 1



6511 false 2340 1366.7733 1365.7405 1 18.72 206.89 40.5 15.6 (M:15.6) 3 4 0 K.WIHALEDTILR.H

6512 true 2340 1727.8029 1726.7963 1 -0.37 181.2 35.5 74.5 (M:74.5) 1 1 0 R.FAQPGSFEYEYAMR.W Dimethyl:2H(4): 1

6513 true 2340 2166.1683 2165.1571 1 1.82 209.12 43.67 48.9 (M:48.9) 1 1 0 K.EAQTSFLHLGYLPNQLFR.T Dimethyl:2H(4): 1

6514 true 2341 1014.538 1013.5256 1 5.1 145.53 36.67 48.9 (M:48.9) 1 1 0 K.GMAYIEFK.T Dimethyl: 1, 8

6515 true 2341 1386.8329 1385.818 1 5.46 267.25 36.83 54.1 (M:54.1) 2 1 0 K.LVAIVDVIDQNR.A Dimethyl:2H(4): 1



6516 true 2341 1618.8593 1617.8515 1 0.34 146.66 38.67 37.1 (M:37.1) 1 1 0 R.HIITYSLSPFEQR.A Dimethyl: 1

6517 true 2341 1697.983 1696.9603 1 9.08 235.13 40.33 69.1 (M:69.1) 1 1 0 R.IIPNFYPPLEAHVR.Q Dimethyl:2H(4): 1

6518 true 2341 1768.9833 1767.9731 1 1.7 142.24 35.5 69.3 (M:69.3) 1 1 0 R.AIVAIENPADVSVISSR.N Dimethyl: 1

6519 true 2342 1170.5557 1169.5539 1 -4.72 294.59 34.33 54.8 (M:54.8) 2 1 0 R.FFDDLCAVR.N
Carbamidomethyl: 6; 
Dimethyl: 1

6520 true 2342 1390.818 1389.8029 1 5.61 250.28 40.5 84.6 (M:84.6) 4 1 0 K.TVTAMDVVYALK.R
Dimethyl:2H(4): 1, 12; 
Oxidation: 5



6521 true 2342 1773.0039 1771.9982 1 -0.88 133.52 35.5 64.7 (M:64.7) 1 1 0 R.AIVAIENPADVSVISSR.N Dimethyl:2H(4): 1

6522 true 2343 1593.8141 1592.8199 1 -8.18 286.67 37 44.3 (M:44.3) 1 1 0 K.LPIGDVATQYFADR.D Dimethyl: 1

6523 true 2343 1943.0872 1942.0921 1 -6.31 113.28 38.67 30.2 (M:30.2) 1 1 1 K.CLQISNLSDKDILVLR.L
Carbamidomethyl: 1; 
Dimethyl: 1, 10

6524 true 2344 1176.7273 1175.734 1 -11.87 70.24 35.33 28.5 (M:28.5) 1 1 0 R.ILNFLMHPK.S Dimethyl:2H(4): 1, 9

6525 false 2344 1182.6633 1181.6554 1 0.57 106.39 34.33 15.1 (M:15.1) 1 8 1 R.VSSVSSERGSK.S
Dimethyl:2H(4): 1; 
Dimethyl: 11



6526 true 2344 1182.6633 1181.6631 1 -5.97 75.75 34.33 39.6 (M:39.6) 1 1 0 R.GDEELDSLIK.A Dimethyl:2H(4): 1, 10

6527 true 2344 1275.6743 1274.6547 1 9.64 155.59 36.5 69.6 (M:69.6) 1 1 0 R.AAYFGIYDTAK.G Dimethyl: 1, 11

6528 true 2344 1275.6743 1274.6547 1 9.64 155.59 36.5 69.6 (M:69.6) 1 1 0 R.AAYFGIYDTAK.G Dimethyl: 1, 11

6529 true 2344 1643.8828 1642.86 1 9.46 213.42 36.83 105.0 (M:105.0) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl: 1

6530 true 2344 1643.8828 1642.86 1 9.46 213.42 36.83 105.0 (M:105.0) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl: 1



6531 true 2345 1929.9255 1928.9386 1 -10.55 62.72 38.67 39.6 (M:39.6) 1 1 0 K.LSLDGQNIYNACCTLR.I
Carbamidomethyl: 12, 
13; Dimethyl:2H(4): 1

6532 true 2346 1317.6949 1316.699 1 -8.62 223.06 35.33 16.9 (M:16.9) 1 1 0 K.HALQGFFNSLR.T Dimethyl: 1

6533 true 2346 1619.8425 1618.8315 1 2.29 120.95 35.5 73.5 (M:73.5) 1 1 0 K.GLLFVGSGVSGGEEGAR.Y Dimethyl: 1

6534 true 2347 1321.7245 1320.7241 1 -5.15 206.38 35.33 26.7 (M:26.7) 1 1 0 K.HALQGFFNSLR.T Dimethyl:2H(4): 1

6535 true 2347 1534.871 1533.8701 1 -4.16 185.99 44 47.8 (M:47.8) 1 1 0 K.SGILPILVHCLER.D
Carbamidomethyl: 10; 
Dimethyl: 1



6536 true 2347 1894.056 1893.04 1 4.58 245.73 40.5 44.2 (M:44.2) 1 1 0 K.ELPYPDPAIAHFLVQK.V Dimethyl: 1, 16

6537 false 2347 2050.2632 2049.2359 1 9.74 258.24 40.17 15.4 (M:15.4) 1 2 0 R.IGCLLSGGLDSSLVAAVLLK.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 20

6538 true 2348 1101.6308 1100.6077 1 14.31 287.99 36.83 46.6 (M:46.6) 1 1 0 R.SEIDLLDIR.H Dimethyl: 1

6539 true 2348 1402.6741 1401.6565 1 7.35 185.03 34.33 46.4 (M:46.4) 2 1 0 K.YGEYFPGTGDLR.D Dimethyl: 1

6540 true 2348 1689.8794 1688.8661 1 3.52 148.07 35.5 70.0 (M:70.0) 1 1 1 K.YKESFDVGSDIFAK.F Dimethyl: 1, 2, 14



6541 true 2348 2038.1033 2037.1135 1 -8.56 131.92 38.83 33.6 (M:33.6) 2 1 0 R.VLRPPGGGSNFSLGFDEPK.E Dimethyl:2H(4): 1, 19

6542 true 2348 2093.1597 2092.1524 1 0 178.09 38.83 17.1 (M:17.1) 1 1 0 R.KPGEPIDLHMVEIMEMK.H Dimethyl:2H(4): 1, 1, 17

6543 true 2349 1312.6492 1311.6248 1 13.02 238.47 36.83 28.2 (M:28.2) 1 1 0 R.DFVFQPNDFR.L Dimethyl: 1

6544 true 2349 2097.0395 2096.0174 1 7.04 185 38.83 81.4 (M:81.4) 1 1 0 K.SHVDSSSVDSLFYAAQSIR.V Dimethyl: 1

6545 true 2350 2065.1178 2064.0942 1 7.93 201.9 40.5 104.2 (M:104.2) 1 1 0 R.FAIGSQVSEHSIVQDFIR.Q Dimethyl:2H(4): 1



6546 true 2351 1541.8074 1540.7773 1 14.82 134.69 36.83 27.6 (M:27.6) 1 1 0 K.TIISYIDEQFER.Y Dimethyl: 1

6547 true 2351 2071.0942 2070.0546 1 15.6 163.58 43.83 49.1 (M:49.1) 1 1 0 R.FLSQPFQVAEVFTGHMGK.L
Dimethyl:2H(4): 1; 
Oxidation: 16

6548 true 2351 3074.494 3073.4911 1 -1.43 193.58 38.83 81.3 (M:81.3) 1 1 1
R.FLSNGHVTIPGQQDKDMFQET
MEAMR.I Dimethyl:2H(4): 1, 15

6549 true 2352 1421.7849 1420.7537 1 16.8 324.28 36.5 34.3 (M:34.3) 2 1 0 R.VTAVIPCFPYAR.Q
Carbamidomethyl: 7; 
Dimethyl: 1

6550 true 2352 2079.065 2078.0659 1 -3.92 177.29 44 106.6 (M:106.6) 1 1 0 R.FLSQPFQVAEVFTGHMGK.L Dimethyl: 1, 18



6551 false 2353 963.5627 962.5487 1 6.94 64.16 36.83 15.6 (M:15.6) 1 2 0 K.GGGIDPFLR.N Dimethyl:2H(4): 1

6552 true 2353 978.5583 977.5433 1 7.83 58.67 35.67 30.3 (M:30.3) 1 1 0 R.GFSLEELK.L Dimethyl: 1, 8

6553 true 2353 1429.7616 1428.7653 1 -7.71 309.26 35.33 37.5 (M:37.5) 1 1 0 R.GYISPYFINTAK.G Dimethyl: 1, 12

6554 true 2353 2087.1155 2086.1161 1 -3.77 184.23 44 98.0 (M:98.0) 1 1 0 R.FLSQPFQVAEVFTGHMGK.L Dimethyl:2H(4): 1, 18

6555 true 2354 986.6117 985.5936 1 10.96 125.08 35.67 26.4 (M:26.4) 1 1 0 R.GFSLEELK.L Dimethyl:2H(4): 1, 8



6556 false 2354 1049.5863 1048.5702 1 8.32 242.79 40.5 22.7 (M:22.7) 1 4 0 R.QPDSGISSVK.S Dimethyl:2H(4): 1

6557 true 2354 1049.5863 1048.5739 1 4.8 212.25 40.5 46.2 (M:46.2) 1 1 0 R.FDILCVVR.D
Carbamidomethyl: 5; 
Dimethyl: 1

6558 true 2354 1405.8941 1404.8817 1 3.7 160.25 39 18.7 (M:18.7) 1 1 0 R.LLVLGGAGQLLAPR.G Dimethyl: 1

6559 true 2354 1437.8174 1436.8155 1 -3.76 293.21 35.5 34.6 (M:34.6) 1 1 0 R.GYISPYFINTAK.G Dimethyl:2H(4): 1, 12

6560 true 2355 1031.5949 1030.5811 1 6.33 134.24 36.83 25.3 (M:25.3) 1 1 0 R.GDLPFVVTR.R Dimethyl: 1



6561 false 2355 1053.6082 1052.599 1 1.76 207.98 40.5 27.2 (M:27.2) 1 2 0 R.FDILCVVR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6562 true 2356 1580.7631 1579.7614 1 -3.58 171.16 35.83 33.6 (M:33.6) 1 1 1 K.NYDPMKDFEAMR.A Dimethyl:2H(4): 1, 6

6563 true 2357 1681.8166 1680.8086 1 0.44 205.38 35.67 47.6 (M:47.6) 1 1 0 R.FAQPGTFEFEYASR.W Dimethyl:2H(4): 1

6564 true 2357 1726.9012 1725.8839 1 5.84 168.51 39.17 111.8 (M:111.8) 3 1 0 R.FTPGTFTNQIQAAFR.E Dimethyl: 1

6565 true 2358 1730.9288 1729.909 1 7.23 189.5 39.17 110.1 (M:110.1) 2 1 0 R.FTPGTFTNQIQAAFR.E Dimethyl:2H(4): 1



6566 true 2358 2551.2727 2550.3217 1 -22.08 218.71 36.83 56.1 (M:56.1) 2 1 0
R.EATESFASDPITYRPVAIALDTK.
G Dimethyl: 1, 23

6567 true 2361 1574.987 1573.9919 1 -7.74 215.15 35.33 83.7 (M:83.7) 2 1 0 R.LLIHQSLAGGIIGVK.G Dimethyl: 1, 15

6568 true 2361 1574.987 1573.9919 1 -7.74 215.15 35.33 83.7 (M:83.7) 2 1 0 R.LLIHQSLAGGIIGVK.G Dimethyl: 1, 15

6569 true 2362 1296.6819 1295.651 1 18.23 204.36 36.67 31.6 (M:31.6) 1 1 0 R.GTVTAFSPFDAR.A Dimethyl: 1

6570 true 2362 2101.0714 2100.0426 1 10.27 183.67 38.83 71.3 (M:71.3) 1 1 0 K.SHVDSSSVDSLFYAAQSIR.V Dimethyl:2H(4): 1



6571 true 2364 1693.9567 1692.9352 1 8.41 185.27 40.33 47.5 (M:47.5) 1 1 0 R.IIPNFYPPLEAHVR.Q Dimethyl: 1

6572 true 2364 1752.8991 1751.9079 1 -9.19 169.96 35.33 44.0 (M:44.0) 1 1 0 K.TFAVQGFGNVGLHSMR.Y Dimethyl:2H(4): 1

6573 true 2365 1377.7616 1376.7374 1 12.32 257.26 36.83 91.4 (M:91.4) 2 1 0 K.GAFTGEISPAMIK.D Dimethyl: 1, 13

6574 true 2365 1558.7552 1557.7351 1 8.21 168.5 37 56.6 (M:56.6) 1 1 0 K.GFGFVDFSSPEDAK.A Dimethyl: 1, 14

6575 true 2365 1974.111 1973.1048 1 -0.56 106.43 35.5 36.0 (M:36.0) 1 1 0 R.VCLLYRPGHYDILYK.-
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 15



6576 true 2366 1385.8099 1384.7876 1 10.84 197.88 36.83 83.1 (M:83.1) 1 1 0 K.GAFTGEISPAMIK.D Dimethyl:2H(4): 1, 13

6577 true 2366 1566.8012 1565.7853 1 5.48 225.79 37 57.8 (M:57.8) 1 1 0 K.GFGFVDFSSPEDAK.A Dimethyl:2H(4): 1, 14

6578 true 2366 1739.9597 1738.9093 1 24.77 206.12 42.33 51.7 (M:51.7) 1 1 0 R.AQLADSFHLQQFFR.D Dimethyl:2H(4): 1

6579 true 2366 3066.4549 3065.4409 1 2.21 130.6 38.83 53.1 (M:53.1) 1 1 1
R.FLSNGHVTIPGQQDKDMFQET
MEAMR.I Dimethyl: 1, 15

6580 true 2367 1622.8744 1621.8766 1 -5.83 118.16 38.67 21.6 (M:21.6) 1 1 0 R.HIITYSLSPFEQR.A Dimethyl:2H(4): 1



6581 true 2367 2105.1937 2104.2004 1 -6.65 215.95 35.33 29.8 (M:29.8) 1 1 1 K.KISSVQSIVPALEIANSHR.K Dimethyl: 1, 1

6582 true 2368 1401.8036 1400.7825 1 9.83 217.01 36.83 58.6 (M:58.6) 1 1 0 K.GAFTGEISPAMIK.D
Dimethyl:2H(4): 1, 13; 
Oxidation: 11

6583 true 2369 1426.7372 1425.7046 1 17.72 288.05 37 28.4 (M:28.4) 1 1 0 K.ACATFGIPCELR.V
Carbamidomethyl: 2, 9; 
Dimethyl:2H(4): 1

6584 true 2369 1936.0177 1934.9964 1 7.2 157.13 40.17 48.3 (M:48.3) 1 1 1 K.DGVYFMYEALHGPPKK.I Dimethyl: 1, 15, 16

6585 true 2370 1485.7727 1484.7623 1 2.06 125.07 34.33 83.5 (M:83.5) 2 1 0 K.ELPQFATGDNLPR.V Dimethyl: 1



6586 true 2370 1561.9028 1560.8847 1 6.93 169.68 40.67 53.9 (M:53.9) 1 1 0 K.NIPMTLELLQTTR.I Dimethyl:2H(4): 1

6587 true 2371 1996.996 1996.0054 1 -8.34 110.43 38.83 32.4 (M:32.4) 1 1 0 K.VAQGVVSFGYDSPPGVYAR.I Dimethyl: 1

6588 true 2372 1058.6517 1057.6474 1 -2.76 150.33 39.17 22.8 (M:22.8) 1 1 0 K.YTILLFTR.A Dimethyl:2H(4): 1

6589 true 2372 1706.9333 1705.9251 1 0.59 153.01 39.17 39.1 (M:39.1) 1 1 1 R.RYTLSILEDIGGGEK.V Dimethyl: 1, 15

6590 true 2372 2001.0228 2000.0305 1 -7.52 91.45 38.83 43.2 (M:43.2) 1 1 0 K.VAQGVVSFGYDSPPGVYAR.I Dimethyl:2H(4): 1



6591 true 2372 2016.9726 2015.9663 1 -0.45 132.31 35.83 23.1 (M:23.1) 1 1 0 K.YPIEHGIITNWDDMEK.I Dimethyl: 1, 16

6592 true 2373 928.5536 927.548 1 -1.82 94.06 35.67 38.0 (M:38.0) 1 1 0 R.IAFVSFGR.H Dimethyl:2H(4): 1

6593 true 2373 2025.0262 2024.0165 1 1.2 131.76 36 31.1 (M:31.1) 1 1 0 K.YPIEHGIITNWDDMEK.I Dimethyl:2H(4): 1, 16

6594 true 2373 2206.2039 2205.1728 1 10.8 225.2 40.33 67.9 (M:67.9) 1 1 0 K.IPIFSAAGLPHNEIAAQICR.Q
Carbamidomethyl: 19; 
Dimethyl: 1

6595 true 2374 1982.0189 1981.0058 1 2.97 142.98 39.17 89.6 (M:89.6) 1 1 0 K.NLEGYVGFANLPNQVYR.K Dimethyl: 1



6596 true 2374 2169.1975 2168.2081 1 -8.23 157.22 38.67 85.2 (M:85.2) 1 1 1 K.VFLENVIRDAVTYTEHAK.R Dimethyl:2H(4): 1, 18

6597 true 2374 2269.2525 2268.2267 1 8.19 276.94 40.33 59.7 (M:59.7) 1 1 0
K.AVAFQSPQVGVLENLHAAAYK
.T Dimethyl: 1, 21

6598 true 2375 1100.7187 1099.7093 1 1.92 274.17 39.17 45.8 (M:45.8) 2 1 0 K.STLINTLFK.S Dimethyl:2H(4): 1, 9

6599 true 2375 1152.6365 1151.6311 1 -1.64 310.13 36.17 22.3 (M:22.3) 1 1 1 K.AGELWKAMSK.E Dimethyl:2H(4): 1

6600 true 2375 1921.0067 1919.9676 1 16.55 239.03 36.83 56.0 (M:56.0) 1 1 0 R.VFPGIISHIHVENCDR.S
Carbamidomethyl: 14; 
Dimethyl: 1



6601 true 2375 1986.0415 1985.0309 1 1.69 144.16 39.17 77.8 (M:77.8) 1 1 0 K.NLEGYVGFANLPNQVYR.K Dimethyl:2H(4): 1

6602 true 2375 2277.3 2276.2769 1 6.95 339.92 40.33 83.5 (M:83.5) 1 1 0
K.AVAFQSPQVGVLENLHAAAYK
.T Dimethyl:2H(4): 1, 21

6603 true 2376 1142.7032 1141.7071 1 -9.78 265.42 39.67 53.9 (M:53.9) 2 1 0 K.SQLLNALLSK.Q Dimethyl: 1, 10

6604 true 2376 1527.9314 1526.916 1 5.36 116.69 36.17 38.1 (M:38.1) 1 1 1 K.KIEEVVYDLSIR.G Dimethyl:2H(4): 1, 1

6605 true 2376 1760.9189 1759.9254 1 -7.8 248.98 37.17 50.3 (M:50.3) 1 1 1 M.SELDQLRQEAEQLK.N
Dimethyl:2H(4): 14; 
Acetyl: 1



6606 false 2376 1760.9189 1759.9366 1 -14.18 364.1 37.17 28.9 (M:28.9) 1 2 1 M.SELEQLRQEAEQLR.N Dimethyl:2H(4): 1

6607 false 2376 1760.9189 1759.9212 1 -5.43 275.18 37.17 17.4 (M:17.4) 1 3 1 K.VEEAQGMMKLVEQLK.E Dimethyl: 15

6608 true 2376 2061.0845 2060.0691 1 3.96 146.38 40.5 72.2 (M:72.2) 1 1 0 R.FAIGSQVSEHSIVQDFIR.Q Dimethyl: 1

6609 true 2376 2481.2504 2480.2276 1 6.27 215.11 40.33 112.4 (M:112.4) 1 1 0
K.VILALGDYMGATCHACIGGTN
VR.N

Carbamidomethyl: 13, 
16; Dimethyl:2H(4): 1

6610 true 2377 1558.7854 1557.7799 1 -1.17 172.41 36.33 52.3 (M:52.3) 1 1 0 K.CPQVVISFYEER.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



6611 true 2378 998.6231 997.6172 1 -1.36 173.17 37 45.7 (M:45.7) 1 1 0 R.AALQELLGK.G Dimethyl: 1, 9

6612 true 2378 1081.6302 1080.6248 1 -1.75 254.44 35.5 33.4 (M:33.4) 1 1 0 R.YHFFLYK.H Dimethyl:2H(4): 1, 7

6613 true 2379 1081.5971 1080.5968 1 -6.46 98.77 38.83 15.0 (M:15.0) 1 1 0 K.VIFLENYR.V Dimethyl: 1

6614 true 2379 1090.5954 1089.5859 1 2.08 189.69 35.5 15.1 (M:15.1) 1 1 0 R.TAYLLYYR.R Dimethyl: 1

6615 true 2379 1257.6118 1256.619 1 -11.46 121.18 36.33 42.2 (M:42.2) 1 1 0 R.FFEQFLEGGR.S Dimethyl: 1



6616 true 2379 1269.7496 1268.738 1 3.35 209.43 37.33 73.5 (M:73.5) 1 1 0 R.DVPLPEVAFVK.E Dimethyl: 1, 11

6617 true 2379 3014.5001 3013.4949 1 -0.7 145.37 39.17 108.0 (M:108.0) 1 1 1
R.YFEITDESPYVHYLNTFSSKEPQ
R.G Dimethyl:2H(4): 1, 20

6618 true 2380 1261.6405 1260.6441 1 -8.58 137.2 36.33 51.9 (M:51.9) 1 1 0 R.FFEQFLEGGR.S Dimethyl:2H(4): 1

6619 true 2380 1352.7228 1351.7024 1 9.75 295.55 37.33 39.3 (M:39.3) 1 1 0 K.ELPEYYELIR.K Dimethyl: 1

6620 false 2380 1352.7228 1351.7104 1 3.78 200.77 37.33 17.1 (M:17.1) 1 4 1 R.CTRGAFMQLIK.V
Carbamidomethyl: 1; 
Dimethyl: 11



6621 true 2380 1407.7856 1406.7716 1 4.78 253.16 39.17 55.9 (M:55.9) 2 1 0 K.FTVLLMPNGPMR.I Dimethyl:2H(4): 1

6622 true 2381 1032.5914 1031.5764 1 7.52 159.43 36.83 32.0 (M:32.0) 2 1 0 K.AAALEFLNR.F Dimethyl: 1

6623 true 2381 1356.7437 1355.7275 1 6.62 309.84 37.33 52.0 (M:52.0) 1 1 0 K.ELPEYYELIR.K Dimethyl:2H(4): 1

6624 true 2381 1554.751 1553.7548 1 -7.11 121.53 36.33 50.6 (M:50.6) 1 1 0 K.CPQVVISFYEER.L
Carbamidomethyl: 1; 
Dimethyl: 1

6625 true 2382 1036.6086 1035.6015 1 -0.13 172.48 36.83 17.0 (M:17.0) 1 1 0 K.AAALEFLNR.F Dimethyl:2H(4): 1



6626 false 2382 1448.7519 1447.7559 1 -7.77 326.06 38 22.6 (M:22.6) 1 3 0 K.SVGNLADFEAELK.A Dimethyl: 1, 13

6627 true 2382 2365.3429 2364.3253 1 4.36 204 40.5 21.9 (M:21.9) 1 1 1 R.SHDPEEAIRHDVIVTIITAGK.R Dimethyl:2H(4): 1, 21

6628 true 2383 990.575 989.5797 1 -12.13 119.75 36.67 67.7 (M:67.7) 1 1 0 R.GLFIIDEK.G Dimethyl: 1, 8

6629 true 2383 1474.8099 1473.7861 1 11.22 376.4 37.5 51.1 (M:51.1) 2 1 0 K.SDIGEVILVGGMTR.M Dimethyl: 1

6630 true 2383 1538.882 1537.8617 1 8.49 218.69 40.5 31.8 (M:31.8) 1 1 0 K.ALQLLHSFPLDTR.L Dimethyl: 1



6631 true 2383 2301.1177 2300.1496 1 -17.04 114 34.33 126.0 (M:126.0) 2 1 0
K.GVVPLAGTDGETTTQGLDGLS
ER.C Dimethyl: 1

6632 true 2383 2412.306 2411.2809 1 7.41 155.29 40.5 108.3 (M:108.3) 1 1 0
R.ISGETIFVTAQHEATAGIIGVNR
.K Dimethyl: 1

6633 true 2384 998.6212 997.6299 1 -16.07 130.72 36.67 47.9 (M:47.9) 1 1 0 R.GLFIIDEK.G Dimethyl:2H(4): 1, 8

6634 false 2384 1478.8323 1477.8112 1 9.35 394.17 37.5 23.6 (M:23.6) 1 4 0 K.SDIGEVILVGGMTR.M Dimethyl:2H(4): 1

6635 true 2384 1542.9029 1541.8868 1 5.77 220.09 40.5 40.1 (M:40.1) 1 1 0 K.ALQLLHSFPLDTR.L Dimethyl:2H(4): 1



6636 true 2384 2305.1457 2304.1747 1 -15.72 134.23 34.33 121.7 (M:121.7) 1 1 0
K.GVVPLAGTDGETTTQGLDGLS
ER.C Dimethyl:2H(4): 1

6637 true 2384 2416.3318 2415.306 1 7.67 229.39 40.5 75.0 (M:75.0) 1 1 0
R.ISGETIFVTAQHEATAGIIGVNR
.K Dimethyl:2H(4): 1

6638 true 2385 1218.6356 1217.6404 1 -9.95 114.04 36.67 76.7 (M:76.7) 1 1 0 K.NVFENALEVR.L Dimethyl: 1

6639 true 2385 1628.8363 1627.8134 1 9.61 262.77 37.33 16.0 (M:16.0) 1 1 0 R.FGFPEGSVELYAEK.V Dimethyl: 1, 14

6640 false 2386 1277.7364 1276.7176 1 9 79.23 40.17 15.1 (M:15.1) 1 7 1 K.VLKSDENDAVK.K
Dimethyl:2H(4): 1; 
Dimethyl: 11



6641 true 2387 848.4749 847.4473 1 23.94 417.03 34.5 17.2 (M:17.2) 1 1 0 K.GCVTEVK.N
Carbamidomethyl: 2; 
Dimethyl: 1, 7

6642 false 2387 1789.9939 1788.9985 1 -6.64 192.1 37.33 15.2 (M:15.2) 1 7 1 K.VLTSFGDAVKNLDNIK.N Dimethyl: 1, 16

6643 false 2387 1789.9939 1789.0135 1 -14.98 37.33 17.5 (M:17.5) 1 4 1 K.VTVTPEKITIQNETGK.T Dimethyl:2H(4): 1

6644 true 2388 1233.6887 1232.6765 1 3.96 93.53 37 18.6 (M:18.6) 1 1 0 K.ASSGLLYPLER.G Dimethyl: 1

6645 true 2388 1481.8238 1480.8038 1 8.57 279.5 40.83 30.2 (M:30.2) 1 1 0 K.SPGFEIIHGLLDR.V Dimethyl: 1



6646 true 2388 1508.7717 1507.7783 1 -9.2 149.61 36.67 68.7 (M:68.7) 1 1 1 R.ARFEELNADLFR.G Dimethyl: 1

6647 true 2388 1508.7717 1507.7783 1 -9.2 149.61 36.67 68.7 (M:68.7) 1 1 1 R.ARFEELNADLFR.G Dimethyl: 1

6648 true 2389 1512.7952 1511.8034 1 -10.23 194.82 36.67 64.5 (M:64.5) 1 1 1 R.ARFEELNADLFR.G Dimethyl:2H(4): 1

6649 false 2389 1512.7952 1511.8207 1 -21.66 215.23 36.67 15.7 (M:15.7) 1 2 1 K.EFLKANTELMEK.L
Dimethyl:2H(4): 4; 
Dimethyl: 1

6650 true 2389 1512.7952 1511.8034 1 -10.23 194.82 36.67 64.5 (M:64.5) 1 1 1 R.ARFEELNADLFR.G Dimethyl:2H(4): 1



6651 true 2389 1683.8528 1682.8185 1 16.04 137.32 39.17 22.4 (M:22.4) 1 1 1 K.TPSQYDASELKAAMK.G
Oxidation: 14; Dimethyl: 
15

6652 true 2390 1557.8762 1556.8596 1 5.97 138.48 40.67 60.2 (M:60.2) 1 1 0 K.NIPMTLELLQTTR.I Dimethyl: 1

6653 true 2390 1612.9123 1611.9196 1 -9.04 201.42 36.5 56.7 (M:56.7) 1 1 1 K.QLDDLKVELSQLR.V Dimethyl: 1, 6

6654 false 2390 1652.9404 1651.9157 1 10.57 258.68 37.5 16.1 (M:16.1) 1 50 2 1 R.KEWLVGMLGAESTK.L

Dimethyl:2H(4): 1; 
Oxidation: 7; Dimethyl: 
1, 14

6655 false 2391 860.5444 859.528 1 10.66 792.23 40.67 22.1 (M:22.1) 1 5 0 K.LLFNGLR.K Dimethyl: 1



6656 true 2391 860.5444 859.528 1 10.66 506.71 40.67 39.1 (M:39.1) 4 1 0 K.NFLAVLR.G Dimethyl: 1

6657 true 2391 1445.8841 1444.8766 1 0.19 278.16 35.67 25.4 (M:25.4) 1 1 0 R.VGVPVPVPALTVNR.L Dimethyl: 1

6658 true 2391 1620.9583 1619.9698 1 -11.58 161.38 36.5 42.6 (M:42.6) 1 1 1 K.QLDDLKVELSQLR.V Dimethyl:2H(4): 1, 6

6659 true 2391 1656.9672 1655.9396 1 12.29 270.22 37.5 71.1 (M:71.1) 2 1 0 R.TGAIVDVPVGEELLGR.V Dimethyl:2H(4): 1

6660 true 2392 1352.8073 1351.8075 1 -5.53 209.4 39.33 85.6 (M:85.6) 1 1 0 R.NIPGITLLDVNK.L Dimethyl: 1, 12



6661 true 2392 1449.9057 1448.9017 1 -2.26 303.1 35.67 18.4 (M:18.4) 1 1 0 R.VGVPVPVPALTVNR.L Dimethyl:2H(4): 1

6662 true 2393 1360.8632 1359.8577 1 -1.33 169.31 39.17 58.1 (M:58.1) 1 1 0 R.NIPGITLLDVNK.L Dimethyl:2H(4): 1, 12

6663 true 2393 1928.9603 1927.9254 1 14.34 141.54 37.5 41.3 (M:41.3) 1 1 0 R.ALYDFDAVEHDELGFR.S Dimethyl:2H(4): 1

6664 false 2394 1072.6235 1071.624 1 -7.21 244.47 40.67 17.6 (M:17.6) 1 4 0 R.RPFSGLAHR.V Dimethyl:2H(4): 1

6665 true 2394 1222.6619 1221.6655 1 -8.95 109.16 36.67 76.0 (M:76.0) 1 1 0 K.NVFENALEVR.L Dimethyl:2H(4): 1



6666 true 2395 1422.7005 1421.6795 1 9.63 189.26 37 42.0 (M:42.0) 1 1 0 K.ACATFGIPCELR.V
Carbamidomethyl: 2, 9; 
Dimethyl: 1

6667 false 2395 1422.7005 1421.7258 1 -22.91 222.17 37 19.2 (M:19.2) 1 2 1 K.AMQLSMAKEEIK.E
Oxidation: 2; Dimethyl: 
12

6668 true 2395 1671.9816 1670.9782 1 -2.29 272.67 35.5 40.1 (M:40.1) 2 1 0 K.HFCPNVPIILVGNK.K
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 14

6669 true 2395 1918.9578 1917.9709 1 -10.6 221.73 39.17 66.7 (M:66.7) 1 1 0 R.GIAAEPLFVGYCPHEAR.W
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

6670 true 2396 997.5249 996.528 1 -10.44 136.46 37 34.0 (M:34.0) 1 1 0 K.ELEFYLR.K Dimethyl: 1



6671 false 2396 1076.6476 1075.6539 1 -12.67 218.69 40.67 22.2 (M:22.2) 1 63.63 3 1 K.KELSDIALR.I Dimethyl:2H(4): 1

6672 true 2396 1256.6844 1255.67 1 5.65 159.45 37.67 50.3 (M:50.3) 1 1 0 R.EVSDFISYLK.R Dimethyl: 1, 10

6673 true 2396 1589.7608 1588.749 1 2.81 150.05 39.33 58.4 (M:58.4) 1 1 0 R.NAFMMLIHADQDR.A Dimethyl: 1

6674 true 2396 1935.0589 1934.0374 1 7.38 128.01 40.67 55.3 (M:55.3) 1 1 0 K.VVNDLVQHFLNENLPR.E Dimethyl: 1

6675 true 2397 1001.5516 1000.5531 1 -8.76 112.25 37 38.1 (M:38.1) 1 1 0 K.ELEFYLR.K Dimethyl:2H(4): 1



6676 true 2397 1444.7346 1443.7205 1 4.71 317.06 37.67 18.1 (M:18.1) 1 1 0 M.ADGELNVDSLITR.L Acetyl: 1

6677 true 2397 1593.7845 1592.7741 1 1.97 199.47 39.33 29.8 (M:29.8) 1 1 0 R.NAFMMLIHADQDR.A Dimethyl:2H(4): 1

6678 true 2397 1827.0016 1825.9839 1 5.71 159.88 35.67 20.6 (M:20.6) 1 1 0 R.LYGPTNFSPIINHVAR.F Dimethyl: 1

6679 true 2397 1939.085 1938.0625 1 7.86 122.89 40.67 47.3 (M:47.3) 1 1 0 K.VVNDLVQHFLNENLPR.E Dimethyl:2H(4): 1

6680 false 2398 1136.5648 1135.5696 1 -10.62 304.79 37 16.6 (M:16.6) 1 10 0 K.ALIDEFMNR.E Dimethyl: 1



6681 true 2398 1304.8145 1303.7976 1 7.36 250.58 40.67 63.4 (M:63.4) 1 1 0 K.ALLLHQLEALR.Q Dimethyl: 1

6682 true 2398 1831.0149 1830.009 1 -0.78 288.67 35.67 44.5 (M:44.5) 1 1 0 R.LYGPTNFSPIINHVAR.F Dimethyl:2H(4): 1

6683 false 2399 972.5425 971.5261 1 9.43 190.24 39.33 15.1 (M:15.1) 1 7 1 R.GARGQNTLR.Q

6684 false 2399 972.5425 971.5288 1 6.67 204.59 39.33 17.4 (M:17.4) 1 2 0 K.EIAENALGK.H Dimethyl: 9

6685 true 2399 1611.7819 1610.7729 1 1.07 146.43 39.33 35.2 (M:35.2) 1 1 0 K.LYENFISEFEHR.V Dimethyl: 1



6686 true 2399 1687.8575 1686.8498 1 0.23 210.29 37.67 30.4 (M:30.4) 1 1 0 R.LLIDEAILECDAER.V
Carbamidomethyl: 10; 
Dimethyl: 1

6687 true 2400 1260.6415 1259.6336 1 0.51 123.77 34.67 29.6 (M:29.6) 1 1 0 K.EFTIDVGYER.F Dimethyl:2H(4): 1

6688 true 2400 1615.8063 1614.798 1 0.64 220.51 39.33 40.6 (M:40.6) 1 1 0 K.LYENFISEFEHR.V Dimethyl:2H(4): 1

6689 true 2401 1520.909 1519.8974 1 2.88 234.72 40.67 76.1 (M:76.1) 1 1 0 K.IPLLSDLTHQISK.D Dimethyl: 1, 13

6690 false 2401 1520.909 1519.8722 1 19.42 256.18 40.67 15.1 (M:15.1) 1 4 1 K.ALPTKEHVDVISR.F Dimethyl: 1, 5



6691 true 2401 1543.8145 1542.8116 1 -2.85 159.54 36.83 62.7 (M:62.7) 1 1 0 K.GFLGPEQLPECLK.G
Carbamidomethyl: 11; 
Dimethyl: 1, 13

6692 true 2401 1559.8534 1558.8355 1 6.79 94.01 36.83 38.2 (M:38.2) 2 1 0 R.GLVVTAYSPLGSPDR.M Dimethyl: 1

6693 true 2401 2004.1665 2003.1695 1 -5.15 131.8 35.67 38.7 (M:38.7) 1 1 0 R.IGPYQPNVPVGVNYVVPK.T Dimethyl:2H(4): 1, 18

6694 true 2403 1166.7283 1165.7161 1 4.18 345.14 39.33 19.5 (M:19.5) 1 1 0 R.FYNLVLLPR.V Dimethyl:2H(4): 1

6695 true 2403 1435.7548 1434.7355 1 8.37 375.07 37.83 41.9 (M:41.9) 1 1 0 K.ADTLTDEINFLR.A Dimethyl: 1



6696 false 2403 1435.7548 1434.7252 1 15.49 380.17 37.83 15.3 (M:15.3) 1 5 1 K.RSQEEELEDLR.D Dimethyl:2H(4): 1

6697 true 2404 1193.6735 1192.6604 1 4.87 80.76 39.5 37.1 (M:37.1) 2 1 0 R.SLFTGIFQPR.W Dimethyl: 1

6698 true 2404 1819.8489 1818.8611 1 -10.69 109.2 36.83 57.1 (M:57.1) 1 1 0 R.QITQVYGFYDECLR.K
Carbamidomethyl: 12; 
Dimethyl: 1

6699 true 2405 1197.6997 1196.6856 1 5.77 81.73 39.33 20.8 (M:20.8) 2 1 0 R.SLFTGIFQPR.W Dimethyl:2H(4): 1

6700 true 2405 1609.8079 1608.7883 1 7.65 241.08 37.83 43.4 (M:43.4) 2 1 0 K.TLSEDEYLEDVLR.L Dimethyl: 1



6701 true 2405 1823.8999 1822.8862 1 3.56 180.1 36.83 64.2 (M:64.2) 1 1 0 R.QITQVYGFYDECLR.K
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

6702 true 2405 2174.3085 2173.2962 1 2.3 199.66 39.33 38.4 (M:38.4) 1 1 0 K.QTVFLLEKPIPVEAGEALR.G Dimethyl:2H(4): 1, 8

6703 true 2406 1154.579 1153.5867 1 -12.92 307.89 37 16.3 (M:16.3) 1 1 1 K.DDESLTKYK.K Dimethyl: 7, 9

6704 true 2407 851.5275 850.5214 1 -1.39 423.02 37 24.7 (M:24.7) 1 1 0 K.GDIFLVR.G Dimethyl:2H(4): 1

6705 true 2407 1227.7705 1226.7627 1 0.47 101.64 39.5 53.4 (M:53.4) 2 1 0 R.DLLQFFKPR.Q Dimethyl:2H(4): 1, 7



6706 true 2407 1720.9142 1719.8981 1 5.13 235.76 37.83 33.9 (M:33.9) 1 1 0 K.LQPFATEADVEEALR.L Dimethyl:2H(4): 1

6707 true 2408 1257.7015 1256.6839 1 8.25 128.12 39.33 33.3 (M:33.3) 1 1 0 K.FSYLTMLAQK.I Dimethyl: 1, 10

6708 true 2408 1690.9303 1689.9364 1 -7.87 112.53 39.17 42.3 (M:42.3) 1 1 1 R.VIKDFMIQGGDFTR.G Dimethyl:2H(4): 1, 3

6709 true 2408 2340.2377 2339.2212 1 3.93 149.24 39.17 56.6 (M:56.6) 1 1 0 R.TPVLLHDHNEFLNEDVFLR.G Dimethyl:2H(4): 1

6710 true 2409 1291.717 1290.7184 1 -6.7 100.47 37.33 23.8 (M:23.8) 1 1 0 K.LALDVEIATYR.K Dimethyl: 1



6711 true 2409 1291.717 1290.7184 1 -6.7 100.47 37.33 23.8 (M:23.8) 1 1 0 K.LALDVEIATYR.K Dimethyl: 1

6712 true 2409 1291.717 1290.7184 1 -6.7 100.47 37.33 23.8 (M:23.8) 1 1 0 K.LALDVEIATYR.K Dimethyl: 1

6713 true 2410 1313.7013 1312.6999 1 -4.5 203.32 37.33 23.9 (M:23.9) 1 1 0 K.LALDMEISAYR.K Dimethyl:2H(4): 1

6714 true 2410 1313.7013 1312.6999 1 -4.5 203.32 37.33 23.9 (M:23.9) 1 1 0 K.LALDMEISAYR.K Dimethyl:2H(4): 1

6715 true 2410 2348.1324 2347.1233 1 0.77 135.99 37.83 59.2 (M:59.2) 2 1 1
R.NPPGFAFVEFEDPRDAADAVR
.E Dimethyl: 1



6716 false 2411 924.5297 923.5076 1 15.95 226.49 35.67 22.7 (M:22.7) 1 2 1 R.ASYGVSKGK.V Dimethyl: 9

6717 true 2411 924.5297 923.5229 1 -0.55 168.32 35.67 39.6 (M:39.6) 1 1 0 R.IAFVSFGR.H Dimethyl: 1

6718 true 2411 1364.6589 1363.6628 1 -8.23 177.41 37.17 34.4 (M:34.4) 1 1 0 R.MLDMGFEPQIR.R Dimethyl: 1

6719 true 2411 1364.6589 1363.6628 1 -8.23 177.41 37.17 34.4 (M:34.4) 1 1 0 R.MLDMGFEPQIR.K Dimethyl: 1

6720 true 2411 1364.6589 1363.6628 1 -8.23 177.41 37.17 34.4 (M:34.4) 1 1 0 R.MLDMGFEPQIR.K Dimethyl: 1



6721 true 2411 2407.2594 2406.2705 1 -7.62 172.03 39.33 148.1 (M:148.1) 3 1 1
R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl:2H(4): 1, 1

6722 true 2411 2407.2594 2406.2705 1 -7.62 172.03 39.33 148.1 (M:148.1) 3 1 1
R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl:2H(4): 1, 1

6723 true 2412 1368.6808 1367.6879 1 -10.54 238.49 37.17 31.1 (M:31.1) 1 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1

6724 true 2412 1368.6808 1367.6879 1 -10.54 238.49 37.17 31.1 (M:31.1) 1 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1

6725 true 2412 1368.6808 1367.6879 1 -10.54 238.49 37.17 31.1 (M:31.1) 1 1 0 R.MLDMGFEPQIR.R Dimethyl:2H(4): 1



6726 true 2412 1516.8132 1515.7933 1 8.28 213.35 38 83.0 (M:83.0) 2 1 0 R.QYDPDLEQLLVR.W Dimethyl: 1

6727 false 2412 1516.8132 1515.8195 1 -8.97 288.73 38 16.6 (M:16.6) 1 4 1 R.RIPSTDTNPPSSGK.G
Dimethyl:2H(4): 1; 
Dimethyl: 14

6728 false 2413 1112.6252 1111.615 1 2.59 333.64 35.83 16.8 (M:16.8) 1 3 0 K.VFCVGPVFR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6729 true 2413 1112.6252 1111.6066 1 10.15 287.66 35.83 28.8 (M:28.8) 1 1 0 R.FFVNFPSAK.Q Dimethyl: 1, 9

6730 true 2413 1520.8345 1519.8184 1 5.82 261.61 38 54.6 (M:54.6) 1 1 0 R.QYDPDLEQLLVR.W Dimethyl:2H(4): 1



6731 false 2413 1520.8345 1519.8119 1 10.11 295.85 38 15.3 (M:15.3) 1 3 1 K.CFPGKNKPDEIR.K

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1; 
Dimethyl: 5

6732 true 2413 1777.8072 1776.8107 1 -6.07 158.17 37.33 105.7 (M:105.7) 1 1 0 K.LVSWYDNEFGYSNR.V Dimethyl: 1

6733 true 2414 1122.6431 1121.6519 1 -14.26 267.4 35.67 18.4 (M:18.4) 1 1 0 R.VLIFSQMTK.M Dimethyl: 1, 9

6734 true 2414 1122.6431 1121.6267 1 8.14 290.89 35.67 18.4 (M:18.4) 1 1 0 R.VLLFSQMTR.L Dimethyl: 1

6735 true 2414 1560.8248 1559.8117 1 3.77 255.66 38.17 35.2 (M:35.2) 1 1 0 K.TLNDELEIIEGMK.F Dimethyl: 1, 13



6736 true 2414 1781.8284 1780.8359 1 -8.28 157.03 37.33 76.8 (M:76.8) 1 1 0 K.LVSWYDNEFGYSNR.V Dimethyl:2H(4): 1

6737 true 2414 2315.3148 2314.3282 1 -8.94 140.38 44.33 117.8 (M:117.8) 1 1 1
R.KVQHQDALQISDVVMASLLR.
M Dimethyl:2H(4): 1, 1

6738 false 2415 1126.6456 1125.6518 1 -12 308.08 35.67 16.2 (M:16.2) 1 2 0 R.VLLFSQMTR.L Dimethyl:2H(4): 1

6739 true 2415 1606.9812 1605.9606 1 8.23 150.23 39.5 93.3 (M:93.3) 2 1 0 K.LLGQFTLVGIPPAPR.G Dimethyl: 1

6740 false 2416 1057.6247 1056.6291 1 -11.11 220.19 39.5 15.8 (M:15.8) 1 7 1 K.ERNGLLTAK.M Dimethyl: 1, 9



6741 true 2416 1186.6948 1185.687 1 0.42 75.53 35.83 20.2 (M:20.2) 1 1 0 R.GFLIGPSLAQR.L Dimethyl: 1

6742 true 2416 1611.0057 1609.9858 1 7.87 207.44 39.5 55.4 (M:55.4) 2 1 0 K.LLGQFTLVGIPPAPR.G Dimethyl:2H(4): 1

6743 true 2417 1102.6276 1101.6216 1 -1.16 227.36 39.5 50.0 (M:50.0) 1 1 0 K.CLIEILASR.T
Carbamidomethyl: 1; 
Dimethyl: 1

6744 false 2417 1102.6276 1101.6468 1 -23.97 242.91 39.5 15.4 (M:15.4) 1 3 1 K.CEKLLEVK.R
Carbamidomethyl: 1; 
Dimethyl: 1, 3, 8

6745 true 2417 1190.7181 1189.7121 1 -1.11 57.92 35.83 23.9 (M:23.9) 1 1 0 R.GFLIGPSLAQR.L Dimethyl:2H(4): 1



6746 true 2417 1240.5859 1239.5619 1 13.51 327.58 37.67 16.7 (M:16.7) 1 1 0 R.LSNEEDTGTFK.A

6747 true 2417 1308.8379 1307.8227 1 6.03 285.82 40.67 45.3 (M:45.3) 1 1 0 K.ALLLHQLEALR.Q Dimethyl:2H(4): 1

6748 true 2418 1106.6525 1105.6467 1 -1.34 295.12 39.33 30.7 (M:30.7) 1 1 0 K.CLIEILASR.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

6749 true 2418 1215.6534 1214.6448 1 1.06 131.42 35.83 42.6 (M:42.6) 2 1 0 R.FQSLGVAFYR.G Dimethyl: 1

6750 true 2419 1511.7408 1510.7416 1 -5.35 178.11 37.5 79.2 (M:79.2) 1 1 0 K.GSFSEQGINEFLR.E Dimethyl: 1



6751 false 2420 1120.6239 1119.6322 1 -13.86 316.85 41.17 24.5 (M:24.5) 1 3 1 K.SSGKLMLLQK.M Oxidation: 6

6752 false 2420 1120.6239 1119.6209 1 -3.84 307.73 41.17 25.2 (M:25.2) 3 2 1 K.DDTMLLKGK.G
Oxidation: 4; Dimethyl: 
1, 7, 9

6753 true 2420 1120.6239 1119.6111 1 5 288.2 41.17 45.2 (M:45.2) 2 1 0 R.DMILQFIGR.E Dimethyl: 1

6754 true 2421 1124.65 1123.6362 1 5.87 287.71 41.17 27.3 (M:27.3) 1 1 0 R.DMILQFIGR.E Dimethyl:2H(4): 1

6755 true 2421 1291.7041 1290.7118 1 -11.61 100.59 37.17 16.2 (M:16.2) 1 1 1 K.DINGKMVFVGR.A Dimethyl: 1, 5



6756 true 2421 2399.2094 2398.2202 1 -7.55 141.8 39.33 151.2 (M:151.2) 3 1 1
R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl: 1, 1

6757 true 2421 2399.2094 2398.2202 1 -7.55 141.8 39.33 151.2 (M:151.2) 3 1 1
R.KDLYANTVLSGGTTMYPGIAD
R.M Dimethyl: 1, 1

6758 true 2422 1629.8779 1628.8814 1 -6.59 174.42 37.5 75.1 (M:75.1) 1 1 1 K.IVLEDKDYYLFR.D Dimethyl: 1, 6

6759 true 2423 1184.6727 1183.6812 1 -13.35 66.73 34.67 62.3 (M:62.3) 2 1 0 K.LVIIEGDLER.A Dimethyl: 1

6760 true 2423 1184.6727 1183.6812 1 -13.35 66.73 34.67 62.3 (M:62.3) 2 1 0 K.LVIIEGDLER.T Dimethyl: 1



6761 true 2423 1637.9285 1636.9316 1 -6.32 148.69 37.5 56.1 (M:56.1) 1 1 1 K.IVLEDKDYYLFR.D Dimethyl:2H(4): 1, 6

6762 true 2424 1714.919 1713.909 1 1.56 120.35 35.67 27.5 (M:27.5) 1 1 0 K.ITSQIFIGPTYYQR.L Dimethyl: 1

6763 true 2424 2542.3888 2541.3744 1 2.82 204.04 41 96.3 (M:96.3) 1 1 0 K.LAQQYFLVYHEPIPTAQLVQR.I Dimethyl: 1

6764 false 2425 1718.9444 1717.9251 1 7.04 226.92 35.67 17.8 (M:17.8) 1 2 1 K.VASAAENKGLFEEAAK.L Dimethyl: 1, 8, 16

6765 true 2425 1718.9444 1717.9341 1 1.76 200.04 35.67 31.8 (M:31.8) 1 1 0 K.ITSQIFIGPTYYQR.L Dimethyl:2H(4): 1



6766 true 2425 2546.413 2545.3995 1 2.44 251.96 41 105.7 (M:105.7) 1 1 0 K.LAQQYFLVYHEPIPTAQLVQR.I Dimethyl:2H(4): 1

6767 true 2426 1044.5854 1043.5764 1 1.65 123.71 39.67 49.7 (M:49.7) 9 1 0 M.AASIFAAVPR.A Acetyl: 1

6768 false 2426 1044.5854 1043.5876 1 -9.11 98.03 39.67 19.2 (M:19.2) 5 3 1 M.ARSGVLFPR.S Acetyl: 1

6769 true 2426 1499.7619 1498.7456 1 5.97 123.38 38.33 31.9 (M:31.9) 1 1 0 K.DFYVAFQDLPTR.H Dimethyl: 1

6770 true 2427 1503.7967 1502.7707 1 12.4 192.64 38.33 45.4 (M:45.4) 1 1 0 K.DFYVAFQDLPTR.H Dimethyl:2H(4): 1



6771 true 2427 1515.763 1514.7667 1 -7.23 197.75 37.5 53.4 (M:53.4) 1 1 0 K.GSFSEQGINEFLR.E Dimethyl:2H(4): 1

6772 true 2428 1136.6821 1135.6675 1 6.46 274.07 39.5 47.8 (M:47.8) 2 1 0 K.TCLLIVFSK.D
Carbamidomethyl: 2; 
Dimethyl: 1, 9

6773 true 2428 1136.6821 1135.6675 1 6.46 274.07 39.5 47.8 (M:47.8) 2 1 0 K.TCLLIVFSK.D
Carbamidomethyl: 2; 
Dimethyl: 1, 9

6774 true 2429 1219.7223 1218.7125 1 2.07 47.01 39.5 22.2 (M:22.2) 1 1 0 R.DLLQFFKPR.Q Dimethyl: 1, 7

6775 true 2429 1627.8298 1626.8589 1 -22.34 151.02 37 23.8 (M:23.8) 1 1 1 R.NLEGTECQVFKSK.F

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1; 
Dimethyl: 11, 13



6776 true 2429 1770.9028 1769.8908 1 2.69 258.77 38.17 47.4 (M:47.4) 1 1 1 M.SELEQLRQEAEQLR.N Acetyl: 1

6777 false 2429 2014.1471 2013.1023 1 18.65 127.99 37.67 16.9 (M:16.9) 1 2 1 R.LFVGNLPADITDEDFKR.L Dimethyl:2H(4): 1, 16

6778 true 2429 2014.1471 2013.171 1 -15.49 107.71 37.67 58.5 (M:58.5) 1 1 1 R.HLQLAIRGDEELDSLIK.A Dimethyl:2H(4): 1, 17

6779 true 2430 1801.9077 1800.8928 1 4.22 237.51 38.33 130.7 (M:130.7) 2 1 0 K.GDEEGIPAITIDMSGLR.E Dimethyl: 1

6780 true 2430 2043.0808 2042.0585 1 7.34 141.38 41.17 78.1 (M:78.1) 1 1 0 R.QADFVQTPITDIFGGHIR.S Dimethyl: 1



6781 false 2430 2377.3043 2376.3119 1 -6.23 103.83 37.5 15.6 (M:15.6) 1 2 1 R.GFAFVTFDDHDSVDKIVIQK.Y
Dimethyl:2H(4): 1, 15, 
20

6782 true 2430 2377.3043 2376.3119 1 -6.23 105.99 37.5 60.4 (M:60.4) 1 1 1 R.GFAFVTFDDHDTVDKIVVQK.Y
Dimethyl:2H(4): 1, 15, 
20

6783 true 2431 2047.1032 2046.0836 1 6.01 200.06 41.17 129.8 (M:129.8) 1 1 0 R.QADFVQTPITDIFGGHIR.S Dimethyl:2H(4): 1

6784 false 2432 1101.6869 1100.6666 1 11.86 238.81 38.33 16.3 (M:16.3) 1 5 1 K.LVLTSRSGIR.T

6785 true 2432 1101.6869 1100.6743 1 4.85 182.68 38.33 26.5 (M:26.5) 1 1 0 R.LSPEELLLR.W Dimethyl:2H(4): 1



6786 false 2432 1717.8736 1716.8716 1 -3.08 164.83 37.83 22.7 (M:22.7) 1 5 1 K.EAMVEANEVVAEVKR.K
Oxidation: 3; Dimethyl: 
1

6787 false 2432 1717.8736 1716.8716 1 -3.08 299.67 37.83 19.3 (M:19.3) 1 7 0 K.TPMENIGLQDSLLSR.F
Oxidation: 3; Dimethyl: 
1

6788 true 2432 1717.8736 1716.8795 1 -7.66 168.83 37.83 127.6 (M:127.6) 1 1 0 K.FSLVGIAGQDLNEGNR.T Dimethyl: 1

6789 true 2432 2365.22 2364.2167 1 -1.64 179.26 35.67 18.2 (M:18.2) 1 1 0 K.DCIVQLCTVRPDRPMGFLR.E
Carbamidomethyl: 2, 7; 
Dimethyl:2H(4): 1

6790 true 2432 2840.4499 2839.4735 1 -10.86 182.87 44.5 74.7 (M:74.7) 1 1 0
K.QVINNACATQAIVSVLLNCAH
QDIR.L

Carbamidomethyl: 7, 
19; Dimethyl:2H(4): 1



6791 true 2433 1390.8432 1389.8384 1 -1.78 191.71 39.67 30.1 (M:30.1) 1 1 0 K.LKPDGLIFYLR.E Dimethyl: 1, 2

6792 true 2433 1721.8983 1720.9046 1 -7.9 150.32 37.83 107.0 (M:107.0) 1 1 0 K.FSLVGIAGQDLNEGNR.T Dimethyl:2H(4): 1

6793 true 2433 1949.9892 1949.0007 1 -9.59 134.15 39.5 98.3 (M:98.3) 1 1 0 K.VQNAVITVPAYFNDSQR.Q Dimethyl: 1

6794 true 2433 2427.0525 2426.0424 1 1.13 165.15 35.67 72.5 (M:72.5) 1 1 0
R.GGGFGGGSSFGGGSGFSGGG
FGGGGFGGGR.F Dimethyl: 1

6795 true 2434 810.489 809.48 1 2.23 331.29 35.83 22.3 (M:22.3) 2 1 0 R.YLLFAR.Q Dimethyl: 1



6796 false 2434 1396.797 1395.7697 1 14.36 379.32 38.33 16.7 (M:16.7) 1 4 1 R.IKELTDEEAER.L Dimethyl:2H(4): 1, 2

6797 true 2434 1396.797 1395.77 1 14.13 372.19 38.33 33.4 (M:33.4) 1 1 0 R.LFLDEFQSIPR.I Dimethyl:2H(4): 1

6798 true 2434 2393.2305 2392.2212 1 0.84 166.75 39.33 59.4 (M:59.4) 1 1 0 R.HSAIPLDFDISSPLTYGTPSSR.V Dimethyl:2H(4): 1

6799 true 2435 1323.6933 1322.6904 1 -3.3 163.9 38 59.0 (M:59.0) 1 1 0 K.MALDIEIATYR.K Dimethyl: 1

6800 true 2436 1327.7191 1326.7155 1 -2.82 143.1 38 51.5 (M:51.5) 1 1 0 K.MALDIEIATYR.K Dimethyl:2H(4): 1



6801 true 2436 1502.824 1501.7969 1 13.15 196.27 40.67 101.5 (M:101.5) 3 1 0 R.YFPTQALNFAFK.D Dimethyl: 1, 12

6802 true 2436 1502.824 1501.7969 1 13.15 196.27 40.67 101.5 (M:101.5) 3 1 0 R.YFPTQALNFAFK.K Dimethyl: 1, 12

6803 true 2436 1805.9327 1804.9179 1 4.18 305.85 38.33 128.2 (M:128.2) 2 1 0 K.GDEEGIPAITIDMSGLR.E Dimethyl:2H(4): 1

6804 true 2436 2415.1948 2414.2152 1 -11.43 179 39.33 65.8 (M:65.8) 1 1 1
R.KDLYANTVLSGGTTMYPGIAD
R.M

Oxidation: 15; Dimethyl: 
1, 1

6805 true 2436 2415.1948 2414.2152 1 -11.43 179 39.33 65.8 (M:65.8) 1 1 1
R.KDLYANTVLSGGTTMYPGIAD
R.M

Oxidation: 15; Dimethyl: 
1, 1



6806 true 2437 1163.6191 1162.6135 1 -1.43 351.26 39.67 48.1 (M:48.1) 1 1 0 K.NGFLLDGFPR.T Dimethyl: 1

6807 false 2437 1163.6191 1162.6318 1 -17.16 354.62 39.67 22.0 (M:22.0) 1 61.31 4 1 R.DKDGMPLTAR.V
Dimethyl:2H(4): 2; 
Dimethyl: 1

6808 true 2437 1832.9654 1831.9468 1 6.17 276.3 38.33 32.2 (M:32.2) 1 1 0 R.QEIFQEQLGAIPEFR.G Dimethyl: 1

6809 true 2438 1167.6411 1166.6386 1 -4.12 419.4 39.67 52.3 (M:52.3) 1 1 0 K.NGFLLDGFPR.T Dimethyl:2H(4): 1

6810 true 2438 1705.9566 1704.9563 1 -4.07 157.56 39.67 49.4 (M:49.4) 1 1 0 K.YGGLNVLVNNAGIAFK.V Dimethyl: 1, 16



6811 true 2438 1752.9145 1751.9094 1 -1.22 134.83 37.83 88.1 (M:88.1) 1 1 1 K.AFAQFLTDEIKEER.K Dimethyl: 1, 11

6812 true 2439 1241.7653 1240.7543 1 2.98 143.1 41.33 34.3 (M:34.3) 1 1 0 K.QEVPIIIVFR.A Dimethyl: 1

6813 true 2439 1760.9672 1759.9596 1 0.15 151.61 37.83 28.1 (M:28.1) 1 1 1 K.AFAQFLTDEIKEER.K Dimethyl:2H(4): 1, 11

6814 true 2439 2016.0728 2015.0575 1 3.97 152.89 38.33 108.4 (M:108.4) 2 1 0 R.AIAELGIYPAVDPLDSTSR.I Dimethyl: 1

6815 true 2440 1245.7937 1244.7795 1 5.59 95.99 41.33 35.1 (M:35.1) 1 1 0 K.QEVPIIIVFR.A Dimethyl:2H(4): 1



6816 true 2440 1310.679 1309.6774 1 -4.33 168.14 39.67 51.3 (M:51.3) 1 1 0 K.CMQLTDFVLK.F
Carbamidomethyl: 1; 
Dimethyl: 1, 10

6817 false 2441 1058.6098 1057.6244 1 -20.68 198.78 38.5 16.0 (M:16.0) 1 10 1 R.NKTQISLVR.M

6818 true 2441 1108.6004 1107.5899 1 2.87 328.93 35.83 16.2 (M:16.2) 1 1 0 K.VFCVGPVFR.A
Carbamidomethyl: 3; 
Dimethyl: 1

6819 true 2441 1318.7266 1317.7276 1 -6.31 176.87 39.67 65.7 (M:65.7) 1 1 0 K.CMQLTDFVLK.F
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 10

6820 true 2441 2037.1448 2036.1468 1 -4.56 129.98 37.83 42.4 (M:42.4) 1 1 1 -.MESRPVKEPEIELFVK.A
Dimethyl:2H(4): 7, 16; 
Acetyl: 1



6821 true 2442 1150.7358 1149.7234 1 4.49 288.61 35.83 46.2 (M:46.2) 1 1 0 K.ILGVLQNIPR.D Dimethyl: 1

6822 true 2442 1849.8303 1848.8234 1 -0.17 329.34 38.5 99.2 (M:99.2) 1 1 0 M.DDDIAALVVDNGSGMCK.A
Carbamidomethyl: 16; 
Acetyl: 1; Dimethyl: 17

6823 true 2442 2217.8984 2216.9227 1 -14.26 216.01 34.67 98.2 (M:98.2) 2 1 0 R.ECPSEECGAGVFMASHFDR.H
Carbamidomethyl: 2, 7; 
Dimethyl:2H(4): 1

6824 true 2443 1154.7588 1153.7373 1 12.39 418.82 35.83 27.5 (M:27.5) 1 1 0 R.LEILQIHTK.N
Dimethyl:2H(4): 1; 
Dimethyl: 9

6825 false 2443 1154.7588 1153.7485 1 2.66 310.79 35.83 23.4 (M:23.4) 1 2 0 K.ILGVLQNIPR.D Dimethyl:2H(4): 1



6826 true 2443 1620.8563 1619.8398 1 5.66 209.96 41.5 72.0 (M:72.0) 1 1 0 R.NFGPGEPFPNLFPR.K Dimethyl:2H(4): 1

6827 true 2443 1853.8584 1852.8485 1 1.43 276.56 38.5 56.6 (M:56.6) 1 1 0 M.DDDIAALVVDNGSGMCK.A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 17; 
Acetyl: 1

6828 true 2444 1562.8406 1561.8464 1 -8.37 127.42 39.67 69.7 (M:69.7) 1 1 0 K.LGSSLAGYGNVVELR.I Dimethyl: 1

6829 true 2444 1699.927 1698.9093 1 6.09 198.88 41.33 92.0 (M:92.0) 3 1 0 K.DLAPGTNPPFLLFNR.E Dimethyl: 1

6830 true 2444 2503.2667 2502.2763 1 -6.76 163.55 34.83 112.9 (M:112.9) 2 1 1 R.YADLTEDQLPTCESLKDTIAR.A
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 16



6831 true 2445 1280.7632 1279.7285 1 21.41 210.57 36 24.8 (M:24.8) 1 1 1 R.NSSGKIVSIDTK.L Dimethyl:2H(4): 1

6832 true 2445 1566.8643 1565.8715 1 -9.25 145.43 39.67 55.7 (M:55.7) 1 1 0 K.LGSSLAGYGNVVELR.I Dimethyl:2H(4): 1

6833 true 2445 1703.9506 1702.9344 1 5.21 220.9 41.33 82.6 (M:82.6) 4 1 0 K.DLAPGTNPPFLLFNR.E Dimethyl:2H(4): 1

6834 true 2445 1824.9966 1823.9894 1 -0.04 156.03 39.5 60.2 (M:60.2) 1 1 0 K.HNVLFIADEIQTGLAR.T Dimethyl: 1

6835 true 2445 2212.1571 2211.1437 1 2.8 136.69 39.67 30.2 (M:30.2) 1 1 0 K.FANSLVGVQQQLQAFNTYR.T Dimethyl: 1



6836 true 2446 2216.1908 2215.1688 1 6.68 184.46 39.67 29.4 (M:29.4) 2 1 0 K.FANSLVGVQQQLQAFNTYR.T Dimethyl:2H(4): 1

6837 true 2447 1636.9013 1635.8906 1 2.09 179.35 38.33 43.5 (M:43.5) 1 1 1 R.IRDMVDVYLETVK.A Dimethyl: 1, 13

6838 false 2448 722.3981 721.3867 1 5.78 201.76 39.67 15.8 (M:15.8) 1 4 0 K.MQMLK.L
Oxidation: 3; Dimethyl: 
1, 5

6839 false 2448 722.3981 721.3867 1 5.78 201.76 39.67 15.8 (M:15.8) 1 4 0 K.MQMLK.L
Oxidation: 3; Dimethyl: 
1, 5

6840 false 2448 722.3981 721.3867 1 5.78 201.76 39.67 15.8 (M:15.8) 1 4 0 K.MQMLK.L
Oxidation: 3; Dimethyl: 
1, 5



6841 false 2448 722.3981 721.3908 1 0 154.39 39.67 18.0 (M:18.0) 1 2 0 R.ASEDLR.S Dimethyl:2H(4): 1

6842 true 2448 1311.6859 1310.6805 1 -1.42 217.28 35.83 30.1 (M:30.1) 1 1 1 R.RFDTMPFTLR.A Dimethyl: 1

6843 true 2448 1804.0514 1803.0494 1 -2.92 225.06 41.17 45.1 (M:45.1) 1 1 0 R.ISINQALQHAFIQEK.I Dimethyl:2H(4): 1, 15

6844 true 2449 1315.713 1314.7056 1 0.04 249.88 35.83 37.1 (M:37.1) 2 1 1 R.RFDTMPFTLR.A Dimethyl:2H(4): 1

6845 true 2449 1337.6557 1336.6623 1 -10.37 89.82 34.83 63.3 (M:63.3) 2 1 0 K.DVLSVAFSSDNR.Q Dimethyl: 1



6846 true 2449 1561.7041 1560.6953 1 1.04 235.16 38.67 55.5 (M:55.5) 1 1 0 R.TFEMCDFIVDTR.D
Carbamidomethyl: 5; 
Dimethyl: 1

6847 true 2450 1565.7196 1564.7204 1 -5.12 271 38.67 36.9 (M:36.9) 1 1 0 R.TFEMCDFIVDTR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6848 true 2450 1795.8889 1794.8723 1 5.18 197.23 37.17 49.0 (M:49.0) 1 1 0 K.AIELNPSNAVYFCNR.A
Carbamidomethyl: 13; 
Dimethyl: 1

6849 true 2450 1979.142 1978.1513 1 -8.39 120.27 39.67 75.0 (M:75.0) 2 1 1 K.VLDSGAPIRIPVGPETLGR.I Dimethyl:2H(4): 1

6850 true 2451 1378.8233 1377.8344 1 -13.28 237.43 35.83 33.9 (M:33.9) 1 1 0 R.LATLLGLQAPPTR.G Dimethyl: 1



6851 true 2451 1649.7998 1648.7886 1 2.39 236.42 38.67 27.2 (M:27.2) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl: 1

6852 true 2451 1649.7998 1648.7886 1 2.39 236.42 38.67 27.2 (M:27.2) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl: 1

6853 true 2451 1649.7998 1648.7886 1 2.39 236.42 38.67 27.2 (M:27.2) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl: 1

6854 true 2451 1799.9145 1798.8974 1 5.47 211.02 37.17 79.1 (M:79.1) 1 1 0 K.AIELNPSNAVYFCNR.A
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

6855 true 2451 2221.2749 2220.2718 1 -1.87 247.4 39.5 36.9 (M:36.9) 1 1 1 R.RPFTANLGLEDIGIELDKR.G Dimethyl:2H(4): 1, 18



6856 true 2451 2362.0811 2361.0674 1 2.74 159.11 38.33 98.7 (M:98.7) 1 1 0
R.AFVHWYVGEGMEEGEFSEAR.
E Dimethyl:2H(4): 1

6857 true 2451 2362.0811 2361.0674 1 2.74 159.11 38.33 98.7 (M:98.7) 1 1 0
R.AFVHWYVGEGMEEGEFSEAR.
E Dimethyl:2H(4): 1

6858 true 2451 2362.0811 2361.0674 1 2.74 159.11 38.33 98.7 (M:98.7) 1 1 0
R.AFVHWYVGEGMEEGEFSEAR.
E Dimethyl:2H(4): 1

6859 true 2453 1733.8404 1732.842 1 -5.18 148.18 34.83 40.5 (M:40.5) 2 1 0 K.HFIDVGAGVIDEDYR.G Dimethyl: 1

6860 true 2454 1528.7354 1527.7152 1 8.43 192.42 36 70.9 (M:70.9) 3 1 0 K.MSSYAFFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1



6861 true 2454 3161.7396 3160.7344 1 -0.65 156.09 39.5 78.3 (M:78.3) 1 1 1
K.LAVNNIAGIEEVNMIKDDGTVI
HFNNPK.V

Dimethyl:2H(4): 1, 16, 
28

6862 true 2455 1953.9855 1952.9983 1 -10.28 138.21 38.67 37.2 (M:37.2) 1 1 0 R.SEETESPYFSTPLLLGK.N Dimethyl: 1, 17

6863 true 2456 904.5253 903.5178 1 0.23 108.32 39.83 24.7 (M:24.7) 1 1 0 K.NVFDILR.E Dimethyl: 1

6864 true 2456 1843.9678 1842.9826 1 -12 113.92 34.83 49.2 (M:49.2) 2 1 0 K.TITLEVEPSDTIENVK.A Dimethyl: 1, 16

6865 true 2456 2000.9337 1999.9309 1 -2.27 186.92 38.67 60.9 (M:60.9) 1 1 0 K.SLDLFNCEVTNLNDYR.E
Carbamidomethyl: 7; 
Dimethyl: 1



6866 true 2457 1638.91 1637.8905 1 7.48 163.32 36 15.2 (M:15.2) 1 1 0 K.TGTAYTFFTPNNIK.Q Dimethyl:2H(4): 1, 14

6867 true 2458 909.5216 908.512 1 2.58 84.54 41.5 37.4 (M:37.4) 1 1 0 R.FALDLFR.K Dimethyl: 1

6868 false 2458 1139.6119 1138.614 1 -8.3 1180.12 38.83 16.8 (M:16.8) 1 2 1 K.QCGVVKMNK.R

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1; 
Oxidation: 7; Dimethyl: 
9

6869 true 2458 1259.7576 1258.7547 1 -3.44 54.55 39.83 16.7 (M:16.7) 1 1 0 R.SLVLLENGNLR.D Dimethyl:2H(4): 1

6870 true 2458 1755.0219 1754.0091 1 3.19 171.86 35.83 63.4 (M:63.4) 1 1 0 K.IHLITTQSTLPYALR.I Dimethyl: 1



6871 true 2458 1832.966 1831.968 1 -5.04 194.51 38.5 80.1 (M:80.1) 1 1 0 R.AAVPSGASTGIYEALELR.D Dimethyl: 1

6872 true 2459 1147.6611 1146.6412 1 11 346.04 38.83 28.8 (M:28.8) 1 1 0 R.GEFIDLFDK.S Dimethyl:2H(4): 1, 9

6873 true 2459 1236.7378 1235.7278 1 2.23 149.73 41.33 86.1 (M:86.1) 1 1 0 K.EPPHLLSLFK.N Dimethyl: 1, 10

6874 true 2459 1836.9911 1835.9931 1 -5.07 199.49 38.5 143.8 (M:143.8) 1 1 0 R.AAVPSGASTGIYEALELR.D Dimethyl:2H(4): 1

6875 false 2460 1089.6405 1088.6342 1 -0.97 323.31 37.5 16.4 (M:16.4) 1 3 0 R.AGVLTFAVGVR.N



6876 true 2460 1244.7868 1243.778 1 1.24 152.91 41.33 42.7 (M:42.7) 1 1 0 K.EPPHLLSLFK.N Dimethyl:2H(4): 1, 10

6877 true 2461 1037.5921 1036.5739 1 10.52 241.1 36.17 29.3 (M:29.3) 2 1 0 R.FLSILCTR.S
Carbamidomethyl: 6; 
Dimethyl: 1

6878 false 2461 1037.5921 1036.6107 1 -24.86 302.78 36.17 17.5 (M:17.5) 1 5 0 R.LIDFLEAGK.T Dimethyl:2H(4): 1

6879 false 2461 1037.5921 1036.6107 1 -24.86 302.78 36.17 17.5 (M:17.5) 1 5 0 R.LIDFLEAGK.T Dimethyl:2H(4): 1

6880 true 2462 1642.0718 1641.068 1 -2.13 176.34 39.67 65.2 (M:65.2) 1 1 0 K.STVPALLQLNVPVVK.I Dimethyl:2H(4): 1, 15



6881 true 2463 1372.7041 1371.6823 1 10.55 301.96 39 47.5 (M:47.5) 1 1 0 R.FDEISFVNFAR.G Dimethyl: 1

6882 true 2463 1402.8209 1401.8129 1 0.48 190.29 39.83 27.2 (M:27.2) 1 1 0 R.SQIEGLITGLPSR.E Dimethyl:2H(4): 1

6883 false 2463 1402.8209 1401.8232 1 -6.8 219.49 39.83 27.1 (M:27.1) 1 2 1 R.DKLNNLVLFDK.A Dimethyl: 1, 2, 11

6884 true 2463 1983.0783 1982.0724 1 -0.72 175.67 39.83 74.4 (M:74.4) 1 1 1 R.KLFIGGLSFETTEESLR.N Dimethyl: 1, 1

6885 true 2464 1122.762 1121.7412 1 12.03 335.01 36.17 32.8 (M:32.8) 2 1 1 R.KLDGFPLLR.R Dimethyl:2H(4): 1, 1



6886 true 2464 1376.7411 1375.7074 1 19.18 287.19 39 36.7 (M:36.7) 2 1 0 R.FDEISFVNFAR.G Dimethyl:2H(4): 1

6887 true 2464 1991.0885 1990.1227 1 -20.83 171.82 39.83 88.6 (M:88.6) 1 1 1 R.KLFIGGLSFETTEESLR.N Dimethyl:2H(4): 1, 1

6888 true 2465 1500.8512 1499.8348 1 6.1 169.59 39.17 41.5 (M:41.5) 2 1 0 R.DYGVLLEGPGIALR.G Dimethyl: 1

6889 true 2465 1581.8192 1580.8021 1 6.22 193.24 41.5 56.3 (M:56.3) 1 1 0 R.QTFSPFGQIMEIR.V Dimethyl: 1

6890 true 2465 2029.1148 2028.1078 1 -0.12 152.27 39.83 33.2 (M:33.2) 1 1 0 R.MLVTFDEELRPLPVSVR.V Dimethyl: 1



6891 true 2466 1556.8038 1555.8007 1 -2.62 156 38.67 31.1 (M:31.1) 1 1 0 K.CPQIVIAFYEER.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

6892 true 2466 1616.8311 1615.8147 1 5.62 201.69 41.5 60.5 (M:60.5) 1 1 0 R.NFGPGEPFPNLFPR.K Dimethyl: 1

6893 true 2466 2033.1395 2032.1329 1 -0.33 166.08 39.83 46.9 (M:46.9) 1 1 0 R.MLVTFDEELRPLPVSVR.V Dimethyl:2H(4): 1

6894 true 2467 1340.7938 1339.7864 1 0.1 176.93 37.67 54.8 (M:54.8) 3 1 1 K.LPFPIIADKDR.E Dimethyl: 1, 9

6895 true 2467 1467.7984 1466.8031 1 -8.19 283.01 40.17 82.0 (M:82.0) 1 1 0 R.FTQAGSEVSALLGR.I Dimethyl:2H(4): 1



6896 true 2467 1751.9782 1750.9767 1 -3.31 180.7 35.17 106.6 (M:106.6) 2 1 0 K.LSPALPEEDAPVVNIR.N Dimethyl:2H(4): 1

6897 false 2468 1583.8245 1582.8025 1 9.27 192.18 39.83 15.2 (M:15.2) 1 4 0 K.GGDDLTNPPCLLQK.L
Carbamidomethyl: 10; 
Dimethyl: 1, 14

6898 true 2468 2144.1681 2143.1765 1 -7.3 223.95 39.33 51.9 (M:51.9) 1 1 1 R.VFEVSLADLQNDEVAFRK.F Dimethyl:2H(4): 1, 18

6899 true 2469 1348.845 1347.8366 1 0.83 186.02 37.67 44.3 (M:44.3) 1 1 1 K.LPFPIIADKDR.E Dimethyl:2H(4): 1, 9

6900 true 2469 1587.8728 1586.8718 1 -3.96 188.19 39.83 88.4 (M:88.4) 3 1 0 K.VPPAINQFSQALDR.Q Dimethyl:2H(4): 1



6901 true 2469 1856.1264 1855.1171 1 1.08 294.05 41.33 99.4 (M:99.4) 1 1 0 R.AAAAFVLANEHNIPLLK.H Dimethyl:2H(4): 1, 17

6902 true 2469 2194.2199 2193.2096 1 1.41 241.5 40 110.7 (M:110.7) 1 1 0 K.FIAHVPVPSQQEIEEALVR.R Dimethyl:2H(4): 1

6903 true 2470 1268.6962 1267.6975 1 -6.77 184.65 36 21.5 (M:21.5) 1 1 0 K.LNAFGNAFLNR.F Dimethyl:2H(4): 1

6904 true 2471 1096.656 1095.6328 1 14.49 307.03 40 76.3 (M:76.3) 2 1 0 K.FSFAGLTIGK.T Dimethyl: 1, 10

6905 true 2471 1436.8358 1435.8035 1 17.46 236.45 36 28.0 (M:28.0) 1 1 0 K.AFLSTLTAQSLTR.E Dimethyl: 1



6906 true 2471 1807.8775 1806.8797 1 -5.22 153.81 39.67 32.1 (M:32.1) 1 1 1 R.RVFITDDFHDMMPK.Y Dimethyl: 1, 14

6907 true 2472 1104.7049 1103.683 1 13.17 245.84 40 65.3 (M:65.3) 2 1 0 K.FSFAGLTIGK.T Dimethyl:2H(4): 1, 10

6908 true 2472 1440.8507 1439.8286 1 10.27 293.54 36 27.6 (M:27.6) 1 1 0 K.AFLSTLTAQSLTR.E Dimethyl:2H(4): 1

6909 true 2472 1568.8103 1567.8068 1 -2.46 187.18 38.67 68.5 (M:68.5) 1 1 1 R.AKFEELNMDLFR.S Dimethyl: 1, 2

6910 true 2472 2810.5298 2809.5055 1 6.08 153.22 39.83 47.6 (M:47.6) 1 1 1
R.LPPGEYIVVPSTFEPHKEADFIL
R.V Dimethyl: 1, 17



6911 true 2473 911.4756 910.48 1 -12.82 74.72 35.17 42.2 (M:42.2) 1 1 0 K.DFIAFDK.D Dimethyl: 1, 7

6912 true 2473 1576.8584 1575.8571 1 -3.77 220.97 38.67 54.1 (M:54.1) 1 1 1 R.AKFEELNMDLFR.S Dimethyl:2H(4): 1, 2

6913 true 2473 1975.1136 1974.1262 1 -10.08 126.52 39.67 49.0 (M:49.0) 1 1 1 K.VLDSGAPIRIPVGPETLGR.I Dimethyl: 1

6914 true 2474 1613.812 1612.7991 1 3.47 125.82 37.33 19.9 (M:19.9) 2 1 1 K.GTHTDCAIKQGIER.L
Carbamidomethyl: 6; 
Dimethyl: 9

6915 true 2475 908.5542 907.5429 1 4.44 104.14 39.83 16.2 (M:16.2) 1 1 0 K.NVFDILR.E Dimethyl:2H(4): 1



6916 true 2476 1008.6238 1007.6056 1 10.85 168.22 36.17 22.4 (M:22.4) 1 1 0 R.IAYFTLPK.T Dimethyl: 1, 8

6917 true 2476 1069.6392 1068.6291 1 2.56 243.87 40 55.3 (M:55.3) 1 1 0 K.NLAAALAELR.T Dimethyl: 1

6918 false 2477 1052.6024 1051.5998 1 -4.45 180.35 36.33 17.1 (M:17.1) 1 3 1 K.TVLKMAADR.G
Dimethyl:2H(4): 1; 
Oxidation: 5

6919 true 2477 1052.6024 1051.5815 1 12.94 202.01 36.33 43.7 (M:43.7) 2 1 0 K.FGLAGGVFTR.Y Dimethyl: 1

6920 true 2477 1073.6618 1072.6543 1 0.28 212.46 40 59.1 (M:59.1) 1 1 0 K.NLAAALAELR.T Dimethyl:2H(4): 1



6921 true 2477 1134.6193 1133.623 1 -9.64 239.75 35.17 46.1 (M:46.1) 2 1 0 R.SLEAEVADLR.A Dimethyl:2H(4): 1

6922 false 2477 1715.886 1714.9142 1 -20.66 129.62 39.17 28.5 (M:28.5) 1 2 0 R.AVFVDLEPTVVDEVR.T Dimethyl: 1

6923 true 2477 1715.886 1714.9142 1 -20.66 180.85 39.17 46.7 (M:46.7) 1 1 0 R.AIFVDLEPTVIDEVR.A

6924 true 2477 2940.4788 2939.4739 1 -0.81 148.26 38.67 52.6 (M:52.6) 1 1 1
R.CKDDEFTHLYTLIVRPDNTYEV
K.I

Carbamidomethyl: 1; 
Dimethyl: 1, 2, 23

6925 true 2478 1056.6295 1055.6066 1 14.83 287.91 36.33 18.9 (M:18.9) 1 1 0 K.FGLAGGVFTR.Y Dimethyl:2H(4): 1



6926 true 2478 1571.8514 1570.8439 1 0.14 200.88 40 77.6 (M:77.6) 1 1 0 R.CQHAAEIITDLLR.S
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

6927 true 2478 1729.9475 1728.9298 1 6.03 191.51 39.33 16.9 (M:16.9) 1 1 0 R.AIFVDLEPTVIDEIR.G

6928 true 2479 1114.7022 1113.691 1 3.51 331.22 36.17 26.4 (M:26.4) 2 1 1 R.KLDGFPLLR.R Dimethyl: 1, 1

6929 false 2479 1114.7022 1113.6758 1 17.2 375.21 36.17 15.4 (M:15.4) 1 2 1 K.IRDLLDVSK.T Dimethyl: 1, 9

6930 true 2480 1383.7442 1382.7268 1 7.31 231.41 41.67 96.7 (M:96.7) 1 1 0 R.FVFSLVDAMNGK.E Dimethyl: 1, 12



6931 true 2480 1664.9051 1663.8934 1 2.69 202.89 40 59.3 (M:59.3) 1 1 1 K.AAALEFLNRFEEAK.A Dimethyl: 1, 14

6932 true 2480 1719.9634 1718.925 1 18.07 132.64 39.83 18.2 (M:18.2) 1 1 0 K.CPSIAAAIAAVNALHGR.W
Carbamidomethyl: 1; 
Dimethyl: 1

6933 false 2481 1255.6261 1254.5914 1 21.84 168.45 39.33 15.4 (M:15.4) 1 4 1 R.EMEKITSDFR.I

6934 true 2481 1672.9542 1671.9436 1 1.99 213.15 40 62.7 (M:62.7) 1 1 1 K.AAALEFLNRFEEAK.A Dimethyl:2H(4): 1, 14

6935 true 2482 1412.9202 1411.9014 1 8.11 298.17 36.17 34.5 (M:34.5) 1 1 1 K.KSAEFLLHMLK.N Dimethyl:2H(4): 1, 1, 11



6936 true 2482 1560.8526 1559.8348 1 6.76 156.2 39.17 61.4 (M:61.4) 1 1 0 K.VLFAGEEIPASPFR.V Dimethyl: 1

6937 true 2482 1801.9881 1800.9662 1 8.12 184.79 39.83 53.7 (M:53.7) 1 1 0 R.TINLYPLTNYTFGTK.E Dimethyl: 1, 15

6938 true 2482 2197.0672 2196.0375 1 10.21 267.33 39.33 50.5 (M:50.5) 2 1 0 R.GGPVEGLDFSEYQPELFER.F Dimethyl: 1

6939 true 2484 1580.9557 1579.9615 1 -8.23 140.84 40.67 56.8 (M:56.8) 1 1 1 K.KYDAFLASESLIK.Q Dimethyl:2H(4): 1, 1, 13

6940 true 2484 1584.8087 1583.8018 1 -0.25 174.31 39.33 69.1 (M:69.1) 2 1 0 K.VVIGMDVAASEFYR.D Dimethyl: 1



6941 true 2485 1161.5888 1160.5673 1 12.2 455.4 37.67 25.4 (M:25.4) 1 1 0 R.GNASSSPDSLAK.E Dimethyl: 1

6942 true 2485 1588.8342 1587.8269 1 0.04 208.27 39.17 72.0 (M:72.0) 2 1 0 K.VVIGMDVAASEFYR.D Dimethyl:2H(4): 1

6943 true 2485 2129.0932 2128.0742 1 5.52 198.96 40 86.6 (M:86.6) 1 1 0 K.FIIHAPPGEFNEVFNDVR.L Dimethyl: 1

6944 true 2486 1535.9886 1534.9574 1 15.52 215.74 36.17 91.1 (M:91.1) 2 1 0 K.LSPITYPQGLALAK.E Dimethyl:2H(4): 1, 14

6945 true 2486 1606.7225 1605.7127 1 1.6 279.98 39.5 89.9 (M:89.9) 2 1 0 M.SDQQLDCALDLMR.R
Carbamidomethyl: 7; 
Acetyl: 1



6946 true 2486 2133.1133 2132.0993 1 3.17 250.12 40 105.0 (M:105.0) 1 1 0 K.FIIHAPPGEFNEVFNDVR.L Dimethyl:2H(4): 1

6947 true 2486 2440.2991 2439.277 1 6.08 173.67 41.67 66.4 (M:66.4) 1 1 0
K.TLDGIYTEQVAMGYAHSLVIAR
.D Dimethyl:2H(4): 1

6948 true 2487 1631.7889 1630.7785 1 1.91 207.57 38.83 40.1 (M:40.1) 1 1 0 R.VMFSPFGQIEECR.I
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

6949 true 2487 2102.3434 2101.3053 1 14.66 200.54 40 70.0 (M:70.0) 1 1 1 R.KGPNIVGPFGLLQPVADGVK.L Dimethyl:2H(4): 1, 1, 20

6950 true 2487 2190.1951 2189.1845 1 1.52 199.91 40 60.4 (M:60.4) 1 1 0 K.FIAHVPVPSQQEIEEALVR.R Dimethyl: 1



6951 true 2488 1288.6301 1287.6248 1 -1.5 177.75 37.67 48.7 (M:48.7) 2 1 0 K.GNFNYIEFTR.I Dimethyl: 1

6952 true 2488 1848.0745 1847.0669 1 0.15 244.32 41.33 78.2 (M:78.2) 1 1 0 R.AAAAFVLANEHNIPLLK.H Dimethyl: 1, 17

6953 true 2488 1928.9853 1927.9779 1 0.06 87.47 35.33 88.6 (M:88.6) 2 1 1 K.EAFSLFDKDGDGTITTK.E Dimethyl: 1, 8, 17

6954 true 2488 2160.082 2159.0681 1 3.08 239.67 39.5 79.5 (M:79.5) 1 1 0
K.GMSLNLEPDNVGVVVFGNDR.
L Dimethyl: 1

6955 true 2489 1770.1375 1769.1015 1 16.22 173.47 36.33 41.4 (M:41.4) 1 1 0 K.DLVLGPSGVLQGIRPGK.C Dimethyl:2H(4): 1, 17



6956 true 2489 1941.0602 1940.0532 1 -0.14 111.77 35.17 63.1 (M:63.1) 2 1 1 K.EAFSLFDKDGDGTITTK.E Dimethyl:2H(4): 1, 8, 17

6957 true 2489 2164.0915 2163.0932 1 -4.14 338.54 39.5 85.2 (M:85.2) 2 1 0
K.GMSLNLEPDNVGVVVFGNDR.
L Dimethyl:2H(4): 1

6958 true 2489 2198.0234 2197.0346 1 -8.41 202.52 40 190.7 (M:190.7) 1 1 0
R.FGQGSAMEGLGAMGGNPPA
FNR.G Dimethyl:2H(4): 1

6959 true 2489 2818.5785 2817.5557 1 5.52 237.97 39.83 23.0 (M:23.0) 1 1 1
R.LPPGEYIVVPSTFEPHKEADFIL
R.V Dimethyl:2H(4): 1, 17

6960 true 2490 2043.1508 2042.1098 1 16.47 184.14 36.17 88.1 (M:88.1) 1 1 0 R.AIFTTGQGASAVGLTAYVQR.H Dimethyl:2H(4): 1



6961 true 2491 1102.6735 1101.6587 1 6.83 258.61 41.67 48.6 (M:48.6) 1 1 0 R.EFLLIFHK.A Dimethyl: 1, 8

6962 true 2492 1110.7231 1109.7089 1 6.24 307.52 41.67 66.3 (M:66.3) 1 1 0 R.EFLLIFHK.A Dimethyl:2H(4): 1, 8

6963 true 2492 1838.0357 1837.0372 1 -4.73 215.46 37.67 41.2 (M:41.2) 1 1 0 K.ALEQLNGFELAGRPMK.V Dimethyl:2H(4): 1, 16

6964 true 2492 2636.3775 2635.3316 1 14.65 261.53 39.67 87.3 (M:87.3) 2 1 0
K.GVDVICTDGSIVYAPFSGQLSG
PIR.F

Carbamidomethyl: 6; 
Dimethyl: 1

6965 false 2493 997.6013 996.5716 1 22.48 331.93 40.17 20.5 (M:20.5) 1 3 0 R.GGGQIIPTAR.R Dimethyl: 1



6966 false 2493 997.6013 996.5716 1 22.48 331.93 40.17 20.5 (M:20.5) 1 3 0 R.GGGQIIPTAR.R Dimethyl: 1

6967 true 2493 1391.7983 1390.777 1 10.05 247.19 41.67 88.7 (M:88.7) 1 1 0 R.FVFSLVDAMNGK.E Dimethyl:2H(4): 1, 12

6968 true 2494 1002.574 1001.5869 1 -20.18 174.04 36.5 15.1 (M:15.1) 1 1 1 K.ASLRESLAK.L Dimethyl: 9

6969 true 2494 2373.3242 2372.317 1 -0.03 148.17 38.83 70.1 (M:70.1) 1 1 1 R.GFGFVTFDDHDPVDKIVLQK.Y
Dimethyl:2H(4): 1, 15, 
20

6970 true 2495 1553.8872 1552.8654 1 9.37 133.39 40 30.2 (M:30.2) 1 1 0 R.QVYQLPGLFAYAK.H Dimethyl: 1, 13



6971 false 2496 1055.6203 1054.6247 1 -11.06 173.02 40 15.1 (M:15.1) 1 5 1 R.LQAAGNAVKR.A Dimethyl: 1

6972 true 2496 1186.7083 1185.7093 1 -6.97 76.79 40 60.4 (M:60.4) 2 1 0 R.IVIPMESPIR.V Dimethyl:2H(4): 1

6973 true 2496 1424.7882 1423.7711 1 6.92 329.77 39.83 42.7 (M:42.7) 2 1 0 R.YLDLILNDYVR.Q Dimethyl: 1

6974 true 2496 1561.9407 1560.9156 1 11.41 175.39 40 67.3 (M:67.3) 2 1 0 R.QVYQLPGLFAYAK.H Dimethyl:2H(4): 1, 13

6975 false 2497 1112.6783 1111.6601 1 9.82 362.35 40 18.7 (M:18.7) 1 3 1 K.ATVTPSPVKGK.G Dimethyl: 11



6976 true 2497 1305.7484 1304.734 1 5.49 194.86 39.17 50.3 (M:50.3) 1 1 0 K.LALDLEIATYR.T Dimethyl: 1

6977 true 2497 1356.8404 1355.8227 1 7.7 279.89 41.67 47.0 (M:47.0) 1 1 0 K.LLAQDIIHFVR.R Dimethyl:2H(4): 1

6978 true 2497 1428.8102 1427.7962 1 4.66 337.39 39.67 36.1 (M:36.1) 1 1 0 R.YLDLILNDYVR.Q Dimethyl:2H(4): 1

6979 true 2498 1764.0481 1763.0233 1 9.92 165.37 40 42.2 (M:42.2) 1 1 0 R.QILLYSATFPLSVQK.F Dimethyl: 1, 15

6980 true 2499 1495.8751 1494.8721 1 -2.9 167.81 41.67 21.5 (M:21.5) 1 1 1 R.HILYHEQRLVR.E Dimethyl:2H(4): 1



6981 true 2499 1578.9244 1577.9141 1 1.91 127.46 39 68.5 (M:68.5) 1 1 0 R.ALIAGGGAPEIELALR.L Dimethyl: 1

6982 true 2499 1772.0988 1771.0735 1 10.19 187.31 40 93.6 (M:93.6) 2 1 0 R.QILLYSATFPLSVQK.F Dimethyl:2H(4): 1, 15

6983 true 2500 958.5504 957.5495 1 -6.62 114 37.67 19.1 (M:19.1) 1 1 1 R.KDVDAAAIK.V Dimethyl: 9

6984 true 2500 1191.6917 1190.6784 1 5.06 62.49 36.67 26.1 (M:26.1) 1 1 0 K.LAVNMVPFPR.L
Dimethyl:2H(4): 1; 
Oxidation: 5

6985 true 2500 1191.6917 1190.6784 1 5.06 62.49 36.67 26.1 (M:26.1) 1 1 0 K.LAVNMVPFPR.L
Dimethyl:2H(4): 1; 
Oxidation: 5



6986 true 2500 1191.6917 1190.6784 1 5.06 62.49 36.67 26.1 (M:26.1) 1 1 0 K.LAVNMVPFPR.L
Dimethyl:2H(4): 1; 
Oxidation: 5

6987 true 2500 1582.9498 1581.9392 1 2.13 180.19 39 71.2 (M:71.2) 1 1 0 R.ALIAGGGAPEIELALR.L Dimethyl:2H(4): 1

6988 true 2500 1814.9945 1813.9698 1 9.58 122.23 40.17 42.8 (M:42.8) 1 1 0 K.YIMQYIAAITNPTQR.A Dimethyl:2H(4): 1

6989 true 2501 1896.8838 1895.8618 1 7.78 265.84 39.67 86.2 (M:86.2) 1 1 0 R.IDFYFDENPYFENK.V Dimethyl: 1, 14

6990 true 2502 1097.6529 1096.6492 1 -3.31 319.11 39.33 67.1 (M:67.1) 3 1 0 R.LSPEELLLR.W Dimethyl: 1



6991 true 2502 1257.6898 1256.6715 1 8.74 176.12 36.33 31.1 (M:31.1) 1 1 0 R.GYAFITFCSK.D
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 10

6992 true 2502 1904.9414 1903.912 1 11.63 365.42 39.67 29.3 (M:29.3) 2 1 0 R.IDFYFDENPYFENK.V Dimethyl:2H(4): 1, 14

6993 true 2504 1396.8337 1395.8589 1 -23.25 232.23 40.33 65.7 (M:65.7) 1 1 0 K.IILDLISESPIK.G Dimethyl: 1, 12

6994 true 2504 1396.8337 1395.8589 1 -23.25 232.23 40.33 65.7 (M:65.7) 1 1 0 K.IILDLISESPIK.G Dimethyl: 1, 12

6995 true 2504 1580.7812 1579.7851 1 -7.06 170.02 40.17 53.9 (M:53.9) 1 1 0 K.ITDVIIGFQACCR.G
Carbamidomethyl: 11, 
12; Dimethyl: 1



6996 true 2505 1567.8257 1566.8188 1 -0.27 135.92 40 46.3 (M:46.3) 1 1 0 R.CQHAAEIITDLLR.S
Carbamidomethyl: 1; 
Dimethyl: 1

6997 true 2505 1681.8721 1680.8835 1 -11.12 209.64 40 42.5 (M:42.5) 1 1 1 K.DREGFFTNGLTLGAK.K Dimethyl: 1, 15

6998 true 2506 1314.6036 1313.6074 1 -8.42 174.55 35.5 103.8 (M:103.8) 2 1 0 K.DFMIQGGDFTR.G Dimethyl: 1

6999 true 2506 1397.7967 1396.7755 1 9.99 279.23 36.33 38.3 (M:38.3) 1 1 1 K.GSFKYAWVLDK.L Dimethyl: 1, 4, 11

7000 true 2506 1397.7967 1396.7755 1 9.99 279.23 36.33 38.3 (M:38.3) 1 1 1 K.GSFKYAWVLDK.L Dimethyl: 1, 4, 11



7001 false 2507 1053.6367 1052.6354 1 -5.7 71.98 37.67 17.9 (M:17.9) 2 2 0 K.NLMFIVLR.D
Dimethyl:2H(4): 1; 
Oxidation: 3

7002 true 2507 1405.849 1404.8257 1 11.43 309.39 36.33 53.6 (M:53.6) 1 90.87 1 1 K.GSFKYAWVLDK.L
Dimethyl:2H(4): 1, 11; 
Dimethyl: 4

7003 true 2507 1405.849 1404.8257 1 11.43 309.39 36.33 53.6 (M:53.6) 1 90.87 1 1 K.GSFKYAWVLDK.L
Dimethyl:2H(4): 1, 11; 
Dimethyl: 4

7004 true 2507 1529.801 1528.7926 1 0.77 215.2 39.17 45.0 (M:45.0) 1 1 1 R.FKDIFQEIYDR.E Dimethyl: 1, 2

7005 true 2508 1425.8024 1424.7788 1 11.44 320.57 36.5 38.9 (M:38.9) 1 1 0 R.VTAVIPCFPYAR.Q
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



7006 true 2508 1706.8441 1705.8458 1 -5.24 158.09 39.33 98.7 (M:98.7) 1 1 0 K.QMEQISQFLQAAER.Y Dimethyl: 1

7007 true 2508 1857.9969 1856.9785 1 6.01 219.83 41.17 83.6 (M:83.6) 1 1 0 K.KPLFHGDSEIDQLFR.I Dimethyl: 1, 1

7008 true 2508 2750.3956 2749.3662 1 8.05 222.83 41.67 38.5 (M:38.5) 1 1 0
R.ATFHTPFSQLGQSPEGCSSYLF
PK.I

Carbamidomethyl: 17; 
Dimethyl:2H(4): 1, 24

7009 true 2509 1710.8685 1709.8709 1 -5.66 204.64 39.33 68.5 (M:68.5) 1 1 0 K.QMEQISQFLQAAER.Y Dimethyl:2H(4): 1

7010 true 2510 1591.8508 1590.8262 1 10.87 165.12 36.33 53.5 (M:53.5) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; 
Dimethyl: 1, 14



7011 true 2510 1591.8508 1590.8262 1 10.87 165.12 36.33 53.5 (M:53.5) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; 
Dimethyl: 1, 14

7012 true 2510 1591.8508 1590.8262 1 10.87 165.12 36.33 53.5 (M:53.5) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; 
Dimethyl: 1, 14

7013 true 2511 1352.8162 1351.7976 1 8.38 184.67 41.67 53.7 (M:53.7) 1 1 0 K.LLAQDIIHFVR.R Dimethyl: 1

7014 true 2511 1640.9191 1639.8974 1 8.83 179.7 40.17 103.5 (M:103.5) 2 1 0 R.FYAYNPLAGGLLTGK.Y Dimethyl: 1, 15

7015 true 2511 1762.9127 1761.9301 1 -14.01 129.17 39.17 36.7 (M:36.7) 1 1 0 R.LVPSAEPGTAFTLEFR.C Dimethyl: 1



7016 true 2511 2266.0926 2265.0696 1 6.95 190.14 35.67 112.2 (M:112.2) 2 1 0 K.QSDINTCFGEEGANLIVQSR.A
Carbamidomethyl: 7; 
Dimethyl: 1

7017 true 2512 1216.6852 1215.6711 1 5.6 92.4 35.67 20.7 (M:20.7) 1 1 0 K.IDTIEIITDR.Q Dimethyl: 1

7018 true 2512 1648.8901 1647.8596 1 14.09 225.42 41.17 80.4 (M:80.4) 3 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1

7019 true 2512 1648.8901 1647.8596 1 14.09 225.42 41.17 80.4 (M:80.4) 3 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1

7020 true 2512 1648.8901 1647.8596 1 14.09 225.42 41.17 80.4 (M:80.4) 3 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1



7021 true 2512 2183.1921 2182.1579 1 12.33 206.91 36.5 119.1 (M:119.1) 2 1 0 K.QTINNACGTIGLIHAIANNR.E
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

7022 true 2513 870.4914 869.4833 1 0.95 420.42 36.67 20.6 (M:20.6) 2 1 0 K.YIMIFR.N Dimethyl: 1

7023 false 2513 875.5467 874.5198 1 22.45 535.55 40.5 16.9 (M:16.9) 1 8 0 R.LLTLMEK.K Dimethyl: 7

7024 false 2513 875.5467 874.5528 1 -15.25 439.62 40.5 25.1 (M:25.1) 1 2 0 K.EGIILFK.D Dimethyl: 1, 7

7025 true 2514 1292.6549 1291.6499 1 -1.79 201.22 37.67 31.2 (M:31.2) 1 1 0 K.GNFNYIEFTR.I Dimethyl:2H(4): 1



7026 true 2515 931.5 930.4963 1 -3.85 147.82 36.67 22.7 (M:22.7) 2 1 0 K.FYTLFGR.S Dimethyl: 1

7027 true 2516 935.5285 934.5214 1 -0.25 95.57 36.67 19.1 (M:19.1) 1 1 0 K.FYTLFGR.S Dimethyl:2H(4): 1

7028 true 2516 1587.7934 1586.7622 1 15.05 292.04 40 100.0 (M:100.0) 2 1 0 K.MFVLDEADEMLSR.G Dimethyl:2H(4): 1

7029 true 2517 1692.8177 1691.7753 1 20.77 275.11 40 56.8 (M:56.8) 1 1 0 R.FGYVDFLSAEDMDK.A Dimethyl: 1, 14

7030 true 2517 2803.4544 2802.4403 1 2.43 208.11 40.17 25.4 (M:25.4) 1 1 0
R.AWVWNTHADFADECPKPELL
AIR.F

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 16



7031 true 2518 1700.8689 1699.8255 1 21.23 205.62 40 47.4 (M:47.4) 1 1 0 R.FGYVDFLSAEDMDK.A Dimethyl:2H(4): 1, 14

7032 true 2519 988.5517 987.543 1 1.5 210.71 36.67 52.0 (M:52.0) 2 1 0 R.YLNFFTK.A Dimethyl: 1, 7

7033 false 2520 996.6045 995.6205 1 -23.34 173.26 36.67 15.8 (M:15.8) 1 3 0 K.VLTLDLYK.K Dimethyl:2H(4): 8

7034 true 2520 996.6045 995.5932 1 4.08 191.43 36.67 52.0 (M:52.0) 2 1 0 R.YLNFFTK.A Dimethyl:2H(4): 1, 7

7035 true 2520 1706.927 1705.9301 1 -6.05 172.6 37.67 64.2 (M:64.2) 1 1 0 R.ALSNLESIPGGYNALR.R Dimethyl:2H(4): 1



7036 true 2521 2251.2056 2250.1864 1 5.28 170.69 42 67.0 (M:67.0) 1 1 0
K.ELGGLGMLSMGHVLIPQSDLR.
W Dimethyl: 1

7037 true 2522 1812.9734 1811.9305 1 19.63 140.57 40 48.0 (M:48.0) 1 1 0 K.LFIGGLSFETTDESLR.S Dimethyl: 1

7038 true 2522 1857.8588 1856.8549 1 -1.82 190.34 37.83 21.6 (M:21.6) 1 1 0 K.AISEPNFSVAYANMCR.C
Carbamidomethyl: 15; 
Dimethyl: 1

7039 false 2523 1040.6431 1039.6277 1 7.76 192.52 40.17 29.6 (M:29.6) 3 2 1 R.KESAPPSLK.R Dimethyl: 1, 1, 9

7040 true 2523 2271.2502 2270.2344 1 3.76 193.21 42 69.7 (M:69.7) 1 1 0 K.MSVQPTVSLGGFEITPPVVLR.L
Oxidation: 1; Dimethyl: 
1



7041 true 2524 1444.8081 1443.7933 1 5.23 314.18 40.33 35.6 (M:35.6) 2 1 0 R.TSEAIVDAALSALR.S Dimethyl: 1

7042 true 2524 2105.161 2104.1528 1 0.41 129.65 35.83 103.2 (M:103.2) 2 1 0
K.SLLGDGPVVADPTAPNVVVTR.
L Dimethyl: 1

7043 true 2525 1408.775 1407.7657 1 1.44 259.89 40.17 47.3 (M:47.3) 1 1 0 R.HVGMAVAGLLADAR.S Dimethyl: 1

7044 true 2525 1689.9155 1688.8886 1 11.6 203.02 40.17 31.5 (M:31.5) 1 1 0 K.EIQGFFNIPVDNLR.A Dimethyl: 1

7045 true 2525 2109.1903 2108.1779 1 2.39 132.32 35.83 100.9 (M:100.9) 2 1 0
K.SLLGDGPVVADPTAPNVVVTR.
L Dimethyl:2H(4): 1



7046 true 2525 2401.2111 2400.1856 1 7.61 149.76 42 110.6 (M:110.6) 1 1 0
K.NVDNLSQAMAELSNLHAYNLR
.V Dimethyl: 1

7047 false 2526 1693.9078 1692.9137 1 -7.79 201.35 40.33 20.1 (M:20.1) 1 2 0 K.EIQGFFNIPVDNLR.A Dimethyl:2H(4): 1

7048 true 2526 1693.9078 1692.8723 1 16.67 184.89 40.33 33.0 (M:33.0) 1 1 0 R.SYLEFAEDVIQVPR.N Dimethyl: 1

7049 true 2526 2405.2349 2404.2107 1 7.03 210.57 42 161.3 (M:161.3) 1 1 0
K.NVDNLSQAMAELSNLHAYNLR
.V Dimethyl:2H(4): 1

7050 true 2527 1143.7372 1142.7275 1 2.19 281.34 40.33 30.6 (M:30.6) 1 1 0 K.SATLLQLITK.F Dimethyl: 1, 10



7051 true 2528 1825.9998 1824.9985 1 -3.31 257.82 40.17 37.4 (M:37.4) 1 1 0 R.EVIELPLTNPELFQR.V Dimethyl: 1

7052 true 2529 1254.7153 1253.7094 1 -1.06 140.95 40.33 29.3 (M:29.3) 2 1 0 R.TMYLLGYIPK.D Dimethyl: 1, 10

7053 true 2529 1830.0223 1829.0237 1 -4.7 304.64 40.33 26.9 (M:26.9) 1 1 0 R.EVIELPLTNPELFQR.V Dimethyl:2H(4): 1

7054 true 2529 1923.0361 1922.0411 1 -6.39 239.81 39.33 73.6 (M:73.6) 1 1 0 K.LTAELIEQAAQYTNAVR.D Dimethyl:2H(4): 1

7055 true 2530 959.5551 958.5538 1 -6.28 149.92 38 31.2 (M:31.2) 1 1 0 K.AGPIWDLR.L Dimethyl:2H(4): 1



7056 true 2530 959.5551 958.5538 1 -6.28 149.92 38 31.2 (M:31.2) 1 1 0 K.AGPIWDLR.L Dimethyl:2H(4): 1

7057 false 2530 959.5551 958.5386 1 9.62 74.4 38 17.8 (M:17.8) 1 4 0 K.QGEEPVIR.L Dimethyl:2H(4): 1

7058 false 2530 1129.7113 1128.723 1 -16.85 384.91 42 15.1 (M:15.1) 1 4 1 K.LLIIGTTSRK.D Dimethyl: 10

7059 true 2530 1187.6667 1186.6532 1 5.2 65.58 36.67 30.0 (M:30.0) 3 1 0 K.LAVNMVPFPR.L
Oxidation: 5; Dimethyl: 
1

7060 true 2530 1187.6667 1186.6532 1 5.2 65.58 36.67 30.0 (M:30.0) 3 1 0 K.LAVNMVPFPR.L
Oxidation: 5; Dimethyl: 
1



7061 true 2530 1187.6667 1186.6532 1 5.2 65.58 36.67 30.0 (M:30.0) 3 1 0 K.LAVNMVPFPR.L
Oxidation: 5; Dimethyl: 
1

7062 true 2530 1251.6639 1250.6482 1 6.73 187.1 42.17 77.1 (M:77.1) 3 1 0 K.FDGILGMAFPR.I Dimethyl: 1

7063 true 2531 1233.7306 1232.6958 1 22.32 176.39 36.5 27.8 (M:27.8) 1 1 0 K.YPHYFPLLK.K Dimethyl: 1, 9

7064 true 2531 1255.6903 1254.6733 1 7.8 128.98 42.17 73.3 (M:73.3) 1 1 0 K.FDGILGMAFPR.I Dimethyl:2H(4): 1

7065 true 2531 1570.963 1569.9494 1 4.05 147.23 40.33 54.2 (M:54.2) 1 1 0 R.YAVQLLTPANLLAK.I Dimethyl: 1, 14



7066 true 2532 1241.7416 1240.746 1 -9.38 194.3 36.5 30.5 (M:30.5) 1 1 0 K.YPHYFPLLK.K Dimethyl:2H(4): 1, 9

7067 false 2533 1286.7099 1285.6816 1 16.35 379.68 40.33 16.8 (M:16.8) 1 4 0 K.GHSDAELSVSPK.R
Dimethyl:2H(4): 12; 
Dimethyl: 1

7068 true 2533 1286.7099 1285.703 1 -0.32 264.67 40.33 46.8 (M:46.8) 2 1 0 M.SADPIVFVAAVR.T Acetyl: 1

7069 true 2534 1754.0993 1753.0764 1 8.93 239.39 40.67 112.4 (M:112.4) 3 1 0 K.QLGTGLLLVTGPLAVNR.V Dimethyl:2H(4): 1

7070 true 2536 1044.5862 1043.5863 1 -7 310.2 40.33 21.4 (M:21.4) 1 1 0 R.ENALLELSK.K Dimethyl: 1



7071 true 2537 1420.8046 1419.8024 1 -3.54 420.84 40.67 69.5 (M:69.5) 2 1 0 K.LDNLVAIFDVNR.L Dimethyl:2H(4): 1

7072 true 2538 1225.7693 1224.7693 1 -5.94 120.4 39.67 79.6 (M:79.6) 1 1 0 K.ILLAELEQLK.G Dimethyl: 1, 10

7073 false 2538 1421.7817 1420.746 1 20 256.7 40.5 17.8 (M:17.8) 1 2 1 R.RASDSQVPGSTEK.V
Dimethyl:2H(4): 1; 
Dimethyl: 13

7074 true 2538 1566.8218 1565.809 1 3.54 185.75 40.5 15.2 (M:15.2) 1 1 0 K.LAGFLDLTEQEFR.I Dimethyl: 1

7075 true 2539 1233.8222 1232.8195 1 -3.76 105.4 39.5 36.1 (M:36.1) 1 1 0 K.ILLAELEQLK.G Dimethyl:2H(4): 1, 10



7076 true 2539 1267.6581 1266.6431 1 6.11 138.48 42.17 41.2 (M:41.2) 1 1 0 K.FDGILGMAFPR.I
Oxidation: 7; Dimethyl: 
1

7077 true 2539 1362.8107 1361.8031 1 0.22 227.95 38.17 78.6 (M:78.6) 2 1 0 K.AGVAPLEVVVAGPR.G Dimethyl: 1

7078 true 2539 1538.8885 1537.8956 1 -9.29 204.02 40.5 55.4 (M:55.4) 1 1 1 K.VSILESLDKWER.L Dimethyl:2H(4): 1, 9

7079 false 2539 1538.8885 1537.8964 1 -9.85 226.61 40.5 17.2 (M:17.2) 1 2 1 K.AAPGYHMAKMIIK.L

Dimethyl:2H(4): 1, 9; 
Oxidation: 7; Dimethyl: 
13

7080 true 2539 1795.8418 1794.8247 1 5.46 329.12 40.67 119.1 (M:119.1) 2 1 0 -.MQNDAGEFVDLYVPR.K Acetyl: 1



7081 true 2540 1405.8881 1404.8564 1 17.4 259.7 39.67 35.8 (M:35.8) 3 65.74 1 1 K.KSIDPALSMLVK.S

Dimethyl:2H(4): 1; 
Oxidation: 9; Dimethyl: 
1, 12

7082 false 2540 1826.9626 1825.9251 1 16.59 139.56 40.5 22.6 (M:22.6) 1 2 0 K.AFIPAIDSFGFETDLR.T Dimethyl: 1

7083 true 2540 1826.9626 1825.9462 1 5.02 140.14 40.5 47.7 (M:47.7) 1 1 0 K.LFIGGLSFETTEESLR.N Dimethyl: 1

7084 true 2540 1831.9739 1830.9451 1 11.77 155.48 36.5 38.6 (M:38.6) 1 1 0 R.LGPNYLQIPVNCPYR.A
Carbamidomethyl: 12; 
Dimethyl: 1

7085 true 2541 1583.8506 1582.8467 1 -2.15 199.61 38 107.5 (M:107.5) 2 1 0 K.VPPAINQFSQALDR.Q Dimethyl: 1



7086 true 2541 1820.979 1819.968 1 2.04 218.01 40.5 54.8 (M:54.8) 1 1 0 K.NVVSLLSSASTPSIDFR.Q Dimethyl: 1

7087 true 2541 1830.9942 1829.9713 1 8.53 319.58 40.67 65.8 (M:65.8) 2 1 0 K.LFIGGLSFETTEESLR.N Dimethyl:2H(4): 1

7088 true 2541 1835.9922 1834.9702 1 8.01 252.33 36.5 34.6 (M:34.6) 1 1 0 R.LGPNYLQIPVNCPYR.A
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

7089 false 2541 1835.9922 1834.9446 1 21.97 243.36 36.5 23.9 (M:23.9) 1 2 1 K.KPLNAFMLYMKEMR.A
Dimethyl:2H(4): 11; 
Oxidation: 7, 10

7090 true 2542 1838.9573 1837.9472 1 1.53 290.92 40.5 46.9 (M:46.9) 1 1 0 R.GDADQATNILASFGLSAR.D Dimethyl:2H(4): 1



7091 true 2542 2839.408 2838.3731 1 9.74 155.69 36.67 86.3 (M:86.3) 2 1 0
K.HTGPGILSMANAGPNTNGSQ
FFICTAK.T

Carbamidomethyl: 24; 
Dimethyl:2H(4): 27; 
Oxidation: 9

7092 false 2544 1768.0218 1766.989 1 14.4 137.84 38 15.3 (M:15.3) 1 5 1 R.IDVKAGSNLAGIPNTGIK.N

7093 true 2544 1768.0218 1767.0192 1 -2.68 132.95 38 88.7 (M:88.7) 1 1 0 R.AAIAQALAGEVSVVPPSR.L Dimethyl:2H(4): 1

7094 true 2544 2172.1808 2171.1888 1 -7.04 208.99 40.67 27.2 (M:27.2) 1 1 0 R.GLDVPQVSLIINYDLPNNR.E Dimethyl:2H(4): 1

7095 true 2544 2497.2545 2496.2537 1 -2.56 177.79 39.83 34.9 (M:34.9) 1 1 1 K.LFIGGLSFETTDDSLREHFEK.W Dimethyl: 1, 21



7096 true 2544 2855.4535 2854.4346 1 4.08 285.64 36.67 155.9 (M:155.9) 2 1 0
K.HTGPGILSMANAGPNTNGSQ
FFICTAK.T

Carbamidomethyl: 24; 
Dimethyl:2H(4): 1, 27

7097 true 2545 2162.0946 2161.0788 1 3.94 230.48 40.33 57.1 (M:57.1) 1 1 1 K.NYTEEEDRFLICMLHK.M
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 16

7098 true 2545 2505.3106 2504.3039 1 -0.21 239.37 39.67 102.2 (M:102.2) 1 1 1 K.LFIGGLSFETTDDSLREHFEK.W Dimethyl:2H(4): 1, 21

7099 true 2546 1404.8325 1403.7959 1 20.89 194.92 42.17 16.1 (M:16.1) 1 1 1 K.IMKANPALYVLR.E Oxidation: 2

7100 true 2546 1847.9292 1846.9214 1 0.3 215.9 40 56.3 (M:56.3) 1 1 0 K.ILFIFIDSDHSDNQR.I Dimethyl: 1



7101 true 2547 770.485 769.4789 1 -1.5 105.23 36.67 16.9 (M:16.9) 1 1 0 K.GFVFLR.K Dimethyl:2H(4): 1

7102 false 2547 1153.6278 1152.61 1 9.04 270.33 40 25.4 (M:25.4) 1 2 0 K.LTFMDLELK.L
Oxidation: 4; Dimethyl: 
9

7103 true 2547 1153.6278 1152.6179 1 2.22 226.14 40 28.1 (M:28.1) 1 1 0 K.VFSFDLELR.V Dimethyl: 1

7104 false 2547 1153.6278 1152.6404 1 -17.25 295.43 40 15.6 (M:15.6) 1 10 0 R.TTWLHQALR.E Dimethyl: 1

7105 false 2547 1315.7535 1314.7759 1 -22.54 361.23 40.67 23.0 (M:23.0) 1 5 1 K.LQDLELKTATK.I Dimethyl: 1, 11



7106 true 2547 1315.7535 1314.7547 1 -6.48 334.35 40.67 66.9 (M:66.9) 1 1 0 K.LEDILPLAFTR.L Dimethyl: 1

7107 true 2548 1144.6962 1143.6903 1 -1.25 280.5 40.5 51.7 (M:51.7) 1 1 0 K.VVDLLAPYAK.G Dimethyl: 1, 10

7108 false 2548 1319.7853 1318.801 1 -17.35 301.39 40.67 23.0 (M:23.0) 1 6 1 K.LQDLELKTATK.I
Dimethyl:2H(4): 1; 
Dimethyl: 11

7109 true 2548 1585.84 1584.8512 1 -11.61 167.67 40 42.3 (M:42.3) 1 1 0 K.SPQTPELVEALAFR.E Dimethyl: 1

7110 true 2548 2894.4297 2893.4041 1 6.33 187.69 40.5 112.0 (M:112.0) 1 1 0
R.TMLITHMQDLQEVTQDLHYE
NFR.S Dimethyl:2H(4): 1



7111 false 2549 1152.7435 1151.7468 1 -9.11 269.58 40.33 17.4 (M:17.4) 1 2 1 K.VLTLDLYKK.L
Dimethyl:2H(4): 1; 
Dimethyl: 9

7112 true 2549 1152.7435 1151.7406 1 -3.73 263.27 40.33 41.9 (M:41.9) 1 1 0 K.VVDLLAPYAK.G Dimethyl:2H(4): 1, 10

7113 false 2550 908.5687 907.5429 1 20.39 218.04 36.83 16.2 (M:16.2) 1 8 0 K.AATITPFR.K Dimethyl:2H(4): 1

7114 true 2550 1523.7973 1522.7814 1 5.68 262.73 40.83 46.9 (M:46.9) 1 1 0 -.MDGPQAEALLAPLR.Q Acetyl: 1

7115 true 2550 3235.7524 3234.7198 1 7.81 106.86 40.33 65.0 (M:65.0) 1 1 1
R.AYYHLLNQVAPKGDEEGIPAITI
DMSGLR.E Dimethyl:2H(4): 1, 12



7116 false 2551 1054.5305 1053.5351 1 -11.23 121.63 36.17 17.3 (M:17.3) 1 2 1 K.GKVCFEMK.V
Carbamidomethyl: 4; 
Dimethyl: 1, 8

7117 true 2551 1488.8664 1487.85 1 6.13 238.61 40.67 43.2 (M:43.2) 2 1 0 K.QPVTVPVSAFIFR.D Dimethyl: 1

7118 true 2551 1532.8459 1531.8448 1 -4.03 238.81 40.83 43.6 (M:43.6) 1 1 0 R.EAEYFMLPELVK.M Dimethyl:2H(4): 1, 12

7119 true 2551 3382.7447 3381.7078 1 8.76 261.15 40.5 96.8 (M:96.8) 1 1 1
R.ALQVPVLVEYMDRGEGGATN
PHVFPEGSQPR.V Dimethyl:2H(4): 1

7120 true 2552 1510.8683 1509.8472 1 9.16 242.59 40.67 74.4 (M:74.4) 2 1 0 R.YFPTQALNFAFK.D Dimethyl:2H(4): 1, 12



7121 true 2552 1510.8683 1509.8472 1 9.16 242.59 40.67 74.4 (M:74.4) 2 1 0 R.YFPTQALNFAFK.K Dimethyl:2H(4): 1, 12

7122 true 2552 1769.9133 1768.9008 1 2.95 237.67 40.67 18.2 (M:18.2) 1 1 0 R.SISFIPPDGEFELMR.Y Dimethyl:2H(4): 1

7123 true 2552 1783.0211 1782.004 1 5.51 175.06 42.33 109.9 (M:109.9) 1 1 0 R.QLLQANPILEAFGNAK.T Dimethyl: 1, 16

7124 false 2553 1137.6329 1136.6077 1 15.75 375.8 40.5 15.4 (M:15.4) 1 9 0 R.ITDLYTDLR.D Dimethyl: 1

7125 true 2553 1724.0022 1723.0008 1 -3.36 195.69 40.17 60.0 (M:60.0) 1 1 0 R.ALTVPELTQQVFDAK.N Dimethyl:2H(4): 1, 15



7126 true 2554 948.589 947.559 1 23.98 246.96 36.67 16.0 (M:16.0) 1 1 0 K.AVEIAANTK.G Dimethyl:2H(4): 1

7127 false 2554 1070.5279 1069.53 1 -8.74 154.26 36.17 16.3 (M:16.3) 2 3 1 K.GKVCFEMK.V

Carbamidomethyl: 4; 
Oxidation: 7; Dimethyl: 
2, 8

7128 false 2554 1113.6636 1112.6805 1 -21.72 306.3 38.17 15.9 (M:15.9) 1 2 0 K.LVLLGESAVGK.S Dimethyl: 11

7129 false 2554 1113.6636 1112.6594 1 -2.74 308.82 38.17 15.5 (M:15.5) 1 3 0 K.GWLVDLINK.F Dimethyl: 1, 9

7130 true 2554 1113.6636 1112.6554 1 0.87 299.08 38.17 41.0 (M:41.0) 1 1 0 R.GETLGIIGLGR.V Dimethyl: 1



7131 true 2554 1113.6636 1112.6554 1 0.87 299.08 38.17 41.0 (M:41.0) 1 1 0 R.GETLGIIGLGR.V Dimethyl: 1

7132 true 2554 1361.7747 1360.7715 1 -2.96 232.46 40.5 87.3 (M:87.3) 3 1 0 K.LFVTNDAATILR.E Dimethyl: 1

7133 true 2554 1539.9056 1538.9312 1 -21.36 171.68 40.5 23.3 (M:23.3) 1 1 0 K.LLNPFSVPNLYAK.L Dimethyl:2H(4): 1, 13

7134 true 2555 1186.709 1185.6969 1 4.1 71.78 41.5 75.5 (M:75.5) 1 1 0 K.NLASAVSDLLK.T Dimethyl: 1, 11

7135 false 2555 1365.7869 1364.7489 1 22.48 225.35 40.5 20.3 (M:20.3) 1 46.54 2 1 K.IKDLAWTEDSK.R
Dimethyl:2H(4): 1; 
Dimethyl: 11



7136 true 2555 1365.7869 1364.7966 1 -12.38 238.51 40.5 94.9 (M:94.9) 2 1 0 K.LFVTNDAATILR.E Dimethyl:2H(4): 1

7137 true 2555 1619.9668 1618.948 1 7.06 142.28 42.83 78.8 (M:78.8) 1 1 0 K.EAAASGLPLMIIIHK.S Dimethyl: 1, 15

7138 true 2556 1117.677 1116.6805 1 -9.65 244.51 38.17 34.3 (M:34.3) 1 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

7139 true 2556 1117.677 1116.6805 1 -9.65 244.51 38.17 34.3 (M:34.3) 1 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

7140 true 2556 1358.7917 1357.7704 1 10.25 297.76 40.83 53.4 (M:53.4) 1 1 0 R.SLDLDSIIAEVK.A Dimethyl: 1, 12



7141 true 2556 1750.0731 1749.0513 1 8.31 195.92 40.67 67.7 (M:67.7) 3 1 0 K.QLGTGLLLVTGPLAVNR.V Dimethyl: 1

7142 true 2557 1771.8678 1770.8975 1 -20.84 115.68 41.17 27.8 (M:27.8) 1 1 0 R.EYVLSQQGLIYMGSR.D Dimethyl: 1

7143 true 2557 2187.1909 2186.1674 1 7.41 191.8 42.67 96.2 (M:96.2) 1 1 0 K.NSPPYILDLLPDTYQHLR.T Dimethyl:2H(4): 1

7144 false 2558 1084.567 1083.5461 1 12.54 182.2 36.67 19.9 (M:19.9) 1 2 0 K.ANPFGGASHAK.G Dimethyl: 11

7145 false 2558 1152.6131 1151.6074 1 -1.34 372.63 36.17 15.7 (M:15.7) 1 10 1 K.EDKTEFTVK.N Dimethyl: 3, 9



7146 true 2558 1508.711 1507.6799 1 15.78 282.14 41 77.6 (M:77.6) 1 1 0 -.MDQVMQFVEPSR.Q Acetyl: 1

7147 true 2558 1779.8841 1778.8868 1 -5.62 133.94 40.33 47.8 (M:47.8) 1 1 0 R.GFGFVYFQNHDAADK.A Dimethyl:2H(4): 1, 15

7148 true 2558 2504.2789 2503.2399 1 12.67 156.31 40 35.0 (M:35.0) 1 1 0 R.YFEITDESPYVHYLNTFSSK.E Dimethyl:2H(4): 1, 20

7149 false 2559 1160.6645 1159.6585 1 -1.12 250.65 36.17 21.2 (M:21.2) 2 2 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 9; 
Oxidation: 1

7150 true 2559 1160.6645 1159.6729 1 -13.51 284.19 36.17 71.3 (M:71.3) 2 1 0 K.FADENFILK.H Dimethyl:2H(4): 1, 9



7151 true 2559 1309.7189 1308.7128 1 -0.9 216.19 38.17 59.2 (M:59.2) 1 1 0 K.AALNAAFAPEFR.Q Dimethyl:2H(4): 1

7152 true 2559 1626.8966 1625.8749 1 8.87 315.27 41 18.9 (M:18.9) 1 1 1 R.AEPPSAPMPDVATKR.V
Dimethyl:2H(4): 14; 
Dimethyl: 1

7153 true 2560 1404.9154 1403.9091 1 -0.68 253.71 40.33 46.3 (M:46.3) 1 1 0 K.IILDLISESPIK.G Dimethyl:2H(4): 1, 12

7154 true 2560 1404.9154 1403.9091 1 -0.68 253.71 40.33 46.3 (M:46.3) 1 1 0 K.IILDLISESPIK.G Dimethyl:2H(4): 1, 12

7155 true 2560 2067.0626 2066.0401 1 7.35 104.17 42.17 19.9 (M:19.9) 1 1 0 R.VCNALALLQCVASHPETR.S
Carbamidomethyl: 2, 
10; Dimethyl: 1



7156 false 2561 1366.8327 1365.7915 1 24.85 254.24 38 15.4 (M:15.4) 1 3 1 R.AKVAAMGALHGLR.K
Oxidation: 6; Dimethyl: 
1, 2

7157 true 2561 1366.8327 1365.8282 1 -2.01 233.2 38 76.3 (M:76.3) 1 1 0 K.AGVAPLEVVVAGPR.G Dimethyl:2H(4): 1

7158 false 2561 1366.8327 1365.8232 1 1.68 203.39 38 16.6 (M:16.6) 1 2 1 R.VLEAKELALQPK.D Dimethyl: 12

7159 true 2561 1827.925 1826.9203 1 -1.38 230.16 40.33 116.1 (M:116.1) 1 1 0 K.AYLPVNESFGFTADLR.S Dimethyl: 1

7160 true 2561 2071.0925 2070.0652 1 9.65 162.61 42.17 75.2 (M:75.2) 1 1 0 R.VCNALALLQCVASHPETR.S
Carbamidomethyl: 2, 
10; Dimethyl:2H(4): 1



7161 true 2562 1097.6615 1096.6604 1 -5.65 200.2 40.5 38.8 (M:38.8) 1 1 0 R.LLVNINDLR.R Dimethyl: 1

7162 true 2562 1281.8008 1280.7816 1 9.3 188.4 36.83 53.8 (M:53.8) 1 1 0 K.GLTPSQIGVILR.D Dimethyl: 1

7163 true 2562 1463.7781 1462.782 1 -7.68 290.14 39 49.8 (M:49.8) 1 1 0 R.IPQTTLAEFYPR.D Dimethyl: 1

7164 true 2562 1831.9496 1830.9454 1 -1.69 234.02 40.33 115.9 (M:115.9) 1 1 0 K.AYLPVNESFGFTADLR.S Dimethyl:2H(4): 1

7165 true 2562 2270.1855 2269.1565 1 9.57 245.16 40.5 61.9 (M:61.9) 4 1 0
R.FFASFGNLSSPTAILGNPMVR.
A

Oxidation: 19; Dimethyl: 
1



7166 true 2563 1101.6847 1100.6856 1 -7.38 260.12 40.5 41.5 (M:41.5) 1 1 0 R.LLVNINDLR.R Dimethyl:2H(4): 1

7167 true 2563 1285.8256 1284.8067 1 9.05 204.98 36.83 45.7 (M:45.7) 1 1 0 K.GLTPSQIGVILR.D Dimethyl:2H(4): 1

7168 true 2563 1467.7707 1466.7312 1 21.93 294.32 38 44.6 (M:44.6) 1 1 0 K.LPCIFICENNR.Y
Carbamidomethyl: 3, 7; 
Dimethyl:2H(4): 1

7169 true 2564 1532.8129 1531.804 1 1.06 157.16 38.17 42.2 (M:42.2) 1 1 0 R.SPTPMMTLQLPER.C Dimethyl:2H(4): 1

7170 true 2564 3022.5416 3021.5285 1 1.91 179.32 40.33 61.9 (M:61.9) 1 1 0
K.ATFMVGSYGPRPEEYEFLTPIE
EAPK.G Dimethyl:2H(4): 1, 26



7171 true 2565 1139.7072 1138.7074 1 -6.52 284.8 40.67 49.0 (M:49.0) 1 1 0 R.ELLIIGGVAAR.D Dimethyl: 1

7172 false 2565 1139.7072 1138.7186 1 -16.37 198.63 40.67 17.3 (M:17.3) 1 56.75 3 1 K.AAILKAQVAAR.G Dimethyl: 1

7173 false 2565 1139.7072 1138.7074 1 -6.52 287.48 40.67 17.8 (M:17.8) 1 2 0 K.ELIQVLIQR.G Dimethyl: 1

7174 false 2565 1692.9216 1691.9007 1 8.05 209.4 42.5 19.5 (M:19.5) 1 2 1 K.DKPYLYCFRTNK.G

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1; 
Dimethyl: 2, 12

7175 true 2566 1143.7222 1142.7325 1 -15.35 217.32 40.67 24.6 (M:24.6) 1 1 0 R.ELLIIGGVAAR.D Dimethyl:2H(4): 1



7176 true 2566 1261.7276 1260.7329 1 -10.04 156.57 40.33 71.4 (M:71.4) 1 1 0 R.LISFLDELQK.S Dimethyl: 1, 10

7177 true 2566 1469.8851 1468.8704 1 5.05 320.48 36.83 31.3 (M:31.3) 1 1 0 R.LVPGWTQPITIGR.H Dimethyl:2H(4): 1

7178 true 2566 1641.9991 1640.9953 1 -2.11 127.04 38.17 34.9 (M:34.9) 1 1 1 R.ISGLIYEETRGVLK.V Dimethyl:2H(4): 1, 14

7179 true 2566 1779.0525 1778.0376 1 4.29 204.12 40.5 47.7 (M:47.7) 1 1 1 K.LKEAELLEPLMPAIR.A Dimethyl: 1, 2

7180 true 2567 1335.7658 1334.7558 1 2.06 165.02 40.5 39.0 (M:39.0) 1 1 0 K.ALIDLLEDHLR.A Dimethyl: 1



7181 true 2567 1639.8966 1638.8854 1 2.37 224.6 36.67 46.4 (M:46.4) 1 1 0 R.MTHNLLLNYGLYR.K Dimethyl:2H(4): 1

7182 true 2567 1654.8882 1653.8777 1 1.96 178.71 38.17 35.5 (M:35.5) 1 1 0 R.GASLPAFPPLPGNNDR.N Dimethyl:2H(4): 1

7183 true 2567 1712.9814 1711.9923 1 -10.62 152.32 42.33 33.0 (M:33.0) 1 1 0 K.DLLLVNDHLLNFVR.E Dimethyl:2H(4): 1

7184 true 2568 1339.7839 1338.7809 1 -3.19 221.69 40.33 49.6 (M:49.6) 1 1 0 K.ALIDLLEDHLR.A Dimethyl:2H(4): 1

7185 true 2568 1737.9699 1736.9686 1 -3.41 189.39 38.17 39.7 (M:39.7) 1 1 1 R.FRHENIIGINDIIR.A Dimethyl: 1



7186 true 2568 1787.1015 1786.0878 1 3.62 208.03 40.5 62.4 (M:62.4) 1 1 1 K.LKEAELLEPLMPAIR.A Dimethyl:2H(4): 1, 2

7187 true 2569 1703.9724 1702.9403 1 14.56 266.43 41.17 105.9 (M:105.9) 2 1 0 K.GLGTDEGAIIEVLTQR.S Dimethyl:2H(4): 1

7188 false 2569 1703.9724 1702.9655 1 -0.2 273.82 41.17 24.8 (M:24.8) 1 56.24 6 1 K.GEIKIAVSIEDEANK.D
Dimethyl:2H(4): 4; 
Dimethyl: 1, 15

7189 true 2570 893.5313 892.5171 1 7.82 501.61 37 28.1 (M:28.1) 2 1 0 K.FGLYLPR.F Dimethyl: 1

7190 true 2570 1055.6263 1054.6437 1 -23.4 42.17 41.4 (M:41.4) 1 1 0 R.IGVTLAGHQK.K Dimethyl:2H(4): 10



7191 true 2570 1400.7809 1399.7795 1 -4.24 222.5 40.67 60.1 (M:60.1) 5 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

7192 true 2570 1400.7809 1399.7795 1 -4.24 222.5 40.67 60.1 (M:60.1) 5 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

7193 true 2570 1978.0568 1977.0207 1 14.57 201.57 41 38.0 (M:38.0) 1 1 0 R.EGINIFLDGYVPTENLR.F Dimethyl: 1

7194 false 2571 897.5579 896.5444 1 7.01 445.86 37 16.2 (M:16.2) 1 3 0 K.GVSQLPLR.Y Dimethyl: 1

7195 true 2571 948.5481 947.5328 1 8.48 150.33 41.17 31.7 (M:31.7) 1 1 0 M.AALDTLFK.Y Acetyl: 1; Dimethyl: 8



7196 true 2571 1723.9022 1722.913 1 -10.5 111.62 36.17 48.2 (M:48.2) 2 1 0 K.IIDINYYPVPEAER.S Dimethyl:2H(4): 1

7197 true 2573 1956.2264 1955.2271 1 -4.08 65.94 38.17 39.7 (M:39.7) 1 1 0 R.ILETLPEGTVLLNKPVR.T Dimethyl:2H(4): 1, 14

7198 true 2574 1735.902 1734.8842 1 6.07 176.2 42.33 69.6 (M:69.6) 1 1 0 R.AQLADSFHLQQFFR.D Dimethyl: 1

7199 true 2575 1840.9839 1839.9672 1 5.1 199.29 40.83 22.0 (M:22.0) 2 1 0 K.SNYNFEKPFLWLAR.K Dimethyl: 1, 7

7200 true 2575 2304.1441 2303.1369 1 -0.02 139.54 40.5 97.0 (M:97.0) 1 1 0 K.HLYTLDGGDIINALCFSPNR.Y
Carbamidomethyl: 15; 
Dimethyl: 1



7201 true 2575 2495.2394 2494.2315 1 0.26 206.63 40.67 58.4 (M:58.4) 1 1 0 K.LQQLFNHTMFILEQEEYQR.E Dimethyl: 1

7202 false 2576 1843.9873 1842.9625 1 9.52 99 40.83 15.1 (M:15.1) 1 3 0 K.GKPDVEVEENGAVEIAR.C Dimethyl:2H(4): 1

7203 true 2576 2499.264 2498.2566 1 0.07 231.23 40.67 81.3 (M:81.3) 1 1 0 K.LQQLFNHTMFILEQEEYQR.E Dimethyl:2H(4): 1

7204 true 2576 3014.4914 3013.4783 1 1.94 113.8 40.33 26.9 (M:26.9) 1 1 0
K.ATFMVGSYGPRPEEYEFLTPIE
EAPK.G Dimethyl: 1, 26

7205 true 2578 1182.6955 1181.6842 1 3.36 154.39 38.33 46.6 (M:46.6) 2 1 0 R.IVIPMESPIR.V Dimethyl: 1



7206 true 2578 1528.8349 1527.8024 1 16.52 255.48 41.5 79.8 (M:79.8) 2 1 0 R.FDGLLGFPGGFVDR.R Dimethyl:2H(4): 1

7207 true 2579 1422.793 1421.7617 1 16.91 312.99 37 26.6 (M:26.6) 1 1 0 R.THGNYFLMTFK.E Dimethyl:2H(4): 1, 11

7208 true 2579 1884.1017 1883.084 1 5.53 255.49 40.83 90.0 (M:90.0) 2 1 0 R.SLNALGLGLIASGGTATALR.D Dimethyl: 1

7209 true 2579 2214.9683 2213.9899 1 -13.03 158.91 36.33 93.5 (M:93.5) 2 1 0 R.EMEENFAVEAANYQDTIGR.L Dimethyl: 1

7210 true 2579 2605.4055 2604.4363 1 -14.6 202.17 40.67 76.9 (M:76.9) 1 1 1
R.VAVGIHKNDIDAAIETYNLLSER
.W Dimethyl:2H(4): 1, 7



7211 true 2580 1202.7166 1201.7042 1 4.27 115.39 38.33 31.5 (M:31.5) 1 1 0 R.IVIPMESPIR.V
Dimethyl:2H(4): 1; 
Oxidation: 5

7212 true 2580 1472.7948 1471.7711 1 11.11 351.76 36.83 19.3 (M:19.3) 1 1 0 K.GTAYTFFTPGNLK.Q Dimethyl: 1, 13

7213 true 2580 1888.1286 1887.1091 1 6.45 289.02 40.83 108.6 (M:108.6) 3 1 0 R.SLNALGLGLIASGGTATALR.D Dimethyl:2H(4): 1

7214 true 2581 1305.8245 1304.818 1 -0.56 181.33 42.33 43.8 (M:43.8) 1 1 0 R.ILVTLLHALER.T Dimethyl: 1

7215 true 2581 1480.8441 1479.8213 1 10.48 377.71 36.83 41.6 (M:41.6) 1 1 0 K.GTAYTFFTPGNLK.Q Dimethyl:2H(4): 1, 13



7216 true 2581 1542.9498 1541.9443 1 -1.16 192.37 42.67 38.1 (M:38.1) 1 1 0 K.NVIVLQTVLQEVR.N Dimethyl:2H(4): 1

7217 true 2581 1714.9706 1713.9665 1 -1.87 135.29 40.5 48.8 (M:48.8) 1 1 0 R.VLVVQDFTGLPTLER.K Dimethyl: 1

7218 true 2581 2029.9805 2028.9463 1 13.29 211.66 41.33 35.3 (M:35.3) 1 1 0 K.SLDLFNCEITNLEDYR.D
Carbamidomethyl: 7; 
Dimethyl: 1

7219 true 2581 2890.4048 2889.3789 1 6.42 183.09 40.5 81.0 (M:81.0) 1 1 0
R.TMLITHMQDLQEVTQDLHYE
NFR.S Dimethyl: 1

7220 true 2582 1335.735 1334.7017 1 19.53 165.56 39.17 32.1 (M:32.1) 1 1 0 K.AVENYLIQMAR.F Dimethyl: 1



7221 true 2583 1236.6709 1235.659 1 3.72 144.97 41 61.8 (M:61.8) 2 1 0 K.SYLFFTQFK.A Dimethyl: 1, 9

7222 true 2583 1339.7944 1338.8032 1 -12 192.19 40.33 104.3 (M:104.3) 1 1 0 R.AITGASLAEIMAK.R Dimethyl:2H(4): 1, 13

7223 true 2583 1819.9462 1818.9033 1 19.55 281.24 41.5 64.1 (M:64.1) 1 1 0 K.GLGTDEDTLIEIICSR.T
Carbamidomethyl: 14; 
Dimethyl: 1

7224 false 2583 1819.9462 1818.9716 1 -17.95 252.08 41.5 20.0 (M:20.0) 1 72.08 4 1 K.INDPAVKKPSDWDDR.A Dimethyl:2H(4): 1, 7

7225 false 2583 2129.1001 2128.1099 1 -8.03 201.25 40.5 20.3 (M:20.3) 1 2 1 K.EWLIGMLGAESAKLNNQAR.F Dimethyl: 1



7226 true 2583 2136.1552 2135.1593 1 -5.35 173.02 40.5 40.3 (M:40.3) 1 1 1 K.GKFGHEFLEFEFRPDGK.L Dimethyl:2H(4): 1, 2, 17

7227 true 2584 1448.8251 1447.8115 1 4.37 325.15 41 56.7 (M:56.7) 1 1 0 R.FSPIPFPPLSYK.H Dimethyl: 1, 12

7228 true 2584 1518.9422 1517.8979 1 24.39 190.36 37 33.9 (M:33.9) 3 50 1 1 R.KTVTAMDVVYALK.R
Dimethyl:2H(4): 1, 13; 
Oxidation: 6

7229 true 2585 1053.5673 1052.5804 1 -19.32 133.62 40.83 36.4 (M:36.4) 2 1 0 R.EVQAFASNK.K
Dimethyl:2H(4): 1; 
Dimethyl: 9

7230 true 2585 1456.8744 1455.8617 1 3.71 307.41 41 66.0 (M:66.0) 1 1 0 R.FSPIPFPPLSYK.H Dimethyl:2H(4): 1, 12



7231 true 2585 3262.7536 3261.7173 1 8.9 117.6 40.67 39.9 (M:39.9) 1 1 1
K.YYAVNFPMRDGIDDESYGQIF
KPIISK.V

Dimethyl:2H(4): 1, 22, 
27

7232 true 2586 1464.7836 1463.7711 1 3.58 303.41 38.33 39.9 (M:39.9) 3 1 0 R.APDALFSSPPQFR.H Dimethyl:2H(4): 1

7233 true 2586 1542.8391 1541.8217 1 6.52 140.19 36.83 26.2 (M:26.2) 1 1 0 R.GYSFSLTTFSPSGK.L Dimethyl:2H(4): 1, 14

7234 true 2586 2025.0406 2024.0003 1 16.27 222.15 41.5 75.9 (M:75.9) 2 1 0 R.ATENDIYNFFSPLNPVR.V Dimethyl: 1

7235 false 2587 1366.7567 1365.7541 1 -3.44 147.07 40.83 18.2 (M:18.2) 2 3 1 K.LSSEDKETIEK.A
Dimethyl:2H(4): 6; 
Dimethyl: 1, 11



7236 true 2587 1366.7567 1365.7578 1 -6.14 186.12 40.83 93.6 (M:93.6) 8 1 0 K.TVTAMDVVYALK.R Dimethyl: 1, 12

7237 true 2587 1743.9254 1742.9082 1 5.66 183.11 37 44.0 (M:44.0) 1 1 0 R.SIYFQPPSFYVHAR.D Dimethyl:2H(4): 1

7238 false 2588 1382.7531 1381.7606 1 -10.69 208.24 40.83 18.1 (M:18.1) 1 2 0 R.TPSFSSILYALR.V Dimethyl: 1

7239 true 2588 1382.7531 1381.7527 1 -5 189.9 40.83 38.6 (M:38.6) 5 1 0 K.TVTAMDVVYALK.R
Oxidation: 5; Dimethyl: 
1, 12

7240 true 2588 1907.1227 1906.0984 1 8.95 171.17 36.83 15.5 (M:15.5) 1 1 1 R.LNRLPAAGVGDMVMATVK.K Dimethyl:2H(4): 1, 18



7241 true 2590 1564.7518 1563.7603 1 -10.11 112.13 36.67 95.8 (M:95.8) 2 1 0 K.MINFSVPDTIDER.T Dimethyl: 1

7242 true 2590 1684.0212 1683.0058 1 4.79 207.82 40.83 51.9 (M:51.9) 1 1 1 R.LDKYVTLLQELER.H Dimethyl:2H(4): 1, 3

7243 false 2591 1217.6965 1216.7077 1 -15.2 135.78 43 15.6 (M:15.6) 1 7 1 K.ANNLIEEARK.A
Dimethyl:2H(4): 1; 
Dimethyl: 10

7244 true 2591 1568.773 1567.7854 1 -12.53 166.21 36.67 77.1 (M:77.1) 2 1 0 K.MINFSVPDTIDER.T Dimethyl:2H(4): 1

7245 true 2592 1330.7553 1329.7405 1 5.69 170.31 42.83 41.5 (M:41.5) 2 1 0 K.DVAQIFNNILR.R Dimethyl: 1



7246 true 2592 2136.131 2135.1231 1 0.29 206.74 42.33 73.0 (M:73.0) 1 1 0 K.IGDTGLALLCQGLLHPNCK.I
Carbamidomethyl: 10, 
18; Dimethyl: 1, 19

7247 true 2592 2326.4307 2325.4101 1 5.73 161.38 40.83 94.5 (M:94.5) 2 1 1 K.TAPTLISFIYPAQNPDLLKK.L
Dimethyl:2H(4): 1, 19, 
20

7248 true 2592 2869.5085 2868.4422 1 20.59 234.85 41.5 47.3 (M:47.3) 2 1 1
R.NPPGFAFVEFEDPRDAEDAVL
GLDGK.I Dimethyl:2H(4): 1, 26

7249 true 2593 1334.7788 1333.7656 1 4.45 160.34 42.83 40.1 (M:40.1) 1 1 0 K.DVAQIFNNILR.R Dimethyl:2H(4): 1

7250 true 2593 1535.8093 1534.782 1 13.04 246.78 41.83 69.9 (M:69.9) 2 1 0 R.EFVEDFIWPAVR.A Dimethyl: 1



7251 true 2593 1591.7618 1590.7777 1 -14.6 108.96 36.67 52.9 (M:52.9) 1 1 0 -.ADQLTEEQIAEFK.E Acetyl: 1; Dimethyl: 13

7252 true 2593 2144.1823 2143.1733 1 0.79 235.34 42.33 77.5 (M:77.5) 1 1 0 K.IGDTGLALLCQGLLHPNCK.I

Carbamidomethyl: 10, 
18; Dimethyl:2H(4): 1, 
19

7253 true 2594 1244.7222 1243.7093 1 4.52 101.83 41 15.1 (M:15.1) 1 1 0 K.SYLFFTQFK.A Dimethyl:2H(4): 1, 9

7254 true 2594 1595.7916 1594.8028 1 -11.57 123.75 36.67 48.5 (M:48.5) 1 1 0 -.ADQLTEEQIAEFK.E
Dimethyl:2H(4): 13; 
Acetyl: 1

7255 true 2594 2244.2986 2243.2475 1 19.51 178.91 40.83 57.8 (M:57.8) 1 1 0 R.SVLLLAYKPMEGNFEEIAR.D Dimethyl:2H(4): 1, 8



7256 true 2595 2264.2685 2263.2627 1 -0.62 229.35 42.33 46.1 (M:46.1) 1 1 0 K.AAPAVSLFSQPLIAEQLHSPR.L Dimethyl:2H(4): 1

7257 true 2597 1357.7139 1356.7078 1 -0.89 195.76 40.83 34.5 (M:34.5) 1 1 0 R.LFEFAGYDVLR.L Dimethyl: 1

7258 true 2597 1538.9185 1537.9192 1 -5.18 152.07 42.67 53.2 (M:53.2) 1 1 0 K.NVIVLQTVLQEVR.N Dimethyl: 1

7259 true 2598 1540.8981 1539.9025 1 -7.53 131.73 43.17 26.8 (M:26.8) 2 1 0 K.ALDTVLFGPPLLTR.H Dimethyl: 1

7260 true 2598 1872.0778 1871.0768 1 -3.38 199.36 38.33 145.4 (M:145.4) 5 1 1 R.IINEPTAAAIAYGLDKK.V Dimethyl: 1, 16, 17



7261 true 2598 1872.0778 1871.0768 1 -3.38 199.36 38.33 145.4 (M:145.4) 5 1 1 R.IINEPTAAAIAYGLDKK.G Dimethyl: 1, 16, 17

7262 true 2598 1872.0778 1871.0516 1 10.06 196.7 38.33 145.4 (M:145.4) 5 1 1 R.IINEPTAAAIAYGLDKR.E Dimethyl: 1, 16

7263 true 2598 1991.0654 1990.0309 1 13.67 228.79 41.67 129.1 (M:129.1) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl:2H(4): 1

7264 true 2598 1991.0654 1990.0309 1 13.67 228.79 41.67 129.1 (M:129.1) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl:2H(4): 1

7265 true 2598 1991.0654 1990.0309 1 13.67 228.79 41.67 129.1 (M:129.1) 2 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl:2H(4): 1



7266 true 2599 1884.1644 1883.1521 1 2.66 208.02 38.33 135.8 (M:135.8) 3 1 1 R.IINEPTAAAIAYGLDKK.V
Dimethyl:2H(4): 1, 16, 
17

7267 true 2599 1884.1644 1883.1521 1 2.66 208.02 38.33 135.8 (M:135.8) 3 1 1 R.IINEPTAAAIAYGLDKK.G
Dimethyl:2H(4): 1, 16, 
17

7268 true 2600 1414.7282 1413.7115 1 6.7 329.91 37 55.6 (M:55.6) 1 1 0 R.THGNYFLMTFK.E Dimethyl: 1, 11

7269 false 2600 1763.9498 1762.9135 1 16.43 153.66 40.83 15.0 (M:15.0) 1 2 1 K.GMGTDEETILKILTSR.N

7270 true 2600 1763.9498 1762.9465 1 -2.29 187.39 40.83 80.5 (M:80.5) 1 1 1 K.GFGSDKDAILDLITSR.S Dimethyl: 1, 6



7271 true 2601 828.4885 827.4939 1 -15.25 361.91 38.5 19.1 (M:19.1) 1 1 0 K.MQGVPLK.H Dimethyl: 1, 7

7272 false 2601 1126.6806 1125.6982 1 -22.1 361.51 41.83 15.2 (M:15.2) 1 4 1 M.LSARVAAVLAR.S

7273 true 2601 1772.0075 1770.9967 1 1.95 241.46 40.83 62.7 (M:62.7) 1 1 1 K.GFGSDKDAILDLITSR.S Dimethyl:2H(4): 1, 6

7274 false 2602 950.5116 949.5243 1 -21 254.49 38.5 15.5 (M:15.5) 1 3 1 K.GGKSNASGGR.G
Dimethyl:2H(4): 3; 
Dimethyl: 1

7275 true 2602 950.5116 949.5022 1 2.3 192.3 38.5 36.6 (M:36.6) 1 1 0 R.GIFEPFGR.F Dimethyl: 1



7276 true 2602 1374.784 1373.808 1 -22.73 252.08 42.83 99.5 (M:99.5) 6 1 0 K.TVTAMDVVYALK.R Dimethyl:2H(4): 1, 12

7277 false 2602 1374.784 1373.8043 1 -20.05 215 42.83 17.6 (M:17.6) 3 6 1 K.LSSEDKETIEK.A Dimethyl:2H(4): 1, 6, 11

7278 true 2602 1389.7084 1388.6758 1 18.17 349.3 42 72.7 (M:72.7) 2 1 0 M.AAMEGPLAVFGER.T Acetyl: 1

7279 true 2602 1440.8071 1439.8096 1 -6.78 281.87 41 94.1 (M:94.1) 1 1 0 R.NTILAQVLDQAAR.A Dimethyl: 1

7280 true 2603 954.5342 953.5273 1 -0.38 144.98 38.5 48.3 (M:48.3) 1 1 0 R.GIFEPFGR.F Dimethyl:2H(4): 1



7281 false 2603 1444.8333 1443.8096 1 11.35 438.15 41 16.8 (M:16.8) 1 50 3 1 K.QQDTAKKPAAAQR.Q Dimethyl:2H(4): 7

7282 true 2603 1444.8333 1443.8347 1 -6.05 356.42 41 62.4 (M:62.4) 1 1 0 R.NTILAQVLDQAAR.A Dimethyl:2H(4): 1

7283 true 2604 1700.9186 1699.8872 1 14.2 162.37 41.83 21.1 (M:21.1) 1 1 0 K.WGTDEAQFIYILGR.R Dimethyl:2H(4): 1

7284 true 2605 1568.89 1567.8861 1 -2.17 171.73 40.67 87.8 (M:87.8) 1 1 1 K.KYDAFLASESLIK.Q Dimethyl: 1, 1, 13

7285 true 2605 1696.0382 1695.0223 1 5.07 153.51 41 43.4 (M:43.4) 2 1 0 K.YMDAFKPFLGIGLK.N Dimethyl:2H(4): 1, 6, 14



7286 true 2605 1905.9176 1904.886 1 12.76 297.07 42 98.6 (M:98.6) 1 1 0 M.EEEIAALVIDNGSGMCK.A
Carbamidomethyl: 16; 
Acetyl: 1; Dimethyl: 17

7287 true 2606 1421.7231 1420.7351 1 -13.52 186.3 37 42.8 (M:42.8) 1 1 0 K.FVEGLPINDFSR.E Dimethyl: 1

7288 true 2606 1550.9628 1549.9543 1 0.77 210.21 37.17 56.6 (M:56.6) 4 1 1 R.KTVTAMDVVYALK.R
Dimethyl:2H(4): 1, 1, 13; 
Oxidation: 6

7289 true 2606 1909.9427 1908.9111 1 12.76 348.07 42 112.7 (M:112.7) 3 1 0 M.EEEIAALVIDNGSGMCK.A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 17; 
Acetyl: 1

7290 true 2606 2259.2849 2258.2646 1 5.74 283.63 43 130.9 (M:130.9) 2 1 0 K.MSVQPTVSLGGFEITPPVVLR.L Dimethyl:2H(4): 1



7291 true 2607 1787.8346 1786.8382 1 -6.07 171.44 41.17 80.2 (M:80.2) 3 99.71 1 0 K.AMGIMNSFVNDIFER.I
Oxidation: 5; Dimethyl: 
1

7292 true 2608 1151.7221 1150.7074 1 6.43 335.58 38.33 33.9 (M:33.9) 2 1 0 R.VGQVLELPLR.I Dimethyl: 1

7293 true 2608 1597.9394 1596.929 1 1.99 177.88 42.5 44.6 (M:44.6) 1 1 0 R.VGLEAVLLSAHPGFR.V Dimethyl:2H(4): 1

7294 true 2608 1739.8993 1738.8831 1 5.13 115.35 37 26.4 (M:26.4) 1 1 0 R.SIYFQPPSFYVHAR.D Dimethyl: 1

7295 true 2609 1155.7238 1154.7151 1 1.29 268.8 39.17 60.3 (M:60.3) 1 1 0 K.AVNLFTDAIK.L Dimethyl:2H(4): 1, 10



7296 true 2609 1754.0018 1753.0059 1 -6.49 167.18 40.67 66.4 (M:66.4) 1 1 1 K.MPQVPTDLLLETGKK.M Dimethyl: 1, 14, 15

7297 true 2610 1818.9035 1817.9159 1 -10.85 190.47 37.17 93.2 (M:93.2) 7 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

7298 true 2610 1818.9035 1817.9159 1 -10.85 190.47 37.17 93.2 (M:93.2) 7 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

7299 true 2610 1818.9035 1817.9159 1 -10.85 190.47 37.17 93.2 (M:93.2) 7 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

7300 true 2611 1198.6908 1197.6791 1 3.7 96.08 38.33 20.6 (M:20.6) 1 1 0 R.IVIPMESPIR.V
Oxidation: 5; Dimethyl: 
1



7301 false 2611 1198.6908 1197.6768 1 5.67 250.15 38.33 17.4 (M:17.4) 1 2 1 R.LQKAQEEHR.S
Dimethyl:2H(4): 1; 
Dimethyl: 3

7302 true 2611 1221.7213 1220.7101 1 3.23 130.4 42.83 49.8 (M:49.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

7303 true 2611 1221.7213 1220.7101 1 3.23 130.4 42.83 49.8 (M:49.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

7304 true 2611 1221.7213 1220.7101 1 3.23 130.4 42.83 49.8 (M:49.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

7305 true 2611 1221.7213 1220.7101 1 3.23 130.4 42.83 49.8 (M:49.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1



7306 true 2611 1221.7213 1220.7101 1 3.23 130.4 42.83 49.8 (M:49.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

7307 true 2611 1221.7213 1220.7101 1 3.23 130.4 42.83 49.8 (M:49.8) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

7308 true 2611 1259.7631 1258.7757 1 -15.75 195.25 42.17 18.4 (M:18.4) 1 1 0 K.AMLVLAMLLTK.K Dimethyl: 1, 11

7309 true 2612 1924.0652 1923.0556 1 1.18 268.18 42.67 42.4 (M:42.4) 1 1 0 R.LAQEGIYTLYPFIHAR.I Dimethyl:2H(4): 1

7310 false 2613 1431.7642 1430.7551 1 1.22 280.19 41.17 34.5 (M:34.5) 1 3 1 R.EQVCGREISGLK.E
Carbamidomethyl: 4; 
Dimethyl: 1, 12



7311 true 2613 1431.7642 1430.7592 1 -1.59 280.47 41.17 54.5 (M:54.5) 1 1 0 R.QVELELFPCLR.Y
Carbamidomethyl: 9; 
Dimethyl: 1

7312 true 2613 1931.2127 1930.2045 1 0.49 150.2 42.5 80.3 (M:80.3) 1 1 0 K.EGKPLVLFSLLPHEQK.M Dimethyl:2H(4): 1, 3, 16

7313 true 2614 1481.7676 1480.7813 1 -14.19 229.23 37 64.7 (M:64.7) 1 1 0 R.YISPDQLADLYK.G Dimethyl: 1, 12

7314 true 2614 1584.9314 1583.8883 1 22.62 227.2 42.17 82.5 (M:82.5) 2 1 0 K.GVDEVTIINILTNR.S Dimethyl: 1

7315 true 2614 2236.2527 2235.1973 1 21.49 171.52 40.83 32.9 (M:32.9) 1 1 0 R.SVLLLAYKPMEGNFEEIAR.D Dimethyl: 1, 8



7316 true 2616 1744.9295 1743.8965 1 14.78 259.59 42.17 72.9 (M:72.9) 1 1 0 K.GLCDELALVDVLEDK.L
Carbamidomethyl: 3; 
Dimethyl: 1, 15

7317 false 2616 1744.9295 1743.8891 1 19.02 294.3 42.17 18.0 (M:18.0) 1 4 1 K.DSDEADLVLAKEANVK.C Dimethyl: 16

7318 true 2616 2426.4151 2425.4007 1 2.94 159.66 42.67 67.1 (M:67.1) 1 1 1 K.ISQMPIILTPLHFDRDPLQK.Q Dimethyl:2H(4): 1, 20

7319 true 2617 1790.9296 1789.8887 1 18.78 193.82 42.17 19.2 (M:19.2) 1 1 0 M.AGISEPYIEIFEQPR.Q Acetyl: 1

7320 false 2617 1880.1195 1879.1019 1 5.49 175.46 38.5 47.9 (M:47.9) 2 4 1 R.IINEPTAAAIAYGLDKR.E Dimethyl:2H(4): 1, 16



7321 true 2617 1880.1195 1879.127 1 -7.89 269.59 38.5 89.3 (M:89.3) 2 99.95 1 1 R.IINEPTAAAIAYGLDKK.G
Dimethyl:2H(4): 16, 17; 
Dimethyl: 1

7322 true 2617 1880.1195 1879.127 1 -7.89 269.59 38.5 89.3 (M:89.3) 2 99.95 1 1 R.IINEPTAAAIAYGLDKK.V
Dimethyl:2H(4): 16, 17; 
Dimethyl: 1

7323 true 2619 2405.3299 2404.3254 1 -1.16 164.37 40.83 133.3 (M:133.3) 4 1 0
K.AFIGKPAPDFTATAVMPDGQF
K.D Dimethyl:2H(4): 1, 5, 22

7324 true 2619 3097.4963 3096.4767 1 3.99 196.22 42.17 19.3 (M:19.3) 1 1 0
K.APEEDLAPGGNSGYLVYDFFT
GHELNPR.I Dimethyl:2H(4): 1

7325 true 2621 897.4803 896.4756 1 -2.84 430.03 38.67 23.3 (M:23.3) 1 1 0 R.GFELTFR.T Dimethyl: 1



7326 true 2621 1995.2979 1994.2743 1 8.17 122.32 41.67 132.0 (M:132.0) 5 1 0 K.VTIAQGGVLPNIQAVLLPK.K Dimethyl:2H(4): 1, 19

7327 true 2622 901.5053 900.5007 1 -3.01 555 38.5 18.4 (M:18.4) 2 1 0 R.GFELTFR.T Dimethyl:2H(4): 1

7328 true 2623 1100.6485 1099.639 1 2.06 196.67 41 17.7 (M:17.7) 1 1 0 R.LLELFPANR.Q Dimethyl: 1

7329 false 2623 1474.8166 1473.7926 1 11.28 452.83 42.5 19.4 (M:19.4) 1 7 0 K.TDAESLLTLEINK.V Dimethyl: 13

7330 true 2623 1474.8166 1473.7749 1 23.32 443.62 42.5 71.7 (M:71.7) 1 1 0 R.DICNDVLSLLEK.F
Carbamidomethyl: 3; 
Dimethyl: 1, 12



7331 false 2624 1104.6664 1103.6373 1 19.83 313.56 41 19.4 (M:19.4) 2 3 1 K.SSGKLMLLQK.M

7332 true 2624 1104.6664 1103.6641 1 -4.45 275.12 41 58.5 (M:58.5) 1 1 0 R.LLELFPANR.Q Dimethyl:2H(4): 1

7333 true 2624 1482.8537 1481.8251 1 14.39 454.6 42.33 36.7 (M:36.7) 1 1 0 R.DICNDVLSLLEK.F
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 12

7334 true 2624 1627.9688 1626.9982 1 -22.57 132.53 42.83 46.3 (M:46.3) 1 1 0 K.EAAASGLPLMIIIHK.S Dimethyl:2H(4): 1, 15

7335 true 2624 1939.0324 1938.0251 1 0.03 138.28 41.5 64.2 (M:64.2) 1 1 0 K.ELFEPYGAVYQINVLR.D Dimethyl: 1



7336 true 2624 2121.1663 2120.1515 1 3.55 262.89 37.33 47.3 (M:47.3) 1 1 0 K.DFPRPFDIIKPPAMCPR.D
Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 10

7337 false 2625 1100.6169 1099.6098 1 -0.2 258.03 37.33 22.2 (M:22.2) 1 2 1 -.SRSAAAAGGKPK.E

7338 false 2625 1100.6169 1099.5873 1 20.21 234.97 37.33 22.2 (M:22.2) 1 2 0 K.DEIVNEILR.L

7339 true 2625 1100.6169 1099.6237 1 -12.85 198.64 37.33 39.6 (M:39.6) 1 1 0 R.SEIDLLNIR.G Dimethyl: 1

7340 true 2625 1943.0595 1942.0502 1 1.04 126.52 41.5 43.9 (M:43.9) 1 1 0 K.ELFEPYGAVYQINVLR.D Dimethyl:2H(4): 1



7341 false 2626 860.5351 859.5429 1 -17.54 409.07 37.33 25.4 (M:25.4) 1 2 0 K.AALADVLR.R Dimethyl:2H(4): 1

7342 true 2626 1104.6424 1103.6488 1 -12.45 226.87 37.33 40.5 (M:40.5) 1 1 0 R.SEIDLLNIR.G Dimethyl:2H(4): 1

7343 true 2627 1210.6286 1209.6182 1 2.56 144.57 39.5 77.7 (M:77.7) 7 1 0 K.APDFVFYAPR.L Dimethyl: 1

7344 true 2627 1210.6286 1209.6182 1 2.56 144.57 39.5 77.7 (M:77.7) 7 1 0 K.APDFVFYAPR.L Dimethyl: 1

7345 true 2628 1920.0443 1919.0305 1 3.37 178.68 42.67 27.0 (M:27.0) 1 1 0 R.LAQEGIYTLYPFIHAR.I Dimethyl: 1



7346 true 2630 1127.6995 1126.6863 1 5.31 298.25 37.83 54.5 (M:54.5) 1 1 0 K.VPVALFALNR.R Dimethyl: 1

7347 true 2630 1249.6562 1248.6536 1 -3.75 114.49 41 38.8 (M:38.8) 1 1 0 R.EVSPTAMAIFR.K Dimethyl: 1

7348 true 2630 1342.7078 1341.6969 1 2.69 213.73 38.5 64.5 (M:64.5) 1 1 0 R.AAVFNPYTEFK.E Dimethyl: 1, 11

7349 true 2630 1427.8108 1426.7854 1 12.69 379.83 42.5 48.5 (M:48.5) 1 1 0 K.DLDIAILVGSMPR.R Dimethyl: 1

7350 true 2631 1324.7333 1323.7227 1 2.47 149.11 37.5 61.1 (M:61.1) 1 1 0 R.GFPTIYFAPAGK.K Dimethyl: 1, 12



7351 false 2631 1350.7614 1349.7526 1 1.12 307.5 38.5 15.9 (M:15.9) 1 4 1 R.TPATPKGSTGMVK.K

Dimethyl:2H(4): 1; 
Oxidation: 11; Dimethyl: 
6

7352 true 2631 1350.7614 1349.7471 1 5.22 200.07 38.5 70.8 (M:70.8) 1 1 0 R.AAVFNPYTEFK.E Dimethyl:2H(4): 1, 11

7353 true 2631 1431.8336 1430.8105 1 11.04 388.32 42.5 48.4 (M:48.4) 1 1 0 K.DLDIAILVGSMPR.R Dimethyl:2H(4): 1

7354 false 2631 1431.8336 1430.7915 1 24.28 387.35 42.5 18.5 (M:18.5) 1 2 1 R.ISMSPILRTQNK.E
Oxidation: 3; Dimethyl: 
1

7355 true 2632 1396.766 1395.7544 1 3.07 249.86 39 50.4 (M:50.4) 4 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl: 1



7356 true 2632 1396.766 1395.7544 1 3.07 249.86 39 50.4 (M:50.4) 4 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl: 1

7357 true 2632 1544.8529 1543.8224 1 15.03 293.97 42.5 35.0 (M:35.0) 1 1 0 K.IYDEFPEFALLR.K Dimethyl:2H(4): 1

7358 true 2633 1730.9546 1729.9098 1 21.68 211.37 42.67 40.4 (M:40.4) 1 1 0 K.GLGTDEDTLIEILASR.N Dimethyl: 1

7359 true 2634 2540.3459 2539.3254 1 5.22 181.09 41.67 104.5 (M:104.5) 1 1 0
K.GGVAEVEIEDSVISLTGPHCIIG
R.T

Carbamidomethyl: 20; 
Dimethyl:2H(4): 1

7360 true 2635 1404.8525 1403.8108 1 24.49 329.5 37.33 15.6 (M:15.6) 1 1 1 K.CGLVIGKGGENIK.S

Carbamidomethyl: 1; 
Dimethyl:2H(4): 13; 
Dimethyl: 7



7361 true 2635 1585.9177 1584.9115 1 -0.74 174.55 38.67 51.8 (M:51.8) 1 1 0 R.GFFRPASLLEQEK.Q Dimethyl:2H(4): 1, 13

7362 true 2635 1614.8619 1613.8559 1 -0.78 151.93 40.83 72.6 (M:72.6) 1 1 0 K.LAAVDATVNQMLANR.Y Dimethyl: 1

7363 true 2636 1369.7968 1368.7653 1 17.7 212.92 41.5 78.4 (M:78.4) 1 1 0 K.TSFFQALGITTK.I Dimethyl: 1, 12

7364 true 2636 1618.8877 1617.881 1 -0.38 199.08 40.83 46.1 (M:46.1) 1 1 0 K.LAAVDATVNQMLANR.Y Dimethyl:2H(4): 1

7365 true 2636 1737.908 1736.9035 1 -1.64 155.19 41.83 42.2 (M:42.2) 1 1 0 R.EFESVLVDAFSHVAR.E Dimethyl:2H(4): 1



7366 true 2636 2077.0327 2075.9867 1 18.61 267.82 42.67 87.1 (M:87.1) 2 1 0 K.SMEAEMIQLQEELAAAER.A Dimethyl: 1

7367 true 2637 1377.8328 1376.8155 1 7.28 246.69 41.5 85.7 (M:85.7) 1 1 0 K.TSFFQALGITTK.I Dimethyl:2H(4): 1, 12

7368 true 2637 1626.7726 1625.7694 1 -2.54 199.25 41.17 107.0 (M:107.0) 8 1 0 R.IIPGFMCQGGDFTR.H
Carbamidomethyl: 7; 
Dimethyl: 1

7369 true 2637 2081.0503 2080.0118 1 14.96 289.14 42.5 187.3 (M:187.3) 2 1 0 K.SMEAEMIQLQEELAAAER.A Dimethyl:2H(4): 1

7370 true 2638 2384.3243 2383.286 1 13.05 135.08 43.17 69.4 (M:69.4) 2 1 0
K.SVDNGIFVQLVQANSPASLAG
LR.F Dimethyl: 1



7371 true 2639 1880.9933 1879.9832 1 1.47 203.28 41.67 43.3 (M:43.3) 1 1 0 K.FVEFFGPGVAQLSIADR.A Dimethyl: 1

7372 true 2639 2388.3463 2387.3111 1 11.71 178.11 43.17 109.2 (M:109.2) 1 1 0
K.SVDNGIFVQLVQANSPASLAG
LR.F Dimethyl:2H(4): 1

7373 false 2639 2512.2747 2511.2719 1 -1.8 30.99 42.5 15.4 (M:15.4) 1 2 0 K.IEAYMDTLQTQWSWILQITK.C
Oxidation: 5; Dimethyl: 
20

7374 false 2640 1366.7678 1365.7541 1 4.68 153 42.83 15.6 (M:15.6) 1 4 1 K.LSSEDKETIEK.A
Dimethyl:2H(4): 11; 
Dimethyl: 1, 6

7375 true 2640 1963.2296 1962.2179 1 2.22 95.15 41.5 56.2 (M:56.2) 2 99.97 1 0 K.VTIAQGGVLPNIQAVLLPK.K Dimethyl:2H(4): 1



7376 false 2641 1168.6856 1167.6801 1 -1.58 227.7 42.67 17.1 (M:17.1) 1 51.27 4 1 K.ALGNLETKYK.I Dimethyl:2H(4): 10

7377 true 2641 1667.9907 1666.977 1 3.85 153.06 37.33 41.0 (M:41.0) 1 1 0 R.GITQPVVVVAIAGPYR.T Dimethyl: 1

7378 true 2642 1672.0247 1671.0021 1 9.15 225.13 37.33 22.5 (M:22.5) 1 1 0 R.GITQPVVVVAIAGPYR.T Dimethyl:2H(4): 1

7379 true 2642 1927.2395 1926.2042 1 14.52 125.49 41.17 111.6 (M:111.6) 1 1 1 R.ILSISADTETIGEILKK.I
Dimethyl:2H(4): 1, 16, 
17

7380 true 2643 1074.6032 1073.5881 1 7.2 174.27 43.17 34.3 (M:34.3) 1 1 0 K.DIFMFITR.Q Dimethyl:2H(4): 1



7381 true 2643 1789.8642 1788.8175 1 22.05 259.77 42.83 66.1 (M:66.1) 2 96.26 1 0 K.AMSIMNSFVNDIFER.L Oxidation: 2

7382 true 2643 2699.4305 2698.395 1 10.45 137.41 40.83 26.9 (M:26.9) 1 69.76 1 1
R.VIISAPSADAPMFVMGVNHEK
YDK.S

Dimethyl:2H(4): 1, 24; 
Oxidation: 15

7383 true 2644 1945.0273 1944.0033 1 8.62 174.99 42.83 36.1 (M:36.1) 1 1 0 R.YGPIVDVYVPLDFYTR.R Dimethyl: 1

7384 true 2644 1987.2417 1986.2241 1 5.19 136.93 41.67 44.4 (M:44.4) 2 1 0 K.VTIAQGGVLPNIQAVLLPK.K Dimethyl: 1, 19

7385 true 2644 2118.255 2117.2058 1 19.79 216.21 41.17 84.1 (M:84.1) 1 1 0 R.SVLLLKPEAELSMAEIYK.V Dimethyl: 1, 6, 18



7386 true 2644 2715.4586 2714.4565 1 -1.92 158.01 41 107.8 (M:107.8) 1 100 1 1
R.VIISAPSADAPMFVMGVNHEK
YDK.S

Dimethyl:2H(4): 1, 21, 
24

7387 false 2646 1134.6076 1133.6053 1 -4.34 494.8 42.83 16.4 (M:16.4) 1 5 0 K.VELDNMPLR.G
Dimethyl:2H(4): 1; 
Oxidation: 6

7388 true 2646 1550.8787 1549.8578 1 8.75 164.94 43.17 81.2 (M:81.2) 1 1 0 R.TFCQLILDPIFK.V
Carbamidomethyl: 3; 
Dimethyl: 1, 12

7389 false 2646 1550.8787 1549.9051 1 -21.75 138.55 43.17 21.5 (M:21.5) 1 2 1 K.VAKQGDTILVSGMK.T

Dimethyl:2H(4): 3; 
Oxidation: 13; Dimethyl: 
1, 14

7390 true 2646 2760.56 2759.5574 1 -1.7 156.46 41 58.1 (M:58.1) 1 1 0
R.HGTVASHPPVQLEEFVEKPGGI
LVR.W Dimethyl:2H(4): 1, 18



7391 false 2647 1342.7896 1341.7868 1 -3.33 198.69 43 16.2 (M:16.2) 1 3 1 R.LIEKGDTELLR.K Dimethyl: 1, 4

7392 true 2647 1342.7896 1341.769 1 9.9 244.81 43 56.0 (M:56.0) 1 1 0 R.VLQDLVMDILR.V Dimethyl: 1

7393 true 2647 2536.3184 2535.3003 1 4.29 143.97 41.67 128.5 (M:128.5) 1 1 0
K.GGVAEVEIEDSVISLTGPHCIIG
R.T

Carbamidomethyl: 20; 
Dimethyl: 1

7394 true 2650 1142.7082 1141.7071 1 -5.37 297.63 41.17 59.0 (M:59.0) 3 1 0 R.VLITTDLLAR.G Dimethyl: 1

7395 true 2651 1102.6616 1101.6546 1 -0.25 184.45 37.5 33.3 (M:33.3) 2 1 0 K.SVALPIFTAR.I Dimethyl: 1



7396 true 2651 1147.6576 1146.6649 1 -12.68 314.34 42 49.6 (M:49.6) 1 1 0 R.LVTLEEFLR.A Dimethyl: 1

7397 true 2652 1106.6861 1105.6797 1 -0.83 261.07 37.5 21.4 (M:21.4) 1 1 0 K.SVALPIFTAR.I Dimethyl:2H(4): 1

7398 true 2652 1146.7321 1145.7322 1 -6.43 341.86 41.17 45.9 (M:45.9) 3 1 0 R.VLITTDLLAR.G Dimethyl:2H(4): 1

7399 false 2652 1146.7321 1145.7322 1 -6.43 459.86 41.17 26.2 (M:26.2) 1 63.37 3 1 K.QSVEKKPSK.E
Dimethyl:2H(4): 6; 
Dimethyl: 1, 5, 9

7400 true 2652 2168.3201 2167.2856 1 12.53 213.61 43.17 69.6 (M:69.6) 1 1 0 R.VIITADDVLHSWAVPALGVK.T Dimethyl:2H(4): 1, 20



7401 true 2653 1112.6392 1111.6277 1 3.78 303.83 37.5 22.4 (M:22.4) 2 1 0 K.STFFNVLTK.S Dimethyl: 1, 9

7402 false 2653 1281.6362 1280.6136 1 11.92 168.78 37.5 15.2 (M:15.2) 1 3 0 R.SADEVSDFLDK.A Dimethyl: 1, 11

7403 true 2653 1838.9709 1837.9637 1 -0.01 169.11 38.67 60.3 (M:60.3) 1 1 0 R.GPPPLMDFGGDSKPFGR.M Dimethyl:2H(4): 1, 13

7404 true 2653 1862.0852 1861.0648 1 7.02 313.32 43 94.2 (M:94.2) 2 1 0 K.DAVPDSLLGELTQQLAK.A Dimethyl:2H(4): 1, 17

7405 true 2654 1531.819 1530.8116 1 0.06 202.24 42 75.8 (M:75.8) 1 1 0 K.GTPLEITLPFEMR.R Dimethyl: 1



7406 true 2656 1161.5836 1160.5773 1 -0.82 465.37 37.67 60.1 (M:60.1) 2 1 0 K.MCLFAGFQR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

7407 true 2656 1346.8161 1345.7941 1 10.9 319.7 43 42.8 (M:42.8) 1 1 0 R.VLQDLVMDILR.V Dimethyl:2H(4): 1

7408 true 2657 1743.9968 1742.9807 1 5.08 183.59 41.17 47.3 (M:47.3) 1 1 1 R.FQQAVDAVEEFLRK.T Dimethyl:2H(4): 1, 14

7409 true 2659 2044.038 2043.0095 1 10.39 244.73 43 30.5 (M:30.5) 1 1 0 M.AAAQCEFQLPLAADDLLR.G
Carbamidomethyl: 5; 
Acetyl: 1

7410 true 2659 2400.305 2399.2977 1 0.03 163.08 41.33 99.7 (M:99.7) 1 1 0 R.ILDILEYIHEHEYVHGDIK.A Dimethyl:2H(4): 1, 19



7411 false 2660 1079.5411 1078.5151 1 17.31 231.41 37.67 18.8 (M:18.8) 1 4 0 K.DEMLQMIR.H
Oxidation: 6; Dimethyl: 
1

7412 false 2660 1079.5411 1078.5216 1 11.26 248.58 37.67 16.9 (M:16.9) 1 5 0 K.EMVIDDSAK.L
Oxidation: 2; Dimethyl: 
1, 9

7413 true 2660 2316.2182 2315.1856 1 10.91 188.97 43 113.9 (M:113.9) 1 1 0
K.VQDDEVGDGTTSVTVLAAELL
R.E Dimethyl: 1

7414 true 2661 2320.2381 2319.2107 1 8.67 258.31 43 128.3 (M:128.3) 1 1 0
K.VQDDEVGDGTTSVTVLAAELL
R.E Dimethyl:2H(4): 1

7415 true 2661 3295.5427 3294.5673 1 -9.67 133.12 42.33 67.7 (M:67.7) 1 1 0
R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 
16; Dimethyl:2H(4): 1, 
28



7416 true 2661 3295.5427 3294.5673 1 -9.67 133.12 42.33 67.7 (M:67.7) 1 1 0
R.CPEALFQPSFLGMESCGIHETT
FNSIMK.C

Carbamidomethyl: 1, 
16; Dimethyl:2H(4): 1, 
28

7417 true 2662 1005.6157 1004.627 1 -18.52 204.44 43.5 36.1 (M:36.1) 4 1 1 K.SFIKDALK.C Dimethyl: 1, 4, 8

7418 true 2662 2120.2341 2119.234 1 -3.37 207.57 42.33 125.0 (M:125.0) 1 1 1 R.KLELSDNIISGGLEVLAER.C Dimethyl:2H(4): 1, 1

7419 false 2663 1215.679 1214.6758 1 -3.35 150 43.67 18.3 (M:18.3) 1 7 0 K.ADVLSEEAILK.W Dimethyl: 11

7420 true 2663 1215.679 1214.6983 1 -21.83 169.93 43.67 22.3 (M:22.3) 1 1 1 K.DSGLQSALKLR.Q Dimethyl: 1



7421 false 2663 1215.679 1214.6871 1 -12.59 123.38 43.67 20.3 (M:20.3) 1 4 0 K.EDGAISTILIR.G Dimethyl: 1

7422 true 2663 1332.7833 1331.7729 1 2.32 197.85 37.5 50.4 (M:50.4) 1 1 0 R.GFPTIYFAPAGK.K Dimethyl:2H(4): 1, 12

7423 true 2663 1382.7854 1381.7929 1 -10.73 115.5 37.83 61.5 (M:61.5) 2 1 0 K.LVAIVDVIDQNR.A Dimethyl: 1

7424 true 2663 1709.9716 1708.9512 1 7.69 173.03 43.5 89.1 (M:89.1) 1 1 0 R.LHPVVLASIVDSFER.R Dimethyl: 1

7425 true 2664 1646.7935 1645.7894 1 -1.93 201.6 41.17 66.4 (M:66.4) 3 1 0 R.IIPGFMCQGGDFTR.H

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1; 
Oxidation: 6



7426 true 2664 1679.866 1678.86 1 -0.75 228.67 42.67 76.3 (M:76.3) 2 1 0 K.YSPEEIAMATVTALR.R Dimethyl: 1

7427 true 2664 1713.995 1712.9763 1 6.67 179.79 43.5 114.3 (M:114.3) 1 1 0 R.LHPVVLASIVDSFER.R Dimethyl:2H(4): 1

7428 true 2664 1788.0092 1786.9891 1 7.17 143.16 41.5 19.5 (M:19.5) 1 1 0 R.MGGLPNFLANSFVGTAK.F Dimethyl:2H(4): 1, 17

7429 true 2664 2234.2018 2233.163 1 14.11 215.18 43.5 49.2 (M:49.2) 2 1 0 R.ALLELQLDPEELYQTFQR.I Dimethyl: 1

7430 true 2666 1647.8806 1646.8851 1 -7.18 177.6 37.83 110.9 (M:110.9) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl:2H(4): 1



7431 true 2666 1647.8806 1646.8851 1 -7.18 177.6 37.83 110.9 (M:110.9) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl:2H(4): 1

7432 true 2666 2169.1716 2168.154 1 4.75 267.27 43 114.7 (M:114.7) 1 1 0
R.IGPQHQAGSDSLLTGMAFFK.
M Dimethyl:2H(4): 1, 20

7433 true 2667 1663.8723 1662.88 1 -9.01 146.19 37.83 33.3 (M:33.3) 3 1 0 R.AILVDLEPGTMDSVR.S
Dimethyl:2H(4): 1; 
Oxidation: 11

7434 true 2667 1663.8723 1662.88 1 -9.01 146.19 37.83 33.3 (M:33.3) 3 1 0 R.AILVDLEPGTMDSVR.S
Dimethyl:2H(4): 1; 
Oxidation: 11

7435 true 2668 1401.8422 1400.8341 1 0.54 293.14 37.67 24.6 (M:24.6) 1 1 0 R.VVVCNLYPFVK.T
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 11



7436 true 2668 1672.0774 1671.0447 1 15.18 223.38 41.17 23.7 (M:23.7) 1 1 1 R.LATHPLLKPKIAELK.A

7437 true 2668 1891.9587 1890.9699 1 -9.79 187.07 37.67 58.2 (M:58.2) 2 1 0 R.LFVGNLPPDITEEEMR.K Dimethyl:2H(4): 1

7438 true 2670 1668.9005 1667.8796 1 8.18 224.2 38.17 35.2 (M:35.2) 3 1 0 R.LHFFMPGFAPLTSR.G
Dimethyl:2H(4): 1; 
Oxidation: 5

7439 true 2670 1668.9005 1667.8796 1 8.18 224.2 38.17 35.2 (M:35.2) 3 1 0 R.LHFFMPGFAPLTSR.G
Dimethyl:2H(4): 1; 
Oxidation: 5

7440 true 2670 1668.9005 1667.8796 1 8.18 224.2 38.17 35.2 (M:35.2) 3 1 0 R.LHFFMPGFAPLTSR.G
Dimethyl:2H(4): 1; 
Oxidation: 5



7441 true 2670 2243.0876 2242.094 1 -6.08 152 37.83 126.3 (M:126.3) 2 1 0
K.DLYANTVLSGGTTMYPGIADR.
M Dimethyl: 1

7442 true 2670 2243.0876 2242.094 1 -6.08 152 37.83 126.3 (M:126.3) 2 1 0
K.DLYANTVLSGGTTMYPGIADR.
M Dimethyl: 1

7443 true 2671 1188.7002 1187.6914 1 1.27 85.68 39.17 45.5 (M:45.5) 2 1 0 R.IYVISLAEPR.L Dimethyl: 1

7444 true 2671 2022.0225 2021.0007 1 7.19 189.08 43.5 96.6 (M:96.6) 1 1 0 R.THNLEPYFESFINNLR.R Dimethyl: 1

7445 true 2671 2247.1111 2246.1191 1 -6.78 233.85 37.83 183.0 (M:183.0) 2 1 0
K.DLYANTVLSGGTTMYPGIADR.
M Dimethyl:2H(4): 1



7446 true 2671 2247.1111 2246.1191 1 -6.78 233.85 37.83 183.0 (M:183.0) 2 1 0
K.DLYANTVLSGGTTMYPGIADR.
M Dimethyl:2H(4): 1

7447 true 2672 1192.7227 1191.7165 1 -0.9 91.61 39.17 51.2 (M:51.2) 1 1 0 R.IYVISLAEPR.L Dimethyl:2H(4): 1

7448 true 2673 1243.6977 1242.6972 1 -5.48 158.13 42.67 32.6 (M:32.6) 1 1 0 K.LASDLLEWIR.R Dimethyl: 1

7449 true 2673 1243.6977 1242.6972 1 -5.48 158.13 42.67 32.6 (M:32.6) 1 1 0 K.LASDLLEWIR.R Dimethyl: 1

7450 true 2673 1295.7271 1294.7173 1 1.99 157.36 39 29.4 (M:29.4) 1 1 0 R.GPYFLTAETLK.S Dimethyl: 1, 11



7451 true 2674 1247.7242 1246.7223 1 -4.37 146.45 42.67 37.7 (M:37.7) 1 1 0 K.LASDLLEWIR.R Dimethyl:2H(4): 1

7452 true 2674 1247.7242 1246.7223 1 -4.37 146.45 42.67 37.7 (M:37.7) 1 1 0 K.LASDLLEWIR.R Dimethyl:2H(4): 1

7453 true 2674 1511.9841 1510.9462 1 20.24 214.14 44 52.4 (M:52.4) 1 1 0 K.IYVDDGLISLLVK.E Dimethyl:2H(4): 1, 13

7454 true 2674 1956.0965 1955.0858 1 1.76 83.58 37.5 16.5 (M:16.5) 1 1 0 K.SGTGIAAMSVMRPELIMK.S Dimethyl:2H(4): 1, 18

7455 false 2675 1512.8504 1511.813 1 19.93 241.31 43.5 21.3 (M:21.3) 2 5 1 K.NIPPSDMAQIRAK.V
Oxidation: 7; Dimethyl: 
1, 13



7456 true 2675 2732.544 2731.4958 1 15 133.43 41.33 23.7 (M:23.7) 1 65.27 1 0
R.LSAIYGGTYMLNKPIEEIVIENG
K.V

Dimethyl:2H(4): 1, 24; 
Oxidation: 10

7457 true 2676 1683.8925 1682.8851 1 0.09 265.84 42.67 98.4 (M:98.4) 1 1 0 K.YSPEEIAMATVTALR.R Dimethyl:2H(4): 1

7458 true 2676 2199.2042 2198.1446 1 23.8 259.5 44 48.0 (M:48.0) 2 1 0 M.SAMGTLAFDEYGRPFLILK.D Acetyl: 1; Dimethyl: 19

7459 true 2676 2736.4957 2735.4819 1 2.37 149.05 41.5 47.3 (M:47.3) 1 1 0
R.LSAIYGGTYMLNKPIEEIVIENG
K.V Dimethyl: 1, 13, 24

7460 true 2677 1659.8526 1658.8549 1 -5.79 94.26 37.83 24.3 (M:24.3) 1 1 0 R.AILVDLEPGTMDSVR.S
Oxidation: 11; Dimethyl: 
1



7461 true 2677 1659.8526 1658.8549 1 -5.79 94.26 37.83 24.3 (M:24.3) 1 1 0 R.AILVDLEPGTMDSVR.S
Oxidation: 11; Dimethyl: 
1

7462 true 2677 2203.2213 2202.1697 1 20.12 291.16 44 67.5 (M:67.5) 2 1 0 M.SAMGTLAFDEYGRPFLILK.D
Dimethyl:2H(4): 19; 
Acetyl: 1

7463 true 2677 2748.5718 2747.5573 1 2.65 123.74 41.5 109.5 (M:109.5) 1 1 0
R.LSAIYGGTYMLNKPIEEIVIENG
K.V

Dimethyl:2H(4): 1, 13, 
24

7464 false 2678 918.5704 917.5586 1 4.97 331.16 37.67 18.0 (M:18.0) 1 58.49 4 0 K.AIIVEFAK.Q Dimethyl: 8

7465 true 2678 918.5704 917.5698 1 -7.26 174.48 37.67 34.8 (M:34.8) 1 1 0 R.ALALFLSR.A Dimethyl: 1



7466 true 2678 1791.8636 1790.8633 1 -3.92 197.3 44.5 71.5 (M:71.5) 4 66.51 1 0 K.AMGIMNSFVNDIFER.I
Dimethyl:2H(4): 1; 
Oxidation: 2

7467 true 2680 1357.8108 1356.7952 1 6.15 207.18 41.83 60.1 (M:60.1) 2 1 0 K.VMVQPINLIFR.Y Dimethyl: 1

7468 true 2681 1169.7117 1168.6968 1 6.52 400.08 37.83 25.3 (M:25.3) 2 1 0 K.GAPTGFILPIR.D Dimethyl: 1

7469 true 2681 1227.7326 1226.7325 1 -5.85 81.59 41.33 22.8 (M:22.8) 1 1 0 R.QLPEPIVPFR.M Dimethyl:2H(4): 1

7470 true 2681 2162.0849 2161.0449 1 15.13 225.66 43.17 37.8 (M:37.8) 1 1 0
K.GAGHMVPTDQPLAAFTMFSR
.F Dimethyl: 1



7471 true 2682 1301.6829 1300.6816 1 -4.55 147.05 41.33 39.3 (M:39.3) 1 1 0 R.YAAQEFYLIR.D Dimethyl: 1

7472 true 2682 2166.1056 2165.07 1 13.1 255.32 43.17 39.2 (M:39.2) 1 1 0
K.GAGHMVPTDQPLAAFTMFSR
.F Dimethyl:2H(4): 1

7473 false 2683 1196.6828 1195.6925 1 -14.15 148.75 37.67 15.5 (M:15.5) 1 9 1 R.TADGIVSHLKK.Q Dimethyl: 11

7474 true 2683 1196.6828 1195.6685 1 5.86 124.01 37.67 42.3 (M:42.3) 1 1 0 K.AIACLLFGGSR.K
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

7475 true 2683 2026.0505 2025.0258 1 8.61 193.51 43.5 77.9 (M:77.9) 1 1 0 R.THNLEPYFESFINNLR.R Dimethyl:2H(4): 1



7476 true 2683 2259.0865 2258.0889 1 -4.29 152.14 37.83 86.4 (M:86.4) 2 1 0
K.DLYANTVLSGGTTMYPGIADR.
M

Oxidation: 14; Dimethyl: 
1

7477 true 2683 2259.0865 2258.0889 1 -4.29 152.14 37.83 86.4 (M:86.4) 2 1 0
K.DLYANTVLSGGTTMYPGIADR.
M

Oxidation: 14; Dimethyl: 
1

7478 true 2684 764.4539 763.4592 1 -16.55 669.45 43.33 23.3 (M:23.3) 1 60.93 1 1 K.KQSFAK.A Dimethyl: 1, 6

7479 false 2684 764.4539 763.4279 1 24.46 333.32 43.33 18.1 (M:18.1) 1 4 0 R.SAYHVR.N Dimethyl:2H(4): 1

7480 true 2684 1224.7478 1223.7424 1 -1.54 147.67 37.83 45.4 (M:45.4) 1 1 0 K.LVGNMALLPIR.S Dimethyl: 1



7481 true 2684 1293.6739 1292.6587 1 6.11 109.91 41.5 38.2 (M:38.2) 1 1 0 R.CEFLPFLSPR.K
Carbamidomethyl: 1; 
Dimethyl: 1

7482 true 2686 1413.8963 1412.8755 1 9.53 248.55 43.5 74.4 (M:74.4) 1 1 0 K.GIPVLVGLLDHPK.K Dimethyl: 1, 13

7483 true 2687 1593.9525 1592.9418 1 2.13 225.92 41.5 57.3 (M:57.3) 1 1 0 K.HGFLEEFITPIVK.A Dimethyl:2H(4): 1, 13

7484 true 2687 2389.3096 2388.2639 1 16.08 196.73 39 37.0 (M:37.0) 2 1 0
K.AFIGKPAPDFTATAVMPDGQF
K.D

Dimethyl:2H(4): 1, 5; 
Oxidation: 16

7485 true 2688 1145.7084 1144.693 1 7.12 337.97 43.67 50.1 (M:50.1) 1 1 0 R.FLILPDMLK.N Dimethyl: 1, 9



7486 false 2688 1145.7084 1144.723 1 -19.07 324.78 43.67 32.9 (M:32.9) 1 5 1 K.QQLLRAATGK.A
Dimethyl:2H(4): 1; 
Dimethyl: 10

7487 true 2688 2393.2632 2392.2501 1 2.42 144.89 39.17 82.4 (M:82.4) 2 1 0
K.AFIGKPAPDFTATAVMPDGQF
K.D Dimethyl: 1, 5, 22

7488 true 2688 2393.2691 2392.2023 1 24.87 257.6 44.33 75.4 (M:75.4) 1 1 0
R.EVAAFAQFGSDLDAATQQLLN
R.G Dimethyl: 1

7489 true 2689 1153.7598 1152.7432 1 8.06 326.25 43.67 44.6 (M:44.6) 1 1 0 R.FLILPDMLK.N Dimethyl:2H(4): 1, 9

7490 true 2690 1398.8901 1397.8886 1 -4.13 304.88 39.5 43.7 (M:43.7) 2 1 0 K.LKPDGLIFYLR.E Dimethyl:2H(4): 1, 2



7491 true 2690 1432.6656 1431.634 1 16.93 230.58 38 39.3 (M:39.3) 1 1 0 K.NAVEEYVYDMR.D
Oxidation: 10; Dimethyl: 
1

7492 true 2690 1432.6656 1431.667 1 -6.12 195.7 38 39.3 (M:39.3) 2 1 0 K.NAVEEYVYDFR.D Dimethyl: 1

7493 true 2691 1500.8626 1499.8235 1 21.17 263.45 44.33 98.2 (M:98.2) 1 1 1 K.EGIPALDNFLDKL.- Dimethyl: 1, 12

7494 true 2692 1508.9127 1507.8738 1 20.99 282.41 44.33 71.4 (M:71.4) 1 1 1 K.EGIPALDNFLDKL.- Dimethyl:2H(4): 1, 12

7495 true 2693 976.6049 975.6055 1 -8.02 142.73 39.17 29.1 (M:29.1) 1 1 0 R.ALEIVPFR.V Dimethyl:2H(4): 1



7496 true 2693 1266.6979 1265.6808 1 7.72 130.95 43.67 44.5 (M:44.5) 1 1 0 K.FLPFSFDPIR.E Dimethyl: 1

7497 true 2693 1498.8676 1497.8527 1 5.07 161.74 37.83 21.8 (M:21.8) 1 1 1 K.TVTAMDVVYALKR.Q Dimethyl:2H(4): 1

7498 false 2693 1498.8676 1497.8443 1 10.68 263.91 37.83 15.2 (M:15.2) 1 2 0 K.GFTLSISGLFVTTK.T Dimethyl: 14

7499 true 2694 1545.7979 1544.8024 1 -7.61 96.6 38 39.6 (M:39.6) 2 1 0 K.TIISYIDEQFER.Y Dimethyl:2H(4): 1

7500 true 2694 1677.891 1676.9039 1 -12 205.12 44.33 24.5 (M:24.5) 1 1 1 K.LYPQWYPARQSIK.L Dimethyl: 13



7501 false 2694 1677.891 1676.9134 1 -17.71 205.48 44.33 23.6 (M:23.6) 1 50.81 2 1 R.VDSTAKVAEIEQAEK.E
Dimethyl:2H(4): 6; 
Dimethyl: 15

7502 true 2694 1766.0164 1765.0138 1 -2.63 113.1 41.17 19.4 (M:19.4) 1 1 0 K.VLVQVGYEPLPPTLGR.N Dimethyl: 1

7503 true 2695 1147.6712 1146.6649 1 -0.77 265.4 39.33 53.3 (M:53.3) 2 1 0 K.AVNLFTDAIK.L Dimethyl: 1, 10

7504 true 2695 2196.3301 2195.3206 1 1 208.03 42 83.9 (M:83.9) 1 1 1 R.KLPSDVTEAEVISLGLPFGK.V Dimethyl:2H(4): 1, 1, 20

7505 true 2696 1473.8306 1472.8021 1 14.41 247.56 44 18.7 (M:18.7) 1 1 0 K.SNEILTAIIQGMR.K Dimethyl: 1



7506 true 2697 1789.0088 1787.994 1 4.23 199.6 37.67 57.3 (M:57.3) 1 1 0 K.VALPALSPTMQMGTIAR.W Dimethyl:2H(4): 1

7507 true 2698 1040.645 1039.639 1 -1.25 159.25 41.67 50.4 (M:50.4) 4 1 0 R.NEALIALLR.E Dimethyl: 1

7508 true 2698 1817.2027 1816.2013 1 -3.24 269.01 37.67 52.9 (M:52.9) 1 1 0 K.IAIVKPGVPMEIVLNK.E Dimethyl:2H(4): 1, 5, 16

7509 true 2698 2559.3651 2558.3719 1 -5.53 166.1 38 43.2 (M:43.2) 2 1 0
R.EATESFASDPITYRPVAIALDTK.
G Dimethyl:2H(4): 1, 23

7510 true 2699 1159.7118 1158.7012 1 2.79 327.32 41.83 49.1 (M:49.1) 1 1 0 R.DAVLLLFANK.Q Dimethyl: 1, 10



7511 true 2699 2412.2616 2411.2581 1 -1.58 190.63 37.67 70.3 (M:70.3) 1 1 0 K.GIAFPTSISVNNCVCHFSPLK.S

Carbamidomethyl: 13, 
15; Dimethyl:2H(4): 1, 
21

7512 true 2699 2802.3482 2801.3508 1 -3.51 166.61 38.17 113.7 (M:113.7) 1 1 0
K.QTQTFTTYSDNQPGVLIQVYE
GER.A Dimethyl: 1

7513 true 2700 1273.6579 1272.6754 1 -19.46 194.86 39.33 65.5 (M:65.5) 1 1 0 R.GLVFYSQEFK.Q Dimethyl: 1, 10

7514 true 2700 2806.3692 2805.3759 1 -4.98 156.14 38.17 179.3 (M:179.3) 1 1 0
K.QTQTFTTYSDNQPGVLIQVYE
GER.A Dimethyl:2H(4): 1

7515 true 2701 1281.7391 1280.7256 1 4.85 139.74 39.33 53.8 (M:53.8) 1 1 0 R.GLVFYSQEFK.Q Dimethyl:2H(4): 1, 10



7516 true 2702 1033.6282 1032.6154 1 5.29 157.1 42 20.1 (M:20.1) 2 1 0 K.NLMFIVLR.D Dimethyl: 1

7517 false 2702 1113.6521 1112.6666 1 -19.56 206.53 38.33 18.2 (M:18.2) 1 7 1 R.ELGAARSLLR.Q Dimethyl: 1

7518 true 2702 1509.8081 1508.7987 1 1.38 190.75 41.67 37.0 (M:37.0) 1 1 0 R.NEGVATYAAAVLFR.M Dimethyl: 1

7519 true 2703 1035.6276 1034.6165 1 3.78 212.87 38.33 43.0 (M:43.0) 2 1 0 K.FPLLQSFK.A Dimethyl: 1, 8

7520 false 2703 1117.6755 1116.6441 1 21.62 284.69 38.33 19.6 (M:19.6) 1 71.99 2 0 K.EIKPDQVTR.L Dimethyl:2H(4): 1



7521 true 2704 1407.8797 1406.8737 1 -0.89 267.95 39.83 19.6 (M:19.6) 1 1 0 K.GFDILGIKPVER.M Dimethyl:2H(4): 1, 8

7522 true 2705 1223.7101 1222.7074 1 -3.77 176.98 41.33 24.2 (M:24.2) 1 1 0 R.QLPEPIVPFR.M Dimethyl: 1

7523 true 2705 1228.7883 1227.7675 1 11.02 141.26 37.83 57.0 (M:57.0) 2 1 0 K.LVGNMALLPIR.S Dimethyl:2H(4): 1

7524 true 2705 1409.8242 1408.8115 1 3.82 227.56 39.17 15.3 (M:15.3) 1 1 0 K.ASPSADTTILFVK.G
Dimethyl:2H(4): 1; 
Dimethyl: 13

7525 true 2705 1791.9664 1790.9818 1 -12.69 200.63 44.67 26.5 (M:26.5) 1 1 0 R.EFSITDLIPYPISLR.W Dimethyl: 1



7526 true 2706 1257.6263 1256.6223 1 -2.61 163.06 41.5 69.2 (M:69.2) 4 1 0 R.ISEQFTAMFR.R Dimethyl: 1

7527 true 2706 1257.6263 1256.6223 1 -2.61 163.06 41.5 69.2 (M:69.2) 4 1 0 R.ISEQFTAMFR.R Dimethyl: 1

7528 true 2706 1257.6263 1256.6223 1 -2.61 163.06 41.5 69.2 (M:69.2) 4 1 0 R.ISEQFTAMFR.R Dimethyl: 1

7529 true 2706 1796.0003 1795.0069 1 -7.78 336.79 44.67 26.1 (M:26.1) 1 1 0 R.EFSITDLIPYPISLR.W Dimethyl:2H(4): 1

7530 true 2708 1254.8394 1253.8199 1 9.74 188.41 37.83 69.8 (M:69.8) 1 1 0 K.VANVSLLALYK.G Dimethyl:2H(4): 1, 11



7531 true 2708 1477.8588 1476.8272 1 16.49 346.28 43.83 42.2 (M:42.2) 1 1 0 K.SNEILTAIIQGMR.K Dimethyl:2H(4): 1

7532 true 2708 2143.1486 2142.1321 1 4.31 187.8 42.17 22.9 (M:22.9) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl: 1, 19

7533 true 2708 2143.1486 2142.1321 1 4.31 187.8 42.17 22.9 (M:22.9) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl: 1, 19

7534 true 2708 2143.1486 2142.1321 1 4.31 187.8 42.17 22.9 (M:22.9) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl: 1, 19

7535 true 2709 2151.198 2150.1823 1 3.93 226.74 42.17 120.5 (M:120.5) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl:2H(4): 1, 19



7536 true 2709 2151.198 2150.1823 1 3.93 226.74 42.17 120.5 (M:120.5) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl:2H(4): 1, 19

7537 true 2709 2151.198 2150.1823 1 3.93 226.74 42.17 120.5 (M:120.5) 1 1 1 K.GHYTEGAELVDSVLDVVRK.E Dimethyl:2H(4): 1, 19

7538 true 2710 1262.7346 1261.7155 1 9.36 196.16 37.83 26.8 (M:26.8) 2 1 0 K.SLCIPFQPLR.E
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

7539 true 2712 1066.6108 1065.5931 1 9.74 124.28 38.5 18.4 (M:18.4) 1 1 1 M.GKGDPNKPR.G Acetyl: 1; Dimethyl: 2, 7

7540 false 2712 1299.7864 1298.7744 1 3.63 304.11 38.67 16.3 (M:16.3) 2 4 1 K.KAGCNVLLIQK.S
Carbamidomethyl: 4; 
Dimethyl: 1, 1



7541 true 2714 1029.624 1028.5978 1 18.35 285.93 45 35.6 (M:35.6) 2 1 0 R.LQSTVNVLR.D

7542 true 2714 2254.1667 2253.1616 1 -0.96 206.53 42.33 99.8 (M:99.8) 2 1 0
R.FFASFGNLSSPTAILGNPMVR.
A Dimethyl: 1

7543 false 2715 1131.6958 1130.6675 1 18.63 158.49 38.33 16.1 (M:16.1) 1 9 1 K.YKEETIEK.M
Dimethyl:2H(4): 1, 2; 
Dimethyl: 8

7544 true 2715 1331.7948 1330.7683 1 14.48 208.6 38 41.9 (M:41.9) 2 1 0 K.LNPCLAILYAK.R
Carbamidomethyl: 4; 
Dimethyl: 1, 11

7545 true 2715 2258.1947 2257.1867 1 0.33 210.45 42.33 118.7 (M:118.7) 2 1 0
R.FFASFGNLSSPTAILGNPMVR.
A Dimethyl:2H(4): 1



7546 true 2716 2035.1445 2034.1336 1 1.78 190.47 44 64.2 (M:64.2) 1 1 0 K.IPNIYAIGDVVAGPMLAHK.A Dimethyl: 1, 19

7547 true 2717 2043.1963 2042.1838 1 2.56 208.76 44 62.2 (M:62.2) 1 1 0 K.IPNIYAIGDVVAGPMLAHK.A Dimethyl:2H(4): 1, 19

7548 true 2717 2185.2786 2184.2605 1 4.94 189.14 43.33 126.2 (M:126.2) 1 1 0 K.VVAALIEAANHIDDIAGTLSK.L Dimethyl:2H(4): 1, 21

7549 true 2718 1150.7185 1149.7038 1 6.45 304.14 42.33 40.8 (M:40.8) 1 1 0 R.FLFSLFGQK.Y Dimethyl:2H(4): 1, 9

7550 true 2720 1558.9284 1557.913 1 5.18 224.55 43.5 48.6 (M:48.6) 1 1 0 R.ILLIFEGTNEILR.M Dimethyl: 1



7551 true 2721 1250.6651 1249.6489 1 7.15 195.77 41.83 58.8 (M:58.8) 1 1 0 K.NLICAFLTDR.E
Carbamidomethyl: 4; 
Dimethyl: 1

7552 true 2721 1611.8487 1610.8304 1 6.84 170.93 43.33 97.3 (M:97.3) 1 1 0 K.SSINVEEAFFTLAR.D Dimethyl: 1

7553 true 2722 1254.6887 1253.674 1 5.95 131.33 41.83 32.6 (M:32.6) 1 1 0 K.NLICAFLTDR.E
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

7554 true 2722 1501.734 1500.7217 1 3.34 200.45 39.5 55.1 (M:55.1) 1 1 0 K.AADFGPGPMGLMGPR.G Dimethyl: 1

7555 true 2722 1615.8709 1614.8555 1 5.02 180.11 43.33 79.4 (M:79.4) 1 1 0 K.SSINVEEAFFTLAR.D Dimethyl:2H(4): 1



7556 false 2723 1045.6317 1044.6002 1 23.2 309.19 45.83 15.9 (M:15.9) 1 4 1 -.MSAPAAKVSK.K Dimethyl: 7, 10

7557 false 2723 1045.6317 1044.6416 1 -16.42 325.53 45.83 17.3 (M:17.3) 1 50 2 1 K.KVVNCLPR.V

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1; 
Dimethyl: 1

7558 true 2724 1066.5429 1065.5199 1 14.78 293.03 45.83 37.4 (M:37.4) 1 63.69 1 1 M.MKEDMVNK.D
Oxidation: 5; Dimethyl: 
1, 8

7559 true 2724 1708.9738 1707.956 1 6.2 139.76 42 71.3 (M:71.3) 1 1 0 K.HENVIGLLDVFTPAK.S Dimethyl: 1, 15

7560 true 2724 1775.8686 1774.8684 1 -4.01 255.21 44.5 134.5 (M:134.5) 10 1 0 K.AMGIMNSFVNDIFER.I Dimethyl:2H(4): 1



7561 true 2725 1642.7716 1641.7643 1 -0.01 165.62 39.5 51.8 (M:51.8) 3 1 0 R.IIPGFMCQGGDFTR.H

Carbamidomethyl: 7; 
Oxidation: 6; Dimethyl: 
1

7562 true 2725 1787.8387 1786.8382 1 -3.81 251.99 44.5 69.7 (M:69.7) 3 96.69 1 0 K.AMGIMNSFVNDIFER.I
Oxidation: 2; Dimethyl: 
1

7563 false 2726 1303.7757 1302.7771 1 -6.62 38.92 45.83 18.4 (M:18.4) 1 2 0 K.IMSLPLPESLK.A

Dimethyl:2H(4): 1; 
Oxidation: 2; Dimethyl: 
11

7564 true 2726 1422.9193 1421.9098 1 1.56 306.91 37.83 45.1 (M:45.1) 2 1 0 R.IITLAGPTNAIFK.A Dimethyl:2H(4): 1, 13

7565 true 2726 1807.8545 1806.8582 1 -6.1 198.52 47 49.7 (M:49.7) 4 1 0 K.AMGIMNSFVNDIFER.I
Dimethyl:2H(4): 1; 
Oxidation: 2, 5



7566 false 2727 1639.934 1638.9556 1 -17.62 153.53 45.83 24.1 (M:24.1) 1 3 0 R.SILTELQAVGAGLSPK.E Dimethyl: 1, 16

7567 true 2728 2001.1365 2000.129 1 0.1 121.23 42.33 68.0 (M:68.0) 2 1 0 R.YAICSALAASALPALVMSK.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 19

7568 true 2730 1886.9531 1885.9397 1 3.25 251.61 45.83 48.8 (M:48.8) 1 1 0 K.FGVEQNVDMVFASFIR.K Dimethyl: 1

7569 true 2730 1919.0073 1917.9949 1 2.67 265.36 43.5 102.2 (M:102.2) 1 1 0 R.QNLEPLFEQYINNLR.R Dimethyl: 1

7570 true 2730 1919.0073 1917.9949 1 2.67 265.36 43.5 102.2 (M:102.2) 1 1 0 R.QNLEPLFEQYINNLR.R Dimethyl: 1



7571 true 2731 2130.1859 2129.1521 1 12.46 176.81 44 65.5 (M:65.5) 1 1 0 K.IAVLQSFADQLIAADHYAK.G Dimethyl: 1, 19

7572 true 2732 2138.2326 2137.2023 1 10.79 224.17 44 42.4 (M:42.4) 1 1 0 K.IAVLQSFADQLIAADHYAK.G Dimethyl:2H(4): 1, 19

7573 false 2733 1474.7973 1473.7861 1 2.62 196.64 38.5 16.6 (M:16.6) 1 3 1 K.NEAKNDALSMIIK.S Dimethyl: 13

7574 true 2733 2151.1766 2150.1518 1 8.15 239.95 44.17 106.8 (M:106.8) 1 1 0 K.VQHQDALQISDVVMASLLR.M Dimethyl: 1

7575 false 2734 2155.1991 2154.1529 1 18.05 80.88 44.17 15.1 (M:15.1) 1 2 1 K.YAQMLEKAGCQLLTVHGR.T

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 7; 
Oxidation: 4



7576 true 2734 2155.1991 2154.1769 1 6.94 302.76 44.17 156.9 (M:156.9) 1 1 0 K.VQHQDALQISDVVMASLLR.M Dimethyl:2H(4): 1

7577 true 2734 2177.2235 2176.2103 1 2.72 202.53 43.33 86.9 (M:86.9) 1 1 0 K.VVAALIEAANHIDDIAGTLSK.L Dimethyl: 1, 21

7578 true 2734 2967.6616 2966.6357 1 6.27 130.39 41.83 29.6 (M:29.6) 1 1 0
R.IGEWELIQESGVQLKPLYGPGY
TGIR.N Dimethyl:2H(4): 1, 15

7579 true 2735 1115.6137 1114.6063 1 0.17 225.59 42.17 45.8 (M:45.8) 1 1 0 R.DLGFFGLYK.G Dimethyl: 1, 9

7580 true 2735 1949.9996 1948.9894 1 1.46 216.69 45.83 17.6 (M:17.6) 1 1 0 R.DQEGQDVLLFIDNIFR.F Dimethyl: 1



7581 true 2735 2206.1496 2205.1368 1 2.5 217.82 43.5 91.4 (M:91.4) 1 1 0 R.AFGFAHLEALLEDSQELQR.F Dimethyl:2H(4): 1

7582 false 2736 1142.7178 1141.7071 1 3.01 310.93 39.5 19.9 (M:19.9) 1 2 1 K.QSVEKKPSK.E Dimethyl: 1, 5, 6, 9

7583 true 2736 1652.9256 1651.9145 1 2.34 149.4 38.5 89.2 (M:89.2) 2 1 0 R.TGAIVDVPVGEELLGR.V Dimethyl: 1

7584 true 2737 1231.7019 1230.6889 1 4.65 97.69 42.17 44.4 (M:44.4) 1 1 0 R.NLPFDFTWK.M Dimethyl:2H(4): 1, 9

7585 true 2738 1562.9527 1561.9381 1 4.68 172.07 43.5 40.4 (M:40.4) 1 1 0 R.ILLIFEGTNEILR.M Dimethyl:2H(4): 1



7586 false 2738 1562.9527 1561.9494 1 -2.5 161.63 43.5 16.8 (M:16.8) 1 4 1 K.FAQIVNTLDKLIR.N Dimethyl:2H(4): 1

7587 true 2738 2094.041 2093.0317 1 0.98 258.95 45.83 57.1 (M:57.1) 1 1 0 K.FYPEDVAEELIQDITQR.L Dimethyl: 1

7588 true 2738 2276.2224 2275.1899 1 11.09 277.34 44.17 20.6 (M:20.6) 1 1 0 K.TDVAVQIISNLYHNFPEQR.T Dimethyl:2H(4): 1

7589 true 2739 1760.9978 1759.9832 1 4.14 161.91 43.5 53.1 (M:53.1) 1 1 0 R.ENIVEAIIHSPELIR.V Dimethyl: 1

7590 true 2739 1765.937 1764.9106 1 10.83 203.14 37.83 24.2 (M:24.2) 1 1 0 R.MLQYCLQGLFHPAR.K
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



7591 true 2739 2098.066 2097.0568 1 0.94 281.03 45.83 110.8 (M:110.8) 1 1 0 K.FYPEDVAEELIQDITQR.L Dimethyl:2H(4): 1

7592 true 2740 1765.0218 1764.0083 1 3.52 182.24 43.5 50.8 (M:50.8) 1 1 0 R.ENIVEAIIHSPELIR.V Dimethyl:2H(4): 1

7593 true 2741 1330.7948 1329.7942 1 -5 192.26 44.17 86.7 (M:86.7) 1 1 0 R.TLATDILMGVLK.E Dimethyl: 1, 12

7594 false 2741 1381.7843 1380.7613 1 11.41 392.26 41.67 16.6 (M:16.6) 1 6 1 K.VEEKSHDLIQK.W Dimethyl: 1, 4

7595 true 2741 2028.0687 2027.051 1 5.13 146.71 43.67 71.1 (M:71.1) 1 1 0 K.CPALAAVGPIEQLLDYNR.I
Carbamidomethyl: 1; 
Dimethyl: 1



7596 true 2741 2297.3024 2296.2779 1 7.48 208.74 38 105.4 (M:105.4) 1 1 1 K.TANKEQLIAAYTQLFHTQR.F Dimethyl:2H(4): 1, 4

7597 true 2742 1338.8539 1337.8444 1 1.7 230.29 44.17 39.0 (M:39.0) 1 1 0 R.TLATDILMGVLK.E Dimethyl:2H(4): 1, 12

7598 true 2742 2424.1113 2423.074 1 12.38 218.93 46.17 78.3 (M:78.3) 3 1 0 R.NAFACFDEEATGFIQEDYLR.E
Carbamidomethyl: 5; 
Dimethyl: 1

7599 true 2743 2428.1199 2427.0991 1 5.59 296.5 46.17 78.0 (M:78.0) 2 1 0 R.NAFACFDEEATGFIQEDYLR.E
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

7600 false 2744 881.5304 880.5241 1 -1.12 652.38 38 18.8 (M:18.8) 1 3 1 K.EEMLKK.F

Dimethyl:2H(4): 5; 
Oxidation: 3; Dimethyl: 
1, 6



7601 true 2744 3013.5196 3012.5123 1 0.02 124.96 42.17 54.1 (M:54.1) 1 1 0
K.HCPEAMICIISNPVNSTIPITSEV
FK.K

Carbamidomethyl: 2, 8; 
Dimethyl: 1, 26

7602 false 2745 1110.5914 1109.6089 1 -22.37 303.15 44.67 15.1 (M:15.1) 1 5 1 R.QMFVMRVK.E
Oxidation: 5; Dimethyl: 
1, 8

7603 true 2745 1505.8172 1504.8078 1 1.4 155.46 44.33 36.6 (M:36.6) 3 1 0 R.SFPDFPVPGVLFR.D Dimethyl: 1

7604 true 2745 1517.8973 1516.8977 1 -5.1 125.59 41.83 50.2 (M:50.2) 1 1 0 R.TLIGAENPPLPVLR.K Dimethyl: 1

7605 true 2745 3013.8102 3012.7867 1 5.37 213.56 42.83 115.8 (M:115.8) 1 1 1
R.HLILPEKYPPPTELLDLQPLPVS
ALR.N Dimethyl:2H(4): 1, 7



7606 true 2746 3028.4809 3027.495 1 -7.06 209.58 45.83 35.8 (M:35.8) 1 1 0
K.ITAFVPNDGCLNFIEENDEVLV
AGFGR.K

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

7607 true 2747 1897.9956 1896.988 1 0.18 142.36 39.5 61.8 (M:61.8) 1 1 0 K.HTYLPLEVCNIVAGQR.C
Carbamidomethyl: 9; 
Dimethyl: 1

7608 true 2748 1902.0187 1901.0131 1 -0.88 110.59 39.5 23.1 (M:23.1) 1 1 0 K.HTYLPLEVCNIVAGQR.C
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

7609 true 2748 2032.0935 2031.0761 1 4.99 121.96 43.67 44.0 (M:44.0) 1 1 0 K.CPALAAVGPIEQLLDYNR.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

7610 true 2749 2177.0509 2176.0212 1 10.29 217.31 46.5 43.3 (M:43.3) 1 1 0 R.IEIESFFEGEDFSETLTR.A Dimethyl: 1



7611 true 2750 1333.8025 1332.7955 1 -0.2 200.81 44.5 66.3 (M:66.3) 5 1 0 M.ASISLAPVNIFK.A
Dimethyl:2H(4): 12; 
Acetyl: 1

7612 true 2750 1859.0722 1858.0676 1 -1.43 145.87 41.67 75.9 (M:75.9) 1 1 0 K.VLIETLQPLIAAHQER.R Dimethyl: 1

7613 true 2751 1137.743 1136.7322 1 3.11 343.58 38 49.1 (M:49.1) 2 1 0 K.THILLFLPK.S Dimethyl: 1, 9

7614 false 2751 1137.743 1136.7443 1 -7.54 554.33 38 15.7 (M:15.7) 1 6 0 R.LMALLGQALK.W
Dimethyl:2H(4): 1, 10; 
Oxidation: 2

7615 true 2751 1863.0937 1862.0927 1 -3.36 274.32 41.67 47.1 (M:47.1) 1 1 0 K.VLIETLQPLIAAHQER.R Dimethyl:2H(4): 1



7616 true 2751 2606.256 2605.2292 1 7.52 275.26 46.17 82.4 (M:82.4) 1 1 0
K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; 
Dimethyl: 1, 23

7617 true 2751 2606.256 2605.2292 1 7.52 275.26 46.17 82.4 (M:82.4) 1 1 0
K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; 
Dimethyl: 1, 23

7618 true 2752 1145.7986 1144.7824 1 7.78 373.23 38 26.0 (M:26.0) 1 1 0 K.THILLFLPK.S Dimethyl:2H(4): 1, 9

7619 true 2752 2149.1772 2148.1813 1 -5.26 201.16 41.67 121.1 (M:121.1) 1 1 1 R.KACADATLAQITANIDPVGR.I
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 1

7620 true 2753 1164.6841 1163.6663 1 9.11 113.89 38 16.5 (M:16.5) 1 1 0 K.LAQAEAAGLHK.V Dimethyl: 1, 11



7621 true 2754 1726.8426 1725.8362 1 -0.51 83.71 38.83 52.2 (M:52.2) 2 1 0 K.FLVYVANFDENDPR.T Dimethyl: 1

7622 true 2754 1980.0416 1979.026 1 4.17 112.96 43.83 63.2 (M:63.2) 1 1 0 K.LAMQEFMILPVGADNFK.E Dimethyl: 1, 17

7623 true 2755 1730.8666 1729.8613 1 -1.19 132.66 38.83 38.0 (M:38.0) 2 1 0 K.FLVYVANFDENDPR.T Dimethyl:2H(4): 1

7624 true 2755 2284.208 2283.1762 1 10.74 214.83 46.17 15.0 (M:15.0) 1 1 1 R.DYFEEYGKIDTIEIITDR.Q Dimethyl:2H(4): 1, 8

7625 true 2756 1246.7816 1245.7697 1 3.76 140.24 38 49.9 (M:49.9) 1 1 0 K.VANVSLLALYK.G Dimethyl: 1, 11



7626 true 2756 2158.2775 2157.2634 1 3.19 135.14 42.67 78.9 (M:78.9) 2 1 0 R.QIIQQNPSLLPALLQQIGR.E Dimethyl: 1

7627 true 2756 2353.258 2352.245 1 2.43 164.58 44 106.5 (M:106.5) 1 1 0
K.QGQYVPMAIEEQVAVIYAGVR
.G Dimethyl:2H(4): 1

7628 true 2757 2162.3032 2161.2885 1 3.44 189.97 42.67 85.6 (M:85.6) 2 1 0 R.QIIQQNPSLLPALLQQIGR.E Dimethyl:2H(4): 1

7629 true 2757 2708.4042 2707.3798 1 6.35 113.3 42.17 32.3 (M:32.3) 1 1 0
R.CQTAGPVLLTQTPICDCLGFGI
VR.G

Carbamidomethyl: 1, 
15, 17; Dimethyl:2H(4): 
1

7630 true 2758 1335.826 1334.7934 1 18.99 250.26 38 24.4 (M:24.4) 1 1 0 K.LNPCLAILYAK.R

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1; 
Dimethyl: 11



7631 true 2758 2352.147 2351.1484 1 -3.68 126.02 39 45.8 (M:45.8) 2 1 1
R.NPPGFAFVEFEDPRDAADAVR
.E Dimethyl:2H(4): 1

7632 true 2759 1202.6419 1201.6278 1 5.72 90.54 42.33 20.7 (M:20.7) 1 1 0 K.EGLLLWCQR.K
Carbamidomethyl: 7; 
Dimethyl: 1

7633 true 2759 1202.6419 1201.6278 1 5.72 90.54 42.33 20.7 (M:20.7) 1 1 0 K.EGLLLWCQR.K
Carbamidomethyl: 7; 
Dimethyl: 1

7634 true 2759 1289.7481 1288.7391 1 1.33 172.06 44.17 57.2 (M:57.2) 1 1 0 K.AFLTLAEDILR.K Dimethyl: 1

7635 true 2759 1339.8336 1338.8185 1 5.81 277.68 38 33.5 (M:33.5) 2 1 0 K.LNPCLAILYAK.R
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 11



7636 true 2759 2410.1552 2409.1539 1 -2.48 154.48 38.83 34.3 (M:34.3) 1 1 1
R.NPPGFAFVEFEDPRDAEDAVR.
G Dimethyl:2H(4): 1

7637 true 2759 2521.2647 2520.2138 1 17.32 194.58 46.5 40.8 (M:40.8) 1 1 0
K.MQLQEQLQAEAELCAEAEEIR.
A

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

7638 true 2759 2824.5796 2823.56 1 4.35 183.23 42.33 62.3 (M:62.3) 1 1 1
K.VDEFVTHTLPFDKINEAFDLLH
K.G

Dimethyl:2H(4): 1, 13, 
23

7639 true 2760 1293.7755 1292.7642 1 3.09 213.76 44.17 73.5 (M:73.5) 1 1 0 K.AFLTLAEDILR.K Dimethyl:2H(4): 1

7640 true 2761 1564.8474 1563.8331 1 4.5 142.79 44 56.1 (M:56.1) 1 1 0 R.LCLISTFLEDGIR.M
Carbamidomethyl: 2; 
Dimethyl: 1



7641 true 2762 1287.6892 1286.6805 1 1.08 104.43 42.33 29.0 (M:29.0) 1 1 0 R.CGWLDLVQLR.Y
Carbamidomethyl: 1; 
Dimethyl: 1

7642 true 2762 1372.8596 1371.8388 1 9.91 260.54 38.17 33.5 (M:33.5) 1 89.72 1 1 K.GTSVLQSIKSHK.I
Dimethyl:2H(4): 9; 
Dimethyl: 1, 12

7643 true 2763 1380.9082 1379.889 1 8.65 358.81 38.17 28.3 (M:28.3) 1 1 1 K.GTSVLQSIKSHK.I Dimethyl:2H(4): 1, 9, 12

7644 true 2764 1261.662 1260.6475 1 5.8 169.2 39.83 65.0 (M:65.0) 3 1 0 R.ISEQFTAMFR.R Dimethyl:2H(4): 1

7645 true 2764 1261.662 1260.6475 1 5.8 169.2 39.83 65.0 (M:65.0) 3 1 0 R.ISEQFTAMFR.R Dimethyl:2H(4): 1



7646 true 2764 1261.662 1260.6475 1 5.8 169.2 39.83 65.0 (M:65.0) 3 1 0 R.ISEQFTAMFR.R Dimethyl:2H(4): 1

7647 true 2764 1409.8195 1408.7976 1 10.35 359.93 38.17 47.1 (M:47.1) 2 1 0 R.TTNFAGILSQGLR.I Dimethyl:2H(4): 1

7648 true 2764 1771.8409 1770.8433 1 -5.45 177.45 44.5 109.3 (M:109.3) 4 1 0 K.AMGIMNSFVNDIFER.I Dimethyl: 1

7649 true 2765 1277.6489 1276.6424 1 -0.61 141.6 39.83 26.2 (M:26.2) 1 1 0 R.ISEQFTAMFR.R
Dimethyl:2H(4): 1; 
Oxidation: 8

7650 true 2765 1277.6489 1276.6424 1 -0.61 141.6 39.83 26.2 (M:26.2) 1 1 0 R.ISEQFTAMFR.R
Dimethyl:2H(4): 1; 
Oxidation: 8



7651 true 2765 1277.6489 1276.6424 1 -0.61 141.6 39.83 26.2 (M:26.2) 1 1 0 R.ISEQFTAMFR.R
Dimethyl:2H(4): 1; 
Oxidation: 8

7652 true 2765 1521.9267 1520.9228 1 -2.25 138.3 41.83 43.4 (M:43.4) 1 1 0 R.TLIGAENPPLPVLR.K Dimethyl:2H(4): 1

7653 true 2765 1800.0087 1798.9941 1 4.04 180.56 42.33 87.8 (M:87.8) 1 1 0 K.NLVLPGIGSFTIVDGNR.V Dimethyl: 1

7654 false 2766 1371.8419 1370.8435 1 -6.48 217.12 39.83 34.5 (M:34.5) 2 2 0 R.IASLILNTPELR.K Dimethyl:2H(4): 1

7655 true 2766 1539.8613 1538.8718 1 -11.57 144.91 42.67 49.0 (M:49.0) 1 1 0 K.GGSEQVVALLHEIR.D Dimethyl:2H(4): 1



7656 true 2766 1804.0322 1803.0192 1 3.17 194.17 42.33 75.1 (M:75.1) 1 1 0 K.NLVLPGIGSFTIVDGNR.V Dimethyl:2H(4): 1

7657 true 2767 1566.8579 1565.8453 1 3.36 137.25 41.83 42.4 (M:42.4) 2 1 0 K.LYDAGVTPVFLTSR.Q Dimethyl: 1

7658 true 2769 1397.8213 1396.815 1 -0.75 229.96 39.67 16.7 (M:16.7) 1 1 1 K.LRLDSIVIQQGR.L

7659 true 2770 1399.8328 1398.8235 1 1.44 304.72 39.83 25.2 (M:25.2) 1 1 0 K.GFDILGIKPVER.M Dimethyl: 1, 8

7660 false 2770 1426.7777 1425.7656 1 3.33 330.23 44.5 16.4 (M:16.4) 1 2 0 K.TTPDVIFVFGFR.T Dimethyl: 1



7661 false 2771 949.5517 948.5433 1 1.24 210.67 41.83 19.1 (M:19.1) 1 5 0 R.NVWSFLK.V Dimethyl: 1, 7

7662 false 2771 949.5517 948.5426 1 1.93 152.89 41.83 16.1 (M:16.1) 1 8 1 R.MVVASSKR.G
Oxidation: 1; Dimethyl: 
1, 7

7663 false 2771 1388.759 1387.7195 1 23.21 266.4 39.5 21.5 (M:21.5) 1 2 0 R.EGDVLTLLESER.E Dimethyl: 1

7664 true 2771 1388.759 1387.7711 1 -13.98 238.63 39.5 44.9 (M:44.9) 2 1 0 K.ELSAVTFPDIIR.N Dimethyl: 1

7665 true 2771 2173.2538 2172.2446 1 0.86 200.73 44 35.0 (M:35.0) 1 1 1 K.KEELMFFLWAPEQAPLK.S Dimethyl:2H(4): 1, 1, 17



7666 true 2772 1392.7515 1391.7446 1 -0.24 246.22 39.33 49.8 (M:49.8) 2 1 0 R.EGDVLTLLESER.E Dimethyl:2H(4): 1

7667 true 2772 1537.9765 1536.9553 1 9.03 141.39 43 54.1 (M:54.1) 2 1 0 R.MLVPTQFVGAIIGK.E Dimethyl:2H(4): 1, 14

7668 true 2772 2349.2377 2348.2199 1 4.51 133.57 44 71.0 (M:71.0) 1 1 0
K.QGQYVPMAIEEQVAVIYAGVR
.G Dimethyl: 1

7669 true 2772 2831.6037 2830.5833 1 4.63 197.41 42.5 46.2 (M:46.2) 1 1 0
M.PVELGLWDGPLSLSEVEQKPA
HPLR.V Dimethyl:2H(4): 1, 19

7670 true 2774 2465.4073 2464.3879 1 4.91 158.94 44 71.6 (M:71.6) 1 1 0 R.AELATEEHVPVTPILEGFVILR.K Dimethyl:2H(4): 1



7671 true 2775 1594.912 1593.9181 1 -8.39 175.73 38.67 41.6 (M:41.6) 1 1 0 K.IVTGFNGIPFTIQR.L Dimethyl:2H(4): 1

7672 true 2776 1553.9645 1552.9502 1 4.49 128.23 43 52.2 (M:52.2) 1 1 0 R.MLVPTQFVGAIIGK.E
Dimethyl:2H(4): 1, 14; 
Oxidation: 1

7673 true 2776 1714.9723 1713.9665 1 -0.85 147.33 44.17 24.1 (M:24.1) 1 1 0 R.IEEGVPQFLVILSSR.K Dimethyl: 1

7674 true 2776 1902.0509 1901.0411 1 1.35 272.53 44.5 28.6 (M:28.6) 1 1 0 K.LTDDHVQFLIYQILR.G Dimethyl: 1

7675 true 2776 2614.2855 2613.2794 1 -0.42 182.81 47.83 108.8 (M:108.8) 2 1 0
K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 23



7676 true 2776 2614.2855 2613.2794 1 -0.42 182.81 47.83 108.8 (M:108.8) 2 1 0
K.LCYVALDFEQEMATAASSSSLE
K.S

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 23

7677 true 2777 1743.8476 1742.812 1 16.26 252.08 44.5 44.7 (M:44.7) 1 1 0 K.AMGIMNSFVNDIFER.I

7678 true 2781 1652.9216 1651.9058 1 5.15 209.22 38 28.7 (M:28.7) 1 1 0 K.LVFLACYVAPTNPR.F
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

7679 true 2781 1910.0219 1909.0197 1 -2.65 203.31 44.33 78.6 (M:78.6) 1 1 0 K.STLINSLFLTDLYPER.I Dimethyl: 1

7680 true 2781 2090.1489 2089.1336 1 3.85 190.78 42.67 50.9 (M:50.9) 1 1 0 K.KPTGLFYLLDEESNFPR.A Dimethyl:2H(4): 1, 1



7681 true 2782 1849.1507 1848.1448 1 -0.73 179.86 43.17 118.8 (M:118.8) 2 1 0 K.VAVLGASGGIGQPLSLLLK.N Dimethyl: 1, 19

7682 true 2782 1914.0495 1913.0448 1 -1.35 225.12 44.33 47.0 (M:47.0) 1 1 0 K.STLINSLFLTDLYPER.I Dimethyl:2H(4): 1

7683 true 2782 2212.1647 2211.1504 1 3.16 208.52 42.67 27.1 (M:27.1) 1 1 0 R.LQRPEALNALCAGLMEELR.R
Carbamidomethyl: 11; 
Dimethyl: 1

7684 true 2783 1543.8941 1542.882 1 3.13 187.96 41.83 23.1 (M:23.1) 1 1 0 R.HQVAYLGLLENVR.V Dimethyl:2H(4): 1

7685 true 2784 1708.9873 1707.9746 1 3.2 172.84 38 26.8 (M:26.8) 1 1 0 R.LFPLIQSMHPTLAGK.I Dimethyl: 1, 15



7686 true 2784 2463.501 2462.4684 1 10.29 56.87 43 80.6 (M:80.6) 2 1 0
K.MKPGETVLVNAAAGAVGSVV
GQLAK.I Dimethyl:2H(4): 1, 2, 25

7687 true 2786 1613.854 1612.8613 1 -9.07 165.27 42 103.8 (M:103.8) 2 1 1 K.FIGDKDASVVGFFR.D Dimethyl: 1, 5

7688 true 2786 1796.8888 1795.8688 1 7.11 209.46 38 22.6 (M:22.6) 1 1 0 K.ALSGYCGFMAANLYAR.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

7689 true 2786 2020.0769 2019.0826 1 -6.44 130.59 39.33 123.2 (M:123.2) 2 1 0 R.AIAELGIYPAVDPLDSTSR.I Dimethyl:2H(4): 1

7690 true 2787 1217.6995 1216.6849 1 5.97 137.22 43 76.2 (M:76.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1



7691 true 2787 1217.6995 1216.6849 1 5.97 137.22 43 76.2 (M:76.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

7692 true 2787 1217.6995 1216.6849 1 5.97 137.22 43 76.2 (M:76.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

7693 true 2787 1217.6995 1216.6849 1 5.97 137.22 43 76.2 (M:76.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

7694 true 2787 1217.6995 1216.6849 1 5.97 137.22 43 76.2 (M:76.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

7695 true 2787 1217.6995 1216.6849 1 5.97 137.22 43 76.2 (M:76.2) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1



7696 true 2787 1830.037 1829.02 1 5.33 178.49 38 34.3 (M:34.3) 1 1 0 K.VYAILTHGIFSGPAISR.I Dimethyl: 1

7697 false 2788 1097.6442 1096.6566 1 -17.91 185.49 39.67 32.5 (M:32.5) 3 2 0 -.MPTPVILLK.E
Acetyl: 1; Oxidation: 1; 
Dimethyl: 9

7698 true 2788 1233.6952 1232.6799 1 6.56 127.78 43 36.4 (M:36.4) 1 1 0 K.DSTLIMQLLR.D
Oxidation: 6; Dimethyl: 
1

7699 true 2788 1233.6952 1232.6799 1 6.56 127.78 43 36.4 (M:36.4) 1 1 0 K.DSTLIMQLLR.D
Oxidation: 6; Dimethyl: 
1

7700 true 2788 1233.6952 1232.6799 1 6.56 127.78 43 36.4 (M:36.4) 1 1 0 K.DSTLIMQLLR.D
Oxidation: 6; Dimethyl: 
1



7701 true 2788 1233.6952 1232.6799 1 6.56 127.78 43 36.4 (M:36.4) 1 1 0 K.DSTLIMQLLR.D
Oxidation: 6; Dimethyl: 
1

7702 true 2788 1233.6952 1232.6799 1 6.56 127.78 43 36.4 (M:36.4) 1 1 0 K.DSTLIMQLLR.D
Oxidation: 6; Dimethyl: 
1

7703 true 2788 1233.6952 1232.6799 1 6.56 127.78 43 36.4 (M:36.4) 1 1 0 K.DSTLIMQLLR.D
Oxidation: 6; Dimethyl: 
1

7704 true 2788 1834.0676 1833.0451 1 8.35 344.43 38 42.8 (M:42.8) 1 1 0 K.VYAILTHGIFSGPAISR.I Dimethyl:2H(4): 1

7705 false 2789 1413.8241 1412.8224 1 -3.97 294.66 44.5 15.5 (M:15.5) 1 7 1 K.NIANIMKTLAHR.G Dimethyl:2H(4): 1



7706 true 2789 1413.8241 1412.8239 1 -5.02 303.71 44.5 57.6 (M:57.6) 1 1 0 K.NSIVALVENLASK.E Dimethyl: 1, 13

7707 false 2789 1413.8241 1412.8428 1 -18.43 269.09 44.5 41.3 (M:41.3) 1 2 0 R.LDAVEDLLAVPAK.L
Dimethyl:2H(4): 1; 
Dimethyl: 13

7708 true 2790 2081.103 2080.1223 1 -12.79 17.17 38 18.0 (M:18.0) 1 1 1 K.GLQVLMGRMESVFNQAIR.N Dimethyl:2H(4): 1

7709 true 2791 1421.8868 1420.8741 1 3.81 300.77 44.5 51.8 (M:51.8) 1 1 0 K.NSIVALVENLASK.E Dimethyl:2H(4): 1, 13

7710 true 2791 1759.8379 1758.8069 1 13.48 170.55 44.5 92.6 (M:92.6) 2 98.83 1 0 K.AMGIMNSFVNDIFER.I Oxidation: 2



7711 true 2793 990.6189 989.5943 1 17.47 124.05 42 19.0 (M:19.0) 1 53.39 1 1 K.QMTKLGIK.A
Oxidation: 2; Dimethyl: 
4, 8

7712 true 2793 1443.8835 1442.8749 1 0.97 316.83 44.5 68.4 (M:68.4) 1 1 0 K.SLLIPYLDNLVK.H Dimethyl: 1, 12

7713 true 2794 1367.8275 1366.8184 1 1.32 200.1 39.83 43.8 (M:43.8) 2 1 0 R.IASLILNTPELR.K Dimethyl: 1

7714 true 2794 2113.1284 2112.1054 1 7.42 235.24 38.17 35.1 (M:35.1) 1 1 1 R.FTPGTFTNQIQAAFREPR.L Dimethyl:2H(4): 1

7715 false 2795 1627.8563 1626.8524 1 -2.05 195.82 44.5 15.6 (M:15.6) 1 3 1 R.LNEKFGCMTKPSR.E

Carbamidomethyl: 7; 
Dimethyl:2H(4): 4; 
Dimethyl: 1



7716 true 2796 751.4507 750.4276 1 21.1 258.49 38.33 18.7 (M:18.7) 1 1 1 R.AYDKAK.R Dimethyl: 1, 6

7717 false 2796 751.4507 750.4276 1 21.1 219.1 38.33 16.1 (M:16.1) 1 2 1 K.DFAKSK.V Dimethyl: 4, 6

7718 true 2796 1099.6093 1098.6012 1 0.83 263.17 42 31.9 (M:31.9) 1 1 0 K.FSPTEFLAR.M Dimethyl:2H(4): 1

7719 false 2796 1678.9246 1677.8859 1 18.75 95.55 44.5 15.2 (M:15.2) 1 3 0 R.VDQSILTGESMSVIK.H
Oxidation: 11; Dimethyl: 
1, 15

7720 true 2797 1695.9663 1694.9657 1 -3.97 156.28 40 28.9 (M:28.9) 1 1 0 R.ALYYLEIRPQELR.Q Dimethyl:2H(4): 1



7721 true 2797 1803.8373 1802.8331 1 -1.74 270.27 44.5 79.1 (M:79.1) 2 1 0 K.AMGIMNSFVNDIFER.I
Oxidation: 2, 5; 
Dimethyl: 1

7722 false 2797 1803.8373 1802.8182 1 6.53 297.26 44.5 24.6 (M:24.6) 1 2 0 K.METVNSDSDSEFGIPK.K
Dimethyl:2H(4): 1; 
Oxidation: 1

7723 true 2799 1288.6816 1287.6679 1 5 113.22 42 16.6 (M:16.6) 1 1 0 R.LMMDPLTGLNR.G Dimethyl: 1

7724 true 2799 2082.0982 2081.0833 1 3.64 143.25 42.67 57.5 (M:57.5) 1 1 0 K.KPTGLFYLLDEESNFPR.A Dimethyl: 1, 1

7725 true 2799 2335.531 2334.4854 1 16.39 230.08 43.5 108.0 (M:108.0) 2 1 0
K.LLGGVTIAQGGVLPNIQAVLLP
K.K Dimethyl:2H(4): 1, 23



7726 true 2801 1869.9563 1868.9461 1 1.56 320.72 44.5 67.2 (M:67.2) 1 1 0 K.QVPNDSFFNFFNPIK.V Dimethyl: 1, 15

7727 true 2802 1646.9366 1645.9375 1 -4.95 178.88 44.67 50.2 (M:50.2) 1 1 0 R.QVLLSAAEAAEMILR.V Dimethyl:2H(4): 1

7728 true 2802 1878.0075 1876.9963 1 2.09 274.42 44.5 58.3 (M:58.3) 1 1 0 K.QVPNDSFFNFFNPIK.V Dimethyl:2H(4): 1, 15

7729 true 2803 2964.6308 2963.612 1 3.88 176.75 42.83 93.2 (M:93.2) 1 1 1
R.KVEQLIAGDGSLNHEYLPILGLP
EFR.A Dimethyl: 1, 1

7730 true 2804 1647.8827 1646.8484 1 16.39 108.47 43.5 17.6 (M:17.6) 1 1 1 K.QVNEMKIAMADTLR.L Dimethyl: 1



7731 true 2804 2972.6868 2971.6623 1 5.8 198.31 42.83 72.5 (M:72.5) 1 1 1
R.KVEQLIAGDGSLNHEYLPILGLP
EFR.A Dimethyl:2H(4): 1, 1

7732 true 2806 1746.9693 1745.9716 1 -5.5 142.02 44.67 15.1 (M:15.1) 1 1 0 R.LATLVPFVDAFQLER.S Dimethyl: 1

7733 true 2807 1276.7687 1275.7678 1 -5.05 167.15 38.17 30.4 (M:30.4) 1 1 0 K.SIFNGFSVTIK.E Dimethyl:2H(4): 1, 11

7734 true 2808 1552.8905 1551.8807 1 1.64 163.03 42.17 84.4 (M:84.4) 2 1 0 K.VVADQIPMLVQGVR.G Dimethyl: 1

7735 true 2809 1556.9115 1555.9058 1 -1.04 136.64 42.17 62.0 (M:62.0) 2 1 0 K.VVADQIPMLVQGVR.G Dimethyl:2H(4): 1



7736 true 2810 1161.7437 1160.7169 1 16.85 316.4 43.67 74.6 (M:74.6) 2 1 0 K.SLNILASFLK.K Dimethyl: 1, 10

7737 true 2810 2295.0994 2294.1042 1 -5.22 86.46 39.83 60.2 (M:60.2) 2 1 0 K.FLEQVHQLYDDSFPMEIR.Q Dimethyl: 1

7738 false 2811 1040.6438 1039.6576 1 -20.25 125.72 42.83 24.7 (M:24.7) 4 2 1 R.RVMGLLPAK.G Dimethyl: 1, 9

7739 true 2811 1122.5974 1121.5903 1 -0.16 343.28 40.17 45.3 (M:45.3) 2 1 0 K.GGIMDGLLYR.V Dimethyl: 1

7740 true 2811 1169.7978 1168.7671 1 19.97 351.67 43.67 91.3 (M:91.3) 1 1 0 K.SLNILASFLK.K Dimethyl:2H(4): 1, 10



7741 true 2813 1130.7095 1129.6781 1 21.39 290.36 40.17 15.4 (M:15.4) 1 1 0 R.LPLTGMTLTK.L Dimethyl: 1, 10

7742 true 2814 2937.5813 2936.567 1 2.38 126.59 42 154.4 (M:154.4) 1 1 1
K.HKGVDVICTDGSIVYAPFSGQL
SGPIR.F

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 2

7743 true 2815 946.5736 945.5648 1 1.71 107.82 42.33 49.0 (M:49.0) 1 1 0 K.ELFLGALR.K Dimethyl: 1

7744 false 2815 946.5736 945.5433 1 24.37 175.36 42.33 20.6 (M:20.6) 1 8 0 R.NQEPSAIK.I
Dimethyl:2H(4): 1; 
Dimethyl: 8

7745 false 2815 946.5736 945.5899 1 -24.86 129.72 42.33 19.8 (M:19.8) 1 10 1 R.EIPYLKK.F Dimethyl: 1, 7



7746 true 2817 1237.7211 1236.705 1 7.18 171.36 43 17.5 (M:17.5) 1 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6

7747 true 2817 1237.7211 1236.705 1 7.18 171.36 43 17.5 (M:17.5) 1 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6

7748 true 2817 1237.7211 1236.705 1 7.18 171.36 43 17.5 (M:17.5) 1 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6

7749 true 2817 1237.7211 1236.705 1 7.18 171.36 43 17.5 (M:17.5) 1 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6

7750 true 2817 1237.7211 1236.705 1 7.18 171.36 43 17.5 (M:17.5) 1 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6



7751 true 2817 1237.7211 1236.705 1 7.18 171.36 43 17.5 (M:17.5) 1 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6

7752 false 2818 1073.5398 1072.5223 1 9.51 427.05 42.33 15.0 (M:15.0) 1 3 0 M.ADPAECNIK.V
Carbamidomethyl: 6; 
Dimethyl: 1, 9

7753 false 2818 1330.7485 1329.7293 1 8.98 184.22 42.83 15.2 (M:15.2) 1 2 1 K.NEELAQTWKK.S Dimethyl: 1, 9, 10

7754 true 2818 1404.8295 1403.8286 1 -4.56 128.27 43.67 15.0 (M:15.0) 1 1 1 R.LGTKNADGQVSVK.F
Dimethyl:2H(4): 1; 
Dimethyl: 4, 13

7755 true 2818 2105.2391 2104.2256 1 2.96 229.1 44.67 67.7 (M:67.7) 1 1 0 K.TILGTPEVLLGLLPGAGATQR.L Dimethyl: 1



7756 true 2819 2109.2636 2108.2507 1 2.66 244.45 44.67 106.1 (M:106.1) 1 1 0 K.TILGTPEVLLGLLPGAGATQR.L Dimethyl:2H(4): 1

7757 true 2820 1653.8156 1652.8137 1 -3.24 171.99 39.83 26.8 (M:26.8) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl:2H(4): 1

7758 true 2820 1653.8156 1652.8137 1 -3.24 171.99 39.83 26.8 (M:26.8) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl:2H(4): 1

7759 true 2820 1653.8156 1652.8137 1 -3.24 171.99 39.83 26.8 (M:26.8) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl:2H(4): 1

7760 true 2820 1860.9835 1859.9716 1 2.47 187.35 38.17 28.7 (M:28.7) 1 1 0 R.ISIPMHQTFASALNFR.- Dimethyl: 1



7761 true 2820 2373.3193 2372.3035 1 3.57 172.02 44.67 105.8 (M:105.8) 1 1 0
R.ELSAGIGLLAAATQSLNMPASL
GR.M Dimethyl:2H(4): 1

7762 true 2821 1206.6602 1205.6529 1 0.08 87.98 42.17 21.4 (M:21.4) 1 1 0 K.EGLLLWCQR.K
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

7763 true 2821 1206.6602 1205.6529 1 0.08 87.98 42.17 21.4 (M:21.4) 1 1 0 K.EGLLLWCQR.K
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

7764 true 2822 1610.0278 1609.0116 1 5.53 152.63 44.83 50.1 (M:50.1) 1 1 0 K.DLLGTSGLILLLPPR.V Dimethyl:2H(4): 1

7765 false 2823 824.51 823.4844 1 22.23 392.22 38.33 15.2 (M:15.2) 1 3 0 R.FEFLLK.Q Dimethyl: 6



7766 true 2823 824.51 823.4956 1 8.6 430.57 38.33 29.4 (M:29.4) 1 1 0 K.TFFILR.G Dimethyl: 1

7767 true 2826 1538.8325 1537.8225 1 1.79 244.23 41.17 75.3 (M:75.3) 1 1 0 R.AQFEQLCAALLSR.V
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

7768 false 2826 1538.8325 1537.8286 1 -2.24 249.3 41.17 15.1 (M:15.1) 1 4 0 R.VQELGHGCAALVTK.A
Carbamidomethyl: 8; 
Dimethyl: 1, 14

7769 true 2826 2354.2521 2353.2479 1 -1.32 160.09 44.67 26.9 (M:26.9) 1 1 1 K.VFDFELTKEEMATILSFNR.N Dimethyl:2H(4): 1, 8

7770 true 2826 2354.2521 2353.2479 1 -1.32 160.09 44.67 26.9 (M:26.9) 1 1 1 K.VFDFELTKEEMATLLSFNR.N Dimethyl:2H(4): 1, 8



7771 true 2828 1403.794 1402.782 1 3.38 217.52 42.17 45.6 (M:45.6) 2 1 0 K.SIDLPIQASLYR.Q Dimethyl: 1

7772 true 2830 1156.6788 1155.6553 1 14.04 360.98 38.5 41.4 (M:41.4) 1 1 0 K.GAHPLFAFLR.E Dimethyl: 1

7773 true 2831 1160.7069 1159.6804 1 16.59 355.12 38.5 20.8 (M:20.8) 1 1 0 K.GAHPLFAFLR.E Dimethyl:2H(4): 1

7774 true 2831 2198.1086 2197.0871 1 6.47 245.75 45 74.2 (M:74.2) 1 1 0 K.TQGNVFATDAILATLMSCTR.S
Carbamidomethyl: 18; 
Dimethyl: 1

7775 true 2832 1206.7179 1205.6918 1 15.59 169.86 38.33 15.1 (M:15.1) 1 1 1 R.LKVNLESESR.L Dimethyl:2H(4): 2



7776 true 2832 2202.1338 2201.1122 1 6.48 283.01 45 115.5 (M:115.5) 1 1 0 K.TQGNVFATDAILATLMSCTR.S
Carbamidomethyl: 18; 
Dimethyl:2H(4): 1

7777 true 2833 1257.8429 1256.8118 1 18.92 47.52 44.17 30.1 (M:30.1) 2 1 0 K.NVLISVLQAIR.K Dimethyl:2H(4): 1

7778 true 2834 2229.2875 2228.2656 1 6.53 216.71 44.83 48.3 (M:48.3) 1 1 1 K.NSIVALVENLASKEPYYVR.C Dimethyl:2H(4): 1, 13

7779 true 2834 2271.2299 2270.1997 1 10.1 237.29 43.17 68.3 (M:68.3) 1 1 0 R.VGVPFNIPLELQDEFGHATR.L Dimethyl:2H(4): 1

7780 true 2835 1504.8527 1503.8599 1 -9.6 154.38 40.17 66.5 (M:66.5) 2 1 0 R.DYGVLLEGPGIALR.G Dimethyl:2H(4): 1



7781 true 2835 2269.3399 2268.3206 1 5.31 217.13 44.83 44.9 (M:44.9) 1 1 1 R.NKNPAPPIEAIEQILPTLVR.L Dimethyl: 1, 2

7782 true 2835 2587.5211 2586.4873 1 10.29 244.32 43.17 81.9 (M:81.9) 1 1 1
R.TLTAVHDAILEDLVFPSEIVGKR
.I Dimethyl:2H(4): 1, 22

7783 true 2836 1801.8638 1800.8539 1 1.44 185.32 44.83 72.0 (M:72.0) 1 1 0 K.AMSIMNSFVNDIFER.L Dimethyl: 1

7784 true 2836 1882.0152 1881.0108 1 -1.55 196.59 42.17 67.3 (M:67.3) 1 1 0 R.IGGVQQDTILAEGLHFR.I Dimethyl: 1

7785 true 2836 2277.3922 2276.3708 1 6.21 377.99 44.83 26.2 (M:26.2) 1 1 1 R.NKNPAPPIEAIEQILPTLVR.L Dimethyl:2H(4): 1, 2



7786 true 2837 1886.0379 1885.036 1 -2.85 268.8 42.17 132.9 (M:132.9) 1 1 0 R.IGGVQQDTILAEGLHFR.I Dimethyl:2H(4): 1

7787 true 2838 1805.8912 1804.879 1 2.74 237.64 44.83 83.8 (M:83.8) 2 1 0 K.AMSIMNSFVNDIFER.L Dimethyl:2H(4): 1

7788 true 2839 1821.8848 1820.8739 1 1.99 205.63 44.83 46.3 (M:46.3) 1 62.83 1 0 K.AMSIMNSFVNDIFER.L
Dimethyl:2H(4): 1; 
Oxidation: 5

7789 true 2841 1347.7869 1346.781 1 -0.95 185.69 45.17 78.8 (M:78.8) 1 1 0 R.SFLLDLLNATGK.D Dimethyl: 1, 12

7790 true 2842 1077.5669 1076.5593 1 0.27 280.18 40.5 40.0 (M:40.0) 1 1 0 K.GFGFVSFER.H Dimethyl:2H(4): 1



7791 true 2842 1077.5669 1076.5844 1 -23.07 256.15 40.5 40.0 (M:40.0) 1 93.5 1 0 K.GFGFVSFEK.H
Dimethyl:2H(4): 1; 
Dimethyl: 9

7792 true 2842 1355.8375 1354.8312 1 -0.7 256.62 45.17 76.2 (M:76.2) 1 1 0 R.SFLLDLLNATGK.D Dimethyl:2H(4): 1, 12

7793 true 2842 3073.5116 3072.521 1 -5.42 195.23 40.33 102.7 (M:102.7) 1 100 1 0
K.SGDAAIVDMIPGKPMCVESFS
DYPPLGR.F

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 13

7794 true 2843 1635.9315 1634.9144 1 5.96 181.9 45 49.0 (M:49.0) 1 1 0 M.AFLDNPTIILAHIR.Q Acetyl: 1

7795 true 2847 2105.0981 2104.0742 1 7.93 222.02 43.33 35.9 (M:35.9) 1 1 0 R.HPIVSESEVFQQFLNFR.D Dimethyl: 1



7796 true 2850 950.5958 949.5899 1 -1.36 153.7 42.33 41.0 (M:41.0) 1 1 0 K.ELFLGALR.K Dimethyl:2H(4): 1

7797 false 2850 1303.8129 1302.7995 1 4.66 240.08 38.67 17.9 (M:17.9) 2 3 1 K.LALQKNVICGK.C

Carbamidomethyl: 9; 
Dimethyl:2H(4): 5; 
Dimethyl: 11

7798 true 2851 967.5616 966.5539 1 0.54 162.36 42.5 34.5 (M:34.5) 2 1 0 K.LIFYDLR.G Dimethyl: 1

7799 true 2852 971.5863 970.579 1 0.07 141.28 42.5 38.2 (M:38.2) 1 1 0 K.LIFYDLR.G Dimethyl:2H(4): 1

7800 true 2852 1300.8571 1299.8377 1 9.29 177.31 44.5 72.3 (M:72.3) 2 1 0 R.SIATLAITTLLK.T Dimethyl: 1, 12



7801 true 2853 1308.9136 1307.888 1 14.02 157.24 44.5 98.1 (M:98.1) 2 1 0 R.SIATLAITTLLK.T Dimethyl:2H(4): 1, 12

7802 true 2853 2392.3206 2391.2926 1 8.69 133.05 43.33 23.5 (M:23.5) 1 1 1 K.NYYPVVLQNILETERDYAK.E Dimethyl:2H(4): 1, 19

7803 true 2854 1037.5774 1036.5706 1 -0.43 233.92 42.67 63.0 (M:63.0) 4 1 0 R.AENFFILR.R Dimethyl: 1

7804 true 2855 1079.5915 1078.5845 1 -0.24 244.05 42.5 43.1 (M:43.1) 1 1 0 R.TFVLEVMGR.H Dimethyl: 1

7805 true 2855 3057.4808 3056.4595 1 4.57 121.2 40.17 86.0 (M:86.0) 1 80.46 1 0
K.SGDAAIVDMIPGKPMCVESFS
DYPPLGR.F

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1; 
Oxidation: 9



7806 false 2856 1083.6135 1082.6161 1 -9.17 223.16 42.5 18.7 (M:18.7) 1 2 0 K.TEIVFTGEK.E
Dimethyl:2H(4): 1; 
Dimethyl: 9

7807 true 2856 1083.6135 1082.6096 1 -3.15 231.61 42.5 25.4 (M:25.4) 1 1 0 R.TFVLEVMGR.H Dimethyl:2H(4): 1

7808 true 2856 1493.0008 1491.984 1 6.41 163.16 38.67 28.5 (M:28.5) 1 1 1 R.IRVESLLVTAISK.A Dimethyl:2H(4): 1, 13

7809 true 2856 3065.4647 3064.4708 1 -4.37 145.17 40.33 78.8 (M:78.8) 1 1 0
K.SGDAAIVDMIPGKPMCVESFS
DYPPLGR.F

Carbamidomethyl: 16; 
Dimethyl: 1, 13

7810 false 2857 1159.6476 1158.6682 1 -24.1 356.79 43.33 15.3 (M:15.3) 1 7 1 K.KCIIVEEGK.E
Carbamidomethyl: 2; 
Dimethyl: 1, 1, 9



7811 true 2857 1669.9603 1668.9535 1 -0.26 219.57 45.33 37.1 (M:37.1) 1 1 0 K.LHDAIVEVVTCLLR.R
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

7812 true 2859 1512.8466 1511.8348 1 3.02 187.9 43.5 118.8 (M:118.8) 2 1 0 R.DALSDLALHFLNK.M Dimethyl: 1, 13

7813 false 2859 1512.8466 1511.8395 1 -0.09 160.26 43.5 16.9 (M:16.9) 1 50 9 1 R.ILKHGINCFINR.Q
Carbamidomethyl: 8; 
Dimethyl: 1

7814 true 2860 1508.69 1507.6983 1 -10.38 141.47 40.5 83.9 (M:83.9) 2 1 0 R.YLGDYEAFFEAR.E Dimethyl: 1

7815 true 2860 1520.9009 1519.885 1 5.68 185.14 43.5 97.7 (M:97.7) 2 1 0 R.DALSDLALHFLNK.M Dimethyl:2H(4): 1, 13



7816 true 2861 1512.7259 1511.7235 1 -3.19 145.57 40.5 57.2 (M:57.2) 2 1 0 R.YLGDYEAFFEAR.E Dimethyl:2H(4): 1

7817 true 2864 1897.0649 1896.063 1 -2.86 237 40.17 81.4 (M:81.4) 1 1 0 K.ASIPFCVVGSNQLIEAK.G
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 17

7818 true 2865 2402.2477 2401.2659 1 -10.6 185.71 45.17 57.8 (M:57.8) 1 98.33 1 0
R.VAMQDATAQMAMLQFISSGL
PK.V Dimethyl:2H(4): 1, 22

7819 true 2866 938.5553 937.5385 1 10.08 105.41 39.5 17.8 (M:17.8) 1 1 0 R.GGLFTFIR.F Dimethyl: 1

7820 false 2868 946.5853 945.5899 1 -12.53 210.36 40.67 15.0 (M:15.0) 1 4 0 K.AIIVEFAK.Q Dimethyl: 1, 8



7821 false 2868 946.5853 945.5681 1 10.48 166.12 40.67 21.7 (M:21.7) 1 2 1 K.KVLLDMR.K
Oxidation: 6; Dimethyl: 
1, 1

7822 true 2868 946.5853 945.5899 1 -12.53 137.56 40.67 57.6 (M:57.6) 1 1 0 K.AALLEVFK.S Dimethyl: 1, 8

7823 false 2868 1080.6562 1079.6314 1 16.19 406.86 38.67 15.7 (M:15.7) 1 2 0 K.VAEIEQAEK.E Dimethyl:2H(4): 1, 9

7824 true 2868 1419.833 1418.8245 1 0.86 224.15 45.33 26.5 (M:26.5) 1 1 0 R.DLVEAVAHILGVR.D Dimethyl: 1

7825 true 2869 1423.8559 1422.8497 1 -0.7 330.98 45.33 36.7 (M:36.7) 1 1 0 R.DLVEAVAHILGVR.D Dimethyl:2H(4): 1



7826 true 2870 1124.6037 1123.5954 1 0.93 371.99 38.67 59.4 (M:59.4) 2 1 0 K.TFLYSYFK.D Dimethyl: 1, 8

7827 false 2870 1124.6037 1123.6097 1 -11.77 442.16 38.67 15.3 (M:15.3) 1 8 0 R.MSLIEEGGTK.R
Dimethyl:2H(4): 1; 
Dimethyl: 10

7828 true 2872 1266.7529 1265.7434 1 1.77 210.13 38.67 29.3 (M:29.3) 1 1 0 K.ILPQFIFNSR.D Dimethyl:2H(4): 1

7829 true 2872 1499.8756 1498.8669 1 0.98 194.05 45.33 89.8 (M:89.8) 2 1 0 K.CANLFEALVGTLK.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

7830 true 2872 2426.406 2425.378 1 8.52 174.11 43.5 35.4 (M:35.4) 1 1 1 R.LQHEVQELIRDVEQIQSAVK.E Dimethyl:2H(4): 1, 20



7831 true 2873 1073.5421 1072.5593 1 -22.78 310.59 40.5 56.5 (M:56.5) 1 1 0 K.GFGFVSFEK.H Dimethyl: 1, 9

7832 true 2873 1073.5421 1072.5342 1 0.65 321.56 40.5 56.5 (M:56.5) 2 1 0 K.GFGFVSFER.H Dimethyl: 1

7833 false 2873 1073.5421 1072.5599 1 -23.29 212.31 40.5 17.9 (M:17.9) 1 4 0 K.GFIMAEVMK.Y
Dimethyl:2H(4): 9; 
Oxidation: 4

7834 true 2873 2095.1038 2094.104 1 -3.53 128.04 42.33 82.1 (M:82.1) 2 1 0 K.VLPLAPSVGDMPMEAMKPR.S Dimethyl: 1, 17

7835 true 2874 1103.6988 1102.6878 1 3.35 225.75 40.33 41.7 (M:41.7) 1 1 0 R.AVALYFIDK.L Dimethyl:2H(4): 1, 9



7836 false 2874 1103.6988 1102.6648 1 24.17 224.75 40.33 15.8 (M:15.8) 1 8 1 R.LKLSPSPSSR.V Dimethyl:2H(4): 2

7837 true 2874 3098.8294 3097.7817 1 13.05 117.53 43.33 44.9 (M:44.9) 1 1 1
R.LINESTAVALAYGIYKQDLPALE
EKPR.N

Dimethyl:2H(4): 1, 16, 
25

7838 false 2875 1204.6493 1203.6282 1 11.48 182.46 41.5 15.5 (M:15.5) 1 4 1 K.TGEKVCALGGGK.A
Carbamidomethyl: 6; 
Dimethyl: 12

7839 true 2875 1320.8077 1319.7903 1 7.65 313.29 39.83 51.5 (M:51.5) 2 1 0 R.LLIVYPWTQR.F Dimethyl:2H(4): 1

7840 true 2875 1637.8206 1636.8139 1 -0.35 175.88 45.5 65.5 (M:65.5) 1 1 0 K.MVGLPAAFDMMLTGR.N Dimethyl: 1



7841 true 2876 1363.7477 1362.733 1 5.47 235.17 43.67 58.7 (M:58.7) 1 1 0 R.CIESLLAVFQR.Y
Carbamidomethyl: 1; 
Dimethyl: 1

7842 true 2876 1641.8464 1640.839 1 0.05 261.29 45.5 92.2 (M:92.2) 1 1 0 K.MVGLPAAFDMMLTGR.N Dimethyl:2H(4): 1

7843 false 2876 1641.8464 1640.8712 1 -19.53 266.95 45.5 22.3 (M:22.3) 1 2 1 K.AGYPQYIEDIKER.M
Dimethyl:2H(4): 11; 
Dimethyl: 1

7844 true 2878 1656.9406 1655.9287 1 2.82 220.14 43.67 78.5 (M:78.5) 1 1 0 R.HNFLEEFITPIIK.V Dimethyl: 1, 13

7845 false 2879 935.5382 934.5158 1 16.23 186.81 43.5 15.2 (M:15.2) 1 4 1 K.GTKALMDK.V
Oxidation: 6; Dimethyl: 
3, 8



7846 true 2879 1664.988 1663.9789 1 1.07 229.28 43.67 38.9 (M:38.9) 1 1 0 R.HNFLEEFITPIIK.V Dimethyl:2H(4): 1, 13

7847 true 2880 2212.0803 2211.0882 1 -6.84 214.81 40.67 122.0 (M:122.0) 2 1 0 K.LSADTEVVCGAPSIYLDFAR.Q
Carbamidomethyl: 9; 
Dimethyl: 1

7848 true 2881 1127.6067 1126.6097 1 -9.05 284.2 42.67 58.2 (M:58.2) 2 1 0 K.VFDAIMTFK.K Dimethyl: 1, 9

7849 true 2881 1331.7598 1330.753 1 -0.39 159.35 40.33 83.0 (M:83.0) 1 1 0 R.AITGASLAEIMAK.R Dimethyl: 1, 13

7850 true 2881 2216.107 2215.1133 1 -6.13 258.55 40.67 150.9 (M:150.9) 2 1 0 K.LSADTEVVCGAPSIYLDFAR.Q
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



7851 true 2882 1347.774 1346.7479 1 13.96 153.23 40.33 26.7 (M:26.7) 1 1 0 R.AITGASLAEIMAK.R
Oxidation: 11; Dimethyl: 
1, 13

7852 true 2883 1355.8021 1354.7982 1 -2.47 209.29 40.33 74.3 (M:74.3) 1 1 0 R.AITGASLAEIMAK.R
Dimethyl:2H(4): 1, 13; 
Oxidation: 11

7853 true 2883 3039.6905 3038.6528 1 10 97.37 43.5 29.9 (M:29.9) 1 1 1
R.INLQEHTSTLLLNGYQTLEDFKE
LR.E Dimethyl:2H(4): 1, 22

7854 true 2885 1146.6407 1145.6445 1 -9.62 297.85 40.83 46.6 (M:46.6) 2 1 0 K.DFGVIVEALR.K Dimethyl: 1

7855 true 2885 1229.7421 1228.7431 1 -6.72 111.49 43.33 88.5 (M:88.5) 1 1 0 K.FSLAPVAVELK.A Dimethyl: 1, 11



7856 true 2886 1233.749 1232.7431 1 -1.1 136.04 42.67 34.0 (M:34.0) 2 1 0 R.LLNFPTIVER.G Dimethyl:2H(4): 1

7857 true 2886 1466.8737 1465.8617 1 3.24 314.31 40.5 39.8 (M:39.8) 1 1 0 R.IDILDSALLRPGR.I Dimethyl: 1

7858 false 2887 1367.7713 1366.7681 1 -3 274.49 43.67 37.6 (M:37.6) 1 2 1 K.TRTQHLLSQQK.D Dimethyl: 11

7859 true 2887 1367.7713 1366.7581 1 4.33 339.16 43.67 41.0 (M:41.0) 1 1 0 R.CIESLLAVFQR.Y
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

7860 true 2887 1470.9007 1469.8868 1 4.53 323.02 40.5 45.2 (M:45.2) 1 1 0 R.IDILDSALLRPGR.I Dimethyl:2H(4): 1



7861 false 2888 1269.7671 1268.7816 1 -17.17 208.77 42.67 19.2 (M:19.2) 1 4 1 R.VGLSKENLLLR.G Dimethyl: 5

7862 true 2888 1437.8133 1436.8028 1 2.26 285.09 45.83 34.9 (M:34.9) 2 1 0 R.DITYFIQQLLR.E Dimethyl: 1

7863 true 2888 1495.7964 1494.7831 1 4.02 159.67 40.5 61.8 (M:61.8) 2 1 0 K.GTQGVVTNFEIFR.M Dimethyl: 1

7864 true 2888 1730.9275 1729.8846 1 20.57 224.92 40.67 15.3 (M:15.3) 1 1 1 K.QALESERAELSNEVK.V Dimethyl: 15

7865 true 2888 2546.4777 2545.4493 1 8.29 133.66 38.67 16.1 (M:16.1) 1 1 0
K.NVFIIGATNRPDIIDPAILRPGR.
L Dimethyl: 1



7866 true 2889 1441.8357 1440.8279 1 0.36 360.28 45.83 61.8 (M:61.8) 2 1 0 R.DITYFIQQLLR.E Dimethyl:2H(4): 1

7867 true 2889 1499.8216 1498.8082 1 4.11 163.77 40.5 69.5 (M:69.5) 1 1 0 K.GTQGVVTNFEIFR.M Dimethyl:2H(4): 1

7868 false 2889 1499.8216 1498.8395 1 -16.79 298.5 40.5 15.7 (M:15.7) 1 2 1 K.IIYIVHDEVKDK.A Dimethyl: 12

7869 true 2891 2293.3221 2292.3093 1 2.39 110.36 45.33 77.1 (M:77.1) 1 1 0 K.LAPPLVTLLSGEPEVQYVALR.N Dimethyl: 1

7870 false 2892 1552.8967 1551.9084 1 -12.23 199.88 40.33 18.0 (M:18.0) 1 2 1 K.VPLDPQIGKSCDK.G
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 9, 13



7871 true 2892 2297.3485 2296.3344 1 2.96 180.58 45.33 110.7 (M:110.7) 1 1 0 K.LAPPLVTLLSGEPEVQYVALR.N Dimethyl:2H(4): 1

7872 true 2894 2505.2905 2504.2628 1 8.15 217.97 43.67 47.6 (M:47.6) 1 1 1 R.FVFTDKEAEADILYNFSHFK.D Dimethyl: 1, 6, 20

7873 true 2895 1594.9328 1593.9243 1 0.79 147.93 42.83 88.7 (M:88.7) 1 1 0 R.QVAVVPQEPLLFAR.S Dimethyl: 1

7874 true 2896 2306.1982 2305.1827 1 3.58 165.81 45.83 66.0 (M:66.0) 1 1 0 K.NYLPAINGIVFLVDCADHSR.L
Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

7875 true 2897 771.4392 770.4367 1 -6.13 326.44 46 37.3 (M:37.3) 2 1 0 K.ILGFFF.- Dimethyl: 1



7876 true 2897 1309.7469 1308.719 1 15.77 248.76 39 35.7 (M:35.7) 2 1 0 R.FVLNLTSFNAR.F Dimethyl: 1

7877 true 2897 1770.9475 1769.9465 1 -3.52 152.81 42.5 49.3 (M:49.3) 1 1 0 R.INSAPQQIEVFPPFR.L Dimethyl: 1

7878 true 2899 1522.8219 1521.8191 1 -2.93 161.92 45.33 64.4 (M:64.4) 1 1 0 K.INVNEIFYDLVR.Q Dimethyl: 1

7879 true 2899 1807.9779 1806.9811 1 -5.81 158.1 42.5 77.6 (M:77.6) 1 1 0 R.LTAINILTTCASDVQR.H
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

7880 true 2899 2595.453 2594.4207 1 9.64 160.86 43.67 55.3 (M:55.3) 1 1 1
K.TLIVNNLSYAASEETLQELFKK.
A Dimethyl: 1, 21, 22



7881 true 2900 1526.847 1525.8442 1 -2.94 178.45 45.33 85.2 (M:85.2) 1 1 0 K.INVNEIFYDLVR.Q Dimethyl:2H(4): 1

7882 false 2900 1526.847 1525.8603 1 -13.47 240.87 45.33 15.6 (M:15.6) 1 5 1 R.IDIDPEETVKALK.E Dimethyl: 1, 10

7883 true 2900 2607.5206 2606.496 1 6.62 222.41 43.67 157.7 (M:157.7) 1 1 1
K.TLIVNNLSYAASEETLQELFKK.
A

Dimethyl:2H(4): 1, 21, 
22

7884 true 2906 1285.7572 1284.7482 1 1.33 169.22 40.67 51.7 (M:51.7) 1 1 0 R.IFVFEPPPGVK.A Dimethyl: 1, 11

7885 false 2907 901.5511 900.5433 1 0.61 526.05 42.83 17.8 (M:17.8) 1 2 0 K.DIILPFR.V Dimethyl: 1



7886 true 2908 1935.0736 1934.0775 1 -5.74 85 45.33 48.1 (M:48.1) 1 1 0 K.GTLGGLFSQILQGEDIVR.E Dimethyl:2H(4): 1

7887 true 2909 1617.9405 1616.9188 1 8.94 224.43 39 58.0 (M:58.0) 2 1 0 K.TIPAWATLSASQLAR.A Dimethyl:2H(4): 1

7888 true 2911 859.5187 858.5175 1 -7.08 -1 47.33 15.1 (M:15.1) 1 1 0 K.NSGIISIK.S Dimethyl: 8

7889 true 2911 1599.8826 1598.8708 1 2.83 216.03 40.5 67.3 (M:67.3) 1 1 1 R.GFKDQIYEIFQK.L Dimethyl: 1, 3, 12

7890 true 2911 1800.032 1799.0339 1 -5.12 181.38 38.83 16.3 (M:16.3) 1 1 1 K.VACITEQVLTLVNKR.L
Carbamidomethyl: 3; 
Dimethyl: 1, 14



7891 true 2912 1611.9589 1610.9462 1 3.41 180.57 40.5 58.6 (M:58.6) 2 1 1 R.GFKDQIYEIFQK.L Dimethyl:2H(4): 1, 3, 12

7892 true 2912 1808.1093 1807.0841 1 9.9 201.76 38.83 43.2 (M:43.2) 1 1 1 K.VACITEQVLTLVNKR.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 14

7893 true 2913 1810.0154 1809.0164 1 -4.59 200.74 39.67 23.7 (M:23.7) 2 1 0 R.TINLYPLTNYTFGTK.E Dimethyl:2H(4): 1, 15

7894 true 2913 2154.1804 2153.2017 1 -13.28 166.2 45.33 73.0 (M:73.0) 1 1 0 K.ISTSMPVLDLIDAIQPGSIK.Y Dimethyl: 1, 20

7895 true 2914 1259.7124 1258.7285 1 -18.57 111.94 44.67 54.1 (M:54.1) 1 1 0 K.SGAYLIPLLER.L Dimethyl: 1



7896 true 2914 1583.7631 1582.7371 1 11.79 143.87 41.17 73.0 (M:73.0) 2 1 0 K.MFVLDEADEMLSR.G Dimethyl: 1

7897 true 2914 1727.8739 1726.8716 1 -2.88 238.06 41.33 17.7 (M:17.7) 1 1 1 R.DDNKVEDIWSFLSK.A Dimethyl:2H(4): 1

7898 true 2917 2103.1729 2102.1542 1 5.44 142.98 40.5 25.6 (M:25.6) 1 1 0 K.VLPLAPSVGDMPMEAMKPR.S Dimethyl:2H(4): 1, 17

7899 true 2917 2320.2586 2319.2096 1 17.98 203.46 38.83 78.5 (M:78.5) 1 1 0
R.VNALSNFFSGPIVVHCSAGVG
R.T

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1

7900 true 2918 2409.3706 2408.326 1 15.5 231.72 38.83 63.6 (M:63.6) 1 1 0
R.GACALLSTQLNALLGERPVTHR
.E

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



7901 true 2920 2603.424 2602.378 1 14.87 278.27 39 49.8 (M:49.8) 1 1 0
K.CGYAGSNFPEHIFPALVGRPIIR
.S

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

7902 false 2921 967.5597 966.5386 1 14.27 303.38 40.67 15.7 (M:15.7) 2 10 0 K.SSLGGYTVK.I Dimethyl: 1, 9

7903 true 2921 1534.8088 1533.7973 1 2.74 147.05 44.33 30.0 (M:30.0) 1 1 0 K.CSAAALDVLANVFR.D
Carbamidomethyl: 1; 
Dimethyl: 1

7904 false 2921 1716.9641 1715.9604 1 -2.1 163.16 42.83 24.6 (M:24.6) 1 2 1 R.IMISRSEIDLLNIR.G
Oxidation: 2; Dimethyl: 
1

7905 true 2921 1716.9641 1715.957 1 -0.14 122.84 42.83 101.0 (M:101.0) 2 1 0 K.LFIGGLNVQTTEAGLR.E Dimethyl: 1



7906 true 2921 2829.5177 2828.5135 1 -1.07 168.36 40 58.1 (M:58.1) 1 1 0
K.TSIGPGGNMPGYLRPETAQGI
FLNFK.R Dimethyl:2H(4): 1, 26

7907 false 2922 1720.988 1719.9855 1 -2.75 178 42.83 16.5 (M:16.5) 1 3 1 R.IMISRSEIDLLNIR.G
Dimethyl:2H(4): 1; 
Oxidation: 2

7908 true 2922 1720.988 1719.9821 1 -0.79 168.03 42.83 103.1 (M:103.1) 3 1 0 K.LFIGGLNVQTTEAGLR.E Dimethyl:2H(4): 1

7909 true 2923 1752.9603 1751.957 1 -2.28 145.7 42.67 59.2 (M:59.2) 1 1 0 K.ASVITQVFHVPLEER.K Dimethyl: 1

7910 true 2923 2655.3297 2654.3352 1 -4.81 247.73 45.33 86.5 (M:86.5) 1 1 0
K.VYPTYDFACPIVDSIEGVTHALR
.T

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



7911 true 2925 1734.0176 1733.0087 1 0.94 190.11 44.17 95.9 (M:95.9) 1 1 0 R.HSNLVQLLGVIVEEK.S Dimethyl: 1, 15

7912 true 2925 1816.9553 1815.9556 1 -4.2 190.04 41.17 75.8 (M:75.8) 2 1 0 K.LFIGGLSFETTDESLR.S Dimethyl:2H(4): 1

7913 true 2926 1742.0677 1741.0589 1 0.86 215.75 44.17 99.3 (M:99.3) 1 1 0 R.HSNLVQLLGVIVEEK.S Dimethyl:2H(4): 1, 15

7914 true 2926 1828.0335 1827.0254 1 0.45 171.48 42.83 77.9 (M:77.9) 1 1 0 R.QVALVGQEPVLFSGSIR.D Dimethyl: 1

7915 true 2927 1832.0595 1831.0505 1 0.95 205.34 42.83 73.0 (M:73.0) 1 1 0 R.QVALVGQEPVLFSGSIR.D Dimethyl:2H(4): 1



7916 true 2927 2396.2869 2395.2897 1 -4.18 121.25 45.5 54.1 (M:54.1) 1 1 0 K.SLASTSLEEIQAFIASQNVISR.L Dimethyl:2H(4): 1

7917 false 2928 1054.6332 1053.6121 1 13.19 251.91 39.17 16.8 (M:16.8) 1 5 1 K.DKNTLFTR.I
Dimethyl:2H(4): 2; 
Dimethyl: 1

7918 true 2928 1054.6332 1053.6223 1 3.5 198.54 39.17 37.1 (M:37.1) 2 1 0 K.YTILLFTR.A Dimethyl: 1

7919 false 2932 1554.8798 1553.8501 1 14.46 157.52 40.67 23.1 (M:23.1) 1 2 1 R.RHPEFSIQLIMR.I Dimethyl: 1

7920 true 2932 1554.8798 1553.8727 1 -0.11 144.33 40.67 63.4 (M:63.4) 1 1 0 K.GSELQLPFQACLK.V
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 13



7921 true 2933 2009.0423 2008.0412 1 -3.04 119.72 45.83 82.8 (M:82.8) 2 1 1 -.MNVEHEISLLVEEIRR.L Acetyl: 1

7922 true 2934 2260.3834 2259.3694 1 2.99 234.37 44.17 50.3 (M:50.3) 1 1 1 K.SREIFLSQPILLELEAPLK.I Dimethyl:2H(4): 1, 19

7923 true 2934 2260.3834 2259.3694 1 2.99 234.37 44.17 50.3 (M:50.3) 1 1 1 K.SREIFLSQPILLELEAPLK.I Dimethyl:2H(4): 1, 19

7924 true 2935 1213.7524 1212.7442 1 0.75 89.18 42.83 66.7 (M:66.7) 1 1 0 K.TAVETAVLLLR.I Dimethyl: 1

7925 false 2935 1213.7524 1212.7693 1 -19.98 137.91 42.83 20.6 (M:20.6) 1 5 1 M.SPKITTELLK.Q Dimethyl: 1, 3, 10



7926 true 2935 1250.733 1249.7111 1 11.67 200.41 39 51.8 (M:51.8) 1 1 0 R.FPPVVFYTPK.E Dimethyl: 1, 10

7927 false 2936 1217.7763 1216.7543 1 12.04 61.91 43 18.6 (M:18.6) 1 5 1 K.VKAYLLELIR.R

7928 true 2936 1217.7763 1216.7693 1 -0.22 87.43 43 56.3 (M:56.3) 1 1 0 K.TAVETAVLLLR.I Dimethyl:2H(4): 1

7929 false 2936 1217.7763 1216.7944 1 -20.88 96.76 43 20.5 (M:20.5) 1 77.78 3 1 M.SPKITTELLK.Q
Dimethyl:2H(4): 3; 
Dimethyl: 1, 10

7930 true 2937 1330.7697 1329.7417 1 15.59 161.23 39 32.8 (M:32.8) 1 1 0 -.MFLYNLTLQR.A Dimethyl:2H(4): 1



7931 true 2937 1774.9756 1773.9716 1 -1.81 168.85 40.67 28.4 (M:28.4) 2 1 0 R.INSAPQQIEVFPPFR.L Dimethyl:2H(4): 1

7932 true 2937 2720.4997 2719.503 1 -3.89 164.35 45.83 103.2 (M:103.2) 2 1 1
R.INALTAASEAACLIVSVDETIKN
PR.S

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 22

7933 false 2938 1290.7706 1289.7744 1 -8.59 279.12 42.83 16.6 (M:16.6) 1 50.29 8 1 R.KVLSDAIEIDK.E
Dimethyl:2H(4): 1; 
Dimethyl: 1

7934 true 2938 1290.7706 1289.7595 1 2.98 133.16 42.83 41.0 (M:41.0) 1 1 0 K.FLSAVSAVLAEK.Y Dimethyl: 1, 12

7935 true 2938 2680.49 2679.4757 1 2.63 152.36 44.33 70.3 (M:70.3) 1 1 1
K.VLNEAVGALMYHTITLTREDLE
K.F Dimethyl:2H(4): 1, 23



7936 false 2939 1308.8291 1307.7912 1 23.35 374.59 43 17.9 (M:17.9) 1 2 1 R.SMFSDKQLIK.L
Dimethyl:2H(4): 1, 6, 10; 
Oxidation: 2

7937 true 2939 1308.8291 1307.8177 1 3.15 207.74 43 71.3 (M:71.3) 5 1 0 K.ELLLQPVIISR.N Dimethyl: 1

7938 true 2942 1469.8007 1468.7832 1 6.96 433.08 39.17 19.0 (M:19.0) 1 1 0 K.SVLFVCLGNICR.S
Carbamidomethyl: 6, 
11; Dimethyl:2H(4): 1

7939 true 2944 1495.8789 1494.8599 1 7.83 254.61 39.17 55.9 (M:55.9) 2 1 1 K.IKYPENFFLLR.G Dimethyl: 1, 2

7940 true 2944 1495.8789 1494.8599 1 7.83 254.61 39.17 55.9 (M:55.9) 2 1 1 K.IKYPENFFLLR.G Dimethyl: 1, 2



7941 true 2945 1503.9241 1502.9101 1 4.51 278.14 39.17 54.0 (M:54.0) 2 1 1 K.IKYPENFFLLR.G Dimethyl:2H(4): 1, 2

7942 true 2945 1503.9241 1502.9101 1 4.51 278.14 39.17 54.0 (M:54.0) 2 1 1 K.IKYPENFFLLR.G Dimethyl:2H(4): 1, 2

7943 true 2945 2647.4263 2646.4145 1 1.73 120.84 40.83 81.2 (M:81.2) 1 1 0
R.AGGAGIPAFYTSTGYGTLVQE
GGAPIK.Y Dimethyl:2H(4): 1, 27

7944 false 2947 1534.8097 1533.7709 1 20.58 221.28 43 15.5 (M:15.5) 2 7 1 R.GASGSEDIKVMEQK.L Dimethyl: 1, 14

7945 true 2947 1534.8097 1533.7973 1 3.32 161.82 43 77.0 (M:77.0) 2 1 0 R.AQFEQLCAALLSR.V
Carbamidomethyl: 7; 
Dimethyl: 1



7946 true 2948 1558.7739 1557.7616 1 3.24 140.43 43 55.0 (M:55.0) 1 1 0 K.FYGPEGPYGIFAGR.D Dimethyl: 1

7947 true 2949 1562.8004 1561.7867 1 4.13 170.68 43 67.6 (M:67.6) 1 1 0 K.FYGPEGPYGIFAGR.D Dimethyl:2H(4): 1

7948 false 2949 1562.8004 1561.7599 1 21.29 189.57 43 16.4 (M:16.4) 1 2 0 K.NNVAFMSYFLQGK.L
Oxidation: 6; Dimethyl: 
13

7949 true 2950 1598.9614 1597.9494 1 2.94 141.48 42.83 60.5 (M:60.5) 1 1 0 R.QVAVVPQEPLLFAR.S Dimethyl:2H(4): 1

7950 true 2951 1319.7816 1318.7798 1 -4.19 184.94 41.83 54.2 (M:54.2) 2 1 0 K.LEDILPLAFTR.L Dimethyl:2H(4): 1



7951 true 2951 1652.9461 1651.9331 1 3.45 167.63 42.83 46.7 (M:46.7) 1 1 0 K.LLGCGELPIVTPSLR.A
Carbamidomethyl: 4; 
Dimethyl: 1

7952 true 2953 1416.7812 1415.7773 1 -2.34 199.54 41.67 92.7 (M:92.7) 2 1 0 K.LDNLVAIFDVNR.L Dimethyl: 1

7953 false 2954 1212.6674 1211.6443 1 12.99 128.46 47 16.6 (M:16.6) 1 4 1 R.IMKEEDMTK.V
Dimethyl:2H(4): 3; 
Dimethyl: 1, 9

7954 true 2956 1839.9787 1838.9673 1 2.25 223.97 43 101.8 (M:101.8) 3 1 0 K.ACANPANGSVILLENLR.F
Carbamidomethyl: 2; 
Dimethyl: 1

7955 true 2956 2305.2676 2304.2605 1 -0.09 166.48 44.5 59.4 (M:59.4) 1 1 0 K.ALAPTWEQLALAFEHSETVK.I Dimethyl:2H(4): 1, 20



7956 false 2957 1844.0036 1842.984 1 6.71 360.32 43 24.6 (M:24.6) 1 2 0 R.RPPPAGGPEEEAEKPVK.T Dimethyl: 14, 17

7957 true 2957 2353.3612 2352.3582 1 -1.81 143.95 44.33 90.6 (M:90.6) 1 1 1 R.GSAAAIIVYDITKEETFSTLK.N
Dimethyl:2H(4): 1, 13, 
21

7958 true 2958 1359.7925 1358.7894 1 -3.08 243.27 41 79.1 (M:79.1) 1 1 0 K.AELGSVALPAIMR.T Dimethyl:2H(4): 1

7959 true 2959 1092.6727 1091.659 1 5.81 264.62 39.17 46.6 (M:46.6) 1 1 0 K.STLINTLFK.S Dimethyl: 1, 9

7960 true 2959 1985.924 1984.9281 1 -5.71 114.82 41.67 70.4 (M:70.4) 2 1 0 K.YVPPPFNPDMFSFDEK.L Dimethyl: 1, 16



7961 true 2959 2385.3412 2384.3337 1 0.09 148.62 44.5 60.0 (M:60.0) 1 1 1
K.VAHALAEGLGVIACIGEKLDER.
E

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 18

7962 true 2960 1390.8016 1389.7918 1 1.79 323.61 41.33 107.2 (M:107.2) 6 1 0 R.ASGQAFELILGPR.S Dimethyl:2H(4): 1

7963 true 2961 1406.8128 1405.8305 1 -17.73 239.85 41 19.5 (M:19.5) 1 1 0 K.IGLIQFCLSAPK.T

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1; 
Dimethyl: 12

7964 true 2961 2125.0972 2124.1038 1 -6.49 157.22 42.83 42.8 (M:42.8) 1 1 0 K.IPGMLIIDTPGHESFSNLR.N Dimethyl: 1

7965 true 2963 2139.0537 2138.0404 1 2.82 191.8 43.17 162.1 (M:162.1) 1 1 0
R.YIELFLNSTAGGGSGMGGYGR.
D Dimethyl:2H(4): 1



7966 false 2965 1856.0674 1855.0666 1 -3.51 186.76 44.67 19.4 (M:19.4) 1 57.2 2 1 R.AIEKLSVEALGSLGGDLK.G Dimethyl: 4, 18

7967 true 2966 2595.5266 2594.4845 1 13.43 158.25 43 28.5 (M:28.5) 1 87.19 1 0
R.VETGVLKPGMVVTFAPVNVTT
EVK.S

Dimethyl:2H(4): 1, 24; 
Oxidation: 10

7968 true 2967 2031.209 2030.2016 1 0.09 159.2 44.83 128.4 (M:128.4) 1 1 1 K.NAPAIIFIDELDAIAPKR.E Dimethyl:2H(4): 1, 17

7969 true 2967 2599.478 2598.4706 1 0.03 187.58 43 101.2 (M:101.2) 2 1 0
R.VETGVLKPGMVVTFAPVNVTT
EVK.S Dimethyl: 1, 7, 24

7970 true 2968 2039.0972 2038.0881 1 0.89 184.28 44.67 81.6 (M:81.6) 1 1 0 R.CDAIVDIIHGIQIVSTTR.E
Carbamidomethyl: 1; 
Dimethyl: 1



7971 true 2969 2043.1209 2042.1132 1 0.2 178.64 44.67 126.5 (M:126.5) 1 1 0 R.CDAIVDIIHGIQIVSTTR.E
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

7972 true 2970 1403.7636 1402.7465 1 6.98 278.73 39.17 29.8 (M:29.8) 2 1 0 K.FTVLLMPNGPMR.I Dimethyl: 1

7973 true 2971 2654.3271 2653.3298 1 -3.74 160.31 42 76.1 (M:76.1) 2 1 1
K.SLDLFNCEVTNLNDYRENVFK.
L

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 21

7974 true 2973 1629.8946 1628.8749 1 7.67 189.44 39.17 23.5 (M:23.5) 1 1 0 R.AIFMIPTNPPPTFR.K Dimethyl: 1

7975 true 2973 1843.999 1842.9924 1 -0.37 253.29 41.17 101.6 (M:101.6) 4 1 0 K.ACANPANGSVILLENLR.F
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



7976 false 2974 1110.5966 1109.6089 1 -17.64 275.02 44.83 18.6 (M:18.6) 4 64.32 3 1 R.MLKQMLFR.Y
Oxidation: 5; Dimethyl: 
3

7977 true 2974 1493.7918 1492.7926 1 -5.38 96.36 42 64.8 (M:64.8) 2 1 0 K.EYLPIAGLADFTR.A Dimethyl: 1

7978 true 2975 1153.6284 1152.623 1 -1.54 385.85 43.17 46.8 (M:46.8) 1 1 0 R.EQGVLSFWR.G Dimethyl:2H(4): 1

7979 true 2975 1153.6284 1152.623 1 -1.54 385.85 43.17 46.8 (M:46.8) 1 1 0 K.EQGVLSFWR.G Dimethyl:2H(4): 1

7980 true 2976 1699.9123 1698.9152 1 -5.97 180.2 42.17 85.7 (M:85.7) 2 1 0 K.GLGTDEGAIIEVLTQR.S Dimethyl: 1



7981 true 2976 1874.0497 1873.039 1 1.84 206 41.17 46.1 (M:46.1) 1 1 0 R.IEINFPAEYPFKPPK.I Dimethyl: 1, 12, 15

7982 true 2977 1886.1216 1885.1143 1 0.01 205.97 41 39.0 (M:39.0) 2 1 0 R.IEINFPAEYPFKPPK.I
Dimethyl:2H(4): 1, 12, 
15

7983 false 2977 1995.162 1994.1234 1 15.67 226.68 39.17 18.3 (M:18.3) 1 2 0 K.VGGILVMPIEDQLTQILR.T

7984 false 2980 1261.7525 1260.7703 1 -19.9 314.96 43.17 21.1 (M:21.1) 1 6 1 K.VRSSGEIVQVK.V
Dimethyl:2H(4): 1; 
Dimethyl: 11

7985 true 2980 1261.7525 1260.7442 1 0.84 174.01 43.17 90.5 (M:90.5) 3 1 0 R.IFGVTTLDIVR.A Dimethyl: 1



7986 false 2980 1261.7525 1260.7442 1 0.84 217.53 43.17 22.4 (M:22.4) 1 5 1 K.IFKSQGAALDK.Y Dimethyl: 1, 3, 11

7987 false 2982 1270.7709 1269.7557 1 6.21 171.22 43 16.3 (M:16.3) 1 2 1 R.KQTLLHYLVR.V

7988 true 2983 1144.7276 1143.7177 1 2.29 339.63 39.33 29.4 (M:29.4) 1 1 0 K.TCLLIVFSK.D
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 9

7989 true 2983 1144.7276 1143.7177 1 2.29 339.63 39.33 29.4 (M:29.4) 1 1 0 K.TCLLIVFSK.D
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 9

7990 true 2983 2139.1529 2138.1484 1 -1.28 146.65 41 75.1 (M:75.1) 1 1 0
K.AQFGQPEILLGTIPGAGGTQR.
L Dimethyl: 1



7991 true 2984 2143.1837 2142.1735 1 1.36 175.88 41 149.1 (M:149.1) 2 1 0
K.AQFGQPEILLGTIPGAGGTQR.
L Dimethyl:2H(4): 1

7992 true 2986 1386.7767 1385.7667 1 1.93 206.59 43.17 68.5 (M:68.5) 3 1 0 R.ASGQAFELILGPR.S Dimethyl: 1

7993 true 2987 1231.7333 1230.7175 1 6.93 131.66 39.33 27.5 (M:27.5) 1 1 0 K.VIQALWQWR.Q Dimethyl:2H(4): 1

7994 true 2992 1767.9373 1766.9455 1 -8.75 132.95 42.33 64.3 (M:64.3) 2 1 0 R.EFSITDVVPYSITLR.W Dimethyl: 1

7995 true 2999 1524.778 1523.7773 1 -4.3 169.84 42.67 65.5 (M:65.5) 2 1 0 R.FDGLLGFPGGFVDR.R Dimethyl: 1



7996 true 2999 2211.2371 2210.2254 1 1.98 200.54 44.83 52.7 (M:52.7) 1 1 1
R.ALGTAAKEDALELMMQVVTR.
H Dimethyl:2H(4): 1, 7

7997 true 3000 1710.066 1709.0491 1 5.63 193.33 39.5 49.4 (M:49.4) 2 1 0 K.LSIVGLADFAPGKPLK.C Dimethyl: 1, 13, 16

7998 true 3000 2135.0249 2134.0153 1 1.08 164.72 43.17 75.9 (M:75.9) 1 1 0
R.YIELFLNSTAGGGSGMGGYGR.
D Dimethyl: 1

7999 true 3001 1722.1446 1721.1244 1 7.5 180.81 39.5 75.9 (M:75.9) 2 1 0 K.LSIVGLADFAPGKPLK.C
Dimethyl:2H(4): 1, 13, 
16

8000 true 3001 2143.1576 2142.1262 1 11.27 150.49 42.33 15.2 (M:15.2) 1 1 1 K.TGYNASIVFHTKPFYGGKK.H Dimethyl: 19



8001 true 3001 2181.2393 2180.2279 1 1.88 140.46 43 33.1 (M:33.1) 1 1 0 R.VLIVSEDPALPYMRPPLSK.E Dimethyl: 1, 19

8002 true 3003 2351.3552 2350.3562 1 -3.53 116.84 42.33 29.9 (M:29.9) 1 1 0
R.LTPGPPPGVAADPDALPALLPA
LR.A Dimethyl:2H(4): 1

8003 true 3004 2437.233 2436.2325 1 -2.8 145.21 42.5 91.7 (M:91.7) 2 1 0 R.FDGALNVDLTEFQTNLVPYPR.I Dimethyl: 1

8004 true 3004 2437.233 2436.2325 1 -2.8 145.21 42.5 91.7 (M:91.7) 2 1 0 R.FDGALNVDLTEFQTNLVPYPR.I Dimethyl: 1

8005 true 3004 2437.233 2436.2325 1 -2.8 145.21 42.5 91.7 (M:91.7) 2 1 0 R.FDGALNVDLTEFQTNLVPYPR.I Dimethyl: 1



8006 true 3005 2441.2593 2440.2576 1 -2.29 159.75 42.5 136.7 (M:136.7) 2 1 0 R.FDGALNVDLTEFQTNLVPYPR.I Dimethyl:2H(4): 1

8007 true 3005 2441.2593 2440.2576 1 -2.29 159.75 42.5 136.7 (M:136.7) 2 1 0 R.FDGALNVDLTEFQTNLVPYPR.I Dimethyl:2H(4): 1

8008 true 3005 2441.2593 2440.2576 1 -2.29 159.75 42.5 136.7 (M:136.7) 2 1 0 R.FDGALNVDLTEFQTNLVPYPR.I Dimethyl:2H(4): 1

8009 true 3006 2189.2914 2188.2781 1 2.73 182.59 41.17 46.8 (M:46.8) 2 1 0 R.VLIVSEDPALPYMRPPLSK.E Dimethyl:2H(4): 1, 19

8010 true 3008 2284.3618 2283.3513 1 1.43 118.64 45 130.2 (M:130.2) 1 1 1 R.VLTVTAIKEDLMTALQEANK.G Dimethyl:2H(4): 1, 8, 20



8011 true 3009 1946.9876 1945.9898 1 -4.84 162.41 42.67 101.9 (M:101.9) 2 1 0 R.ATENDIANFFSPLNPIR.V Dimethyl: 1

8012 true 3009 2059.2714 2058.2313 1 15.9 128.96 39.33 31.1 (M:31.1) 1 1 0 R.ALLLLNVPGVAENRPSVLR.G Dimethyl: 1

8013 true 3010 1951.0106 1950.0149 1 -5.93 124.98 42.67 132.2 (M:132.2) 2 1 0 R.ATENDIANFFSPLNPIR.V Dimethyl:2H(4): 1

8014 true 3010 2063.2968 2062.2565 1 16.02 216.95 39.33 31.6 (M:31.6) 1 1 0 R.ALLLLNVPGVAENRPSVLR.G Dimethyl:2H(4): 1

8015 false 3012 1301.7639 1300.7792 1 -17.33 327.4 45.17 26.8 (M:26.8) 3 2 0 K.LETDPLILIDK.S Dimethyl:2H(4): 11



8016 false 3012 2029.0212 2028.0245 1 -5.21 189.66 42.67 16.4 (M:16.4) 2 2 1 R.ARDQGPNVCALQQVMGTK.K
Carbamidomethyl: 9; 
Dimethyl: 1, 18

8017 true 3012 2029.0212 2028.0254 1 -5.69 149.51 42.67 90.3 (M:90.3) 2 1 0 R.ATENDIYNFFSPLNPVR.V Dimethyl:2H(4): 1

8018 true 3013 1149.6038 1148.5978 1 -1.16 371.58 43.17 40.6 (M:40.6) 1 1 0 K.EQGVLSFWR.G Dimethyl: 1

8019 true 3013 1149.6038 1148.5978 1 -1.16 371.58 43.17 40.6 (M:40.6) 1 1 0 R.EQGVLSFWR.G Dimethyl: 1

8020 true 3015 1081.6418 1080.6332 1 1.23 215.73 39.67 25.1 (M:25.1) 1 1 0 R.YLTVAAIFR.G Dimethyl: 1



8021 true 3016 1085.6664 1084.6583 1 0.81 305.81 39.67 37.6 (M:37.6) 1 1 0 R.YLTVAAIFR.G Dimethyl:2H(4): 1

8022 true 3018 1265.7784 1264.7693 1 1.47 156.58 41.33 85.5 (M:85.5) 3 1 0 R.IFGVTTLDIVR.A Dimethyl:2H(4): 1

8023 true 3018 1294.6849 1293.6717 1 4.51 197.87 43.33 40.7 (M:40.7) 2 1 0 R.DFTPSGIVGAFR.R Dimethyl: 1

8024 true 3018 1491.8194 1490.8167 1 -3.05 146.66 45.33 113.0 (M:113.0) 1 1 0 K.CANLFEALVGTLK.A
Carbamidomethyl: 1; 
Dimethyl: 1, 13

8025 true 3019 1346.7744 1345.769 1 -1.34 215.82 43.17 49.4 (M:49.4) 1 1 0 R.IGLDLAALNMQR.G Dimethyl:2H(4): 1



8026 false 3019 1346.7744 1345.7391 1 20.83 132.15 43.17 15.6 (M:15.6) 1 6 0 K.IDRPEAISEEK.L
Dimethyl:2H(4): 1; 
Dimethyl: 11

8027 true 3022 1316.7827 1315.7652 1 7.77 290.25 39.83 57.6 (M:57.6) 2 1 0 R.LLIVYPWTQR.F Dimethyl: 1

8028 true 3029 1723.9647 1722.9501 1 4.26 238.49 39.67 41.5 (M:41.5) 2 1 0 K.CPSIAAAIAAVNALHGR.W
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

8029 true 3029 3415.7875 3414.7978 1 -5.14 75.13 45.67 71.9 (M:71.9) 1 99.86 1 1
K.AFAMIIDKLEEDISSSMTNSTA
ASRPPVTLR.L Dimethyl:2H(4): 1, 8

8030 true 3032 2236.1603 2235.1569 1 -1.73 198.35 44.17 149.6 (M:149.6) 1 1 0
K.YVAAISSGSVPCVESAVTALAR.
A

Carbamidomethyl: 12; 
Dimethyl: 1



8031 true 3034 810.4702 809.4508 1 14.95 562.04 43.33 20.1 (M:20.1) 1 1 1 K.AGDRVHK.D Dimethyl: 1

8032 false 3034 810.4702 809.4687 1 -7.19 332.55 43.33 15.8 (M:15.8) 1 2 1 R.KLAFEF.- Dimethyl: 1, 1

8033 true 3036 939.558 938.5527 1 -2.12 130.79 43.5 46.0 (M:46.0) 2 1 0 K.FLPLFDR.V Dimethyl:2H(4): 1

8034 false 3037 1056.6396 1055.6339 1 -1.46 255.43 43.33 15.3 (M:15.3) 1 5 1 R.LREEQLLK.E Dimethyl: 8

8035 true 3037 1939.2452 1938.2406 1 -1.36 116.93 45.67 123.6 (M:123.6) 1 1 1 R.ILSISADIETIGEILKK.I
Dimethyl:2H(4): 1, 16, 
17



8036 true 3037 2102.3288 2101.3126 1 4.25 148.93 41.33 99.1 (M:99.1) 1 1 0 R.VDTVIKPLLVQPGGILVEK.A Dimethyl: 1, 6, 19

8037 true 3042 1209.7914 1208.7807 1 2.9 135.64 39.67 33.9 (M:33.9) 1 1 0 K.VMPLIIQGFK.D Dimethyl:2H(4): 1, 10

8038 true 3042 1987.0002 1986.0058 1 -6.5 155.88 42.83 91.7 (M:91.7) 3 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl: 1

8039 true 3042 1987.0002 1986.0058 1 -6.5 155.88 42.83 91.7 (M:91.7) 3 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl: 1

8040 true 3042 1987.0002 1986.0058 1 -6.5 155.88 42.83 91.7 (M:91.7) 3 1 0 K.GHYTEGAELVDSVLDVVR.K Dimethyl: 1



8041 true 3046 1298.6959 1297.6968 1 -6.32 163.84 43.33 33.7 (M:33.7) 1 1 0 R.DFTPSGIVGAFR.R Dimethyl:2H(4): 1

8042 true 3049 1450.7788 1449.7707 1 0.6 350.82 43.5 49.8 (M:49.8) 1 1 1 R.FFVDRDGFLFR.Y Dimethyl:2H(4): 1

8043 true 3050 1486.8103 1485.8014 1 1.13 162.26 43.5 66.9 (M:66.9) 1 1 0 K.LTVPFLEQCPVR.G
Carbamidomethyl: 9; 
Dimethyl: 1

8044 false 3050 1486.8103 1485.8341 1 -20.86 159.87 43.5 15.8 (M:15.8) 1 3 1 R.LTDKHQSIEEAK.S
Dimethyl:2H(4): 4; 
Dimethyl: 1, 12

8045 true 3051 1490.8325 1489.8265 1 -0.84 144.54 43.5 60.5 (M:60.5) 2 1 0 K.LTVPFLEQCPVR.G
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



8046 true 3052 1379.9088 1378.9039 1 -1.78 214.69 39.67 36.7 (M:36.7) 1 1 0 R.LVTLPVSFAQLK.L Dimethyl:2H(4): 1, 12

8047 true 3056 1594.0082 1592.9916 1 5.89 224.36 39.67 28.3 (M:28.3) 1 1 0 K.LQGILNSAPLLLPGR.H Dimethyl:2H(4): 1

8048 true 3058 2046.0068 2044.9953 1 2.06 114.89 43.5 105.5 (M:105.5) 2 1 0 M.SVPAFIDITEEDQAAELR.A Acetyl: 1

8049 true 3059 1821.065 1820.0575 1 0.11 191.59 39.67 42.5 (M:42.5) 1 1 0 K.VSYFPTVPGVYIVSTK.F Dimethyl:2H(4): 1, 16

8050 true 3060 2512.2337 2511.2278 1 -0.58 174.76 43.33 196.1 (M:196.1) 2 1 0 K.DFSALESQLQDTQELLQEETR.L Dimethyl:2H(4): 1



8051 false 3061 1168.6738 1167.6835 1 -14.49 43.67 15.2 (M:15.2) 1 3 1 K.ISLMKSSNLK.I
Dimethyl:2H(4): 5; 
Oxidation: 4

8052 true 3063 2480.3872 2479.3839 1 -1.59 148.33 43.5 93.4 (M:93.4) 3 1 1 R.KPEELKDLAPGTNPPFLLFNR.E Dimethyl: 1, 1, 6

8053 true 3064 2034.1608 2033.1431 1 5.13 137.2 41.33 76.8 (M:76.8) 2 1 0 R.ISLGLPVGAVINCADNTGAK.N
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 20

8054 true 3065 2560.257 2559.2366 1 5.14 161.21 43.5 30.7 (M:30.7) 1 1 0
R.GFGFVTYSSVEEVDAAMNARP
HK.V

Dimethyl:2H(4): 1; 
Oxidation: 17

8055 true 3067 2576.305 2575.2981 1 -0.15 183.8 43.5 76.0 (M:76.0) 1 1 0
R.GFGFVTYSSVEEVDAAMNARP
HK.V Dimethyl:2H(4): 1, 23



8056 true 3071 1195.6704 1194.6649 1 -1.44 97.92 43.67 59.1 (M:59.1) 2 1 0 K.ELYLFDVLR.A Dimethyl: 1

8057 true 3071 1235.784 1234.7689 1 6.27 134.02 39.83 40.9 (M:40.9) 1 1 0 K.LVLVNAIYFK.G Dimethyl: 1, 10

8058 false 3073 1255.6441 1254.6608 1 -19.14 77.77 43.67 15.9 (M:15.9) 1 2 0 R.DQLFSSLVYR.D Dimethyl: 1

8059 true 3074 1320.7632 1319.7489 1 5.34 180.22 43.67 59.7 (M:59.7) 2 1 0 R.AFITNIPFDVK.W Dimethyl: 1, 11

8060 true 3077 1351.7891 1350.7809 1 0.64 211.07 43.5 60.8 (M:60.8) 2 1 0 R.GAAGALLVYDITR.R Dimethyl:2H(4): 1



8061 true 3077 1949.0329 1948.0284 1 -1.41 81.61 43.83 55.5 (M:55.5) 2 1 0 R.YGPIVDVYVPLDFYTR.R Dimethyl:2H(4): 1

8062 true 3081 1482.826 1481.818 1 0.48 275.93 43.67 51.6 (M:51.6) 1 1 0 R.LAQLQDPFSLYR.C Dimethyl:2H(4): 1

8063 true 3081 1686.0081 1685.0009 1 -0.06 224.61 41.5 58.2 (M:58.2) 1 1 1 K.GLKDGVILCELMNK.L
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 3, 14

8064 true 3081 1854.0134 1853.0146 1 -4.56 167.81 43.83 111.2 (M:111.2) 2 1 0 K.DAVPDSLLGELTQQLAK.A Dimethyl: 1, 17

8065 true 3082 2460.4183 2459.4028 1 3.34 158.9 41.67 65.0 (M:65.0) 1 75.29 1 1 R.KPEELKDLAPGTNPPFLLFNR.E Dimethyl:2H(4): 1, 1



8066 true 3083 1528.8973 1527.8922 1 -1.48 138.52 44.33 67.6 (M:67.6) 1 1 0 K.SLELNPSNAVALLR.K Dimethyl:2H(4): 1

8067 true 3086 1386.6955 1385.698 1 -7.01 270.95 44.17 77.0 (M:77.0) 2 1 0 K.EDLYQLFGFAR.N Dimethyl: 1

8068 false 3086 1386.6955 1385.6827 1 3.99 315.61 44.17 18.5 (M:18.5) 1 4 0 R.EDLNYHDPTVK.H Dimethyl: 1, 11

8069 true 3088 2238.1765 2237.1882 1 -8.45 245.22 44.33 79.1 (M:79.1) 2 1 0 R.ALLELQLDPEELYQTFQR.I Dimethyl:2H(4): 1

8070 true 3093 2592.2896 2591.293 1 -4.13 159.89 43.5 35.2 (M:35.2) 1 1 0
R.GFGFVTYSSVEEVDAAMNARP
HK.V

Dimethyl:2H(4): 1, 23; 
Oxidation: 17



8071 true 3094 2606.2696 2605.2243 1 14.59 189.75 43.67 24.5 (M:24.5) 1 1 0
R.GFGFVTYSCVEEVDAAMSARP
HK.V

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1; 
Oxidation: 17

8072 true 3094 2862.4721 2861.4489 1 5.57 221.5 40.33 123.3 (M:123.3) 2 1 0
R.SGPFGQIFRPDNFVFGQSGAG
NNWAK.G Dimethyl:2H(4): 1, 26

8073 true 3094 2862.4721 2861.4489 1 5.57 221.5 40.33 123.3 (M:123.3) 2 1 0
R.SGPFGQIFRPDNFVFGQSGAG
NNWAK.G Dimethyl:2H(4): 1, 26

8074 true 3094 2862.4721 2861.4489 1 5.57 221.5 40.33 123.3 (M:123.3) 2 1 0
R.SGPFGQIFRPDNFVFGQSGAG
NNWAK.G Dimethyl:2H(4): 1, 26

8075 true 3095 1252.762 1251.7551 1 -0.29 127.67 41.67 32.6 (M:32.6) 1 1 0 R.GIIPLENLSIR.E Dimethyl: 1



8076 true 3095 2622.2958 2621.2858 1 1.05 203.6 43.67 107.0 (M:107.0) 1 1 0
R.GFGFVTYSCVEEVDAAMSARP
HK.V

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 23

8077 true 3096 1256.7854 1255.7802 1 -1.67 92.48 41.67 29.3 (M:29.3) 1 1 0 R.GIIPLENLSIR.E Dimethyl:2H(4): 1

8078 false 3097 1347.7676 1346.7795 1 -14.21 147.76 41.67 24.3 (M:24.3) 2 2 1 R.CYLLVHQAKR.L

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1; 
Dimethyl: 9

8079 true 3097 1347.7676 1346.7558 1 3.35 194.78 41.67 45.8 (M:45.8) 2 1 0 R.GAAGALLVYDITR.R Dimethyl: 1

8080 true 3102 1181.7109 1180.694 1 8.12 98.64 40 15.4 (M:15.4) 1 1 0 R.ALFAISCLVR.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



8081 true 3104 1166.6671 1165.6645 1 -4.01 330.77 43.67 21.5 (M:21.5) 1 1 0 R.SPVTFLSDLR.S Dimethyl:2H(4): 1

8082 true 3105 1503.8934 1502.896 1 -6.52 109.24 44.83 85.6 (M:85.6) 2 1 0 K.IYVDDGLISLLVK.E Dimethyl: 1, 13

8083 true 3108 1594.8957 1593.8673 1 13.22 222.95 40.83 77.9 (M:77.9) 1 1 0 R.VGPLMACLIGTQFR.N
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

8084 true 3114 1952.1029 1951.09 1 2.89 257.53 40 18.6 (M:18.6) 1 1 1 K.TPTLKSQPVEDMIGISR.I
Dimethyl:2H(4): 1, 5; 
Oxidation: 12

8085 true 3115 1590.8539 1589.8487 1 -1.29 152.47 43.67 41.0 (M:41.0) 1 1 0 K.LSCQPLLSLDNFK.L
Carbamidomethyl: 3; 
Dimethyl: 1, 13



8086 true 3115 1955.0638 1954.0346 1 11.21 144.27 40.33 77.8 (M:77.8) 2 1 0 K.VGLTNYAAAYCTGLLLAR.R
Carbamidomethyl: 11; 
Dimethyl: 1

8087 true 3116 1959.0829 1958.0597 1 8.09 170.39 40.17 100.1 (M:100.1) 2 1 0 K.VGLTNYAAAYCTGLLLAR.R
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

8088 true 3117 2408.5568 2407.5298 1 8.18 396.56 40 43.1 (M:43.1) 1 1 1 R.ALKDPNTFLFDHLLALKPVK.F
Dimethyl:2H(4): 1, 3, 17, 
20

8089 true 3126 2397.2343 2396.2274 1 -0.17 185.79 45 106.2 (M:106.2) 2 1 0
R.EVAAFAQFGSDLDAATQQLLN
R.G Dimethyl:2H(4): 1

8090 true 3126 2474.1583 2473.144 1 2.85 111.83 43.67 29.4 (M:29.4) 1 1 0
R.LVTSPCCIVTSTYGWTANMER.
I

Carbamidomethyl: 6, 7; 
Dimethyl: 1



8091 true 3127 2478.1788 2477.1691 1 0.98 134.83 43.67 30.8 (M:30.8) 1 1 0
R.LVTSPCCIVTSTYGWTANMER.
I

Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1

8092 true 3129 1395.8734 1394.8811 1 -10.76 214.94 40.17 40.2 (M:40.2) 1 1 0 K.LLPVYLNCVLK.S
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11

8093 true 3129 2638.2821 2637.2807 1 -2.22 329.15 43.67 41.1 (M:41.1) 1 1 0
R.GFGFVTYSCVEEVDAAMSARP
HK.V

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 23; 
Oxidation: 17

8094 true 3132 1773.8595 1772.8226 1 16.69 218.17 45.17 97.1 (M:97.1) 2 1 0 K.AMSIMNSFVNDIFER.L

8095 true 3136 2575.3588 2574.3519 1 -0.15 197.52 45.17 49.7 (M:49.7) 2 1 0 K.FVSISDLFAPTDLGTESQIFISR.T Dimethyl:2H(4): 1



8096 true 3138 2657.3473 2656.3323 1 2.91 201.57 45 94.2 (M:94.2) 2 1 0
R.NLSPYVSNELLEEAFSQFGPVE
R.A Dimethyl:2H(4): 1

8097 true 3141 1424.7574 1423.75 1 0.1 276.33 44 67.1 (M:67.1) 4 1 0 K.VEGFPTIYFAPR.D Dimethyl: 1

8098 true 3141 1949.0843 1948.0571 1 10.22 108.95 40.17 30.1 (M:30.1) 1 1 0 K.LGAVFNQVAFPLQYTPR.K Dimethyl: 1

8099 true 3141 1949.0843 1948.0571 1 10.22 108.95 40.17 30.1 (M:30.1) 1 1 0 K.LGAVFNQVAFPLQYTPR.K Dimethyl: 1

8100 true 3145 2078.1798 2077.1482 1 11.75 175.15 40.33 18.4 (M:18.4) 2 1 1 K.MSATFIGNSTAIQELFKR.I Dimethyl:2H(4): 1, 17



8101 true 3145 2078.1798 2077.1482 1 11.75 175.15 40.33 18.4 (M:18.4) 2 1 1 K.MSATFIGNSTAIQELFKR.I Dimethyl:2H(4): 1, 17

8102 false 3146 1151.6479 1150.6234 1 14.97 302.82 42 18.4 (M:18.4) 1 9 1 R.KGTDELYAVK.I Dimethyl: 10

8103 false 3147 1166.6766 1165.6747 1 -4.59 430.28 42.67 21.2 (M:21.2) 1 8 0 K.LQYEGIFIK.D Dimethyl: 1, 9

8104 true 3147 1166.6766 1165.6797 1 -8.91 388.17 42.67 36.0 (M:36.0) 1 1 0 R.AAFILPEFAR.K Dimethyl:2H(4): 1

8105 true 3148 1169.6496 1168.6492 1 -5.85 308.35 42.17 26.4 (M:26.4) 1 1 0 R.LPDPFTPNLK.V Dimethyl: 10



8106 false 3149 764.4527 763.4336 1 15.42 573.62 40.5 15.5 (M:15.5) 1 3 0 R.VMMIAK.K
Oxidation: 3; Dimethyl: 
1, 6

8107 true 3152 1228.7193 1227.7227 1 -8.68 126.02 42.5 75.4 (M:75.4) 1 1 0 R.GLALALFGGEPK.N Dimethyl: 1, 12

8108 true 3153 1106.7332 1105.7161 1 8.83 293.17 40.33 15.2 (M:15.2) 1 1 0 K.ITFLLQAIR.N Dimethyl:2H(4): 1

8109 true 3153 1136.6348 1135.6328 1 -4.64 308.34 44.67 60.1 (M:60.1) 3 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

8110 true 3153 1136.6348 1135.6328 1 -4.64 308.34 44.67 60.1 (M:60.1) 3 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1



8111 false 3153 1424.7556 1423.7671 1 -13.2 227.47 42.17 15.7 (M:15.7) 1 2 1 R.VEKTGHSGTLDPK.V Dimethyl: 1, 13

8112 true 3154 1148.6622 1147.639 1 13.91 263.97 44 27.8 (M:27.8) 3 1 0 R.DIVQFVPFR.Q Dimethyl: 1

8113 true 3155 1152.6584 1151.6641 1 -11.24 291.25 44 18.2 (M:18.2) 1 1 0 R.DIVQFVPFR.Q Dimethyl:2H(4): 1

8114 true 3161 1579.0242 1577.9996 1 10.94 218.77 40.33 74.7 (M:74.7) 2 1 0 R.YAVQLLTPANLLAK.I Dimethyl:2H(4): 1, 14

8115 true 3163 1428.7759 1427.7785 1 -6.86 262.73 45.17 51.8 (M:51.8) 1 1 0 R.ITDYAMALPFVR.Q Dimethyl:2H(4): 1



8116 true 3166 1552.8054 1551.8045 1 -4.11 153.78 44.17 63.2 (M:63.2) 2 1 0 R.VGNLGLATSFFNER.N Dimethyl: 1

8117 true 3166 1953.1113 1952.0822 1 11.21 198.27 40.33 37.9 (M:37.9) 1 1 0 K.LGAVFNQVAFPLQYTPR.K Dimethyl:2H(4): 1

8118 true 3166 1953.1113 1952.0822 1 11.21 198.27 40.33 37.9 (M:37.9) 1 1 0 K.LGAVFNQVAFPLQYTPR.K Dimethyl:2H(4): 1

8119 false 3169 1306.7426 1305.7417 1 -4.85 87.47 42.17 18.7 (M:18.7) 1 2 0 R.VGVPLQEFMVR.N Dimethyl:2H(4): 1

8120 true 3169 2274.2111 2273.1816 1 9.77 362.41 40.5 69.4 (M:69.4) 2 1 0
R.FFASFGNLSSPTAILGNPMVR.
A

Dimethyl:2H(4): 1; 
Oxidation: 19



8121 true 3170 1978.0326 1977.041 1 -7.95 158.56 45 99.9 (M:99.9) 1 1 0 R.HGDFFVGDAYLVLHTVR.R Dimethyl:2H(4): 1

8122 true 3171 1428.7807 1427.7751 1 -1.16 338.81 42.17 31.6 (M:31.6) 1 1 0 K.VEGFPTIYFAPR.D Dimethyl:2H(4): 1

8123 true 3171 1639.9189 1638.9192 1 -4.66 190.81 46 63.6 (M:63.6) 2 1 0 M.AELSEALLSVLPSIR.V Acetyl: 1

8124 true 3173 1101.651 1100.627 1 15.15 346.68 40.5 36.5 (M:36.5) 2 1 0 R.SFLQLYFK.N Dimethyl: 1, 8

8125 true 3173 1556.8319 1555.8296 1 -3.22 193.38 42.33 123.4 (M:123.4) 2 1 0 R.VGNLGLATSFFNER.N Dimethyl:2H(4): 1



8126 true 3174 1109.6944 1108.6772 1 8.89 319.37 40.5 51.1 (M:51.1) 2 1 0 R.SFLQLYFK.N Dimethyl:2H(4): 1, 8

8127 true 3175 1199.7175 1198.7012 1 7.55 121.3 40.67 30.8 (M:30.8) 1 1 0 R.ISNVFTLAFR.F Dimethyl:2H(4): 1

8128 false 3177 1179.58 1178.576 1 -2.85 154.26 44.33 18.4 (M:18.4) 1 2 0 R.YEGFFGLYR.G Dimethyl: 1

8129 true 3183 2065.1651 2064.1645 1 -3.21 182.93 42.33 37.1 (M:37.1) 1 1 1 R.AKDINQEVYNFLSTAGAK.Y Dimethyl:2H(4): 1, 2, 18

8130 true 3184 1638.9661 1637.9443 1 8.85 187.39 40.5 21.0 (M:21.0) 1 1 0 K.ANVVTLPVYLNFTR.A Dimethyl:2H(4): 1



8131 true 3186 1700.9975 1699.98 1 6.01 203.25 40.67 47.5 (M:47.5) 2 1 0 K.LYTLVTYVPVTTFK.G Dimethyl: 1, 14

8132 true 3187 1709.0486 1708.0303 1 6.48 176.75 40.67 72.7 (M:72.7) 1 1 0 K.LYTLVTYVPVTTFK.G Dimethyl:2H(4): 1, 14

8133 true 3188 990.6176 989.6161 1 -5.89 151.96 42.33 45.8 (M:45.8) 1 1 0 R.VDLIAYLK.D Dimethyl: 1, 8

8134 false 3191 1236.7726 1235.7791 1 -11.12 112.3 42.5 20.6 (M:20.6) 1 2 1 K.QLLALKAEYK.E
Dimethyl:2H(4): 1; 
Dimethyl: 10

8135 true 3191 1236.7726 1235.7729 1 -6.11 118 42.5 71.8 (M:71.8) 1 1 0 R.GLALALFGGEPK.N Dimethyl:2H(4): 1, 12



8136 true 3192 1849.0482 1848.0174 1 12.71 287.41 40.67 66.0 (M:66.0) 2 1 0 K.SNYNFEKPFLWLAR.K Dimethyl:2H(4): 1, 7

8137 true 3193 2173.3761 2172.3486 1 9.3 328.93 40.67 57.0 (M:57.0) 1 1 0 R.AIETLTGALFQRPPLIAAVK.R Dimethyl:2H(4): 1, 20

8138 true 3194 2041.0559 2040.0536 1 -2.44 77.75 44.33 36.5 (M:36.5) 1 1 0 K.LSSMIFIMPNHVEPLER.V Dimethyl: 1

8139 true 3195 3077.6929 3076.6458 1 12.94 194.41 44.33 92.0 (M:92.0) 1 1 0
R.HIADLAGNPEVILPVPAFNVIN
GGSHAGNK.L Dimethyl: 1, 30

8140 true 3196 3085.7451 3084.696 1 13.54 211.44 44.33 125.4 (M:125.4) 1 1 0
R.HIADLAGNPEVILPVPAFNVIN
GGSHAGNK.L Dimethyl:2H(4): 1, 30



8141 false 3198 976.582 975.5903 1 -15.88 213.61 43.33 22.5 (M:22.5) 4 3 0 R.ALTSSGVPGK.A
Dimethyl:2H(4): 1; 
Dimethyl: 10

8142 true 3198 1014.6127 1013.595 1 10.29 203.78 40.83 29.8 (M:29.8) 1 1 0 R.GFVFITFK.E Dimethyl: 1, 8

8143 true 3198 1161.706 1160.7067 1 -6.83 289.21 44.5 44.7 (M:44.7) 1 1 0 R.TQGLLSEILR.K Dimethyl:2H(4): 1

8144 false 3199 980.6055 979.6154 1 -17.45 129.28 42.67 26.3 (M:26.3) 1 3 1 R.EKLEELR.R Dimethyl:2H(4): 1, 2

8145 true 3200 1162.656 1161.6546 1 -5.04 321.5 42.67 36.0 (M:36.0) 1 1 0 R.AAFILPEFAR.K Dimethyl: 1



8146 true 3200 1216.7085 1215.6903 1 8.92 148.59 40.67 34.4 (M:34.4) 1 1 0 K.TYGVSFFLVK.E Dimethyl: 1, 10

8147 true 3201 1224.755 1223.7406 1 5.87 121.85 40.67 31.3 (M:31.3) 1 1 0 K.TYGVSFFLVK.E Dimethyl:2H(4): 1, 10

8148 false 3203 1313.7662 1312.7715 1 -9.54 188.54 42.5 15.4 (M:15.4) 1 2 1 R.LIDQQSNKLAK.D Dimethyl: 1, 11

8149 true 3203 1620.8492 1619.8283 1 8.46 170.71 41.33 25.2 (M:25.2) 1 1 0 R.LHFFMPGFAPLTSR.G

8150 true 3203 1620.8492 1619.8283 1 8.46 170.71 41.33 25.2 (M:25.2) 1 1 0 R.LHFFMPGFAPLTSR.G



8151 true 3203 1620.8492 1619.8283 1 8.46 170.71 41.33 25.2 (M:25.2) 1 1 0 R.LHFFMPGFAPLTSR.G

8152 true 3206 1358.7798 1357.7465 1 19.13 256.92 42.67 33.9 (M:33.9) 3 1 0 K.TVTAMDVVYALK.R
Dimethyl:2H(4): 12; 
Oxidation: 5

8153 true 3207 1843.9918 1842.9674 1 9.26 244.28 40.67 34.4 (M:34.4) 2 1 0 K.TCYMSAGTIPVPIVFR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

8154 true 3209 1682.8538 1681.8572 1 -6.33 188.23 42.5 55.9 (M:55.9) 1 1 0 K.GVCYLVLCEAAFPK.K
Carbamidomethyl: 3, 8; 
Dimethyl: 1, 14

8155 true 3210 1690.9105 1689.9074 1 -2.48 151.85 42.5 50.7 (M:50.7) 1 1 0 K.GVCYLVLCEAAFPK.K
Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1, 14



8156 false 3211 1421.7766 1420.745 1 17.16 208.84 44.5 15.8 (M:15.8) 1 4 0 R.IGIFTESEDVAGK.A Dimethyl: 1, 13

8157 true 3215 1554.9598 1553.9694 1 -10.85 185.34 44.5 42.5 (M:42.5) 1 1 0 R.VLLATLSIPITPER.T Dimethyl:2H(4): 1

8158 true 3215 2165.3313 2164.2984 1 11.84 188.24 40.67 19.1 (M:19.1) 1 1 0 R.AIETLTGALFQRPPLIAAVK.R Dimethyl: 1, 20

8159 true 3219 1288.7048 1287.7009 1 -2.66 167.81 42.67 36.5 (M:36.5) 1 1 0 K.VPDGMVGFIIGR.G Dimethyl: 1

8160 false 3220 1292.7243 1291.7472 1 -23.31 105.38 42.67 15.7 (M:15.7) 1 7 1 R.AMTKDNNLLGK.F
Dimethyl:2H(4): 4; 
Dimethyl: 1, 11



8161 false 3220 1292.7243 1291.7472 1 -23.31 105.38 42.67 15.7 (M:15.7) 1 7 1 R.AMTKDNNLLGK.F
Dimethyl:2H(4): 4; 
Dimethyl: 1, 11

8162 true 3220 1292.7243 1291.726 1 -6.97 204.55 42.67 61.9 (M:61.9) 1 1 0 K.VPDGMVGFIIGR.G Dimethyl:2H(4): 1

8163 true 3220 2244.205 2243.2068 1 -4.05 270.73 44.5 51.5 (M:51.5) 1 1 0 R.QLTVQMMQNPQILAALQER.L Dimethyl:2H(4): 1

8164 false 3225 976.5769 975.5654 1 4.26 161.73 45.17 21.8 (M:21.8) 2 3 1 R.LQWFAKR.C Dimethyl: 6

8165 false 3225 976.5769 975.5502 1 19.88 137.97 45.17 19.6 (M:19.6) 2 4 1 R.AKVEFNIR.K



8166 true 3227 1652.9051 1651.8847 1 7.98 329.2 41 110.8 (M:110.8) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl:2H(4): 1

8167 true 3227 1652.9051 1651.8847 1 7.98 329.2 41 110.8 (M:110.8) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl:2H(4): 1

8168 true 3227 1652.9051 1651.8847 1 7.98 329.2 41 110.8 (M:110.8) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl:2H(4): 1

8169 false 3227 1652.9051 1651.912 1 -8.55 420.99 41 15.1 (M:15.1) 1 4 0 R.LAETQEEISAEVAAK.A Dimethyl:2H(4): 1, 15

8170 true 3228 1226.6551 1225.6495 1 -1.42 157.92 45.17 59.7 (M:59.7) 2 1 0 K.YPENFFLLR.G Dimethyl: 1



8171 true 3228 1226.6551 1225.6495 1 -1.42 157.92 45.17 59.7 (M:59.7) 2 1 0 K.YPENFFLLR.G Dimethyl: 1

8172 true 3236 2238.3747 2237.3537 1 6.15 159.46 40.83 61.7 (M:61.7) 1 1 1
R.GANTIASAAADKIPGLLGVFQK
.L

Dimethyl:2H(4): 1, 12, 
22

8173 true 3238 1425.8032 1424.7966 1 -0.43 282.02 44.5 54.9 (M:54.9) 1 1 0 K.VLATTFDPFLGGR.N Dimethyl:2H(4): 1

8174 true 3241 1640.8121 1639.8068 1 -1.21 131.51 44.5 31.4 (M:31.4) 1 1 0 R.SIQFVDWCPTGFK.V
Carbamidomethyl: 8; 
Dimethyl: 1, 13

8175 true 3241 1640.8121 1639.8068 1 -1.21 131.51 44.5 31.4 (M:31.4) 1 1 0 R.SIQFVDWCPTGFK.V
Carbamidomethyl: 8; 
Dimethyl: 1, 13



8176 true 3242 1648.8591 1647.8571 1 -3.2 147.56 44.5 63.6 (M:63.6) 2 1 0 R.SIQFVDWCPTGFK.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 13

8177 true 3242 1648.8591 1647.8571 1 -3.2 147.56 44.5 63.6 (M:63.6) 2 1 0 R.SIQFVDWCPTGFK.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 13

8178 true 3243 1107.661 1106.6488 1 4.43 330.04 41.17 34.2 (M:34.2) 1 1 0 R.GYPTLLLFR.G Dimethyl: 1

8179 true 3243 1662.9316 1661.9654 1 -24.72 202.83 45.67 63.4 (M:63.4) 1 1 0 K.IPVDTYNNILTVLR.L Dimethyl:2H(4): 1

8180 true 3244 1111.6879 1110.6739 1 6.03 332.04 41.17 33.7 (M:33.7) 1 1 0 R.GYPTLLLFR.G Dimethyl:2H(4): 1



8181 true 3246 1791.9178 1790.9135 1 -1.64 129.36 44.5 59.8 (M:59.8) 1 1 0 R.SLQSLEASLHAMESTR.E Dimethyl:2H(4): 1

8182 true 3246 2339.1901 2338.198 1 -6.48 85.64 42.83 80.8 (M:80.8) 1 1 0
K.NNQFQALLQYADPMSAQHAK
.L Dimethyl:2H(4): 1, 20

8183 true 3248 1343.7771 1342.7621 1 5.74 254.74 41.17 22.2 (M:22.2) 1 1 0 R.YIFTMLSPLAR.L Dimethyl:2H(4): 1

8184 true 3248 1343.7771 1342.7621 1 5.74 254.74 41.17 22.2 (M:22.2) 1 1 0 R.YIFTMLSPLAR.L Dimethyl:2H(4): 1

8185 true 3249 969.54 968.5405 1 -8.07 75.16 44.67 20.7 (M:20.7) 1 1 0 R.FELFVMK.K Dimethyl: 1, 7



8186 true 3249 1132.6114 1131.6077 1 -3.1 286.84 43 51.8 (M:51.8) 3 1 0 K.IGFPWSEIR.N Dimethyl: 1

8187 true 3249 1132.6114 1131.6077 1 -3.1 286.84 43 51.8 (M:51.8) 3 1 0 K.IGFPWSEIR.N Dimethyl: 1

8188 true 3251 1163.5872 1162.5811 1 -1.06 362.5 43 43.8 (M:43.8) 1 1 0 R.GFAFVYFER.I Dimethyl: 1

8189 false 3254 1092.567 1091.54 1 18.05 274.38 45.5 16.3 (M:16.3) 1 50 6 0 K.HQYEGGVFK.I Dimethyl: 9

8190 true 3254 1092.567 1091.5692 1 -8.66 255.33 45.5 45.7 (M:45.7) 1 1 0 K.FGFYEVFK.I Dimethyl: 1, 8



8191 true 3260 1498.8588 1497.8555 1 -2.67 168.49 43 55.6 (M:55.6) 2 1 0 K.GVPTGFILPISDVR.A Dimethyl: 1

8192 true 3260 1664.8735 1663.8545 1 7.07 246.1 41 35.1 (M:35.1) 2 1 0 R.LHFFMPGFAPLTSR.G
Oxidation: 5; Dimethyl: 
1

8193 true 3260 1664.8735 1663.8545 1 7.07 246.1 41 35.1 (M:35.1) 2 1 0 R.LHFFMPGFAPLTSR.G
Oxidation: 5; Dimethyl: 
1

8194 true 3260 1664.8735 1663.8545 1 7.07 246.1 41 35.1 (M:35.1) 2 1 0 R.LHFFMPGFAPLTSR.G
Oxidation: 5; Dimethyl: 
1

8195 false 3261 1502.8835 1501.8919 1 -10.4 143.86 43 16.6 (M:16.6) 1 10 1 K.LWQQVTKAINNK.D
Dimethyl:2H(4): 1; 
Dimethyl: 12



8196 true 3261 1502.8835 1501.8806 1 -2.93 151.43 43 38.5 (M:38.5) 1 1 0 K.GVPTGFILPISDVR.A Dimethyl:2H(4): 1

8197 true 3262 1583.9062 1582.9083 1 -5.91 176.91 42.83 89.2 (M:89.2) 1 1 0 K.VPIENVLGQIGGGFK.V Dimethyl: 1, 15

8198 true 3262 1734.9682 1733.9415 1 11.22 218.42 41 29.5 (M:29.5) 1 1 0 R.VTFYQLSHFLQCK.E
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 13

8199 true 3263 1263.7569 1262.7536 1 -3.19 139.08 44.67 38.5 (M:38.5) 1 1 0 K.SGAYLIPLLER.L Dimethyl:2H(4): 1

8200 true 3265 1751.0455 1750.0459 1 -4.39 172.59 43 78.3 (M:78.3) 2 1 1 R.GFGFILFKEPGSVEK.V Dimethyl:2H(4): 1, 8, 15



8201 true 3271 1921.1028 1920.1044 1 -4.61 193.69 43 36.6 (M:36.6) 1 1 1 R.GGPNIITLADIVKDPVSR.T Dimethyl: 1, 13

8202 true 3272 1929.155 1928.1546 1 -3.56 127.95 43 50.1 (M:50.1) 2 1 1 R.GGPNIITLADIVKDPVSR.T Dimethyl:2H(4): 1, 13

8203 true 3276 1892.9284 1891.9284 1 -3.85 182.11 44.83 69.5 (M:69.5) 2 1 0 R.AVCMLSNTTAIAEAWAR.L
Carbamidomethyl: 3; 
Dimethyl: 1

8204 true 3276 1892.9284 1891.9284 1 -3.85 182.11 44.83 69.5 (M:69.5) 2 1 0 R.AVCMLSNTTAIAEAWAR.L
Carbamidomethyl: 3; 
Dimethyl: 1

8205 true 3276 1892.9284 1891.9284 1 -3.85 182.11 44.83 69.5 (M:69.5) 2 1 0 R.AVCMLSNTTAIAEAWAR.L
Carbamidomethyl: 3; 
Dimethyl: 1



8206 true 3276 2256.2372 2255.2475 1 -7.8 143.57 42.83 49.3 (M:49.3) 2 1 0 K.LGYAGNTEPQFIIPSCIAIK.E
Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 20

8207 false 3276 2256.2372 2255.2839 1 -23.93 245.03 42.83 21.5 (M:21.5) 1 60.27 2 1 K.SKELDSFCNPIIYKPKPK.I

Carbamidomethyl: 8; 
Dimethyl:2H(4): 2, 16; 
Dimethyl: 18

8208 true 3278 1336.8322 1335.7952 1 22.25 321.82 41.33 33.5 (M:33.5) 2 85.19 1 1 K.LEPVYTELGKK.Y
Dimethyl:2H(4): 1; 
Dimethyl: 11

8209 true 3281 1377.8263 1376.8152 1 2.75 343.16 41.5 23.2 (M:23.2) 1 1 0 K.VMVQPINLIFR.Y
Dimethyl:2H(4): 1; 
Oxidation: 2

8210 true 3282 1167.6138 1166.6062 1 0.24 412.07 43 23.4 (M:23.4) 1 1 0 R.GFAFVYFER.I Dimethyl:2H(4): 1



8211 true 3283 1384.8031 1383.7886 1 5.22 301.69 41.17 31.6 (M:31.6) 1 1 0 R.ALITFAGMIPYR.T Dimethyl:2H(4): 1

8212 true 3287 1658.9544 1657.9443 1 1.68 203.38 43 49.8 (M:49.8) 1 1 0 K.VVLAYEPVWAIGTGK.T Dimethyl: 1, 15

8213 true 3288 1345.7794 1344.8017 1 -21.96 173.38 45 21.2 (M:21.2) 1 1 0 R.GAVGALLVYDIAK.H Dimethyl: 1, 13

8214 false 3288 1345.7794 1344.7799 1 -5.78 178.3 45 15.3 (M:15.3) 1 2 1 K.EQLAKLMATLR.N
Oxidation: 7; Dimethyl: 
1, 5

8215 true 3288 1666.9834 1665.9945 1 -11.03 200.89 43 68.5 (M:68.5) 1 1 0 K.VVLAYEPVWAIGTGK.T Dimethyl:2H(4): 1, 15



8216 true 3290 1614.9164 1613.8963 1 7.89 225.79 41.33 39.9 (M:39.9) 1 1 0 R.INMPIPTFASLNLR.E Dimethyl: 1

8217 false 3290 1614.9164 1613.9253 1 -10.06 294.16 41.33 15.0 (M:15.0) 1 3 1 K.GQARYPINSVNVLK.A Dimethyl: 1, 14

8218 true 3290 1680.9798 1679.9887 1 -9.62 164.75 43.17 33.7 (M:33.7) 1 1 1 K.GSIFAVFDSVESAKK.F
Dimethyl:2H(4): 1, 14, 
15

8219 true 3291 1618.9275 1617.9214 1 -0.76 285.74 41.17 41.0 (M:41.0) 1 1 0 R.INMPIPTFASLNLR.E Dimethyl:2H(4): 1

8220 true 3296 1825.0464 1824.0509 1 -6.45 188.42 45 107.9 (M:107.9) 6 1 0 K.ALESPERPFLAILGGAK.V Dimethyl: 1, 17



8221 true 3297 1963.2239 1962.2179 1 -0.67 152.02 41.17 28.6 (M:28.6) 2 77.85 1 0 K.VTIAQGGVLPNIQAVLLPK.K Dimethyl:2H(4): 19

8222 true 3299 1974.0119 1973.0159 1 -5.72 102.64 45 72.3 (M:72.3) 1 1 0 R.HGDFFVGDAYLVLHTVR.R Dimethyl: 1

8223 true 3302 2163.1113 2162.1154 1 -5.23 167.47 44.83 92.4 (M:92.4) 4 1 0 R.GITNLCVIGGDGSLTGANLFR.E
Carbamidomethyl: 6; 
Dimethyl: 1

8224 true 3305 2248.1834 2247.1973 1 -9.42 172.74 44.83 49.2 (M:49.2) 1 1 0 K.LGYAGNTEPQFIIPSCIAIK.E
Carbamidomethyl: 16; 
Dimethyl: 1, 20

8225 true 3306 970.5799 969.5688 1 3.92 172.26 41.33 24.5 (M:24.5) 1 1 0 R.GFGFVLFK.D Dimethyl: 1, 8



8226 false 3309 1124.7411 1123.7329 1 0.8 488.54 41.67 16.0 (M:16.0) 1 6 1 K.VKPELINKK.L Dimethyl: 1, 2

8227 true 3311 1230.674 1229.6747 1 -6.44 142.62 45.17 25.1 (M:25.1) 2 1 0 K.YPENFFLLR.G Dimethyl:2H(4): 1

8228 true 3311 1230.674 1229.6747 1 -6.44 142.62 45.17 25.1 (M:25.1) 2 1 0 K.YPENFFLLR.G Dimethyl:2H(4): 1

8229 true 3317 1361.8364 1360.8203 1 6.52 320.5 41.5 53.3 (M:53.3) 2 1 0 K.VMVQPINLIFR.Y Dimethyl:2H(4): 1

8230 true 3318 1652.9058 1651.9008 1 -1.35 201.35 45 86.7 (M:86.7) 1 1 0 K.YFVVGAGAIGCELLK.N
Carbamidomethyl: 11; 
Dimethyl: 1, 15



8231 true 3318 1743.8651 1742.8774 1 -11.2 278.49 43.33 36.1 (M:36.1) 1 1 1 R.THNPLSNPYRIMEK.H
Oxidation: 12; Dimethyl: 
14

8232 true 3319 1373.8042 1372.7901 1 5 340.97 41.5 24.5 (M:24.5) 1 1 0 K.VMVQPINLIFR.Y
Oxidation: 2; Dimethyl: 
1

8233 true 3323 1634.9254 1633.9164 1 1.06 289.42 41.33 35.0 (M:35.0) 1 1 0 R.INMPIPTFASLNLR.E
Dimethyl:2H(4): 1; 
Oxidation: 3

8234 true 3328 1144.6713 1143.6652 1 -0.99 288.56 43.33 41.6 (M:41.6) 1 1 0 K.ADLTALFLPR.Q Dimethyl: 1

8235 true 3335 1187.7312 1186.7297 1 -4.86 218.67 41.5 15.3 (M:15.3) 1 1 0 -.MEALIPVINK.L
Dimethyl:2H(4): 1; 
Dimethyl: 10



8236 true 3343 1769.0207 1768.0168 1 -1.95 175.58 43.33 23.1 (M:23.1) 1 1 0 R.AITIAGIPQSIIECVK.Q
Carbamidomethyl: 14; 
Dimethyl: 1, 16

8237 true 3347 1461.8325 1460.8366 1 -7.8 274.09 45.5 63.3 (M:63.3) 1 1 0 K.TETPASAFSLFVK.N Dimethyl:2H(4): 1, 13

8238 true 3348 1677.9462 1676.9501 1 -6.68 177.95 45.17 35.7 (M:35.7) 1 1 0 K.LIYQAETPIVSFIR.I Dimethyl: 1

8239 true 3351 1731.9449 1730.9567 1 -11.03 143.98 45.33 65.4 (M:65.4) 2 1 0 R.ALESSISPIVIFASNR.G Dimethyl: 1

8240 true 3352 1735.9675 1734.9818 1 -12.4 169.71 45.33 62.8 (M:62.8) 2 1 0 R.ALESSISPIVIFASNR.G Dimethyl:2H(4): 1



8241 true 3355 3245.8357 3244.8243 1 1.28 207.98 43.5 26.9 (M:26.9) 1 1 1
R.KDGNASGTTLLEALDCILPPTR
PTDKPLR.L

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 1, 26

8242 true 3356 1918.1531 1917.1729 1 -14.1 242.21 45.33 67.7 (M:67.7) 1 1 1 K.GLAPDLPEDLYHLIKK.A
Dimethyl:2H(4): 1, 15, 
16

8243 true 3359 2027.1919 2026.2026 1 -8.89 137.66 45.17 68.3 (M:68.3) 1 1 1 K.VLKDQPPNSVEGLLNALR.Y Dimethyl:2H(4): 1, 3

8244 true 3361 1218.7675 1217.7686 1 -6.83 95.73 43.67 29.9 (M:29.9) 1 1 0 K.VVLPTFILER.R Dimethyl:2H(4): 1

8245 true 3361 2424.474 2423.4432 1 9.7 194.75 41.83 35.6 (M:35.6) 1 1 1 R.EPPKVPTSAPFFIPTVPGLIPR.Y Dimethyl:2H(4): 1, 4



8246 true 3363 1100.6178 1099.6194 1 -8.08 207.66 45.5 32.3 (M:32.3) 1 1 0 K.FGFYEVFK.I Dimethyl:2H(4): 1, 8

8247 true 3363 1264.6964 1263.6624 1 21.17 169.68 44.17 31.1 (M:31.1) 1 1 0 R.LFIFETFCR.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

8248 false 3369 1264.7135 1263.7376 1 -24.83 183.9 45.5 16.4 (M:16.4) 1 3 1 K.LYDLAKNPDK.V
Dimethyl:2H(4): 6; 
Dimethyl: 1, 10

8249 true 3369 1264.7135 1263.7227 1 -13.02 129.47 45.5 36.4 (M:36.4) 1 1 0 K.LQLFGQDFLK.A Dimethyl: 1, 10

8250 false 3370 1268.7581 1267.7628 1 -9.43 226.88 45.5 18.6 (M:18.6) 1 4 1 K.LYDLAKNPDK.V
Dimethyl:2H(4): 1, 6; 
Dimethyl: 10



8251 false 3370 1268.7581 1267.7478 1 2.35 155.44 45.5 20.0 (M:20.0) 1 3 0 K.LQLFGQDFLK.A
Dimethyl:2H(4): 1; 
Dimethyl: 10

8252 true 3370 1327.8032 1326.794 1 1.42 243.31 42 44.8 (M:44.8) 1 1 0 K.VVNNFLWPFK.L Dimethyl:2H(4): 1, 10

8253 true 3373 1519.947 1518.9283 1 7.49 263.42 42.17 101.3 (M:101.3) 1 1 0 R.LISQIVSSITASLR.F Dimethyl:2H(4): 1

8254 true 3375 1453.7813 1452.7864 1 -8.54 272.98 45.5 100.7 (M:100.7) 1 1 0 K.TETPASAFSLFVK.N Dimethyl: 1, 13

8255 true 3377 1585.8246 1584.8272 1 -6.25 190.16 45.5 86.2 (M:86.2) 1 1 0 R.QTFSPFGQIMEIR.V Dimethyl:2H(4): 1



8256 true 3377 1897.1628 1896.1598 1 -2.23 225.34 43.5 67.4 (M:67.4) 1 1 0 K.ILILPATSTALVSPLAER.L Dimethyl:2H(4): 1

8257 true 3384 2858.652 2857.6591 1 -5.03 252.95 42 82.1 (M:82.1) 1 1 0
K.AVTPPMPLLTPATPGGLPPAA
AVAAAAATAK.I Dimethyl:2H(4): 1, 31

8258 true 3384 2858.652 2857.6591 1 -5.03 252.95 42 82.1 (M:82.1) 1 1 0
K.AVTPPMPLLTPATPGGLPPAA
AVAAAAATAK.I Dimethyl:2H(4): 1, 31

8259 true 3389 1951.0434 1950.0575 1 -10.92 103.75 45.33 50.5 (M:50.5) 1 1 0 R.LLQQVAQIYQSIEFSR.L Dimethyl: 1

8260 true 3390 1955.07 1954.0826 1 -10.17 104 45.33 69.5 (M:69.5) 1 1 0 R.LLQQVAQIYQSIEFSR.L Dimethyl:2H(4): 1



8261 true 3393 1158.8332 1157.8239 1 1.77 387.68 44 67.7 (M:67.7) 2 1 0 K.LLEPVLLLGK.E Dimethyl:2H(4): 1, 10

8262 true 3393 1393.9283 1392.9108 1 7.28 310.1 42.17 38.6 (M:38.6) 1 1 0 K.AIIIFVPVPQLK.S Dimethyl: 1, 12

8263 true 3394 1401.9809 1400.9611 1 8.93 303.81 42.17 53.6 (M:53.6) 1 1 0 K.AIIIFVPVPQLK.S Dimethyl:2H(4): 1, 12

8264 false 3397 1022.6295 1021.6474 1 -24.64 107.25 45.67 22.9 (M:22.9) 1 3 0 K.AYLLELIR.R Dimethyl:2H(4): 1

8265 false 3397 1022.6295 1021.6335 1 -11.03 121.26 45.67 21.4 (M:21.4) 1 4 1 K.AALRYAAVR.T Dimethyl:2H(4): 1



8266 true 3397 1022.6295 1021.6212 1 0.95 124.37 45.67 36.9 (M:36.9) 1 1 0 R.ILEFFGLK.K Dimethyl: 1, 8

8267 true 3397 1363.8871 1362.8726 1 5.26 233.05 43.83 49.0 (M:49.0) 1 1 0 R.GLFIIDPNGIIK.H Dimethyl:2H(4): 1, 12

8268 true 3397 1515.919 1514.9032 1 5.61 194.22 42.17 60.4 (M:60.4) 2 1 0 R.LISQIVSSITASLR.F Dimethyl: 1

8269 false 3402 945.5016 944.508 1 -14.43 174.57 44 17.3 (M:17.3) 1 4 0 R.YIAHGATGK.G Dimethyl: 9

8270 false 3402 945.5016 944.4905 1 4 55.32 44 17.3 (M:17.3) 1 3 0 K.EFSDIFR.R Dimethyl:2H(4): 1



8271 true 3404 1214.7509 1213.7434 1 0.17 55.56 45.67 40.9 (M:40.9) 2 1 0 K.VVLPTFILER.R Dimethyl: 1

8272 true 3405 984.5952 983.5844 1 3.56 206.69 42.33 52.2 (M:52.2) 1 1 0 R.GFGFILFK.E Dimethyl: 1, 8

8273 false 3405 1260.6403 1259.6366 1 -2.83 185.48 44.17 16.3 (M:16.3) 1 3 0 R.LMMDPLTGLNR.G

8274 true 3406 1311.8066 1310.7962 1 2.37 154.12 46 37.6 (M:37.6) 1 1 0 K.VVLPTFILEPR.S Dimethyl: 1

8275 true 3408 1324.7675 1323.774 1 -10.43 101.45 44 17.8 (M:17.8) 1 1 0 R.IWTELQAYIK.E
Dimethyl:2H(4): 1; 
Dimethyl: 10



8276 true 3410 1467.8169 1466.8133 1 -2.5 275.05 45.83 94.3 (M:94.3) 3 1 0 R.VALTGLTVAEYFR.D Dimethyl: 1

8277 true 3410 1542.9656 1541.9545 1 2.5 185.9 42.33 45.3 (M:45.3) 1 1 0 K.VISGVLQLGNIVFK.K Dimethyl: 1, 14

8278 true 3411 1523.9098 1522.9083 1 -3.8 151.23 45.5 36.3 (M:36.3) 1 1 0 R.LAQVSPELLLASVR.R Dimethyl: 1

8279 true 3412 1504.9571 1503.9476 1 1.48 200.74 44.17 88.0 (M:88.0) 1 1 0 K.ALQSVGQIVGEVLK.Q Dimethyl:2H(4): 1, 14

8280 true 3412 1548.9567 1547.9399 1 6.17 171.47 42.33 39.6 (M:39.6) 1 1 0 R.AVPLALALISVSNPR.L Dimethyl: 1



8281 true 3413 1551.0173 1550.0047 1 3.43 224.25 42.33 75.5 (M:75.5) 1 1 0 K.VISGVLQLGNIVFK.K Dimethyl:2H(4): 1, 14

8282 true 3414 1552.9851 1551.965 1 8.22 214.42 42.33 50.3 (M:50.3) 1 1 0 R.AVPLALALISVSNPR.L Dimethyl:2H(4): 1

8283 true 3415 1587.7776 1586.7625 1 4.87 202.32 42.33 35.6 (M:35.6) 1 1 0 K.TSPPTTFFPMFMR.F Dimethyl: 1

8284 true 3415 1642.9806 1641.9739 1 -0.37 209.06 44.17 92.9 (M:92.9) 1 1 1 R.GVMLAVDAITAELKK.L Dimethyl: 1, 14, 15

8285 true 3416 1591.803 1590.7876 1 5.06 225.9 42.33 42.0 (M:42.0) 1 1 0 K.TSPPTTFFPMFMR.F Dimethyl:2H(4): 1



8286 true 3416 1655.0548 1654.0492 1 -1.02 170.58 44.17 76.0 (M:76.0) 2 1 1 R.GVMLAVDAITAELKK.L
Dimethyl:2H(4): 1, 14, 
15

8287 true 3416 1658.9443 1657.9403 1 -1.97 189.58 45.67 75.8 (M:75.8) 1 1 0 K.IPVDTYNNILTVLR.L Dimethyl: 1

8288 true 3417 1671.0418 1670.0442 1 -5.77 193.03 44 78.4 (M:78.4) 1 1 1 R.GVMLAVDAITAELKK.L
Dimethyl:2H(4): 1, 14, 
15; Oxidation: 3

8289 false 3419 2019.1378 2018.1367 1 -3.08 220.94 42.5 20.7 (M:20.7) 1 2 0 R.AGKPIICATQMLESMIK.K

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 3, 17; 
Oxidation: 11, 15

8290 true 3420 2169.1333 2168.1306 1 -2.13 195.01 46.83 60.5 (M:60.5) 2 1 0 K.SPYLYPLYGLGELPQGFAR.L Dimethyl: 1



8291 true 3428 1106.6469 1105.6132 1 23.96 244.51 42.33 16.6 (M:16.6) 1 1 1 K.KSDPVVSYR.E Dimethyl: 1, 1

8292 true 3428 1471.8424 1470.8384 1 -2.25 353.19 45.83 98.2 (M:98.2) 2 1 0 R.VALTGLTVAEYFR.D Dimethyl:2H(4): 1

8293 false 3428 1471.8424 1470.8406 1 -3.73 280.82 45.83 18.2 (M:18.2) 2 7 1 K.TAVAAAEKEVASLR.A Dimethyl: 1, 8

8294 false 3429 1110.6689 1109.6569 1 4.25 232.51 42.33 16.5 (M:16.5) 1 4 0 K.MSVLNFLVR.R Dimethyl:2H(4): 1

8295 false 3431 1581.9299 1580.9564 1 -21.34 155.99 44.17 18.3 (M:18.3) 1 2 1 K.AQYPIADLVKMLR.E Dimethyl:2H(4): 1, 10



8296 true 3432 1631.9453 1630.9406 1 -1.62 200.61 45.67 37.8 (M:37.8) 1 1 0 K.GAEILEVLHSLPAVR.Q Dimethyl: 1

8297 true 3433 1635.9695 1634.9657 1 -2.12 167.01 45.67 67.4 (M:67.4) 1 1 0 K.GAEILEVLHSLPAVR.Q Dimethyl:2H(4): 1

8298 true 3435 1835.9759 1834.9611 1 4.09 195.61 46 31.2 (M:31.2) 1 1 1 K.YSPEEIAMATVTALRR.T Dimethyl: 1

8299 true 3436 1839.9885 1838.9862 1 -2.74 199.77 45.83 31.1 (M:31.1) 1 1 1 K.YSPEEIAMATVTALRR.T Dimethyl:2H(4): 1

8300 true 3443 1971.1336 1970.0854 1 20.76 205 42.5 33.2 (M:33.2) 1 1 0 R.AGKPIICATQMLESMIK.K

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 3; 
Oxidation: 15



8301 true 3444 1975.0835 1974.0716 1 2.33 193.87 42.67 67.0 (M:67.0) 1 1 0 R.AGKPIICATQMLESMIK.K
Carbamidomethyl: 7; 
Dimethyl: 1, 3, 17

8302 false 3445 1152.6632 1151.6299 1 22.59 407.18 44.5 15.7 (M:15.7) 1 7 0 R.ALEATIEHIR.Q

8303 true 3447 1150.775 1149.7737 1 -5.17 325.75 46 78.2 (M:78.2) 2 1 0 K.LLEPVLLLGK.E Dimethyl: 1, 10

8304 true 3452 1293.6936 1292.6849 1 1.07 111.17 46 16.9 (M:16.9) 1 1 0 K.SQGWLCELLR.W
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

8305 true 3453 1355.825 1354.8224 1 -3.44 179.78 46 54.7 (M:54.7) 2 1 0 R.GLFIIDPNGIIK.H Dimethyl: 1, 12



8306 false 3459 1146.6283 1145.5937 1 23.87 444.55 44.5 17.6 (M:17.6) 1 3 0 K.AMMEALSPLR.D Dimethyl: 1

8307 true 3462 1492.8221 1491.8024 1 8.31 218.2 42.67 17.0 (M:17.0) 1 1 0 R.GNTAAYLLYAFTR.I Dimethyl:2H(4): 1

8308 true 3465 1902.9695 1901.9669 1 -2.46 195.56 46 104.3 (M:104.3) 2 1 0 K.SPPGQVTAAVMAAIDAGYR.H Dimethyl: 1

8309 false 3465 1902.9695 1901.9669 1 -2.46 191.85 46 69.8 (M:69.8) 1 2 1 K.APPGKVESAVMAAIDAGYR.H

8310 false 3466 1319.7672 1318.7883 1 -21.44 145.64 44.67 16.8 (M:16.8) 1 2 1 K.LMDALKHASNK.L
Dimethyl:2H(4): 1, 6; 
Dimethyl: 11



8311 true 3466 1906.9904 1905.992 1 -4.68 262.51 46 132.4 (M:132.4) 1 1 0 K.SPPGQVTAAVMAAIDAGYR.H Dimethyl:2H(4): 1

8312 true 3466 2069.1868 2068.1609 1 8.97 247.84 42.67 37.2 (M:37.2) 1 1 0 R.GGKPYCFQDFVVLFAPK.C
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 3, 17

8313 true 3470 2253.447 2252.4072 1 14.45 158.56 42.67 19.6 (M:19.6) 1 1 0
R.VALPLLSAGGQIAVLELSKPGR.
L Dimethyl:2H(4): 1, 19

8314 true 3473 1386.7973 1385.7857 1 3.13 340.19 42.67 16.7 (M:16.7) 1 1 0 R.TPSFSSILYALR.V Dimethyl:2H(4): 1

8315 true 3473 1544.9273 1543.9276 1 -4.88 243.57 44.5 47.2 (M:47.2) 1 1 0 K.ALDTVLFGPPLLTR.H Dimethyl:2H(4): 1



8316 true 3475 1324.754 1323.7522 1 -4.15 138.41 46.17 66.8 (M:66.8) 2 1 0 K.LAGMSDGLFLLR.Q Dimethyl:2H(4): 1

8317 true 3476 1767.005 1766.0007 1 -1.67 179.32 44.5 41.1 (M:41.1) 1 1 0 K.AAGVNVEPFWPGLFAK.A Dimethyl:2H(4): 1, 16

8318 true 3485 1761.9384 1760.9399 1 -4.98 222.32 46.5 126.0 (M:126.0) 6 1 0 R.AIFLADGNIFTTGFSR.M Dimethyl:2H(4): 1

8319 true 3486 1791.0533 1790.0542 1 -4.53 172.74 46.17 98.5 (M:98.5) 1 1 0 R.QLLQANPILEAFGNAK.T Dimethyl:2H(4): 1, 16

8320 true 3491 2075.0942 2074.096 1 -4.35 161.05 46.33 41.9 (M:41.9) 1 1 1 R.QNLEPLFEQYINNLRR.Q Dimethyl: 1



8321 true 3491 2075.0942 2074.096 1 -4.35 161.05 46.33 41.9 (M:41.9) 1 1 1 R.QNLEPLFEQYINNLRR.Q Dimethyl: 1

8322 true 3493 1857.2271 1856.195 1 13.33 294.75 43 163.6 (M:163.6) 2 1 0 K.VAVLGASGGIGQPLSLLLK.N Dimethyl:2H(4): 1, 19

8323 true 3493 2303.3034 2302.3009 1 -2.08 100.92 46.17 118.1 (M:118.1) 1 1 0
R.IAIPGLAGAGNSVLLVSNLNPE
R.V Dimethyl: 1

8324 true 3494 2307.3293 2306.326 1 -1.74 130.76 46.17 119.6 (M:119.6) 1 1 0
R.IAIPGLAGAGNSVLLVSNLNPE
R.V Dimethyl:2H(4): 1

8325 true 3497 2873.3679 2872.3938 1 -11.55 116.63 46.17 36.9 (M:36.9) 1 1 0
R.GFGFVTFSSMAEVDAAMAAR
PHTIDGR.V Dimethyl:2H(4): 1



8326 true 3503 1320.7294 1319.7271 1 -3.81 220.36 46.17 47.6 (M:47.6) 1 1 0 K.LAGMSDGLFLLR.Q Dimethyl: 1

8327 true 3503 1513.8663 1512.8381 1 13.81 189.42 43.33 53.5 (M:53.5) 2 1 0 R.TFFSFPAVVAPFK.C Dimethyl: 1, 13

8328 true 3505 1340.7488 1339.7472 1 -4.17 120.45 46.17 33.7 (M:33.7) 1 1 0 K.LAGMSDGLFLLR.Q
Dimethyl:2H(4): 1; 
Oxidation: 4

8329 true 3516 1814.9739 1813.976 1 -5.19 135.46 46.33 60.0 (M:60.0) 1 1 0 K.LGMPQFLSPEAQSLLR.M Dimethyl: 1

8330 true 3517 1818.9997 1818.0011 1 -4.81 174.99 46.33 56.4 (M:56.4) 1 1 0 K.LGMPQFLSPEAQSLLR.M Dimethyl:2H(4): 1



8331 true 3523 1260.6348 1259.6373 1 -7.76 138.34 46.33 38.8 (M:38.8) 2 1 0 R.LFIFETFCR.I
Carbamidomethyl: 8; 
Dimethyl: 1

8332 true 3527 1521.9125 1520.8883 1 11.15 192.36 43.33 54.1 (M:54.1) 2 1 0 R.TFFSFPAVVAPFK.C Dimethyl:2H(4): 1, 13

8333 true 3530 1490.8641 1489.8657 1 -5.96 142.67 46.67 73.0 (M:73.0) 2 1 0 R.VLPPPGPALLDAFR.L Dimethyl: 1

8334 true 3531 1494.8905 1493.8908 1 -5.05 152.25 46.67 79.7 (M:79.7) 2 1 0 R.VLPPPGPALLDAFR.L Dimethyl:2H(4): 1

8335 false 3531 1494.8905 1493.8908 1 -5.05 164.42 46.67 17.1 (M:17.1) 1 2 0 R.VLAHLAPLFDNPK.L
Dimethyl:2H(4): 1; 
Dimethyl: 13



8336 true 3533 1577.9002 1576.9011 1 -5.17 150.19 46.5 70.0 (M:70.0) 2 1 0 K.VPGLPTPIENMILR.Y Dimethyl: 1

8337 true 3537 1757.9134 1756.9148 1 -4.96 160.48 46.5 118.8 (M:118.8) 5 1 0 R.AIFLADGNIFTTGFSR.M Dimethyl: 1

8338 true 3539 1859.0341 1858.0353 1 -4.52 92.67 46.5 17.9 (M:17.9) 1 1 0 R.IAYAPQFILNVESLPR.I Dimethyl: 1

8339 true 3541 1917.0712 1916.0731 1 -4.77 222.33 46.33 112.3 (M:112.3) 2 1 0 R.LYIGLAGLATDVQTVAQR.L Dimethyl: 1

8340 false 3541 1917.0712 1916.0993 1 -18.43 164.95 46.33 16.4 (M:16.4) 1 3 1 K.LASLLRNGAEGTLVIDSR.S Dimethyl:2H(4): 1



8341 true 3542 1921.0934 1920.0982 1 -6.3 224.31 46.33 130.0 (M:130.0) 2 1 0 R.LYIGLAGLATDVQTVAQR.L Dimethyl:2H(4): 1

8342 true 3547 2333.3299 2332.3366 1 -5.98 137.61 46.33 88.9 (M:88.9) 1 1 1
K.KVVAALIEAANHIDDIAGTLSK.
L Dimethyl: 1, 1, 22

8343 false 3548 1161.7337 1160.7107 1 13.57 352.61 43.67 16.0 (M:16.0) 1 3 1 K.IWKLADIDK.D
Dimethyl:2H(4): 9; 
Dimethyl: 3

8344 true 3548 2345.4059 2344.4119 1 -5.67 142.8 46.33 147.8 (M:147.8) 1 1 1
K.KVVAALIEAANHIDDIAGTLSK.
L Dimethyl:2H(4): 1, 1, 22

8345 true 3558 1549.911 1548.9218 1 -11.66 150.2 46.67 62.6 (M:62.6) 1 1 0 R.LLYPPETGLFLVR.E Dimethyl:2H(4): 1



8346 true 3560 1581.9356 1580.9262 1 1.37 183.52 46.5 75.6 (M:75.6) 2 1 0 K.VPGLPTPIENMILR.Y Dimethyl:2H(4): 1

8347 true 3561 1659.9182 1658.9203 1 -5.63 153.86 46.67 78.2 (M:78.2) 1 1 0 K.ISALAATLEGALSSTAR.I Dimethyl: 1

8348 true 3562 1663.9432 1662.9454 1 -5.71 175.71 46.67 60.2 (M:60.2) 1 1 0 K.ISALAATLEGALSSTAR.I Dimethyl:2H(4): 1

8349 true 3562 2235.1483 2234.1126 1 12.71 283.38 43.5 42.0 (M:42.0) 1 1 0 R.TSTSQAVFCLQSGICQLFR.E
Carbamidomethyl: 9, 
15; Dimethyl:2H(4): 1

8350 true 3565 1408.8696 1407.8636 1 -0.92 300.69 44.17 18.8 (M:18.8) 1 1 0 K.AMQLGLPILGVLR.S Dimethyl: 1



8351 true 3572 2255.2321 2254.2395 1 -6.54 160.58 46.67 76.3 (M:76.3) 2 1 0 K.MSVQPTVSLGGFEITPPVVLR.L Dimethyl: 1

8352 false 3573 948.5954 947.5888 1 -0.77 199.23 43.83 16.1 (M:16.1) 1 5 1 K.QIAAVMKR.R Dimethyl:2H(4): 1

8353 true 3574 2275.2478 2274.2595 1 -8.36 253.16 46.67 105.4 (M:105.4) 1 1 0 K.MSVQPTVSLGGFEITPPVVLR.L
Dimethyl:2H(4): 1; 
Oxidation: 1

8354 true 3579 1412.9054 1411.8887 1 6.69 359.32 44.17 27.9 (M:27.9) 1 1 0 K.AMQLGLPILGVLR.S Dimethyl:2H(4): 1

8355 true 3580 1594.844 1593.8191 1 11.03 176.4 44 28.3 (M:28.3) 1 1 0 R.TVAFASTFATFFTR.A Dimethyl: 1



8356 true 3581 1598.8716 1597.8442 1 12.56 227.62 44 40.7 (M:40.7) 1 1 0 R.TVAFASTFATFFTR.A Dimethyl:2H(4): 1

8357 true 3585 1545.8932 1544.8967 1 -6.96 187.24 46.67 61.9 (M:61.9) 1 1 0 R.LLYPPETGLFLVR.E Dimethyl: 1

8358 true 3591 1415.8488 1414.8296 1 8.4 304.87 44.17 23.2 (M:23.2) 1 1 0 R.ASLINNIFQLVR.I Dimethyl: 1

8359 true 3592 1419.8643 1418.8547 1 1.57 256.32 44.17 15.4 (M:15.4) 1 1 0 R.ASLINNIFQLVR.I Dimethyl:2H(4): 1

8360 true 3592 2043.938 2042.9532 1 -10.99 123.67 46.67 61.1 (M:61.1) 1 1 0 K.YYLCGFCPAELFTNTR.S
Carbamidomethyl: 4, 7; 
Dimethyl:2H(4): 1



8361 true 3597 1855.0333 1854.0375 1 -6.23 248.81 44.67 15.1 (M:15.1) 1 1 0 K.TFNLPLLMLGGGGYTIR.N Dimethyl:2H(4): 1

8362 true 3601 1165.7125 1164.7158 1 -9.06 355.72 47 37.7 (M:37.7) 1 1 0 R.IAIYELLFK.E Dimethyl: 1, 9

8363 false 3602 1245.7463 1244.7213 1 14.25 163.59 47 15.4 (M:15.4) 1 5 1 R.EAIICKNIPR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 6

8364 false 3602 1245.7463 1244.7162 1 18.29 224.34 47 15.4 (M:15.4) 1 4 1 R.EMLQQSKILK.V Dimethyl: 10

8365 true 3604 1301.755 1300.7577 1 -7.69 133.65 46.83 71.7 (M:71.7) 3 1 0 R.ECLPLIIFLR.N
Carbamidomethyl: 2; 
Dimethyl: 1



8366 true 3605 1305.7773 1304.7828 1 -9.79 172 46.83 40.9 (M:40.9) 3 1 0 R.ECLPLIIFLR.N
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

8367 false 3605 1305.7773 1304.7452 1 19 203.19 46.83 16.1 (M:16.1) 1 2 0 R.ISHLPLVEELR.S

8368 true 3613 1509.8316 1508.8329 1 -5.73 157.65 46.83 31.6 (M:31.6) 2 1 0 R.SFPDFPVPGVLFR.D Dimethyl:2H(4): 1

8369 true 3617 1371.8094 1370.7956 1 4.77 208.89 44.5 20.7 (M:20.7) 1 1 0 K.SGGLPLVLSMLTR.N Dimethyl: 1

8370 true 3621 1927.0468 1926.0575 1 -9.32 113.25 46.83 94.4 (M:94.4) 1 1 0 K.LPNGLIIASLENFSPASR.I Dimethyl: 1



8371 true 3624 1543.982 1542.9647 1 6.49 206.4 44.83 78.7 (M:78.7) 1 1 0 R.ASITPGTVLILLTGR.H Dimethyl:2H(4): 1

8372 true 3628 2173.1444 2172.1557 1 -8.55 197.45 46.83 67.4 (M:67.4) 2 1 0 K.SPYLYPLYGLGELPQGFAR.L Dimethyl:2H(4): 1

8373 true 3645 1823.1358 1822.1419 1 -7.36 241.51 45.17 51.0 (M:51.0) 1 1 0 K.GALQYLVPILTQTLTK.Q Dimethyl:2H(4): 1, 16

8374 true 3660 2915.5463 2914.5804 1 -14.18 144.22 45.83 53.0 (M:53.0) 1 1 0
R.VGAGAPVYLAAVLEYLTAEILEL
AGNAAR.D

8375 false 3668 1387.8573 1386.8384 1 8.36 290.73 47 18.4 (M:18.4) 1 3 0 R.LQTQASATVAIPK.E
Dimethyl:2H(4): 1; 
Dimethyl: 13



Accession Type Range Protein Dataset Location Int. OK (SoK) SoK Row

ENSGALP00000006604 CID 321 - 331
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1303
,64)" 1985 true 0.94 1

ENSGALP00000033741 CID 61 - 72
EF-hand domain family member D1 - 
CGNC Symbol 52247 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1391,7
2)" 2937 true 1.21 2

ENSGALP00000018295 CID Aug-25
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2200,1
7)" 1213 false 3

ENSGALP00000033741 CID 61 - 72
EF-hand domain family member D1 - 
CGNC Symbol 52247 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1395,7
4)" 3562 4

ENSGALP00000004807 CID 239 - 249
proteasome subunit alpha 4 - CGNC 
Symbol 2207 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1411,6
8)" 16371 true 1.12 5



ENSGALP00000013029 CID 269 - 286
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1704,8
1)" 506 true 1.86 6

ENSGALP00000020874 CID 709 - 724
pre-mRNA processing factor 4B - CGNC 
Symbol 9712 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1846,9
4)" 9302 7

ENSGALP00000017495 CID 502 - 511 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1136,
65)" 3366 true 1.57 8

ENSGALP00000016490 CID 135 - 146
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1419,7
3)" 18931 false 1.01 9

ENSGALP00000004807 CID 239 - 249
proteasome subunit alpha 4 - CGNC 
Symbol 2207 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1419,7
3)" 18931 true 1.12 10



ENSGALP00000002828 CID 400 - 408
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1046,
57)" 2054 false 0.46 11

ENSGALP00000006604 CID 321 - 331
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1307
,66)" 1087 12

ENSGALP00000016196 CID 14 - 25
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1307
,66)" 1087 13

ENSGALP00000004437 CID 108 - 116
ribosomal protein S10 - CGNC Symbol 
51122 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1012,5
6)" 2490 true 0.95 14

ENSGALP00000004437 CID 108 - 116
ribosomal protein S10 - CGNC Symbol 
51122 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1016,5
7)" 2354 15



ENSGALP00000013808 CID 530 - 540 stromal antigen 2 - CGNC Symbol 51718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1253,6
4)" 1168 16

ENSGALP00000039878 CID 110 - 124
ubiquitin associated protein 2-like - 
CGNC Symbol 17025 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1756,8
3)" 1331 false 17

ENSGALP00000018295 CID Aug-25
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2192,1
0)" 4847 true 1.13 18

ENSGALP00000015176 CID 1,022 - 1,031
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1238,6
6)" 1159 true 1.48 19

ENSGALP00000023396 CID 175 - 187
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1522,7
8)" 8617 true 1.23 20



ENSGALP00000015176 CID 1,022 - 1,031
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1242,6
8)" 1712 21

ENSGALP00000042618 CID 101 - 110
Translationally-controlled tumor protein 
homolog - UP P43347 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1328,7
9)" 2652 false 22

ENSGALP00000023396 CID 175 - 187
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1530,8
4)" 12527 true 1.23 23

ENSGALP00000005132 CID 63 - 74
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1484,7
1)" 8018 true 0.4 24

ENSGALP00000003431 CID 189 - 202

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1504,
84)" 601 25



ENSGALP00000005132 CID 63 - 74
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1492,7
6)" 2935 true 0.4 26

ENSGALP00000029589 CID 138 - 146 septin 6 - CGNC Symbol 51720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1182,6
0)" 6708 true 1 27

ENSGALP00000036720 CID 3,206 - 3,215
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1224,6
6)" 151811 false 1.63 28

ENSGALP00000021743 CID 44 - 54 histone H2B - CGNC Symbol 52653 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1224,6
6)" 151811 true 3 29

ENSGALP00000021742 CID 48 - 58 Histone H2B 1/2/3/4/6 - UP P0C1H3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1224,6
6)" 151811 true 3 30



ENSGALP00000033584 CID 134 - 145
ras homolog family member A - CGNC 
Symbol 49322 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1507,8
7)" 5704 false 31

ENSGALP00000029589 CID 138 - 146 septin 6 - CGNC Symbol 51720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1186,6
3)" 6705 32

ENSGALP00000021742 CID 48 - 58 Histone H2B 1/2/3/4/6 - UP P0C1H3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1232,7
2)" 475838 true 3 33

ENSGALP00000021743 CID 44 - 54 histone H2B - CGNC Symbol 52653 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1232,7
2)" 475838 true 3 34

ENSGALP00000033584 CID 134 - 145
ras homolog family member A - CGNC 
Symbol 49322 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1511,8
3)" 28807 true 0.78 35



ENSGALP00000002322 CID 26 - 38
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1708
,77)" 2217 true 0.54 36

ENSGALP00000002322 CID 26 - 38
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1720
,84)" 765 true 0.54 37

ENSGALP00000033584 CID 134 - 145
ras homolog family member A - CGNC 
Symbol 49322 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1527,8
2)" 7749 true 0.74 38

ENSGALP00000039965 CID 399 - 412
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1563,7
8)" 2533 false 39

ENSGALP00000041100 CID 32 - 44 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1410,6
9)" 1615 true 4.41 40



ENSGALP00000033584 CID 134 - 145
ras homolog family member A - CGNC 
Symbol 49322 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1539,8
9)" 5712 true 0.74 41

ENSGALP00000041100 CID 32 - 44 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1414,7
2)" 9262 42

ENSGALP00000016918 CID 487 - 504
eukaryotic translation initiation factor 
2A - CGNC Symbol 7921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1985
,87)" 417 43

ENSGALP00000023626 CID 46 - 64 zyxin - CGNC Symbol 10889 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1870,8
9)" 859 true 1.98 44

ENSGALP00000001014 CID 368 - 380
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1420,7
5)" 7054 false 45



ENSGALP00000001315 CID 308 - 319
nudC nuclear distribution protein - 
CGNC Symbol 591 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1420,7
5)" 7054 false 1.12 46

ENSGALP00000000170 CID 89 - 100
receptor for activated C kinase 1 - CGNC 
Symbol 61 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1420,7
5)" 7054 47

ENSGALP00000023626 CID 46 - 64 zyxin - CGNC Symbol 10889 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1874,9
1)" 2299 48

ENSGALP00000038904 CID 84 - 91
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(976,56
)" 32855 true 2.01 49

ENSGALP00000038904 CID 84 - 91
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(984,61
)" 66005 true 2.01 50



ENSGALP00000004248 CID 47 - 57
DnaJ heat shock protein family (Hsp40) 
member C9 - CGNC Symbol 1946 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1280
,70)" 1653 true 1.06 51

ENSGALP00000016196 CID 14 - 25
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1311,6
9)" 7098 true 1.09 52

ENSGALP00000004437 CID 56 - 65
ribosomal protein S10 - CGNC Symbol 
51122 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1311,6
9)" 7098 false 53

ENSGALP00000017954 CID 96 - 108

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1434,8
8)" 7273 true 1.76 54

ENSGALP00000001183 CID 115 - 126

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1384,8
1)" 2689 true 1.19 55



ENSGALP00000016361 CID 153 - 162
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1249,
66)" 3446 56

ENSGALP00000009642 CID 190 - 203
pre-mRNA processing factor 6 - CGNC 
Symbol 4493 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1608,8
1)" 1093 57

ENSGALP00000038155 CID 113 - 121
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1206,5
1)" 39951 true 1.4 58

ENSGALP00000022386 CID 111 - 119
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1206,5
1)" 39951 true 1.4 59

ENSGALP00000027238 CID 551 - 559 importin 5 - CGNC Symbol 50851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1093,6
5)" 388 false 60



ENSGALP00000038155 CID 113 - 121
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1210,5
4)" 55774 61

ENSGALP00000022386 CID 111 - 119
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1210,5
4)" 55774 62

ENSGALP00000004048 CID 505 - 518 kinectin 1 - CGNC Symbol 9206 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1624,7
9)" 1399 true 0.8 63

ENSGALP00000009037 CID 331 - 341 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1173,5
6)" 1539 true 1.73 64

ENSGALP00000009037 CID 331 - 341 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1177,5
9)" 3468 65



ENSGALP00000015492 CID 1-Oct
histone acetyltransferase 1 - CGNC 
Symbol 7250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1115,6
4)" 4016 false 1.12 66

ENSGALP00000011673 CID 2-Sep
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(897,49
)" 1679 67

ENSGALP00000019031 CID 415 - 423 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1261,5
8)" 7117 true 0.57 68

ENSGALP00000016196 CID 14 - 25
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1303,6
3)" 5710 true 1.09 69

ENSGALP00000004180 CID Feb-14
WD repeat domain 5 - CGNC Symbol 
50449 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1571
,90)" 1204 false 70



ENSGALP00000015176 CID 1,021 - 1,030
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1238,6
5)" 14680 true 0.47 71

ENSGALP00000015176 CID 1,021 - 1,030
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1242,6
8)" 3439 72

ENSGALP00000016217 CID 220 - 230
Rho GTPase activating protein 5 - CGNC 
Symbol 7595 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1247,7
9)" 4696 73

ENSGALP00000027982 CID 550 - 560
stromal interaction molecule 1 - CGNC 
Symbol 13037 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1391,
67)" 1985 true 1.72 74

ENSGALP00000017954 CID 96 - 108

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1422,8
0)" 3513 true 1.76 75



ENSGALP00000010618 CID 186 - 197
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1569,8
1)" 3619 true 1.62 76

ENSGALP00000016696 CID 1,374 - 1,385
YLP motif containing 1 - CGNC Symbol 
7819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1346
,64)" 4356 77

ENSGALP00000010618 CID 186 - 197
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1581,8
9)" 5857 true 1.62 78

ENSGALP00000004034 CID 82 - 93
argininosuccinate lyase - CGNC Symbol 
50544 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1442
,65)" 1471 false 79

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1243,
63)" 8140 true 0.65 80



ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1243,
63)" 8140 true 0.65 81

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1243,
63)" 8140 true 0.65 82

ENSGALP00000023396 CID 194 - 205
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1285,6
5)" 38537 true 0.93 83

ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1513,7
0)" 8330 true 1.73 84

ENSGALP00000019120 CID 420 - 426
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(830,50
)" 9971 false 85



ENSGALP00000010510 CID 417 - 423
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(830,50
)" 9971 false 86

ENSGALP00000003717 CID 463 - 469
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(830,50
)" 9971 false 87

ENSGALP00000042371 CID 37 - 43 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(901,5
4)" 3636 false 88

ENSGALP00000040653 CID 37 - 43

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(901,5
4)" 3636 false 89

ENSGALP00000038262 CID 118 - 127
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1190,6
0)" 116451 true 0.82 90



ENSGALP00000003089 CID 278 - 288
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1267,7
5)" 735 false 91

ENSGALP00000023396 CID 194 - 205
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1289,6
8)" 32974 92

ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1517,7
3)" 14449 93

ENSGALP00000007728 CID 202 - 224
Y box binding protein 1 - CGNC Symbol 
3598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2684
,19)" 321 false 94

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1198,6
6)" 168811 true 0.63 95



ENSGALP00000012163 CID 950 - 962
transcription elongation regulator 1 - 
CGNC Symbol 5680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1331,7
0)" 549 true 1.15 96

ENSGALP00000000503 CID 65 - 82
high mobility group nucleosomal binding 
domain 2 - CGNC Symbol 54659 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1983,0
0)" 8940 false 97

ENSGALP00000012163 CID 950 - 962
transcription elongation regulator 1 - 
CGNC Symbol 5680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1335,7
2)" 631 98

ENSGALP00000019667 CID 261 - 271
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1361,7
3)" 2336 99

ENSGALP00000029993 CID 127 - 133
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(994,5
2)" 9213 true 1.06 100



ENSGALP00000029993 CID 127 - 133
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(998,5
4)" 9799 101

ENSGALP00000002409 CID 869 - 880
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1467,8
8)" 1233 true 1.41 102

ENSGALP00000016361 CID 153 - 162
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1245,
64)" 4044 true 0.98 103

ENSGALP00000002409 CID 869 - 880
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1479,9
3)" 724 true 1.41 104

ENSGALP00000026067 CID 54 - 66
U2 small nuclear RNA auxiliary factor 1 - 
CGNC Symbol 49287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1401,6
9)" 1700 true 1.2 105



ENSGALP00000026067 CID 54 - 66
U2 small nuclear RNA auxiliary factor 1 - 
CGNC Symbol 49287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1405,7
1)" 2505 106

ENSGALP00000023278 CID 39 - 47
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1147,5
5)" 41910 true 0.47 107

ENSGALP00000002495 CID 995 - 1,005
enhancer of mRNA decapping 4 - CGNC 
Symbol 1139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1391
,71)" 2329 108

ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1415,7
5)" 12375 true 0.56 109

ENSGALP00000038925 CID 401 - 408
lectin mannose binding 1 - CGNC Symbol 
2024 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(922,55
)" 1848 110



ENSGALP00000023278 CID 39 - 47
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1155,6
0)" 19146 true 0.47 111

ENSGALP00000005619 CID 160 - 171
polyamine oxidase (exo-N4-amino) - 
CGNC Symbol 65340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1410
,68)" 392 false 0.88 112

ENSGALP00000025404 CID 398 - 406
inner membrane mitochondrial protein - 
CGNC Symbol 11773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(928,56
)" 26891 true 1.67 113

ENSGALP00000014317 CID 305 - 317
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1369,7
1)" 8017 true 0.63 114

ENSGALP00000014317 CID 305 - 317
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1373,7
3)" 4525 115



ENSGALP00000010097 CID 59 - 65
MAP7 domain containing 3 - CGNC 
Symbol 4697 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(844,49
)" 5597 false 116

ENSGALP00000041526 CID 69 - 79

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1354,7
4)" 26014 true 0.72 117

ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1438,7
1)" 4765 true 0.31 118

ENSGALP00000007857 CID 201 - 207 SCO-spondin - CGNC Symbol 51238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(900,42
)" 27023 119

ENSGALP00000002495 CID 995 - 1,005
enhancer of mRNA decapping 4 - CGNC 
Symbol 1139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1387
,68)" 1279 true 1.25 120



ENSGALP00000016490 CID 1,913 - 1,921
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1173,6
7)" 1117 true 1.07 121

ENSGALP00000014828 CID 399 - 409
PIT54 protein precursor - Refseq 
NP_997063 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1214,6
2)" 27302 true 0.52 122

ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1228,7
8)" 35517 true 3 123

ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1419,7
6)" 6019 124

ENSGALP00000014374 CID 249 - 255
malate dehydrogenase 1 - CGNC Symbol 
6725 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(898,45
)" 2836 true 0.52 125



ENSGALP00000042479 CID 110 - 118
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1084,5
2)" 8608 true 0.38 126

ENSGALP00000017954 CID 96 - 109

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1595,
04)" 1177 false 127

ENSGALP00000031725 CID 51 - 57

Gallus gallus SH3 domain binding 
glutamic acid-rich protein like 
(SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(886,44
)" 6503 true 0.7 128

ENSGALP00000001014 CID 336 - 342
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(886,44
)" 6503 129

ENSGALP00000015128 CID 128 - 137 lamin B receptor - CGNC Symbol 49736 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1195
,53)" 1103 true 1.58 130



ENSGALP00000012348 CID 60 - 70

Gallus gallus LIM domain binding 1 
(LDB1) mRNA. - RefSeq mRNA 
NM_205070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1383,6
6)" 1598 131

ENSGALP00000023165 CID 50 - 57

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(785,48
)" 5495 false 132

ENSGALP00000020534 CID 50 - 57

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(785,48
)" 5495 false 133

ENSGALP00000031725 CID 51 - 57

Gallus gallus SH3 domain binding 
glutamic acid-rich protein like 
(SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(890,46
)" 3858 134

ENSGALP00000014912 CID 4-Nov
S100 calcium binding protein A11 - 
CGNC Symbol 6970 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(946,47
)" 5208 true 0.26 135



ENSGALP00000032097 CID 80 - 88 CD5 molecule - CGNC Symbol 3864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(955,57
)" 4332 false 136

ENSGALP00000025937 CID 514 - 527

eukaryotic translation elongation factor 
1 delta (guanine nucleotide exchange 
protein) - CGNC Symbol 12059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1546,
83)" 1096 true 0.84 137

ENSGALP00000005182 CID 111 - 118
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1123,6
0)" 4777 true 0.75 138

ENSGALP00000023059 CID 1,213 - 1,227

PDS5 regulator of cohesion maintenance 
homolog A (S. cerevisiae) - CGNC Symbol 
10643 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1681
,81)" 471 139

ENSGALP00000013963 CID 1,059 - 1,079
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2275,0
4)" 870 false 140



ENSGALP00000025606 CID 314 - 321
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(972,56
)" 4481 false 141

ENSGALP00000013053 CID 13 - 20

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(972,56
)" 4481 false 142

ENSGALP00000001480 CID 203 - 210 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(972,56
)" 4481 143

ENSGALP00000005182 CID 111 - 118
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1127,6
2)" 2943 144

ENSGALP00000028016 CID 74 - 84
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1384,6
7)" 4785 true 0.72 145



ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1136,6
0)" 85026 true 0.4 146

ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1136,6
0)" 85026 true 0.4 147

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1136,6
0)" 85026 true 0.4 148

ENSGALP00000003175 CID 273 - 281
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1253,5
3)" 991 true 1.22 149

ENSGALP00000003175 CID 273 - 281
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1257,5
5)" 1212 150



ENSGALP00000019667 CID 248 - 259
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1338,
66)" 11599 151

ENSGALP00000007728 CID 202 - 224
Y box binding protein 1 - CGNC Symbol 
3598 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2692,2
7)" 1070 false 152

ENSGALP00000011673 CID Oct-22
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1646,7
4)" 5539 true 0.37 153

ENSGALP00000032039 CID 268 - 282 leupaxin - CGNC Symbol 14208 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1654,
81)" 3253 154

ENSGALP00000012854 CID 91 - 100

ATP synthase H+ transporting 
mitochondrial Fo complex subunit D - 
CGNC Symbol 5993 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1166
,65)" 1365 true 0.6 155



ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1216,7
0)" 7142 true 3 156

P35527 CID 491 - 513
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1819,
78)" 8792 true 0.54 157

ENSGALP00000011232 CID 302 - 310
phosphofructokinase platelet - CGNC 
Symbol 53359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(935,47
)" 17791 true 0.59 158

ENSGALP00000035478 CID 1,334 - 1,344 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1283,6
0)" 2968 true 0.33 159

ENSGALP00000035478 CID 1,334 - 1,344 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1287,6
2)" 608 160



ENSGALP00000000468 CID 265 - 277

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1322
,65)" 3487 161

ENSGALP00000015366 CID Feb-14
peptidylprolyl isomerase D - CGNC 
Symbol 7186 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1471,
74)" 14225 162

ENSGALP00000012163 CID 458 - 466
transcription elongation regulator 1 - 
CGNC Symbol 5680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1185,
83)" 2064 false 163

ENSGALP00000034254 CID 134 - 144
cell division cycle 42 - CGNC Symbol 
3561 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1337,8
4)" 21386 true 0.91 164

ENSGALP00000016118 CID Jan-15
metastasis associated 1 family member 
3 - CGNC Symbol 7538 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1471
,66)" 3295 165



ENSGALP00000023295 CID 1,193 - 1,204
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1581,7
5)" 2186 true 1.92 166

ENSGALP00000009960 CID 199 - 209
ribosomal protein L13 - CGNC Symbol 
49509 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1313,7
7)" 6923 true 1.37 167

ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1387,6
9)" 5357 168

ENSGALP00000018258 CID 13 - 24 Enah/Vasp-like - CGNC Symbol 8513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1387,6
9)" 5357 false 1.18 169

ENSGALP00000021892 CID 90 - 101
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1475
,68)" 1544 170



ENSGALP00000023295 CID 1,193 - 1,204
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1585,7
7)" 4793 171

ENSGALP00000011539 CID 173 - 188
high mobility group nucleosome binding 
domain 5 - CGNC Symbol 51685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1730
,82)" 732 true 1.1 172

ENSGALP00000024283 CID 275 - 281
ribosomal protein S6 - CGNC Symbol 
49670 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(928,5
6)" 81316 false 173

ENSGALP00000036002 CID 99 - 106
RAB10 member RAS oncogene family - 
CGNC Symbol 12382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(928,5
6)" 81316 false 174

ENSGALP00000016490 CID 437 - 444
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(928,5
6)" 81316 175



ENSGALP00000025461 CID 76 - 85
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1177,6
6)" 5379 true 0.71 176

ENSGALP00000035478 CID 609 - 622 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1738
,75)" 1358 true 0.47 177

ENSGALP00000036122 CID Dec-18

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(844,44
)" 2430 true 0.48 178

ENSGALP00000010888 CID 13 - 19

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(844,44
)" 2430 true 0.48 179

ENSGALP00000028746 CID Dec-18

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(844,44
)" 2430 true 0.48 180



ENSGALP00000006578 CID Dec-18

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(844,44
)" 2430 true 0.48 181

ENSGALP00000036002 CID 99 - 106
RAB10 member RAS oncogene family - 
CGNC Symbol 12382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(932,5
8)" 224274 182

ENSGALP00000009371 CID 314 - 321
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(986,60
)" 286201 false 183

ENSGALP00000025461 CID 76 - 85
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1185,7
1)" 3799 false 0.71 184

ENSGALP00000001460 CID 133 - 146
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1638,8
7)" 29892 true 3.36 185



ENSGALP00000027541 CID 89 - 96
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1000,
58)" 14339 false 186

ENSGALP00000018340 CID 443 - 450 SATB homeobox 1 - CGNC Symbol 8550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1140,5
9)" 6724 187

ENSGALP00000012878 CID 124 - 133
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1243,6
7)" 51263 true 0.34 188

ENSGALP00000011666 CID 699 - 709
kinesin family member 5B - CGNC 
Symbol 5451 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1351,7
1)" 5247 false 189

ENSGALP00000019667 CID 98 - 106
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1218,6
4)" 2240 false 190



ENSGALP00000014828 CID 399 - 409
PIT54 protein precursor - Refseq 
NP_997063 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1218,6
4)" 2240 191

ENSGALP00000032039 CID 268 - 282 leupaxin - CGNC Symbol 14208 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1650,
78)" 1710 true 1.58 192

ENSGALP00000012878 CID 124 - 133
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1255,7
5)" 16284 true 0.34 193

P35527 CID 491 - 513
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1823,
81)" 4520 194

ENSGALP00000012481 CID 240 - 248
ribosomal protein L4 - CGNC Symbol 
5828 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(891,5
2)" 7799 true 1.66 195



ENSGALP00000003914 CID 24 - 32
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(901,51
)" 8748 true 0.79 196

ENSGALP00000015409 CID 547 - 556 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1179,6
6)" 13926 true 0.6 197

ENSGALP00000012481 CID 240 - 248
ribosomal protein L4 - CGNC Symbol 
5828 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(895,5
5)" 8955 198

ENSGALP00000009511 CID 188 - 196
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1185,6
3)" 6363 true 1.16 199

ENSGALP00000013174 CID 34 - 42
ribosomal protein S27a - CGNC Symbol 
49483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1071
,58)" 26320 200



ENSGALP00000001474 CID 522 - 530

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1102,5
9)" 73683 true 0.2 201

ENSGALP00000003011 CID 763 - 771
scaffold attachment factor B2 - CGNC 
Symbol 52976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1276,6
1)" 1773 202

ENSGALP00000039235 CID 416 - 427
cold shock domain containing E1 - CGNC 
Symbol 51115 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1399,6
9)" 4024 true 2.03 203

ENSGALP00000010618 CID 221 - 230
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1236,6
8)" 8294 204

ENSGALP00000027989 CID 134 - 143

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1273,6
4)" 6983 true 0.46 205



ENSGALP00000010888 CID 163 - 172

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1273,6
4)" 6983 true 0.46 206

ENSGALP00000003012 CID 45 - 51
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(800,47
)" 20496 true 0.53 207

ENSGALP00000027989 CID 134 - 143

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1277,6
7)" 2666 208

ENSGALP00000010888 CID 163 - 172

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1277,6
7)" 2666 209

ENSGALP00000008299 CID 301 - 309
family with sequence similarity 120A - 
CGNC Symbol 3854 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1131,5
4)" 6426 false 210



ENSGALP00000034254 CID 134 - 144
cell division cycle 42 - CGNC Symbol 
3561 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1325,7
7)" 22426 true 0.91 211

ENSGALP00000008824 CID 325 - 336
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1596,8
1)" 5405 true 0.4 212

ENSGALP00000014097 CID 114 - 120
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(871,4
7)" 8490 true 0.73 213

ENSGALP00000024283 CID 253 - 262
ribosomal protein S6 - CGNC Symbol 
49670 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1222,6
4)" 16317 true 0.78 214

ENSGALP00000000468 CID 265 - 277

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1318
,63)" 2499 true 1.21 215



ENSGALP00000019120 CID 587 - 598
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1619,7
8)" 3679 false 216

ENSGALP00000033584 CID 136 - 145
ras homolog family member A - CGNC 
Symbol 49322 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1224,6
6)" 31495 true 0.38 217

ENSGALP00000015128 CID 128 - 143 lamin B receptor - CGNC Symbol 49736 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1863,8
5)" 4152 false 218

ENSGALP00000003964 CID 474 - 482
ubiquitin-like modifier activating 
enzyme 7 - CGNC Symbol 1807 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(885,5
1)" 4426 true 0.56 219

ENSGALP00000033584 CID 136 - 145
ras homolog family member A - CGNC 
Symbol 49322 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1232,7
1)" 11905 true 0.38 220



ENSGALP00000016363 CID 248 - 259
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1354,7
6)" 14382 false 221

ENSGALP00000041511 CID 26 - 43

HSPA (heat shock 70kDa) binding 
protein cytoplasmic cochaperone 1 - 
CGNC Symbol 64131 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1815,9
0)" 15050 false 0.06 222

ENSGALP00000011210 CID 189 - 196
DALR anticodon binding domain 
containing 3 - CGNC Symbol 5230 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(937,5
4)" 1335 false 223

ENSGALP00000012928 CID 2-Nov
SMT3 suppressor of mif two 3 homolog 
2 (S. cerevisiae) - CGNC Symbol 55792 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1238,7
7)" 6639 false 224

ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1535,8
0)" 2135 false 225



ENSGALP00000001027 CID 207 - 217
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1261,
66)" 5966 true 1.93 226

ENSGALP00000009960 CID 199 - 209
ribosomal protein L13 - CGNC Symbol 
49509 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1301,6
9)" 4604 true 1.37 227

ENSGALP00000010510 CID 584 - 597
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1829,9
1)" 72024 true 0.11 228

ENSGALP00000001027 CID 207 - 217
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1265,
69)" 15155 229

ENSGALP00000035366 CID 341 - 353
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1383,7
1)" 25397 true 1.45 230



ENSGALP00000039235 CID 416 - 427
cold shock domain containing E1 - CGNC 
Symbol 51115 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1403,7
1)" 1985 231

ENSGALP00000021742 CID 94 - 100 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(844,49
)" 21048 true 2.05 232

ENSGALP00000010097 CID 59 - 65
MAP7 domain containing 3 - CGNC 
Symbol 4697 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(848,51
)" 43246 false 233

ENSGALP00000021742 CID 94 - 100 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(848,51
)" 43246 234

ENSGALP00000025229 CID 2,551 - 2,558 zinc finger homeobox 4 - HGNC:30939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1051,4
6)" 3912 false 235



ENSGALP00000016978 CID 97 - 105
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1051,4
6)" 3912 true 0.47 236

ENSGALP00000037524 CID 107 - 115 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1051,4
6)" 3912 true 0.47 237

ENSGALP00000018454 CID 118 - 126 tubulin alpha 4b - CGNC Symbol 65790 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1051,4
6)" 3912 true 0.47 238

ENSGALP00000017462 CID 77 - 85
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1127,
72)" 6912 false 239

ENSGALP00000004437 CID 32 - 38
ribosomal protein S10 - CGNC Symbol 
51122 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(893,51
)" 3395 true 0.17 240



ENSGALP00000003263 CID 21 - 30
charged multivesicular body protein 4B - 
CGNC Symbol 50929 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1110,5
9)" 7686 true 0.47 241

ENSGALP00000039757 CID 256 - 264
hypoxia up-regulated 1 - CGNC Symbol 
53307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1141,6
0)" 1927 true 0.35 242

ENSGALP00000008236 CID 559 - 570
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1400,7
8)" 4110 243

ENSGALP00000020258 CID 859 - 865

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(908,
51)" 1399 false 244

ENSGALP00000004186 CID 290 - 299 annexin A11 - CGNC Symbol 52013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1271,6
7)" 5258 245



ENSGALP00000012883 CID 82 - 97

Gallus gallus recombination activating 
gene 2 (RAG2) mRNA. - RefSeq mRNA 
NM_001305057 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1836,0
3)" 1202 false 246

ENSGALP00000010942 CID 94 - 100
ribosomal protein S15a - CGNC Symbol 
5109 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(816,44
)" 33600 true 0.7 247

ENSGALP00000035973 CID 926 - 933

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(884,5
4)" 1988 true 0.83 248

ENSGALP00000020445 CID 1,182 - 1,191
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1274,6
5)" 12010 249

ENSGALP00000001460 CID 133 - 146
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1630,8
2)" 7966 true 3.36 250



ENSGALP00000018939 CID 43 - 52
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1192,6
5)" 1091 false 251

ENSGALP00000009858 CID 686 - 700
zinc finger CCCH-type containing 18 - 
CGNC Symbol 50098 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1571,8
6)" 4637 true 2.09 252

ENSGALP00000008082 CID 773 - 780

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily c member 1 - CGNC Symbol 
3752 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(956,54
)" 6693 253

ENSGALP00000014154 CID 386 - 395
ESF1 nucleolar pre-rRNA processing 
protein homolog - CGNC Symbol 6612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1269,6
7)" 3518 true 0.72 254

ENSGALP00000015657 CID 285 - 291 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(961,51
)" 18819 true 0.32 255



ENSGALP00000042680 CID 285 - 291

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(961,51
)" 18819 true 0.32 256

ENSGALP00000006624 CID 31 - 38
vacuolar protein sorting 26 homolog A 
(S. pombe) - CGNC Symbol 3064 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(961,51
)" 18819 false 0.32 257

ENSGALP00000039265 CID 102 - 109
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1015,5
5)" 3782 true 1.03 258

ENSGALP00000012367 CID 2-Dec
SLC9A3 regulator 1 - CGNC Symbol 
51624 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1049,5
4)" 8365 259

ENSGALP00000016789 CID 798 - 805
protein phosphatase 1 regulatory 
subunit 12A - CGNC Symbol 49610 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1058,5
3)" 6944 true 0.83 260



ENSGALP00000026663 CID 53 - 61

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(984,58
)" 8197 261

ENSGALP00000016789 CID 798 - 805
protein phosphatase 1 regulatory 
subunit 12A - CGNC Symbol 49610 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1062,5
6)" 5795 262

ENSGALP00000025600 CID 112 - 120
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1125,5
8)" 7394 true 0.21 263

ENSGALP00000014509 CID 245 - 260
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1392,
70)" 2125 true 1.49 264

ENSGALP00000028016 CID 35 - 42
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1161,6
1)" 14389 true 1.21 265



ENSGALP00000012854 CID 91 - 100

ATP synthase H+ transporting 
mitochondrial Fo complex subunit D - 
CGNC Symbol 5993 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1158,5
9)" 4433 true 1.03 266

ENSGALP00000028016 CID 35 - 42
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1169,6
6)" 16089 true 1.21 267

ENSGALP00000008931 CID 539 - 547
ATPase secretory pathway Ca2+ 
transporting 2 - HGNC:29103 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1166,5
9)" 9541 true 1.05 268

ENSGALP00000010210 CID 51 - 60
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1136,
50)" 999 269

ENSGALP00000028016 CID 35 - 42
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1185,6
5)" 5115 true 3.13 270



ENSGALP00000035815 CID 106 - 117

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1199,6
6)" 108997 true 4.66 271

ENSGALP00000014105 CID 162 - 173

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1199,6
6)" 108997 true 4.66 272

ENSGALP00000017954 CID 187 - 196

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1280
,63)" 8102 273

ENSGALP00000035815 CID 106 - 117

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1203,6
9)" 35639 true 0.72 274

ENSGALP00000014105 CID 162 - 173

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1203,6
9)" 35639 true 0.72 275



ENSGALP00000009314 CID 129 - 139 septin 2 - CGNC Symbol 4335 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1387,7
1)" 15812 true 1.11 276

ENSGALP00000025937 CID 514 - 527

eukaryotic translation elongation factor 
1 delta (guanine nucleotide exchange 
protein) - CGNC Symbol 12059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1554,
88)" 2677 true 1.44 277

ENSGALP00000011843 CID 245 - 254
catenin (cadherin-associated protein) 
delta 1 - CGNC Symbol 53492 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1046,5
8)" 9818 false 1.02 278

ENSGALP00000038979 CID 1,360 - 1,369
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1046,5
8)" 9818 false 1.02 279

ENSGALP00000006240 CID 1,035 - 1,047
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1391,7
3)" 16637 280



ENSGALP00000009314 CID 129 - 139 septin 2 - CGNC Symbol 4335 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1391,7
3)" 16637 281

ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1442,7
4)" 28769 282

ENSGALP00000012383 CID 418 - 426
ribonucleic acid export 1 - CGNC Symbol 
5777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1083,6
2)" 3274 true 1.47 283

P35527 CID 47 - 59
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1263,
56)" 1768 true 0.54 284

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1493,8
1)" 11559 true 0.2 285



ENSGALP00000027541 CID 77 - 82
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(773,45
)" 8898 true 0.67 286

ENSGALP00000017462 CID 77 - 82
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(773,45
)" 8898 true 0.67 287

ENSGALP00000023395 CID 422 - 430
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1072,5
1)" 3424 true 0.81 288

ENSGALP00000012383 CID 418 - 426
ribonucleic acid export 1 - CGNC Symbol 
5777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1091,6
6)" 1633 true 1.47 289

ENSGALP00000011539 CID 173 - 188
high mobility group nucleosome binding 
domain 5 - CGNC Symbol 51685 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1742,9
0)" 2509 false 290



ENSGALP00000027541 CID 77 - 82
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(781,51
)" 5973 true 0.67 291

ENSGALP00000017462 CID 77 - 82
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(781,51
)" 5973 true 0.67 292

ENSGALP00000003263 CID 21 - 30
charged multivesicular body protein 4B - 
CGNC Symbol 50929 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1114,6
2)" 4013 293

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1572,
87)" 452 true 1.02 294

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1572,
87)" 452 true 1.02 295



ENSGALP00000013574 CID 220 - 229
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1251,7
6)" 7104 false 296

ENSGALP00000010510 CID 584 - 597
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1841,9
9)" 6319 true 0.11 297

ENSGALP00000014260 CID 328 - 333
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(754,41
)" 11331 true 0.43 298

ENSGALP00000009511 CID 188 - 196
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1193,6
8)" 7225 true 1.16 299

ENSGALP00000005535 CID 81 - 89

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1209,5
5)" 5847 true 0.5 300



ENSGALP00000002604 CID 121 - 132
inter-alpha-trypsin inhibitor heavy chain 
3 - CGNC Symbol 50111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1242,
75)" 7498 false 301

ENSGALP00000038904 CID 2-Dec
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1242,
75)" 7498 true 2.87 302

ENSGALP00000010097 CID 282 - 294
MAP7 domain containing 3 - CGNC 
Symbol 4697 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1370,7
3)" 5529 true 0.56 303

ENSGALP00000035973 CID 157 - 169

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1500,8
8)" 972 false 304

ENSGALP00000005565 CID 157 - 172
retinoblastoma binding protein 4 - CGNC 
Symbol 2572 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1861,9
0)" 16243 true 0.76 305



ENSGALP00000002235 CID 54 - 60 stathmin 1 - CGNC Symbol 49630 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(849,45
)" 4062 306

ENSGALP00000010097 CID 411 - 423
MAP7 domain containing 3 - CGNC 
Symbol 4697 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1247,6
4)" 1885 true 0.72 307

ENSGALP00000004186 CID 290 - 299 annexin A11 - CGNC Symbol 52013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1267,6
4)" 3046 false 0.58 308

ENSGALP00000005565 CID 157 - 172
retinoblastoma binding protein 4 - CGNC 
Symbol 2572 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1869,9
5)" 11281 true 0.76 309

ENSGALP00000038904 CID 2-Dec
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1254,
82)" 23584 true 2.87 310



ENSGALP00000000639 CID 57 - 66 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1255,7
2)" 5900 false 311

ENSGALP00000019192 CID 449 - 462
uridine monophosphate synthetase - 
CGNC Symbol 8931 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1576,8
9)" 8901 false 1.42 312

ENSGALP00000016536 CID 568 - 575
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(991,53
)" 3787 false 313

ENSGALP00000019205 CID Feb-19

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1610,9
3)" 1788 false 314

ENSGALP00000020445 CID 1,606 - 1,612
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(715,4
6)" 3358 false 315



ENSGALP00000028746 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1292,
73)" 3085 true 0.94 316

ENSGALP00000006578 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1292,
73)" 3085 true 0.94 317

ENSGALP00000036122 CID 158 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1292,
73)" 3085 true 0.94 318

ENSGALP00000015735 CID 288 - 297
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1179,6
2)" 2357 false 319

ENSGALP00000014768 CID 399 - 410
EH-domain containing 3 - CGNC Symbol 
51465 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1516,7
8)" 7071 true 1.44 320



ENSGALP00000002822 CID 128 - 136
glyoxylate reductase 1 homolog - CGNC 
Symbol 52955 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(988,61
)" 4064 false 321

ENSGALP00000013862 CID 873 - 885
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1573
,81)" 413 false 322

ENSGALP00000013174 CID 34 - 42
ribosomal protein S27a - CGNC Symbol 
49483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1067,5
5)" 133830 true 0.48 323

ENSGALP00000001909 CID 629 - 644
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1899
,90)" 760 true 1.43 324

ENSGALP00000001315 CID 300 - 305
nudC nuclear distribution protein - 
CGNC Symbol 591 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(871,38
)" 2650 false 325



ENSGALP00000010414 CID 2-Sep
RNA binding motif protein X-linked - 
CGNC Symbol 51674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(941,
50)" 4542 true 1.14 326

ENSGALP00000008082 CID 773 - 780

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily c member 1 - CGNC Symbol 
3752 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(952,52
)" 4887 true 0.42 327

ENSGALP00000019031 CID 513 - 523 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1471,
81)" 21700 false 328

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1140,6
0)" 23023 329

ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1140,6
0)" 23023 330



ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1140,6
0)" 23023 331

ENSGALP00000006284 CID Jul-21

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1611,7
7)" 7105 true 0.91 332

ENSGALP00000012427 CID 34 - 40
leucine rich repeat containing 59 - CGNC 
Symbol 5794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(769,4
8)" 746 false 333

ENSGALP00000025461 CID 468 - 477
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1214,6
3)" 6716 true 0.64 334

ENSGALP00000008082 CID 816 - 822

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily c member 1 - CGNC Symbol 
3752 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(901,
49)" 2264 false 335



ENSGALP00000026664 CID 1,536 - 1,542
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(901,
49)" 2264 false 336

ENSGALP00000024468 CID 1-Jul
ribosomal protein S15 - CGNC Symbol 
11306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(901,
49)" 2264 false 337

ENSGALP00000025461 CID 468 - 477
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1222,6
9)" 2168 true 0.64 338

ENSGALP00000021892 CID 90 - 101
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1471,6
6)" 5416 true 0.59 339

ENSGALP00000019031 CID 513 - 523 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1487,8
3)" 12852 false 340



ENSGALP00000010942 CID 94 - 100
ribosomal protein S15a - CGNC Symbol 
5109 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(820,4
7)" 9083 341

ENSGALP00000018679 CID 28 - 35
ribosomal protein L37a - CGNC Symbol 
55686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(981,56
)" 1260 true 0.75 342

ENSGALP00000001909 CID 1,239 - 1,248
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1179,6
1)" 2735 true 2.11 343

ENSGALP00000027989 CID 124 - 133

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1190,6
0)" 26465 true 2.53 344

ENSGALP00000015000 CID 817 - 829
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1511,7
6)" 2900 true 0.71 345



ENSGALP00000010414 CID 2-Sep
RNA binding motif protein X-linked - 
CGNC Symbol 51674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(945,
53)" 4765 true 1.14 346

ENSGALP00000021795 CID 502 - 510 DNA ligase 1 - HGNC:6598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(986,59
)" 21833 true 1.3 347

ENSGALP00000031725 CID 38 - 47

Gallus gallus SH3 domain binding 
glutamic acid-rich protein like 
(SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1215,6
3)" 8985 true 0.48 348

ENSGALP00000008498 CID 544 - 550 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(844,49
)" 14779 false 1.49 349

ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1152,5
7)" 7499 true 1.22 350



ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1152,5
7)" 7499 true 1.22 351

ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1152,5
7)" 7499 true 1.22 352

ENSGALP00000030056 CID 773 - 783
PDZ domain containing ring finger 4 - 
CGNC Symbol 7253 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1189,5
8)" 48567 false 353

ENSGALP00000030056 CID 773 - 783
PDZ domain containing ring finger 4 - 
CGNC Symbol 7253 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1193,6
1)" 68573 false 354

ENSGALP00000025278 CID 196 - 206
prostaglandin reductase 1 - CGNC 
Symbol 11711 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1202,7
0)" 8269 355



ENSGALP00000011843 CID 245 - 255
catenin (cadherin-associated protein) 
delta 1 - CGNC Symbol 53492 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1202,7
0)" 8269 false 356

ENSGALP00000034108 CID 125 - 135
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1202,7
0)" 8269 true 0.57 357

ENSGALP00000020445 CID 671 - 679
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1234,
79)" 1001 false 358

ENSGALP00000034108 CID 125 - 135
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1214,7
7)" 3524 true 0.57 359

ENSGALP00000015176 CID 972 - 981
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1274,6
7)" 3312 360



ENSGALP00000024698 CID 13 - 29
PEST proteolytic signal containing 
nuclear protein - CGNC Symbol 11416 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1884,1
0)" 35457 false 361

ENSGALP00000002828 CID 239 - 248
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1150
,55)" 3791 362

ENSGALP00000008236 CID 853 - 868
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1832,9
0)" 4782 true 1.11 363

ENSGALP00000008236 CID 853 - 868
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1840,9
5)" 5308 true 1.11 364

ENSGALP00000005535 CID 73 - 89

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2102,0
1)" 4252 false 365



ENSGALP00000022293 CID 140 - 151 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1470,7
5)" 11875 true 0.33 366

ENSGALP00000005724 CID 110 - 125
flap structure-specific endonuclease 1 - 
CGNC Symbol 55445 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1851,9
2)" 4464 false 367

ENSGALP00000009487 CID 419 - 426 ribophorin I - CGNC Symbol 4413 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1015,5
2)" 5930 true 0.42 368

ENSGALP00000035478 CID 1,234 - 1,244 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1256,7
2)" 22719 true 2.47 369

ENSGALP00000020346 CID 103 - 113
FK506 binding protein 3 - CGNC Symbol 
9468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1209
,60)" 3409 true 0.6 370



ENSGALP00000009960 CID 106 - 116
ribosomal protein L13 - CGNC Symbol 
49509 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1264,7
0)" 61126 371

ENSGALP00000010510 CID 103 - 112
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1264,7
0)" 61126 false 0.39 372

ENSGALP00000019031 CID 514 - 523 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1315,7
3)" 8501 true 0.26 373

ENSGALP00000014097 CID 114 - 120
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(855,4
7)" 5634 true 0.7 374

ENSGALP00000020346 CID 103 - 113
FK506 binding protein 3 - CGNC Symbol 
9468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1217
,65)" 2041 true 0.6 375



ENSGALP00000018987 CID 472 - 484 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1581,8
1)" 6686 true 1.25 376

ENSGALP00000007490 CID 363 - 372 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1259
,62)" 9365 true 0.39 377

ENSGALP00000035905 CID 418 - 429
cell division cycle 5 like - CGNC Symbol 
12520 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1302,6
9)" 5000 378

ENSGALP00000018987 CID 472 - 484 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1589,8
5)" 8007 true 1.25 379

ENSGALP00000007490 CID 363 - 372 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1263
,64)" 4018 380



ENSGALP00000001460 CID 133 - 144
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1345,6
8)" 5255 true 1.11 381

ENSGALP00000006046 CID 156 - 166
actin related protein 2/3 complex 
subunit 3 - CGNC Symbol 2797 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1343,8
0)" 2449 true 0.52 382

ENSGALP00000006578 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1630,8
0)" 33656 383

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1190,6
1)" 5809 true 2.34 384

ENSGALP00000014746 CID 64 - 75
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1321,7
5)" 1230 true 1.09 385



ENSGALP00000035933 CID 211 - 221 cathepsin B - CGNC Symbol 12486 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1380,6
2)" 2639 false 386

ENSGALP00000040654 CID 21 - 32 thymosin beta 4 Y-linked - HGNC:11882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1455,8
0)" 60765 true 0.77 387

ENSGALP00000006578 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(996,5
5)" 26706 true 0.64 388

ENSGALP00000010888 CID 126 - 132

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(996,5
5)" 26706 true 0.64 389

ENSGALP00000028746 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(996,5
5)" 26706 true 0.64 390



ENSGALP00000027989 CID 97 - 103

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(996,5
5)" 26706 true 0.64 391

ENSGALP00000009933 CID 181 - 188

heterogeneous nuclear 
ribonucleoprotein A0 - CGNC Symbol 
4621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1019,
56)" 12146 true 1.74 392

ENSGALP00000018616 CID 215 - 225
leukotriene A4 hydrolase - CGNC Symbol 
8686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1329,8
0)" 1341 true 1.91 393

ENSGALP00000028016 CID 74 - 84
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1392,7
2)" 3484 true 0.84 394

ENSGALP00000040654 CID 21 - 32 thymosin beta 4 Y-linked - HGNC:11882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1467,8
8)" 44293 true 0.77 395



ENSGALP00000009933 CID 181 - 188

heterogeneous nuclear 
ribonucleoprotein A0 - CGNC Symbol 
4621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1023,
58)" 21156 396

ENSGALP00000009960 CID 106 - 116
ribosomal protein L13 - CGNC Symbol 
49509 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1260,6
6)" 15118 true 0.55 397

ENSGALP00000032101 CID 103 - 110 transaldolase - Refseq NP_001026348 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(904,48
)" 3924 true 0.77 398

ENSGALP00000010888 CID 126 - 132

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1012,
54)" 12321 true 0.77 399

ENSGALP00000006578 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1012,
54)" 12321 true 0.77 400



ENSGALP00000027989 CID 97 - 103

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1012,
54)" 12321 true 0.77 401

ENSGALP00000028746 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1012,
54)" 12321 true 0.77 402

ENSGALP00000003035 CID 454 - 462
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1090,5
7)" 16290 403

ENSGALP00000009121 CID 411 - 420
glycyl-tRNA synthetase - CGNC Symbol 
4244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1296,5
4)" 7313 true 0.38 404

ENSGALP00000032101 CID 103 - 110 transaldolase - Refseq NP_001026348 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(908,51
)" 3017 405



ENSGALP00000037924 CID 2-Aug

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(886,49
)" 28755 true 1.35 406

ENSGALP00000019365 CID 141 - 151 annexin A5 - CGNC Symbol 9009 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1260,6
4)" 4524 false 407

ENSGALP00000010210 CID 51 - 60
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1132,
49)" 10791 true 0.5 408

ENSGALP00000002828 CID 239 - 248
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1146,5
3)" 10212 true 0.58 409

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1579,7
8)" 5599 true 0.94 410



ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1587,8
3)" 4766 true 0.94 411

ENSGALP00000008802 CID 181 - 187
ribosomal protein S2 - CGNC Symbol 
50281 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(818,45
)" 37663 true 0.79 412

ENSGALP00000001460 CID 167 - 176
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1162,6
8)" 2090 false 0.7 413

ENSGALP00000033359 CID 76 - 88
fascin actin-bundling protein 1 - CGNC 
Symbol 14444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1535
,62)" 1795 false 414

ENSGALP00000009286 CID 268 - 274
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(837,45
)" 8650 true 0.77 415



ENSGALP00000026664 CID 1,442 - 1,447
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(837,45
)" 8650 false 0.77 416

ENSGALP00000014097 CID 114 - 120
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(863,5
2)" 2214 true 0.7 417

ENSGALP00000016536 CID 323 - 332
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1145,5
8)" 3176 418

ENSGALP00000016536 CID 562 - 575
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1564,8
1)" 2232 true 0.5 419

ENSGALP00000013808 CID 1,178 - 1,184 stromal antigen 2 - CGNC Symbol 51718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(872,5
0)" 9188 false 420



ENSGALP00000016536 CID 62 - 68
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(872,5
0)" 9188 false 421

ENSGALP00000016536 CID 94 - 104
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1159,6
0)" 14448 422

ENSGALP00000026457 CID 310 - 318
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1159,6
0)" 14448 423

ENSGALP00000039948 CID 145 - 159 MARCKS-like 1 - CGNC Symbol 14646 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1618
,76)" 549 424

ENSGALP00000006762 CID 163 - 175
bleomycin hydrolase - CGNC Symbol 
3131 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1622,8
1)" 8313 true 1.53 425



ENSGALP00000027339 CID 249 - 262

E74-like factor 1 (ets domain 
transcription factor) - CGNC Symbol 
50862 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1780,8
2)" 25229 false 426

ENSGALP00000035933 CID 211 - 224 cathepsin B - CGNC Symbol 12486 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1780,8
2)" 25229 true 0.15 427

ENSGALP00000006762 CID 163 - 175
bleomycin hydrolase - CGNC Symbol 
3131 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1630,8
6)" 11530 false 1.53 428

ENSGALP00000026126 CID 47 - 54
ribosomal protein L8 - CGNC Symbol 
12137 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(950,50
)" 45698 true 0.67 429

ENSGALP00000009985 CID Nov-21
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1389,
76)" 1370 430



ENSGALP00000026126 CID 47 - 54
ribosomal protein L8 - CGNC Symbol 
12137 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(954,52
)" 35291 431

ENSGALP00000035593 CID 137 - 144 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(864,5
5)" 48438 false 1.07 432

ENSGALP00000013240 CID 1,473 - 1,479
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(971,50
)" 3306 true 0.45 433

ENSGALP00000012938 CID Jan-14
apoptosis inhibitor 5 - CGNC Symbol 
16313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1471,
84)" 118588 false 1.19 434

ENSGALP00000019975 CID 282 - 290
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1139,6
4)" 27758 true 0.93 435



ENSGALP00000005576 CID 253 - 261
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1139,6
4)" 27758 true 0.93 436

ENSGALP00000006939 CID 678 - 688 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1350,6
6)" 3875 true 0.54 437

ENSGALP00000018144 CID 328 - 340 cyclin K - CGNC Symbol 8459 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1487,
84)" 22416 false 438

ENSGALP00000006939 CID 678 - 688 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1354,6
9)" 1415 439

ENSGALP00000011666 CID 420 - 427
kinesin family member 5B - CGNC 
Symbol 5451 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1034,5
4)" 7031 false 3.11 440



ENSGALP00000001332 CID 507 - 514
lysyl-tRNA synthetase - CGNC Symbol 
602 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1034,5
4)" 7031 false 2.65 441

ENSGALP00000023099 CID 781 - 788
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1034,5
4)" 7031 false 3.11 442

ENSGALP00000023439 CID 45 - 53
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1052,5
8)" 2995 true 1.24 443

ENSGALP00000027760 CID 45 - 55
CWC15 spliceosome-associated protein - 
CGNC Symbol 12929 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1271
,61)" 1221 true 0.92 444

ENSGALP00000029589 CID 2-Aug septin 6 - CGNC Symbol 51720 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(729,39
)" 4381 445



ENSGALP00000041772 CID 241 - 250

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1042,5
7)" 16638 true 0.7 446

ENSGALP00000023439 CID 45 - 53
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1056,6
1)" 3725 447

ENSGALP00000004048 CID 668 - 675 kinectin 1 - CGNC Symbol 9206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1056,6
1)" 3725 false 448

ENSGALP00000027760 CID 45 - 55
CWC15 spliceosome-associated protein - 
CGNC Symbol 12929 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1275
,64)" 1839 449

ENSGALP00000035933 CID 211 - 221 cathepsin B - CGNC Symbol 12486 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1384,6
8)" 4136 true 2.28 450



ENSGALP00000004013 CID 944 - 956 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1527,7
9)" 879 false 451

ENSGALP00000014097 CID 132 - 144
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1567,6
9)" 51046 true 0.81 452

ENSGALP00000006414 CID 15 - 23
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1164,
71)" 14614 true 1.53 453

ENSGALP00000015978 CID 660 - 670
aquarius intron-binding spliceosomal 
factor - CGNC Symbol 7473 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1306,7
3)" 13325 true 1.33 454

ENSGALP00000015978 CID 660 - 670
aquarius intron-binding spliceosomal 
factor - CGNC Symbol 7473 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1314,7
9)" 13813 true 1.33 455



ENSGALP00000008128 CID 1,735 - 1,745
nucleoporin 210kDa - CGNC Symbol 
3777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1348,6
8)" 4187 true 0.22 456

ENSGALP00000015623 CID 836 - 844
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1014,5
5)" 3010 false 1.48 457

ENSGALP00000038262 CID 118 - 127
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1194,6
1)" 47206 458

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1194,6
1)" 47206 459

ENSGALP00000016629 CID 191 - 197 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(984,6
1)" 15075 true 1.51 460



ENSGALP00000006939 CID 371 - 378 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(861,49
)" 3395 false 461

ENSGALP00000009314 CID 129 - 138 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1235,6
3)" 6731 462

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1501,8
6)" 28959 true 2.67 463

ENSGALP00000030147 CID 65 - 78
family with sequence similarity 49 
member B - CGNC Symbol 12196 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1775,0
1)" 6095 true 2.48 464

ENSGALP00000023635 CID 540 - 548 lamin B1 - CGNC Symbol 10893 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1001,5
1)" 4142 465



ENSGALP00000017954 CID 187 - 196

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1276,6
0)" 5407 true 1.55 466

ENSGALP00000043342 CID 191 - 200
insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 51304 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1223,
72)" 5141 false 1.1 467

ENSGALP00000035496 CID 90 - 104
CCHC-type zinc finger nucleic acid 
binding protein - CGNC Symbol 3717 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1905,
85)" 3403 true 2.06 468

ENSGALP00000035496 CID 90 - 104
CCHC-type zinc finger nucleic acid 
binding protein - CGNC Symbol 3717 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1913,
91)" 7399 true 2.06 469

ENSGALP00000017954 CID 187 - 196

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1296,6
0)" 4063 470



ENSGALP00000030005 CID 65 - 72
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1041,5
7)" 5171 false 0.96 471

ENSGALP00000030005 CID 65 - 72
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1049,6
2)" 4982 true 0.96 472

ENSGALP00000039948 CID 145 - 159 MARCKS-like 1 - CGNC Symbol 14646 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1614,7
5)" 3801 true 0.31 473

ENSGALP00000023626 CID 156 - 165 zyxin - CGNC Symbol 10889 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1098,6
2)" 3339 474

ENSGALP00000011673 CID 69 - 76
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1102,6
3)" 15954 false 0.9 475



ENSGALP00000008236 CID 737 - 745
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1197
,49)" 2139 true 0.57 476

ENSGALP00000002828 CID 512 - 518
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(810,46
)" 7306 true 0.45 477

ENSGALP00000015657 CID 51 - 62 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1410
,69)" 6708 true 1.21 478

ENSGALP00000023523 CID 53 - 64 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1410
,69)" 6708 true 1.21 479

ENSGALP00000042680 CID 51 - 62

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1410
,69)" 6708 true 1.21 480



ENSGALP00000035366 CID 341 - 353
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1387,7
4)" 40474 481

ENSGALP00000009341 CID 938 - 945
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(876,
43)" 5849 482

ENSGALP00000007822 CID 408 - 418
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1281,7
6)" 9187 true 1.11 483

ENSGALP00000003130 CID 476 - 485

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1281,7
6)" 9187 false 484

ENSGALP00000039235 CID 278 - 286
cold shock domain containing E1 - CGNC 
Symbol 51115 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1038,5
3)" 6048 true 0.9 485



ENSGALP00000021255 CID 26 - 35
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1207,7
2)" 2710 false 486

ENSGALP00000002695 CID 494 - 503

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1207,7
2)" 2710 true 1.52 487

ENSGALP00000003850 CID 198 - 208
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1356,7
5)" 10288 true 0.84 488

ENSGALP00000039235 CID 278 - 286
cold shock domain containing E1 - CGNC 
Symbol 51115 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1042,5
5)" 2225 489

ENSGALP00000006762 CID 177 - 184
bleomycin hydrolase - CGNC Symbol 
3131 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1042,5
5)" 2225 false 490



ENSGALP00000025404 CID 134 - 143
inner membrane mitochondrial protein - 
CGNC Symbol 11773 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1060,5
1)" 79885 491

ENSGALP00000019031 CID 491 - 499 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1060,5
1)" 79885 false 492

ENSGALP00000000639 CID 23 - 30 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1108,6
8)" 3403 false 493

ENSGALP00000006240 CID 1,454 - 1,461
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(896,50
)" 6378 false 494

ENSGALP00000003139 CID 81 - 88
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1015,5
5)" 16538 false 0.95 495



ENSGALP00000018424 CID 157 - 165 desmin - CGNC Symbol 49543 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1015,5
5)" 16538 false 496

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1243,
64)" 4242 true 1.05 497

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1243,
64)" 4242 true 1.05 498

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1243,
64)" 4242 true 1.05 499

ENSGALP00000016789 CID 176 - 182
protein phosphatase 1 regulatory 
subunit 12A - CGNC Symbol 49610 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(922,55
)" 4724 500



ENSGALP00000000639 CID 85 - 93 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1124,6
8)" 12149 true 0.4 501

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1251,
69)" 2287 true 1.05 502

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1251,
69)" 2287 true 1.05 503

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1251,
69)" 2287 true 1.05 504

ENSGALP00000041772 CID 228 - 240

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1358,
90)" 2786 false 505



ENSGALP00000002828 CID 239 - 248
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1162,5
2)" 7675 true 0.61 506

ENSGALP00000022273 CID 407 - 416
phosphoribosyl pyrophosphate 
amidotransferase - CGNC Symbol 10276 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1125
,58)" 6220 507

ENSGALP00000021255 CID 133 - 142
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1125
,58)" 6220 508

ENSGALP00000004013 CID 1,198 - 1,206 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1131,5
4)" 5445 true 0.87 509

ENSGALP00000019031 CID 253 - 264 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1630,8
7)" 227238 false 0.01* 510



ENSGALP00000003898 CID 203 - 211 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1132
,49)" 968 true 1.02 511

ENSGALP00000004013 CID 1,198 - 1,206 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1135,5
6)" 4711 512

ENSGALP00000017123 CID 240 - 259
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2540,2
6)" 600 false 513

ENSGALP00000022525 CID 54 - 61
pre-mRNA-processing factor 19 - Refseq 
NP_001034420 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(918,51
)" 19312 true 1.65 514

ENSGALP00000013122 CID 421 - 429
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(988,55
)" 56840 true 0.47 515



ENSGALP00000016536 CID 796 - 805
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1140
,59)" 1248 false 516

ENSGALP00000030147 CID 65 - 78
family with sequence similarity 49 
member B - CGNC Symbol 12196 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1762,9
3)" 1857 true 2.48 517

ENSGALP00000009314 CID 129 - 138 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1231,6
1)" 9044 true 0.62 518

P04259 CID 391 - 399
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1152,6
7)" 3458 false 519

ENSGALP00000020445 CID 1,182 - 1,191
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1270,6
2)" 20701 true 0.52 520



ENSGALP00000016536 CID 54 - 61
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(944,5
8)" 2435 false 521

ENSGALP00000020445 CID 671 - 678
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1066,5
7)" 14247 true 0.47 522

ENSGALP00000000726 CID Jun-15

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1084,
58)" 2235 true 3.36 523

ENSGALP00000021838 CID 543 - 553
RNA binding motif protein 14 - 
HGNC:14219 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1326,6
8)" 3720 true 1.45 524

ENSGALP00000020445 CID 663 - 670
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(989,51
)" 57482 true 0.86 525



ENSGALP00000020445 CID 671 - 678
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1074,6
2)" 6347 true 0.47 526

ENSGALP00000000726 CID Jun-15

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1088,
60)" 9917 527

ENSGALP00000021838 CID 543 - 553
RNA binding motif protein 14 - 
HGNC:14219 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1330,7
1)" 5394 528

ENSGALP00000020445 CID 663 - 670
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(993,54
)" 49483 529

ENSGALP00000021294 CID 493 - 502
NOP2/Sun RNA methyltransferase 
family member 2 - CGNC Symbol 9878 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1082,5
8)" 3172 false 530



ENSGALP00000018693 CID 402 - 412

neural precursor cell expressed 
developmentally down-regulated 1 - 
CGNC Symbol 8722 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1163,
63)" 3996 531

ENSGALP00000010618 CID 346 - 355
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1163,
63)" 3996 true 0.94 532

ENSGALP00000022269 CID 2-Sep

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(856,46
)" 2094 false 0.67 533

ENSGALP00000010618 CID 346 - 355
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1171,
68)" 3761 true 0.94 534

ENSGALP00000007593 CID 192 - 202 prosaposin - CGNC Symbol 49395 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1394
,63)" 5607 false 535



ENSGALP00000005520 CID 2-Nov
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1277,7
7)" 3431 true 4.11 536

ENSGALP00000023059 CID 1,232 - 1,244

PDS5 regulator of cohesion maintenance 
homolog A (S. cerevisiae) - CGNC Symbol 
10643 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1413
,73)" 546 false 537

ENSGALP00000034078 CID 116 - 129
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1540,8
0)" 17871 true 0.76 538

ENSGALP00000034078 CID 116 - 129
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1548,8
5)" 12696 true 0.76 539

ENSGALP00000013240 CID 796 - 810
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1589,8
1)" 6552 true 0.9 540



ENSGALP00000013240 CID 796 - 810
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1593,8
3)" 5178 541

ENSGALP00000009873 CID 844 - 851
collagen type VI alpha 2 - CGNC Symbol 
4597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1028,5
2)" 7754 false 542

ENSGALP00000003139 CID 321 - 329
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1087,
57)" 3234 true 0.59 543

ENSGALP00000003139 CID 321 - 329
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1091,
59)" 1911 544

ENSGALP00000019031 CID 253 - 264 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1642,9
4)" 1880 false 0.01* 545



ENSGALP00000010414 CID 305 - 312
RNA binding motif protein X-linked - 
CGNC Symbol 51674 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1008,4
5)" 2921 546

ENSGALP00000015886 CID Apr-13
hematopoietic cell-specific Lyn substrate 
1 - CGNC Symbol 7430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1074,6
6)" 1005 false 547

ENSGALP00000006414 CID 15 - 23
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1172,
76)" 64859 true 1.26 548

ENSGALP00000008824 CID 459 - 470
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1293,
73)" 5791 true 0.97 549

ENSGALP00000003717 CID 130 - 137
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1023,5
2)" 6015 false 550



ENSGALP00000023115 CID 60 - 67
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1023,5
2)" 6015 true 0.25 551

ENSGALP00000024283 CID 253 - 262
ribosomal protein S6 - CGNC Symbol 
49670 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1234,7
2)" 4469 true 0.78 552

ENSGALP00000018195 CID 53 - 62
proteasome subunit beta 1 - CGNC 
Symbol 8487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1164,6
3)" 17968 553

ENSGALP00000003954 CID 522 - 530
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1268,6
2)" 2450 554

ENSGALP00000041772 CID 216 - 227

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1310,
82)" 1740 true 1.71 555



ENSGALP00000011673 CID 54 - 68
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1995,9
7)" 15500 true 0.7 556

ENSGALP00000041772 CID 216 - 227

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1322,
90)" 2973 true 1.71 557

ENSGALP00000011673 CID 54 - 68
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2004,0
2)" 10859 true 0.7 558

ENSGALP00000015277 CID 261 - 266
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(741,4
6)" 16405 false 0.72 559

ENSGALP00000002349 CID 261 - 266
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(741,4
6)" 16405 false 0.72 560



ENSGALP00000015735 CID 288 - 297
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1183,6
4)" 5226 561

ENSGALP00000007822 CID 408 - 418
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1293,8
3)" 9094 true 1.11 562

ENSGALP00000015277 CID 261 - 266
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(745,4
9)" 10799 563

ENSGALP00000002349 CID 261 - 266
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(745,4
9)" 10799 564

ENSGALP00000006284 CID Jul-21

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1615,8
0)" 5701 565



ENSGALP00000002695 CID 494 - 503

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1219,7
8)" 3788 true 1.52 566

P04264 CID 519 - 549
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2412,
00)" 1244 false 567

ENSGALP00000020840 CID 594 - 601 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(973,54
)" 36345 true 0.19 568

ENSGALP00000002235 CID 53 - 60 stathmin 1 - CGNC Symbol 49630 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(973,54
)" 36345 false 0.19 569

ENSGALP00000022269 CID 1-Sep

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(973,54
)" 36345 false 570



P04259 CID 233 - 240
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(973,54
)" 36345 false 0.19 571

ENSGALP00000013431 CID 1,774 - 1,781
programmed cell death 11 - CGNC 
Symbol 6260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(973,54
)" 36345 false 0.19 572

B4E1T1 CID 203 - 210

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(973,54
)" 36345 false 0.19 573

ENSGALP00000023099 CID 187 - 199
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1652,7
7)" 6505 true 1.13 574

ENSGALP00000011717 CID 74 - 84
ribosomal protein large P0 - CGNC 
Symbol 49505 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1277,6
7)" 29682 true 0.78 575



ENSGALP00000016629 CID 191 - 197 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(972,5
4)" 9735 true 1.51 576

ENSGALP00000043386 CID 379 - 387 Hsap of 1: dynamin 2 - HGNC:2974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1145,5
7)" 7712 true 4.08 577

ENSGALP00000011717 CID 74 - 84
ribosomal protein large P0 - CGNC 
Symbol 49505 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1285,7
4)" 15943 true 0.78 578

ENSGALP00000033359 CID 150 - 156
fascin actin-bundling protein 1 - CGNC 
Symbol 14444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(841,4
8)" 3197 true 0.79 579

ENSGALP00000040654 CID 33 - 44 thymosin beta 4 Y-linked - HGNC:11882 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1412,7
2)" 4619 true 1.65 580



ENSGALP00000014107 CID 231 - 237 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(939,49
)" 21762 true 0.24 581

ENSGALP00000018424 CID 234 - 240 desmin - CGNC Symbol 49543 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(939,49
)" 21762 false 0.24 582

ENSGALP00000008764 CID 143 - 153
NADH:ubiquinone oxidoreductase 
subunit B10 - CGNC Symbol 4071 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1186,6
0)" 4460 true 0.45 583

ENSGALP00000004108 CID 517 - 528
differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 1882 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1448,7
6)" 5231 584

ENSGALP00000004046 CID 30 - 38
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1172,6
7)" 25427 true 1.16 585



ENSGALP00000006218 CID 475 - 484
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1243,6
5)" 3817 true 20.84 586

ENSGALP00000023165 CID 153 - 164

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1577,6
9)" 56397 true 1.18 587

ENSGALP00000020534 CID 153 - 164

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1577,6
9)" 56397 true 1.18 588

ENSGALP00000000747 CID 232 - 247
zinc finger CCCH-type containing 11A - 
CGNC Symbol 51431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1678,8
8)" 4410 589

ENSGALP00000038490 CID 113 - 125 tropomyosin 4 - HGNC:12013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1540,7
9)" 21171 true 4.14 590



ENSGALP00000022004 CID 113 - 125 tropomyosin 3 - HGNC:12012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1540,7
9)" 21171 true 4.14 591

ENSGALP00000038799 CID 113 - 125
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1540,7
9)" 21171 true 4.14 592

ENSGALP00000004046 CID 30 - 38
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1184,7
4)" 26332 true 1.16 593

ENSGALP00000015063 CID 296 - 304
fibrinogen gamma chain - CGNC Symbol 
7041 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1152,5
9)" 6718 false 594

ENSGALP00000024710 CID 81 - 93
ribosomal protein L24 - CGNC Symbol 
50756 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1335,7
6)" 1748 595



ENSGALP00000020445 CID 359 - 373
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1655,8
0)" 1871 false 596

ENSGALP00000011717 CID 34 - 51
ribosomal protein large P0 - CGNC 
Symbol 49505 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2053,0
4)" 1424 597

ENSGALP00000009873 CID 240 - 248
collagen type VI alpha 2 - CGNC Symbol 
4597 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1226,5
5)" 5408 false 598

ENSGALP00000008236 CID 598 - 606
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1125,6
0)" 4719 true 0.8 599

ENSGALP00000020445 CID 815 - 821
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(895,46
)" 4379 true 0.82 600



ENSGALP00000008236 CID 598 - 606
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1133,6
6)" 3791 true 0.8 601

ENSGALP00000007586 CID 451 - 460
aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 50558 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1364,8
0)" 8272 false 602

ENSGALP00000003850 CID 198 - 208
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1364,8
0)" 8272 true 0.84 603

ENSGALP00000020445 CID 815 - 821
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(903,51
)" 3580 true 0.82 604

ENSGALP00000004046 CID 29 - 37
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1172,6
4)" 5388 true 1.14 605



ENSGALP00000011673 CID 147 - 156
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1180,6
5)" 81940 true 1 606

ENSGALP00000014097 CID 132 - 144
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1571,7
2)" 34562 607

ENSGALP00000003089 CID 746 - 753
valosin containing protein - CGNC 
Symbol 53073 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(933,46
)" 3299 true 0.61 608

ENSGALP00000015061 CID 231 - 239
fibrinogen alpha chain - CGNC Symbol 
49746 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1128,5
7)" 3978 false 609

ENSGALP00000006218 CID 475 - 484
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1235,6
1)" 4395 true 0.34 610



ENSGALP00000007287 CID 107 - 117
ribosomal protein S14 - CGNC Symbol 
3393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1086,
62)" 15587 611

ENSGALP00000040101 CID 786 - 794 myosin IXB - CGNC Symbol 2718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1045,6
4)" 5332 true 3 612

ENSGALP00000004013 CID 1,207 - 1,213 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(787,
44)" 12314 true 1.42 613

ENSGALP00000005576 CID 252 - 261
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1295,
78)" 4787 true 1.27 614

ENSGALP00000019975 CID 281 - 290
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1295,
78)" 4787 true 1.27 615



ENSGALP00000014746 CID 64 - 75
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1349,7
8)" 12876 true 0.58 616

ENSGALP00000001997 CID 111 - 117
eukaryotic translation initiation factor 
4H - CGNC Symbol 897 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(791,
46)" 3452 617

ENSGALP00000022293 CID 247 - 254 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1049,5
9)" 21603 false 618

ENSGALP00000007490 CID 247 - 254 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1049,5
9)" 21603 false 619

P35527 CID 14 - 29
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1260,
63)" 1288 true 0.56 620



ENSGALP00000005576 CID 252 - 261
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1303,
83)" 6065 true 1.27 621

ENSGALP00000019975 CID 281 - 290
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1303,
83)" 6065 true 1.27 622

ENSGALP00000035905 CID 755 - 760
cell division cycle 5 like - CGNC Symbol 
12520 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(794,
41)" 711 false 0.47 623

ENSGALP00000019468 CID 468 - 476 aconitase 2 - CGNC Symbol 9059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1095,5
7)" 11494 true 1.13 624

ENSGALP00000016260 CID 78 - 86
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1121,5
0)" 6550 true 0.2 625



ENSGALP00000014746 CID 64 - 75
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1361,8
5)" 5791 true 0.58 626

ENSGALP00000023188 CID 57 - 63

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(801,
45)" 1495 false 24.51 627

ENSGALP00000019468 CID 468 - 476 aconitase 2 - CGNC Symbol 9059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1099,5
9)" 14503 628

ENSGALP00000005653 CID 1,149 - 1,161 fibronectin 1 - CGNC Symbol 2613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1351,
75)" 2538 true 4.31 629

ENSGALP00000016660 CID 488 - 499
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1372,7
7)" 2618 true 1.26 630



ENSGALP00000025165 CID 45 - 50
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(877,5
5)" 5363 false 631

ENSGALP00000016660 CID 488 - 499
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1380,8
2)" 4066 true 1.26 632

ENSGALP00000042680 CID 285 - 290

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(805,
39)" 296156 true 0.24 633

ENSGALP00000009487 CID 489 - 495 ribophorin I - CGNC Symbol 4413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(805,
39)" 296156 false 0.24 634

ENSGALP00000015657 CID 285 - 290 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(805,
39)" 296156 true 0.24 635



ENSGALP00000015246 CID 209 - 215 peroxiredoxin 3 - CGNC Symbol 7123 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(833,
45)" 1218 636

ENSGALP00000020154 CID 352 - 358
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(833,
45)" 1218 false 637

ENSGALP00000000509 CID 541 - 548

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(902,47
)" 3878 true 1.99 638

ENSGALP00000020445 CID 803 - 810
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1003,
55)" 1328 true 0.86 639

ENSGALP00000023395 CID 223 - 238
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1850,8
2)" 7847 true 0.74 640



ENSGALP00000000509 CID 541 - 548

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(906,50
)" 16042 641

ENSGALP00000020445 CID 803 - 810
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1011,
60)" 1146 true 0.86 642

ENSGALP00000008931 CID 492 - 500
ATPase secretory pathway Ca2+ 
transporting 2 - HGNC:29103 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1196,6
5)" 4352 643

ENSGALP00000009037 CID 748 - 759 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1416,7
3)" 2915 644

ENSGALP00000012171 CID 175 - 186
LUC7-like (S. cerevisiae) - CGNC Symbol 
5684 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1416,7
3)" 2915 false 645



ENSGALP00000019318 CID 175 - 186
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1416,7
3)" 2915 false 646

ENSGALP00000023395 CID 223 - 238
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1854,8
5)" 5807 647

P13645 CID 363 - 369
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(847,
46)" 70667 648

ENSGALP00000034188 CID 38 - 45
ubiquitin fusion degradation 1 like 
(yeast) - CGNC Symbol 1105 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(847,
46)" 70667 false 0.63 649

ENSGALP00000026337 CID 241 - 247 peroxiredoxin 4 - CGNC Symbol 12239 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(851,
49)" 42990 650



ENSGALP00000016629 CID 152 - 158 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(851,
49)" 42990 651

ENSGALP00000025929 CID 70 - 77
hydroxyacyl-CoA dehydrogenase - CGNC 
Symbol 12053 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(987,58
)" 7972 false 652

ENSGALP00000042680 CID 51 - 61

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1254,5
8)" 44188 true 0.52 653

ENSGALP00000023523 CID 53 - 63 actin beta-like 2 - CGNC Symbol 52851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1254,5
8)" 44188 true 0.52 654

ENSGALP00000015657 CID 51 - 61 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1254,5
8)" 44188 true 0.52 655



ENSGALP00000015027 CID 477 - 492
acyl-CoA binding domain containing 3 - 
CGNC Symbol 7024 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1932,8
3)" 4353 true 0.7 656

ENSGALP00000016175 CID 532 - 541
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1088,6
3)" 4696 false 1.45 657

ENSGALP00000015657 CID 51 - 61 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1262,6
3)" 20022 true 0.52 658

ENSGALP00000023523 CID 53 - 63 actin beta-like 2 - CGNC Symbol 52851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1262,6
3)" 20022 true 0.52 659

ENSGALP00000042680 CID 51 - 61

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1262,6
3)" 20022 true 0.52 660



ENSGALP00000015027 CID 477 - 492
acyl-CoA binding domain containing 3 - 
CGNC Symbol 7024 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1936,8
4)" 5587 661

ENSGALP00000019667 CID 241 - 247
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(813,48
)" 6129 662

ENSGALP00000022963 CID 847 - 853
structural maintenance of chromosomes 
1B - CGNC Symbol 10603 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(938,56
)" 20718 false 663

ENSGALP00000038105 CID 191 - 198
fibrinogen beta chain - CGNC Symbol 
7036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(938,56
)" 20718 false 664

ENSGALP00000006326 CID 158 - 165
twinfilin actin-binding protein homolog 
2 (Drosophila) - CGNC Symbol 50121 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(920,50
)" 19850 false 665



ENSGALP00000035478 CID 282 - 291 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1137,6
2)" 4356 true 1.21 666

ENSGALP00000003423 CID 1,036 - 1,044
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1142,6
7)" 4076 true 1.25 667

ENSGALP00000042680 CID 51 - 62

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1418,7
3)" 19880 true 1.16 668

ENSGALP00000015657 CID 51 - 62 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1418,7
3)" 19880 true 1.16 669

ENSGALP00000023523 CID 53 - 64 actin beta-like 2 - CGNC Symbol 52851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1418,7
3)" 19880 true 1.16 670



ENSGALP00000023635 CID 403 - 409 lamin B1 - CGNC Symbol 10893 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(876,50
)" 1134 671

ENSGALP00000009642 CID 396 - 405
pre-mRNA processing factor 6 - CGNC 
Symbol 4493 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1153,6
6)" 6968 672

ENSGALP00000019306 CID 34 - 46
LIM domains containing 1 - CGNC 
Symbol 8981 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1522,7
6)" 3800 673

ENSGALP00000000639 CID 57 - 66 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1247,6
9)" 154896 false 0.2 674

ENSGALP00000001474 CID 463 - 472

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1247,6
9)" 154896 true 0.2 675



ENSGALP00000019832 CID 192 - 198
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(791,4
8)" 8172 true 0.47 676

ENSGALP00000003175 CID 187 - 195
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1004
,48)" 792047 false 0.64 677

ENSGALP00000015176 CID 1,022 - 1,030
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1082,5
6)" 7761 true 0.6 678

ENSGALP00000015623 CID 313 - 318
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(808,4
3)" 5077 true 0.52 679

ENSGALP00000019031 CID Nov-18 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(999,48
)" 24487 true 0.83 680



ENSGALP00000015176 CID 982 - 990
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1086,5
8)" 4968 681

ENSGALP00000001474 CID 463 - 472

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1255,7
5)" 21924 true 0.2 682

ENSGALP00000013738 CID 106 - 111
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(780,38
)" 6638 true 0.58 683

ENSGALP00000029993 CID 105 - 110
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(780,38
)" 6638 true 0.58 684

ENSGALP00000023523 CID 21 - 30 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1008
,51)" 548193 685



ENSGALP00000015657 CID 19 - 28 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1008
,51)" 548193 686

ENSGALP00000042680 CID 19 - 28

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1008
,51)" 548193 687

ENSGALP00000002197 CID 174 - 184 gelsolin - CGNC Symbol 49472 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1305,7
4)" 33938 true 2.4 688

ENSGALP00000013738 CID 106 - 111
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(784,41
)" 3877 689

ENSGALP00000029993 CID 105 - 110
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(784,41
)" 3877 690



ENSGALP00000038105 CID 277 - 285
fibrinogen beta chain - CGNC Symbol 
7036 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1007,4
9)" 19483 false 691

P35908 CID 483 - 490
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1033
,51)" 14293 true 0.52 692

B4E1T1 CID 438 - 445

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1033
,51)" 14293 true 0.52 693

P04259 CID 468 - 475
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1033
,51)" 14293 true 0.52 694

ENSGALP00000019031 CID 287 - 295 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1267,6
6)" 68003 false 695



ENSGALP00000007837 CID 15 - 27
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1497,8
2)" 1504 true 2.25 696

ENSGALP00000016743 CID 372 - 379
epoxide hydrolase 1-like - CGNC Symbol 
51488 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(876,41
)" 17455 false 697

ENSGALP00000039270 CID 1,093 - 1,099
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(832,4
2)" 3502 698

ENSGALP00000039965 CID 56 - 61
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(780,48
)" 3336 false 699

ENSGALP00000011510 CID 112 - 119 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1073
,60)" 3490 false 700



ENSGALP00000018652 CID 54 - 63
actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 8704 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1073
,60)" 3490 false 0.55 701

ENSGALP00000038979 CID 1,226 - 1,237
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1356,7
7)" 5780 702

ENSGALP00000032274 CID 553 - 559
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(851,51
)" 6034 true 0.83 703

ENSGALP00000001120 CID 261 - 268 cathepsin S - CGNC Symbol 494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(936,43
)" 7332 true 0.83 704

ENSGALP00000038764 CID 397 - 410
far upstream element (FUSE) binding 
protein 3 - CGNC Symbol 2892 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1594,8
2)" 1643 true 1.07 705



ENSGALP00000032274 CID 553 - 559
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(855,53
)" 4999 706

ENSGALP00000038764 CID 397 - 410
far upstream element (FUSE) binding 
protein 3 - CGNC Symbol 2892 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1598,8
5)" 2983 707

ENSGALP00000012171 CID 206 - 213
LUC7-like (S. cerevisiae) - CGNC Symbol 
5684 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(900,49
)" 2630 true 1.22 708

ENSGALP00000019318 CID 206 - 213
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(900,49
)" 2630 true 1.22 709

ENSGALP00000012878 CID 98 - 106
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1088
,54)" 1402 false 710



ENSGALP00000036720 CID 4,224 - 4,232
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1088
,54)" 1402 false 0.88 711

ENSGALP00000039504 CID 68 - 81
v-rel avian reticuloendotheliosis viral 
oncogene homolog - CGNC Symbol 5934 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1714,9
1)" 5113 true 0.41 712

ENSGALP00000019318 CID 206 - 213
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(908,54
)" 3198 true 1.22 713

ENSGALP00000012171 CID 206 - 213
LUC7-like (S. cerevisiae) - CGNC Symbol 
5684 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(908,54
)" 3198 true 1.22 714

ENSGALP00000043196 CID 604 - 613
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1017,5
7)" 42171 false 0.51 715



ENSGALP00000012772 CID 116 - 123
Gallus gallus interleukin 18 (IL18) mRNA. 
- RefSeq mRNA NM_204608 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1017,5
7)" 42171 false 716

ENSGALP00000010210 CID 309 - 317
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1046,5
0)" 7589 true 1.16 717

ENSGALP00000041772 CID 241 - 250

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1046,5
8)" 14045 718

ENSGALP00000000734 CID 4-Nov
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1050,4
8)" 6227 true 1.28 719

ENSGALP00000006038 CID 529 - 536 ribophorin II - CGNC Symbol 2792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1111,6
2)" 2900 true 0.81 720



ENSGALP00000020463 CID 701 - 710
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1372,
84)" 2938 false 721

ENSGALP00000003130 CID 130 - 140

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1238
,58)" 3086 false 722

ENSGALP00000013355 CID Oct-17
ribosomal protein L30 - CGNC Symbol 
6224 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(933,50
)" 20186 true 0.55 723

ENSGALP00000018410 CID 314 - 322
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1126,6
5)" 2911 724

ENSGALP00000013240 CID 474 - 485
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1610,8
8)" 5970 true 0.99 725



ENSGALP00000007934 CID 305 - 313
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1135,6
2)" 22751 true 0.29 726

ENSGALP00000020445 CID 1,878 - 1,888
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1359
,65)" 18782 true 1.1 727

ENSGALP00000029838 CID 382 - 403
Hsap of 1: glycogen synthase kinase 3 
beta - HGNC:4617 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2149,0
0)" 1756 728

ENSGALP00000041690 CID 108 - 113
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(742,4
3)" 64394 true 0.59 729

ENSGALP00000018258 CID 1-Dec Enah/Vasp-like - CGNC Symbol 8513 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1363
,67)" 18519 730



ENSGALP00000020445 CID 1,878 - 1,888
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1363
,67)" 18519 731

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal muscle 
growth 5 homolog (mouse) - CGNC 
Symbol 52069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1759,8
0)" 2454 false 732

ENSGALP00000041690 CID 108 - 113
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(746,4
6)" 34288 733

ENSGALP00000001909 CID 1,464 - 1,469
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(833,41
)" 2654 false 734

ENSGALP00000003284 CID 142 - 150
RAN binding protein 1 - CGNC Symbol 
50345 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1090,5
9)" 15203 true 0.72 735



ENSGALP00000007934 CID 305 - 313
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1143,6
7)" 6273 true 0.29 736

ENSGALP00000002197 CID 174 - 184 gelsolin - CGNC Symbol 49472 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1309,7
6)" 3452 737

ENSGALP00000005130 CID 133 - 143
inosine triphosphatase - CGNC Symbol 
2361 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1220,6
8)" 4219 true 0.95 738

ENSGALP00000041510 CID 25 - 30 Hsap of 1: calreticulin - HGNC:1455 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(756,49
)" 55558 false 739

ENSGALP00000023288 CID 196 - 201
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(763,4
4)" 11312 true 0.45 740



ENSGALP00000038912 CID 2-Aug alpha-D-globin - CGNC Symbol 50309 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(874,49
)" 4916 false 0.75 741

ENSGALP00000003284 CID 142 - 150
RAN binding protein 1 - CGNC Symbol 
50345 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1098,6
4)" 10991 true 0.72 742

ENSGALP00000019423 CID 173 - 181
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1176,6
3)" 6533 true 0.72 743

ENSGALP00000005130 CID 133 - 143
inosine triphosphatase - CGNC Symbol 
2361 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1224,7
0)" 4026 744

ENSGALP00000037924 CID 2-Aug

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(890,51
)" 33132 true 1.35 745



ENSGALP00000001909 CID 374 - 379
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(890,51
)" 33132 false 746

ENSGALP00000039734 CID 284 - 290

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - CGNC 
Symbol 51059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(890,51
)" 33132 false 747

ENSGALP00000021618 CID 1-Jul
lactate dehydrogenase B - CGNC Symbol 
10005 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(890,51
)" 33132 false 748

ENSGALP00000007586 CID 417 - 426
aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 50558 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1298,6
0)" 5070 true 0.36 749

ENSGALP00000015409 CID 696 - 705 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1333,6
7)" 6450 750



ENSGALP00000020445 CID 1,227 - 1,234
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(945,52
)" 8792 true 0.34 751

ENSGALP00000024116 CID 1,462 - 1,469
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(945,52
)" 8792 false 752

ENSGALP00000005680 CID 163 - 172 adenylate kinase 2 - CGNC Symbol 2627 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1345,6
8)" 30607 true 0.2 753

ENSGALP00000038209 CID 227 - 232
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(772,4
8)" 6742 false 0.61 754

ENSGALP00000036304 CID 313 - 320
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1041,5
9)" 9176 true 0.69 755



ENSGALP00000036304 CID 313 - 320
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1049,6
4)" 4976 true 0.69 756

ENSGALP00000017495 CID 677 - 685 scinderin - CGNC Symbol 8188 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1065,5
3)" 13078 true 0.32 757

ENSGALP00000000955 CID 348 - 359 CTP synthase 1 - CGNC Symbol 429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1359,7
8)" 2713 true 0.86 758

ENSGALP00000002373 CID 190 - 198
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1045,5
4)" 4603 true 0.4 759

ENSGALP00000012367 CID 40 - 49
SLC9A3 regulator 1 - CGNC Symbol 
51624 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1056,5
7)" 2167 true 1.42 760



ENSGALP00000000955 CID 348 - 359 CTP synthase 1 - CGNC Symbol 429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1367,8
1)" 924 true 0.86 761

ENSGALP00000027317 CID 448 - 455

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC Symbol 12709 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(989,5
2)" 24913 false 1.01 762

ENSGALP00000012367 CID 40 - 49
SLC9A3 regulator 1 - CGNC Symbol 
51624 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1060,5
9)" 3069 763

ENSGALP00000037462 CID 359 - 371 thymopoietin - CGNC Symbol 50621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1484,7
9)" 15684 true 3.26 764

ENSGALP00000016630 CID 88 - 99

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC Symbol 
7795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1483,7
9)" 23162 true 0.86 765



ENSGALP00000037462 CID 359 - 371 thymopoietin - CGNC Symbol 50621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1492,8
4)" 56886 true 3.26 766

ENSGALP00000007822 CID Dec-19
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(941,5
6)" 14903 false 767

ENSGALP00000020840 CID 2,145 - 2,153 desmoplakin - CGNC Symbol 9696 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1119,5
2)" 3914 768

ENSGALP00000032101 CID 278 - 286 transaldolase - Refseq NP_001026348 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1119,5
2)" 3914 true 0.76 769

ENSGALP00000010618 CID 109 - 122
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1642
,75)" 8631 770



ENSGALP00000042680 CID 329 - 335

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(827,53
)" 295203 771

ENSGALP00000015657 CID 329 - 335 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(827,53
)" 295203 772

ENSGALP00000011635 CID 283 - 293

Gallus gallus syntaxin binding protein 1 
(STXBP1) mRNA. - RefSeq mRNA 
NM_001305648 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1300,7
3)" 8115 773

ENSGALP00000042317 CID Sep-19
regulator of chromosome condensation 
1 - HGNC:1913 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1316,7
7)" 23084 true 1.95 774

ENSGALP00000006762 CID 164 - 175
bleomycin hydrolase - CGNC Symbol 
3131 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1466,6
9)" 9068 true 0.7 775



ENSGALP00000023099 CID 187 - 199
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1660,8
1)" 4200 true 1.13 776

ENSGALP00000006762 CID 164 - 175
bleomycin hydrolase - CGNC Symbol 
3131 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1470,7
2)" 6360 777

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal muscle 
growth 5 homolog (mouse) - CGNC 
Symbol 52069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1795,9
0)" 13005 true 4.12 778

ENSGALP00000005482 CID 62 - 82 bystin like - CGNC Symbol 2527 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2389,2
6)" 1446 false 779

ENSGALP00000008498 CID 233 - 241 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1034,
64)" 2597 false 780



ENSGALP00000013574 CID 106 - 117
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1310,5
6)" 8069 true 0.49 781

ENSGALP00000007728 CID 229 - 233
Y box binding protein 1 - CGNC Symbol 
3598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(741,36
)" 24611 true 0.48 782

ENSGALP00000001995 CID 86 - 91
synaptosome associated protein 29kDa - 
CGNC Symbol 896 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(809,
42)" 67827 false 783

ENSGALP00000042680 CID 285 - 290

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(809,
42)" 67827 784

ENSGALP00000015657 CID 285 - 290 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(809,
42)" 67827 785



ENSGALP00000008056 CID 36 - 44
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1102,
69)" 48116 false 786

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - CGNC 
Symbol 51059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1472,7
0)" 35978 true 0.84 787

ENSGALP00000025461 CID 309 - 315
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(956,55
)" 6755 788

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - CGNC 
Symbol 51059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1476,7
2)" 31461 true 0.84 789

ENSGALP00000020445 CID 1,857 - 1,867
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1377,7
0)" 6876 true 0.68 790



ENSGALP00000008171 CID 1,056 - 1,067
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1377,7
0)" 6876 false 4.54 791

ENSGALP00000042680 CID 360 - 373

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1700,8
6)" 10244 true 2.13 792

ENSGALP00000015657 CID 360 - 373 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1700,8
6)" 10244 true 2.13 793

ENSGALP00000011666 CID 883 - 890
kinesin family member 5B - CGNC 
Symbol 5451 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(932,
46)" 5342 false 0.65 794

ENSGALP00000027030 CID 59 - 66
ribosomal protein L31 - CGNC Symbol 
50833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(932,
46)" 5342 true 0.65 795



ENSGALP00000009709 CID 264 - 271
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(993,58
)" 10386 true 0.69 796

ENSGALP00000004641 CID 846 - 853
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(993,58
)" 10386 false 1.34 797

ENSGALP00000009341 CID 274 - 282
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1013,5
9)" 8340 false 1.13 798

ENSGALP00000038935 CID 112 - 119
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1013,5
9)" 8340 false 799

ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1136,6
1)" 13130 true 0.83 800



ENSGALP00000020445 CID 1,857 - 1,867
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1389,7
7)" 3676 true 0.68 801

ENSGALP00000038799 CID 113 - 125
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1532,7
5)" 4681 true 4.14 802

ENSGALP00000022004 CID 113 - 125 tropomyosin 3 - HGNC:12012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1532,7
5)" 4681 true 4.14 803

ENSGALP00000038490 CID 113 - 125 tropomyosin 4 - HGNC:12013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1532,7
5)" 4681 true 4.14 804

ENSGALP00000027030 CID 59 - 66
ribosomal protein L31 - CGNC Symbol 
50833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(936,
48)" 3473 805



ENSGALP00000009511 CID 188 - 195
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1029,5
1)" 37144 true 0.37 806

ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1140,6
3)" 10898 807

ENSGALP00000020445 CID 1,166 - 1,174
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1169,7
9)" 6162 true 1.31 808

ENSGALP00000005643 CID 428 - 438

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1376,
66)" 1845 true 0.96 809

ENSGALP00000007490 CID 134 - 139 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(799,40
)" 9799 true 0.34 810



ENSGALP00000009511 CID 188 - 195
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1033,5
4)" 11925 811

ENSGALP00000005643 CID 428 - 438

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1384,
71)" 1776 true 0.96 812

ENSGALP00000042680 CID 329 - 335

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(823,50
)" 33726 true 0.28 813

ENSGALP00000015657 CID 329 - 335 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(823,50
)" 33726 true 0.28 814

P35908 CID 406 - 414
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1050,6
3)" 2109 false 815



ENSGALP00000027519 CID 1,032 - 1,041

PDS5 regulator of cohesion maintenance 
homolog B (S. cerevisiae) - CGNC Symbol 
12819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1229,6
0)" 2536 true 1.33 816

ENSGALP00000003737 CID 413 - 420 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(960,
53)" 8238 false 0.7 817

ENSGALP00000003737 CID 413 - 420 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(968,
58)" 5753 true 0.7 818

ENSGALP00000003898 CID 478 - 487 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1153,6
5)" 14848 true 1.28 819

ENSGALP00000009121 CID 55 - 67
glycyl-tRNA synthetase - CGNC Symbol 
4244 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1571,8
7)" 79416 false 820



ENSGALP00000023288 CID 196 - 201
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(767,4
7)" 3436 821

ENSGALP00000003898 CID 478 - 487 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1161,7
0)" 19019 true 1.28 822

ENSGALP00000013174 CID 30 - 42
ribosomal protein S27a - CGNC Symbol 
49483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1579,8
5)" 303167 true 1.26 823

ENSGALP00000011673 CID 54 - 63
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1373,6
6)" 80056 true 0.13 824

ENSGALP00000013174 CID 30 - 42
ribosomal protein S27a - CGNC Symbol 
49483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1587,9
0)" 385036 true 1.26 825



ENSGALP00000030998 CID 197 - 204
Hsap of 16: glutathione S-transferase 
alpha 1 - HGNC:4626 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(929,5
4)" 3221 false 826

ENSGALP00000010510 CID 103 - 112
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1276,7
9)" 21421 true 0.39 827

ENSGALP00000018340 CID 619 - 633 SATB homeobox 1 - CGNC Symbol 8550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1661,7
9)" 3114 828

ENSGALP00000007728 CID 116 - 130
Y box binding protein 1 - CGNC Symbol 
3598 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1668,7
9)" 2878 false 829

ENSGALP00000039133 CID 86 - 97

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1293,6
9)" 31093 true 0.25 830



ENSGALP00000025600 CID 51 - 61
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1293,6
9)" 31093 false 831

ENSGALP00000006578 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1626,7
7)" 21520 true 1.09 832

ENSGALP00000021927 CID 182 - 189
IKAROS family zinc finger 3 (Aiolos) - 
CGNC Symbol 49403 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(910,51
)" 9791 true 1.24 833

ENSGALP00000022436 CID 296 - 304 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1056,5
5)" 41898 true 0.63 834

ENSGALP00000013964 CID 351 - 359
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1056,5
5)" 41898 true 0.63 835



ENSGALP00000042274 CID 351 - 359
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1056,5
5)" 41898 true 0.63 836

ENSGALP00000015657 CID 51 - 61 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1258
,64)" 3987 true 0.75 837

ENSGALP00000042680 CID 51 - 61

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1258
,64)" 3987 true 0.75 838

ENSGALP00000023523 CID 53 - 63 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1258
,64)" 3987 true 0.75 839

ENSGALP00000021927 CID 182 - 189
IKAROS family zinc finger 3 (Aiolos) - 
CGNC Symbol 49403 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(914,54
)" 11013 840



ENSGALP00000001456 CID 537 - 543
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(958,51
)" 4733 true 0.55 841

ENSGALP00000008171 CID 1,143 - 1,154
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1275
,60)" 3795 842

ENSGALP00000016196 CID 14 - 25
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1275
,60)" 3795 false 1.03 843

ENSGALP00000042317 CID Sep-19
regulator of chromosome condensation 
1 - HGNC:1913 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1308,7
3)" 10095 true 1.95 844

ENSGALP00000024537 CID 222 - 234
ATPase Na+/K+ transporting subunit 
beta 1 - CGNC Symbol 11333 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1613,7
9)" 4570 true 0.7 845



ENSGALP00000001456 CID 537 - 543
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(962,54
)" 2035 846

ENSGALP00000004327 CID 411 - 421 fatty acid synthase - CGNC Symbol 1983 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1430,6
6)" 3612 false 847

ENSGALP00000000316 CID 47 - 54 major vault protein - CGNC Symbol 136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(985,52
)" 4371 848

ENSGALP00000020445 CID 1,343 - 1,352
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1297
,64)" 3374 false 0.92 849

ENSGALP00000007490 CID 134 - 143 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1306,6
8)" 16073 true 0.82 850



ENSGALP00000009286 CID 239 - 245
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(801,44
)" 10239 true 0.57 851

ENSGALP00000008530 CID 84 - 90
eukaryotic translation initiation factor 3 
subunit F - CGNC Symbol 3965 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(801,44
)" 10239 false 0.57 852

ENSGALP00000026345 CID 152 - 158
acid phosphatase 1 soluble - CGNC 
Symbol 12245 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(897,51
)" 21262 true 0.71 853

ENSGALP00000007490 CID 134 - 143 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1318,7
6)" 13104 true 0.82 854

ENSGALP00000006046 CID 156 - 166
actin related protein 2/3 complex 
subunit 3 - CGNC Symbol 2797 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1331,7
2)" 13549 true 0.76 855



ENSGALP00000026392 CID 52 - 59
ribosomal protein S7 - CGNC Symbol 
51562 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(848,49
)" 5417 856

ENSGALP00000026345 CID 152 - 158
acid phosphatase 1 soluble - CGNC 
Symbol 12245 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(905,56
)" 15100 true 0.71 857

ENSGALP00000002513 CID 54 - 63
LIM and SH3 protein 1 - CGNC Symbol 
1150 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1244,6
6)" 15811 true 0.75 858

ENSGALP00000014107 CID 153 - 162 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1244,6
6)" 15811 false 0.75 859

ENSGALP00000027534 CID 143 - 157
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1794,
92)" 900 false 860



ENSGALP00000002513 CID 54 - 63
LIM and SH3 protein 1 - CGNC Symbol 
1150 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1248,6
9)" 11839 861

ENSGALP00000038979 CID 2,309 - 2,320
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1523,8
0)" 10816 true 0.8 862

ENSGALP00000011647 CID 60 - 71
cytochrome c oxidase subunit VIa 
polypeptide 1 - CGNC Symbol 50396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1548,7
6)" 8475 863

ENSGALP00000008824 CID 100 - 107
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(956,55
)" 37495 true 1.33 864

ENSGALP00000042274 CID 155 - 162
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1109,5
9)" 193061 865



ENSGALP00000022436 CID 100 - 107 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1109,5
9)" 193061 866

ENSGALP00000013964 CID 155 - 162
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1109,5
9)" 193061 867

ENSGALP00000019801 CID 367 - 378 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1551,8
4)" 2487 true 5.16 868

ENSGALP00000009709 CID 264 - 271
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(997,61
)" 8259 869

ENSGALP00000004641 CID 846 - 853
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(997,61
)" 8259 false 870



ENSGALP00000039326 CID 135 - 142
ribosomal protein L19 - CGNC Symbol 
1159 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1100,6
7)" 11531 true 1.77 871

ENSGALP00000023022 CID 138 - 153

ubiquitin carboxyl-terminal esterase L1 
(ubiquitin thiolesterase) - CGNC Symbol 
10625 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1853,8
9)" 18646 false 872

ENSGALP00000020268 CID 243 - 252
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1195,
61)" 20185 true 0.72 873

ENSGALP00000022293 CID 547 - 558 ezrin - CGNC Symbol 10288 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1453,7
4)" 4004 true 0.52 874

ENSGALP00000019801 CID 367 - 378 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1563,9
2)" 14974 true 5.16 875



ENSGALP00000020268 CID 243 - 252
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1203,
66)" 17101 true 0.72 876

ENSGALP00000013738 CID 128 - 134
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(992,5
3)" 32453 true 0.64 877

ENSGALP00000013122 CID 134 - 141
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(883,50
)" 55142 true 0.46 878

ENSGALP00000000639 CID 220 - 227 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(950,
55)" 3661 879

ENSGALP00000028664 CID 438 - 453
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2067,0
1)" 6117 true 0.62 880



ENSGALP00000013122 CID 134 - 141
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(887,52
)" 25316 881

ENSGALP00000009169 CID 156 - 165

Uncharacterized protein - 
UniProtKB/TrEMBL H3BNX3 - CGNC 
Symbol 4269 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1174,6
3)" 34549 true 0.62 882

ENSGALP00000012529 CID 253 - 262
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1194,6
6)" 80787 883

ENSGALP00000019031 CID 212 - 221 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1194,6
6)" 80787 false 884

ENSGALP00000028664 CID 438 - 453
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2071,0
4)" 3781 885



ENSGALP00000039326 CID 152 - 160
ribosomal protein L19 - CGNC Symbol 
1159 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1014
,56)" 5444 true 0.8 886

ENSGALP00000041758 CID 180 - 188

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1070,
59)" 1598 false 887

ENSGALP00000009169 CID 156 - 165

Uncharacterized protein - 
UniProtKB/TrEMBL H3BNX3 - CGNC 
Symbol 4269 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1182,6
9)" 16941 true 0.62 888

ENSGALP00000000509 CID 404 - 414

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1199,5
7)" 5087 true 2 889

ENSGALP00000005653 CID 971 - 985 fibronectin 1 - CGNC Symbol 2613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1685,
92)" 3220 false 890



ENSGALP00000016696 CID 556 - 564
YLP motif containing 1 - CGNC Symbol 
7819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1018
,59)" 4349 891

ENSGALP00000039326 CID 152 - 160
ribosomal protein L19 - CGNC Symbol 
1159 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1018
,59)" 4349 892

ENSGALP00000001474 CID 522 - 530

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1106,6
1)" 9999 893

ENSGALP00000005576 CID 186 - 195
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1109,
56)" 1735 true 0.62 894

ENSGALP00000019975 CID 215 - 224
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1109,
56)" 1735 true 0.62 895



ENSGALP00000000509 CID 404 - 414

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1203,5
9)" 13694 896

ENSGALP00000025005 CID 273 - 281
RAD23 homolog B (S. cerevisiae) - CGNC 
Symbol 11587 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1204,5
9)" 6081 true 1.15 897

ENSGALP00000036413 CID 265 - 271
interferon regulatory factor 4 - CGNC 
Symbol 9722 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(895,54
)" 4421 false 898

ENSGALP00000025005 CID 273 - 281
RAD23 homolog B (S. cerevisiae) - CGNC 
Symbol 11587 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1208,6
1)" 8304 899

ENSGALP00000011700 CID 308 - 321
nucleotide binding protein 1 - CGNC 
Symbol 5471 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1932,8
6)" 2795 true 1.24 900



ENSGALP00000026392 CID 52 - 59
ribosomal protein S7 - CGNC Symbol 
51562 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(844,45
)" 10842 true 0.48 901

ENSGALP00000027541 CID 58 - 65
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1021,6
1)" 24162 true 1.56 902

ENSGALP00000040101 CID 1,888 - 1,897 myosin IXB - CGNC Symbol 2718 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1289,6
8)" 4814 false 903

ENSGALP00000013122 CID 406 - 417
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1289,6
8)" 4814 true 0.42 904

ENSGALP00000035905 CID 771 - 780
cell division cycle 5 like - CGNC Symbol 
12520 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1289,6
8)" 4814 905



ENSGALP00000003717 CID 637 - 648
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1301,7
4)" 1640 false 906

ENSGALP00000000615 CID 388 - 403 karyopherin subunit beta 1 - HGNC:6400 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1906,9
7)" 3540 true 0.74 907

ENSGALP00000029968 CID 156 - 161
ribosomal protein L3 - CGNC Symbol 
50654 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(866,4
5)" 8145 true 0.46 908

ENSGALP00000018424 CID 234 - 240 desmin - CGNC Symbol 49543 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(943,51
)" 2371 909

ENSGALP00000014107 CID 231 - 237 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(943,51
)" 2371 910



ENSGALP00000017462 CID 58 - 65
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1035,6
2)" 39102 false 911

ENSGALP00000022243 CID 534 - 544
aminopeptidase puromycin sensitive - 
CGNC Symbol 10259 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1157,7
1)" 3771 false 0.79 912

ENSGALP00000020445 CID 1,166 - 1,174
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1157,7
1)" 3771 true 1.31 913

ENSGALP00000005505 CID 105 - 116
RAB8B member RAS oncogene family - 
CGNC Symbol 2544 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1417,7
1)" 3793 914

ENSGALP00000019634 CID 24 - 40
programmed cell death 6 interacting 
protein - CGNC Symbol 9128 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2021,9
2)" 4341 true 1.39 915



ENSGALP00000029968 CID 156 - 161
ribosomal protein L3 - CGNC Symbol 
50654 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(870,4
8)" 7114 916

ENSGALP00000013574 CID 365 - 377
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1445,7
5)" 15014 true 0.48 917

ENSGALP00000019634 CID 24 - 40
programmed cell death 6 interacting 
protein - CGNC Symbol 9128 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2025,9
4)" 6014 918

ENSGALP00000019471 CID 88 - 95
PHD finger protein 5A - CGNC Symbol 
9062 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(877,5
5)" 4668 919

ENSGALP00000038979 CID 1,226 - 1,237
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1352,7
3)" 7307 true 0.62 920



ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1938,
82)" 28990 true 2.89 921

ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1464,8
4)" 10647 true 2.11 922

ENSGALP00000004048 CID 391 - 402 kinectin 1 - CGNC Symbol 9206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1533,7
9)" 5794 true 0.42 923

ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1476,9
2)" 23668 true 2.11 924

ENSGALP00000010414 CID 81 - 94
RNA binding motif protein X-linked - 
CGNC Symbol 51674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1548,7
9)" 42546 true 1.21 925



ENSGALP00000002796 CID 86 - 93
eukaryotic translation initiation factor 6 - 
CGNC Symbol 1275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(915,49
)" 10190 true 0.41 926

ENSGALP00000008824 CID 100 - 107
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(964,60
)" 43035 true 1.33 927

ENSGALP00000012170 CID 335 - 346
aminopeptidase-like 1 - CGNC Symbol 
5683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1346
,65)" 2713 false 0.69 928

ENSGALP00000011559 CID 78 - 88

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1346
,65)" 2713 929

ENSGALP00000012170 CID 335 - 346
aminopeptidase-like 1 - CGNC Symbol 
5683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1350
,69)" 897 930



ENSGALP00000011673 CID 54 - 63
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1377,6
8)" 9300 931

ENSGALP00000041756 CID 133 - 145
Parkinsonism associated deglycase - 
HGNC:16369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1633,6
5)" 13714 true 0.96 932

ENSGALP00000018498 CID 562 - 567

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(866,44
)" 19815 true 0.15 933

ENSGALP00000035478 CID 36 - 43 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1035,
57)" 3234 true 0.49 934

ENSGALP00000022436 CID 100 - 107 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1105,5
6)" 213750 true 0.9 935



ENSGALP00000013964 CID 155 - 162
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1105,5
6)" 213750 true 0.9 936

ENSGALP00000042274 CID 155 - 162
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1105,5
6)" 213750 true 0.9 937

ENSGALP00000010414 CID 81 - 94
RNA binding motif protein X-linked - 
CGNC Symbol 51674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1556,8
4)" 49517 true 1.21 938

ENSGALP00000041756 CID 133 - 145
Parkinsonism associated deglycase - 
HGNC:16369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1637,6
8)" 13106 939

ENSGALP00000041804 CID 62 - 78

cysteine and histidine-rich domain-
containing protein 1 - Refseq 
NP_001026003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1999,2
2)" 1872 false 940



ENSGALP00000036056 CID 110 - 115
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(871,50
)" 3124 false 941

ENSGALP00000002172 CID 25 - 35
mitochondrial trans-2-enoyl-CoA 
reductase - CGNC Symbol 981 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1112,
60)" 2757 false 2.63 942

ENSGALP00000025130 CID 38 - 48 ribosomal protein S23 - HGNC:10410 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1112,
60)" 2757 true 1.12 943

ENSGALP00000023188 CID 170 - 183

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1602,7
8)" 21303 944

ENSGALP00000015409 CID 547 - 556 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1171,6
3)" 16574 true 0.6 945



ENSGALP00000014105 CID 162 - 173

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1171,6
3)" 16574 false 0.5 946

ENSGALP00000035815 CID 106 - 117

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1171,6
3)" 16574 false 0.5 947

ENSGALP00000023085 CID 522 - 531 actinin alpha 4 - CGNC Symbol 49612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1171,6
3)" 16574 true 0.5 948

ENSGALP00000023396 CID 59 - 68
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1179,
63)" 35121 true 0.91 949

ENSGALP00000032039 CID 154 - 162 leupaxin - CGNC Symbol 14208 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1095,4
9)" 4375 true 1.13 950



ENSGALP00000038979 CID 1,963 - 1,973
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1187,6
3)" 4956 951

ENSGALP00000026457 CID 310 - 318
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1187,6
3)" 4956 true 0.84 952

ENSGALP00000006038 CID 97 - 110 ribophorin II - CGNC Symbol 2792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1564
,77)" 60876 953

ENSGALP00000036122 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1564
,77)" 60876 954

ENSGALP00000001480 CID 593 - 598 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(747,47
)" 11368 955



ENSGALP00000043256 CID Feb-14
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1620,9
2)" 7680 true 2.07 956

ENSGALP00000042274 CID 351 - 359
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1060,5
8)" 19460 957

ENSGALP00000013964 CID 351 - 359
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1060,5
8)" 19460 958

ENSGALP00000022436 CID 296 - 304 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1060,5
8)" 19460 959

ENSGALP00000008267 CID 658 - 673
G protein-coupled receptor kinase 
interactor 2 - CGNC Symbol 3839 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1968,9
5)" 8308 true 2.65 960



ENSGALP00000011982 CID 165 - 173 CD3e molecule - CGNC Symbol 5597 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1091,5
8)" 9008 961

ENSGALP00000014107 CID 397 - 404 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(960,51
)" 54273 true 0.35 962

ENSGALP00000011510 CID 155 - 163 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1158,
68)" 14480 false 963

ENSGALP00000003152 CID 681 - 690
adenosylhomocysteinase - CGNC Symbol 
1443 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1295,7
0)" 19498 true 0.98 964

ENSGALP00000027541 CID 58 - 65
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1009,5
4)" 16061 true 1.56 965



ENSGALP00000004417 CID 289 - 297
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1163,6
1)" 8613 true 0.33 966

ENSGALP00000041993 CID 44 - 55 ribosomal protein L21 - HGNC:10313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1326,
67)" 7579 true 0.96 967

ENSGALP00000026418 CID 100 - 109
eukaryotic translation initiation factor 
1A Y-linked - CGNC Symbol 50803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1170,6
2)" 3521 true 0.64 968

ENSGALP00000008824 CID 305 - 313
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1208,6
2)" 9679 true 1.03 969

ENSGALP00000041993 CID 44 - 55 ribosomal protein L21 - HGNC:10313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1334,
73)" 3137 true 0.96 970



ENSGALP00000016361 CID 175 - 182
ribosomal protein S3A - CGNC Symbol 
51748 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1002,5
4)" 6728 false 971

ENSGALP00000003089 CID 218 - 225
valosin containing protein - CGNC 
Symbol 53073 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1002,5
4)" 6728 972

ENSGALP00000017462 CID 58 - 65
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1051,6
2)" 10543 false 973

ENSGALP00000017495 CID 463 - 472 scinderin - CGNC Symbol 8188 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1171,6
7)" 30811 true 0.29 974

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1227,
63)" 229466 true 0.74 975



ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1227,
63)" 229466 true 0.74 976

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1227,
63)" 229466 true 0.74 977

ENSGALP00000020744 CID 348 - 355
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1096,5
3)" 5316 true 0.56 978

ENSGALP00000035905 CID 474 - 480
cell division cycle 5 like - CGNC Symbol 
12520 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(954,52
)" 4280 false 0.43 979

ENSGALP00000020154 CID 2-Nov
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(998,
53)" 70785 false 0.38 980



ENSGALP00000014107 CID 202 - 211 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1116,5
7)" 70098 true 0.18 981

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1259,
63)" 30678 true 0.66 982

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1259,
63)" 30678 true 0.66 983

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1259,
63)" 30678 true 0.66 984

ENSGALP00000001480 CID 159 - 167 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(973,57
)" 5246 985



ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1267,
67)" 14993 true 0.66 986

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1267,
67)" 14993 true 0.66 987

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1267,
67)" 14993 true 0.66 988

ENSGALP00000002808 CID 447 - 458
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1544,7
3)" 10519 989

ENSGALP00000036122 CID 61 - 68

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(959,57
)" 15671 false 990



ENSGALP00000010888 CID 62 - 69

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(959,57
)" 15671 false 991

ENSGALP00000027989 CID 33 - 40

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(959,57
)" 15671 false 992

ENSGALP00000006578 CID 61 - 68

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(959,57
)" 15671 false 993

ENSGALP00000003431 CID Aug-15

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1126,6
2)" 11548 true 0.62 994

ENSGALP00000003954 CID 607 - 621
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1369,
70)" 19878 true 2.68 995



ENSGALP00000015174 CID 524 - 540
Sp3 transcription factor - CGNC Symbol 
7089 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2014,0
5)" 3097 false 996

ENSGALP00000003431 CID Aug-15

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1138,6
9)" 4024 true 0.62 997

ENSGALP00000043256 CID Feb-14
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1612,8
7)" 2588 true 2.07 998

ENSGALP00000003152 CID 681 - 690
adenosylhomocysteinase - CGNC Symbol 
1443 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1287,6
5)" 19205 true 0.98 999

ENSGALP00000013122 CID 421 - 429
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(992,56
)" 17440 1000



ENSGALP00000014509 CID 337 - 346
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1180,6
2)" 8349 1001

ENSGALP00000006018 CID 375 - 385
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1417,
70)" 19798 true 0.62 1002

ENSGALP00000023288 CID 311 - 321
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1417,
70)" 19798 true 0.62 1003

ENSGALP00000021203 CID 66 - 88
death-associated protein - CGNC Symbol 
9841 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2582,4
8)" 2900 false 1004

ENSGALP00000011559 CID 78 - 88

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1342
,61)" 9298 true 0.32 1005



ENSGALP00000020349 CID 274 - 284
pre-mRNA processing factor 39 - 
HGNC:20314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1423,
78)" 1183 true 1.81 1006

ENSGALP00000023396 CID 149 - 155
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(758,44
)" 6420 false 1007

ENSGALP00000014308 CID 487 - 493
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(758,44
)" 6420 false 1008

ENSGALP00000008824 CID 288 - 293
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(758,44
)" 6420 false 1009

ENSGALP00000001441 CID 388 - 393
mitogen-activated protein kinase 
associated protein 1 - CGNC Symbol 646 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(786,42
)" 2460 false 1010



ENSGALP00000008931 CID 427 - 435
ATPase secretory pathway Ca2+ 
transporting 2 - HGNC:29103 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1022,5
3)" 14873 true 0.54 1011

ENSGALP00000005271 CID 2-Nov
eukaryotic translation initiation factor 3 
subunit I - CGNC Symbol 2428 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1218,7
2)" 10241 true 0.49 1012

P04264 CID 252 - 257
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(764,48
)" 5007 false 1013

ENSGALP00000024116 CID 807 - 812
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(764,48
)" 5007 false 1014

ENSGALP00000000885 CID 252 - 257
microtubule-associated protein tau - 
CGNC Symbol 389 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(764,48
)" 5007 false 1015



ENSGALP00000042552 CID 483 - 495
guanylate binding protein - CGNC 
Symbol 49284 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1343,6
7)" 21737 true 0.83 1016

ENSGALP00000003431 CID 232 - 244

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1516,
87)" 1040 false 1017

ENSGALP00000042368 CID 199 - 216
aldo-keto reductase family 1 member 
B10-like - CGNC Symbol 50691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2291,1
5)" 3039 false 1018

ENSGALP00000023115 CID 60 - 67
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1027,5
4)" 5792 1019

ENSGALP00000007469 CID 587 - 593

LEO1 homolog Paf1/RNA polymerase II 
complex component - CGNC Symbol 
55225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(848,5
0)" 2710 1020



ENSGALP00000018616 CID 588 - 593
leukotriene A4 hydrolase - CGNC Symbol 
8686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(830,45
)" 11474 true 0.61 1021

ENSGALP00000019318 CID 62 - 68
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(851,51
)" 11088 true 1.05 1022

ENSGALP00000001014 CID 432 - 439
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(936,56
)" 9085 true 0.7 1023

ENSGALP00000032274 CID 409 - 416
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1014,5
0)" 17025 true 0.7 1024

ENSGALP00000009528 CID 419 - 427
RuvB like AAA ATPase 1 - CGNC Symbol 
4431 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1031,5
6)" 14302 false 1025



ENSGALP00000015492 CID 1-Sep
histone acetyltransferase 1 - CGNC 
Symbol 7250 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1031,5
6)" 14302 false 1026

ENSGALP00000019471 CID 88 - 95
PHD finger protein 5A - CGNC Symbol 
9062 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(873,5
3)" 1260 false 1027

ENSGALP00000001014 CID 432 - 439
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(940,58
)" 6393 1028

ENSGALP00000032274 CID 409 - 416
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1018,5
2)" 11202 1029

ENSGALP00000003011 CID 753 - 759
scaffold attachment factor B2 - CGNC 
Symbol 52976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(965,49
)" 5535 false 0.68 1030



ENSGALP00000002513 CID 64 - 70
LIM and SH3 protein 1 - CGNC Symbol 
1150 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1056,5
6)" 10070 true 0.68 1031

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - CGNC 
Symbol 51059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1488,7
0)" 3776 true 0.89 1032

ENSGALP00000023944 CID 454 - 462
nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 11035 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1045,5
8)" 96550 false 0.69 1033

ENSGALP00000023257 CID 888 - 895
non-SMC condensin I complex subunit G 
- CGNC Symbol 10729 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1045,5
8)" 96550 1034

ENSGALP00000015492 CID 1-Sep
histone acetyltransferase 1 - CGNC 
Symbol 7250 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1045,5
8)" 96550 false 1035



ENSGALP00000010510 CID 510 - 517
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1045,5
8)" 96550 true 0.69 1036

ENSGALP00000010510 CID 510 - 517
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1053,6
3)" 66370 true 0.69 1037

ENSGALP00000002513 CID 64 - 70
LIM and SH3 protein 1 - CGNC Symbol 
1150 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1068,6
4)" 5956 true 0.68 1038

P35527 CID 155 - 163
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1093,5
2)" 6880 true 0.41 1039

Q04695 CID 358 - 368
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1542,6
9)" 3555 false 1040



ENSGALP00000007834 CID 329 - 336
myelin expression factor 2 - CGNC 
Symbol 49981 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1014,5
0)" 10722 true 0.65 1041

ENSGALP00000007819 CID 111 - 118 peptidase D - CGNC Symbol 3636 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1060,5
9)" 10954 false 1042

ENSGALP00000005576 CID 253 - 261
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1143,6
8)" 32773 1043

ENSGALP00000019975 CID 282 - 290
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1143,6
8)" 32773 1044

ENSGALP00000037522 CID 161 - 169
LUC7-like 3 pre-mRNA splicing factor - 
CGNC Symbol 53432 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1207,7
5)" 6261 false 1045



ENSGALP00000039326 CID 135 - 142
ribosomal protein L19 - CGNC Symbol 
1159 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1092,6
2)" 3311 false 1.77 1046

ENSGALP00000004515 CID 18 - 26
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1106,
59)" 24277 true 0.7 1047

ENSGALP00000002495 CID 841 - 848
enhancer of mRNA decapping 4 - CGNC 
Symbol 1139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(905,
42)" 779 false 1048

ENSGALP00000014828 CID 410 - 417
PIT54 protein precursor - Refseq 
NP_997063 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1057,5
4)" 46020 true 0.41 1049

ENSGALP00000004515 CID 18 - 26
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1110,
61)" 16889 1050



ENSGALP00000009642 CID 396 - 405
pre-mRNA processing factor 6 - CGNC 
Symbol 4493 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1149,6
4)" 4375 true 2.84 1051

ENSGALP00000011673 CID 147 - 156
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1184,6
7)" 16922 1052

ENSGALP00000004108 CID 469 - 474
differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 1882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(832,5
2)" 1752 false 1053

ENSGALP00000001002 CID 212 - 217

nuclear casein kinase and cyclin-
dependent kinase substrate 1 - CGNC 
Symbol 448 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(832,5
2)" 1752 1054

ENSGALP00000017139 CID 340 - 347
3'-phosphoadenosine 5'-phosphosulfate 
synthase 1 - CGNC Symbol 8007 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1119,5
2)" 10430 true 0.67 1055



ENSGALP00000018165 CID 1,219 - 1,228
lymphocyte antigen 75 - CGNC Symbol 
8470 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1198,6
0)" 3814 false 1056

ENSGALP00000011635 CID 283 - 293

Gallus gallus syntaxin binding protein 1 
(STXBP1) mRNA. - RefSeq mRNA 
NM_001305648 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1296,7
0)" 3865 true 0.89 1057

ENSGALP00000015971 CID Jan-18 exportin for tRNA - CGNC Symbol 7470 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2033,9
5)" 1419 false 1058

ENSGALP00000017139 CID 340 - 347
3'-phosphoadenosine 5'-phosphosulfate 
synthase 1 - CGNC Symbol 8007 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1123,5
5)" 6998 1059

ENSGALP00000011510 CID 208 - 218 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1247,6
6)" 3062 true 0.45 1060



ENSGALP00000023866 CID 779 - 785

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(946,5
2)" 17150 false 1061

ENSGALP00000042552 CID 508 - 514
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(971,
42)" 9140 false 1062

ENSGALP00000023295 CID 1,104 - 1,114
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1167,6
1)" 29765 1063

ENSGALP00000020744 CID 493 - 502
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1167,6
1)" 29765 true 0.35 1064

ENSGALP00000035370 CID 107 - 124
hepatoma-derived growth factor - CGNC 
Symbol 58434 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2080,9
3)" 3094 false 1065



ENSGALP00000019031 CID 204 - 211 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(920,51
)" 71135 true 0.99 1066

ENSGALP00000003423 CID 1,050 - 1,057
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1192,
66)" 11449 true 1.57 1067

ENSGALP00000010737 CID 22 - 33
dual specificity phosphatase 8 - CGNC 
Symbol 5018 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1263,6
8)" 21106 1068

ENSGALP00000038626 CID 158 - 169
lactate dehydrogenase A - CGNC Symbol 
49707 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1276,6
4)" 5795 true 0.32 1069

ENSGALP00000025229 CID 1,142 - 1,153 zinc finger homeobox 4 - HGNC:30939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1355,7
3)" 82831 false 1.09 1070



ENSGALP00000000325 CID 788 - 799
WD repeat domain 36 - CGNC Symbol 
143 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1355,7
3)" 82831 1071

ENSGALP00000039948 CID 160 - 188 MARCKS-like 1 - CGNC Symbol 14646 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2821,3
4)" 791 false 1072

ENSGALP00000000639 CID 533 - 544 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1278,6
5)" 11015 1073

ENSGALP00000026123 CID 67 - 77
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1280,6
6)" 6336 true 1.08 1074

ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC Symbol 
7795 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1327,6
8)" 8757 true 0.4 1075



ENSGALP00000019031 CID 255 - 264 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1361,6
6)" 13746 false 1076

ENSGALP00000015409 CID 696 - 705 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1329,6
4)" 12846 true 0.87 1077

ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC Symbol 
7795 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1331,7
0)" 3084 1078

ENSGALP00000020268 CID 318 - 328
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1359,6
8)" 14562 true 0.35 1079

ENSGALP00000009642 CID 711 - 722
pre-mRNA processing factor 6 - CGNC 
Symbol 4493 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1564,7
9)" 2231 true 0.74 1080



ENSGALP00000027541 CID 58 - 65
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1025,5
4)" 8055 true 1.8 1081

ENSGALP00000004108 CID 547 - 557
differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 1882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1356,7
9)" 5399 true 1.54 1082

ENSGALP00000035996 CID 77 - 91
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1631,9
0)" 8531 false 1083

ENSGALP00000042988 CID 63 - 68 proteasome subunit beta 2 - HGNC:9539 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(820,49
)" 5629 false 1084

ENSGALP00000028857 CID 676 - 681

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(736,40
)" 32538 1085



ENSGALP00000013431 CID 788 - 795
programmed cell death 11 - CGNC 
Symbol 6260 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1006,5
0)" 71308 false 0.61 1086

ENSGALP00000041511 CID 208 - 218

HSPA (heat shock 70kDa) binding 
protein cytoplasmic cochaperone 1 - 
CGNC Symbol 64131 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1471,8
0)" 6048 true 1.06 1087

ENSGALP00000027541 CID 158 - 163
high mobility group box 1 - CGNC 
Symbol 49444 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(740,42
)" 47796 1088

ENSGALP00000017462 CID 158 - 163
high mobility group box 2 - CGNC 
Symbol 8169 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(740,42
)" 47796 1089

ENSGALP00000008578 CID 302 - 313
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1327
,60)" 982 true 0.39 1090



ENSGALP00000041511 CID 208 - 218

HSPA (heat shock 70kDa) binding 
protein cytoplasmic cochaperone 1 - 
CGNC Symbol 64131 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1479,8
4)" 4732 true 1.06 1091

ENSGALP00000006939 CID 162 - 171 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1358,
76)" 6826 true 3.21 1092

ENSGALP00000002808 CID 447 - 458
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1540,7
1)" 5156 true 1.71 1093

ENSGALP00000039872 CID 294 - 306
regulator of chromosome condensation 
2 - CGNC Symbol 287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1573,8
4)" 17258 true 0.95 1094

ENSGALP00000006018 CID 375 - 385
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1421,
73)" 11451 1095



ENSGALP00000023288 CID 311 - 321
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1421,
73)" 11451 1096

ENSGALP00000035996 CID 81 - 91
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1166,6
5)" 15900 true 0.41 1097

ENSGALP00000043196 CID 85 - 94
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1166,6
5)" 15900 false 1098

ENSGALP00000003914 CID 35 - 46
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1345
,66)" 1036 1099

ENSGALP00000035996 CID 81 - 91
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1174,7
0)" 5873 true 0.41 1100



ENSGALP00000025600 CID 112 - 126
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1750,9
2)" 10934 true 0.82 1101

ENSGALP00000018616 CID 588 - 593
leukotriene A4 hydrolase - CGNC Symbol 
8686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(834,48
)" 5486 1102

ENSGALP00000005535 CID 173 - 179

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(844,4
7)" 5340 false 1103

ENSGALP00000004515 CID 51 - 59
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1143,6
3)" 20419 true 0.51 1104

ENSGALP00000025600 CID 112 - 126
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1758,9
7)" 8928 true 0.82 1105



ENSGALP00000026130 CID 474 - 481
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(920,51
)" 7101 false 1106

ENSGALP00000021255 CID 530 - 541
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1447
,73)" 846 1107

ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(948,56
)" 4936 true 0.56 1108

ENSGALP00000013808 CID 1,187 - 1,194 stromal antigen 2 - CGNC Symbol 51718 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(980,55
)" 20597 false 0.48 1109

ENSGALP00000018679 CID 36 - 43
ribosomal protein L37a - CGNC Symbol 
55686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1078,
47)" 1863 false 1110



ENSGALP00000008267 CID 658 - 673
G protein-coupled receptor kinase 
interactor 2 - CGNC Symbol 3839 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1960,9
0)" 2177 true 2.65 1111

ENSGALP00000033359 CID 387 - 395
fascin actin-bundling protein 1 - CGNC 
Symbol 14444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1060,4
9)" 15744 true 0.17 1112

ENSGALP00000042479 CID 229 - 238
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1264,6
7)" 6524 true 0.37 1113

ENSGALP00000038618 CID 76 - 92
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2045
,88)" 783 1114

ENSGALP00000016538 CID 679 - 685 calpain 11 - CGNC Symbol 54348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(967,44
)" 9384 true 0.31 1115



ENSGALP00000002366 CID 489 - 500
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1432,6
9)" 2588 false 0.72 1116

ENSGALP00000015409 CID 292 - 303 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1432,6
9)" 2588 true 4.59 1117

ENSGALP00000035593 CID 78 - 83 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(772,45
)" 105157 true 0.53 1118

ENSGALP00000015176 CID 851 - 856
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(816,
45)" 2922 false 1119

ENSGALP00000016660 CID 590 - 595
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(816,
45)" 2922 false 1120



ENSGALP00000008498 CID 587 - 594 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(906,5
5)" 10511 true 1.12 1121

ENSGALP00000035593 CID 2-Sep Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1063,6
0)" 9088 false 1122

ENSGALP00000016447 CID 27 - 37
ribosomal protein S8 - CGNC Symbol 
52222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1301,
73)" 23496 true 0.95 1123

ENSGALP00000035593 CID 78 - 83 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(780,50
)" 53309 true 0.53 1124

ENSGALP00000016337 CID 2,442 - 2,449

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(943,
52)" 2196 false 1125



ENSGALP00000025165 CID 74 - 85
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1432,
85)" 20819 true 1.45 1126

ENSGALP00000018195 CID 53 - 62
proteasome subunit beta 1 - CGNC 
Symbol 8487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1160,6
1)" 19038 true 0.76 1127

ENSGALP00000037001 CID 175 - 183

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1069,
59)" 10089 false 1.71 1128

ENSGALP00000026858 CID 761 - 770
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1069,
59)" 10089 false 1129

ENSGALP00000037001 CID 175 - 183

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1073,
60)" 23233 1130



ENSGALP00000016536 CID 645 - 653
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1152
,58)" 2343 true 0.74 1131

P08779 CID 291 - 299
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1197
,55)" 659 true 0.79 1132

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1568,
96)" 78064 true 1.04 1133

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1568,
96)" 78064 true 1.04 1134

ENSGALP00000016696 CID 1,157 - 1,170
YLP motif containing 1 - CGNC Symbol 
7819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1568,8
0)" 2087 true 3.45 1135



ENSGALP00000026487 CID 91 - 101
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1229,
64)" 10782 true 0.29 1136

ENSGALP00000016696 CID 1,157 - 1,170
YLP motif containing 1 - CGNC Symbol 
7819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1572,8
4)" 10682 1137

ENSGALP00000008105 CID 49 - 57

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1160,6
1)" 31025 true 0.46 1138

ENSGALP00000027305 CID 109 - 120

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1499
,73)" 7458 false 2.85 1139

ENSGALP00000008105 CID 49 - 57

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1164,6
2)" 19616 1140



ENSGALP00000021618 CID 158 - 169
lactate dehydrogenase B - CGNC Symbol 
10005 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1294,6
8)" 10626 1141

ENSGALP00000006308 CID 123 - 134
ribosomal protein L23a - CGNC Symbol 
2910 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1453,
87)" 6985 true 1.94 1142

ENSGALP00000003898 CID 225 - 240 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2085,9
0)" 6114 true 0.77 1143

ENSGALP00000004108 CID 532 - 538
differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 1882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(803,46
)" 1318 false 1.55 1144

ENSGALP00000016641 CID 839 - 845
oxysterol binding protein-like 8 - CGNC 
Symbol 7796 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(890,
43)" 2324 false 0.97 1145



ENSGALP00000023295 CID 1,551 - 1,557
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(890,
43)" 2324 false 1146

ENSGALP00000006308 CID 123 - 134
ribosomal protein L23a - CGNC Symbol 
2910 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1465,
95)" 13531 true 1.94 1147

ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1548,7
6)" 12944 1148

ENSGALP00000042680 CID 360 - 372

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1548,7
6)" 12944 1149

ENSGALP00000003898 CID 225 - 240 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2093,9
5)" 4681 true 0.77 1150



ENSGALP00000005576 CID 57 - 65
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1151,5
7)" 18255 true 0.82 1151

ENSGALP00000026858 CID 549 - 558
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1201,6
0)" 7087 true 4.17 1152

ENSGALP00000028664 CID 417 - 431
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1911,9
3)" 21741 true 0.48 1153

ENSGALP00000029144 CID 56 - 74
Hsap of 1: ETHE1 persulfide dioxygenase 
- HGNC:23287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2093,9
9)" 2566 true 2.32 1154

ENSGALP00000004515 CID 51 - 59
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1151,6
9)" 8077 true 0.51 1155



ENSGALP00000028664 CID 417 - 431
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1915,9
5)" 5391 1156

ENSGALP00000029144 CID 56 - 74
Hsap of 1: ETHE1 persulfide dioxygenase 
- HGNC:23287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2098,0
2)" 6304 1157

ENSGALP00000000509 CID 349 - 356

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(852,40
)" 2959 true 1.61 1158

ENSGALP00000004515 CID 52 - 59
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(987,
50)" 4971 true 1.81 1159

ENSGALP00000005576 CID 57 - 65
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1155,5
9)" 15003 1160



ENSGALP00000000509 CID 349 - 356

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(856,42
)" 4765 1161

ENSGALP00000019801 CID 277 - 288 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1555,7
6)" 10954 1162

ENSGALP00000003978 CID 445 - 450
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(802,42
)" 5130 true 0.92 1163

ENSGALP00000024040 CID 166 - 174
hexosaminidase B (beta polypeptide) - 
CGNC Symbol 11085 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1016
,49)" 56351 1164

ENSGALP00000041510 CID 112 - 119 Hsap of 1: calreticulin - HGNC:1455 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1048,5
1)" 26113 true 0.25 1165



ENSGALP00000032184 CID 224 - 229 annexin A1 - CGNC Symbol 11272 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(800,4
6)" 14006 true 0.77 1166

ENSGALP00000006939 CID 664 - 669 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(800,4
6)" 14006 true 0.77 1167

ENSGALP00000003978 CID 445 - 450
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(806,45
)" 4694 1168

ENSGALP00000023295 CID 1,379 - 1,388
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1246,6
6)" 11797 false 0.97 1169

ENSGALP00000014935 CID 139 - 148
fragile X mental retardation 1 - CGNC 
Symbol 51729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1249,6
6)" 5623 true 1.16 1170



ENSGALP00000041856 CID 336 - 343 MHC BF1 class I - CGNC Symbol 54365 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(933,49
)" 8868 false 1171

ENSGALP00000014107 CID 202 - 211 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1120,5
8)" 6145 1172

ENSGALP00000027982 CID 532 - 549
stromal interaction molecule 1 - CGNC 
Symbol 13037 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1996,0
3)" 2227 true 5.45 1173

ENSGALP00000001460 CID Sep-14
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(806,4
8)" 4680 1174

ENSGALP00000001750 CID 149 - 157 prohibitin - CGNC Symbol 51144 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1108
,58)" 2225 1175



ENSGALP00000008498 CID 587 - 594 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(910,5
7)" 7228 1176

ENSGALP00000013987 CID 386 - 396
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1360,7
0)" 21178 true 0.64 1177

ENSGALP00000013987 CID 386 - 396
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1364,7
2)" 13575 1178

ENSGALP00000042552 CID 260 - 266
guanylate binding protein - CGNC 
Symbol 49284 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(923,44
)" 20977 true 1.08 1179

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1556,
89)" 72007 true 1.04 1180



ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1556,
89)" 72007 true 1.04 1181

ENSGALP00000003035 CID 436 - 443
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1006,
58)" 4343 true 1.05 1182

ENSGALP00000011718 CID 242 - 248

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(889,45
)" 27641 true 0.68 1183

ENSGALP00000003035 CID 436 - 443
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1010,
60)" 4546 1184

ENSGALP00000020534 CID 153 - 164

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1581,7
0)" 18438 1185



ENSGALP00000023165 CID 153 - 164

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1581,7
0)" 18438 1186

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1584,
96)" 6765 false 1187

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1584,
96)" 6765 false 1188

ENSGALP00000004048 CID 747 - 751 kinectin 1 - CGNC Symbol 9206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(706,4
5)" 6810 false 1189

ENSGALP00000037522 CID 244 - 248
LUC7-like 3 pre-mRNA splicing factor - 
CGNC Symbol 53432 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(706,4
5)" 6810 false 1190



ENSGALP00000026130 CID 297 - 303
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(849,49
)" 6924 false 1191

ENSGALP00000004013 CID 1,948 - 1,954 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(849,49
)" 6924 1192

ENSGALP00000011718 CID 242 - 248

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(893,48
)" 17898 1193

ENSGALP00000029322 CID 130 - 140
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1328,7
4)" 3316 true 2.01 1194

ENSGALP00000007667 CID 367 - 380
glyoxalase domain containing 4 - 
HGNC:14111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1342,6
9)" 8677 true 1.11 1195



ENSGALP00000032274 CID 628 - 634
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(809,4
3)" 2552 1196

ENSGALP00000040985 CID 196 - 203

aldo-keto reductase family 1 member B1-
like (aldose reductase) - CGNC Symbol 
50692 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1081,
58)" 6175 true 0.5 1197

ENSGALP00000021301 CID 204 - 211

aldo-keto reductase family 1 member 
B10 (aldose reductase) - CGNC Symbol 
50690 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1081,
58)" 6175 true 0.5 1198

ENSGALP00000042368 CID 217 - 224
aldo-keto reductase family 1 member 
B10-like - CGNC Symbol 50691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1081,
58)" 6175 true 0.5 1199

ENSGALP00000001315 CID 59 - 69
nudC nuclear distribution protein - 
CGNC Symbol 591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1381,7
3)" 6746 true 0.57 1200



ENSGALP00000040985 CID 196 - 203

aldo-keto reductase family 1 member B1-
like (aldose reductase) - CGNC Symbol 
50692 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1089,
62)" 3080 true 0.5 1201

ENSGALP00000021301 CID 204 - 211

aldo-keto reductase family 1 member 
B10 (aldose reductase) - CGNC Symbol 
50690 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1089,
62)" 3080 true 0.5 1202

ENSGALP00000042368 CID 217 - 224
aldo-keto reductase family 1 member 
B10-like - CGNC Symbol 50691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1089,
62)" 3080 true 0.5 1203

ENSGALP00000019031 CID 59 - 70 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1420
,55)" 6887 false 1204

ENSGALP00000020445 CID 317 - 327
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1420
,55)" 6887 1205



ENSGALP00000008236 CID 899 - 910
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1514,7
8)" 6788 true 0.74 1206

ENSGALP00000019120 CID 104 - 109
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(821,48
)" 12337 false 1207

ENSGALP00000010510 CID 103 - 108
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(821,48
)" 12337 false 1208

ENSGALP00000000639 CID 372 - 380 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1166,6
7)" 7825 false 1209

ENSGALP00000007490 CID 543 - 555 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1586,7
8)" 8376 true 1.49 1210



ENSGALP00000004807 CID 119 - 127
proteasome subunit alpha 4 - CGNC 
Symbol 2207 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1055,
55)" 6997 true 0.59 1211

ENSGALP00000018498 CID 191 - 201

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1495
,70)" 3047 true 2.05 1212

ENSGALP00000016523 CID 187 - 197

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1495
,70)" 3047 true 2.05 1213

ENSGALP00000007490 CID 543 - 555 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1594,8
3)" 12990 true 1.49 1214

ENSGALP00000004807 CID 119 - 127
proteasome subunit alpha 4 - CGNC 
Symbol 2207 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1063,
60)" 3478 true 0.59 1215



ENSGALP00000008131 CID 193 - 207 vinculin - CGNC Symbol 3778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1535
,76)" 2204 false 1216

ENSGALP00000014935 CID 114 - 128
fragile X mental retardation 1 - CGNC 
Symbol 51729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1743,9
3)" 17103 false 1217

ENSGALP00000007487 CID 913 - 925
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1520,7
3)" 5492 true 1.5 1218

ENSGALP00000042475 CID 1-Aug
purine-rich element binding protein A - 
CGNC Symbol 15180 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(973,56
)" 12402 1219

ENSGALP00000007487 CID 913 - 925
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1524,7
5)" 8245 1220



ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1093,4
6)" 202481 true 0.83 1221

ENSGALP00000042274 CID 298 - 306
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1093,4
6)" 202481 true 0.83 1222

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1093,4
6)" 202481 true 0.83 1223

ENSGALP00000025606 CID 21 - 30
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1176,
66)" 11440 true 0.6 1224

ENSGALP00000009371 CID 21 - 30
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1176,
66)" 11440 true 0.6 1225



ENSGALP00000040662 CID 306 - 317
inositol monophosphatase 1 - 
HGNC:6050 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1315,
81)" 20254 1226

ENSGALP00000018594 CID 100 - 112
small nuclear ribonucleoprotein 
polypeptide F - CGNC Symbol 8670 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1569
,65)" 7198 1227

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1097,4
9)" 166153 1228

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1097,4
9)" 166153 1229

ENSGALP00000042274 CID 298 - 306
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1097,4
9)" 166153 1230



ENSGALP00000007780 CID 215 - 227
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1481,8
1)" 3536 1231

ENSGALP00000020744 CID 161 - 167
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(772,49
)" 2940 false 1232

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1113,4
8)" 23724 1233

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1113,4
8)" 23724 1234

ENSGALP00000042274 CID 298 - 306
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1113,4
8)" 23724 1235



ENSGALP00000025130 CID 108 - 119 ribosomal protein S23 - HGNC:10410 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1261,
74)" 2520 true 1.47 1236

ENSGALP00000019801 CID 277 - 288 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1551,7
2)" 14832 true 0.63 1237

ENSGALP00000001315 CID 250 - 257
nudC nuclear distribution protein - 
CGNC Symbol 591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(982,59
)" 1854 false 1238

ENSGALP00000027391 CID 568 - 581
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1716
,85)" 1872 true 0.74 1239

ENSGALP00000009819 CID 212 - 225
PHD finger protein 6 - CGNC Symbol 
4572 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1697,6
9)" 4164 1240



ENSGALP00000002604 CID 441 - 446
inter-alpha-trypsin inhibitor heavy chain 
3 - CGNC Symbol 50111 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(777,43
)" 11413 false 1241

ENSGALP00000023635 CID 257 - 262 lamin B1 - CGNC Symbol 10893 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(777,43
)" 11413 1242

ENSGALP00000000639 CID 185 - 190 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(777,43
)" 11413 1243

ENSGALP00000038925 CID 167 - 185
lectin mannose binding 1 - CGNC Symbol 
2024 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2220,0
0)" 2061 true 0.52 1244

ENSGALP00000010303 CID 1,296 - 1,307 interleukin 16 - CGNC Symbol 4808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1303,6
8)" 3338 1245



ENSGALP00000036304 CID 47 - 52
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(758,
44)" 7128 true 0.43 1246

ENSGALP00000029248 CID 116 - 121
chromobox homolog 1 - CGNC Symbol 
49096 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(762,38
)" 8002 true 1.21 1247

ENSGALP00000029248 CID 116 - 121
chromobox homolog 1 - CGNC Symbol 
49096 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(766,40
)" 10585 1248

ENSGALP00000006218 CID 281 - 315
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3238,5
7)" 11936 true 2.41 1249

ENSGALP00000007728 CID 229 - 233
Y box binding protein 1 - CGNC Symbol 
3598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(745,4
0)" 2810 1250



ENSGALP00000013738 CID 128 - 134
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(996,5
6)" 50274 1251

ENSGALP00000001315 CID 59 - 69
nudC nuclear distribution protein - 
CGNC Symbol 591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1389,7
6)" 3378 true 0.57 1252

ENSGALP00000009169 CID 166 - 177

Uncharacterized protein - 
UniProtKB/TrEMBL H3BNX3 - CGNC 
Symbol 4269 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1389,7
6)" 3378 false 0.37 1253

ENSGALP00000006218 CID 281 - 315
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3242,6
0)" 29707 1254

ENSGALP00000013122 CID 517 - 523
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(799,49
)" 4315 false 1255



ENSGALP00000007299 CID 148 - 155 CD74 molecule - CGNC Symbol 3398 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(949,
45)" 2574 true 0.57 1256

ENSGALP00000038155 CID 98 - 112
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2006,9
4)" 13203 false 1257

ENSGALP00000022386 CID 96 - 110
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2006,9
4)" 13203 false 1258

ENSGALP00000023396 CID 142 - 148
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(914,58
)" 5632 false 1259

ENSGALP00000016629 CID 121 - 128 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(980,
46)" 8332 true 0.39 1260



ENSGALP00000017462 CID 113 - 127
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1649,9
2)" 3508 true 0.72 1261

ENSGALP00000011057 CID 678 - 685
A kinase (PRKA) anchor protein 13 - 
CGNC Symbol 49999 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(887,43
)" 5409 false 0.53 1262

ENSGALP00000038799 CID 183 - 191
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1046,5
3)" 5387 true 0.42 1263

ENSGALP00000013574 CID 365 - 377
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1437,7
3)" 24727 true 0.48 1264

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1357,8
0)" 2133 1265



ENSGALP00000019037 CID 174 - 186
acetyl-CoA acetyltransferase 2 - CGNC 
Symbol 8861 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1500,7
4)" 5385 true 1.17 1266

ENSGALP00000003717 CID 176 - 189
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1672,8
7)" 7951 true 0.65 1267

ENSGALP00000035933 CID 265 - 282 cathepsin B - CGNC Symbol 12486 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1908,9
7)" 107256 true 0.23 1268

ENSGALP00000003089 CID 278 - 287
valosin containing protein - CGNC 
Symbol 53073 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1103,5
6)" 17952 true 0.68 1269

ENSGALP00000003717 CID 176 - 189
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1684,9
4)" 5169 true 0.65 1270



ENSGALP00000003089 CID 278 - 287
valosin containing protein - CGNC 
Symbol 53073 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1107,5
7)" 26775 1271

ENSGALP00000013963 CID 515 - 520
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(832,49
)" 5078 1272

ENSGALP00000014107 CID 396 - 404 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1116,6
1)" 13206 false 0.37 1273

ENSGALP00000024989 CID 554 - 563
janus kinase and microtubule interacting 
protein 1 - CGNC Symbol 11579 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1116,6
1)" 13206 false 0.68 1274

ENSGALP00000026487 CID 252 - 262
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1211
,53)" 972 1275



ENSGALP00000038490 CID 50 - 59 tropomyosin 4 - HGNC:12013 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
69)" 114450 1276

ENSGALP00000038799 CID 50 - 59
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
69)" 114450 1277

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
69)" 114450 true 0.84 1278

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
69)" 114450 true 0.84 1279

ENSGALP00000022004 CID 50 - 59 tropomyosin 3 - HGNC:12012 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
69)" 114450 1280



ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
69)" 114450 true 0.84 1281

ENSGALP00000005132 CID 406 - 420
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1666,6
8)" 7226 true 0.8 1282

ENSGALP00000007927 CID 98 - 106
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1114,6
2)" 5450 true 0.47 1283

ENSGALP00000014107 CID 396 - 404 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1124,6
7)" 2855 true 0.37 1284

ENSGALP00000032101 CID 205 - 215 transaldolase - Refseq NP_001026348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1277
,61)" 1274 false 1285



ENSGALP00000010618 CID 158 - 175
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2368,0
2)" 12526 1286

ENSGALP00000003012 CID 229 - 238
malate dehydrogenase 2 - CGNC Symbol 
1378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1129,6
4)" 14349 true 0.6 1287

ENSGALP00000001909 CID 946 - 954
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1129,6
4)" 14349 false 0.6 1288

ENSGALP00000003954 CID 34 - 45
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1260,
63)" 2491 1289

ENSGALP00000002008 CID 514 - 520 c-src tyrosine kinase - CGNC Symbol 902 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(922,57
)" 2558 false 1290



P04259 CID 339 - 347
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1135,5
7)" 67983 true 0.21 1291

P35908 CID 354 - 362
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1135,5
7)" 67983 true 0.21 1292

ENSGALP00000042374 CID 624 - 633
thimet oligopeptidase 1 - CGNC Symbol 
52774 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1350,
73)" 6557 false 1293

ENSGALP00000035366 CID 113 - 122
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1161,5
4)" 4413 true 1 1294

ENSGALP00000042274 CID 298 - 306
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1109,4
6)" 28590 true 0.81 1295



ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1109,4
6)" 28590 true 0.81 1296

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1109,4
6)" 28590 true 0.81 1297

ENSGALP00000035366 CID 113 - 122
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1165,5
8)" 3303 1298

ENSGALP00000026858 CID 421 - 431
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1302,6
8)" 5383 1299

ENSGALP00000011232 CID 367 - 372
phosphofructokinase platelet - CGNC 
Symbol 53359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(748,43
)" 4737 true 0.47 1300



ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1125,4
5)" 20774 true 0.84 1301

ENSGALP00000042274 CID 298 - 306
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1125,4
5)" 20774 true 0.84 1302

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1125,4
5)" 20774 true 0.84 1303

ENSGALP00000038179 CID 153 - 167
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1653,
91)" 1882 true 1.62 1304

ENSGALP00000018410 CID 1,089 - 1,094
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(745,42
)" 4694 1305



ENSGALP00000014260 CID 165 - 171
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(828,5
0)" 2455 false 1306

ENSGALP00000023866 CID 1,450 - 1,456

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(884,51
)" 48984 false 1.71 1307

ENSGALP00000014105 CID 46 - 53

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(884,51
)" 48984 true 1.71 1308

ENSGALP00000041510 CID 112 - 119 Hsap of 1: calreticulin - HGNC:1455 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1056,5
6)" 3368 true 0.25 1309

ENSGALP00000015846 CID 408 - 417
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1096,6
2)" 8398 true 0.24 1310



ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1129,4
8)" 17410 1311

ENSGALP00000042274 CID 298 - 306
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1129,4
8)" 17410 1312

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1129,4
8)" 17410 1313

ENSGALP00000023866 CID 1,450 - 1,456

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(888,54
)" 37289 1314

ENSGALP00000016182 CID 1,206 - 1,213
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(888,54
)" 37289 1315



ENSGALP00000014105 CID 46 - 53

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(888,54
)" 37289 1316

ENSGALP00000018742 CID 308 - 314
creatine kinase brain - CGNC Symbol 
49719 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(904,5
4)" 12098 false 1317

ENSGALP00000013230 CID 540 - 548
SRSF protein kinase 2 - CGNC Symbol 
6182 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1174,5
9)" 6347 true 0.6 1318

ENSGALP00000007997 CID 167 - 174
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(984,52
)" 10696 true 0.51 1319

ENSGALP00000013230 CID 540 - 548
SRSF protein kinase 2 - CGNC Symbol 
6182 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1178,6
2)" 3120 1320



ENSGALP00000041758 CID 209 - 221

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1436,6
6)" 19428 true 0.27 1321

ENSGALP00000034615 CID 134 - 140
Cytochrome c oxidase subunit 2 - UP 
P18944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(909,51
)" 3256 true 0.81 1322

ENSGALP00000007997 CID 167 - 174
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(992,57
)" 4837 true 0.51 1323

ENSGALP00000004621 CID 77 - 86
electron-transfer-flavoprotein alpha 
polypeptide - CGNC Symbol 2114 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1227,7
1)" 2539 false 1324

ENSGALP00000043342 CID 67 - 77
insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 51304 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1370,8
6)" 1760 true 1.14 1325



ENSGALP00000041758 CID 209 - 221

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1440,6
8)" 4310 1326

ENSGALP00000003381 CID 380 - 386
aconitase 1 soluble - CGNC Symbol 
48955 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(797,4
6)" 21647 1327

ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(797,4
6)" 21647 true 0.54 1328

ENSGALP00000002038 CID 198 - 209

guanine nucleotide binding protein (G 
protein) beta polypeptide 1 - CGNC 
Symbol 50984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1336,6
5)" 5380 true 0.8 1329

ENSGALP00000027015 CID 50 - 62
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1462,7
7)" 4907 false 1330



ENSGALP00000027391 CID 568 - 581
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1728
,92)" 916 true 0.74 1331

ENSGALP00000018498 CID 534 - 540

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(803,5
2)" 7446 false 1332

ENSGALP00000016523 CID 533 - 539

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(803,5
2)" 7446 false 1333

ENSGALP00000009217 CID 32 - 44
cytochrome c oxidase subunit IV isoform 
1 - CGNC Symbol 4285 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1576,7
5)" 15497 true 1.63 1334

ENSGALP00000009217 CID 32 - 44
cytochrome c oxidase subunit IV isoform 
1 - CGNC Symbol 4285 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1580,7
7)" 25246 1335



ENSGALP00000015366 CID 252 - 267
peptidylprolyl isomerase D - CGNC 
Symbol 7186 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1835
,91)" 1467 true 0.99 1336

ENSGALP00000015366 CID 252 - 267
peptidylprolyl isomerase D - CGNC 
Symbol 7186 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1847
,98)" 1446 true 0.99 1337

ENSGALP00000036304 CID 47 - 52
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(762,
47)" 1997 1338

ENSGALP00000043256 CID 44 - 57
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1699,8
7)" 18479 true 0.42 1339

ENSGALP00000023295 CID 932 - 941
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(986,56
)" 17406 false 1.12 1340



ENSGALP00000025299 CID 145 - 152
C-terminal binding protein 1 - CGNC 
Symbol 11723 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(986,56
)" 17406 true 1.12 1341

ENSGALP00000027665 CID 238 - 252
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1891,9
9)" 9090 true 1.01 1342

ENSGALP00000036122 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(980,5
6)" 25410 true 1.25 1343

ENSGALP00000003187 CID 56 - 64
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(990,59
)" 10461 1344

ENSGALP00000025299 CID 145 - 152
C-terminal binding protein 1 - CGNC 
Symbol 11723 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(990,59
)" 10461 1345



ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1251,
68)" 8170 true 0.93 1346

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1251,
68)" 8170 true 0.93 1347

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1251,
68)" 8170 true 0.93 1348

ENSGALP00000011647 CID 60 - 71
cytochrome c oxidase subunit VIa 
polypeptide 1 - CGNC Symbol 50396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1576,7
9)" 94398 true 1.42 1349

ENSGALP00000016118 CID 693 - 700
metastasis associated 1 family member 
3 - CGNC Symbol 7538 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(828,50
)" 8247 1350



ENSGALP00000003612 CID 1,913 - 1,929
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1904,9
5)" 1713 true 1.54 1351

ENSGALP00000034108 CID 73 - 88
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1925,9
4)" 58418 true 0.57 1352

ENSGALP00000011647 CID 60 - 71
cytochrome c oxidase subunit VIa 
polypeptide 1 - CGNC Symbol 50396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1580,8
2)" 136994 1353

ENSGALP00000018144 CID 365 - 381 cyclin K - CGNC Symbol 8459 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1930,0
6)" 8303 1354

ENSGALP00000038179 CID 360 - 365
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(862,51
)" 14034 1355



ENSGALP00000026126 CID 182 - 188
ribosomal protein L8 - CGNC Symbol 
12137 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(862,51
)" 14034 false 1356

ENSGALP00000015846 CID 418 - 424
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(883,48
)" 6183 1357

ENSGALP00000030005 CID 121 - 131
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1235,6
6)" 11491 1358

ENSGALP00000021618 CID 77 - 90
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1590,9
6)" 9524 false 1359

ENSGALP00000005132 CID 406 - 420
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1670,7
0)" 5182 1360



ENSGALP00000006240 CID 902 - 907
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(823,
49)" 3981 false 1361

ENSGALP00000009420 CID 836 - 843
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(894,51
)" 4394 true 0.68 1362

ENSGALP00000037266 CID 70 - 84

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53220 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1628,8
8)" 228159 true 1.5 1363

ENSGALP00000019205 CID 67 - 81

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1628,8
8)" 228159 true 1.5 1364

ENSGALP00000019163 CID 66 - 80 histone H1 - CGNC Symbol 53214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1628,8
8)" 228159 true 1.5 1365



ENSGALP00000036774 CID 374 - 389
DnaJ (Hsp40) homolog subfamily A 
member 1 - CGNC Symbol 53066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2037,9
1)" 3203 true 0.47 1366

ENSGALP00000009420 CID 836 - 843
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(898,54
)" 2993 1367

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1942,
85)" 68159 1368

ENSGALP00000003850 CID 209 - 217
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(965,55
)" 31747 true 0.71 1369

ENSGALP00000003850 CID 209 - 217
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(969,58
)" 21802 1370



ENSGALP00000008824 CID 305 - 313
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1212,6
5)" 9224 1371

ENSGALP00000000316 CID 232 - 241 major vault protein - CGNC Symbol 136 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1215,6
1)" 5318 true 0.7 1372

ENSGALP00000018340 CID 534 - 543 SATB homeobox 1 - CGNC Symbol 8550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1321,7
1)" 7794 false 1373

ENSGALP00000007728 CID 64 - 82
Y box binding protein 1 - CGNC Symbol 
3598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1751,9
2)" 4103 true 0.42 1374

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2221,9
8)" 20774 1375



ENSGALP00000000316 CID 232 - 241 major vault protein - CGNC Symbol 136 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1219,6
3)" 2569 1376

ENSGALP00000039235 CID 116 - 132
cold shock domain containing E1 - CGNC 
Symbol 51115 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1791,8
2)" 6427 true 0.91 1377

ENSGALP00000007490 CID 172 - 180 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1261,6
6)" 18614 true 0.73 1378

ENSGALP00000039235 CID 116 - 132
cold shock domain containing E1 - CGNC 
Symbol 51115 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1795,8
6)" 5866 1379

ENSGALP00000010618 CID 158 - 175
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2364,0
0)" 3961 true 2.83 1380



ENSGALP00000038774 CID 267 - 273
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(872,
48)" 40776 false 1381

ENSGALP00000041159 CID 141 - 146 ribosomal protein S16 - HGNC:10396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(900,5
0)" 2222 false 1382

ENSGALP00000007490 CID 172 - 180 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1265,6
9)" 12507 1383

ENSGALP00000011510 CID 85 - 95 apolipoprotein A-I - CGNC Symbol 49860 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1476,7
7)" 22536 1384

ENSGALP00000001997 CID 111 - 117
eukaryotic translation initiation factor 
4H - CGNC Symbol 897 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(787,42
)" 13646 true 0.37 1385



ENSGALP00000008498 CID 311 - 318 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(946,5
1)" 21949 1386

ENSGALP00000008236 CID 899 - 910
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1518,8
0)" 4827 1387

ENSGALP00000003717 CID 110 - 123
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1647,
85)" 5967 true 0.49 1388

ENSGALP00000026858 CID 421 - 431
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1298,6
6)" 2794 true 1.1 1389

ENSGALP00000038782 CID 116 - 121 nucleobindin 2 - CGNC Symbol 51883 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(747,47
)" 3144 false 1390



ENSGALP00000042788 CID 13 - 18
guanine nucleotide binding protein (G 
protein) gamma 7 - CGNC Symbol 64142 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(757,46
)" 20295 1391

ENSGALP00000042552 CID 139 - 144
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(757,46
)" 20295 false 1392

ENSGALP00000018410 CID 1,003 - 1,013
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1136,
66)" 2161 false 1393

ENSGALP00000020346 CID 103 - 116
FK506 binding protein 3 - CGNC Symbol 
9468 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1641,9
2)" 5435 false 1394

ENSGALP00000038179 CID 360 - 365
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(858,48
)" 16859 true 0.84 1395



ENSGALP00000020349 CID 423 - 433
pre-mRNA processing factor 39 - 
HGNC:20314 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1362,6
5)" 2733 true 0.85 1396

P13645 CID 323 - 334
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1549,7
9)" 48756 true 0.22 1397

ENSGALP00000029589 CID 343 - 348 septin 6 - CGNC Symbol 51720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(836,4
4)" 3592 true 1.03 1398

ENSGALP00000039865 CID 114 - 121
flightless I actin binding protein - CGNC 
Symbol 3713 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1004,4
7)" 1139320 1399

ENSGALP00000015657 CID 19 - 28 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1004,4
7)" 1139320 true 1.14 1400



ENSGALP00000023523 CID 21 - 30 actin beta-like 2 - CGNC Symbol 52851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1004,4
7)" 1139320 true 1.14 1401

ENSGALP00000042680 CID 19 - 28

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1004,4
7)" 1139320 true 1.14 1402

P13645 CID 323 - 334
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1557,8
4)" 9934 true 0.22 1403

ENSGALP00000025461 CID 56 - 63
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1039,6
1)" 3841 false 1404

ENSGALP00000002252 CID 152 - 160
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1039,6
1)" 3841 false 0.28 1405



ENSGALP00000002038 CID 198 - 209

guanine nucleotide binding protein (G 
protein) beta polypeptide 1 - CGNC 
Symbol 50984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1328,6
0)" 5466 true 0.8 1406

ENSGALP00000027665 CID 238 - 252
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1879,9
2)" 8240 true 1.01 1407

ENSGALP00000016447 CID 27 - 37
ribosomal protein S8 - CGNC Symbol 
52222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1309,
77)" 21774 true 1.46 1408

ENSGALP00000042680 CID 360 - 373

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1708,8
9)" 203436 false 4.99* 1409

ENSGALP00000015657 CID 360 - 373 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1708,8
9)" 203436 false 4.99* 1410



ENSGALP00000041510 CID 86 - 93 Hsap of 1: calreticulin - HGNC:1455 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1124,5
5)" 2291 false 1411

ENSGALP00000012993 CID 101 - 109
growth factor receptor bound protein 2 - 
CGNC Symbol 6067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1147,6
0)" 6205 false 1412

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1563,7
9)" 18304 true 1.56 1413

ENSGALP00000013240 CID 1,212 - 1,220
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(990,57
)" 7459 1414

ENSGALP00000023364 CID 172 - 180
NOP56 ribonucleoprotein - CGNC 
Symbol 10777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(990,57
)" 7459 1415



ENSGALP00000004641 CID 1,345 - 1,354
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1201,6
1)" 14992 true 1.21 1416

ENSGALP00000003954 CID 607 - 621
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1373,
73)" 45328 1417

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2237,9
7)" 1634 1418

ENSGALP00000021708 CID 317 - 327
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1190
,64)" 1896 1419

ENSGALP00000014828 CID 107 - 118
PIT54 protein precursor - Refseq 
NP_997063 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1274,
68)" 1300 false 1420



ENSGALP00000016983 CID 228 - 239 glycogenin 1 - CGNC Symbol 7949 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1274,
68)" 1300 1421

ENSGALP00000007672 CID 71 - 81
isoleucyl-tRNA synthetase - CGNC 
Symbol 3573 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1328,6
5)" 6341 true 0.71 1422

ENSGALP00000039552 CID 187 - 196
proteasome 26S subunit non-ATPase 13 - 
CGNC Symbol 51869 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1228
,62)" 3749 true 0.96 1423

ENSGALP00000007672 CID 71 - 81
isoleucyl-tRNA synthetase - CGNC 
Symbol 3573 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1332,6
8)" 3358 1424

ENSGALP00000010541 CID 229 - 238
transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 49299 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1341,6
1)" 25537 1425



ENSGALP00000020666 CID 312 - 324
DEK proto-oncogene - CGNC Symbol 
9623 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1642,0
4)" 4643 false 1426

ENSGALP00000007490 CID 345 - 352 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1119,5
8)" 7665 true 0.55 1427

ENSGALP00000039552 CID 187 - 196
proteasome 26S subunit non-ATPase 13 - 
CGNC Symbol 51869 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1232
,65)" 3615 1428

ENSGALP00000007667 CID 367 - 380
glyoxalase domain containing 4 - 
HGNC:14111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1346,7
1)" 8607 1429

ENSGALP00000025165 CID 74 - 85
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1420,
79)" 9915 true 1.45 1430



ENSGALP00000000468 CID 208 - 219

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1455,7
2)" 6052 true 0.73 1431

ENSGALP00000007055 CID 26 - 34
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1048,5
4)" 29501 true 0.72 1432

ENSGALP00000000468 CID 208 - 219

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1459,7
4)" 3711 1433

ENSGALP00000007055 CID 26 - 34
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1052,5
7)" 21099 1434

ENSGALP00000023635 CID 133 - 144 lamin B1 - CGNC Symbol 10893 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1403
,75)" 6475 false 1435



ENSGALP00000023085 CID 402 - 416 actinin alpha 4 - CGNC Symbol 49612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1809,8
9)" 15310 true 0.32 1436

ENSGALP00000015409 CID 427 - 441 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1809,8
9)" 15310 true 0.32 1437

ENSGALP00000040985 CID 178 - 195

aldo-keto reductase family 1 member B1-
like (aldose reductase) - CGNC Symbol 
50692 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2289,1
5)" 2022 false 1438

ENSGALP00000013355 CID Oct-17
ribosomal protein L30 - CGNC Symbol 
6224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(937,51
)" 8284 1439

ENSGALP00000000088 CID 2-Nov
proteasome subunit alpha type-5 - 
Refseq NP_001026578 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1095,5
7)" 29684 1440



ENSGALP00000012883 CID 477 - 487

Gallus gallus recombination activating 
gene 2 (RAG2) mRNA. - RefSeq mRNA 
NM_001305057 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1524,8
0)" 2034 false 1441

ENSGALP00000012879 CID 485 - 496
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1524
,90)" 1904 false 1442

ENSGALP00000023085 CID 402 - 416 actinin alpha 4 - CGNC Symbol 49612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1817,9
4)" 4292 true 0.32 1443

ENSGALP00000015409 CID 427 - 441 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1817,9
4)" 4292 true 0.32 1444

ENSGALP00000042368 CID 199 - 216
aldo-keto reductase family 1 member 
B10-like - CGNC Symbol 50691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2299,2
1)" 2654 1445



ENSGALP00000013640 CID 55 - 70

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2080,0
8)" 1229 false 1446

ENSGALP00000021301 CID 186 - 203

aldo-keto reductase family 1 member 
B10 (aldose reductase) - CGNC Symbol 
50690 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2303,1
6)" 8748 true 0.91 1447

ENSGALP00000007927 CID 78 - 86
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1204,5
5)" 25975 true 1.1 1448

ENSGALP00000001474 CID 122 - 136

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1618,
93)" 6895 true 0.69 1449

ENSGALP00000015051 CID 340 - 357
pleiotropic regulator 1 - CGNC Symbol 
7032 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2002,0
0)" 3250 1450



ENSGALP00000021301 CID 186 - 203

aldo-keto reductase family 1 member 
B10 (aldose reductase) - CGNC Symbol 
50690 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2315,2
4)" 7937 true 0.91 1451

ENSGALP00000042552 CID 426 - 432
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(776,47
)" 12258 false 0.85 1452

ENSGALP00000018258 CID 126 - 140 Enah/Vasp-like - CGNC Symbol 8513 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1713
,78)" 1700 true 2.03 1453

ENSGALP00000012919 CID 65 - 84
hematological and neurological 
expressed 1 - CGNC Symbol 6027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2200,1
3)" 7607 true 2.88 1454

ENSGALP00000007927 CID 78 - 86
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1208,5
7)" 24390 1455



ENSGALP00000018258 CID 126 - 140 Enah/Vasp-like - CGNC Symbol 8513 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1717
,81)" 3458 1456

ENSGALP00000012919 CID 65 - 84
hematological and neurological 
expressed 1 - CGNC Symbol 6027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2208,1
8)" 23089 true 2.88 1457

ENSGALP00000013053 CID 68 - 75

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1038,6
3)" 9598 false 1458

ENSGALP00000017556 CID 45 - 58 legumain - CGNC Symbol 8216 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1765,8
8)" 2323 1459

ENSGALP00000006604 CID 230 - 247
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1819
,89)" 936 true 0.79 1460



ENSGALP00000042201 CID Feb-17

up-regulated during skeletal muscle 
growth 5 homolog (mouse) - CGNC 
Symbol 52069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1787,8
4)" 2407 true 0.77 1461

ENSGALP00000009662 CID 572 - 577
protein kinase C beta - CGNC Symbol 
50286 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(834,43
)" 14281 true 0.93 1462

ENSGALP00000003737 CID 407 - 412 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(834,4
8)" 92745 true 0.66 1463

ENSGALP00000016629 CID 152 - 158 peroxiredoxin 1 - CGNC Symbol 7794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(847,45
)" 75343 true 0.69 1464

ENSGALP00000026337 CID 241 - 247 peroxiredoxin 4 - CGNC Symbol 12239 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(847,45
)" 75343 true 0.69 1465



ENSGALP00000019801 CID 350 - 359 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1244,6
8)" 13773 true 1.02 1466

ENSGALP00000009662 CID 572 - 577
protein kinase C beta - CGNC Symbol 
50286 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(838,46
)" 13319 1467

ENSGALP00000003737 CID 407 - 412 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(838,5
0)" 60745 1468

ENSGALP00000006421 CID 2-Sep

mitochondrial inner membrane 
organizing system 1 - CGNC Symbol 
2963 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(860,41
)" 5411 1469

ENSGALP00000019801 CID 350 - 359 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1252,7
4)" 12411 true 1.02 1470



ENSGALP00000035933 CID 265 - 282 cathepsin B - CGNC Symbol 12486 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1912,9
9)" 22150 1471

P04264 CID 550 - 588
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(3340,
34)" 260 false 1472

ENSGALP00000035686 CID 499 - 505
periostin osteoblast specific factor - 
CGNC Symbol 12805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(913,50
)" 4285 false 1473

ENSGALP00000038912 CID Sep-16 alpha-D-globin - CGNC Symbol 50309 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1043
,57)" 8327 false 0.67 1474

ENSGALP00000017367 CID 42 - 47

Gallus gallus mago-nashi homolog 2 
(MAGOH2) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308098 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(795,43
)" 3973 1475



ENSGALP00000040545 CID 219 - 225
class I histocompatibility antigen F10 
alpha chain-like - CGNC Symbol 64022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(873,4
3)" 22862 1476

ENSGALP00000024078 CID 185 - 192
WD repeat domain 1 - CGNC Symbol 
11108 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1004,5
2)" 15748 true 0.32 1477

ENSGALP00000026123 CID 67 - 77
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1272,6
2)" 4726 true 1.08 1478

ENSGALP00000038753 CID 666 - 681 coronin 7 - CGNC Symbol 50317 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1728,8
3)" 18139 1479

ENSGALP00000018179 CID 193 - 199
SEC31 homolog A (S. cerevisiae) - CGNC 
Symbol 8479 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(860,45
)" 10771 1480



ENSGALP00000039757 CID 640 - 648
hypoxia up-regulated 1 - CGNC Symbol 
53307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(777,4
1)" 1511 false 0.96 1481

ENSGALP00000038490 CID 218 - 226 tropomyosin 4 - HGNC:12013 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1266
,64)" 1065 true 0.18 1482

ENSGALP00000038799 CID 218 - 226
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1266
,64)" 1065 true 0.18 1483

ENSGALP00000022004 CID 218 - 226 tropomyosin 3 - HGNC:12012 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1266
,64)" 1065 true 0.18 1484

ENSGALP00000014509 CID 347 - 352
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(815,47
)" 5367 false 1485



ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1103,5
7)" 22494 true 1.1 1486

ENSGALP00000017202 CID Oct-18
pyrophosphatase (inorganic) 2 - CGNC 
Symbol 8036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1103,5
7)" 22494 false 1.1 1487

ENSGALP00000006284 CID 178 - 203

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2545,1
5)" 4353 1488

ENSGALP00000042788 CID 19 - 25
guanine nucleotide binding protein (G 
protein) gamma 7 - CGNC Symbol 64142 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(819,48
)" 3771 1489

ENSGALP00000017202 CID Oct-18
pyrophosphatase (inorganic) 2 - CGNC 
Symbol 8036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1107,6
0)" 18036 1490



ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1107,6
0)" 18036 1491

ENSGALP00000006043 CID 753 - 759
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(854,5
5)" 8714 1492

ENSGALP00000016660 CID 255 - 262
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(902,49
)" 4196 false 0.93 1493

ENSGALP00000008128 CID 674 - 682
nucleoporin 210kDa - CGNC Symbol 
3777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1089,
61)" 5817 true 0.56 1494

ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1430,6
5)" 18872 true 0.54 1495



ENSGALP00000002525 CID 342 - 350 septin 9 - CGNC Symbol 50494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1141,6
1)" 4140 true 2.53 1496

ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1434,6
7)" 8892 1497

ENSGALP00000023115 CID 248 - 259
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1557
,72)" 2009 true 1.73 1498

ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(940,53
)" 5744 true 0.56 1499

ENSGALP00000002525 CID 342 - 350 septin 9 - CGNC Symbol 50494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1149,6
6)" 11405 true 2.53 1500



ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(956,52
)" 6542 true 0.55 1501

ENSGALP00000012481 CID 87 - 97
ribosomal protein L4 - CGNC Symbol 
5828 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1212,
52)" 9861 true 0.96 1502

ENSGALP00000014298 CID 2-Nov
ribosomal protein L12 - CGNC Symbol 
50469 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1241,7
2)" 15656 false 1503

ENSGALP00000036056 CID 106 - 114
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1180,6
9)" 30691 false 1504

ENSGALP00000015128 CID 150 - 158 lamin B receptor - CGNC Symbol 49736 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1180,6
9)" 30691 true 4.41 1505



ENSGALP00000042552 CID 426 - 437
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1412,7
7)" 12694 false 1506

ENSGALP00000003737 CID 81 - 89 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1114,6
1)" 27296 true 0.36 1507

ENSGALP00000021255 CID 133 - 142
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1121,5
7)" 24815 true 0.2 1508

ENSGALP00000012298 CID 96 - 104
RAB11A member RAS oncogene family - 
CGNC Symbol 50011 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1188,6
1)" 41725 true 0.34 1509

ENSGALP00000028746 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1576
,75)" 65020 true 1.26 1510



ENSGALP00000012298 CID 96 - 104
RAB11A member RAS oncogene family - 
CGNC Symbol 50011 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1192,6
3)" 12860 1511

ENSGALP00000014107 CID 47 - 59 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1355,
72)" 14081 true 0.31 1512

ENSGALP00000006284 CID 178 - 203

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2541,1
2)" 1522 true 2.13 1513

ENSGALP00000024133 CID 52 - 59
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1129,
62)" 6715 true 1.74 1514

ENSGALP00000024133 CID 52 - 59
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1137,
67)" 14752 true 1.74 1515



ENSGALP00000035386 CID 296 - 306 hemopexin - CGNC Symbol 15517 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1240,6
4)" 27115 false 1516

ENSGALP00000023396 CID 59 - 68
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1187,
67)" 22067 true 0.91 1517

ENSGALP00000020064 CID 546 - 555
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1377,8
2)" 5608 false 1518

ENSGALP00000014097 CID 127 - 144
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2177,1
0)" 41932 true 9.1 1519

ENSGALP00000027534 CID 275 - 285
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1335,7
2)" 22224 true 0.43 1520



ENSGALP00000041816 CID 309 - 323
calcium binding protein 39 - 
HGNC:20292 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1970
,85)" 543 true 1.45 1521

ENSGALP00000035478 CID 665 - 672 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(890,47
)" 28451 true 0.26 1522

ENSGALP00000006965 CID 769 - 778
VPS35 retromer complex component - 
CGNC Symbol 3222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1331,7
0)" 17504 true 0.27 1523

ENSGALP00000027534 CID 275 - 285
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1343,7
6)" 10703 true 0.43 1524

ENSGALP00000041816 CID 309 - 323
calcium binding protein 39 - 
HGNC:20292 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1978
,92)" 1514 true 1.45 1525



ENSGALP00000035478 CID 665 - 672 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(894,49
)" 7010 1526

ENSGALP00000000639 CID Aug-19 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1140,6
1)" 2043 1527

P13645 CID 202 - 207
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(760,
45)" 1158 false 1528

ENSGALP00000008730 CID 63 - 69
myosin light chain 3 alkali ventricular 
skeletal slow - CGNC Symbol 49636 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(892,49
)" 6301 false 1529

ENSGALP00000039872 CID 446 - 452
regulator of chromosome condensation 
2 - CGNC Symbol 287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(916,48
)" 2176 true 4.76 1530



ENSGALP00000023396 CID 206 - 218
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1381,
71)" 12149 false 1531

ENSGALP00000022772 CID 447 - 457
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1391,7
6)" 25344 true 0.88 1532

ENSGALP00000018441 CID 24 - 35
aspartyl aminopeptidase - CGNC Symbol 
8600 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1399,6
7)" 6853 true 0.75 1533

ENSGALP00000004104 CID 560 - 571
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1465,8
3)" 2281 true 1.97 1534

ENSGALP00000008095 CID 52 - 67 adenosine kinase - CGNC Symbol 3760 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1835,
97)" 1343 false 1535



ENSGALP00000022772 CID 447 - 457
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1399,8
1)" 21327 true 0.88 1536

ENSGALP00000026307 CID 69 - 75

Putative eukaryotic translation initiation 
factor 2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 50802 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(991,55
)" 5641 true 0.75 1537

ENSGALP00000027816 CID 239 - 250 cathepsin C - CGNC Symbol 12954 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1345,7
3)" 4093 true 0.47 1538

ENSGALP00000019832 CID 241 - 251
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1413,7
6)" 4180 true 0.77 1539

ENSGALP00000027816 CID 239 - 250 cathepsin C - CGNC Symbol 12954 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1349,7
5)" 1909 1540



ENSGALP00000002038 CID 138 - 150

guanine nucleotide binding protein (G 
protein) beta polypeptide 1 - CGNC 
Symbol 50984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1551,7
2)" 19981 true 0.71 1541

ENSGALP00000012159 CID 63 - 70
ES1 protein homolog mitochondrial-like - 
CGNC Symbol 51694 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(919,55
)" 8490 1542

ENSGALP00000002038 CID 138 - 150

guanine nucleotide binding protein (G 
protein) beta polypeptide 1 - CGNC 
Symbol 50984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1555,7
4)" 14179 1543

ENSGALP00000012472 CID 513 - 526 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1638,7
5)" 38635 1544

ENSGALP00000039530 CID 95 - 99

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(727,4
2)" 23092 true 0.98 1545



ENSGALP00000013240 CID 474 - 485
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1602,8
1)" 3782 true 0.99 1546

ENSGALP00000011689 CID 112 - 119
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(884,
49)" 1284 false 1547

ENSGALP00000026127 CID 1,300 - 1,307 thyroglobulin - CGNC Symbol 65221 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(976,57
)" 9483 1548

ENSGALP00000015277 CID 134 - 146
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1579,7
7)" 3943 true 0.85 1549

ENSGALP00000001474 CID 122 - 136

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1631,
00)" 3341 true 0.69 1550



ENSGALP00000028283 CID 103 - 110
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(990,56
)" 3823 false 1551

ENSGALP00000003011 CID 787 - 800
scaffold attachment factor B2 - CGNC 
Symbol 52976 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1686,8
1)" 5898 1552

ENSGALP00000005576 CID 45 - 56
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1591,8
4)" 4149 1553

ENSGALP00000023188 CID 170 - 183

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1598,7
4)" 13276 true 1.29 1554

ENSGALP00000037232 CID 493 - 513
EWS RNA binding protein 1 - CGNC 
Symbol 50409 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1691,
83)" 7259 1555



ENSGALP00000038753 CID 666 - 681 coronin 7 - CGNC Symbol 50317 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1724,8
0)" 13229 true 1.42 1556

P13645 CID 148 - 156
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1118,5
6)" 5034 false 1557

P08779 CID 119 - 127
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1118,5
6)" 5034 false 1558

ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1712,8
0)" 84885 true 1.19 1559

ENSGALP00000005565 CID 60 - 65
retinoblastoma binding protein 4 - CGNC 
Symbol 2572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(802,42
)" 11433 true 0.95 1560



ENSGALP00000020744 CID 95 - 101
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(975,60
)" 5353 false 1561

ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1716,8
3)" 102818 1562

ENSGALP00000018258 CID 126 - 141 Enah/Vasp-like - CGNC Symbol 8513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1873,9
1)" 6285 1563

ENSGALP00000043256 CID 73 - 87
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1873,9
1)" 6285 false 1564

ENSGALP00000005565 CID 60 - 65
retinoblastoma binding protein 4 - CGNC 
Symbol 2572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(806,44
)" 10866 1565



ENSGALP00000010541 CID 253 - 262
transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 49299 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1325,6
6)" 8513 true 3.73 1566

ENSGALP00000028746 CID 86 - 91

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(788,45
)" 22392 true 0.35 1567

ENSGALP00000016509 CID 4-Nov

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(962,59
)" 5042 false 1568

ENSGALP00000010541 CID 253 - 262
transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 49299 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1329,6
8)" 33439 1569

ENSGALP00000020666 CID 85 - 90
DEK proto-oncogene - CGNC Symbol 
9623 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(851,45
)" 2568 1570



ENSGALP00000026664 CID 1,101 - 1,106
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(851,45
)" 2568 false 1571

ENSGALP00000020830 CID 123 - 132

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1206,
79)" 2284 false 1572

ENSGALP00000013480 CID 162 - 172
V-set and immunoglobulin domain 
containing 1 - CGNC Symbol 6282 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1375,6
8)" 194683 1573

ENSGALP00000015409 CID 744 - 751 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1021,4
8)" 12042 true 0.35 1574

ENSGALP00000015964 CID 27 - 32
ribosomal protein L18a - CGNC Symbol 
50601 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(774,4
4)" 9052 true 0.42 1575



ENSGALP00000003381 CID 594 - 601
aconitase 1 soluble - CGNC Symbol 
48955 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(986,52
)" 4632 false 1576

ENSGALP00000015409 CID 744 - 751 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1025,5
1)" 4268 1577

ENSGALP00000013722 CID 388 - 397

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1236,
68)" 53613 false 1578

ENSGALP00000038774 CID 59 - 67
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1236,
68)" 53613 true 0.37 1579

ENSGALP00000039796 CID 87 - 94

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(866,45
)" 4046 false 1580



ENSGALP00000020874 CID 183 - 190
pre-mRNA processing factor 4B - CGNC 
Symbol 9712 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(866,45
)" 4046 1581

ENSGALP00000006043 CID 726 - 731
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(866,45
)" 4046 false 1.04 1582

ENSGALP00000003381 CID 73 - 82
aconitase 1 soluble - CGNC Symbol 
48955 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1212,7
2)" 4274 false 1583

ENSGALP00000015963 CID 363 - 374
protein phosphatase 2 regulatory 
subunit B' alpha - CGNC Symbol 7467 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1438,7
1)" 5010 1584

ENSGALP00000013574 CID 182 - 193
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1472,7
8)" 6419 false 1585



ENSGALP00000027541 CID 158 - 163
high mobility group box 1 - CGNC 
Symbol 49444 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(736,40
)" 14606 true 0.96 1586

ENSGALP00000017462 CID 158 - 163
high mobility group box 2 - CGNC 
Symbol 8169 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(736,40
)" 14606 true 0.96 1587

ENSGALP00000015657 CID 197 - 206 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1164,5
8)" 134778 1588

ENSGALP00000042680 CID 197 - 206

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1164,5
8)" 134778 1589

ENSGALP00000014813 CID 450 - 463
dipeptidyl-peptidase 7 - CGNC Symbol 
6929 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1487,7
6)" 13710 true 0.25 1590



ENSGALP00000003737 CID 81 - 89 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1122,6
5)" 8818 true 0.36 1591

ENSGALP00000009605 CID 91 - 101
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1214,6
7)" 19467 1592

ENSGALP00000019120 CID 455 - 461
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(829,48
)" 9316 false 1.63 1593

ENSGALP00000010510 CID 452 - 458
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(829,48
)" 9316 false 1.63 1594

ENSGALP00000003012 CID 229 - 238
malate dehydrogenase 2 - CGNC Symbol 
1378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1137,6
9)" 4473 true 0.6 1595



ENSGALP00000041772 CID 136 - 143

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(956,5
6)" 12070 true 1.24 1596

ENSGALP00000007822 CID 20 - 28
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1226
,51)" 32352 true 1.14 1597

ENSGALP00000012367 CID 141 - 153
SLC9A3 regulator 1 - CGNC Symbol 
51624 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1483,7
8)" 1626 true 1.07 1598

ENSGALP00000041772 CID 136 - 143

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(960,5
9)" 14974 1599

ENSGALP00000001201 CID 143 - 152
mitogen-activated protein kinase 14 - 
CGNC Symbol 13975 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1252,6
7)" 3358 true 0.67 1600



ENSGALP00000026487 CID 252 - 262
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1207,5
4)" 22235 true 0.21 1601

ENSGALP00000014107 CID 47 - 59 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1363,
80)" 5012 true 0.31 1602

ENSGALP00000004046 CID 30 - 37
RAN member RAS oncogene family - 
CGNC Symbol 1850 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1016,5
4)" 31624 true 0.52 1603

ENSGALP00000020268 CID 374 - 382
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1027,
61)" 7989 false 1604

ENSGALP00000013122 CID 122 - 130
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1024,5
9)" 15609 false 1605



ENSGALP00000004046 CID 30 - 37
RAN member RAS oncogene family - 
CGNC Symbol 1850 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1024,5
9)" 15609 true 0.52 1606

ENSGALP00000018498 CID 560 - 567

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1093,
60)" 6926 true 0.85 1607

P04264 CID 408 - 416
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1129,6
5)" 4640 false 1608

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1269
,56)" 11149 true 1.06 1609

P08779 CID 204 - 213
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1315,7
4)" 36377 false 1610



ENSGALP00000016196 CID 264 - 274
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1369,8
3)" 8523 true 1.44 1611

ENSGALP00000041974 CID 310 - 327
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1864,8
9)" 18348 true 0.73 1612

ENSGALP00000018498 CID 560 - 567

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1105,
68)" 2020 true 0.85 1613

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1273
,58)" 11816 1614

ENSGALP00000008056 CID 482 - 494
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1350,7
3)" 3525 true 0.77 1615



ENSGALP00000019832 CID 241 - 251
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1401,6
9)" 5553 true 0.77 1616

ENSGALP00000041974 CID 310 - 327
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1868,9
2)" 12704 1617

ENSGALP00000038262 CID 101 - 109
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1168,6
1)" 12230 true 1.72 1618

ENSGALP00000018441 CID 24 - 35
aspartyl aminopeptidase - CGNC Symbol 
8600 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1403,7
0)" 4567 1619

ENSGALP00000001480 CID 593 - 598 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(743,44
)" 11872 false 3.5 1620



ENSGALP00000016108 CID 566 - 575
sec1 family domain containing 1 - CGNC 
Symbol 7533 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1102,5
9)" 1691 false 1621

ENSGALP00000025278 CID 196 - 205
prostaglandin reductase 1 - CGNC 
Symbol 11711 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1102,5
9)" 1691 false 0.49 1622

ENSGALP00000035738 CID 355 - 365
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1261,
73)" 5934 1623

ENSGALP00000015886 CID 319 - 333
hematopoietic cell-specific Lyn substrate 
1 - CGNC Symbol 7430 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1671,8
2)" 19228 true 1.51 1624

ENSGALP00000013122 CID 394 - 405
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1269,
78)" 13675 false 1625



ENSGALP00000025130 CID 108 - 119 ribosomal protein S23 - HGNC:10410 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1269,
78)" 13675 true 2.3 1626

ENSGALP00000013808 CID 693 - 704 stromal antigen 2 - CGNC Symbol 51718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1413,7
5)" 5098 1627

ENSGALP00000017180 CID 115 - 122
basic transcription factor 3-like 4 - CGNC 
Symbol 8026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1044,
62)" 11418 true 2.17 1628

ENSGALP00000034254 CID Jun-16
cell division cycle 42 - CGNC Symbol 
3561 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1116,6
1)" 23135 true 0.86 1629

ENSGALP00000008781 CID Jun-16
ras homolog family member G - CGNC 
Symbol 4080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1116,6
1)" 23135 true 0.86 1630



ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1116,6
1)" 23135 true 0.86 1631

ENSGALP00000009709 CID 611 - 623
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1331,7
4)" 7747 1632

ENSGALP00000014097 CID 127 - 144
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2169,0
5)" 2722 true 14.13 1633

ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1124,6
6)" 19239 true 0.86 1634

ENSGALP00000008781 CID Jun-16
ras homolog family member G - CGNC 
Symbol 4080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1124,6
6)" 19239 true 0.86 1635



ENSGALP00000034254 CID Jun-16
cell division cycle 42 - CGNC Symbol 
3561 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1124,6
6)" 19239 true 0.86 1636

ENSGALP00000013987 CID 550 - 559
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1311,
65)" 10851 1637

ENSGALP00000016696 CID 1,353 - 1,365
YLP motif containing 1 - CGNC Symbol 
7819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1340,8
0)" 42447 1638

ENSGALP00000014097 CID 127 - 144
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2173,1
1)" 4551 1639

ENSGALP00000000383 CID 388 - 397
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1176,5
8)" 15573 true 0.68 1640



ENSGALP00000035478 CID 1,627 - 1,639 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1344,7
4)" 10678 1641

ENSGALP00000039872 CID 266 - 282
regulator of chromosome condensation 
2 - CGNC Symbol 287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1948,0
6)" 9500 false 1642

ENSGALP00000024989 CID 83 - 93
janus kinase and microtubule interacting 
protein 1 - CGNC Symbol 11579 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1355,8
2)" 8880 1643

ENSGALP00000019205 CID Feb-19

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1620
,89)" 14955 false 1644

ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1719
,76)" 132834 true 0.81 1645



ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1719
,76)" 132834 true 0.81 1646

ENSGALP00000000615 CID 388 - 403 karyopherin subunit beta 1 - HGNC:6400 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1910,9
9)" 5237 1647

ENSGALP00000041758 CID 101 - 107

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(874,50
)" 3622 false 1648

ENSGALP00000038490 CID 137 - 149 tropomyosin 4 - HGNC:12013 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1726
,82)" 1063 true 1.4 1649

ENSGALP00000019120 CID 315 - 322
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(928,53
)" 3696 false 1650



ENSGALP00000012731 CID 69 - 78
CD44 molecule (Indian blood group) - 
CGNC Symbol 5938 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1189,5
8)" 14548 true 0.7 1651

ENSGALP00000037232 CID 493 - 513
EWS RNA binding protein 1 - CGNC 
Symbol 50409 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1687,
81)" 1194 true 3.23 1652

ENSGALP00000005643 CID 410 - 417

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(900,53
)" 4469 true 0.64 1653

ENSGALP00000007728 CID 15 - 22
Y box binding protein 1 - CGNC Symbol 
3598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(968,49
)" 15221 true 0.43 1654

ENSGALP00000006511 CID 50 - 58
serine/threonine kinase 4 - CGNC 
Symbol 50938 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(972,57
)" 8348 false 1655



ENSGALP00000019318 CID 223 - 229
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(972,57
)" 8348 false 1656

ENSGALP00000012731 CID 69 - 78
CD44 molecule (Indian blood group) - 
CGNC Symbol 5938 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1193,6
1)" 8269 1657

ENSGALP00000001909 CID 1,102 - 1,119
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1957
,97)" 634 true 2.49 1658

ENSGALP00000020561 CID 452 - 460
RNA 2' 3'-cyclic phosphate and 5'-OH 
ligase - CGNC Symbol 9570 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(975,51
)" 9708 1659

ENSGALP00000019832 CID 349 - 357
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(975,51
)" 9708 true 0.51 1660



ENSGALP00000042479 CID 1-Aug
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(975,51
)" 9708 false 1661

ENSGALP00000038774 CID 80 - 87
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(979,49
)" 46859 false 1662

ENSGALP00000035595 CID 59 - 68
40S ribosomal protein S11 - Refseq 
NP_001026004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1178,6
0)" 41058 true 0.67 1663

ENSGALP00000010097 CID 31 - 43
MAP7 domain containing 3 - CGNC 
Symbol 4697 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1414,
83)" 1728 true 0.93 1664

ENSGALP00000001195 CID 1-Jul
bromodomain adjacent to zinc finger 
domain 1B - CGNC Symbol 533 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(773,
43)" 4662 1665



ENSGALP00000014746 CID 102 - 108
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(773,
43)" 4662 false 1666

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1084,6
2)" 42570 1667

ENSGALP00000009709 CID 611 - 623
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1327,7
1)" 3861 true 1.53 1668

ENSGALP00000024133 CID 463 - 468
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(791,
41)" 8296 false 1669

ENSGALP00000014372 CID 167 - 172
pre-mRNA processing factor 4 - CGNC 
Symbol 6724 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(791,
41)" 8296 false 1670



ENSGALP00000012878 CID 124 - 131
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1030,5
2)" 4203 false 1671

ENSGALP00000003737 CID Oct-15 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(794,
41)" 109610 true 0.47 1672

ENSGALP00000005045 CID 137 - 142
serine carboxypeptidase 1 - CGNC 
Symbol 2313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(864,44
)" 6770 true 1.15 1673

ENSGALP00000002513 CID 100 - 106
LIM and SH3 protein 1 - CGNC Symbol 
1150 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1037,4
6)" 46718 true 0.67 1674

ENSGALP00000011689 CID 450 - 457
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(866,4
5)" 14622 false 0.46 1675



ENSGALP00000002513 CID 100 - 106
LIM and SH3 protein 1 - CGNC Symbol 
1150 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1041,4
9)" 31100 1676

ENSGALP00000010210 CID 137 - 142
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(803,4
4)" 10391 false 1677

ENSGALP00000011689 CID 450 - 457
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(870,4
8)" 5021 1678

ENSGALP00000039796 CID 414 - 421

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1030,5
7)" 6387 true 0.87 1679

ENSGALP00000038262 CID 101 - 109
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1176,6
3)" 20615 true 1.72 1680



ENSGALP00000018616 CID 45 - 51
leukotriene A4 hydrolase - CGNC Symbol 
8686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(858,
47)" 5421 false 0.65 1681

ENSGALP00000039757 CID 620 - 626
hypoxia up-regulated 1 - CGNC Symbol 
53307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(858,
47)" 5421 false 1682

ENSGALP00000039796 CID 414 - 421

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1034,5
9)" 4948 1683

ENSGALP00000008236 CID 883 - 890
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1071,4
7)" 14591 true 0.5 1684

ENSGALP00000038260 CID 48 - 65
progesterone receptor membrane 
component 1 - CGNC Symbol 14133 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1824,9
7)" 13523 true 0.66 1685



ENSGALP00000038463 CID 89 - 96
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(958,6
0)" 6873 false 1686

ENSGALP00000008236 CID 883 - 890
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1075,5
0)" 7312 1687

ENSGALP00000026067 CID 157 - 165
U2 small nuclear RNA auxiliary factor 1 - 
CGNC Symbol 49287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1205,5
1)" 4728 1688

ENSGALP00000023635 CID 175 - 188 lamin B1 - CGNC Symbol 10893 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1694,9
6)" 18670 true 2.53 1689

ENSGALP00000026076 CID 286 - 302
pyridoxal (pyridoxine vitamin B6) kinase - 
CGNC Symbol 12115 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1833,0
1)" 5674 false 1690



ENSGALP00000016196 CID 264 - 274
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1357,7
4)" 4971 true 1.44 1691

ENSGALP00000011666 CID 729 - 739
kinesin family member 5B - CGNC 
Symbol 5451 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1357,7
4)" 4971 false 0.56 1692

ENSGALP00000043256 CID Feb-13
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1456,7
7)" 23815 true 0.25 1693

ENSGALP00000023085 CID 573 - 580 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(968,5
8)" 3999 true 0.97 1694

ENSGALP00000036122 CID 121 - 127

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(972,5
0)" 19790 true 1.25 1695



ENSGALP00000017553 CID 110 - 117
basic leucine zipper and W2 domains 2 - 
CGNC Symbol 8215 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1039,5
6)" 1579 false 1696

ENSGALP00000016361 CID 228 - 249
ribosomal protein S3A - CGNC Symbol 
51748 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2152,0
7)" 5038 true 0.85 1697

ENSGALP00000006240 CID 957 - 969
collagen type VI alpha 3 - CGNC Symbol 
2875 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1444,7
6)" 4296 false 4.56 1698

ENSGALP00000016361 CID 228 - 249
ribosomal protein S3A - CGNC Symbol 
51748 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2164,1
5)" 4260 true 0.85 1699

ENSGALP00000001183 CID 442 - 447

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(738,45
)" 3708 false 1700



ENSGALP00000041673 CID 23 - 30 Surfeit locus protein 4 - UP Q800K9 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1015,
60)" 5881 1701

Q04695 CID 252 - 257
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(803,44
)" 7853 true 0.76 1702

P08779 CID 285 - 290
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(803,44
)" 7853 true 0.76 1703

ENSGALP00000020534 CID 165 - 174

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1109,
71)" 5659 true 0.62 1704

ENSGALP00000023165 CID 165 - 174

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1109,
71)" 5659 true 0.62 1705



ENSGALP00000035595 CID 59 - 68
40S ribosomal protein S11 - Refseq 
NP_001026004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1182,6
3)" 26762 1706

ENSGALP00000014557 CID 431 - 442 mutS homolog 2 - CGNC Symbol 6808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1490,7
5)" 5325 1707

P08779 CID 285 - 290
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(819,44
)" 4049 true 18.87 1708

Q04695 CID 252 - 257
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(819,44
)" 4049 true 18.87 1709

ENSGALP00000003250 CID 571 - 576
nuclear cap binding protein subunit 1 - 
CGNC Symbol 53067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(862,48
)" 2741 true 0.67 1710



ENSGALP00000040101 CID 1,233 - 1,239 myosin IXB - CGNC Symbol 2718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(862,48
)" 2741 false 1711

ENSGALP00000018424 CID 205 - 214 desmin - CGNC Symbol 49543 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1030
,53)" 8652 true 0.56 1712

ENSGALP00000001909 CID 921 - 930
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1030
,53)" 8652 1713

ENSGALP00000008578 CID 813 - 822
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1154,
67)" 2458 true 0.89 1714

ENSGALP00000025606 CID 21 - 30
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1184,
71)" 23944 true 0.81 1715



ENSGALP00000009371 CID 21 - 30
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1184,
71)" 23944 true 0.81 1716

ENSGALP00000023089 CID 61 - 68
ribosomal protein large P2 - CGNC 
Symbol 10655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(915,55
)" 5112 false 1717

ENSGALP00000013129 CID 191 - 197
nicotinamide phosphoribosyltransferase - 
CGNC Symbol 50574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(935,47
)" 10421 true 0.22 1718

ENSGALP00000018340 CID 615 - 633 SATB homeobox 1 - CGNC Symbol 8550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2125,1
0)" 56532 1719

ENSGALP00000011961 CID 180 - 187
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1001,6
0)" 1800 false 1720



ENSGALP00000026509 CID 531 - 543
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1600,7
1)" 2818 true 1.25 1721

ENSGALP00000025606 CID 38 - 44
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(978,58
)" 10150 false 1722

ENSGALP00000009371 CID 38 - 44
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(978,58
)" 10150 false 1723

ENSGALP00000042403 CID 1-Sep
uncharacterized protein LOC424740 - 
Refseq NP_001026471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1079
,54)" 6852 false 0.64 1724

ENSGALP00000003954 CID 290 - 298
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1079
,54)" 6852 1725



ENSGALP00000000088 CID 2-Nov
proteasome subunit alpha type-5 - 
Refseq NP_001026578 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1091,5
5)" 29663 true 0.98 1726

ENSGALP00000007469 CID 453 - 465

LEO1 homolog Paf1/RNA polymerase II 
complex component - CGNC Symbol 
55225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1545,8
4)" 15665 true 0.87 1727

ENSGALP00000026509 CID 531 - 543
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1604,7
4)" 3516 1728

ENSGALP00000021927 CID 210 - 216
IKAROS family zinc finger 3 (Aiolos) - 
CGNC Symbol 49403 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(861,46
)" 5212 false 0.87 1729

ENSGALP00000015246 CID 209 - 215 peroxiredoxin 3 - CGNC Symbol 7123 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(861,46
)" 5212 false 0.88 1730



ENSGALP00000036413 CID 210 - 217
interferon regulatory factor 4 - CGNC 
Symbol 9722 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1165,6
2)" 4342 false 1731

ENSGALP00000022734 CID 174 - 182

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - Refseq 
NP_001026550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1165,6
2)" 4342 true 1.28 1732

ENSGALP00000007469 CID 453 - 465

LEO1 homolog Paf1/RNA polymerase II 
complex component - CGNC Symbol 
55225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1549,8
6)" 12597 1733

ENSGALP00000000509 CID 239 - 248

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1187
,63)" 1121 false 1734

ENSGALP00000009985 CID 143 - 155
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1622,7
6)" 7473 1735



ENSGALP00000041758 CID 446 - 455

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1171,6
2)" 48560 1736

ENSGALP00000017462 CID 113 - 127
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1662,0
1)" 42582 true 8.29 1737

ENSGALP00000023866 CID 1,881 - 1,888

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(943,52
)" 14748 1738

ENSGALP00000038799 CID 192 - 198
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(943,52
)" 14748 true 0.44 1739

ENSGALP00000022913 CID 600 - 608
ATPase class V type 10D - CGNC Symbol 
10579 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1044,6
0)" 9444 false 0.74 1740



ENSGALP00000014154 CID 602 - 611
ESF1 nucleolar pre-rRNA processing 
protein homolog - CGNC Symbol 6612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1250
,59)" 5610 false 1741

ENSGALP00000038979 CID 825 - 839
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1749,0
1)" 2999 true 1.92 1742

ENSGALP00000027989 CID 41 - 48

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(877,41
)" 11166 false 1743

ENSGALP00000012879 CID 61 - 68
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(951,48
)" 6656 1744

ENSGALP00000023917 CID 269 - 277
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1187,7
8)" 10376 false 1745



ENSGALP00000007997 CID 225 - 236
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1379,
86)" 13291 true 3.65 1746

ENSGALP00000018083 CID 143 - 152
WD repeat domain 78 - CGNC Symbol 
8439 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1279
,64)" 21770 false 1747

ENSGALP00000025229 CID 3,024 - 3,033 zinc finger homeobox 4 - HGNC:30939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1279
,64)" 21770 1748

ENSGALP00000001909 CID 921 - 930
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1062,5
9)" 4933 1749

ENSGALP00000028664 CID 401 - 413
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1536,
88)" 3097 true 0.48 1750



ENSGALP00000035366 CID 283 - 288
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(935,51
)" 1462 1751

ENSGALP00000014317 CID 247 - 252
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(935,51
)" 1462 1752

ENSGALP00000005643 CID 439 - 452

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1413,7
4)" 4103 true 0.74 1753

ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1615
,79)" 21109 1754

ENSGALP00000019365 CID 27 - 40 annexin A5 - CGNC Symbol 9009 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1615
,79)" 21109 1755



ENSGALP00000002828 CID 20 - 31
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1363,7
1)" 13151 true 0.63 1756

ENSGALP00000009985 CID 143 - 155
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1618,7
3)" 5435 true 1.11 1757

ENSGALP00000009798 CID 289 - 303 glypican 4 - CGNC Symbol 4560 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1706
,90)" 1000 1758

ENSGALP00000018498 CID 173 - 181

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(998,51
)" 117900 false 7.23* 1759

ENSGALP00000039326 CID 135 - 142
ribosomal protein L19 - CGNC Symbol 
1159 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1076,6
3)" 6338 false 1760



ENSGALP00000015174 CID 639 - 647
Sp3 transcription factor - CGNC Symbol 
7089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1076,6
3)" 6338 false 1.13 1761

ENSGALP00000023266 CID Nov-21 ribosomal protein S20 - HGNC:10405 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1276,7
0)" 62281 true 0.53 1762

ENSGALP00000004048 CID 818 - 829 kinectin 1 - CGNC Symbol 9206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1371,8
0)" 236842 1763

ENSGALP00000038179 CID 153 - 167
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1661,
97)" 11902 false 1764

ENSGALP00000006778 CID 49 - 65
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1832
,85)" 3788 true 1.17 1765



ENSGALP00000023266 CID Nov-21 ribosomal protein S20 - HGNC:10405 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1280,7
2)" 31775 1766

ENSGALP00000007299 CID 202 - 215 CD74 molecule - CGNC Symbol 3398 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1500,7
1)" 22296 true 0.13 1767

ENSGALP00000025130 CID 109 - 119 ribosomal protein S23 - HGNC:10410 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1105,6
3)" 24238 true 0.68 1768

ENSGALP00000025130 CID 109 - 119 ribosomal protein S23 - HGNC:10410 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1109,6
5)" 16038 1769

ENSGALP00000043331 CID 472 - 491
topoisomerase (DNA) I - CGNC Symbol 
2691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2247
,05)" 1874 true 2.28 1770



ENSGALP00000004641 CID 2,250 - 2,258
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1149,5
8)" 5475 false 2.84 1771

ENSGALP00000016363 CID 285 - 292
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1111,
63)" 8145 true 1.02 1772

ENSGALP00000004641 CID 2,250 - 2,258
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1153,6
2)" 17432 1773

ENSGALP00000031725 CID 69 - 74

Gallus gallus SH3 domain binding 
glutamic acid-rich protein like 
(SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(751,
37)" 6012 1774

ENSGALP00000041815 CID 132 - 137 calponin-2 - Refseq NP_001135728 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(751,
37)" 6012 false 1775



ENSGALP00000007680 CID 248 - 256
ribosomal protein L6 - CGNC Symbol 
48978 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1251,6
5)" 3501 true 0.43 1776

ENSGALP00000040958 CID 118 - 123 Histone H3.2 - UP P84229 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(744,4
7)" 25354 false 1777

ENSGALP00000030005 CID 65 - 75
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1371,8
2)" 209740 false 0.58 1778

ENSGALP00000011666 CID 597 - 602
kinesin family member 5B - CGNC 
Symbol 5451 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(797,4
6)" 14852 1779

ENSGALP00000016260 CID 31 - 37
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(833,47
)" 20756 true 0.44 1780



ENSGALP00000035658 CID 184 - 191
paraspeckle component 1 - CGNC 
Symbol 50884 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(900,
52)" 1535 false 0.84 1781

ENSGALP00000008578 CID 302 - 313
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1323,5
6)" 7732 true 0.39 1782

ENSGALP00000004251 CID 114 - 128
transcription factor A mitochondrial - 
CGNC Symbol 1948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1660,9
8)" 1855 false 1783

ENSGALP00000014107 CID 419 - 434 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1909,9
9)" 7191 true 1.34 1784

ENSGALP00000023635 CID 175 - 188 lamin B1 - CGNC Symbol 10893 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1686,9
1)" 6507 true 2.53 1785



ENSGALP00000014107 CID 419 - 434 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1918,0
4)" 10094 true 1.34 1786

ENSGALP00000007490 CID 374 - 381 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1033
,50)" 20346 true 0.52 1787

ENSGALP00000006038 CID 66 - 77 ribophorin II - CGNC Symbol 2792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1383,7
2)" 2792 1788

ENSGALP00000004186 CID 192 - 198 annexin A11 - CGNC Symbol 52013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(886,53
)" 1973 false 1789

ENSGALP00000001803 CID 241 - 247
debranching RNA lariats 1 - CGNC 
Symbol 809 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(886,53
)" 1973 false 1790



ENSGALP00000007822 CID 420 - 427
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(886,53
)" 1973 false 1791

ENSGALP00000007490 CID 374 - 381 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1037
,52)" 8799 1792

ENSGALP00000000747 CID 455 - 476
zinc finger CCCH-type containing 11A - 
CGNC Symbol 51431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2163,0
8)" 1890 1793

ENSGALP00000017495 CID 190 - 198 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(942,5
8)" 1694 false 1794

ENSGALP00000042552 CID 367 - 382
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2031,9
6)" 36985 false 1795



ENSGALP00000019031 CID 441 - 462 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2615,1
7)" 17330 false 1796

ENSGALP00000014557 CID 431 - 442 mutS homolog 2 - CGNC Symbol 6808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1486,7
3)" 3302 true 1.4 1797

ENSGALP00000001315 CID 169 - 183
nudC nuclear distribution protein - 
CGNC Symbol 591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1663,
94)" 4884 true 0.76 1798

ENSGALP00000034108 CID 73 - 88
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1933,9
9)" 32348 true 0.57 1799

ENSGALP00000015176 CID 743 - 749
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(895,52
)" 27578 false 1800



ENSGALP00000021257 CID 2,056 - 2,064

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(970,58
)" 40822 false 2.06 1801

ENSGALP00000001995 CID 113 - 133
synaptosome associated protein 29kDa - 
CGNC Symbol 896 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2475,2
6)" 894 false 1802

ENSGALP00000009007 CID 79 - 88
ADP-ribosylation factor 4 - CGNC Symbol 
55483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1201
,63)" 6750 false 1803

ENSGALP00000035738 CID 355 - 365
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1201
,63)" 6750 1804

ENSGALP00000012869 CID 482 - 494
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1538,7
7)" 8109 true 1.2 1805



ENSGALP00000042639 CID 68 - 76
muscleblind-like splicing regulator 1 - 
CGNC Symbol 52321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1157,
68)" 3771 true 1.22 1806

ENSGALP00000012869 CID 482 - 494
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1542,7
9)" 8477 1807

ENSGALP00000015412 CID 132 - 140
cyclin-dependent kinase 6 - CGNC 
Symbol 51286 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1109,5
9)" 4075 true 0.74 1808

ENSGALP00000000224 CID 249 - 254
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(810,4
8)" 4687 true 0.7 1809

ENSGALP00000015412 CID 132 - 140
cyclin-dependent kinase 6 - CGNC 
Symbol 51286 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1113,6
1)" 3015 1810



ENSGALP00000017347 CID 63 - 78
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2141,1
4)" 6517 false 1811

ENSGALP00000000224 CID 249 - 254
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(818,5
2)" 1836 false 0.7 1812

ENSGALP00000002808 CID 481 - 489
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1228,5
7)" 3812 1813

ENSGALP00000007490 CID 441 - 450 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1318
,64)" 4153 true 0.78 1814

ENSGALP00000002409 CID 236 - 248
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1616,8
9)" 11987 true 0.9 1815



ENSGALP00000039734 CID 531 - 537

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - CGNC 
Symbol 51059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(846,49
)" 4959 false 1816

ENSGALP00000016481 CID 330 - 337
Sec23 homolog A (S. cerevisiae) - CGNC 
Symbol 7715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(985,52
)" 3656 false 1817

ENSGALP00000023165 CID 279 - 289

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1226,7
5)" 226739 1818

ENSGALP00000020534 CID 278 - 288

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1226,7
5)" 226739 1819

ENSGALP00000002409 CID 236 - 248
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1620,9
1)" 10801 1820



ENSGALP00000040985 CID 2-Dec

aldo-keto reductase family 1 member B1-
like (aldose reductase) - CGNC Symbol 
50692 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1235,6
7)" 7948 true 0.72 1821

ENSGALP00000002409 CID 1,137 - 1,149
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1389,8
4)" 6562 false 1822

ENSGALP00000027541 CID 155 - 163
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1184,6
3)" 8462 true 3.11 1823

ENSGALP00000017462 CID 155 - 163
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1184,6
3)" 8462 true 3.11 1824

ENSGALP00000022816 CID 153 - 163

Gallus gallus cytochrome b5 reductase 3 
(CYB5R3) mRNA. - RefSeq mRNA 
NM_001291805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1327,
86)" 3148 false 1825



ENSGALP00000027541 CID 155 - 163
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1192,6
7)" 29177 true 3.11 1826

ENSGALP00000017462 CID 155 - 163
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1192,6
7)" 29177 true 3.11 1827

ENSGALP00000003130 CID 409 - 418

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1299,6
4)" 18321 true 0.92 1828

P35908 CID 46 - 61
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1348,
62)" 13680 false 1829

ENSGALP00000038774 CID 168 - 177
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1100,
69)" 7823 false 1830



ENSGALP00000003130 CID 409 - 418

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1303,6
5)" 10863 1831

ENSGALP00000025229 CID 1,064 - 1,074 zinc finger homeobox 4 - HGNC:30939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1342,8
0)" 11658 1832

ENSGALP00000042274 CID Mar-19
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1878,9
7)" 23797 true 0.17 1833

ENSGALP00000013964 CID Mar-19
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1878,9
7)" 23797 true 0.17 1834

ENSGALP00000019469 CID 90 - 102
ribosomal protein SA - CGNC Symbol 
49202 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1231,
69)" 61025 true 0.78 1835



ENSGALP00000021618 CID 158 - 169
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1290,6
5)" 17095 true 0.7 1836

ENSGALP00000013355 CID 69 - 87
ribosomal protein L30 - CGNC Symbol 
6224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2071,0
1)" 3474 true 0.79 1837

ENSGALP00000002525 CID 380 - 387 septin 9 - CGNC Symbol 50494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1120,6
0)" 6010 true 0.68 1838

ENSGALP00000013355 CID 69 - 87
ribosomal protein L30 - CGNC Symbol 
6224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2079,0
6)" 2732 true 0.79 1839

ENSGALP00000042855 CID 78 - 83
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(772,43
)" 15441 false 0.6 1840



ENSGALP00000006939 CID 664 - 669 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(772,43
)" 15441 1841

ENSGALP00000032184 CID 224 - 229 annexin A1 - CGNC Symbol 11272 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(772,43
)" 15441 1842

ENSGALP00000041873 CID 56 - 67
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1361,
73)" 12605 true 0.82 1843

ENSGALP00000013029 CID 1,284 - 1,294
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1492,8
3)" 6929 false 1844

ENSGALP00000018295 CID 204 - 221
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2167,9
9)" 2247 true 1.55 1845



ENSGALP00000042855 CID 78 - 83
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(776,45
)" 8936 1846

ENSGALP00000023944 CID 64 - 71
nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 11035 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1128,6
5)" 4267 false 1847

ENSGALP00000006778 CID 49 - 65
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1836
,89)" 1129 1848

ENSGALP00000018295 CID 204 - 221
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2176,0
5)" 3473 true 1.55 1849

ENSGALP00000026130 CID 859 - 872
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1886
,76)" 974 true 1.63 1850



ENSGALP00000041511 CID 116 - 130

HSPA (heat shock 70kDa) binding 
protein cytoplasmic cochaperone 1 - 
CGNC Symbol 64131 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1529,
82)" 3129 1851

ENSGALP00000026130 CID 859 - 872
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1890
,80)" 2287 1852

ENSGALP00000026337 CID 62 - 83 peroxiredoxin 4 - CGNC Symbol 12239 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2540,1
5)" 1092 true 0.42 1853

ENSGALP00000018750 CID 186 - 197
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1389,
76)" 2901 true 1.06 1854

ENSGALP00000043331 CID 472 - 491
topoisomerase (DNA) I - CGNC Symbol 
2691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2239
,01)" 563 true 2.28 1855



ENSGALP00000021708 CID 317 - 327
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1186,6
0)" 9965 true 0.89 1856

ENSGALP00000042140 CID 40 - 54
6-phosphogluconolactonase - CGNC 
Symbol 10027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1645,
94)" 1857 true 3.02 1857

ENSGALP00000038105 CID 75 - 87
fibrinogen beta chain - CGNC Symbol 
7036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1459,
79)" 4297 false 1858

ENSGALP00000042140 CID 40 - 54
6-phosphogluconolactonase - CGNC 
Symbol 10027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1653,
98)" 13476 true 3.02 1859

ENSGALP00000002278 CID 246 - 252
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(815,48
)" 11542 false 1860



ENSGALP00000002235 CID 86 - 95 stathmin 1 - CGNC Symbol 49630 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1229,6
6)" 32421 true 0.72 1861

ENSGALP00000010510 CID 57 - 72
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1870,0
2)" 7420 false 1862

ENSGALP00000007934 CID 135 - 141
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(921,53
)" 25770 false 0.97 1863

ENSGALP00000006218 CID 325 - 333
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(921,53
)" 25770 1864

ENSGALP00000012993 CID 143 - 149
growth factor receptor bound protein 2 - 
CGNC Symbol 6067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(950,57
)" 4661 1865



ENSGALP00000038179 CID 154 - 167
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1497,8
2)" 5116 true 1.29 1866

ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(805,5
1)" 10904 true 0.81 1867

ENSGALP00000018087 CID 293 - 299
vaccinia related kinase 1 - CGNC Symbol 
8440 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(899,
48)" 1889 false 1868

ENSGALP00000039504 CID 179 - 186
v-rel avian reticuloendotheliosis viral 
oncogene homolog - CGNC Symbol 5934 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(899,
48)" 1889 false 1869

ENSGALP00000015128 CID 150 - 158 lamin B receptor - CGNC Symbol 49736 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1172,6
4)" 6748 true 4.41 1870



ENSGALP00000038179 CID 154 - 167
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1501,8
4)" 6588 1871

ENSGALP00000020561 CID 45 - 51
RNA 2' 3'-cyclic phosphate and 5'-OH 
ligase - CGNC Symbol 9570 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(937,
47)" 3759 1872

ENSGALP00000021708 CID 47 - 57
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1316,6
4)" 26683 true 0.92 1873

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1664,7
2)" 14265 true 1.02 1874

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1668,7
4)" 14549 1875



ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1571,8
4)" 23430 true 1.56 1876

ENSGALP00000036720 CID 4,187 - 4,194
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1068
,53)" 2613 1877

ENSGALP00000028782 CID 27 - 39 thymosin beta 10 - CGNC Symbol 13616 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1582,8
7)" 8482 false 1878

ENSGALP00000026487 CID 83 - 101
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2013,0
9)" 48613 true 0.48 1879

ENSGALP00000037924 CID 141 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1196
,55)" 7720 true 0.54 1880



ENSGALP00000003357 CID 891 - 904
thyroid hormone receptor associated 
protein 3 - CGNC Symbol 51043 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1737,8
0)" 4944 true 2.34 1881

ENSGALP00000026487 CID 83 - 101
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2021,1
5)" 21909 true 0.48 1882

ENSGALP00000020840 CID 370 - 382 desmoplakin - CGNC Symbol 9696 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1646,0
0)" 33066 1883

ENSGALP00000003357 CID 891 - 904
thyroid hormone receptor associated 
protein 3 - CGNC Symbol 51043 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1745,8
6)" 13033 true 2.34 1884

ENSGALP00000041361 CID 116 - 130 ribosomal protein L17 - HGNC:10307 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1880,1
8)" 2937 false 1885



ENSGALP00000038677 CID 45 - 54
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1129,
65)" 12077 true 0.4 1886

ENSGALP00000007705 CID 134 - 144
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1243,7
2)" 64638 true 0.59 1887

ENSGALP00000005199 CID 230 - 241
Hsap of 1: proline rich coiled-coil 2C - 
HGNC:24903 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1350,7
5)" 11755 true 0.72 1888

ENSGALP00000038677 CID 45 - 54
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1137,
70)" 3718 true 0.4 1889

ENSGALP00000007705 CID 134 - 144
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1247,7
4)" 36299 1890



ENSGALP00000010510 CID 26 - 36
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1256
,66)" 135000 true 1.23 1891

ENSGALP00000019120 CID 27 - 37
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1256
,66)" 135000 true 1.23 1892

ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1256
,66)" 135000 true 1.23 1893

ENSGALP00000005199 CID 230 - 241
Hsap of 1: proline rich coiled-coil 2C - 
HGNC:24903 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1354,7
6)" 7307 1894

ENSGALP00000000639 CID 118 - 127 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1063,5
5)" 11723 1895



ENSGALP00000000509 CID 678 - 686

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1095,5
5)" 36885 1896

ENSGALP00000026126 CID 129 - 144
ribosomal protein L8 - CGNC Symbol 
12137 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1752,9
6)" 7619 true 1.14 1897

ENSGALP00000008128 CID 488 - 496
nucleoporin 210kDa - CGNC Symbol 
3777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1029,5
7)" 3831 1898

ENSGALP00000042610 CID 38 - 51

ATP synthase H+ transporting 
mitochondrial F1 complex delta subunit - 
CGNC Symbol 56808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1406
,65)" 4175 true 0.88 1899

ENSGALP00000003717 CID 110 - 123
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1655,
90)" 2788 true 0.64 1900



ENSGALP00000042610 CID 38 - 51

ATP synthase H+ transporting 
mitochondrial F1 complex delta subunit - 
CGNC Symbol 56808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1410
,68)" 2455 1901

ENSGALP00000009821 CID 43 - 55
ribosomal protein S13 - CGNC Symbol 
49921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1381,
84)" 200440 1902

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1381,
84)" 200440 true 3.39 1903

ENSGALP00000029589 CID 66 - 81 septin 6 - CGNC Symbol 51720 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1752,8
9)" 4437 true 1.07 1904

ENSGALP00000029589 CID 66 - 81 septin 6 - CGNC Symbol 51720 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1760,9
4)" 4752 true 1.07 1905



ENSGALP00000019224 CID 325 - 336

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1439,
83)" 2198 false 1906

ENSGALP00000034108 CID 224 - 229
pyruvate kinase muscle - CGNC Symbol 
1412 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(791,47
)" 3266 false 1907

ENSGALP00000004013 CID 1,207 - 1,213 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(791,47
)" 3266 1908

ENSGALP00000032101 CID 315 - 321 transaldolase - Refseq NP_001026348 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(791,47
)" 3266 false 0.91 1909

ENSGALP00000036056 CID 767 - 772
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(792,47
)" 6077 false 0.59 1910



ENSGALP00000028746 CID 86 - 91

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(792,47
)" 6077 1911

ENSGALP00000021927 CID 134 - 153
IKAROS family zinc finger 3 (Aiolos) - 
CGNC Symbol 49403 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2404,
14)" 3767 false 1912

ENSGALP00000016361 CID 228 - 252
ribosomal protein S3A - CGNC Symbol 
51748 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2532,3
3)" 5571 false 1913

ENSGALP00000035478 CID 762 - 769 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(888,49
)" 19488 true 0.55 1914

ENSGALP00000012481 CID 275 - 283
ribosomal protein L4 - CGNC Symbol 
5828 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1168,6
5)" 9243 true 0.61 1915



ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1544
,73)" 27250 true 0.46 1916

ENSGALP00000042680 CID 360 - 372

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1544
,73)" 27250 true 0.46 1917

ENSGALP00000025629 CID 127 - 149
RNA binding motif protein 12B - CGNC 
Symbol 51213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2482,
28)" 775 false 1918

ENSGALP00000016361 CID 228 - 252
ribosomal protein S3A - CGNC Symbol 
51748 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2548,3
6)" 13790 false 1919

ENSGALP00000015531 CID 16 - 22
dynein cytoplasmic 1 intermediate chain 
2 - CGNC Symbol 7269 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(912,57
)" 8696 false 1.17 1920



ENSGALP00000006240 CID 1,502 - 1,509
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(912,57
)" 8696 true 1.17 1921

ENSGALP00000021294 CID 689 - 693
NOP2/Sun RNA methyltransferase 
family member 2 - CGNC Symbol 9878 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(729,4
4)" 12729 false 0.75 1922

ENSGALP00000007487 CID 385 - 391
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(836,47
)" 41806 1923

ENSGALP00000025606 CID 167 - 172
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(836,47
)" 41806 false 0.31 1924

ENSGALP00000036122 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1560,7
5)" 86062 true 1.48 1925



ENSGALP00000021618 CID 77 - 90
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1578,8
8)" 2311 true 0.8 1926

ENSGALP00000027317 CID 374 - 381

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC Symbol 12709 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(972,55
)" 46033 false 1927

ENSGALP00000004048 CID 1,230 - 1,237 kinectin 1 - CGNC Symbol 9206 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(972,55
)" 46033 1928

ENSGALP00000012472 CID 309 - 316 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(972,55
)" 46033 true 0.3 1929

ENSGALP00000004046 CID 135 - 140
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(786,4
6)" 18234 true 1 1930



ENSGALP00000006414 CID 238 - 244
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(786,4
6)" 18234 1931

ENSGALP00000025606 CID 167 - 172
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(844,52
)" 11876 true 0.31 1932

ENSGALP00000012472 CID 309 - 316 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(976,58
)" 12250 1933

ENSGALP00000039796 CID 85 - 94

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1079,5
8)" 2659 1934

ENSGALP00000027391 CID 283 - 291
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1079,5
8)" 2659 false 1935



ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1098,6
4)" 42232 1936

ENSGALP00000012472 CID 513 - 526 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1634,7
4)" 40906 true 0.66 1937

ENSGALP00000015735 CID 91 - 105
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1883,
05)" 4020 true 2.76 1938

ENSGALP00000004046 CID 135 - 140
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(790,4
9)" 18290 1939

ENSGALP00000006965 CID 769 - 778
VPS35 retromer complex component - 
CGNC Symbol 3222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1335,7
2)" 2799 1940



ENSGALP00000023266 CID Jul-21 ribosomal protein S20 - HGNC:10405 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1713,9
7)" 17499 true 1.74 1941

ENSGALP00000042163 CID 345 - 358
seryl-tRNA synthetase - CGNC Symbol 
332 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1734
,76)" 2024 1942

ENSGALP00000015735 CID 91 - 105
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1895,
13)" 11630 true 2.76 1943

ENSGALP00000029993 CID Aug-23
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1911
,82)" 1278 false 1944

ENSGALP00000019120 CID 315 - 322
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(900,50
)" 4057 false 1945



ENSGALP00000037232 CID 404 - 412
EWS RNA binding protein 1 - CGNC 
Symbol 50409 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1123,6
0)" 2292 1946

ENSGALP00000029993 CID Aug-23
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1915
,84)" 1261 false 1947

ENSGALP00000000325 CID 818 - 826
WD repeat domain 36 - CGNC Symbol 
143 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1137,6
4)" 24489 false 0.59 1948

ENSGALP00000013174 CID 55 - 63
ribosomal protein S27a - CGNC Symbol 
49483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1137,6
4)" 24489 true 0.59 1949

ENSGALP00000011666 CID 792 - 800
kinesin family member 5B - CGNC 
Symbol 5451 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1151,6
4)" 4365 true 0.44 1950



ENSGALP00000011700 CID Feb-23
nucleotide binding protein 1 - CGNC 
Symbol 5471 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2273,9
9)" 2772 1951

ENSGALP00000041690 CID 108 - 115
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(997,6
1)" 7133 false 1952

ENSGALP00000013174 CID 55 - 63
ribosomal protein S27a - CGNC Symbol 
49483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1145,6
8)" 15034 true 0.59 1953

ENSGALP00000002366 CID 93 - 116
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2390,1
5)" 1630 1954

ENSGALP00000003717 CID 102 - 109
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(887,
51)" 3475 1955



ENSGALP00000039734 CID 79 - 85

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - CGNC 
Symbol 51059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(887,
51)" 3475 false 0.69 1956

ENSGALP00000020101 CID 200 - 206
Na+/H+ exchanger domain containing 2 - 
CGNC Symbol 9361 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(891,5
6)" 2921 1957

ENSGALP00000012879 CID 61 - 68
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(947,45
)" 4404 false 0.84 1958

ENSGALP00000014097 CID 69 - 77
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1200,6
5)" 7111 true 0.29 1959

ENSGALP00000001332 CID 169 - 174
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(757,45
)" 3454 1960



ENSGALP00000003130 CID 333 - 340

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(895,
56)" 1427 false 1961

ENSGALP00000009728 CID 377 - 383
serine/threonine protein kinase MST4 - 
CGNC Symbol 51666 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(895,
56)" 1427 false 1962

ENSGALP00000039734 CID 79 - 85

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - CGNC 
Symbol 51059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(895,
56)" 1427 false 0.69 1963

ENSGALP00000004641 CID 1,345 - 1,354
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1205,6
5)" 11880 1964

ENSGALP00000042479 CID 93 - 100
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(966,49
)" 4325 false 1965



ENSGALP00000026126 CID 129 - 144
ribosomal protein L8 - CGNC Symbol 
12137 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1744,9
1)" 5475 true 1.14 1966

ENSGALP00000029968 CID 287 - 294
ribosomal protein L3 - CGNC Symbol 
50654 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(962,5
6)" 9848 true 0.48 1967

ENSGALP00000008393 CID 132 - 141
ubiquitin specific peptidase 54 - CGNC 
Symbol 3894 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1266,6
8)" 103216 true 0.45 1968

ENSGALP00000001803 CID 507 - 520
debranching RNA lariats 1 - CGNC 
Symbol 809 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1391,7
7)" 61734 false 1969

ENSGALP00000024609 CID 65 - 73
transcription elongation factor A (SII) 1 - 
CGNC Symbol 51413 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(973,53
)" 6115 false 0.58 1970



ENSGALP00000016536 CID 687 - 694
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1002,5
3)" 19919 true 1.34 1971

ENSGALP00000039530 CID 326 - 344

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2174,0
0)" 43064 1972

ENSGALP00000017856 CID 244 - 250
transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 51305 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1065
,46)" 1607 false 1973

ENSGALP00000040654 CID 27 - 39 thymosin beta 4 Y-linked - HGNC:11882 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1596,9
0)" 28637 true 1 1974

ENSGALP00000039796 CID 376 - 381

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(848,45
)" 8637 true 0.65 1975



ENSGALP00000037924 CID 141 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1200
,60)" 3559 1976

ENSGALP00000040654 CID 27 - 39 thymosin beta 4 Y-linked - HGNC:11882 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1608,9
7)" 28542 true 1 1977

ENSGALP00000039796 CID 376 - 381

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(852,48
)" 5163 1978

ENSGALP00000011510 CID 164 - 172 apolipoprotein A-I - CGNC Symbol 49860 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1013,5
6)" 67760 false 1979

ENSGALP00000016108 CID 563 - 573
sec1 family domain containing 1 - CGNC 
Symbol 7533 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1204
,60)" 8518 1980



ENSGALP00000027953 CID 202 - 214
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1542,9
1)" 4075 false 1981

ENSGALP00000041159 CID 86 - 98 ribosomal protein S16 - HGNC:10396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1542,9
1)" 4075 1982

B4E1T1 CID 309 - 317

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1121,5
5)" 6332 true 1.38 1983

ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding protein (G 
protein) beta polypeptide 4 - CGNC 
Symbol 6824 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1577,7
1)" 7975 true 0.88 1984

ENSGALP00000001579 CID 294 - 303
N-ethylmaleimide sensitive factor - 
CGNC Symbol 715 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1165,5
8)" 9811 true 0.63 1985



ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding protein (G 
protein) beta polypeptide 4 - CGNC 
Symbol 6824 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1581,7
3)" 7039 1986

ENSGALP00000001332 CID 175 - 187
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1337,
81)" 10991 true 0.89 1987

ENSGALP00000012993 CID 196 - 207
growth factor receptor bound protein 2 - 
CGNC Symbol 6067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1346,
61)" 2200 true 0.68 1988

ENSGALP00000024116 CID Jan-13
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1655,8
3)" 36423 1989

ENSGALP00000012993 CID 196 - 207
growth factor receptor bound protein 2 - 
CGNC Symbol 6067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1350,
64)" 1487 1990



ENSGALP00000021475 CID 357 - 380

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2850,4
9)" 1414 true 1.94 1991

ENSGALP00000012529 CID 183 - 192
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1143,6
1)" 7680 true 0.54 1992

ENSGALP00000001332 CID 175 - 187
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1345,
87)" 9808 true 0.89 1993

ENSGALP00000021475 CID 357 - 380

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2858,5
5)" 5071 true 1.94 1994

ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1723
,79)" 104871 1995



ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1723
,79)" 104871 1996

ENSGALP00000016361 CID 228 - 252
ribosomal protein S3A - CGNC Symbol 
51748 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2564,3
5)" 934 false 1997

ENSGALP00000019163 CID 65 - 76 histone H1 - CGNC Symbol 53214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1317,8
1)" 24898 true 1.15 1998

ENSGALP00000037266 CID 69 - 80

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53220 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1317,8
1)" 24898 true 1.15 1999

ENSGALP00000019205 CID 66 - 77

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1317,8
1)" 24898 true 1.15 2000



ENSGALP00000021203 CID 26 - 37
death-associated protein - CGNC Symbol 
9841 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1460,
81)" 2140 false 2001

ENSGALP00000004013 CID 2,043 - 2,056 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1460,
81)" 2140 true 0.99 2002

ENSGALP00000016287 CID 119 - 131

brain and reproductive organ-expressed 
(TNFRSF1A modulator) - CGNC Symbol 
7632 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1750,8
2)" 4324 true 1.09 2003

ENSGALP00000005971 CID 136 - 145 annexin A2 - CGNC Symbol 49740 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1258,6
4)" 21120 true 0.77 2004

ENSGALP00000008338 CID 93 - 103
damage-specific DNA binding protein 1 
127kDa - CGNC Symbol 3871 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1258,6
4)" 21120 2005



ENSGALP00000004013 CID 2,043 - 2,056 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1464,
84)" 2122 2006

ENSGALP00000016287 CID 119 - 131

brain and reproductive organ-expressed 
(TNFRSF1A modulator) - CGNC Symbol 
7632 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1754,8
4)" 4722 2007

ENSGALP00000020744 CID 593 - 602
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1265,6
6)" 9174 true 0.39 2008

ENSGALP00000010303 CID 1,375 - 1,387 interleukin 16 - CGNC Symbol 4808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1483,
92)" 5487 false 2009

ENSGALP00000014557 CID 381 - 389 mutS homolog 2 - CGNC Symbol 6808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1170,6
4)" 1507 false 2010



ENSGALP00000003357 CID 621 - 633
thyroid hormone receptor associated 
protein 3 - CGNC Symbol 51043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1570,
84)" 10207 2011

ENSGALP00000023266 CID Jul-21 ribosomal protein S20 - HGNC:10405 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1705,9
2)" 9768 true 1.74 2012

P04264 CID 493 - 518
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2593,1
7)" 1808 false 2013

ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1094,6
3)" 59465 true 0.56 2014

ENSGALP00000039530 CID 95 - 99

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(731,4
4)" 23784 2015



ENSGALP00000012163 CID 896 - 900
transcription elongation regulator 1 - 
CGNC Symbol 5680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(731,4
4)" 23784 2016

ENSGALP00000014298 CID 17 - 31
ribosomal protein L12 - CGNC Symbol 
50469 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1474,7
7)" 5710 true 0.53 2017

ENSGALP00000035478 CID 762 - 769 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(892,52
)" 11450 2018

ENSGALP00000039965 CID 551 - 562
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1330,7
1)" 7602 true 0.47 2019

ENSGALP00000010541 CID 229 - 238
transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 49299 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1337,5
7)" 12916 true 0.66 2020



ENSGALP00000023617 CID 124 - 136
endoplasmic reticulum aminopeptidase 
1 - CGNC Symbol 52992 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1443,7
8)" 9550 true 0.6 2021

ENSGALP00000014298 CID 17 - 31
ribosomal protein L12 - CGNC Symbol 
50469 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1482,8
1)" 2564 true 0.53 2022

ENSGALP00000040958 CID 124 - 129 Histone H3.2 - UP P84229 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(747,45
)" 78701 2023

ENSGALP00000023617 CID 124 - 136
endoplasmic reticulum aminopeptidase 
1 - CGNC Symbol 52992 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1447,8
1)" 5750 2024

ENSGALP00000036720 CID 888 - 894
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(908,53
)" 7230 false 0.67 2025



ENSGALP00000003954 CID 306 - 316
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1171,
69)" 3181 true 1.05 2026

ENSGALP00000013987 CID 433 - 443
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1375,7
5)" 10908 2027

ENSGALP00000013267 CID 211 - 218
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(966,53
)" 3605 true 1.15 2028

ENSGALP00000007822 CID 450 - 461
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1475,7
6)" 19230 true 2.17 2029

ENSGALP00000008393 CID 1,568 - 1,580
ubiquitin specific peptidase 54 - CGNC 
Symbol 3894 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1475,7
6)" 19230 false 2030



ENSGALP00000007822 CID 450 - 461
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1483,8
2)" 26833 true 2.17 2031

ENSGALP00000026123 CID 38 - 44
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(927,5
6)" 18417 2032

ENSGALP00000015063 CID 227 - 234
fibrinogen gamma chain - CGNC Symbol 
7041 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(966,
45)" 1466 false 2033

ENSGALP00000024283 CID 66 - 73
ribosomal protein S6 - CGNC Symbol 
49670 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1020
,54)" 10466 2034

P08779 CID 31 - 41
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1134,
59)" 13156 false 2035



ENSGALP00000035370 CID 157 - 166
hepatoma-derived growth factor - CGNC 
Symbol 58434 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1134,
59)" 13156 false 0.4 2036

ENSGALP00000008498 CID 102 - 114 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1502,8
7)" 34866 true 0.53 2037

ENSGALP00000008498 CID 102 - 114 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1510,9
2)" 18386 true 0.53 2038

ENSGALP00000039530 CID 326 - 344

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2169,9
8)" 24896 true 1.67 2039

ENSGALP00000016536 CID 541 - 561
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2349,0
6)" 1644 true 0.59 2040



ENSGALP00000012481 CID 87 - 97
ribosomal protein L4 - CGNC Symbol 
5828 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1216,
54)" 16229 2041

ENSGALP00000020534 CID 278 - 288

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1222,7
3)" 124474 true 1.67 2042

ENSGALP00000023165 CID 279 - 289

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1222,7
3)" 124474 true 1.67 2043

ENSGALP00000025883 CID Oct-16
eukaryotic translation initiation factor 3 
subunit E - CGNC Symbol 12026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(899,51
)" 13828 true 0.74 2044

ENSGALP00000008393 CID 273 - 279
ubiquitin specific peptidase 54 - CGNC 
Symbol 3894 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(899,51
)" 13828 2045



ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(955,55
)" 8241 true 0.57 2046

ENSGALP00000000509 CID 678 - 686

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1091
,54)" 9789 true 1.35 2047

ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(959,57
)" 3763 2048

ENSGALP00000008824 CID 143 - 153
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1280,
67)" 8976 2049

ENSGALP00000011689 CID 36 - 47
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1330,7
2)" 32296 2050



ENSGALP00000013640 CID 198 - 205

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(937,47
)" 20375 true 0.59 2051

ENSGALP00000007379 CID 184 - 191

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(937,47
)" 20375 true 0.59 2052

ENSGALP00000041758 CID 447 - 455

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1047,6
0)" 4265 2053

ENSGALP00000023288 CID 236 - 245
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1189
,54)" 1679 true 1.36 2054

ENSGALP00000006555 CID 300 - 309
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1189
,54)" 1679 true 1.36 2055



ENSGALP00000015128 CID 150 - 158 lamin B receptor - CGNC Symbol 49736 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1196,6
9)" 13831 false 2056

ENSGALP00000017661 CID 800 - 811
USO1 vesicle transport factor - CGNC 
Symbol 8265 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1389,
86)" 753756 false 0.4 2057

ENSGALP00000007672 CID 775 - 787
isoleucyl-tRNA synthetase - CGNC 
Symbol 3573 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1389,
86)" 753756 2058

ENSGALP00000010303 CID 208 - 219 interleukin 16 - CGNC Symbol 4808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1389,
86)" 753756 false 0.4 2059

ENSGALP00000007379 CID 184 - 191

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(941,50
)" 11509 2060



ENSGALP00000013640 CID 198 - 205

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(941,50
)" 11509 2061

ENSGALP00000020830 CID 227 - 242

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2051,8
9)" 23104 true 0.77 2062

ENSGALP00000018765 CID 36 - 46
ribosomal protein L14 - CGNC Symbol 
49056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1162,6
1)" 14869 2063

ENSGALP00000000509 CID 62 - 74

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1484,
80)" 8807 false 2064

ENSGALP00000020830 CID 227 - 242

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2055,9
2)" 17021 2065



ENSGALP00000007822 CID 324 - 334
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1338,7
7)" 16049 true 0.76 2066

ENSGALP00000003357 CID 621 - 633
thyroid hormone receptor associated 
protein 3 - CGNC Symbol 51043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1566,
81)" 3788 true 2.16 2067

ENSGALP00000014935 CID 41 - 48
fragile X mental retardation 1 - CGNC 
Symbol 51729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1039,5
7)" 11328 true 0.28 2068

ENSGALP00000039011 CID 285 - 296
ubiquitin specific peptidase 7 (herpes 
virus-associated) - CGNC Symbol 5523 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1376
,70)" 4326 false 2069

ENSGALP00000005535 CID 104 - 113

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1148,5
4)" 9271 true 0.56 2070



ENSGALP00000009605 CID 91 - 101
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1210,6
6)" 8880 true 0.59 2071

ENSGALP00000026509 CID 381 - 394
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1643,
97)" 1391 false 2072

ENSGALP00000014480 CID 90 - 103
Hsap of 16: GIMAP1-GIMAP5 
readthrough - HGNC:51257 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1413
,73)" 4186 2073

ENSGALP00000023635 CID 403 - 409 lamin B1 - CGNC Symbol 10893 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(872,50
)" 7252 false 0.93 2074

ENSGALP00000007490 CID 323 - 329 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(872,50
)" 7252 true 0.46 2075



ENSGALP00000038262 CID 102 - 110
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1172,
64)" 4002 true 2.96 2076

ENSGALP00000025461 CID 298 - 308
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1288,6
7)" 4475 true 0.77 2077

ENSGALP00000005182 CID 494 - 501
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(914,51
)" 27048 false 0.89 2078

ENSGALP00000010510 CID 312 - 319
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(914,51
)" 27048 true 0.49 2079

ENSGALP00000041061 CID Jan-15

threonyl-tRNA synthetase 2 
mitochondrial (putative) - CGNC Symbol 
56005 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1318,6
6)" 10044 false 2080



ENSGALP00000021255 CID 264 - 275
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1503,8
2)" 4660 true 0.97 2081

ENSGALP00000010510 CID 312 - 319
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(922,57
)" 13378 true 0.49 2082

ENSGALP00000025461 CID Aug-20
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1403,7
4)" 11861 false 2083

ENSGALP00000004817 CID 84 - 96 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1518
,74)" 3138 true 0.46 2084

ENSGALP00000023635 CID 386 - 397 lamin B1 - CGNC Symbol 10893 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1519,8
7)" 6927 false 2085



ENSGALP00000038626 CID 113 - 118
lactate dehydrogenase A - CGNC Symbol 
49707 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(790,48
)" 19778 false 2086

ENSGALP00000004817 CID 84 - 96 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1526
,79)" 1436 true 0.46 2087

ENSGALP00000027953 CID 202 - 214
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1554,9
7)" 24209 true 1.13 2088

ENSGALP00000034108 CID 125 - 134
pyruvate kinase muscle - CGNC Symbol 
1412 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1046,5
6)" 5393 false 2089

ENSGALP00000043256 CID 44 - 56
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1543
,77)" 7302 true 0.49 2090



ENSGALP00000007705 CID 198 - 210
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1562,8
6)" 32526 true 1.06 2091

ENSGALP00000007705 CID 198 - 210
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1570,9
1)" 34446 true 1.06 2092

ENSGALP00000043256 CID 44 - 56
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1547
,77)" 2521 2093

ENSGALP00000019569 CID 117 - 130

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1562,7
5)" 11968 false 2094

ENSGALP00000008824 CID 143 - 153
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1276,
64)" 3505 true 1.86 2095



ENSGALP00000028746 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1580,7
8)" 129776 2096

ENSGALP00000019031 CID 491 - 505 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1760,8
7)" 6743 false 2097

ENSGALP00000012367 CID 19 - 31
SLC9A3 regulator 1 - CGNC Symbol 
51624 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1477,7
6)" 10338 true 1.32 2098

ENSGALP00000043134 CID 132 - 138
Hsap of 1: integrator complex subunit 3 - 
HGNC:26153 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(773,47
)" 10968 2099

ENSGALP00000019629 CID 87 - 93
proteasome subunit alpha 3 - CGNC 
Symbol 9125 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(773,47
)" 10968 true 0.34 2100



ENSGALP00000014509 CID 222 - 231
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1095,6
0)" 8400 true 1.07 2101

ENSGALP00000014509 CID 222 - 231
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1099,6
3)" 9380 2102

ENSGALP00000040985 CID 2-Dec

aldo-keto reductase family 1 member B1-
like (aldose reductase) - CGNC Symbol 
50692 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1239,6
9)" 3057 true 0.72 2103

ENSGALP00000041993 CID 103 - 108 ribosomal protein L21 - HGNC:10313 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(797,46
)" 3919 2104

ENSGALP00000013987 CID 627 - 632
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(797,46
)" 3919 false 2105



ENSGALP00000040011 CID 323 - 335
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1527,7
9)" 3909 true 0.86 2106

ENSGALP00000042639 CID 235 - 245
muscleblind-like splicing regulator 1 - 
CGNC Symbol 52321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1364,
74)" 6785 true 1.24 2107

ENSGALP00000040011 CID 323 - 335
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1531,8
2)" 1954 2108

ENSGALP00000004327 CID 2,449 - 2,464 fatty acid synthase - CGNC Symbol 1983 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1902,9
5)" 1684 false 2109

ENSGALP00000037266 CID Feb-22

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53220 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1934
,01)" 28814 true 11.5 2110



ENSGALP00000011510 CID 208 - 218 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1251,6
6)" 5401 true 0.75 2111

ENSGALP00000003357 CID 414 - 422
thyroid hormone receptor associated 
protein 3 - CGNC Symbol 51043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1251,6
6)" 5401 false 1.14 2112

ENSGALP00000042639 CID 235 - 245
muscleblind-like splicing regulator 1 - 
CGNC Symbol 52321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1372,
79)" 8418 true 1.24 2113

ENSGALP00000034254 CID 154 - 163
cell division cycle 42 - CGNC Symbol 
3561 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1254,6
3)" 3144 true 0.85 2114

ENSGALP00000023059 CID 1,047 - 1,052

PDS5 regulator of cohesion maintenance 
homolog A (S. cerevisiae) - CGNC Symbol 
10643 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(781,46
)" 10653 false 2115



ENSGALP00000037170 CID 639 - 644

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(781,46
)" 10653 false 2116

ENSGALP00000008498 CID 396 - 401 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(781,46
)" 10653 2117

ENSGALP00000015366 CID 246 - 251
peptidylprolyl isomerase D - CGNC 
Symbol 7186 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(781,46
)" 10653 false 2118

ENSGALP00000015409 CID 304 - 308 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(711,
40)" 1057 2119

ENSGALP00000023085 CID 279 - 283 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(711,
40)" 1057 2120



P04259 CID 43 - 59
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1452,
66)" 7515 true 0.48 2121

ENSGALP00000012472 CID 293 - 298 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(852,
41)" 4321 false 2122

ENSGALP00000014107 CID 108 - 114 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(926,51
)" 15711 true 0.16 2123

ENSGALP00000036720 CID 2,788 - 2,794
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(926,51
)" 15711 false 0.16 2124

ENSGALP00000003850 CID 139 - 145
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(926,51
)" 15711 false 0.46 2125



ENSGALP00000003357 CID 414 - 422
thyroid hormone receptor associated 
protein 3 - CGNC Symbol 51043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1263,7
4)" 6131 true 1.14 2126

ENSGALP00000015886 CID 319 - 333
hematopoietic cell-specific Lyn substrate 
1 - CGNC Symbol 7430 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1675,8
4)" 27757 2127

ENSGALP00000020445 CID 1,856 - 1,862
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(892,
48)" 16140 2128

ENSGALP00000006308 CID 123 - 133
ribosomal protein L23a - CGNC Symbol 
2910 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1297,7
4)" 6249 true 0.7 2129

ENSGALP00000037398 CID 98 - 106 villin 1 - CGNC Symbol 49795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(898,
52)" 51914 false 2130



ENSGALP00000023364 CID 134 - 143
NOP56 ribonucleoprotein - CGNC 
Symbol 10777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1332,6
3)" 10703 true 0.39 2131

ENSGALP00000006050 CID 185 - 197
calcium homeostasis endoplasmic 
reticulum protein - CGNC Symbol 2800 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1510,7
5)" 3207 2132

ENSGALP00000015182 CID 217 - 234
RNA binding motif protein 25 - CGNC 
Symbol 7094 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2064,9
5)" 6751 2133

ENSGALP00000040958 CID 74 - 80 Histone H3.2 - UP P84229 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(906,
49)" 208973 true 1.92 2134

ENSGALP00000038904 CID 33 - 41
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1149,
66)" 18303 true 1.02 2135



ENSGALP00000004013 CID 1,233 - 1,243 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1349,6
7)" 8168 true 0.67 2136

ENSGALP00000037871 CID 329 - 344
WAS/WASL interacting protein family 
member 1 - CGNC Symbol 7084 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1541,8
6)" 7316 2137

ENSGALP00000013480 CID 1-Jul
V-set and immunoglobulin domain 
containing 1 - CGNC Symbol 6282 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(959,54
)" 11124 false 2138

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(959,54
)" 11124 false 2139

ENSGALP00000001480 CID 510 - 518 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(959,54
)" 11124 false 2140



ENSGALP00000001491 CID 718 - 726
cyclic nucleotide gated channel beta 1 - 
CGNC Symbol 676 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1016,6
1)" 18107 false 2141

ENSGALP00000004013 CID 1,233 - 1,243 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1353,6
9)" 4836 2142

ENSGALP00000042475 CID 1-Jul
purine-rich element binding protein A - 
CGNC Symbol 15180 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(935,
54)" 2515 false 2143

ENSGALP00000019667 CID 84 - 97
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1536,7
7)" 13225 2144

ENSGALP00000009085 CID 752 - 765
ubiquitin specific peptidase 10 - CGNC 
Symbol 4228 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1694,
98)" 5248 true 1.05 2145



ENSGALP00000019975 CID 616 - 631
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1774,
86)" 5987 2146

ENSGALP00000027391 CID 532 - 539
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(940,51
)" 6542 false 0.20* 2147

ENSGALP00000023099 CID 142 - 157
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1942,9
6)" 2758 2148

ENSGALP00000010414 CID 78 - 94
RNA binding motif protein X-linked - 
CGNC Symbol 51674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1901,
11)" 6272 false 2149

ENSGALP00000019192 CID 1-Aug
uridine monophosphate synthetase - 
CGNC Symbol 8931 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(810,41
)" 16106 2150



ENSGALP00000021618 CID 172 - 177
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(810,41
)" 16106 true 0.44 2151

ENSGALP00000038435 CID 214 - 221

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(961,53
)" 10506 true 0.75 2152

ENSGALP00000015246 CID 75 - 84 peroxiredoxin 3 - CGNC Symbol 7123 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1077,6
0)" 3110 true 0.95 2153

ENSGALP00000018652 CID 361 - 367
actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 8704 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(814,43
)" 6507 false 2154

ENSGALP00000021618 CID 172 - 177
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(814,43
)" 6507 2155



ENSGALP00000018594 CID 92 - 99
small nuclear ribonucleoprotein 
polypeptide F - CGNC Symbol 8670 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1079,5
7)" 18751 true 1.16 2156

ENSGALP00000038356 CID 4-Dec cytoglobin - CGNC Symbol 1338 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1118
,55)" 1784 false 2157

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1080,5
9)" 40787 true 0.77 2158

ENSGALP00000018594 CID 92 - 99
small nuclear ribonucleoprotein 
polypeptide F - CGNC Symbol 8670 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1083,5
9)" 19988 2159

ENSGALP00000034108 CID 305 - 310
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(761,4
9)" 7070 false 2160



ENSGALP00000023115 CID 338 - 347
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1133
,56)" 5987 false 2161

ENSGALP00000016696 CID 914 - 922
YLP motif containing 1 - CGNC Symbol 
7819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1133
,56)" 5987 2162

ENSGALP00000026123 CID 38 - 44
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(923,5
4)" 1680 true 1.75 2163

ENSGALP00000020445 CID 1,405 - 1,413
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1134,6
8)" 16698 true 1.01 2164

ENSGALP00000014308 CID 319 - 327
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1134,6
8)" 16698 2165



ENSGALP00000028746 CID 19 - 27

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1176
,47)" 2706 false 2166

ENSGALP00000007728 CID 102 - 130
Y box binding protein 1 - CGNC Symbol 
3598 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(3366,5
0)" 917 true 1.4 2167

ENSGALP00000020445 CID 1,405 - 1,413
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1146,7
6)" 16946 true 1.01 2168

ENSGALP00000000170 CID 48 - 57
receptor for activated C kinase 1 - CGNC 
Symbol 61 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1220
,59)" 30743 true 0.42 2169

ENSGALP00000012367 CID 19 - 31
SLC9A3 regulator 1 - CGNC Symbol 
51624 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1469,7
2)" 6749 true 1.32 2170



ENSGALP00000007728 CID 102 - 130
Y box binding protein 1 - CGNC Symbol 
3598 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(3374,5
4)" 1286 true 1.4 2171

ENSGALP00000027030 CID 27 - 34
ribosomal protein L31 - CGNC Symbol 
50833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1081,6
4)" 3217 true 0.55 2172

ENSGALP00000000170 CID 48 - 57
receptor for activated C kinase 1 - CGNC 
Symbol 61 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1224
,62)" 5939 2173

ENSGALP00000012298 CID 75 - 82
RAB11A member RAS oncogene family - 
CGNC Symbol 50011 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(972,5
0)" 4592 true 0.78 2174

ENSGALP00000020534 CID 251 - 258

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1046,4
4)" 3883 2175



ENSGALP00000023165 CID 252 - 259

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1046,4
4)" 3883 2176

ENSGALP00000025280 CID 95 - 102 thioredoxin - CGNC Symbol 49804 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1073,6
2)" 15351 false 2177

ENSGALP00000028746 CID 84 - 91

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1073,6
2)" 15351 true 0.41 2178

ENSGALP00000003737 CID 184 - 193 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1199,6
7)" 68251 true 0.62 2179

ENSGALP00000003737 CID 184 - 193 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1207,7
3)" 40284 true 0.62 2180



ENSGALP00000013724 CID 27 - 33
adaptor related protein complex 2 mu 1 
subunit - CGNC Symbol 6392 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(820,44
)" 5368 true 0.43 2181

ENSGALP00000014768 CID 185 - 193
EH-domain containing 3 - CGNC Symbol 
51465 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1101,
72)" 2239 2182

ENSGALP00000023165 CID 165 - 174

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1117,
75)" 31164 true 1.48 2183

ENSGALP00000020534 CID 165 - 174

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1117,
75)" 31164 true 1.48 2184

ENSGALP00000019192 CID 228 - 239
uridine monophosphate synthetase - 
CGNC Symbol 8931 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1244,7
1)" 3758 true 1.36 2185



ENSGALP00000019192 CID 228 - 239
uridine monophosphate synthetase - 
CGNC Symbol 8931 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1248,7
3)" 6388 2186

ENSGALP00000002828 CID 428 - 437
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1133,
60)" 4335 true 0.58 2187

ENSGALP00000038523 CID 560 - 571

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC Symbol 
49809 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1392,7
1)" 8677 true 0.58 2188

ENSGALP00000022273 CID 117 - 130
phosphoribosyl pyrophosphate 
amidotransferase - CGNC Symbol 10276 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1492,8
2)" 2938 false 2189

ENSGALP00000020445 CID 843 - 856
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1812,9
1)" 6306 2190



ENSGALP00000016536 CID 462 - 477
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1812,9
1)" 6306 true 0.39 2191

ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2028,0
1)" 3726 false 2192

ENSGALP00000002828 CID 428 - 437
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1141,
64)" 1264 true 0.58 2193

ENSGALP00000038523 CID 560 - 571

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC Symbol 
49809 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1396,7
4)" 4494 2194

ENSGALP00000012086 CID 396 - 402
glutamic-oxaloacetic transaminase 1 
soluble - CGNC Symbol 5645 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(878,51
)" 1132 true 0.66 2195



ENSGALP00000015964 CID 35 - 44
ribosomal protein L18a - CGNC Symbol 
50601 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1151,
69)" 1837 true 0.94 2196

ENSGALP00000022293 CID 247 - 253 ezrin - CGNC Symbol 10288 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(893,49
)" 9930 true 0.17 2197

ENSGALP00000007490 CID 247 - 253 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(893,49
)" 9930 true 0.17 2198

ENSGALP00000008171 CID 773 - 779
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(893,49
)" 9930 2199

ENSGALP00000038904 CID 33 - 41
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1141,
62)" 7712 true 1.02 2200



ENSGALP00000015964 CID 35 - 44
ribosomal protein L18a - CGNC Symbol 
50601 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1159,
72)" 3151 true 0.94 2201

ENSGALP00000007927 CID 98 - 105
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(958,52
)" 7715 true 0.54 2202

ENSGALP00000017556 CID 280 - 289 legumain - CGNC Symbol 8216 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1225,
65)" 2468 true 0.56 2203

ENSGALP00000035717 CID 34 - 44

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1431,5
8)" 4135 true 0.87 2204

ENSGALP00000011717 CID 222 - 227
ribosomal protein large P0 - CGNC 
Symbol 49505 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(748,45
)" 27683 true 0.11 2205



ENSGALP00000007927 CID 98 - 105
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(966,57
)" 3881 true 0.54 2206

ENSGALP00000006778 CID 505 - 514
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1154,6
3)" 16697 true 1.01 2207

ENSGALP00000035717 CID 34 - 44

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1435,6
2)" 14350 2208

ENSGALP00000006778 CID 505 - 514
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1158,6
6)" 10421 2209

ENSGALP00000005468 CID 260 - 273

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC Symbol 
49552 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1510,7
5)" 14541 2210



ENSGALP00000042552 CID 449 - 457
guanylate binding protein - CGNC 
Symbol 49284 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(974,61
)" 20093 2211

ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1244,5
9)" 2305 true 0.53 2212

ENSGALP00000004866 CID 26 - 37
nudix hydrolase 21 - CGNC Symbol 
66135 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1553,
99)" 14620 false 2213

ENSGALP00000013964 CID Mar-19
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1887,0
3)" 136544 true 2.55 2214

ENSGALP00000042274 CID Mar-19
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1887,0
3)" 136544 true 2.55 2215



ENSGALP00000009511 CID 178 - 187
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1241,6
1)" 20386 true 0.66 2216

ENSGALP00000009511 CID 178 - 187
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1249,6
7)" 16485 true 0.66 2217

ENSGALP00000026858 CID 447 - 459
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1409,7
6)" 15205 2218

ENSGALP00000003715 CID 93 - 109
mesencephalic astrocyte derived 
neurotrophic factor - HGNC:15461 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2042,1
4)" 2806 true 0.61 2219

ENSGALP00000023278 CID 191 - 205
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1433,
85)" 9308 false 2220



ENSGALP00000003715 CID 93 - 109
mesencephalic astrocyte derived 
neurotrophic factor - HGNC:15461 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2054,2
2)" 1710 true 0.61 2221

ENSGALP00000015409 CID 557 - 568 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1364,7
9)" 4856 false 2222

ENSGALP00000003357 CID 652 - 665
thyroid hormone receptor associated 
protein 3 - CGNC Symbol 51043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1633,7
7)" 10510 2223

ENSGALP00000038979 CID 1,597 - 1,610
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1636,8
2)" 5043 true 0.61 2224

ENSGALP00000002808 CID 410 - 425
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2072,0
2)" 8337 true 2.41 2225



ENSGALP00000038979 CID 1,597 - 1,610
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1640,8
4)" 2442 2226

ENSGALP00000009085 CID 752 - 765
ubiquitin specific peptidase 10 - CGNC 
Symbol 4228 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1686,
95)" 3401 true 1.05 2227

ENSGALP00000042274 CID Jan-19
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2174,
23)" 2187 false 2228

ENSGALP00000013964 CID Jan-19
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2174,
23)" 2187 false 2229

ENSGALP00000005971 CID 197 - 204 annexin A2 - CGNC Symbol 49740 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(950,
52)" 1701 false 2230



ENSGALP00000024133 CID 79 - 90
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1490,7
6)" 4586 true 1.01 2231

ENSGALP00000029965 CID 197 - 208

translocase of outer mitochondrial 
membrane 22 homolog (yeast) - CGNC 
Symbol 13830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1585,8
0)" 5735 true 1.02 2232

ENSGALP00000001909 CID 1,102 - 1,119
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1961,9
9)" 5806 2233

ENSGALP00000003850 CID 200 - 208
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1063
,56)" 1188 false 0.48 2234

ENSGALP00000026457 CID 282 - 295
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1590,8
7)" 11421 false 2235



ENSGALP00000010210 CID 287 - 292
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(803,4
3)" 4915 true 0.45 2236

ENSGALP00000003954 CID 290 - 298
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1075
,53)" 5182 true 1.2 2237

ENSGALP00000016696 CID 317 - 321
YLP motif containing 1 - CGNC Symbol 
7819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(708,37
)" 32881 false 2238

ENSGALP00000023917 CID 174 - 187
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1520,8
0)" 12905 true 1.5 2239

ENSGALP00000036720 CID 2,715 - 2,728
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1780,8
6)" 16545 true 0.72 2240



ENSGALP00000007586 CID 1-Oct
aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 50558 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1121
,57)" 24541 2241

ENSGALP00000019018 CID 77 - 86 translin - CGNC Symbol 8854 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1352,
77)" 6787 true 1.26 2242

ENSGALP00000023917 CID 174 - 187
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1524,8
3)" 9073 2243

ENSGALP00000036720 CID 2,715 - 2,728
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1784,8
8)" 11091 2244

ENSGALP00000003357 CID 189 - 215
thyroid hormone receptor associated 
protein 3 - CGNC Symbol 51043 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2760,3
5)" 2210 false 2245



ENSGALP00000026307 CID Feb-17

Putative eukaryotic translation initiation 
factor 2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 50802 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1635,8
7)" 5441 true 1.22 2246

ENSGALP00000026307 CID Feb-17

Putative eukaryotic translation initiation 
factor 2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 50802 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1639,9
0)" 6617 2247

ENSGALP00000006218 CID 325 - 333
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(917,50
)" 6993 true 0.63 2248

ENSGALP00000010510 CID 602 - 609
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1000,
58)" 12962 false 2249

ENSGALP00000013431 CID 349 - 365
programmed cell death 11 - CGNC 
Symbol 6260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1869,9
4)" 2627 2250



ENSGALP00000008056 CID 403 - 408
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(870,39
)" 8750 false 0.91 2251

ENSGALP00000036122 CID 128 - 138

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1296
,59)" 26035 true 0.71 2252

ENSGALP00000029589 CID 293 - 298 septin 6 - CGNC Symbol 51720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(908,47
)" 16833 true 0.67 2253

ENSGALP00000018689 CID 306 - 311 septin 11 - CGNC Symbol 8720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(908,47
)" 16833 true 0.67 2254

ENSGALP00000038677 CID 135 - 145
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1178,
70)" 33666 true 0.69 2255



ENSGALP00000018689 CID 306 - 311 septin 11 - CGNC Symbol 8720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(912,51
)" 10345 2256

ENSGALP00000029589 CID 293 - 298 septin 6 - CGNC Symbol 51720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(912,51
)" 10345 2257

ENSGALP00000022871 CID 352 - 360
tubulin tyrosine ligase like 12 - CGNC 
Symbol 10561 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1105,5
8)" 3118 false 0.37 2258

ENSGALP00000012170 CID 170 - 179
aminopeptidase-like 1 - CGNC Symbol 
5683 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1105,5
8)" 3118 false 0.37 2259

ENSGALP00000005680 CID 64 - 74 adenylate kinase 2 - CGNC Symbol 2627 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1105,5
8)" 3118 false 2260



ENSGALP00000038677 CID 135 - 145
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1182,
73)" 27873 2261

ENSGALP00000011982 CID 145 - 161 CD3e molecule - CGNC Symbol 5597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2098,
21)" 4533 false 2262

ENSGALP00000026487 CID 399 - 411
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1201,
66)" 6791 true 0.94 2263

ENSGALP00000026127 CID 2,586 - 2,595 thyroglobulin - CGNC Symbol 65221 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1343
,64)" 13697 false 2264

ENSGALP00000010845 CID 58 - 75
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2113,1
5)" 2322 false 2265



ENSGALP00000000236 CID 209 - 216
antigen peptide transporter 2 - Refseq 
NP_001092827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(942,58
)" 7548 2266

ENSGALP00000038799 CID 192 - 198
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(947,54
)" 3532 2267

ENSGALP00000006414 CID 238 - 244
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(814,49
)" 7410 false 0.42 2268

ENSGALP00000007822 CID 20 - 28
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1230,5
4)" 58229 2269

ENSGALP00000035557 CID 49 - 60
Hsap of 1: histidine triad nucleotide 
binding protein 1 - HGNC:4912 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1325,6
9)" 14694 2270



ENSGALP00000008091 CID 1-Nov
dyskerin pseudouridine synthase 1 - 
CGNC Symbol 3757 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1182,6
1)" 41311 2271

ENSGALP00000030005 CID 121 - 131
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1231,6
3)" 5998 true 1.15 2272

ENSGALP00000004048 CID 354 - 365 kinectin 1 - CGNC Symbol 9206 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1507,8
6)" 3622 true 0.95 2273

ENSGALP00000038979 CID 720 - 733
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1573,8
3)" 2621 false 2274

ENSGALP00000023165 CID 290 - 299

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1201,6
0)" 4445 2275



ENSGALP00000020534 CID 289 - 298

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1201,6
0)" 4445 2276

ENSGALP00000002808 CID 410 - 425
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2063,9
4)" 2069 true 2.41 2277

ENSGALP00000015886 CID 262 - 276
hematopoietic cell-specific Lyn substrate 
1 - CGNC Symbol 7430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1492,7
8)" 7525 2278

ENSGALP00000040958 CID 118 - 123 Histone H3.2 - UP P84229 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(760,4
6)" 8836 false 2279

ENSGALP00000028746 CID 128 - 139

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1375,8
2)" 9271 false 2280



ENSGALP00000027391 CID 270 - 282
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1632,7
5)" 4188 true 0.42 2281

ENSGALP00000005037 CID 606 - 614
TSR1 ribosome maturation factor - 
HGNC:25542 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(980,50
)" 6205 2282

ENSGALP00000009853 CID 120 - 128
zinc finger protein 326 - CGNC Symbol 
4587 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(980,50
)" 6205 true 0.91 2283

P13645 CID 323 - 333
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1393,6
7)" 22566 false 2284

ENSGALP00000005271 CID 283 - 298
eukaryotic translation initiation factor 3 
subunit I - CGNC Symbol 2428 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1743,9
4)" 8048 true 2.38 2285



ENSGALP00000009853 CID 120 - 128
zinc finger protein 326 - CGNC Symbol 
4587 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(984,53
)" 5625 2286

ENSGALP00000008299 CID 755 - 761
family with sequence similarity 120A - 
CGNC Symbol 3854 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(888,49
)" 34861 2287

ENSGALP00000023319 CID 409 - 415 catalase - CGNC Symbol 51998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(888,49
)" 34861 2288

ENSGALP00000017180 CID 116 - 122
basic transcription factor 3-like 4 - CGNC 
Symbol 8026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(888,49
)" 34861 true 0.68 2289

ENSGALP00000019365 CID 90 - 97 annexin A5 - CGNC Symbol 9009 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(970,57
)" 6053 false 2290



ENSGALP00000025475 CID 131 - 142

synaptotagmin binding cytoplasmic RNA 
interacting protein - CGNC Symbol 
51548 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1343,7
1)" 8130 2291

ENSGALP00000001183 CID 134 - 145

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1343,7
1)" 8130 2292

ENSGALP00000036122 CID 128 - 139

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1452,7
1)" 14689 true 0.92 2293

ENSGALP00000004048 CID 1,126 - 1,132 kinectin 1 - CGNC Symbol 9206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(919,5
2)" 6845 false 0.81 2294

ENSGALP00000006046 CID 139 - 145
actin related protein 2/3 complex 
subunit 3 - CGNC Symbol 2797 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(919,5
2)" 6845 true 0.81 2295



ENSGALP00000036122 CID 128 - 139

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1460,7
6)" 13443 true 0.92 2296

ENSGALP00000006939 CID 708 - 716 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1133,
72)" 5692 true 1.01 2297

ENSGALP00000039872 CID 74 - 83
regulator of chromosome condensation 
2 - CGNC Symbol 287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1170,
64)" 4822 2298

ENSGALP00000019975 CID 488 - 495
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1039,5
7)" 5678 true 1.49 2299

ENSGALP00000019975 CID 488 - 495
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1043,5
9)" 8231 2300



ENSGALP00000001013 CID 107 - 112
ribosomal protein L22 - CGNC Symbol 
48966 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(824,41
)" 7147 true 0.47 2301

ENSGALP00000024078 CID 3-Aug
WD repeat domain 1 - CGNC Symbol 
11108 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(824,41
)" 7147 false 0.47 2302

ENSGALP00000027063 CID 109 - 118
mitochondrial ribosomal protein S9 - 
CGNC Symbol 12597 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1267,6
6)" 4759 true 0.51 2303

ENSGALP00000003381 CID 142 - 149
aconitase 1 soluble - CGNC Symbol 
48955 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1078
,52)" 5392 true 0.75 2304

ENSGALP00000027981 CID 649 - 656
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1078
,52)" 5392 false 1.54 2305



ENSGALP00000006308 CID 68 - 77
ribosomal protein L23a - CGNC Symbol 
2910 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1298,
80)" 4967 true 1.26 2306

ENSGALP00000002254 CID 371 - 385
Ras-related GTP binding C - CGNC 
Symbol 1028 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1706,9
1)" 7029 true 0.52 2307

ENSGALP00000006308 CID 68 - 77
ribosomal protein L23a - CGNC Symbol 
2910 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1310,
87)" 6259 true 1.26 2308

ENSGALP00000023274 CID 1,286 - 1,294
non-SMC condensin I complex subunit 
D2 - CGNC Symbol 50724 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1086
,60)" 10414 false 0.82 2309

ENSGALP00000020445 CID 1,484 - 1,492
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1086
,60)" 10414 true 0.82 2310



ENSGALP00000009821 CID 65 - 73
ribosomal protein S13 - CGNC Symbol 
49921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1047,
65)" 6490 2311

ENSGALP00000023274 CID 1,286 - 1,294
non-SMC condensin I complex subunit 
D2 - CGNC Symbol 50724 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1094
,66)" 4585 false 0.82 2312

ENSGALP00000020445 CID 1,484 - 1,492
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1094
,66)" 4585 true 0.82 2313

ENSGALP00000007705 CID 200 - 210
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1277,6
9)" 11127 true 0.43 2314

ENSGALP00000007705 CID 200 - 210
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1285,7
5)" 4486 true 0.43 2315



ENSGALP00000027391 CID 283 - 294
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1437,7
2)" 6063 true 1.07 2316

ENSGALP00000000639 CID 220 - 234 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1902,0
1)" 4545 false 2317

ENSGALP00000004366 CID 23 - 30
Cysteine-rich protein 1 - CGNC Symbol 
52178 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1171,
63)" 8422 2318

ENSGALP00000027391 CID 283 - 294
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1445,7
7)" 6506 true 1.07 2319

ENSGALP00000002828 CID 438 - 448
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1486,
92)" 15113 true 0.7 2320



ENSGALP00000011700 CID 217 - 225
nucleotide binding protein 1 - CGNC 
Symbol 5471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1202
,61)" 19450 false 2321

ENSGALP00000026633 CID 583 - 593

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1202
,61)" 19450 2322

ENSGALP00000015171 CID 355 - 367 Obg-like ATPase 1 - CGNC Symbol 7087 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1202
,61)" 19450 false 2323

ENSGALP00000035478 CID 925 - 934 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1218,
66)" 1030 false 2324

ENSGALP00000038435 CID 365 - 377

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1479,7
0)" 3145 false 2325



ENSGALP00000002828 CID 438 - 448
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1499,
00)" 9726 true 0.7 2326

ENSGALP00000018750 CID 186 - 197
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1393,
78)" 23692 2327

ENSGALP00000015886 CID 262 - 276
hematopoietic cell-specific Lyn substrate 
1 - CGNC Symbol 7430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1488,7
6)" 1105 true 1.83 2328

ENSGALP00000008338 CID 369 - 382
damage-specific DNA binding protein 1 
127kDa - CGNC Symbol 3871 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1544,
86)" 1280 false 2329

ENSGALP00000009511 CID 164 - 177
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1394,7
6)" 7997 true 0.81 2330



ENSGALP00000009511 CID 164 - 177
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1402,8
1)" 5670 true 0.81 2331

ENSGALP00000032274 CID 271 - 283
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1425
,69)" 1974 true 0.97 2332

ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1124,6
4)" 41508 2333

ENSGALP00000013122 CID 353 - 361
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1124,6
4)" 41508 false 2334

ENSGALP00000020830 CID 358 - 367

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1219,6
0)" 8683 true 2.84 2335



ENSGALP00000032274 CID 271 - 283
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1429
,72)" 3831 2336

ENSGALP00000038979 CID 614 - 627
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1615,8
1)" 10490 true 0.5 2337

ENSGALP00000003898 CID 716 - 722 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(823,4
6)" 5555 true 1.33 2338

ENSGALP00000038979 CID 614 - 627
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1619,8
3)" 9385 2339

ENSGALP00000039454 CID 102 - 114
beta-2-microglobulin - CGNC Symbol 
1542 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1683,9
2)" 14549 true 0.15 2340



ENSGALP00000019031 CID 149 - 159 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1250,5
9)" 7921 true 0.72 2341

ENSGALP00000016822 CID 341 - 352
DEAH-box helicase 36 - CGNC Symbol 
7873 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1365,7
7)" 30782 false 2342

ENSGALP00000037170 CID 821 - 834

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1822,0
4)" 10758 false 2343

ENSGALP00000018083 CID 143 - 152
WD repeat domain 78 - CGNC Symbol 
8439 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1275,6
0)" 23565 false 2344

ENSGALP00000004866 CID 81 - 92
nudix hydrolase 21 - CGNC Symbol 
66135 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1416,7
9)" 7764 true 1.21 2345



ENSGALP00000033650 CID 349 - 366
FYN binding protein - CGNC Symbol 
2773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2065,
21)" 11625 true 11.04 2346

ENSGALP00000002322 CID 149 - 169
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2579,1
4)" 5000 true 2.15 2347

ENSGALP00000010633 CID 2-Aug
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(783,48
)" 1527 false 2348

ENSGALP00000004866 CID 81 - 92
nudix hydrolase 21 - CGNC Symbol 
66135 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1420,8
0)" 11764 2349

ENSGALP00000042479 CID 93 - 109
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1969,0
0)" 24119 true 0.79 2350



ENSGALP00000002322 CID 149 - 169
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2587,1
9)" 11105 true 2.15 2351

ENSGALP00000027030 CID 27 - 34
ribosomal protein L31 - CGNC Symbol 
50833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1073,5
9)" 5357 true 0.55 2352

ENSGALP00000021294 CID 644 - 653
NOP2/Sun RNA methyltransferase 
family member 2 - CGNC Symbol 9878 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1140,
63)" 5334 false 2353

ENSGALP00000005576 CID 45 - 55
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1435,7
3)" 15770 2354

ENSGALP00000042479 CID 93 - 109
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1977,0
5)" 18495 true 0.79 2355



ENSGALP00000009552 CID 48 - 55
ribosomal protein L27a - CGNC Symbol 
55716 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1024,
52)" 4270 true 1.36 2356

ENSGALP00000015063 CID 286 - 295
fibrinogen gamma chain - CGNC Symbol 
7041 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1183,
70)" 2185 false 2357

ENSGALP00000023059 CID Jan-15

PDS5 regulator of cohesion maintenance 
homolog A (S. cerevisiae) - CGNC Symbol 
10643 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1645
,82)" 6655 2358

ENSGALP00000042627 CID 116 - 129
Gallus gallus granulysin (GNLY) mRNA. - 
RefSeq mRNA NM_001044680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1645
,82)" 6655 2359

ENSGALP00000009217 CID 81 - 85
cytochrome c oxidase subunit IV isoform 
1 - CGNC Symbol 4285 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(707,41
)" 4274 true 0.44 2360



ENSGALP00000009552 CID 48 - 55
ribosomal protein L27a - CGNC Symbol 
55716 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1032,
57)" 5825 false 1.36 2361

ENSGALP00000028746 CID 84 - 91

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1081,6
7)" 1971 true 0.41 2362

ENSGALP00000035593 CID 67 - 77 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1248,
75)" 15229 true 1.34 2363

ENSGALP00000025461 CID 298 - 308
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1296,7
2)" 2582 true 0.77 2364

ENSGALP00000003089 CID 90 - 95
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(799,50
)" 22272 false 2365



ENSGALP00000010097 CID 489 - 496
MAP7 domain containing 3 - CGNC 
Symbol 4697 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1106,5
8)" 7480 true 0.31 2366

ENSGALP00000004013 CID 429 - 438 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1252,
72)" 2245 2367

ENSGALP00000014097 CID 69 - 80
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1607,8
2)" 2699 false 2368

ENSGALP00000019469 CID 90 - 102
ribosomal protein SA - CGNC Symbol 
49202 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
71)" 16217 2369

ENSGALP00000007728 CID 23 - 37
Y box binding protein 1 - CGNC Symbol 
3598 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1828,9
9)" 7079 true 0.51 2370



ENSGALP00000037524 CID 433 - 440 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(962,
48)" 3342 false 2371

ENSGALP00000018454 CID 444 - 451 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(962,
48)" 3342 false 2372

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1275,
76)" 41527 true 0.84 2373

ENSGALP00000007728 CID 23 - 37
Y box binding protein 1 - CGNC Symbol 
3598 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1841,0
6)" 2866 true 0.51 2374

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1283,
81)" 34676 true 0.84 2375



ENSGALP00000015886 CID 346 - 365
hematopoietic cell-specific Lyn substrate 
1 - CGNC Symbol 7430 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2231,1
1)" 35326 false 2376

ENSGALP00000014105 CID 72 - 82

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1406,7
8)" 14385 true 0.85 2377

ENSGALP00000035815 CID 15 - 25

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1406,7
8)" 14385 true 0.85 2378

ENSGALP00000023099 CID 532 - 544
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1569,8
5)" 1598 false 2379

ENSGALP00000013267 CID 211 - 218
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(970,54
)" 7481 2380



ENSGALP00000000224 CID 54 - 61
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1002
,45)" 21738 true 0.45 2381

ENSGALP00000019629 CID 30 - 41
proteasome subunit alpha 3 - CGNC 
Symbol 9125 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1249,7
2)" 4836 2382

ENSGALP00000000224 CID 54 - 61
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1006
,48)" 9732 2383

ENSGALP00000027030 CID 18 - 26
ribosomal protein L31 - CGNC Symbol 
50833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1016,5
7)" 21912 true 0.66 2384

ENSGALP00000039965 CID 517 - 529
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1681,9
0)" 5816 true 0.89 2385



ENSGALP00000003737 CID Oct-15 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(798,42
)" 55788 2386

ENSGALP00000027030 CID 18 - 26
ribosomal protein L31 - CGNC Symbol 
50833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1020,5
9)" 14410 2387

ENSGALP00000008171 CID 639 - 650
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1367,
80)" 30776 true 11.25 2388

ENSGALP00000043196 CID 308 - 320
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1572,
86)" 1511 false 2389

ENSGALP00000030998 CID 139 - 152
Hsap of 16: glutathione S-transferase 
alpha 1 - HGNC:4626 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1675,0
0)" 6763 false 2390



ENSGALP00000035478 CID 552 - 566 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1688,8
9)" 18396 true 0.67 2391

ENSGALP00000015665 CID 66 - 70 no description available 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(715,41
)" 3661 2392

ENSGALP00000014509 CID 332 - 336
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(715,41
)" 3661 2393

ENSGALP00000025165 CID 75 - 85
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1264,6
7)" 6542 true 2.8 2394

ENSGALP00000021708 CID 47 - 57
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1320,6
5)" 18191 2395



ENSGALP00000007672 CID 775 - 787
isoleucyl-tRNA synthetase - CGNC 
Symbol 3573 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1373,
84)" 369768 2396

ENSGALP00000011843 CID 436 - 445
catenin (cadherin-associated protein) 
delta 1 - CGNC Symbol 53492 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1166
,61)" 45890 2397

ENSGALP00000012878 CID 172 - 184
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1446,
79)" 1892 false 2398

ENSGALP00000036122 CID 19 - 27

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1190
,49)" 1475 false 2399

ENSGALP00000001474 CID 375 - 384

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1266,6
4)" 25045 true 0.18 2400



ENSGALP00000029993 CID 120 - 126
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(787,49
)" 1481 false 2401

ENSGALP00000037266 CID 81 - 86

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53220 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(787,49
)" 1481 false 2402

ENSGALP00000019205 CID 78 - 83

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(787,49
)" 1481 false 2403

ENSGALP00000016822 CID 794 - 799
DEAH-box helicase 36 - CGNC Symbol 
7873 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(787,49
)" 1481 2404

ENSGALP00000019163 CID 77 - 82 histone H1 - CGNC Symbol 53214 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(787,49
)" 1481 false 2405



ENSGALP00000013574 CID 60 - 71
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1375,7
3)" 4497 true 0.59 2406

ENSGALP00000019318 CID 38 - 53
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1897,9
2)" 8244 2407

ENSGALP00000007523 CID 117 - 122
chloride intracellular channel 2 - CGNC 
Symbol 51647 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(784,4
7)" 6306 false 2408

ENSGALP00000019801 CID 312 - 322 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1373,6
8)" 4442 true 0.81 2409

ENSGALP00000001315 CID 169 - 183
nudC nuclear distribution protein - 
CGNC Symbol 591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1655,
88)" 1368 true 1.39 2410



ENSGALP00000005729 CID 21 - 38
NADH:ubiquinone oxidoreductase 
subunit S5 - CGNC Symbol 2647 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2007,9
2)" 4179 true 1.29 2411

ENSGALP00000038878 CID 854 - 866
collagen type VI alpha 1 - CGNC Symbol 
4468 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1504,8
0)" 30889 false 2412

ENSGALP00000005729 CID 21 - 38
NADH:ubiquinone oxidoreductase 
subunit S5 - CGNC Symbol 2647 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2011,9
5)" 5412 2413

ENSGALP00000007476 CID 65 - 70
SET nuclear oncogene - CGNC Symbol 
3483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(858,5
5)" 1722 false 2414

ENSGALP00000038912 CID 93 - 99 alpha-D-globin - CGNC Symbol 50309 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(874,50
)" 7308 true 0.44 2415



ENSGALP00000038904 CID 94 - 100
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(874,50
)" 7308 true 0.44 2416

ENSGALP00000036304 CID 67 - 76
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1118,6
7)" 13000 true 0.52 2417

ENSGALP00000038130 CID 48 - 61 profilin-2 - Refseq NP_001073228 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1462,7
2)" 14209 true 0.61 2418

ENSGALP00000002625 CID 32 - 38

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(890,48
)" 2926 false 2419

ENSGALP00000036304 CID 67 - 76
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1126,7
4)" 4682 true 0.52 2420



ENSGALP00000038130 CID 48 - 61 profilin-2 - Refseq NP_001073228 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1466,7
5)" 6216 2421

ENSGALP00000021255 CID 264 - 275
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1515,9
0)" 2246 true 0.97 2422

ENSGALP00000033650 CID 349 - 366
FYN binding protein - CGNC Symbol 
2773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2057,
15)" 712 true 11.04 2423

ENSGALP00000016337 CID 2,173 - 2,180

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(899,53
)" 3365 2424

P04259 CID 60 - 68
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(937,5
3)" 3195 false 2425



ENSGALP00000001120 CID 301 - 308 cathepsin S - CGNC Symbol 494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(912,46
)" 9298 true 0.13 2426

ENSGALP00000041690 CID 116 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1308
,60)" 3681 true 1.71 2427

ENSGALP00000028857 CID 877 - 892

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1633,8
6)" 3585 true 1.01 2428

ENSGALP00000001460 CID 21 - 27
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(861,4
2)" 7949 true 1.53 2429

ENSGALP00000028857 CID 877 - 892

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1637,8
8)" 3627 2430



ENSGALP00000001460 CID 21 - 27
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(865,4
5)" 13446 2431

ENSGALP00000005653 CID 2,323 - 2,344 fibronectin 1 - CGNC Symbol 2613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2442,1
9)" 1715 false 2432

ENSGALP00000006284 CID 100 - 106

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(837,40
)" 4955 true 1.28 2433

ENSGALP00000021294 CID 137 - 143
NOP2/Sun RNA methyltransferase 
family member 2 - CGNC Symbol 9878 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(917,5
6)" 2011 2434

ENSGALP00000007487 CID 841 - 848
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(917,5
6)" 2011 false 2435



ENSGALP00000027534 CID 666 - 674
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1025,5
7)" 4548 false 2436

ENSGALP00000005033 CID 97 - 106
NHP2 ribonucleoprotein - CGNC Symbol 
17192 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1207,6
6)" 897 true 0.44 2437

ENSGALP00000009217 CID 32 - 43
cytochrome c oxidase subunit IV isoform 
1 - CGNC Symbol 4285 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1420
,65)" 7256 true 0.77 2438

ENSGALP00000019471 CID 45 - 57
PHD finger protein 5A - CGNC Symbol 
9062 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1649,6
6)" 3670 true 1.39 2439

ENSGALP00000011775 CID 550 - 557
GCN1 eIF2 alpha kinase activator 
homolog - CGNC Symbol 5500 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(997,6
0)" 13867 2440



ENSGALP00000026392 CID 93 - 100
ribosomal protein S7 - CGNC Symbol 
51562 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(997,6
0)" 13867 true 0.65 2441

ENSGALP00000009217 CID 32 - 43
cytochrome c oxidase subunit IV isoform 
1 - CGNC Symbol 4285 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1424
,68)" 4278 2442

ENSGALP00000019471 CID 45 - 57
PHD finger protein 5A - CGNC Symbol 
9062 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1653,6
9)" 7742 2443

ENSGALP00000026392 CID 93 - 100
ribosomal protein S7 - CGNC Symbol 
51562 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1001,
62)" 11590 2444

ENSGALP00000025165 CID 146 - 153
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1030,5
9)" 9111 true 0.41 2445



ENSGALP00000001803 CID 135 - 148
debranching RNA lariats 1 - CGNC 
Symbol 809 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1774,8
3)" 2818 true 1.32 2446

ENSGALP00000012731 CID 30 - 38
CD44 molecule (Indian blood group) - 
CGNC Symbol 5938 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1091,5
8)" 5247 true 0.58 2447

ENSGALP00000001803 CID 135 - 148
debranching RNA lariats 1 - CGNC 
Symbol 809 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1778,8
5)" 3721 2448

ENSGALP00000013267 CID 310 - 328
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2227,0
9)" 17649 true 1.2 2449

ENSGALP00000028664 CID 348 - 356
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1077,
59)" 1458 false 2450



ENSGALP00000012731 CID 30 - 38
CD44 molecule (Indian blood group) - 
CGNC Symbol 5938 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1099,6
4)" 3032 true 0.58 2451

ENSGALP00000014105 CID 72 - 82

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1414,8
5)" 8609 true 0.85 2452

ENSGALP00000035815 CID 15 - 25

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1414,8
5)" 8609 true 1.14 2453

ENSGALP00000021257 CID 1,821 - 1,827

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(777,42
)" 15750 false 0.56 2454

ENSGALP00000008013 CID Aug-14
ISY1 splicing factor homolog (S. 
cerevisiae) - CGNC Symbol 3725 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(777,42
)" 15750 false 0.56 2455



ENSGALP00000039270 CID 141 - 147
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(777,42
)" 15750 false 0.56 2456

ENSGALP00000008498 CID 396 - 401 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(777,42
)" 15750 true 0.56 2457

ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1120,6
1)" 40746 true 1.01 2458

ENSGALP00000006939 CID 640 - 655 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1711
,83)" 3853 2459

ENSGALP00000013738 CID 121 - 127
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(801,50
)" 4746 false 2460



ENSGALP00000030189 CID 67 - 77
cytochrome c oxidase subunit 6C - CGNC 
Symbol 13868 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1137,6
9)" 9985 true 1.39 2461

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2217,9
3)" 7473 true 3.35 2462

ENSGALP00000012878 CID 324 - 330
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(833,47
)" 67879 true 0.51 2463

ENSGALP00000016711 CID 656 - 666
guanine monophosphate synthase - 
CGNC Symbol 7825 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1341,6
7)" 8668 true 0.77 2464

ENSGALP00000016260 CID 31 - 37
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(837,48
)" 31065 2465



ENSGALP00000019975 CID 73 - 83
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1388,7
0)" 8224 true 1.67 2466

ENSGALP00000019031 CID 463 - 474 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1438,
73)" 44195 false 2467

ENSGALP00000019031 CID 463 - 474 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1454,
73)" 6377 false 2468

ENSGALP00000038570 CID 28 - 34
eukaryotic translation initiation factor 
5A2 - CGNC Symbol 49863 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(832,53
)" 10484 false 2469

ENSGALP00000009037 CID 224 - 245 myosin IG - CGNC Symbol 51252 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2351,0
0)" 3955 2470



ENSGALP00000002349 CID 2-Jul
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(794,
32)" 4044 2471

ENSGALP00000021034 CID 410 - 418
minichromosome maintenance complex 
component 4 - CGNC Symbol 9780 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1181,6
3)" 4045 true 0.97 2472

ENSGALP00000015964 CID 102 - 114
ribosomal protein L18a - CGNC Symbol 
50601 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1487,7
6)" 7757 2473

Q04695 CID 130 - 136
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1022,4
6)" 5073 false 2474

ENSGALP00000019469 CID 1-Nov
ribosomal protein SA - CGNC Symbol 
49202 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1264,6
0)" 8879 true 0.34 2475



ENSGALP00000018765 CID 36 - 46
ribosomal protein L14 - CGNC Symbol 
49056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1158,5
8)" 10178 true 0.92 2476

ENSGALP00000027541 CID 113 - 127
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1604,9
3)" 23832 true 2.21 2477

ENSGALP00000037462 CID 312 - 322 thymopoietin - CGNC Symbol 50621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1334,8
1)" 26632 false 4.19 2478

ENSGALP00000034108 CID 224 - 229
pyruvate kinase muscle - CGNC Symbol 
1412 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(787,44
)" 10699 false 2479

ENSGALP00000015412 CID 32 - 38
cyclin-dependent kinase 6 - CGNC 
Symbol 51286 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(787,44
)" 10699 false 0.37 2480



ENSGALP00000042929 CID 240 - 256 glutathione reductase - HGNC:4623 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2035,0
2)" 3325 true 0.65 2481

ENSGALP00000004437 CID 39 - 47
ribosomal protein S10 - CGNC Symbol 
51122 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1107,
64)" 1526 true 0.91 2482

ENSGALP00000040424 CID 304 - 314
small nuclear ribonucleoprotein U5 
subunit 40 - CGNC Symbol 381 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1388,7
2)" 5399 true 1.22 2483

ENSGALP00000019318 CID 38 - 53
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1893,9
2)" 5293 true 1.85 2484

ENSGALP00000038435 CID 297 - 315

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2130,0
8)" 3724 false 2485



ENSGALP00000004437 CID 39 - 47
ribosomal protein S10 - CGNC Symbol 
51122 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1115,
69)" 1381 true 0.91 2486

P13645 CID 451 - 464
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1290,6
3)" 4348 true 0.5 2487

ENSGALP00000040424 CID 304 - 314
small nuclear ribonucleoprotein U5 
subunit 40 - CGNC Symbol 381 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1396,7
7)" 6595 true 1.22 2488

ENSGALP00000004437 CID 39 - 47
ribosomal protein S10 - CGNC Symbol 
51122 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1123,
64)" 1232 false 2489

ENSGALP00000003152 CID 681 - 691
adenosylhomocysteinase - CGNC Symbol 
1443 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1458,7
5)" 19006 false 2490



ENSGALP00000039326 CID 116 - 124
ribosomal protein L19 - CGNC Symbol 
1159 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1255,
73)" 1242 true 0.84 2491

ENSGALP00000028016 CID 2-Dec
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1306,7
6)" 18924 true 1.3 2492

ENSGALP00000012928 CID 22 - 33
SMT3 suppressor of mif two 3 homolog 
2 (S. cerevisiae) - CGNC Symbol 55792 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1290,7
1)" 3706 true 0.73 2493

ENSGALP00000028016 CID 2-Dec
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1310,7
9)" 24547 true 1.3 2494

ENSGALP00000023085 CID 152 - 161 actinin alpha 4 - CGNC Symbol 49612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1355,7
3)" 12673 true 0.47 2495



ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1389,
87)" 654059 true 4.28 2496

ENSGALP00000023085 CID 152 - 161 actinin alpha 4 - CGNC Symbol 49612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1363,7
9)" 5224 true 0.47 2497

ENSGALP00000025165 CID 146 - 153
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1038,6
4)" 2427 true 0.41 2498

ENSGALP00000015964 CID 102 - 114
ribosomal protein L18a - CGNC Symbol 
50601 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1483,7
3)" 7667 true 0.88 2499

ENSGALP00000018765 CID 6-Nov
ribosomal protein L14 - CGNC Symbol 
49056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(748,43
)" 13244 true 0.47 2500



ENSGALP00000015623 CID 594 - 599
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(748,43
)" 13244 2501

ENSGALP00000040938 CID 90 - 101
thioredoxin related transmembrane 
protein 4 - CGNC Symbol 6720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1285
,66)" 1405 false 2502

ENSGALP00000002828 CID 481 - 494
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1643,7
8)" 112944 true 0.74 2503

ENSGALP00000011635 CID 494 - 506

Gallus gallus syntaxin binding protein 1 
(STXBP1) mRNA. - RefSeq mRNA 
NM_001305648 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1299
,64)" 1777 false 2504

ENSGALP00000002828 CID 481 - 494
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1647,8
1)" 68804 2505



ENSGALP00000011717 CID 222 - 227
ribosomal protein large P0 - CGNC 
Symbol 49505 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(752,46
)" 15738 2506

ENSGALP00000006284 CID 100 - 106

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(841,42
)" 5383 2507

ENSGALP00000030189 CID 39 - 45
cytochrome c oxidase subunit 6C - CGNC 
Symbol 13868 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(803,43
)" 14516 true 0.76 2508

ENSGALP00000019471 CID 4-Dec
PHD finger protein 5A - CGNC Symbol 
9062 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1222,6
1)" 12136 true 0.97 2509

ENSGALP00000022004 CID 78 - 90 tropomyosin 3 - HGNC:12012 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1348
,69)" 2160 2510



ENSGALP00000026384 CID 682 - 696
trafficking protein particle complex 12 - 
CGNC Symbol 12265 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1752,9
0)" 5369 true 1.34 2511

ENSGALP00000022772 CID 43 - 61
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2240,
22)" 2317 2512

ENSGALP00000023446 CID 187 - 192 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(791,5
1)" 11552 2513

ENSGALP00000030189 CID 39 - 45
cytochrome c oxidase subunit 6C - CGNC 
Symbol 13868 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(807,46
)" 10987 2514

ENSGALP00000019471 CID 4-Dec
PHD finger protein 5A - CGNC Symbol 
9062 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1226,6
3)" 11766 2515



ENSGALP00000004013 CID 2,220 - 2,232 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1471,7
0)" 10943 true 0.84 2516

ENSGALP00000026384 CID 682 - 696
trafficking protein particle complex 12 - 
CGNC Symbol 12265 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1756,9
1)" 5432 2517

ENSGALP00000037524 CID 167 - 173 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(845,51
)" 3962 false 2518

ENSGALP00000018454 CID 178 - 184 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(845,51
)" 3962 false 2519

ENSGALP00000016978 CID 157 - 163
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(845,51
)" 3962 false 2520



ENSGALP00000030189 CID 67 - 77
cytochrome c oxidase subunit 6C - CGNC 
Symbol 13868 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1129,6
4)" 6508 true 1.39 2521

ENSGALP00000002828 CID 559 - 571
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1651,8
7)" 6218 true 0.67 2522

ENSGALP00000008824 CID 372 - 384
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1507,7
3)" 13566 2523

ENSGALP00000002828 CID 559 - 571
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1663,9
5)" 3355 true 0.67 2524

ENSGALP00000042929 CID 240 - 256 glutathione reductase - HGNC:4623 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2039,0
4)" 2342 2525



ENSGALP00000007819 CID 212 - 218 peptidase D - CGNC Symbol 3636 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(804,50
)" 19801 false 2526

ENSGALP00000008498 CID 247 - 264 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2092,2
3)" 2731 false 2527

ENSGALP00000025762 CID 237 - 257
runt-related transcription factor 1 - 
CGNC Symbol 49673 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2386,1
9)" 2499 2528

ENSGALP00000021618 CID 113 - 118
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(776,46
)" 7410 true 0.25 2529

ENSGALP00000038570 CID 68 - 85
eukaryotic translation initiation factor 
5A2 - CGNC Symbol 49863 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2245,0
7)" 7207 true 0.71 2530



ENSGALP00000035478 CID 1,150 - 1,159 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1040,6
0)" 11851 true 0.83 2531

ENSGALP00000008578 CID 347 - 365
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2249,0
5)" 2369 2532

ENSGALP00000018616 CID 28 - 36
leukotriene A4 hydrolase - CGNC Symbol 
8686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1013,5
5)" 18012 true 0.68 2533

ENSGALP00000038435 CID 316 - 325

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1242,5
7)" 11967 false 2534

ENSGALP00000034108 CID 383 - 391
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1071,5
5)" 103784 true 0.38 2535



ENSGALP00000035933 CID 225 - 235 cathepsin B - CGNC Symbol 12486 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1277,
68)" 14773 true 1.26 2536

ENSGALP00000037462 CID 312 - 322 thymopoietin - CGNC Symbol 50621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1326,7
6)" 5651 true 4.19 2537

ENSGALP00000038626 CID 107 - 112
lactate dehydrogenase A - CGNC Symbol 
49707 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(770,4
9)" 11261 false 2538

ENSGALP00000021618 CID 107 - 112
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(770,4
9)" 11261 false 2539

ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1260,6
8)" 121674 2540



ENSGALP00000019120 CID 27 - 37
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1260,6
8)" 121674 2541

ENSGALP00000010510 CID 26 - 36
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1260,6
8)" 121674 2542

ENSGALP00000037462 CID 312 - 322 thymopoietin - CGNC Symbol 50621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1350,8
0)" 5746 false 2543

ENSGALP00000009007 CID Oct-15
ADP-ribosylation factor 4 - CGNC Symbol 
55483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(794,4
8)" 4160 false 2544

ENSGALP00000042403 CID 183 - 190
uncharacterized protein LOC424740 - 
Refseq NP_001026471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1130,5
8)" 10884 true 1.02 2545



ENSGALP00000020154 CID 434 - 443
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1249,6
9)" 5404 true 1.13 2546

ENSGALP00000034108 CID 422 - 432
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1277,6
9)" 12367 true 0.63 2547

ENSGALP00000001909 CID 1,272 - 1,281
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1277,6
9)" 12367 false 4.11 2548

ENSGALP00000042061 CID 307 - 323
phosphatidylinositol-5-phosphate 4-
kinase type II alpha - CGNC Symbol 5959 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1851,9
8)" 1557 false 2549

ENSGALP00000043256 CID 209 - 215
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(819,5
3)" 3054 false 2550



ENSGALP00000042403 CID 183 - 190
uncharacterized protein LOC424740 - 
Refseq NP_001026471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1134,6
0)" 9834 2551

ENSGALP00000020154 CID 434 - 443
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1253,7
2)" 6100 2552

ENSGALP00000034108 CID 422 - 432
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1285,7
4)" 6320 true 0.63 2553

ENSGALP00000008824 CID 177 - 184
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(918,
56)" 5701 2554

ENSGALP00000003954 CID 340 - 347
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(918,
56)" 5701 2555



ENSGALP00000035557 CID 49 - 60
Hsap of 1: histidine triad nucleotide 
binding protein 1 - HGNC:4912 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1321,6
7)" 11393 true 1.11 2556

ENSGALP00000014746 CID 50 - 63
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1355,
81)" 26284 true 0.96 2557

ENSGALP00000024681 CID 87 - 96
N-acetylneuraminate synthase - CGNC 
Symbol 11406 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1359,6
4)" 7930 true 0.82 2558

ENSGALP00000020134 CID 172 - 188
3-hydroxybutyrate dehydrogenase type 
2 - CGNC Symbol 9371 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2019,9
1)" 2225 true 0.76 2559

ENSGALP00000035478 CID 1,627 - 1,639 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1340,7
3)" 16169 true 0.9 2560



ENSGALP00000024681 CID 87 - 96
N-acetylneuraminate synthase - CGNC 
Symbol 11406 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1363,6
7)" 6512 2561

ENSGALP00000020445 CID 1,572 - 1,583
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1501,7
3)" 16840 true 0.52 2562

ENSGALP00000016780 CID 73 - 84
transmembrane p24 trafficking protein 
10 - CGNC Symbol 7851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1344,7
4)" 14840 true 0.62 2563

ENSGALP00000002252 CID 461 - 471
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1362,
84)" 5160 true 1.35 2564

ENSGALP00000019975 CID 510 - 528
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2332,0
6)" 3843 2565



ENSGALP00000014935 CID 219 - 226
fragile X mental retardation 1 - CGNC 
Symbol 51729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1089,5
8)" 29165 true 0.22 2566

ENSGALP00000001655 CID 206 - 219

proteasome (prosome macropain) 
subunit beta type 7 - CGNC Symbol 
49143 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1785,0
3)" 15926 true 0.74 2567

ENSGALP00000003954 CID 306 - 316
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1175,
68)" 8485 2568

ENSGALP00000019471 CID 30 - 44
PHD finger protein 5A - CGNC Symbol 
9062 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1929,9
7)" 5421 2569

ENSGALP00000013574 CID 103 - 117
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1730,8
0)" 18631 2570



ENSGALP00000015128 CID 109 - 126 lamin B receptor - CGNC Symbol 49736 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2059,1
8)" 72674 true 15.86 2571

ENSGALP00000007728 CID 150 - 179
Y box binding protein 1 - CGNC Symbol 
3598 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3233,6
0)" 4837 true 1.86 2572

ENSGALP00000013053 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1531,
87)" 6436 true 2.12 2573

ENSGALP00000000170 CID 45 - 57
receptor for activated C kinase 1 - CGNC 
Symbol 61 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1590,8
2)" 3147 true 2.32 2574

ENSGALP00000039758 CID 290 - 304
SAM and SH3 domain containing 3 - 
CGNC Symbol 2900 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1848,9
6)" 3960 2575



ENSGALP00000007728 CID 150 - 179
Y box binding protein 1 - CGNC Symbol 
3598 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3237,6
3)" 9479 2576

ENSGALP00000041993 CID 103 - 108 ribosomal protein L21 - HGNC:10313 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(793,42
)" 3500 true 0.31 2577

ENSGALP00000007490 CID 451 - 460 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1246
,63)" 5189 false 6.75* 2578

ENSGALP00000003012 CID 215 - 224
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1246
,63)" 5189 false 1.23 2579

ENSGALP00000000170 CID 45 - 57
receptor for activated C kinase 1 - CGNC 
Symbol 61 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1594,8
4)" 9275 2580



ENSGALP00000018165 CID 1,387 - 1,407
lymphocyte antigen 75 - CGNC Symbol 
8470 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2469,3
1)" 3680 true 1.65 2581

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1263
,63)" 116127 true 0.54 2582

ENSGALP00000002278 CID 16 - 27
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1593,7
3)" 35976 true 0.44 2583

ENSGALP00000022449 CID 202 - 223
protein tyrosine phosphatase non-
receptor type 2 - CGNC Symbol 10374 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2305,1
0)" 524 true 0.92 2584

ENSGALP00000018165 CID 1,387 - 1,407
lymphocyte antigen 75 - CGNC Symbol 
8470 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2477,3
6)" 6055 true 1.65 2585



ENSGALP00000003612 CID 1,242 - 1,248
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(821,50
)" 2112 2586

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1267
,65)" 65370 2587

ENSGALP00000010303 CID 350 - 363 interleukin 16 - CGNC Symbol 4808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1336,
76)" 1647 true 1.6 2588

ENSGALP00000002278 CID 16 - 27
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1597,7
6)" 15473 2589

ENSGALP00000043331 CID 320 - 332
topoisomerase (DNA) I - CGNC Symbol 
2691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1764,8
1)" 3416 false 2590



ENSGALP00000034078 CID 51 - 57
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(972,56
)" 22613 true 0.38 2591

ENSGALP00000020445 CID 1,899 - 1,912
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1579
,70)" 4109 true 1.15 2592

ENSGALP00000037266 CID Feb-22

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53220 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1929,9
8)" 6763 true 11.1 2593

ENSGALP00000015246 CID 250 - 254 peroxiredoxin 3 - CGNC Symbol 7123 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(771,38
)" 6418 false 0.52 2594

ENSGALP00000033915 CID 52 - 56

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(771,38
)" 6418 true 0.4 2595



ENSGALP00000037924 CID 150 - 154

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(771,38
)" 6418 false 0.52 2596

ENSGALP00000034078 CID 51 - 57
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(980,61
)" 8252 true 0.38 2597

ENSGALP00000020445 CID 1,899 - 1,912
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1583
,72)" 4735 2598

ENSGALP00000002828 CID 481 - 494
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1659,7
8)" 4874 true 0.86 2599

ENSGALP00000015409 CID 304 - 308 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(707,37
)" 9924 false 2600



ENSGALP00000023085 CID 279 - 283 actinin alpha 4 - CGNC Symbol 49612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(707,37
)" 9924 false 2601

ENSGALP00000004186 CID 449 - 457 annexin A11 - CGNC Symbol 52013 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1059,5
9)" 18865 2602

ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1059,5
9)" 18865 true 0.46 2603

ENSGALP00000020445 CID 1,218 - 1,226
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1059,5
9)" 18865 false 0.46 2604

ENSGALP00000002495 CID 900 - 908
enhancer of mRNA decapping 4 - CGNC 
Symbol 1139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1059,5
9)" 18865 false 0.46 2605



ENSGALP00000008931 CID 178 - 184
ATPase secretory pathway Ca2+ 
transporting 2 - HGNC:29103 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(878,5
6)" 178080 false 2606

ENSGALP00000022676 CID 86 - 92
H2A histone family member V - 
HGNC:20664 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(878,5
6)" 178080 false 2607

ENSGALP00000042371 CID 83 - 89 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(878,5
6)" 178080 false 2608

ENSGALP00000040653 CID 83 - 89

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(878,5
6)" 178080 false 2609

ENSGALP00000020445 CID 1,218 - 1,226
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1063,6
1)" 8761 false 0.46 2610



ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1063,6
1)" 8761 2611

ENSGALP00000022816 CID 155 - 163

Gallus gallus cytochrome b5 reductase 3 
(CYB5R3) mRNA. - RefSeq mRNA 
NM_001291805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1102,6
3)" 4447 true 0.9 2612

ENSGALP00000017123 CID 318 - 323
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(846,46
)" 5135 2613

ENSGALP00000042639 CID 2-Sep
muscleblind-like splicing regulator 1 - 
CGNC Symbol 52321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(870,5
3)" 64723 false 1.72 2614

ENSGALP00000004327 CID 1,550 - 1,556 fatty acid synthase - CGNC Symbol 1983 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(870,5
3)" 64723 2615



ENSGALP00000002235 CID 2-Sep stathmin 1 - CGNC Symbol 49630 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(935,53
)" 8345 false 2616

ENSGALP00000009665 CID 108 - 117
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1296,6
6)" 15351 true 1.25 2617

ENSGALP00000006222 CID 87 - 93 calreticulin 3 - CGNC Symbol 2868 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(871,4
6)" 33168 true 0.54 2618

ENSGALP00000016623 CID 84 - 95
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1457,7
8)" 6690 false 2619

ENSGALP00000006222 CID 87 - 93 calreticulin 3 - CGNC Symbol 2868 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(875,4
9)" 20313 2620



ENSGALP00000008498 CID 103 - 114 transketolase - CGNC Symbol 3953 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1346,7
3)" 5903 true 0.94 2621

ENSGALP00000025299 CID 246 - 255
C-terminal binding protein 1 - CGNC 
Symbol 11723 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1104,
62)" 3104 true 1.45 2622

ENSGALP00000008498 CID 103 - 114 transketolase - CGNC Symbol 3953 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1350,7
7)" 4449 2623

ENSGALP00000042552 CID 383 - 393
guanylate binding protein - CGNC 
Symbol 49284 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1436,7
2)" 27544 false 2624

ENSGALP00000038435 CID 463 - 475

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1500,7
1)" 9395 false 2625



ENSGALP00000025299 CID 246 - 255
C-terminal binding protein 1 - CGNC 
Symbol 11723 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1108,
65)" 6216 2626

ENSGALP00000020463 CID 244 - 251
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1132,5
7)" 9963 true 0.76 2627

ENSGALP00000021255 CID 371 - 381
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1405,6
9)" 8011 true 0.31 2628

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(967,57
)" 4875 true 0.55 2629

ENSGALP00000011961 CID 130 - 141
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1472,7
5)" 17948 true 0.34 2630



ENSGALP00000025229 CID 3,024 - 3,035 zinc finger homeobox 4 - HGNC:30939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1472,7
5)" 17948 2631

ENSGALP00000004013 CID 2,197 - 2,209 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1472,7
5)" 17948 2632

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(975,52
)" 2655 true 0.57 2633

ENSGALP00000011961 CID 130 - 141
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1476,7
8)" 5344 2634

ENSGALP00000005199 CID 269 - 281
Hsap of 1: proline rich coiled-coil 2C - 
HGNC:24903 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1476,7
8)" 5344 2635



ENSGALP00000027982 CID 280 - 291
stromal interaction molecule 1 - CGNC 
Symbol 13037 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1584,8
8)" 3076 false 2636

ENSGALP00000013053 CID 7-Dec

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(808,50
)" 13312 true 1.24 2637

ENSGALP00000011232 CID 293 - 301
phosphofructokinase platelet - CGNC 
Symbol 53359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1050,
63)" 6620 false 2638

ENSGALP00000014813 CID 213 - 223
dipeptidyl-peptidase 7 - CGNC Symbol 
6929 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1211,
64)" 8032 true 1.41 2639

ENSGALP00000035593 CID 67 - 77 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1260,
84)" 12925 true 1.34 2640



ENSGALP00000002373 CID 36 - 46
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1306
,66)" 6332 2641

P35908 CID 198 - 209
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1531,8
5)" 13663 false 2642

P04264 CID 200 - 211
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1531,8
5)" 13663 false 2643

ENSGALP00000023319 CID 314 - 322 catalase - CGNC Symbol 51998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1147,5
8)" 5049 true 0.83 2644

P04264 CID 268 - 276
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1216,6
5)" 25758 false 0.57 2645



ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1216,6
5)" 25758 true 0.57 2646

B4E1T1 CID 221 - 229

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1216,6
5)" 25758 false 0.57 2647

P04259 CID 251 - 259
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1216,6
5)" 25758 false 0.57 2648

ENSGALP00000009085 CID 532 - 544
ubiquitin specific peptidase 10 - CGNC 
Symbol 4228 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1385,7
4)" 13143 2649

P08779 CID 214 - 225
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1385,7
4)" 13143 false 2650



ENSGALP00000013053 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1523,
80)" 1548 true 2.12 2651

ENSGALP00000009873 CID 636 - 644
collagen type VI alpha 2 - CGNC Symbol 
4597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1061,6
1)" 14809 false 2652

ENSGALP00000038979 CID 826 - 839
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1584,8
2)" 3738 true 0.65 2653

ENSGALP00000042163 CID 278 - 290
seryl-tRNA synthetase - CGNC Symbol 
332 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1603,8
2)" 1872 true 0.5 2654

ENSGALP00000004251 CID 114 - 128
transcription factor A mitochondrial - 
CGNC Symbol 1948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1652,9
5)" 4436 true 2.29 2655



ENSGALP00000004375 CID 361 - 370
acetyl-CoA acyltransferase 2 - CGNC 
Symbol 2003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1216,7
0)" 7099 true 0.86 2656

ENSGALP00000002172 CID 131 - 142
mitochondrial trans-2-enoyl-CoA 
reductase - CGNC Symbol 981 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1400,8
1)" 9126 false 0.28 2657

ENSGALP00000006970 CID 982 - 993 exportin 1 - CGNC Symbol 3224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1400,8
1)" 9126 true 0.28 2658

ENSGALP00000014480 CID 90 - 103
Hsap of 16: GIMAP1-GIMAP5 
readthrough - HGNC:51257 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1409,6
7)" 11122 true 0.73 2659

ENSGALP00000004375 CID 361 - 370
acetyl-CoA acyltransferase 2 - CGNC 
Symbol 2003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1220,7
3)" 6127 2660



ENSGALP00000007857 CID 2,420 - 2,431 SCO-spondin - CGNC Symbol 51238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1254,7
6)" 3630 2661

ENSGALP00000022235 CID Oct-21
CNDP dipeptidase 2 (metallopeptidase 
M20 family) - CGNC Symbol 13892 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1634,8
5)" 7523 true 0.46 2662

ENSGALP00000000924 CID 106 - 121
acyl-CoA thioesterase 7 - CGNC Symbol 
50978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1754,8
2)" 3501 true 0.77 2663

ENSGALP00000022235 CID Oct-21
CNDP dipeptidase 2 (metallopeptidase 
M20 family) - CGNC Symbol 13892 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1642,9
0)" 3062 true 0.46 2664

ENSGALP00000006038 CID 519 - 528 ribophorin II - CGNC Symbol 2792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1268,7
9)" 5609 true 0.92 2665



ENSGALP00000023396 CID 99 - 112
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1678,9
4)" 10936 true 1.3 2666

ENSGALP00000009511 CID 221 - 227
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(969,5
5)" 5908 true 0.64 2667

ENSGALP00000006038 CID 519 - 528 ribophorin II - CGNC Symbol 2792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1280,8
7)" 5173 true 0.92 2668

ENSGALP00000020154 CID 463 - 477
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1463,7
7)" 40430 true 1.12 2669

ENSGALP00000013724 CID 237 - 251
adaptor related protein complex 2 mu 1 
subunit - CGNC Symbol 6392 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1877,8
3)" 8865 true 1.06 2670



ENSGALP00000009511 CID 221 - 227
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(977,6
0)" 3775 true 0.64 2671

ENSGALP00000020154 CID 463 - 477
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1467,7
9)" 43661 2672

ENSGALP00000013724 CID 237 - 251
adaptor related protein complex 2 mu 1 
subunit - CGNC Symbol 6392 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1881,8
9)" 9963 2673

ENSGALP00000016629 CID 102 - 109 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(928,57
)" 3502 false 2674

ENSGALP00000004034 CID 393 - 400
argininosuccinate lyase - CGNC Symbol 
50544 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(928,57
)" 3502 false 2675



ENSGALP00000026044 CID 540 - 559
argonaute RISC catalytic component 2 - 
CGNC Symbol 64972 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2327
,22)" 5205 true 0.77 2676

ENSGALP00000027391 CID 582 - 588
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(839,4
4)" 18528 true 0.65 2677

ENSGALP00000028283 CID Dec-18
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(892,50
)" 30873 false 0.2 2678

ENSGALP00000005643 CID 92 - 98

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(892,50
)" 30873 true 0.2 2679

ENSGALP00000032097 CID 324 - 340 CD5 molecule - CGNC Symbol 3864 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2101,9
8)" 3008 2680



ENSGALP00000000924 CID 74 - 93
acyl-CoA thioesterase 7 - CGNC Symbol 
50978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2134,1
3)" 2391 true 0.69 2681

ENSGALP00000022293 CID 65 - 71 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(802,
43)" 3580 2682

ENSGALP00000013431 CID 826 - 831
programmed cell death 11 - CGNC 
Symbol 6260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(802,
43)" 3580 false 0.85 2683

ENSGALP00000027391 CID 582 - 588
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(843,4
6)" 10220 2684

ENSGALP00000012815 CID 127 - 134
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(912,54
)" 5673 true 0.96 2685



ENSGALP00000020275 CID 39 - 50
lectin galactoside-binding soluble 1 - 
CGNC Symbol 49833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1421,7
0)" 59830 true 0.28 2686

ENSGALP00000010935 CID Dec-17
Cbl proto-oncogene E3 ubiquitin protein 
ligase - CGNC Symbol 49015 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(815,
46)" 1797 false 2687

ENSGALP00000012815 CID 127 - 134
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(916,56
)" 4745 2688

ENSGALP00000006372 CID 357 - 367

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1425,6
7)" 3672 2689

ENSGALP00000010633 CID Sep-29
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2446,1
9)" 59879 2690



ENSGALP00000008013 CID 194 - 199
ISY1 splicing factor homolog (S. 
cerevisiae) - CGNC Symbol 3725 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(743,44
)" 21416 false 1.75 2691

ENSGALP00000040958 CID 124 - 129 Histone H3.2 - UP P84229 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(743,44
)" 21416 true 1.75 2692

ENSGALP00000006050 CID 256 - 261
calcium homeostasis endoplasmic 
reticulum protein - CGNC Symbol 2800 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(743,44
)" 21416 2693

ENSGALP00000042639 CID 2-Sep
muscleblind-like splicing regulator 1 - 
CGNC Symbol 52321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(874,5
6)" 8875 2694

ENSGALP00000011717 CID 100 - 106
ribosomal protein large P0 - CGNC 
Symbol 49505 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(903,
47)" 8944 true 0.46 2695



ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1442,8
1)" 9741 true 0.68 2696

ENSGALP00000007927 CID 90 - 95
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(747,47
)" 38697 2697

ENSGALP00000038576 CID 171 - 177
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(884,4
8)" 2888 false 2698

ENSGALP00000013963 CID 662 - 672
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1205,6
2)" 3617 2699

ENSGALP00000016447 CID 185 - 193
ribosomal protein S8 - CGNC Symbol 
52222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1007
,53)" 3946 true 0.71 2700



ENSGALP00000011696 CID 151 - 161
Aly/REF export factor - CGNC Symbol 
5467 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1259,6
4)" 4450 true 1.2 2701

ENSGALP00000016447 CID 185 - 193
ribosomal protein S8 - CGNC Symbol 
52222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1011
,54)" 3021 true 0.67 2702

ENSGALP00000011696 CID 151 - 161
Aly/REF export factor - CGNC Symbol 
5467 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1263,6
6)" 6039 2703

ENSGALP00000012869 CID 336 - 345
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1272,7
1)" 22814 false 2704

ENSGALP00000008338 CID 1,134 - 1,140
damage-specific DNA binding protein 1 
127kDa - CGNC Symbol 3871 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(891,54
)" 2714 2705



ENSGALP00000016447 CID 185 - 193
ribosomal protein S8 - CGNC Symbol 
52222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1015
,57)" 1202 true 0.71 2706

ENSGALP00000017599 CID 2-Oct
signal peptidase complex subunit 3 - 
CGNC Symbol 8235 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1062
,54)" 2975 true 0.99 2707

ENSGALP00000019031 CID 442 - 462 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2459,0
6)" 18374 false 2708

ENSGALP00000007934 CID 27 - 35
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1177,6
2)" 20624 true 0.51 2709

P04264 CID 46 - 65
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1793,
79)" 19822 true 0.18 2710



ENSGALP00000007934 CID 27 - 35
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1185,6
7)" 18762 true 0.51 2711

ENSGALP00000021255 CID 361 - 370
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1185,6
7)" 18762 false 2712

ENSGALP00000014105 CID 56 - 65

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1192,
72)" 5917 true 1.34 2713

ENSGALP00000019629 CID 30 - 41
proteasome subunit alpha 3 - CGNC 
Symbol 9125 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1245,6
8)" 4603 true 1.62 2714

ENSGALP00000018689 CID 151 - 159 septin 11 - CGNC Symbol 8720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1180,5
7)" 7719 true 1 2715



ENSGALP00000014105 CID 56 - 65

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1200,
76)" 10100 true 1.34 2716

ENSGALP00000009487 CID 304 - 315 ribophorin I - CGNC Symbol 4413 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1484,7
5)" 8093 true 0.74 2717

ENSGALP00000009656 CID 94 - 112
family with sequence similarity 103 
member A1 - CGNC Symbol 49987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2231,
06)" 2858 2718

ENSGALP00000035658 CID 2-Aug
paraspeckle component 1 - CGNC 
Symbol 50884 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(814,47
)" 3073 true 0.33 2719

ENSGALP00000011057 CID 138 - 144
A kinase (PRKA) anchor protein 13 - 
CGNC Symbol 49999 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(814,47
)" 3073 false 2720



ENSGALP00000022671 CID 50 - 56

Gallus gallus S100 calcium binding 
protein A9 (S100A9) mRNA. - RefSeq 
mRNA NM_001305151 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(905,5
5)" 1514 false 2721

ENSGALP00000038262 CID Nov-19
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1151
,46)" 5421 true 0.77 2722

Q04695 CID 171 - 180
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1278,7
0)" 6115 true 0.57 2723

ENSGALP00000009487 CID 304 - 315 ribophorin I - CGNC Symbol 4413 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1488,7
8)" 6012 2724

ENSGALP00000013963 CID 62 - 72
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1191,6
8)" 2822 true 0.78 2725



ENSGALP00000012854 CID 113 - 122

ATP synthase H+ transporting 
mitochondrial Fo complex subunit D - 
CGNC Symbol 5993 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1305,7
1)" 20844 true 0.79 2726

ENSGALP00000018987 CID 394 - 403 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1197,6
6)" 4196 true 0.7 2727

ENSGALP00000004104 CID 791 - 804
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1788,8
8)" 3665 true 2.2 2728

ENSGALP00000038105 CID 358 - 366
fibrinogen beta chain - CGNC Symbol 
7036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1157,
63)" 1342 false 2729

ENSGALP00000006578 CID 1-Sep

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1175
,62)" 1447 false 2730



ENSGALP00000003646 CID 62 - 74
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1605,8
1)" 3705 true 0.68 2731

ENSGALP00000043342 CID 583 - 589
insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 51304 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(887,50
)" 6154 false 2732

ENSGALP00000008171 CID 561 - 570
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1193
,61)" 2745 2733

ENSGALP00000020874 CID 99 - 110
pre-mRNA processing factor 4B - CGNC 
Symbol 9712 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1428,7
5)" 7066 true 0.44 2734

ENSGALP00000003646 CID 62 - 74
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1613,8
5)" 1925 true 0.68 2735



ENSGALP00000039235 CID 757 - 767
cold shock domain containing E1 - CGNC 
Symbol 51115 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1240
,63)" 3290 true 1 2736

ENSGALP00000041195 CID 157 - 166
Hsap of 9: toll like receptor adaptor 
molecule 2 - HGNC:21354 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1293,6
5)" 12886 true 0.41 2737

ENSGALP00000006240 CID 1,586 - 1,597
collagen type VI alpha 3 - CGNC Symbol 
2875 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1382,7
3)" 13272 false 2738

ENSGALP00000039454 CID 85 - 101
beta-2-microglobulin - CGNC Symbol 
1542 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1896,8
9)" 9401 true 0.57 2739

ENSGALP00000002373 CID 36 - 46
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1302
,64)" 3431 true 1.18 2740



ENSGALP00000039454 CID 85 - 101
beta-2-microglobulin - CGNC Symbol 
1542 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1904,9
5)" 7200 true 0.57 2741

ENSGALP00000043256 CID 319 - 330
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1364
,70)" 5007 false 2742

ENSGALP00000006970 CID 982 - 993 exportin 1 - CGNC Symbol 3224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1396,7
5)" 4216 true 0.8 2743

ENSGALP00000023319 CID 440 - 451 catalase - CGNC Symbol 51998 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1423,7
2)" 7626 2744

ENSGALP00000014389 CID Sep-30
COMM domain containing 5 - CGNC 
Symbol 6733 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1994,9
4)" 2583 2745



ENSGALP00000000924 CID 106 - 121
acyl-CoA thioesterase 7 - CGNC Symbol 
50978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1758,8
5)" 1810 2746

ENSGALP00000005633 CID 391 - 399
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1039,5
4)" 5371 true 0.52 2747

ENSGALP00000027015 CID 620 - 633
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1529,8
8)" 1545 false 2748

ENSGALP00000019178 CID 664 - 675
ubiquitin-like modifier activating 
enzyme 6 - CGNC Symbol 8930 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1535,8
3)" 3709 false 2749

ENSGALP00000023523 CID 362 - 374 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1545
,75)" 1449 false 2750



ENSGALP00000036405 CID 298 - 309
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1497,8
9)" 7303 true 0.69 2751

ENSGALP00000042163 CID 424 - 437
seryl-tRNA synthetase - CGNC Symbol 
332 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1742,
18)" 1398 false 2752

ENSGALP00000025883 CID Oct-16
eukaryotic translation initiation factor 3 
subunit E - CGNC Symbol 12026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(903,53
)" 7828 2753

ENSGALP00000034108 CID 383 - 391
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1075,5
7)" 37566 2754

P04264 CID 46 - 65
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1797,
81)" 2621 2755



ENSGALP00000000509 CID 66 - 74

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1092,5
6)" 5085 true 0.89 2756

P04264 CID 268 - 276
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1208,6
1)" 55422 false 0.57 2757

B4E1T1 CID 221 - 229

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1208,6
1)" 55422 false 0.57 2758

ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1208,6
1)" 55422 true 0.57 2759

P04259 CID 251 - 259
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1208,6
1)" 55422 false 0.57 2760



ENSGALP00000043256 CID 216 - 243
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(3186,6
2)" 819 true 0.93 2761

ENSGALP00000004745 CID 68 - 77 nucleoporin 93kDa - CGNC Symbol 2176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1157,6
5)" 5459 2762

ENSGALP00000039965 CID 247 - 260
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1689,
81)" 4934 2763

ENSGALP00000002252 CID 100 - 119
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2322,
24)" 1711 false 2764

ENSGALP00000043256 CID 216 - 243
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(3198,6
9)" 761 true 0.93 2765



ENSGALP00000007680 CID 262 - 270
ribosomal protein L6 - CGNC Symbol 
48978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1000,5
7)" 2887 true 0.76 2766

ENSGALP00000035717 CID Nov-25

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1652
,82)" 1283 2767

ENSGALP00000007680 CID 262 - 270
ribosomal protein L6 - CGNC Symbol 
48978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1004,6
1)" 7208 2768

ENSGALP00000004048 CID 884 - 894 kinectin 1 - CGNC Symbol 9206 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1376,7
1)" 7835 false 2769

ENSGALP00000004186 CID 380 - 387 annexin A11 - CGNC Symbol 52013 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1027,5
3)" 5872 true 0.94 2770



ENSGALP00000001995 CID 61 - 77
synaptosome associated protein 29kDa - 
CGNC Symbol 896 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1848,
06)" 11777 false 2771

ENSGALP00000036720 CID 1,781 - 1,796
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1848,
06)" 11777 false 0.63 2772

ENSGALP00000012993 CID 143 - 149
growth factor receptor bound protein 2 - 
CGNC Symbol 6067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(946,5
6)" 1401 true 0.51 2773

ENSGALP00000016361 CID 129 - 136
ribosomal protein S3A - CGNC Symbol 
51748 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(966,53
)" 5383 true 4.09 2774

ENSGALP00000008236 CID 1,110 - 1,117
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(966,53
)" 5383 false 4.09 2775



ENSGALP00000004186 CID 380 - 387 annexin A11 - CGNC Symbol 52013 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1031,5
5)" 5533 2776

ENSGALP00000010633 CID Sep-29
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2442,1
7)" 26357 true 2.08 2777

ENSGALP00000010210 CID 200 - 209
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1175,
54)" 5128 true 0.38 2778

ENSGALP00000016780 CID 73 - 84
transmembrane p24 trafficking protein 
10 - CGNC Symbol 7851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1352,7
9)" 4091 true 0.62 2779

ENSGALP00000001027 CID Feb-19
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2181
,84)" 496 2780



ENSGALP00000028993 CID 145 - 156
Hsap of 1: ADP-ribosyltransferase 1 - 
HGNC:723 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1625,8
4)" 7576 false 2781

ENSGALP00000014105 CID 118 - 127

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1188,
73)" 2392 true 0.89 2782

ENSGALP00000001183 CID 134 - 145

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1339,6
9)" 2652 true 0.99 2783

ENSGALP00000025475 CID 131 - 142

synaptotagmin binding cytoplasmic RNA 
interacting protein - CGNC Symbol 
51548 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1339,6
9)" 2652 true 0.99 2784

ENSGALP00000012170 CID 321 - 334
aminopeptidase-like 1 - CGNC Symbol 
5683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1627,8
6)" 2674 true 1.12 2785



ENSGALP00000012938 CID 241 - 246
apoptosis inhibitor 5 - CGNC Symbol 
16313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(745,
45)" 31748 false 2786

ENSGALP00000029968 CID 262 - 268
ribosomal protein L3 - CGNC Symbol 
50654 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(781,4
9)" 5775 2787

ENSGALP00000003646 CID 273 - 280
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(967,46
)" 5537 true 0.17 2788

ENSGALP00000014105 CID 118 - 127

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1196,
77)" 2138 true 0.89 2789

ENSGALP00000016523 CID 477 - 482

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(806,
45)" 2412 false 2790



ENSGALP00000006284 CID 93 - 99

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(806,
45)" 2412 2791

ENSGALP00000019975 CID 73 - 83
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1392,7
2)" 12003 2792

ENSGALP00000035933 CID 222 - 235 cathepsin B - CGNC Symbol 12486 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1677,8
5)" 8418 true 0.21 2793

ENSGALP00000003898 CID 716 - 722 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(827,4
9)" 16713 2794

ENSGALP00000004034 CID 97 - 105
argininosuccinate lyase - CGNC Symbol 
50544 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(943,
55)" 15096 false 2795



ENSGALP00000019031 CID 22 - 29 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(943,
55)" 15096 false 2796

P35527 CID 445 - 449
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(720,42
)" 2497 false 2797

ENSGALP00000024710 CID 36 - 43
ribosomal protein L24 - CGNC Symbol 
50756 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(997,50
)" 3740 true 0.54 2798

ENSGALP00000005495 CID 221 - 229

Hsap of 1: small nuclear 
ribonucleoprotein U5 subunit 200 - 
HGNC:30859 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1107,5
2)" 3692 true 1.06 2799

ENSGALP00000032101 CID 87 - 97 transaldolase - Refseq NP_001026348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1309,8
6)" 9532 2800



ENSGALP00000035366 CID 383 - 393
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1309,8
6)" 9532 true 1.99 2801

ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1611,7
6)" 77860 true 0.53 2802

ENSGALP00000018195 CID 210 - 218
proteasome subunit beta 1 - CGNC 
Symbol 8487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1037
,54)" 1407 true 2.83 2803

ENSGALP00000005495 CID 221 - 229

Hsap of 1: small nuclear 
ribonucleoprotein U5 subunit 200 - 
HGNC:30859 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1111,5
5)" 3895 2804

ENSGALP00000006970 CID 45 - 54 exportin 1 - CGNC Symbol 3224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1225,6
9)" 2077 true 0.84 2805



ENSGALP00000023396 CID 99 - 112
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1670,8
9)" 6595 true 1.3 2806

ENSGALP00000002078 CID 636 - 642
MYB binding protein (P160) 1a - CGNC 
Symbol 933 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(890,54
)" 2291 false 2807

ENSGALP00000042618 CID 124 - 130
Translationally-controlled tumor protein 
homolog - UP P43347 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(898,5
4)" 4238 true 1.48 2808

ENSGALP00000009007 CID 89 - 96
ADP-ribosylation factor 4 - CGNC Symbol 
55483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1061
,54)" 5109 false 2809

ENSGALP00000037266 CID 70 - 80

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53220 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1157,6
7)" 382168 true 7.95 2810



ENSGALP00000019163 CID 66 - 76 histone H1 - CGNC Symbol 53214 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1157,6
7)" 382168 true 7.95 2811

ENSGALP00000019205 CID 67 - 77

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1157,6
7)" 382168 true 7.95 2812

ENSGALP00000004251 CID 170 - 178
transcription factor A mitochondrial - 
CGNC Symbol 1948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(970,6
1)" 5516 false 2813

ENSGALP00000025606 CID 431 - 439
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(970,6
1)" 5516 false 2814

ENSGALP00000021257 CID 2,056 - 2,064

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(970,6
1)" 5516 false 2.63 2815



ENSGALP00000009371 CID 431 - 439
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(970,6
1)" 5516 false 2816

ENSGALP00000001808 CID 2-Nov
cytokine induced apoptosis inhibitor 1 - 
CGNC Symbol 812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1089
,54)" 20277 2817

ENSGALP00000041195 CID 157 - 166
Hsap of 9: toll like receptor adaptor 
molecule 2 - HGNC:21354 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1297,6
8)" 3396 2818

ENSGALP00000023473 CID 236 - 242
Hsap of 81: major histocompatibility 
complex class I E - HGNC:4962 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(920,55
)" 8280 false 2819

ENSGALP00000040545 CID 227 - 233
class I histocompatibility antigen F10 
alpha chain-like - CGNC Symbol 64022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(920,55
)" 8280 false 2820



ENSGALP00000039265 CID 260 - 268
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1093
,55)" 3966 2821

ENSGALP00000033366 CID 66 - 76
leukocyte ribonuclease A-2 - CGNC 
Symbol 52020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1348,6
6)" 12199 true 0.33 2822

ENSGALP00000002373 CID 561 - 573
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1479,7
9)" 8733 true 2.3 2823

ENSGALP00000032101 CID 61 - 70 transaldolase - Refseq NP_001026348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1106
,60)" 2918 true 0.44 2824

ENSGALP00000002373 CID 561 - 573
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1483,8
1)" 20761 2825



ENSGALP00000032274 CID 209 - 218
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1212,6
6)" 7335 true 1.22 2826

ENSGALP00000005633 CID 432 - 449
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1862,9
1)" 3931 2827

ENSGALP00000020445 CID 1,878 - 1,893
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1862,9
1)" 3931 2828

ENSGALP00000032274 CID 209 - 218
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1216,6
9)" 7020 2829

ENSGALP00000010405 CID 602 - 619
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2104,1
2)" 2897 false 2830



ENSGALP00000015846 CID 418 - 424
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(911,51
)" 8743 true 0.88 2831

ENSGALP00000023319 CID 440 - 451 catalase - CGNC Symbol 51998 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1419,6
6)" 3831 true 0.67 2832

ENSGALP00000035143 CID 269 - 285 drebrin like - CGNC Symbol 15268 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1898,9
3)" 4178 2833

ENSGALP00000017341 CID 409 - 415

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(847,51
)" 4234 true 0.95 2834

ENSGALP00000026067 CID 126 - 133
U2 small nuclear RNA auxiliary factor 1 - 
CGNC Symbol 49287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(946,56
)" 5620 2835



ENSGALP00000018616 CID 28 - 36
leukotriene A4 hydrolase - CGNC Symbol 
8686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1017,5
7)" 10539 2836

ENSGALP00000017954 CID 210 - 224

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1409,
72)" 36511 2837

ENSGALP00000026664 CID 732 - 741
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1333
,57)" 2265 false 2838

ENSGALP00000009960 CID 93 - 101
ribosomal protein L13 - CGNC Symbol 
49509 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(985,57
)" 5135 false 1.16 2839

ENSGALP00000016416 CID 160 - 168
ERI1 exoribonuclease family member 3 - 
CGNC Symbol 7679 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(985,57
)" 5135 false 1.16 2840



ENSGALP00000001315 CID 109 - 119
nudC nuclear distribution protein - 
CGNC Symbol 591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1360
,69)" 10170 false 0.99 2841

ENSGALP00000019975 CID 476 - 487
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1389,8
3)" 2405 true 0.79 2842

ENSGALP00000006939 CID 708 - 716 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1121,6
3)" 4390 true 0.85 2843

ENSGALP00000040011 CID 357 - 365
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1153,6
3)" 3885 false 1.17 2844

ENSGALP00000004745 CID 68 - 77 nucleoporin 93kDa - CGNC Symbol 2176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1153,6
3)" 3885 true 1.17 2845



ENSGALP00000007490 CID 403 - 414 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1423,7
9)" 8399 false 2846

ENSGALP00000011629 CID 38 - 48

ATPase H+ transporting lysosomal 
13kDa V1 subunit G1 - CGNC Symbol 
5433 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1393
,65)" 3703 false 2847

ENSGALP00000021742 CID 35 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1375,
83)" 398020 true 3.35 2848

ENSGALP00000001803 CID Mar-15
debranching RNA lariats 1 - CGNC 
Symbol 809 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1417
,70)" 9560 false 2849

ENSGALP00000012878 CID 23 - 33
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1413,7
4)" 20994 true 0.57 2850



ENSGALP00000010358 CID Feb-17
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1794
,91)" 5143 false 2851

P04264 CID 484 - 492
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1061,5
4)" 21861 false 2852

ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1434,7
4)" 7739 true 0.68 2853

ENSGALP00000020154 CID 129 - 143
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1771,8
9)" 11518 2854

ENSGALP00000020534 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1791,8
7)" 9792 true 1.41 2855



ENSGALP00000023165 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1791,8
7)" 9792 true 1.41 2856

ENSGALP00000009642 CID 884 - 898
pre-mRNA processing factor 6 - CGNC 
Symbol 4493 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1886
,86)" 1062 true 2.14 2857

ENSGALP00000008311 CID 760 - 765
SEC24 family member C - CGNC Symbol 
3857 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(805,46
)" 28704 false 0.48 2858

ENSGALP00000003964 CID 269 - 275
ubiquitin-like modifier activating 
enzyme 7 - CGNC Symbol 1807 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(805,46
)" 28704 2859

ENSGALP00000041159 CID 63 - 69 ribosomal protein S16 - HGNC:10396 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(805,46
)" 28704 true 0.48 2860



ENSGALP00000008398 CID 548 - 554
phenylalanyl-tRNA synthetase beta 
subunit - CGNC Symbol 3896 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(894,45
)" 2532 false 2861

ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1438,7
5)" 3783 true 1.4 2862

ENSGALP00000041159 CID 118 - 125 ribosomal protein S16 - HGNC:10396 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(912,55
)" 8306 true 0.13 2863

ENSGALP00000008171 CID 1,389 - 1,406
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2059,1
5)" 25098 false 2864

ENSGALP00000019469 CID 121 - 128
ribosomal protein SA - CGNC Symbol 
49202 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(940,58
)" 3755 false 2865



ENSGALP00000024710 CID 36 - 43
ribosomal protein L24 - CGNC Symbol 
50756 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1005,5
5)" 2142 true 0.54 2866

ENSGALP00000035366 CID 141 - 149
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1004,5
9)" 109917 true 0.74 2867

ENSGALP00000014317 CID 103 - 111
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1004,5
9)" 109917 true 0.74 2868

ENSGALP00000024868 CID 132 - 139
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(936,46
)" 27026 false 0.56 2869

ENSGALP00000000224 CID 139 - 146
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(936,46
)" 27026 true 0.56 2870



ENSGALP00000000224 CID 139 - 146
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(940,48
)" 14923 2871

ENSGALP00000010405 CID 554 - 571
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1930,9
7)" 7680 true 2.25 2872

ENSGALP00000016416 CID 226 - 243
ERI1 exoribonuclease family member 3 - 
CGNC Symbol 7679 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2081,1
1)" 3253 false 2873

ENSGALP00000010210 CID 116 - 123
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1035,
64)" 10129 true 0.49 2874

ENSGALP00000020534 CID 386 - 396

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1287,6
0)" 12911 true 0.64 2875



ENSGALP00000023165 CID 387 - 397

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1287,6
0)" 12911 true 0.64 2876

ENSGALP00000005576 CID 45 - 55
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1431,7
0)" 11830 false 0.16* 2877

ENSGALP00000043372 CID 192 - 204
farnesyl diphosphate synthase - CGNC 
Symbol 23240 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1666,8
3)" 3181 2878

ENSGALP00000002822 CID 56 - 71
glyoxylate reductase 1 homolog - CGNC 
Symbol 52955 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2134,2
6)" 2104 false 2879

ENSGALP00000035478 CID 2,285 - 2,294 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1130,
65)" 9401 true 0.4 2880



ENSGALP00000009665 CID 108 - 117
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1300,7
0)" 7258 2881

ENSGALP00000002828 CID 727 - 738
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1479,7
5)" 62738 true 1.07 2882

ENSGALP00000012472 CID 559 - 570 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1378,6
7)" 46899 true 0.38 2883

ENSGALP00000041817 CID 140 - 158
marginal zone B and B1 cell specific 
protein - CGNC Symbol 63940 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2238,0
4)" 1334 true 0.75 2884

ENSGALP00000041817 CID 140 - 158
marginal zone B and B1 cell specific 
protein - CGNC Symbol 63940 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2242,0
6)" 995 2885



ENSGALP00000007705 CID 245 - 251
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(859,48
)" 19202 true 0.65 2886

ENSGALP00000021257 CID 198 - 207

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1208,
77)" 1996 2887

ENSGALP00000015063 CID 35 - 43
fibrinogen gamma chain - CGNC Symbol 
7041 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1236
,53)" 1108 false 2888

ENSGALP00000021742 CID 35 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1363,
76)" 102322 true 3.35 2889

ENSGALP00000037924 CID 64 - 74

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1369,6
6)" 5685 2890



ENSGALP00000015735 CID 217 - 229
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1557,8
5)" 20291 2891

ENSGALP00000021907 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member E - 
CGNC Symbol 52680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1557,8
5)" 20291 true 1.86 2892

ENSGALP00000017123 CID 351 - 363
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1391,
76)" 12956 2893

ENSGALP00000007705 CID 245 - 251
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(863,51
)" 11765 2894

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1385,8
2)" 13191 2895



ENSGALP00000019224 CID 47 - 56

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1268
,60)" 10434 false 2896

ENSGALP00000002828 CID 688 - 697
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1268
,60)" 10434 2897

ENSGALP00000015409 CID 177 - 186 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1283,7
1)" 25293 true 0.49 2898

ENSGALP00000016623 CID 96 - 106
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1534,7
9)" 3015 true 2.18 2899

ENSGALP00000027391 CID 331 - 340
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1263,5
8)" 69754 true 0.72 2900



ENSGALP00000016623 CID 96 - 106
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1542,8
4)" 7251 true 2.18 2901

ENSGALP00000027391 CID 331 - 340
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1267,6
2)" 52516 2902

ENSGALP00000010405 CID 517 - 531
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1699,8
2)" 14976 true 0.76 2903

ENSGALP00000001808 CID 280 - 296
cytokine induced apoptosis inhibitor 1 - 
CGNC Symbol 812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2009,0
6)" 1063 false 2904

ENSGALP00000027391 CID 331 - 340
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1279,5
7)" 7488 true 0.6 2905



ENSGALP00000040654 CID 2-Dec thymosin beta 4 Y-linked - HGNC:11882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1368
,72)" 3590 true 0.61 2906

ENSGALP00000020154 CID 129 - 143
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1767,8
7)" 4429 true 1.68 2907

ENSGALP00000001474 CID 80 - 95

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1898,0
2)" 3116 true 0.92 2908

ENSGALP00000038677 CID 177 - 195
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2355,4
0)" 12840 false 2909

ENSGALP00000002197 CID 416 - 427 gelsolin - CGNC Symbol 49472 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1342,7
1)" 18194 true 1.11 2910



ENSGALP00000012367 CID 162 - 175
SLC9A3 regulator 1 - CGNC Symbol 
51624 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1400
,76)" 5812 2911

ENSGALP00000021253 CID 159 - 170
BH3 interacting domain death agonist - 
CGNC Symbol 9863 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1400
,76)" 5812 2912

ENSGALP00000038677 CID 177 - 195
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2371,4
5)" 18324 true 1.39 2913

ENSGALP00000038878 CID 982 - 992
collagen type VI alpha 1 - CGNC Symbol 
4468 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1302,6
0)" 2364 true 1.01 2914

ENSGALP00000000468 CID 108 - 119

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1462
,75)" 3053 2915



ENSGALP00000006555 CID 300 - 311
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1462
,75)" 3053 2916

ENSGALP00000023288 CID 236 - 247
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1462
,75)" 3053 2917

ENSGALP00000015409 CID 338 - 350 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1489,
81)" 9873 true 1.4 2918

ENSGALP00000023944 CID 367 - 379
nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 11035 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1447,7
6)" 11369 2919

ENSGALP00000020445 CID 1,593 - 1,603
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1470
,77)" 2086 false 2920



ENSGALP00000015128 CID 109 - 126 lamin B receptor - CGNC Symbol 49736 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2051,1
0)" 5407 true 4.01 2921

ENSGALP00000015366 CID 228 - 235
peptidylprolyl isomerase D - CGNC 
Symbol 7186 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(996,55
)" 8383 true 0.51 2922

ENSGALP00000024468 CID 65 - 76
ribosomal protein S15 - CGNC Symbol 
11306 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1437,7
9)" 51520 true 1.04 2923

ENSGALP00000039326 CID 45 - 50
ribosomal protein L19 - CGNC Symbol 
1159 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(714,45
)" 2582 false 2924

ENSGALP00000013267 CID 310 - 328
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2231,1
1)" 21004 2925



ENSGALP00000040424 CID 55 - 79
small nuclear ribonucleoprotein U5 
subunit 40 - CGNC Symbol 381 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2314,1
8)" 1561 2926

ENSGALP00000024468 CID 65 - 76
ribosomal protein S15 - CGNC Symbol 
11306 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1449,8
7)" 44221 true 1.04 2927

ENSGALP00000014599 CID 168 - 174 sorcin - CGNC Symbol 51278 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(924,47
)" 2778 true 0.94 2928

ENSGALP00000013963 CID 936 - 941
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(924,47
)" 2778 false 2929

ENSGALP00000007493 CID 270 - 278
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(950,54
)" 11355 false 1.05 2930



ENSGALP00000038463 CID 223 - 233
ribosomal protein L7a - CGNC Symbol 
50454 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1486,6
9)" 15362 true 0.78 2931

ENSGALP00000004871 CID 519 - 533
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1664,7
8)" 12977 true 0.74 2932

ENSGALP00000013963 CID 936 - 941
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(928,49
)" 2620 2933

ENSGALP00000014599 CID 168 - 174 sorcin - CGNC Symbol 51278 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(928,49
)" 2620 2934

ENSGALP00000004871 CID 519 - 533
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1668,8
2)" 11271 2935



ENSGALP00000043196 CID 900 - 917
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1854,9
7)" 6775 2936

ENSGALP00000038105 CID 203 - 215
fibrinogen beta chain - CGNC Symbol 
7036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1582
,77)" 4164 false 2937

ENSGALP00000042837 CID 123 - 130

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1041,5
6)" 9158 true 0.6 2938

ENSGALP00000021055 CID 442 - 456 dynamin 1-like - CGNC Symbol 9791 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1889,9
4)" 2207 true 0.75 2939

ENSGALP00000015409 CID 177 - 186 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1291,7
6)" 10776 true 0.49 2940



ENSGALP00000003737 CID 81 - 92 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1510,9
2)" 13092 true 0.99 2941

ENSGALP00000016124 CID 702 - 718
striatin calmodulin binding protein 3 - 
CGNC Symbol 7543 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1904,0
4)" 2911 2942

ENSGALP00000035593 CID 97 - 105 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1154,6
0)" 124562 true 0.84 2943

ENSGALP00000001013 CID 52 - 64
ribosomal protein L22 - CGNC Symbol 
48966 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1270,7
1)" 60857 true 0.87 2944

ENSGALP00000028857 CID 296 - 307

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1402,7
0)" 6697 true 1.18 2945



ENSGALP00000000509 CID 690 - 697

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(994,5
5)" 2462 2946

ENSGALP00000002828 CID 439 - 448
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1338,8
0)" 33427 true 0.85 2947

ENSGALP00000028857 CID 296 - 307

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1406,7
2)" 7891 2948

ENSGALP00000042788 CID 31 - 44
guanine nucleotide binding protein (G 
protein) gamma 7 - CGNC Symbol 64142 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1727,7
8)" 4238 2949

ENSGALP00000035496 CID 114 - 125
CCHC-type zinc finger nucleic acid 
binding protein - CGNC Symbol 3717 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1541,7
0)" 3685 true 1 2950



ENSGALP00000035496 CID 114 - 125
CCHC-type zinc finger nucleic acid 
binding protein - CGNC Symbol 3717 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1549,7
5)" 3670 true 1 2951

ENSGALP00000020534 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1799,9
2)" 12665 true 1.41 2952

ENSGALP00000023165 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1799,9
2)" 12665 true 1.41 2953

ENSGALP00000006308 CID 70 - 77
ribosomal protein L23a - CGNC Symbol 
2910 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1028,6
1)" 5558 false 2954

ENSGALP00000013574 CID 93 - 102
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1140,
63)" 9653 true 0.42 2955



ENSGALP00000002625 CID 455 - 465

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1336,6
7)" 12518 true 0.32 2956

ENSGALP00000021907 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member E - 
CGNC Symbol 52680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1549,7
9)" 5346 true 1.86 2957

P13645 CID 229 - 235
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(835,
44)" 28423 false 0.05 2958

Q04695 CID 164 - 170
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(835,
44)" 28423 false 0.05 2959

P08779 CID 197 - 203
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(835,
44)" 28423 false 0.05 2960



ENSGALP00000005367 CID 213 - 220

aminoacyl tRNA synthetase complex-
interacting multifunctional protein 2 - 
CGNC Symbol 54930 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(835,
44)" 28423 false 0.05 2961

ENSGALP00000023165 CID 387 - 397

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1291,6
2)" 5733 2962

ENSGALP00000020534 CID 386 - 396

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1291,6
2)" 5733 2963

ENSGALP00000042374 CID 322 - 328
thimet oligopeptidase 1 - CGNC Symbol 
52774 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(878,
45)" 1878 true 1 2964

ENSGALP00000016623 CID 1-Jul
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(878,
45)" 1878 false 2965



ENSGALP00000026067 CID 126 - 133
U2 small nuclear RNA auxiliary factor 1 - 
CGNC Symbol 49287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(942,53
)" 4645 true 0.95 2966

ENSGALP00000026126 CID 43 - 54
ribosomal protein L8 - CGNC Symbol 
12137 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1383,8
5)" 1941 false 2967

ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1339,6
0)" 90386 true 0.31 2968

ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1339,6
0)" 90386 true 0.31 2969

ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1343,6
2)" 24452 2970



ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1343,6
2)" 24452 2971

ENSGALP00000014813 CID 450 - 463
dipeptidyl-peptidase 7 - CGNC Symbol 
6929 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1491,7
6)" 90993 2972

ENSGALP00000020445 CID 1,358 - 1,370
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1497,8
5)" 31494 true 0.47 2973

ENSGALP00000026126 CID 31 - 37
ribosomal protein L8 - CGNC Symbol 
12137 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(835,43
)" 19994 true 0.55 2974

ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1046
,54)" 12862 true 1.24 2975



ENSGALP00000019224 CID 1-Oct

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1046
,54)" 12862 false 1.24 2976

ENSGALP00000002525 CID 196 - 205 septin 9 - CGNC Symbol 50494 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1052,6
2)" 2687 false 2977

ENSGALP00000013129 CID 119 - 128
nicotinamide phosphoribosyltransferase - 
CGNC Symbol 50574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1052,6
2)" 2687 false 2978

ENSGALP00000003012 CID 191 - 202
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1176,
71)" 1923 true 0.81 2979

ENSGALP00000020445 CID 1,358 - 1,370
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1501,8
7)" 13248 2980



ENSGALP00000042368 CID 42 - 53
aldo-keto reductase family 1 member 
B10-like - CGNC Symbol 50691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1629,7
3)" 2180 false 2981

ENSGALP00000026126 CID 31 - 37
ribosomal protein L8 - CGNC Symbol 
12137 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(839,45
)" 10064 2982

ENSGALP00000008505 CID 163 - 169
serum response factor binding protein 1 - 
CGNC Symbol 3957 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(839,45
)" 10064 2983

ENSGALP00000016337 CID 2,258 - 2,264

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(839,45
)" 10064 false 2984

ENSGALP00000021742 CID 35 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1367,
79)" 4846 2985



ENSGALP00000034254 CID 97 - 107
cell division cycle 42 - CGNC Symbol 
3561 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1459,7
5)" 7009 true 1.05 2986

ENSGALP00000020867 CID 364 - 378
enoyl-CoA delta isomerase 2 - CGNC 
Symbol 9709 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1812,8
9)" 1856 true 2.14 2987

ENSGALP00000020463 CID 244 - 251
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1136,5
9)" 7592 2988

ENSGALP00000034254 CID 97 - 107
cell division cycle 42 - CGNC Symbol 
3561 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1467,8
0)" 7377 true 1.05 2989

ENSGALP00000020867 CID 364 - 378
enoyl-CoA delta isomerase 2 - CGNC 
Symbol 9709 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1816,9
1)" 3974 2990



ENSGALP00000007934 CID 241 - 251
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1170,6
3)" 6634 2991

ENSGALP00000038979 CID 2,084 - 2,092
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1170,6
3)" 6634 true 0.6 2992

ENSGALP00000042479 CID 240 - 251
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1479,7
6)" 2993 false 2993

ENSGALP00000042618 CID 111 - 123
Translationally-controlled tumor protein 
homolog - UP P43347 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1503,
87)" 12260 true 0.36 2994

ENSGALP00000025745 CID 53 - 65

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - CGNC 
Symbol 11954 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1503,
87)" 12260 false 2995



ENSGALP00000036720 CID 1,969 - 1,977
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1046,5
5)" 31188 false 0.42 2996

ENSGALP00000042618 CID 111 - 123
Translationally-controlled tumor protein 
homolog - UP P43347 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1515,
92)" 3328 true 0.36 2997

ENSGALP00000032274 CID 50 - 59
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1259
,71)" 1080 2998

ENSGALP00000003954 CID 354 - 365
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1309,
84)" 4078 false 2999

ENSGALP00000043196 CID 2,101 - 2,114
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1559,8
7)" 2870 3000



P04264 CID 13 - 29
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1685,
86)" 34100 false 3001

ENSGALP00000013174 CID 144 - 156
ribosomal protein S27a - CGNC Symbol 
49483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1830,9
0)" 2863 false 3002

ENSGALP00000010097 CID 325 - 336
MAP7 domain containing 3 - CGNC 
Symbol 4697 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1383,
86)" 3735 3003

ENSGALP00000036720 CID 534 - 542
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1206,6
5)" 3715 true 0.38 3004

ENSGALP00000013574 CID 61 - 71
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1219,6
3)" 81936 true 0.42 3005



ENSGALP00000004576 CID 276 - 293
TAR DNA binding protein - CGNC Symbol 
2099 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1754,
81)" 7663 true 1.93 3006

ENSGALP00000039270 CID 174 - 182
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1076,5
8)" 3491 3007

ENSGALP00000006939 CID 757 - 764 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1076,5
8)" 3491 true 0.54 3008

ENSGALP00000027391 CID 331 - 340
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1283,6
0)" 3389 3009

ENSGALP00000027541 CID 113 - 127
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1617,0
1)" 31225 false 3010



ENSGALP00000004576 CID 276 - 293
TAR DNA binding protein - CGNC Symbol 
2099 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1758,
84)" 14765 3011

ENSGALP00000014509 CID 119 - 136
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2035,1
0)" 1860 true 2.87 3012

ENSGALP00000008236 CID 869 - 879
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1362,6
6)" 8006 true 0.66 3013

ENSGALP00000023085 CID 313 - 325 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1493,
82)" 5996 3014

ENSGALP00000015409 CID 338 - 350 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1493,
82)" 5996 true 1.53 3015



ENSGALP00000008236 CID 869 - 879
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1366,6
9)" 3931 3016

ENSGALP00000023626 CID 156 - 174 zyxin - CGNC Symbol 10889 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2097,1
5)" 3693 false 3017

ENSGALP00000000383 CID 116 - 121
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(809,52
)" 1749 3018

ENSGALP00000003646 CID 387 - 397
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1436,8
1)" 2384 3019

ENSGALP00000011124 CID 38 - 50 cathepsin A - CGNC Symbol 5190 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1541,
83)" 1441 3020



ENSGALP00000043342 CID 151 - 171
insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 51304 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2389,1
8)" 4631 true 1.1 3021

ENSGALP00000007927 CID 108 - 114
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(875,5
3)" 5432 false 3022

ENSGALP00000005520 CID 105 - 123
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2050
,02)" 847 3023

ENSGALP00000043342 CID 151 - 171
insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 51304 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2393,2
1)" 4317 3024

ENSGALP00000040958 CID 74 - 80 Histone H3.2 - UP P84229 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(914,54
)" 484876 true 1.91 3025



ENSGALP00000027015 CID 557 - 565
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(924,46
)" 56638 3026

ENSGALP00000003737 CID 81 - 92 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1498,8
4)" 11464 true 0.99 3027

ENSGALP00000040638 CID 1,061 - 1,076 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1949,
97)" 2059 true 2.06 3028

ENSGALP00000040638 CID 1,061 - 1,076 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1954,
00)" 4243 3029

ENSGALP00000016490 CID 562 - 570
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1193,6
6)" 4260 true 1.6 3030



ENSGALP00000034188 CID 241 - 255
ubiquitin fusion degradation 1 like 
(yeast) - CGNC Symbol 1105 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1612,9
6)" 2200 false 3031

ENSGALP00000036720 CID 2,914 - 2,920
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(850,
42)" 657 false 0.38 3032

ENSGALP00000004013 CID 132 - 137 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(850,
42)" 657 false 0.83 3033

ENSGALP00000038313 CID 224 - 234

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-catalytic 
subunit - CGNC Symbol 7657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1197,7
3)" 25130 true 0.8 3034

ENSGALP00000016361 CID 188 - 199
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1387,8
4)" 674218 false 3035



ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1154,5
9)" 7151 3036

ENSGALP00000027953 CID 228 - 243
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1668,9
3)" 2616 false 3037

ENSGALP00000015277 CID 194 - 210
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2085,0
7)" 6728 true 0.78 3038

ENSGALP00000002349 CID 194 - 210
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2085,0
7)" 6728 true 0.78 3039

ENSGALP00000005576 CID 392 - 399
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(930,
52)" 974 false 3040



ENSGALP00000019975 CID 421 - 428
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(930,
52)" 974 false 3041

ENSGALP00000025929 CID 214 - 222
hydroxyacyl-CoA dehydrogenase - CGNC 
Symbol 12053 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1046,5
7)" 3818 false 3042

ENSGALP00000010888 CID 2-Oct

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1156,6
0)" 17498 3043

ENSGALP00000002349 CID 194 - 210
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2093,1
2)" 5272 true 0.78 3044

ENSGALP00000015277 CID 194 - 210
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2093,1
2)" 5272 true 0.78 3045



ENSGALP00000038925 CID 441 - 449
lectin mannose binding 1 - CGNC Symbol 
2024 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1184,6
5)" 8978 true 0.38 3046

ENSGALP00000032274 CID 209 - 218
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1184,6
5)" 8978 3047

ENSGALP00000000383 CID 1,299 - 1,311
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1438,8
0)" 11006 false 3048

P35527 CID 164 - 170
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(865,50
)" 9638 false 3049

P08779 CID 128 - 134
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(865,50
)" 9638 false 3050



P13645 CID 157 - 163
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(865,50
)" 9638 false 3051

ENSGALP00000036774 CID 61 - 66
DnaJ (Hsp40) homolog subfamily A 
member 1 - CGNC Symbol 53066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(865,50
)" 9638 false 3052

Q04695 CID 95 - 101
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(865,50
)" 9638 false 3053

ENSGALP00000015846 CID 505 - 511
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(918,5
0)" 1059 true 0.84 3054

ENSGALP00000004013 CID 132 - 138 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(966,
57)" 1639 3055



ENSGALP00000010662 CID 164 - 172

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1061,6
0)" 4864 true 0.42 3056

ENSGALP00000036122 CID 128 - 138

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1300,6
2)" 24835 3057

ENSGALP00000017599 CID 2-Oct
signal peptidase complex subunit 3 - 
CGNC Symbol 8235 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1066
,56)" 1994 3058

ENSGALP00000002525 CID 444 - 452 septin 9 - CGNC Symbol 50494 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1079
,58)" 809 3059

ENSGALP00000013240 CID 999 - 1,008
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1252,
73)" 1179 3060



ENSGALP00000038764 CID 232 - 238
far upstream element (FUSE) binding 
protein 3 - CGNC Symbol 2892 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(779,44
)" 1426 true 1.08 3061

ENSGALP00000017179 CID 156 - 162

thioredoxin domain containing 12 
(endoplasmic reticulum) - CGNC Symbol 
8025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(779,44
)" 1426 false 1.08 3062

ENSGALP00000034078 CID 41 - 50
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1214,6
8)" 10908 true 0.46 3063

ENSGALP00000001456 CID 646 - 654
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1214,6
8)" 10908 3064

ENSGALP00000041159 CID 74 - 85 ribosomal protein S16 - HGNC:10396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1269,
70)" 9991 true 6.08 3065



ENSGALP00000003646 CID 119 - 132
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1465,
81)" 21646 true 0.85 3066

ENSGALP00000023165 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1126
,51)" 14333 true 0.96 3067

ENSGALP00000020534 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1126
,51)" 14333 true 0.96 3068

ENSGALP00000034078 CID 41 - 50
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1222,7
3)" 4446 true 0.46 3069

ENSGALP00000015128 CID 41 - 50 lamin B receptor - CGNC Symbol 49736 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1233,7
8)" 4257 true 0.53 3070



ENSGALP00000003646 CID 119 - 132
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1469,
83)" 18296 3071

ENSGALP00000016696 CID 1,108 - 1,116
YLP motif containing 1 - CGNC Symbol 
7819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1130
,53)" 13781 3072

ENSGALP00000023165 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1130
,53)" 13781 3073

ENSGALP00000020534 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1130
,53)" 13781 3074

ENSGALP00000005565 CID 132 - 143
retinoblastoma binding protein 4 - CGNC 
Symbol 2572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1499,
83)" 5550 false 3075



ENSGALP00000038979 CID 1,800 - 1,808
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1043,5
8)" 2301 true 1.07 3076

ENSGALP00000038774 CID 160 - 167
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1067,5
6)" 14390 false 0.32 3077

ENSGALP00000010376 CID 414 - 423
Rac/Cdc42 guanine nucleotide exchange 
factor (GEF) 6 - CGNC Symbol 4852 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1251,6
7)" 3577 3078

ENSGALP00000000261 CID 22 - 33
defender against cell death 1 - CGNC 
Symbol 111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1302,6
3)" 9140 true 0.93 3079

ENSGALP00000020445 CID 1,807 - 1,815
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(973,58
)" 6468 false 3080



ENSGALP00000018498 CID 58 - 68

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1364,7
4)" 9157 true 0.34 3081

ENSGALP00000016523 CID 54 - 64

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1364,7
4)" 9157 true 0.34 3082

ENSGALP00000016361 CID 188 - 199
ribosomal protein S3A - CGNC Symbol 
51748 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1387,8
5)" 92586 false 3083

ENSGALP00000010097 CID 206 - 218
MAP7 domain containing 3 - CGNC 
Symbol 4697 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1387,8
5)" 92586 3084

P08779 CID 214 - 224
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1229
,66)" 1655 true 1.05 3085



ENSGALP00000002495 CID 263 - 272
enhancer of mRNA decapping 4 - CGNC 
Symbol 1139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1229
,66)" 1655 3086

ENSGALP00000003089 CID 701 - 709
valosin containing protein - CGNC 
Symbol 53073 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1146,6
3)" 10455 true 0.62 3087

ENSGALP00000016120 CID 32 - 41
Ras-related protein Rap-1b-like protein - 
CGNC Symbol 50604 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1290
,64)" 3390 3088

ENSGALP00000003423 CID 1,036 - 1,043
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(986,56
)" 3380 true 1.3 3089

ENSGALP00000008828 CID 165 - 172
dihydropyrimidine dehydrogenase - 
CGNC Symbol 4104 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(986,56
)" 3380 false 0.55 3090



ENSGALP00000014599 CID 107 - 116 sorcin - CGNC Symbol 51278 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1292,5
9)" 20486 true 1.01 3091

ENSGALP00000040966 CID 80 - 91
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1417,7
8)" 24724 true 0.86 3092

ENSGALP00000026126 CID 201 - 226
ribosomal protein L8 - CGNC Symbol 
12137 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2817,
51)" 4224 false 3093

ENSGALP00000015846 CID 132 - 137
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(761,4
9)" 2719 false 3094

ENSGALP00000013738 CID 100 - 105
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(761,4
9)" 2719 false 3095



ENSGALP00000003423 CID 1,036 - 1,043
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(994,61
)" 4387 true 1.3 3096

ENSGALP00000014599 CID 107 - 116 sorcin - CGNC Symbol 51278 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1296,6
2)" 8835 3097

ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1509,8
3)" 260305 true 0.57 3098

ENSGALP00000041109 CID 475 - 480
Hsap of 1: capping actin protein gelsolin 
like - HGNC:1474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(790,4
5)" 14828 false 3099

ENSGALP00000018652 CID 330 - 337
actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 8704 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1144,6
0)" 13202 true 0.54 3100



ENSGALP00000018498 CID 46 - 57

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1347
,72)" 2396 false 3101

ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1513,8
6)" 143354 3102

ENSGALP00000003296 CID 165 - 180

lymphocyte cytosolic protein 2 (SH2 
domain containing leukocyte protein of 
76kDa) - CGNC Symbol 1506 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1851,9
4)" 4535 3103

ENSGALP00000010618 CID Feb-27
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2973,1
2)" 4690 3104

ENSGALP00000025165 CID 60 - 67
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1176,6
1)" 9264 false 0.74 3105



ENSGALP00000008105 CID 137 - 150

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1641,9
5)" 3827 false 3106

ENSGALP00000038435 CID 651 - 656

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(806,42
)" 6373 false 3107

ENSGALP00000003646 CID 53 - 61
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1008,
53)" 6704 true 0.77 3108

ENSGALP00000018652 CID 330 - 337
actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 8704 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1152,6
6)" 5726 true 0.54 3109

P13645 CID 442 - 450
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1193,6
3)" 31863 false 3110



ENSGALP00000041159 CID 63 - 69 ribosomal protein S16 - HGNC:10396 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(809,48
)" 9310 3111

ENSGALP00000013574 CID 61 - 71
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1223,6
6)" 32936 3112

ENSGALP00000016490 CID 2,037 - 2,046
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1223,6
6)" 32936 false 3113

ENSGALP00000002254 CID 372 - 385
Ras-related GTP binding C - CGNC 
Symbol 1028 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1582,8
6)" 6222 3114

ENSGALP00000021618 CID 58 - 76
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2309,2
9)" 1825 false 3115



ENSGALP00000001014 CID 231 - 240
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1223,7
0)" 4047 true 0.48 3116

ENSGALP00000012854 CID 113 - 122

ATP synthase H+ transporting 
mitochondrial Fo complex subunit D - 
CGNC Symbol 5993 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1313,7
5)" 5950 true 0.79 3117

ENSGALP00000040958 CID 58 - 64 Histone H3.2 - UP P84229 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(863,55
)" 262264 3118

ENSGALP00000016207 CID 66 - 72

Gallus gallus LSM6 homolog U6 small 
nuclear RNA associated (S. cerevisiae) 
(LSM6) transcript variant 2 mRNA. - 
RefSeq mRNA NM_001302125 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(869,45
)" 5413 true 0.52 3119

ENSGALP00000020258 CID 204 - 213

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1162,6
5)" 4796 false 3120



ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1245,
68)" 234994 true 0.58 3121

ENSGALP00000022433 CID 93 - 103
polymerase (RNA) II subunit I - 
HGNC:9196 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1310,6
7)" 5200 3122

ENSGALP00000034078 CID Aug-19
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1400,
83)" 114452 true 0.61 3123

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1571,8
2)" 10839 true 1.35 3124

ENSGALP00000026487 CID 248 - 262
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1751
,88)" 912 true 0.9 3125



ENSGALP00000034078 CID Aug-19
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1408,
88)" 60639 true 0.61 3126

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1583,7
7)" 2864 true 1.02 3127

ENSGALP00000026487 CID 248 - 262
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1759
,93)" 823 true 0.9 3128

ENSGALP00000027988 CID 40 - 47
Serine/arginine-rich splicing factor 2 - 
UP P30352 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(946,53
)" 3431 true 0.75 3129

ENSGALP00000009821 CID Oct-19
ribosomal protein S13 - CGNC Symbol 
49921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1119,
59)" 9029 true 0.78 3130



ENSGALP00000015657 CID 197 - 206 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1160,5
6)" 254104 true 0.46 3131

ENSGALP00000042680 CID 197 - 206

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1160,5
6)" 254104 true 0.46 3132

ENSGALP00000008498 CID 344 - 353 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1296,7
9)" 10916 false 3133

ENSGALP00000009821 CID Oct-19
ribosomal protein S13 - CGNC Symbol 
49921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1123,
62)" 6170 3134

ENSGALP00000038912 CID 17 - 31 alpha-D-globin - CGNC Symbol 50309 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1644,7
9)" 14882 true 1.34 3135



ENSGALP00000042317 CID 101 - 119
regulator of chromosome condensation 
1 - HGNC:1913 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2151
,98)" 466 3136

ENSGALP00000027988 CID 40 - 47
Serine/arginine-rich splicing factor 2 - 
UP P30352 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(950,55
)" 2583 3137

ENSGALP00000037001 CID 154 - 163

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1268,6
3)" 13129 true 1.42 3138

ENSGALP00000016120 CID 32 - 42
Ras-related protein Rap-1b-like protein - 
CGNC Symbol 50604 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1442,7
5)" 6243 true 0.52 3139

ENSGALP00000019120 CID 128 - 138
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1324,7
2)" 5064 false 0.52 3140



ENSGALP00000001474 CID 151 - 161

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1324,7
2)" 5064 true 0.15 3141

ENSGALP00000010510 CID 127 - 137
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1324,7
2)" 5064 false 0.52 3142

ENSGALP00000043196 CID 1,598 - 1,609
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1410,8
0)" 5694 false 0.56 3143

ENSGALP00000013029 CID 560 - 570
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1410,8
0)" 5694 true 0.56 3144

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1721,8
6)" 6477 true 0.52 3145



ENSGALP00000002078 CID 325 - 341
MYB binding protein (P160) 1a - CGNC 
Symbol 933 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2038,0
3)" 1992 true 0.89 3146

ENSGALP00000012919 CID 125 - 143
hematological and neurological 
expressed 1 - CGNC Symbol 6027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1810,
04)" 15354 true 1.32 3147

ENSGALP00000002078 CID 325 - 341
MYB binding protein (P160) 1a - CGNC 
Symbol 933 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2042,0
5)" 1767 3148

ENSGALP00000011673 CID 109 - 119
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1350,7
6)" 8359 true 0.57 3149

ENSGALP00000028374 CID 24 - 37

VAMP (vesicle-associated membrane 
protein)-associated protein A 33kDa - 
CGNC Symbol 54859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1650,9
5)" 10147 true 0.99 3150



ENSGALP00000012919 CID 125 - 143
hematological and neurological 
expressed 1 - CGNC Symbol 6027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1814,
05)" 27196 3151

ENSGALP00000040680 CID 73 - 88

uridine diphosphate glucose 
pyrophosphatase - Refseq 
NP_001006490 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2045,0
3)" 2142 true 0.69 3152

ENSGALP00000042837 CID 123 - 130

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1033,5
0)" 14043 true 0.6 3153

ENSGALP00000011673 CID 109 - 119
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1358,8
1)" 4282 true 0.57 3154

ENSGALP00000010190 CID 156 - 164
histone deacetylase 7 - CGNC Symbol 
4743 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1071,6
3)" 8911 false 3155



ENSGALP00000017954 CID 43 - 55

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1555,8
4)" 8647 false 3156

ENSGALP00000038935 CID 148 - 162
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1572,8
7)" 91315 true 1.1 3157

ENSGALP00000016629 CID 169 - 190 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2518,3
7)" 2728 true 1.72 3158

ENSGALP00000038935 CID 148 - 162
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1576,9
0)" 97740 3159

ENSGALP00000019468 CID 71 - 86 aconitase 2 - CGNC Symbol 9059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1947,0
7)" 32065 true 1.54 3160



ENSGALP00000016629 CID 169 - 190 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2534,4
2)" 5223 true 1.72 3161

ENSGALP00000026126 CID 201 - 226
ribosomal protein L8 - CGNC Symbol 
12137 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2801,
54)" 311 false 3162

ENSGALP00000020463 CID 177 - 195
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2096,1
7)" 4162 true 2.5 3163

ENSGALP00000002513 CID 91 - 106
LIM and SH3 protein 1 - CGNC Symbol 
1150 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2101,0
7)" 2307 true 0.72 3164

ENSGALP00000026130 CID 419 - 424
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(791,5
0)" 3073 false 0.65 3165



ENSGALP00000020463 CID 177 - 195
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2100,1
9)" 10395 3166

ENSGALP00000015061 CID 257 - 274
fibrinogen alpha chain - CGNC Symbol 
49746 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2136,0
8)" 8757 false 3167

P08779 CID 420 - 441
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2378,1
3)" 22485 false 3168

ENSGALP00000038356 CID 58 - 64 cytoglobin - CGNC Symbol 1338 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1003,
52)" 5736 true 0.86 3169

ENSGALP00000003717 CID 262 - 267
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(734,44
)" 4369 false 0.73 3170



ENSGALP00000033741 CID 204 - 209
EF-hand domain family member D1 - 
CGNC Symbol 52247 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(792,44
)" 4228 true 0.59 3171

ENSGALP00000039050 CID 194 - 200
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(864,47
)" 5708 true 0.48 3172

ENSGALP00000010405 CID 540 - 548
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1075,
58)" 25279 true 0.26 3173

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1217,6
8)" 25129 true 0.51 3174

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1217,6
8)" 25129 true 0.51 3175



ENSGALP00000023523 CID 318 - 328 actin beta-like 2 - CGNC Symbol 52851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1217,6
8)" 25129 true 0.51 3176

ENSGALP00000005182 CID 87 - 100
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1735,8
7)" 5214 true 1.13 3177

ENSGALP00000039050 CID 194 - 200
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(868,50
)" 6312 3178

ENSGALP00000005182 CID 87 - 100
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1739,8
9)" 4519 3179

ENSGALP00000019318 CID 62 - 68
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(855,53
)" 8246 3180



ENSGALP00000018616 CID 52 - 58
leukotriene A4 hydrolase - CGNC Symbol 
8686 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(904,51
)" 2407 true 0.57 3181

ENSGALP00000007930 CID 131 - 138
deoxyuridine triphosphatase - CGNC 
Symbol 3681 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1030,5
7)" 3052 true 0.99 3182

ENSGALP00000013574 CID 103 - 117
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1726,7
9)" 10686 true 0.89 3183

ENSGALP00000007930 CID 131 - 138
deoxyuridine triphosphatase - CGNC 
Symbol 3681 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1034,6
0)" 3016 3184

ENSGALP00000039796 CID 212 - 225

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1524,8
5)" 6897 3185



ENSGALP00000000170 CID 2-Aug
receptor for activated C kinase 1 - CGNC 
Symbol 61 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(920,
47)" 16644 3186

ENSGALP00000014097 CID 45 - 52
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1003,5
5)" 6478 false 3187

ENSGALP00000039757 CID 77 - 89
hypoxia up-regulated 1 - CGNC Symbol 
53307 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1559,8
2)" 7601 true 0.77 3188

ENSGALP00000007466 CID 75 - 82
actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 15421 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1050,6
0)" 4596 true 1.24 3189

P13645 CID 236 - 245
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1290,7
3)" 7767 true 8.91 3190



Q04695 CID 377 - 385
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1150,6
3)" 12003 false 3191

P08779 CID 410 - 418
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1150,6
3)" 12003 false 3192

ENSGALP00000001474 CID 531 - 538

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1018
,58)" 2462 3193

ENSGALP00000023926 CID 94 - 104
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1260
,68)" 7105 3194

ENSGALP00000019468 CID 120 - 143 aconitase 2 - CGNC Symbol 9059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2696,4
2)" 2055 false 3195



ENSGALP00000007055 CID 289 - 299
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1210,6
5)" 18742 3196

ENSGALP00000014097 CID 69 - 80
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1607,8
3)" 80195 3197

ENSGALP00000042552 CID 223 - 227
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(708,3
9)" 21043 false 3198

ENSGALP00000003934 CID 144 - 155

mannose-1-phosphate 
guanyltransferase beta - Refseq 
NP_001280244 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1292,6
4)" 13006 true 1.67 3199

ENSGALP00000014097 CID 69 - 80
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1623,8
6)" 227519 true 1.07 3200



ENSGALP00000014599 CID 57 - 76 sorcin - CGNC Symbol 51278 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2350,2
3)" 5017 true 1.68 3201

ENSGALP00000040958 CID 58 - 64 Histone H3.2 - UP P84229 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(859,52
)" 335874 true 0.78 3202

ENSGALP00000002695 CID 323 - 329

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(888,53
)" 2692 true 0.54 3203

ENSGALP00000037001 CID 154 - 163

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1272,6
5)" 14491 3204

ENSGALP00000007671 CID 173 - 185
family with sequence similarity 129 
member A - CGNC Symbol 3572 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1746,7
7)" 2463 3205



ENSGALP00000023446 CID 262 - 269 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(892,55
)" 1465 false 3206

ENSGALP00000015061 CID 90 - 100
fibrinogen alpha chain - CGNC Symbol 
49746 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1350,7
1)" 13566 true 0.67 3207

ENSGALP00000012367 CID 162 - 175
SLC9A3 regulator 1 - CGNC Symbol 
51624 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1396
,74)" 857 true 1.93 3208

ENSGALP00000023099 CID 72 - 86
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1471,
77)" 2625 3209

ENSGALP00000043461 CID 256 - 268
eukaryotic translation initiation factor 3 
subunit K - HGNC:24656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1675,9
2)" 3052 true 0.87 3210



ENSGALP00000035595 CID 48 - 58
40S ribosomal protein S11 - Refseq 
NP_001026004 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1362,8
2)" 6476 false 3211

ENSGALP00000043461 CID 256 - 268
eukaryotic translation initiation factor 3 
subunit K - HGNC:24656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1688,0
0)" 2654 true 0.87 3212

ENSGALP00000022004 CID 78 - 90 tropomyosin 3 - HGNC:12012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1344,6
8)" 10693 true 0.5 3213

ENSGALP00000023288 CID 236 - 247
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1458
,74)" 5032 true 0.7 3214

ENSGALP00000006555 CID 300 - 311
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1458
,74)" 5032 true 0.7 3215



ENSGALP00000016509 CID 817 - 829

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1543,
86)" 2306 3216

ENSGALP00000026567 CID 72 - 85
splicing factor 3b subunit 6 - CGNC 
Symbol 51580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1691,7
5)" 4414 true 0.98 3217

ENSGALP00000026663 CID 53 - 61

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1012,6
1)" 8216 true 0.55 3218

ENSGALP00000026567 CID 72 - 85
splicing factor 3b subunit 6 - CGNC 
Symbol 51580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1695,7
7)" 4339 3219

ENSGALP00000038957 CID 99 - 107
ribosomal protein L27 - CGNC Symbol 
49733 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1116,6
4)" 8212 true 0.47 3220



ENSGALP00000019468 CID 71 - 86 aconitase 2 - CGNC Symbol 9059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1939,0
1)" 20312 true 1.54 3221

ENSGALP00000043256 CID 319 - 331
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1520,7
7)" 51311 true 0.46 3222

ENSGALP00000002172 CID 36 - 41
mitochondrial trans-2-enoyl-CoA 
reductase - CGNC Symbol 981 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(778,44
)" 4514 true 2.03 3223

ENSGALP00000042163 CID 248 - 256
seryl-tRNA synthetase - CGNC Symbol 
332 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1102,
54)" 5687 true 0.71 3224

ENSGALP00000007834 CID 182 - 201
myelin expression factor 2 - CGNC 
Symbol 49981 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2360,2
3)" 2559 true 0.83 3225



ENSGALP00000019975 CID 234 - 244
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1204,6
6)" 3006 3226

ENSGALP00000005576 CID 205 - 215
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1204,6
6)" 3006 3227

ENSGALP00000002409 CID 1,156 - 1,174
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1997,
17)" 2536 false 3228

ENSGALP00000001750 CID 196 - 202 prohibitin - CGNC Symbol 51144 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(890,54
)" 3458 true 0.26 3229

ENSGALP00000023446 CID 180 - 186 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(890,54
)" 3458 false 3230



ENSGALP00000043134 CID 342 - 348
Hsap of 1: integrator complex subunit 3 - 
HGNC:26153 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(890,54
)" 3458 false 0.26 3231

ENSGALP00000006555 CID 291 - 299
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1139,
67)" 20152 true 0.68 3232

ENSGALP00000023288 CID 227 - 235
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1139,
67)" 20152 true 0.68 3233

ENSGALP00000027391 CID 345 - 354
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1167,6
6)" 31707 3234

ENSGALP00000009511 CID 209 - 220
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1629
,88)" 4064 false 3235



ENSGALP00000041109 CID 459 - 474
Hsap of 1: capping actin protein gelsolin 
like - HGNC:1474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1840,9
4)" 18137 true 1.57 3236

ENSGALP00000019801 CID 174 - 187 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1790,9
7)" 18345 true 2.03 3237

ENSGALP00000041109 CID 459 - 474
Hsap of 1: capping actin protein gelsolin 
like - HGNC:1474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1844,9
5)" 28399 3238

ENSGALP00000038463 CID 25 - 33
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1157,
73)" 6382 true 1.26 3239

ENSGALP00000017347 CID 232 - 247
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1787,0
1)" 5147 true 1.56 3240



ENSGALP00000005033 CID Apr-20
NHP2 ribonucleoprotein - CGNC Symbol 
17192 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1974
,03)" 1972 true 1.48 3241

ENSGALP00000020445 CID 143 - 159
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2099,0
4)" 4181 true 1.13 3242

ENSGALP00000038463 CID 25 - 33
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1169,
80)" 8062 true 1.26 3243

ENSGALP00000022243 CID 776 - 788
aminopeptidase puromycin sensitive - 
CGNC Symbol 10259 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1473,7
1)" 6352 true 0.49 3244

ENSGALP00000020445 CID 143 - 159
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2103,0
6)" 4741 3245



ENSGALP00000012349 CID 341 - 351
C-terminal binding protein-like - CGNC 
Symbol 50231 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1191,6
8)" 8901 true 2.3 3246

ENSGALP00000013963 CID 62 - 72
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1195,7
1)" 21933 3247

ENSGALP00000025762 CID 194 - 210
runt-related transcription factor 1 - 
CGNC Symbol 49673 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2046,1
5)" 822 false 3248

ENSGALP00000013870 CID 465 - 473

X-prolyl aminopeptidase 
(aminopeptidase P) 1 soluble - CGNC 
Symbol 6466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1043,5
6)" 6208 true 0.29 3249

ENSGALP00000009681 CID 243 - 261

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - CGNC 
Symbol 4513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2185,1
6)" 4872 false 3250



ENSGALP00000030147 CID 93 - 99
family with sequence similarity 49 
member B - CGNC Symbol 12196 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1004,5
1)" 38852 false 3251

ENSGALP00000009037 CID 792 - 802 myosin IG - CGNC Symbol 51252 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1273,6
8)" 2814 3252

ENSGALP00000003035 CID 444 - 462
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2208,1
2)" 4724 false 3253

ENSGALP00000000639 CID 45 - 52 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(991,52
)" 9266 3254

ENSGALP00000018454 CID 237 - 250 tubulin alpha 4b - CGNC Symbol 65790 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1750,9
3)" 203526 3255



ENSGALP00000037524 CID 226 - 239 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1750,9
3)" 203526 3256

ENSGALP00000016978 CID 216 - 229
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1750,9
3)" 203526 3257

ENSGALP00000019832 CID 318 - 329
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1309,7
0)" 25872 true 0.92 3258

ENSGALP00000029322 CID 46 - 53
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(874,48
)" 6733 false 0.61 3259

ENSGALP00000023266 CID 37 - 43 ribosomal protein S20 - HGNC:10405 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(874,48
)" 6733 true 0.61 3260



ENSGALP00000038979 CID 1,058 - 1,065
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(874,48
)" 6733 false 0.61 3261

ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1028,5
7)" 12042 3262

ENSGALP00000015061 CID 317 - 326
fibrinogen alpha chain - CGNC Symbol 
49746 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1053,
63)" 47803 false 0.81 3263

ENSGALP00000025606 CID 256 - 266
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1053,
63)" 47803 true 0.81 3264

ENSGALP00000009371 CID 256 - 266
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1053,
63)" 47803 true 0.81 3265



ENSGALP00000001014 CID 358 - 367
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1053,
63)" 47803 false 0.81 3266

ENSGALP00000011717 CID 34 - 45
ribosomal protein large P0 - CGNC 
Symbol 49505 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1308,6
5)" 9920 true 0.61 3267

ENSGALP00000023266 CID 37 - 43 ribosomal protein S20 - HGNC:10405 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(878,50
)" 3308 3268

ENSGALP00000025606 CID 256 - 266
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1057,
64)" 15697 3269

ENSGALP00000009371 CID 256 - 266
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1057,
64)" 15697 3270



ENSGALP00000001014 CID 358 - 367
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1057,
64)" 15697 3271

ENSGALP00000040958 CID 42 - 50 Histone H3.2 - UP P84229 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1064,6
5)" 13559 3272

ENSGALP00000011717 CID 34 - 45
ribosomal protein large P0 - CGNC 
Symbol 49505 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1316,7
1)" 4908 true 0.61 3273

ENSGALP00000019832 CID 318 - 329
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1329,7
1)" 18809 3274

ENSGALP00000034078 CID Aug-19
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1404,
86)" 17169 true 5.32 3275



ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1150,5
7)" 8860 true 0.67 3276

ENSGALP00000037974 CID 290 - 300
minichromosome maintenance complex 
binding protein - CGNC Symbol 7190 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1207,
69)" 1370 3277

ENSGALP00000040966 CID 80 - 91
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1421,8
0)" 17959 3278

ENSGALP00000038570 CID 68 - 85
eukaryotic translation initiation factor 
5A2 - CGNC Symbol 49863 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2257,1
7)" 3108 true 0.71 3279

ENSGALP00000038774 CID 60 - 67
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1080,5
5)" 16322 true 0.29 3280



ENSGALP00000025461 CID 21 - 31
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1355,6
9)" 14089 3281

ENSGALP00000002234 CID 25 - 34
RAB14 member RAS oncogene family - 
CGNC Symbol 1018 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1318,6
8)" 3384 true 0.61 3282

ENSGALP00000038774 CID 102 - 113
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1363,7
6)" 218591 true 0.26 3283

ENSGALP00000016334 CID 34 - 46
proteasome subunit alpha 6 - CGNC 
Symbol 7649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1313,
73)" 3418 true 0.99 3284

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic translation initiation 
factor 2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 50802 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1566,9
2)" 18642 true 1.22 3285



ENSGALP00000029968 CID 104 - 116
ribosomal protein L3 - CGNC Symbol 
50654 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1661,8
3)" 7605 true 0.86 3286

ENSGALP00000021294 CID 478 - 491
NOP2/Sun RNA methyltransferase 
family member 2 - CGNC Symbol 9878 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1661,8
3)" 7605 false 2.63 3287

ENSGALP00000039133 CID 66 - 73

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1033,5
6)" 6119 true 0.99 3288

ENSGALP00000007667 CID 204 - 212
glyoxalase domain containing 4 - 
HGNC:14111 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1033,5
6)" 6119 3289

ENSGALP00000016334 CID 34 - 46
proteasome subunit alpha 6 - CGNC 
Symbol 7649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1317,
75)" 2266 3290



ENSGALP00000029968 CID 104 - 116
ribosomal protein L3 - CGNC Symbol 
50654 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1669,8
8)" 6575 true 0.86 3291

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic translation initiation 
factor 2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 50802 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1574,9
7)" 22740 true 1.22 3292

ENSGALP00000038179 CID 233 - 239
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(907,47
)" 3642 false 0.84 3293

ENSGALP00000014317 CID 103 - 111
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1008,6
2)" 64073 3294

ENSGALP00000035366 CID 141 - 149
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1008,6
2)" 64073 3295



ENSGALP00000013267 CID 279 - 290
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1484
,73)" 12245 3296

ENSGALP00000014097 CID 69 - 80
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1591,8
0)" 5902 false 3297

ENSGALP00000007265 CID 235 - 246
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1630,9
3)" 4031 false 3298

ENSGALP00000016583 CID 53 - 69
progesterone receptor membrane 
component 2 - CGNC Symbol 7765 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1670,
96)" 4210 3299

ENSGALP00000010510 CID 77 - 88
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1490
,80)" 12918 true 0.49 3300



ENSGALP00000014097 CID 69 - 80
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1615,8
1)" 214735 true 1.07 3301

ENSGALP00000038313 CID 224 - 234

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-catalytic 
subunit - CGNC Symbol 7657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1201,7
6)" 14656 3302

ENSGALP00000014097 CID 69 - 80
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1631,8
1)" 22010 true 1.04 3303

ENSGALP00000017954 CID 43 - 50

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1021,5
1)" 2207 true 0.97 3304

ENSGALP00000014097 CID 69 - 80
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1639,8
6)" 22866 true 1.04 3305



ENSGALP00000019468 CID 432 - 439 aconitase 2 - CGNC Symbol 9059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(963,52
)" 4238 true 0.63 3306

ENSGALP00000023257 CID 1,026 - 1,033
non-SMC condensin I complex subunit G 
- CGNC Symbol 10729 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(963,52
)" 4238 3307

ENSGALP00000027391 CID 399 - 409
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1302,6
7)" 11198 true 1.17 3308

ENSGALP00000038105 CID 216 - 230
fibrinogen beta chain - CGNC Symbol 
7036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1630,
82)" 2370 true 0.91 3309

ENSGALP00000041758 CID 549 - 564

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1812,9
9)" 27154 true 1.38 3310



ENSGALP00000023395 CID 380 - 404
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2722,4
2)" 1229 false 3311

ENSGALP00000041100 CID 101 - 108 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(980,59
)" 4899 true 1.44 3312

ENSGALP00000027391 CID 399 - 409
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1306,6
9)" 14809 3313

ENSGALP00000018750 CID 338 - 352
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1800,
04)" 2227 true 1.88 3314

ENSGALP00000018087 CID 307 - 320
vaccinia related kinase 1 - CGNC Symbol 
8440 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1857,0
1)" 24195 true 3 3315



ENSGALP00000041100 CID 101 - 108 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(984,61
)" 5325 3316

ENSGALP00000039965 CID 424 - 431
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1018,5
9)" 14565 false 3317

ENSGALP00000035815 CID 62 - 70

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1018,5
9)" 14565 true 0.84 3318

ENSGALP00000023439 CID 560 - 567
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1018,5
9)" 14565 false 3319

ENSGALP00000018939 CID 21 - 28
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1018,5
9)" 14565 false 3320



ENSGALP00000026457 CID 3-Nov
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1018,5
9)" 14565 3321

ENSGALP00000015735 CID 92 - 105
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1739,0
1)" 2177 false 3322

ENSGALP00000026123 CID 291 - 307
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1920,
05)" 16656 3323

ENSGALP00000042455 CID 174 - 181
proteasome subunit alpha type-7 - 
Refseq NP_989944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(989,
53)" 7413 false 0.55 3324

ENSGALP00000010358 CID 18 - 43
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2892,5
6)" 1408 false 3325



ENSGALP00000001491 CID 1,149 - 1,156
cyclic nucleotide gated channel beta 1 - 
CGNC Symbol 676 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1084,5
4)" 3384 true 0.38 3326

ENSGALP00000037266 CID 70 - 80

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53220 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1149,6
2)" 45311 true 7.95 3327

ENSGALP00000019163 CID 66 - 76 histone H1 - CGNC Symbol 53214 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1149,6
2)" 45311 true 7.95 3328

ENSGALP00000019205 CID 67 - 77

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1149,6
2)" 45311 true 7.95 3329

ENSGALP00000039757 CID 775 - 779
hypoxia up-regulated 1 - CGNC Symbol 
53307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(728,44
)" 4033 3330



ENSGALP00000029968 CID Nov-19
ribosomal protein L3 - CGNC Symbol 
50654 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1015,
59)" 8717 3331

ENSGALP00000001909 CID 1,029 - 1,038
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1030
,58)" 2169 false 0.56 3332

ENSGALP00000007822 CID 441 - 446
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(758,47
)" 6631 false 3333

ENSGALP00000020840 CID 860 - 865 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(758,47
)" 6631 false 3334

ENSGALP00000016523 CID 452 - 457

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(758,47
)" 6631 false 3335



ENSGALP00000018410 CID 1,164 - 1,169
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(758,47
)" 6631 false 3336

ENSGALP00000001909 CID 1,029 - 1,038
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1034
,61)" 706 true 0.56 3337

ENSGALP00000023288 CID 94 - 102
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1091,5
4)" 4908 true 0.51 3338

ENSGALP00000006018 CID 158 - 166
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1091,5
4)" 4908 true 0.51 3339

ENSGALP00000016711 CID 404 - 412
guanine monophosphate synthase - 
CGNC Symbol 7825 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1048,
64)" 73533 false 3340



ENSGALP00000004521 CID 140 - 148
ribosomal L1 domain containing 1 - 
CGNC Symbol 2075 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1048,
64)" 73533 false 3341

ENSGALP00000019031 CID 193 - 200 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1048,
64)" 73533 false 3342

ENSGALP00000040484 CID 32 - 40
ribosomal protein S28 - CGNC Symbol 
54861 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1127
,51)" 5220 true 0.73 3343

ENSGALP00000020534 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1812,8
6)" 19564 3344

ENSGALP00000023165 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1812,8
6)" 19564 3345



ENSGALP00000038912 CID 93 - 99 alpha-D-globin - CGNC Symbol 50309 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(882,55
)" 3950 true 1.16 3346

ENSGALP00000038904 CID 94 - 100
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(882,55
)" 3950 true 1.16 3347

ENSGALP00000009819 CID 203 - 211
PHD finger protein 6 - CGNC Symbol 
4572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1002,5
7)" 57336 false 3348

ENSGALP00000040484 CID 32 - 40
ribosomal protein S28 - CGNC Symbol 
54861 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1131
,54)" 3428 3349

ENSGALP00000017954 CID 35 - 42

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1151,6
0)" 6243 true 1.2 3350



ENSGALP00000021618 CID 308 - 317
lactate dehydrogenase B - CGNC Symbol 
10005 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1242,7
2)" 5195 false 3351

ENSGALP00000022250 CID 58 - 78
cytochrome b5 type A (microsomal) - 
CGNC Symbol 10264 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2233,9
5)" 2832 true 1.42 3352

ENSGALP00000006555 CID 291 - 299
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1143,
69)" 9865 3353

ENSGALP00000023288 CID 227 - 235
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1143,
69)" 9865 3354

ENSGALP00000033411 CID 62 - 71 ribosomal protein S21 - HGNC:10409 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1150
,56)" 3397 true 0.82 3355



ENSGALP00000023295 CID 1,502 - 1,510
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1163,6
4)" 62222 3356

ENSGALP00000027391 CID 345 - 354
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1163,6
4)" 62222 true 0.97 3357

ENSGALP00000022250 CID 58 - 78
cytochrome b5 type A (microsomal) - 
CGNC Symbol 10264 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2237,9
8)" 4028 3358

ENSGALP00000023473 CID 49 - 58
Hsap of 81: major histocompatibility 
complex class I E - HGNC:4962 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1154
,59)" 2796 3359

ENSGALP00000039734 CID 517 - 528

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - CGNC 
Symbol 51059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1207,6
8)" 14879 false 0.44 3360



ENSGALP00000004745 CID 32 - 42 nucleoporin 93kDa - CGNC Symbol 2176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1317,7
0)" 8321 3361

ENSGALP00000025404 CID 314 - 326
inner membrane mitochondrial protein - 
CGNC Symbol 11773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1498,8
4)" 10322 true 1.04 3362

ENSGALP00000007680 CID 221 - 228
ribosomal protein L6 - CGNC Symbol 
48978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1058,6
1)" 12287 true 1.25 3363

P35527 CID 251 - 261
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1185
,64)" 5711 true 0.35 3364

ENSGALP00000000955 CID Oct-20 CTP synthase 1 - CGNC Symbol 429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1185
,64)" 5711 3365



ENSGALP00000035933 CID 225 - 235 cathepsin B - CGNC Symbol 12486 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1281,
66)" 1025 3366

ENSGALP00000025404 CID 314 - 326
inner membrane mitochondrial protein - 
CGNC Symbol 11773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1502,8
6)" 9040 3367

ENSGALP00000023188 CID 30 - 39

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1225
,63)" 2973 true 1.17 3368

ENSGALP00000041974 CID 285 - 296
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1402,7
7)" 3923 true 1.18 3369

ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1024,5
4)" 9731 true 0.6 3370



ENSGALP00000014374 CID 150 - 157
malate dehydrogenase 1 - CGNC Symbol 
6725 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1054,5
0)" 4376 true 0.52 3371

ENSGALP00000007822 CID 342 - 352
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1399,
80)" 21289 true 1.89 3372

ENSGALP00000035339 CID 194 - 207

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1434,7
1)" 57667 true 0.96 3373

ENSGALP00000035593 CID 84 - 96 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1642,8
6)" 29775 true 0.88 3374

ENSGALP00000028374 CID 24 - 37

VAMP (vesicle-associated membrane 
protein)-associated protein A 33kDa - 
CGNC Symbol 54859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1663,0
3)" 6642 true 0.99 3375



ENSGALP00000016120 CID 32 - 41
Ras-related protein Rap-1b-like protein - 
CGNC Symbol 50604 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1286
,61)" 3042 true 0.44 3376

ENSGALP00000014105 CID 72 - 82

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1410,
82)" 56198 false 3377

ENSGALP00000035815 CID 15 - 25

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1410,
82)" 56198 false 3378

ENSGALP00000035339 CID 194 - 207

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1438,7
3)" 56855 3379

ENSGALP00000020439 CID 223 - 236
eukaryotic translation initiation factor 3 
subunit D - CGNC Symbol 56714 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1646,9
0)" 4239 3380



ENSGALP00000033915 CID 308 - 318

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1326
,65)" 5692 3381

ENSGALP00000013963 CID 733 - 743
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1326
,65)" 5692 3382

ENSGALP00000004180 CID 166 - 181
WD repeat domain 5 - CGNC Symbol 
50449 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1779,9
5)" 4331 3383

ENSGALP00000020744 CID 547 - 556
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1178,5
7)" 20415 true 0.41 3384

ENSGALP00000009420 CID 33 - 42
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1214,6
6)" 3525 true 0.52 3385



ENSGALP00000037266 CID 39 - 51

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53220 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1436,
95)" 177636 false 3386

ENSGALP00000019163 CID 35 - 47 histone H1 - CGNC Symbol 53214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1436,
95)" 177636 false 3387

ENSGALP00000019205 CID 36 - 48

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 genes) - 
CGNC Symbol 53222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1436,
95)" 177636 false 3388

ENSGALP00000020445 CID 1,023 - 1,035
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1633,8
5)" 3572 false 3389

ENSGALP00000020744 CID 547 - 556
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1182,5
9)" 7383 3390



ENSGALP00000019120 CID 240 - 250
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1491,7
7)" 18348 true 0.26 3391

ENSGALP00000020445 CID 1,023 - 1,035
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1641,8
2)" 15766 true 1.27 3392

ENSGALP00000002493 CID 36 - 43
ribosomal protein L23 - CGNC Symbol 
1138 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1005,6
3)" 28947 false 3393

ENSGALP00000007490 CID 1-Aug moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1005,6
3)" 28947 false 0.37 3394

ENSGALP00000019120 CID 240 - 250
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1499,8
2)" 4100 true 0.26 3395



ENSGALP00000010405 CID 204 - 218
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1727,
84)" 8919 false 3396

ENSGALP00000012928 CID 22 - 33
SMT3 suppressor of mif two 3 homolog 
2 (S. cerevisiae) - CGNC Symbol 55792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1298,7
6)" 3357 true 1.13 3397

ENSGALP00000020445 CID 1,023 - 1,035
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1649,8
7)" 19954 true 1.27 3398

ENSGALP00000020463 CID 229 - 243
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1694,8
6)" 12956 3399

ENSGALP00000007466 CID 75 - 82
actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 15421 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1058,6
5)" 3909 true 1.24 3400



ENSGALP00000003914 CID 75 - 88
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1587,8
4)" 11316 true 1.24 3401

ENSGALP00000016978 CID 216 - 229
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1746,9
1)" 174109 true 1.14 3402

ENSGALP00000037524 CID 226 - 239 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1746,9
1)" 174109 true 1.14 3403

ENSGALP00000018454 CID 237 - 250 tubulin alpha 4b - CGNC Symbol 65790 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1746,9
1)" 174109 true 1.14 3404

ENSGALP00000035339 CID Nov-23

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1291,7
1)" 2404 false 3405



ENSGALP00000042479 CID Nov-25
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1411,8
0)" 15308 true 0.89 3406

ENSGALP00000003914 CID 75 - 88
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1591,8
7)" 9772 3407

ENSGALP00000023439 CID 405 - 418
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1697,8
1)" 4458 true 1.32 3408

ENSGALP00000008279 CID 101 - 108
mitochondrial carrier 2 - CGNC Symbol 
3845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(847,5
0)" 1417 3409

ENSGALP00000017341 CID 380 - 386

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(847,5
0)" 1417 false 3410



ENSGALP00000023439 CID 405 - 418
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1701,8
7)" 11406 3411

ENSGALP00000019801 CID 174 - 187 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1778,9
0)" 13788 true 2.03 3412

ENSGALP00000003717 CID 598 - 612
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1937
,92)" 950 false 3413

ENSGALP00000013174 CID 43 - 48
ribosomal protein S27a - CGNC Symbol 
49483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(704,4
6)" 6594 false 3414

ENSGALP00000026509 CID 218 - 228
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1298,7
7)" 4198 true 1.03 3415



ENSGALP00000004871 CID 261 - 268
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(965,5
2)" 1884 false 3416

ENSGALP00000007466 CID 324 - 336
actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 15421 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1357,8
0)" 8170 true 1.2 3417

ENSGALP00000023288 CID 542 - 557
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1778,0
0)" 4353 true 0.97 3418

ENSGALP00000007466 CID 324 - 336
actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 15421 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1365,8
6)" 9813 true 1.2 3419

ENSGALP00000014154 CID 809 - 820
ESF1 nucleolar pre-rRNA processing 
protein homolog - CGNC Symbol 6612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1389,8
7)" 1888 3420



ENSGALP00000023288 CID 542 - 557
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1790,0
8)" 4229 true 0.97 3421

ENSGALP00000023165 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1808,8
3)" 9702 true 1.73 3422

ENSGALP00000020534 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1808,8
3)" 9702 true 1.73 3423

ENSGALP00000003964 CID 474 - 482
ubiquitin-like modifier activating 
enzyme 7 - CGNC Symbol 1807 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(857,
48)" 1565 3424

ENSGALP00000042855 CID 86 - 93
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1046,
62)" 7921 true 1.2 3425



ENSGALP00000039133 CID 110 - 121

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1448,8
0)" 16693 true 0.69 3426

ENSGALP00000021257 CID 2,077 - 2,088

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1634,8
7)" 15826 false 3427

ENSGALP00000041758 CID 549 - 564

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1817,0
2)" 9031 3428

ENSGALP00000042855 CID 86 - 93
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1050,
65)" 9470 3429

ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1834,0
0)" 5884 true 4.03 3430



ENSGALP00000016118 CID 363 - 368
metastasis associated 1 family member 
3 - CGNC Symbol 7538 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(807,39
)" 4709 false 3431

ENSGALP00000003035 CID 497 - 507
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1234,
69)" 10875 true 0.35 3432

ENSGALP00000039235 CID 90 - 99
cold shock domain containing E1 - CGNC 
Symbol 51115 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1279,7
6)" 9275 true 0.59 3433

ENSGALP00000002525 CID 388 - 398 septin 9 - CGNC Symbol 50494 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1483,8
7)" 3154 false 3434

ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1841,9
7)" 31769 true 1.61 3435



ENSGALP00000018087 CID 307 - 320
vaccinia related kinase 1 - CGNC Symbol 
8440 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1848,9
6)" 6840 true 3 3436

ENSGALP00000001491 CID 1,083 - 1,091
cyclic nucleotide gated channel beta 1 - 
CGNC Symbol 676 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1103,
65)" 7665 true 1.14 3437

ENSGALP00000039235 CID 90 - 99
cold shock domain containing E1 - CGNC 
Symbol 51115 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1287,8
1)" 5131 true 0.59 3438

ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1850,0
2)" 51241 true 1.61 3439

ENSGALP00000000734 CID Dec-28
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1941,0
6)" 13879 false 3440



ENSGALP00000005971 CID 267 - 273 annexin A2 - CGNC Symbol 49740 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(940,48
)" 9463 false 3441

ENSGALP00000000509 CID 284 - 291

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1065
,56)" 2211 false 3442

P35908 CID 239 - 247
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1065
,56)" 2211 false 3443

ENSGALP00000018424 CID 102 - 110 desmin - CGNC Symbol 49543 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1143
,61)" 10753 false 3444

ENSGALP00000014107 CID 99 - 107 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1143
,61)" 10753 false 3445



ENSGALP00000042274 CID 242 - 252
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1314,
76)" 20048 true 2.43 3446

ENSGALP00000022436 CID 187 - 197 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1314,
76)" 20048 true 2.43 3447

ENSGALP00000013964 CID 242 - 252
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1314,
76)" 20048 true 2.43 3448

ENSGALP00000022436 CID 187 - 197 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1322,
81)" 49666 true 2.43 3449

ENSGALP00000013964 CID 242 - 252
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1322,
81)" 49666 true 2.43 3450



ENSGALP00000042274 CID 242 - 252
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1322,
81)" 49666 true 2.43 3451

ENSGALP00000004180 CID 166 - 181
WD repeat domain 5 - CGNC Symbol 
50449 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1775,9
2)" 1817 true 1.41 3452

ENSGALP00000008498 CID 187 - 204 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2116,1
0)" 7690 true 1.08 3453

ENSGALP00000008498 CID 187 - 204 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2124,1
5)" 8277 true 1.08 3454

ENSGALP00000033915 CID 308 - 318

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1322
,64)" 1306 true 1.7 3455



ENSGALP00000038957 CID 74 - 84
ribosomal protein L27 - CGNC Symbol 
49733 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1435,
71)" 11727 true 1.02 3456

ENSGALP00000012383 CID 412 - 417
ribonucleic acid export 1 - CGNC Symbol 
5777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(857,52
)" 9672 3457

ENSGALP00000038262 CID Nov-19
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1155,4
7)" 6082 3458

ENSGALP00000035595 CID 107 - 117
40S ribosomal protein S11 - Refseq 
NP_001026004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1375,
67)" 16134 true 0.99 3459

ENSGALP00000020445 CID 1,023 - 1,035
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1657,8
2)" 2076 true 1.29 3460



ENSGALP00000024133 CID 367 - 372
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(823,49
)" 5361 3461

ENSGALP00000012171 CID 155 - 161
LUC7-like (S. cerevisiae) - CGNC Symbol 
5684 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(889,52
)" 5367 false 0.91 3462

ENSGALP00000035595 CID 107 - 117
40S ribosomal protein S11 - Refseq 
NP_001026004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1379,
69)" 13622 3463

ENSGALP00000020445 CID 1,023 - 1,035
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1665,8
7)" 3498 true 1.29 3464

ENSGALP00000016509 CID 1,353 - 1,359

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(812,52
)" 5687 false 0.99 3465



ENSGALP00000013053 CID 7-Dec

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(812,52
)" 5687 3466

ENSGALP00000004013 CID 1,161 - 1,169 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1057,5
8)" 2912 false 0.52 3467

ENSGALP00000035143 CID 184 - 191 drebrin like - CGNC Symbol 15268 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1057,5
8)" 2912 true 0.52 3468

ENSGALP00000040101 CID 932 - 939 myosin IXB - CGNC Symbol 2718 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1057,5
8)" 2912 false 0.36 3469

ENSGALP00000008236 CID 132 - 144
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1546,
78)" 4079 true 0.71 3470



ENSGALP00000005345 CID 214 - 228
interferon gamma-inducible protein 30 - 
CGNC Symbol 2468 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1724,8
9)" 105002 true 0.24 3471

ENSGALP00000008236 CID 132 - 144
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1550,
80)" 2884 3472

ENSGALP00000005345 CID 214 - 228
interferon gamma-inducible protein 30 - 
CGNC Symbol 2468 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1728,9
2)" 21509 3473

ENSGALP00000028746 CID 1-Sep

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1210,6
8)" 6079 true 1.74 3474

ENSGALP00000029838 CID 73 - 84
Hsap of 1: glycogen synthase kinase 3 
beta - HGNC:4617 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1424,
84)" 63218 3475



ENSGALP00000018340 CID 195 - 207 SATB homeobox 1 - CGNC Symbol 8550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1510
,82)" 4937 3476

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1510
,82)" 4937 true 1.32 3477

ENSGALP00000042274 CID 325 - 336
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1510
,82)" 4937 true 1.32 3478

ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1510
,82)" 4937 true 1.32 3479

ENSGALP00000039133 CID 110 - 121

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1440,7
5)" 23178 true 0.69 3480



ENSGALP00000010888 CID 29 - 42

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1630
,82)" 1389 true 0.81 3481

ENSGALP00000000955 CID 348 - 363 CTP synthase 1 - CGNC Symbol 429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1800,9
9)" 4866 true 3.16 3482

ENSGALP00000026509 CID 218 - 228
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1290,7
2)" 1879 true 1.03 3483

ENSGALP00000037001 CID 103 - 116

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1623,
95)" 7114 true 2.51 3484

ENSGALP00000010888 CID 29 - 42

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1634
,84)" 1122 3485



ENSGALP00000000325 CID 315 - 325
WD repeat domain 36 - CGNC Symbol 
143 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1274,7
2)" 5722 false 1.55 3486

ENSGALP00000023364 CID Sep-19
NOP56 ribonucleoprotein - CGNC 
Symbol 10777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1274,7
2)" 5722 false 3487

ENSGALP00000007265 CID 27 - 36
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1274,7
2)" 5722 3488

ENSGALP00000018652 CID 223 - 238
actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 8704 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1995,9
8)" 5849 true 2.23 3489

ENSGALP00000012472 CID 559 - 570 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1382,6
9)" 8870 3490



ENSGALP00000018652 CID 223 - 238
actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 8704 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2004,0
3)" 14289 true 2.23 3491

ENSGALP00000010210 CID 244 - 258
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1730,8
6)" 33132 true 0.41 3492

ENSGALP00000006284 CID 320 - 339

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1923,
83)" 3305 3493

ENSGALP00000000885 CID Feb-16
microtubule-associated protein tau - 
CGNC Symbol 389 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1823,8
3)" 7162 3494

ENSGALP00000001195 CID Aug-24
bromodomain adjacent to zinc finger 
domain 1B - CGNC Symbol 533 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1926,
20)" 1637 false 3495



ENSGALP00000039133 CID 133 - 149

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1863,9
5)" 5610 true 0.82 3496

ENSGALP00000012130 CID 56 - 73

integrin beta 2 (complement component 
3 receptor 3 and 4 subunit) - CGNC 
Symbol 49690 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2149,0
1)" 2978 3497

ENSGALP00000000325 CID 360 - 365
WD repeat domain 36 - CGNC Symbol 
143 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(702,45
)" 5602 false 3498

ENSGALP00000020744 CID 428 - 433
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(839,5
0)" 16995 false 3499

ENSGALP00000020463 CID 229 - 243
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1690,8
4)" 7888 true 1.74 3500



ENSGALP00000007680 CID 221 - 228
ribosomal protein L6 - CGNC Symbol 
48978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1050,5
5)" 6435 true 1.25 3501

ENSGALP00000018294 CID 71 - 81
tryptophanyl-tRNA synthetase - CGNC 
Symbol 8529 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1211,6
5)" 27974 false 0.82 3502

ENSGALP00000014308 CID 401 - 410
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1211,6
5)" 27974 true 0.82 3503

ENSGALP00000021255 CID 401 - 410
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1211,6
5)" 27974 true 0.82 3504

ENSGALP00000035478 CID 2,306 - 2,329 filamin B beta - CGNC Symbol 49141 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2751,3
3)" 5681 true 0.61 3505



ENSGALP00000018750 CID 231 - 236
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(857,41
)" 12108 true 0.67 3506

ENSGALP00000014308 CID 401 - 410
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1215,6
7)" 22806 3507

ENSGALP00000021255 CID 401 - 410
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1215,6
7)" 22806 3508

ENSGALP00000035478 CID 2,306 - 2,329 filamin B beta - CGNC Symbol 49141 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2759,3
9)" 3213 true 0.61 3509

ENSGALP00000018750 CID 231 - 236
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(861,43
)" 8144 3510



ENSGALP00000020445 CID 738 - 745
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1018,
58)" 1910 true 0.7 3511

ENSGALP00000006240 CID 902 - 909
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1018,
58)" 1910 false 3512

ENSGALP00000043256 CID 61 - 69
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1064,5
7)" 58310 true 0.24 3513

ENSGALP00000000304 CID 64 - 75
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1322,7
2)" 4977 true 0.61 3514

P35908 CID 342 - 353
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1385,8
2)" 16728 false 0.68 3515



B4E1T1 CID 297 - 308

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1385,8
2)" 16728 false 0.68 3516

P04259 CID 327 - 338
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1385,8
2)" 16728 false 0.68 3517

ENSGALP00000021927 CID 221 - 237
IKAROS family zinc finger 3 (Aiolos) - 
CGNC Symbol 49403 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1884,9
3)" 3619 3518

ENSGALP00000009169 CID 261 - 267

Uncharacterized protein - 
UniProtKB/TrEMBL H3BNX3 - CGNC 
Symbol 4269 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(931,50
)" 931 false 0.96 3519

ENSGALP00000020445 CID 738 - 745
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1026,
63)" 1345 true 0.7 3520



ENSGALP00000006414 CID 260 - 268
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1113,6
6)" 5821 true 0.35 3521

ENSGALP00000016217 CID 1,146 - 1,154
Rho GTPase activating protein 5 - CGNC 
Symbol 7595 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1113,6
6)" 5821 false 3522

ENSGALP00000003423 CID 907 - 917
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1325,6
5)" 16797 true 0.7 3523

ENSGALP00000018693 CID 308 - 320

neural precursor cell expressed 
developmentally down-regulated 1 - 
CGNC Symbol 8722 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1393,8
9)" 10224 true 0.68 3524

ENSGALP00000000236 CID 654 - 663
antigen peptide transporter 2 - Refseq 
NP_001092827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1205,
74)" 3542 true 1.16 3525



ENSGALP00000020534 CID 35 - 43

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1134
,55)" 2956 false 1 3526

ENSGALP00000023165 CID 35 - 43

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1134
,55)" 2956 false 1 3527

ENSGALP00000028993 CID 198 - 207
Hsap of 1: ADP-ribosyltransferase 1 - 
HGNC:723 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1175,
66)" 12232 false 3528

ENSGALP00000036405 CID 299 - 309
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1337,7
5)" 3872 3529

ENSGALP00000020534 CID 35 - 43

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1138
,58)" 2962 3530



ENSGALP00000023165 CID 35 - 43

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1138
,58)" 2962 3531

ENSGALP00000041057 CID 196 - 206
lectin mannose binding 2 - CGNC Symbol 
63471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1342,6
8)" 19003 true 0.59 3532

ENSGALP00000019469 CID 156 - 166
ribosomal protein SA - CGNC Symbol 
49202 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1362,7
1)" 4651 true 2.29 3533

ENSGALP00000020268 CID 383 - 390
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(943,53
)" 15043 false 3534

ENSGALP00000014107 CID 183 - 190 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1074,5
7)" 14112 true 1.24 3535



ENSGALP00000012376 CID 222 - 229

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1074,5
7)" 14112 false 6.12 3536

ENSGALP00000023926 CID 94 - 104
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1256
,66)" 4760 true 1.23 3537

ENSGALP00000042552 CID 563 - 572
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1314,7
0)" 3742 false 3538

ENSGALP00000013964 CID 47 - 58
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1384,7
1)" 7310 true 3.95 3539

ENSGALP00000023395 CID 179 - 191
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1592,8
2)" 4586 true 0.76 3540



ENSGALP00000000639 CID 202 - 210 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1219,6
7)" 8260 true 1.28 3541

ENSGALP00000004046 CID 2-Dec
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1272
,67)" 13903 true 1.03 3542

ENSGALP00000013964 CID 47 - 58
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1392,7
6)" 28448 true 3.95 3543

ENSGALP00000038957 CID 74 - 84
ribosomal protein L27 - CGNC Symbol 
49733 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1439,
74)" 10886 3544

ENSGALP00000023395 CID 179 - 191
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1596,8
5)" 2376 3545



ENSGALP00000041690 CID 137 - 147
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1248,6
2)" 3361 true 0.62 3546

ENSGALP00000004046 CID 2-Dec
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1276
,69)" 12998 true 1.03 3547

ENSGALP00000026123 CID 359 - 369
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1341,7
0)" 10873 false 3548

ENSGALP00000011510 CID 83 - 92 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1341,7
0)" 10873 false 3549

ENSGALP00000041690 CID 137 - 147
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1252,6
4)" 1597 3550



ENSGALP00000020445 CID May-14
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1313
,69)" 825 false 3551

ENSGALP00000014107 CID 289 - 298 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1121,5
6)" 26554 true 0.2 3552

ENSGALP00000027953 CID 28 - 40
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1451
,72)" 6276 true 1.16 3553

ENSGALP00000018258 CID 38 - 50 Enah/Vasp-like - CGNC Symbol 8513 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1596,
84)" 6251 3554

ENSGALP00000015128 CID Jun-15 lamin B receptor - CGNC Symbol 49736 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1128,5
5)" 9410 3555



ENSGALP00000007265 CID 27 - 36
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1270,7
0)" 3901 true 1.55 3556

ENSGALP00000027953 CID 28 - 40
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1455
,74)" 7266 3557

ENSGALP00000015000 CID 269 - 281
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1455
,74)" 7266 false 3558

ENSGALP00000005090 CID 841 - 854
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1595,8
0)" 4527 true 0.73 3559

ENSGALP00000037001 CID 103 - 116

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1615,
90)" 1862 true 2.51 3560



ENSGALP00000021255 CID 227 - 241
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1781,9
3)" 14766 true 1.05 3561

ENSGALP00000001808 CID 42 - 56
cytokine induced apoptosis inhibitor 1 - 
CGNC Symbol 812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1786,9
0)" 10062 3562

ENSGALP00000003646 CID 198 - 215
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1999,0
4)" 3388 true 0.7 3563

ENSGALP00000023850 CID 115 - 120

ATPase H+ transporting lysosomal 
70kDa V1 subunit A - CGNC Symbol 
10976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(776,4
6)" 1103 false 3564

ENSGALP00000042140 CID 84 - 97
6-phosphogluconolactonase - CGNC 
Symbol 10027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1554
,85)" 1003 3565



ENSGALP00000010510 CID Apr-25
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2327,2
6)" 5985 true 1.87 3566

ENSGALP00000014557 CID 131 - 137 mutS homolog 2 - CGNC Symbol 6808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(898,5
4)" 7262 3567

ENSGALP00000003089 CID 87 - 93
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(898,5
4)" 7262 false 3568

ENSGALP00000004375 CID 333 - 340
acetyl-CoA acyltransferase 2 - CGNC 
Symbol 2003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(898,5
4)" 7262 false 3569

ENSGALP00000041856 CID 98 - 109 MHC BF1 class I - CGNC Symbol 54365 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1406,
79)" 39392 false 3570



ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1857,9
6)" 2998 true 1.64 3571

ENSGALP00000015061 CID 318 - 332
fibrinogen alpha chain - CGNC Symbol 
49746 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1680,9
4)" 4033 false 3572

ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1866,0
1)" 5502 true 1.64 3573

ENSGALP00000026633 CID 24 - 32

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(936,5
5)" 1733 3574

ENSGALP00000039865 CID 2-Nov
flightless I actin binding protein - CGNC 
Symbol 3713 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1058,6
4)" 3356 false 0.9 3575



ENSGALP00000029838 CID 73 - 84
Hsap of 1: glycogen synthase kinase 3 
beta - HGNC:4617 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1420,
80)" 41356 3576

ENSGALP00000035593 CID 84 - 96 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1634,7
9)" 21380 true 0.88 3577

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1794
,89)" 682 true 1.05 3578

ENSGALP00000019667 CID 76 - 83
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(834,
46)" 2241 3579

ENSGALP00000026126 CID 61 - 68
ribosomal protein L8 - CGNC Symbol 
12137 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1069,
62)" 5123 3580



ENSGALP00000013174 CID 64 - 72
ribosomal protein S27a - CGNC Symbol 
49483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1095,6
5)" 100291 true 0.62 3581

ENSGALP00000002695 CID 208 - 214

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(843,
50)" 5126 true 0.57 3582

ENSGALP00000013174 CID 64 - 72
ribosomal protein S27a - CGNC Symbol 
49483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1099,6
7)" 34933 3583

ENSGALP00000020349 CID 340 - 358
pre-mRNA processing factor 39 - 
HGNC:20314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2454,2
6)" 1548 false 3584

ENSGALP00000001750 CID 36 - 41 prohibitin - CGNC Symbol 51144 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(748,44
)" 2301 true 0.89 3585



ENSGALP00000002695 CID 208 - 214

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(847,
52)" 2494 3586

ENSGALP00000019634 CID 378 - 384
programmed cell death 6 interacting 
protein - CGNC Symbol 9128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(847,
52)" 2494 3587

ENSGALP00000042371 CID 83 - 96 no description available 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1757,0
1)" 138183 false 3588

ENSGALP00000020867 CID 294 - 308
enoyl-CoA delta isomerase 2 - CGNC 
Symbol 9709 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1757,0
1)" 138183 3589

ENSGALP00000040653 CID 83 - 96

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1757,0
1)" 138183 false 3590



ENSGALP00000001750 CID 36 - 41 prohibitin - CGNC Symbol 51144 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(752,46
)" 2039 3591

ENSGALP00000003898 CID 389 - 397 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1172,6
2)" 11087 true 0.72 3592

ENSGALP00000003898 CID 389 - 397 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1176,6
4)" 7999 3593

ENSGALP00000014372 CID 151 - 163
pre-mRNA processing factor 4 - CGNC 
Symbol 6724 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1453,9
8)" 1396 false 3594

ENSGALP00000009853 CID 46 - 73
zinc finger protein 326 - CGNC Symbol 
4587 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2678,1
2)" 1039 3595



ENSGALP00000009420 CID 455 - 465
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1260,7
6)" 1805 true 0.77 3596

ENSGALP00000001474 CID 162 - 179

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2072,
14)" 2097 true 0.9 3597

ENSGALP00000001474 CID 162 - 179

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2080,
20)" 1887 true 0.9 3598

ENSGALP00000015063 CID 157 - 180
fibrinogen gamma chain - CGNC Symbol 
7041 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2857,3
9)" 1451 false 3599

ENSGALP00000012086 CID 259 - 266
glutamic-oxaloacetic transaminase 1 
soluble - CGNC Symbol 5645 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1040,5
2)" 4231 true 0.58 3600



ENSGALP00000014746 CID 38 - 45
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(900,54
)" 6581 true 0.58 3601

ENSGALP00000043256 CID 61 - 69
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1068,6
0)" 12402 3602

ENSGALP00000016918 CID 42 - 54
eukaryotic translation initiation factor 
2A - CGNC Symbol 7921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1387,
86)" 153672 3603

ENSGALP00000035366 CID 414 - 426
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1423,7
7)" 4281 true 1.3 3604

ENSGALP00000040662 CID 230 - 237
inositol monophosphatase 1 - 
HGNC:6050 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(993,56
)" 21349 3605



ENSGALP00000020445 CID 694 - 702
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1045,5
4)" 17907 true 0.4 3606

P08779 CID 42 - 55
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1370,7
5)" 23428 3607

ENSGALP00000020445 CID 694 - 702
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1049,5
7)" 6758 3608

ENSGALP00000033915 CID 307 - 318

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1478,7
5)" 4196 true 1.87 3609

ENSGALP00000016711 CID 392 - 403
guanine monophosphate synthase - 
CGNC Symbol 7825 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1478,7
5)" 4196 false 3610



ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1066,6
2)" 36660 true 0.65 3611

ENSGALP00000033915 CID 307 - 318

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1482,7
7)" 7930 3612

ENSGALP00000008171 CID 684 - 695
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1490,8
4)" 5014 3613

ENSGALP00000005132 CID 77 - 89
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1490,8
4)" 5014 false 3614

ENSGALP00000006218 CID 133 - 145
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1543,7
3)" 3440 true 0.94 3615



ENSGALP00000025461 CID 21 - 31
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1351,6
6)" 25823 true 0.48 3616

ENSGALP00000016536 CID 361 - 374
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1517
,80)" 936 false 3617

ENSGALP00000006218 CID 133 - 145
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1547,7
5)" 3245 3618

ENSGALP00000016182 CID 525 - 532
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(947,57
)" 6575 true 0.63 3619

ENSGALP00000023288 CID 133 - 144
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1524
,72)" 2073 true 0.79 3620



ENSGALP00000021255 CID 233 - 244
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1532
,78)" 966 3621

ENSGALP00000005643 CID 296 - 306

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1195,
70)" 10583 3622

ENSGALP00000011689 CID 415 - 429
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1813,9
9)" 1281 true 0.8 3623

ENSGALP00000022913 CID 167 - 175
ATPase class V type 10D - CGNC Symbol 
10579 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1065,
59)" 1480 3624

ENSGALP00000037564 CID 104 - 115
Hsap of 4: solute carrier family 25 
member 10 - HGNC:10980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1355,8
1)" 3297 true 1.1 3625



ENSGALP00000038904 CID 18 - 32
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1677,8
7)" 334432 3626

ENSGALP00000011982 CID 145 - 160 CD3e molecule - CGNC Symbol 5597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1934,0
1)" 3168 true 2.96 3627

ENSGALP00000003423 CID 907 - 917
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1329,6
7)" 9860 3628

ENSGALP00000013682 CID Dec-25
glutathione S-transferase omega 1 - 
CGNC Symbol 52072 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1334,7
4)" 14690 true 0.76 3629

ENSGALP00000037564 CID 104 - 115
Hsap of 4: solute carrier family 25 
member 10 - HGNC:10980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1363,8
7)" 3633 true 1.1 3630



ENSGALP00000007287 CID 85 - 96
ribosomal protein S14 - CGNC Symbol 
3393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1478,
96)" 4912 false 3631

ENSGALP00000014828 CID 437 - 451
PIT54 protein precursor - Refseq 
NP_997063 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1487,
77)" 22190 false 3632

ENSGALP00000041057 CID 196 - 206
lectin mannose binding 2 - CGNC Symbol 
63471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1346,7
1)" 8795 3633

ENSGALP00000010210 CID 200 - 209
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1179,
56)" 7304 3634

ENSGALP00000042627 CID 114 - 129
Gallus gallus granulysin (GNLY) mRNA. - 
RefSeq mRNA NM_001044680 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1915,0
2)" 3512 3635



ENSGALP00000020840 CID 1,652 - 1,660 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1168,6
4)" 14210 false 0.77 3636

ENSGALP00000015128 CID 272 - 282 lamin B receptor - CGNC Symbol 49736 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1168,6
4)" 14210 false 0.77 3637

ENSGALP00000000316 CID 26 - 35 major vault protein - CGNC Symbol 136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1168,6
4)" 14210 true 0.77 3638

ENSGALP00000041444 CID 99 - 108
saccharopine dehydrogenase (putative) - 
CGNC Symbol 8083 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1204,
65)" 2565 true 0.81 3639

ENSGALP00000000316 CID 26 - 35 major vault protein - CGNC Symbol 136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1172,6
7)" 10884 3640



ENSGALP00000015128 CID 272 - 282 lamin B receptor - CGNC Symbol 49736 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1172,6
7)" 10884 3641

ENSGALP00000010210 CID 244 - 258
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1734,8
9)" 15138 3642

ENSGALP00000016118 CID 750 - 755
metastasis associated 1 family member 
3 - CGNC Symbol 7538 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(734,
35)" 1927 3643

ENSGALP00000016175 CID 326 - 332
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(843,53
)" 2029 false 3644

ENSGALP00000006414 CID 196 - 215
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2278,1
9)" 1604 false 3645



ENSGALP00000038774 CID 148 - 154
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(998,47
)" 13626 false 3646

ENSGALP00000006240 CID 902 - 907
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(807,4
8)" 2419 false 3647

ENSGALP00000016182 CID 525 - 532
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(951,60
)" 1787 3648

ENSGALP00000034108 CID 43 - 55
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1391,7
6)" 21109 3649

ENSGALP00000039878 CID 622 - 633
ubiquitin associated protein 2-like - 
CGNC Symbol 17025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1391,7
6)" 21109 false 3650



ENSGALP00000015409 CID 744 - 763 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2347,1
1)" 4038 true 1.61 3651

ENSGALP00000002495 CID 968 - 976
enhancer of mRNA decapping 4 - CGNC 
Symbol 1139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1203
,63)" 2730 true 1.25 3652

ENSGALP00000040654 CID 2-Dec thymosin beta 4 Y-linked - HGNC:11882 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1360,6
6)" 7180 true 0.73 3653

ENSGALP00000015409 CID 744 - 763 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2355,1
7)" 6487 true 1.61 3654

ENSGALP00000013174 CID 1-Jun
ribosomal protein S27a - CGNC Symbol 
49483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(821,4
9)" 36766 false 3655



ENSGALP00000008236 CID 1,082 - 1,088
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(913,45
)" 10886 true 0.43 3656

ENSGALP00000004366 CID Oct-16
Cysteine-rich protein 1 - CGNC Symbol 
52178 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(913,45
)" 10886 false 0.43 3657

ENSGALP00000033991 CID 182 - 194
WD repeat domain 61 - CGNC Symbol 
2341 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1515,8
4)" 3680 true 1.23 3658

ENSGALP00000017157 CID 386 - 392
oxysterol binding protein like 9 - CGNC 
Symbol 8015 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(837,4
9)" 15948 false 0.71 3659

ENSGALP00000013174 CID 1-Jun
ribosomal protein S27a - CGNC Symbol 
49483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(837,4
9)" 15948 false 0.78 3660



ENSGALP00000036122 CID 1-Sep

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1211
,72)" 1142 true 1.3 3661

ENSGALP00000033991 CID 182 - 194
WD repeat domain 61 - CGNC Symbol 
2341 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1519,8
6)" 4536 3662

ENSGALP00000013174 CID 1-Jun
ribosomal protein S27a - CGNC Symbol 
49483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(845,5
4)" 8342 true 0.78 3663

ENSGALP00000020445 CID 1,593 - 1,602
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1306
,59)" 1301 false 1.07 3664

ENSGALP00000036720 CID 414 - 437
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2712,4
5)" 2666 false 3665



ENSGALP00000023944 CID 463 - 470
nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 11035 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(876,49
)" 3475 3666

ENSGALP00000020445 CID 1,593 - 1,602
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1310
,62)" 1390 3667

ENSGALP00000022243 CID 166 - 173
aminopeptidase puromycin sensitive - 
CGNC Symbol 10259 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(886,53
)" 6303 true 0.71 3668

ENSGALP00000038878 CID 186 - 199
collagen type VI alpha 1 - CGNC Symbol 
4468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1633,8
7)" 13236 true 1.18 3669

ENSGALP00000011635 CID 466 - 471

Gallus gallus syntaxin binding protein 1 
(STXBP1) mRNA. - RefSeq mRNA 
NM_001305648 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(771,46
)" 1906 true 0.9 3670



P04259 CID 70 - 86
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1626,
80)" 3766 true 1.27 3671

ENSGALP00000011057 CID 552 - 558
A kinase (PRKA) anchor protein 13 - 
CGNC Symbol 49999 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(775,49
)" 1712 false 3672

ENSGALP00000013682 CID 123 - 129
glutathione S-transferase omega 1 - 
CGNC Symbol 52072 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(775,49
)" 1712 false 3673

ENSGALP00000025606 CID 314 - 321
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(976,5
9)" 42658 3674

ENSGALP00000015963 CID 114 - 126
protein phosphatase 2 regulatory 
subunit B' alpha - CGNC Symbol 7467 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1391
,75)" 25733 false 0.56 3675



ENSGALP00000008911 CID 127 - 140
Major histocompatibility complex class II 
beta chain BLB1 - CGNC Symbol 54366 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1487,8
0)" 28448 true 0.4 3676

ENSGALP00000008911 CID 127 - 140
Major histocompatibility complex class II 
beta chain BLB1 - CGNC Symbol 54366 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1491,8
3)" 10536 3677

ENSGALP00000003089 CID 148 - 155
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1003,
61)" 11968 false 0.86 3678

ENSGALP00000021301 CID 164 - 177

aldo-keto reductase family 1 member 
B10 (aldose reductase) - CGNC Symbol 
50690 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1641,8
5)" 885 true 0.62 3679

ENSGALP00000023278 CID 136 - 152
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1884,
03)" 8678 true 0.32 3680



ENSGALP00000007490 CID 529 - 542 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1560,8
4)" 2669 true 1.2 3681

ENSGALP00000014260 CID 185 - 198
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1645,8
1)" 31607 3682

ENSGALP00000006218 CID 316 - 324
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1047,
60)" 23319 true 0.98 3683

ENSGALP00000007490 CID 529 - 542 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1568,9
0)" 3196 true 1.2 3684

ENSGALP00000019163 CID Feb-18 histone H1 - CGNC Symbol 53214 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1597,8
6)" 21325 true 0.73 3685



ENSGALP00000006218 CID 316 - 324
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1051,
62)" 22815 3686

ENSGALP00000002008 CID 248 - 261 c-src tyrosine kinase - CGNC Symbol 902 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1571
,79)" 2319 3687

ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 reductase 3 
(CYB5R3) mRNA. - RefSeq mRNA 
NM_001291805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1606,8
5)" 2656 true 1.8 3688

ENSGALP00000025005 CID 1-Jun
RAD23 homolog B (S. cerevisiae) - CGNC 
Symbol 11587 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(789,48
)" 1654 false 3689

ENSGALP00000000202 CID 34 - 42
tapasin isoform 2 precursor - Refseq 
NP_001193540 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1002,5
4)" 7130 true 0.23 3690



ENSGALP00000007586 CID 2-Oct
aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 50558 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1002,5
4)" 7130 false 0.23 3691

P04259 CID 161 - 168
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1002,5
4)" 7130 3692

ENSGALP00000006421 CID 2-Oct

mitochondrial inner membrane 
organizing system 1 - CGNC Symbol 
2963 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1002,5
4)" 7130 false 3693

ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 reductase 3 
(CYB5R3) mRNA. - RefSeq mRNA 
NM_001291805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1610,8
7)" 6540 3694

ENSGALP00000007834 CID Feb-16
myelin expression factor 2 - CGNC 
Symbol 49981 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1656
,90)" 879 true 1.56 3695



ENSGALP00000017954 CID 110 - 125

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1936,0
4)" 2906 false 1.75 3696

ENSGALP00000042837 CID 107 - 122

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1936,0
4)" 2906 true 1.75 3697

ENSGALP00000007466 CID 21 - 36
actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 15421 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1993,0
0)" 13301 true 0.89 3698

ENSGALP00000010942 CID 83 - 90
ribosomal protein S15a - CGNC Symbol 
5109 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(899,5
6)" 3151 false 3699

ENSGALP00000009007 CID 1-Sep
ADP-ribosylation factor 4 - CGNC Symbol 
55483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(899,5
6)" 3151 false 3700



ENSGALP00000014746 CID 38 - 45
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(908,56
)" 2018 false 0.58 3701

ENSGALP00000039757 CID 399 - 405
hypoxia up-regulated 1 - CGNC Symbol 
53307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(908,56
)" 2018 true 1.22 3702

ENSGALP00000010662 CID 173 - 182

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1101,
67)" 2785 true 0.89 3703

ENSGALP00000017954 CID 110 - 125

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1944,0
8)" 12178 true 1.75 3704

ENSGALP00000042837 CID 107 - 122

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1944,0
8)" 12178 true 1.75 3705



ENSGALP00000007466 CID 21 - 36
actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 15421 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1997,0
2)" 11777 3706

ENSGALP00000014746 CID 38 - 45
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(916,51
)" 5025 true 0.62 3707

ENSGALP00000041366 CID 213 - 220
small nuclear ribonucleoprotein 
polypeptide B2 - HGNC:11155 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(916,51
)" 5025 3708

ENSGALP00000009642 CID 884 - 898
pre-mRNA processing factor 6 - CGNC 
Symbol 4493 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1890,9
0)" 4610 3709

ENSGALP00000026443 CID 371 - 389
cleavage and polyadenylation specific 
factor 3 - CGNC Symbol 12295 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2203,2
5)" 4106 false 3710



ENSGALP00000007728 CID 138 - 144
Y box binding protein 1 - CGNC Symbol 
3598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1017,
48)" 21839 true 0.7 3711

ENSGALP00000016978 CID 327 - 336
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1071,6
4)" 5961 false 3712

ENSGALP00000018454 CID 348 - 357 tubulin alpha 4b - CGNC Symbol 65790 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1071,6
4)" 5961 false 3713

ENSGALP00000037524 CID 337 - 346 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1071,6
4)" 5961 false 3714

ENSGALP00000018987 CID 542 - 558 t-complex 1 - CGNC Symbol 8842 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1968,8
3)" 3421 3715



ENSGALP00000007728 CID 138 - 144
Y box binding protein 1 - CGNC Symbol 
3598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1021,
50)" 15234 3716

ENSGALP00000020445 CID 1,923 - 1,932
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1187,
69)" 26752 true 0.92 3717

ENSGALP00000028746 CID 104 - 115

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1360,7
4)" 8489 false 3718

ENSGALP00000033411 CID 52 - 60 ribosomal protein S21 - HGNC:10409 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1052,
55)" 5043 true 0.84 3719

ENSGALP00000006946 CID 99 - 107

minichromosome maintenance complex 
component 3 associated protein - CGNC 
Symbol 3212 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1063
,54)" 1772 false 0.48 3720



ENSGALP00000023926 CID 125 - 133
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1063
,54)" 1772 true 0.48 3721

ENSGALP00000002862 CID 484 - 493
arginyl-tRNA synthetase - CGNC Symbol 
1305 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1227,7
0)" 8259 false 3722

ENSGALP00000000639 CID 202 - 210 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1227,7
0)" 8259 true 1.28 3723

ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1214,6
5)" 18954 3724

ENSGALP00000022293 CID 264 - 273 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1214,6
5)" 18954 3725



ENSGALP00000005520 CID 105 - 123
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2045,9
6)" 8558 true 0.44 3726

ENSGALP00000038904 CID 18 - 32
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1673,8
4)" 233665 true 1.41 3727

ENSGALP00000021255 CID 503 - 513
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1321,7
8)" 3056 true 0.71 3728

ENSGALP00000019224 CID 464 - 478

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1862,9
4)" 11149 true 0.46 3729

ENSGALP00000019224 CID 464 - 478

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1866,9
7)" 5167 3730



ENSGALP00000005161 CID 71 - 84

signal transducer and activator of 
transcription 3 (acute-phase response 
factor) - CGNC Symbol 2374 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1788,9
3)" 7751 true 0.61 3731

ENSGALP00000012376 CID 179 - 189

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1303
,68)" 1103 false 0.9 3732

ENSGALP00000026664 CID 173 - 183
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1303
,68)" 1103 true 0.94 3733

ENSGALP00000008311 CID 366 - 375
SEC24 family member C - CGNC Symbol 
3857 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1076,5
7)" 2136 false 1.34 3734

ENSGALP00000026337 CID 64 - 83 peroxiredoxin 4 - CGNC Symbol 12239 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2256,0
2)" 4211 true 0.24 3735



ENSGALP00000023278 CID 218 - 224
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(823,4
4)" 15653 true 0.97 3736

ENSGALP00000023523 CID 318 - 328 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1225,7
2)" 20736 true 0.67 3737

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1225,7
2)" 20736 true 0.67 3738

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1225,7
2)" 20736 true 0.67 3739

ENSGALP00000002008 CID 248 - 261 c-src tyrosine kinase - CGNC Symbol 902 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1567
,75)" 1184 true 1.29 3740



ENSGALP00000035366 CID 141 - 155
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1781,0
5)" 65945 false 3741

ENSGALP00000023278 CID 218 - 224
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(827,4
7)" 15799 3742

ENSGALP00000001332 CID 354 - 360
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(819,48
)" 2525 false 3743

ENSGALP00000023278 CID 218 - 224
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(839,4
5)" 10265 true 0.65 3744

ENSGALP00000023257 CID 453 - 459
non-SMC condensin I complex subunit G 
- CGNC Symbol 10729 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(886,53
)" 3858 false 3745



ENSGALP00000020268 CID 102 - 113
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1188,6
6)" 7844 false 3746

ENSGALP00000038878 CID 200 - 210
collagen type VI alpha 1 - CGNC Symbol 
4468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1314,7
1)" 7140 false 3747

ENSGALP00000030471 CID 54 - 60

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(923,49
)" 14252 true 0.62 3748

ENSGALP00000011775 CID 1,977 - 1,983
GCN1 eIF2 alpha kinase activator 
homolog - CGNC Symbol 5500 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(923,49
)" 14252 3749

ENSGALP00000002828 CID 688 - 697
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1264,5
7)" 14208 true 0.77 3750



ENSGALP00000027238 CID 622 - 628 importin 5 - CGNC Symbol 50851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(933,5
4)" 18830 false 3751

ENSGALP00000038774 CID 357 - 364
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(933,5
4)" 18830 true 0.87 3752

ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(970,53
)" 6815 3753

ENSGALP00000022963 CID 564 - 573
structural maintenance of chromosomes 
1B - CGNC Symbol 10603 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1368,7
1)" 2721 3754

ENSGALP00000026130 CID 1,454 - 1,460
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(728,46
)" 5564 false 3755



ENSGALP00000003035 CID 85 - 92
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1003,
60)" 18077 false 3756

ENSGALP00000042171 CID 141 - 148 transgelin 2 - CGNC Symbol 65718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1003,
60)" 18077 true 0.61 3757

ENSGALP00000009709 CID 822 - 832
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1392,7
3)" 6964 true 0.84 3758

ENSGALP00000042171 CID 141 - 148 transgelin 2 - CGNC Symbol 65718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1007,
61)" 4679 3759

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1285,6
6)" 19069 true 0.49 3760



ENSGALP00000009709 CID 822 - 832
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1396,7
6)" 4991 3761

ENSGALP00000007287 CID 129 - 141
ribosomal protein S14 - CGNC Symbol 
3393 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1457,7
4)" 6431 true 0.78 3762

ENSGALP00000015623 CID 42 - 56
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1715,9
0)" 8164 false 3763

ENSGALP00000000261 CID 93 - 102
defender against cell death 1 - CGNC 
Symbol 111 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1147,5
9)" 5925 true 0.37 3764

ENSGALP00000007287 CID 129 - 141
ribosomal protein S14 - CGNC Symbol 
3393 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1461,7
6)" 3174 3765



ENSGALP00000003850 CID 105 - 117
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1526,7
9)" 21757 true 0.79 3766

ENSGALP00000011598 CID 222 - 232
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1141,
69)" 861 3767

ENSGALP00000011775 CID 2,358 - 2,367
GCN1 eIF2 alpha kinase activator 
homolog - CGNC Symbol 5500 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1161,6
9)" 7620 3768

ENSGALP00000007593 CID 203 - 212 prosaposin - CGNC Symbol 49395 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1161,6
9)" 7620 3769

ENSGALP00000003850 CID 105 - 117
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1530,8
2)" 17275 3770



ENSGALP00000025278 CID 77 - 90
prostaglandin reductase 1 - CGNC 
Symbol 11711 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1490,8
1)" 4064 true 1.68 3771

ENSGALP00000013122 CID 97 - 121
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2592
,31)" 1446 3772

ENSGALP00000036304 CID 430 - 439
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1168,
74)" 9010 true 1.02 3773

ENSGALP00000000639 CID 103 - 112 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1312,7
7)" 41864 true 0.52 3774

ENSGALP00000025278 CID 77 - 90
prostaglandin reductase 1 - CGNC 
Symbol 11711 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1494,8
4)" 8250 3775



ENSGALP00000005161 CID 71 - 84

signal transducer and activator of 
transcription 3 (acute-phase response 
factor) - CGNC Symbol 2374 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1792,9
5)" 4155 3776

ENSGALP00000003011 CID Feb-29
scaffold attachment factor B2 - CGNC 
Symbol 52976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2873
,30)" 356 3777

ENSGALP00000023439 CID 451 - 470
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2108,1
2)" 3570 3778

ENSGALP00000000639 CID 36 - 42 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(877,50
)" 10896 true 1.92 3779

ENSGALP00000013240 CID 1,865 - 1,871
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(877,50
)" 10896 false 3780



ENSGALP00000035815 CID 18 - 25

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(959,53
)" 4619 true 1.06 3781

ENSGALP00000014105 CID 75 - 82

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(959,53
)" 4619 true 1.06 3782

ENSGALP00000038463 CID 212 - 222
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1182,
76)" 21114 false 3783

ENSGALP00000018987 CID 115 - 125 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1241,
70)" 6111 true 0.66 3784

ENSGALP00000041366 CID 86 - 95
small nuclear ribonucleoprotein 
polypeptide B2 - HGNC:11155 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1241,
70)" 6111 false 0.66 3785



ENSGALP00000000639 CID 255 - 264 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1304,7
3)" 4234 false 3786

ENSGALP00000026392 CID 163 - 180
ribosomal protein S7 - CGNC Symbol 
51562 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2174,1
9)" 2208 false 3787

ENSGALP00000000639 CID 36 - 42 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(881,53
)" 19250 3788

ENSGALP00000029589 CID 245 - 251 septin 6 - CGNC Symbol 51720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(881,53
)" 19250 false 3789

ENSGALP00000005013 CID 29 - 35
core-binding factor beta subunit - CGNC 
Symbol 2299 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(985,
45)" 1288 true 1.23 3790



ENSGALP00000039133 CID 133 - 149

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1847,9
7)" 64006 true 1.84 3791

ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1025,4
7)" 30487 true 1.65 3792

ENSGALP00000000509 CID 650 - 664

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1905,0
2)" 4618 false 3793

ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1029,5
0)" 50944 3794

ENSGALP00000001460 CID 163 - 175
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1457,8
2)" 5573 true 1.2 3795



ENSGALP00000024484 CID 243 - 264
autophagy related 3 - CGNC Symbol 
11313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2608,2
6)" 510 3796

ENSGALP00000012986 CID 200 - 221
protein tyrosine phosphatase non-
receptor type 1 - CGNC Symbol 6062 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2317,1
6)" 1834 3797

ENSGALP00000001332 CID 162 - 168
lysyl-tRNA synthetase - CGNC Symbol 
602 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(987,44
)" 4104 true 1.6 3798

ENSGALP00000018371 CID 82 - 91
RAB5A member RAS oncogene family - 
CGNC Symbol 51310 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1332,
67)" 9523 3799

ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1050,5
5)" 14338 3800



ENSGALP00000012928 CID 22 - 35
SMT3 suppressor of mif two 3 homolog 
2 (S. cerevisiae) - CGNC Symbol 55792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1503,
85)" 3942 false 3801

ENSGALP00000020445 CID 719 - 731
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1598,
93)" 15151 true 2.05 3802

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1233,6
7)" 15620 true 0.6 3803

ENSGALP00000023523 CID 318 - 328 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1233,6
7)" 15620 true 0.6 3804

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1233,6
7)" 15620 true 0.6 3805



ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1293,6
0)" 4299 true 0.54 3806

ENSGALP00000020445 CID 719 - 731
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1606,
98)" 32327 true 2.05 3807

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1301,6
6)" 1149 true 0.54 3808

ENSGALP00000008824 CID 385 - 399
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1586,
72)" 3316 3809

ENSGALP00000008398 CID 297 - 306
phenylalanyl-tRNA synthetase beta 
subunit - CGNC Symbol 3896 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1287,6
4)" 6352 true 0.46 3810



ENSGALP00000038774 CID 342 - 356
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1613,
89)" 944 true 0.76 3811

ENSGALP00000007490 CID 28 - 35 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1032,6
1)" 56988 false 3812

ENSGALP00000004013 CID 90 - 98 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1032,6
1)" 56988 3813

ENSGALP00000017157 CID 430 - 437
oxysterol binding protein like 9 - CGNC 
Symbol 8015 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1032,6
1)" 56988 false 3814

ENSGALP00000022293 CID 28 - 35 ezrin - CGNC Symbol 10288 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1032,6
1)" 56988 false 3815



ENSGALP00000008398 CID 297 - 306
phenylalanyl-tRNA synthetase beta 
subunit - CGNC Symbol 3896 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1291,6
7)" 2913 3816

ENSGALP00000020463 CID 482 - 494
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1383,7
4)" 11133 3817

ENSGALP00000020445 CID 1,175 - 1,191
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2093,1
1)" 11423 false 3818

ENSGALP00000003612 CID 293 - 299
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(841,45
)" 4568 3819

ENSGALP00000042374 CID 322 - 328
thimet oligopeptidase 1 - CGNC Symbol 
52774 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(882,46
)" 2070 3820



ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(966,50
)" 4109 true 0.67 3821

ENSGALP00000002828 CID 439 - 448
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1330,7
7)" 40093 true 0.59 3822

ENSGALP00000015409 CID 842 - 854 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1593
,80)" 17479 3823

ENSGALP00000038292 CID 36 - 50
cAMP-regulated phosphoprotein 19kDa - 
CGNC Symbol 54805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1735,
97)" 7178 false 3824

ENSGALP00000010358 CID 490 - 498
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1180,7
0)" 3590 true 0.94 3825



ENSGALP00000001460 CID 179 - 185
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(888,5
2)" 5483 false 0.83 3826

ENSGALP00000010358 CID 490 - 498
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1188,7
5)" 3384 true 0.94 3827

ENSGALP00000041526 CID 46 - 56

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1368,7
8)" 237568 3828

ENSGALP00000016711 CID 329 - 342
guanine monophosphate synthase - 
CGNC Symbol 7825 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1642
,80)" 3974 true 0.8 3829

ENSGALP00000035595 CID 13 - 19
40S ribosomal protein S11 - Refseq 
NP_001026004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(860,5
3)" 1090 false 3830



ENSGALP00000035478 CID 2,081 - 2,087 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(860,5
3)" 1090 false 3831

ENSGALP00000019975 CID 409 - 420
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1258,7
6)" 11015 3832

ENSGALP00000005576 CID 380 - 391
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1258,7
6)" 11015 3833

ENSGALP00000037170 CID 200 - 210

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1276,6
8)" 5120 true 0.4 3834

Q04695 CID 400 - 406
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(862,5
5)" 3318 3835



ENSGALP00000016509 CID 630 - 636

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(862,5
5)" 3318 false 3836

ENSGALP00000006939 CID 463 - 481 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2035
,99)" 5975 3837

ENSGALP00000020445 CID 1,698 - 1,716
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2145
,03)" 2332 true 1.72 3838

ENSGALP00000002828 CID 498 - 505
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(918,5
4)" 10171 true 0.84 3839

ENSGALP00000005971 CID 69 - 77 annexin A2 - CGNC Symbol 49740 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1139,5
9)" 8221 false 3840



ENSGALP00000027399 CID 178 - 189 esterase D - CGNC Symbol 12753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1413,7
4)" 10060 true 0.97 3841

ENSGALP00000002828 CID 498 - 505
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(922,5
6)" 8508 3842

ENSGALP00000023439 CID 35 - 44
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1150,5
8)" 5556 true 0.99 3843

ENSGALP00000027399 CID 178 - 189 esterase D - CGNC Symbol 12753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1417,7
7)" 8893 3844

ENSGALP00000020445 CID 160 - 180
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2364
,09)" 615 false 3845



ENSGALP00000023439 CID 35 - 44
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1154,6
0)" 6231 3846

ENSGALP00000012376 CID 390 - 399

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1290,7
5)" 8326 true 0.27 3847

ENSGALP00000041804 CID 93 - 108

cysteine and histidine-rich domain-
containing protein 1 - Refseq 
NP_001026003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1988,2
2)" 2032 false 3848

ENSGALP00000014107 CID 289 - 298 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1125,5
8)" 3151 3849

ENSGALP00000003646 CID 164 - 173
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1162,6
3)" 17561 true 0.4 3850



ENSGALP00000023446 CID 94 - 101 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1022
,51)" 708 true 0.79 3851

ENSGALP00000020840 CID 2,647 - 2,656 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1175,6
9)" 4303 3852

ENSGALP00000003646 CID 164 - 173
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1166,6
4)" 5685 3853

ENSGALP00000007680 CID 125 - 133
ribosomal protein L6 - CGNC Symbol 
48978 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1171,5
9)" 5508 3854

ENSGALP00000016536 CID 186 - 196
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1351,7
7)" 17940 true 0.56 3855



ENSGALP00000011770 CID 251 - 261
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1351,7
7)" 17940 true 0.56 3856

ENSGALP00000000509 CID 575 - 589

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1480,6
9)" 9729 3857

ENSGALP00000039133 CID 133 - 149

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1851,9
9)" 46910 3858

ENSGALP00000002038 CID 392 - 399

guanine nucleotide binding protein (G 
protein) beta polypeptide 1 - CGNC 
Symbol 50984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(977,57
)" 10822 3859

ENSGALP00000038179 CID 200 - 207
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1117
,58)" 1151 3860



ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1249,
70)" 84309 3861

ENSGALP00000041772 CID 119 - 135

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2012,9
5)" 9309 true 1.3 3862

ENSGALP00000023917 CID 196 - 201
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(842,51
)" 5682 false 3863

ENSGALP00000018371 CID 82 - 91
RAB5A member RAS oncogene family - 
CGNC Symbol 51310 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1328,
64)" 6993 true 1.21 3864

ENSGALP00000004437 CID 139 - 153
ribosomal protein S10 - CGNC Symbol 
51122 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1609,8
3)" 47459 true 1.2 3865



ENSGALP00000041772 CID 119 - 135

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2016,9
7)" 12145 3866

ENSGALP00000020445 CID 1,445 - 1,454
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1304,7
3)" 20028 true 0.64 3867

ENSGALP00000014308 CID 191 - 203
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1359
,73)" 826 3868

ENSGALP00000004437 CID 139 - 153
ribosomal protein S10 - CGNC Symbol 
51122 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1617,8
8)" 57636 true 1.2 3869

ENSGALP00000000615 CID 436 - 452 karyopherin subunit beta 1 - HGNC:6400 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2028,0
2)" 2647 true 1.37 3870



ENSGALP00000000615 CID 436 - 452 karyopherin subunit beta 1 - HGNC:6400 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2032,0
4)" 3631 3871

ENSGALP00000004251 CID 193 - 205
transcription factor A mitochondrial - 
CGNC Symbol 1948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1637,9
4)" 5210 true 1.01 3872

ENSGALP00000007490 CID 430 - 437 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(971,58
)" 17246 true 0.82 3873

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1518,7
5)" 15189 true 0.53 3874

ENSGALP00000042274 CID 325 - 336
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1518,7
5)" 15189 true 0.53 3875



ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1518,7
5)" 15189 true 0.53 3876

ENSGALP00000000639 CID 265 - 283 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1992,1
1)" 4492 false 3877

ENSGALP00000035386 CID 340 - 347 hemopexin - CGNC Symbol 15517 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(975,61
)" 6410 false 3878

ENSGALP00000007490 CID 430 - 437 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(975,61
)" 6410 3879

ENSGALP00000003012 CID 91 - 103
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1366,7
4)" 5338 true 1.06 3880



ENSGALP00000011689 CID 36 - 47
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1326,6
8)" 27157 true 0.23 3881

ENSGALP00000015978 CID 1,178 - 1,190
aquarius intron-binding spliceosomal 
factor - CGNC Symbol 7473 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1326,6
8)" 27157 3882

ENSGALP00000002604 CID 496 - 508
inter-alpha-trypsin inhibitor heavy chain 
3 - CGNC Symbol 50111 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1477,7
1)" 7975 false 3883

ENSGALP00000002322 CID 124 - 136
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1663,
87)" 9299 false 3884

ENSGALP00000035686 CID 413 - 424
periostin osteoblast specific factor - 
CGNC Symbol 12805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1454
,64)" 997 true 0.94 3885



ENSGALP00000023089 CID 45 - 57
ribosomal protein large P2 - CGNC 
Symbol 10655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1493
,75)" 832 3886

ENSGALP00000006414 CID 79 - 92
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1546
,72)" 1708 false 3887

ENSGALP00000038764 CID 427 - 436
far upstream element (FUSE) binding 
protein 3 - CGNC Symbol 2892 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1138,6
5)" 2345 true 1.39 3888

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1385,8
3)" 22203 false 3889

ENSGALP00000016105 CID 518 - 530
echinoderm microtubule associated 
protein like 4 - CGNC Symbol 7532 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1549,7
1)" 3120 false 3890



ENSGALP00000037462 CID 292 - 307 thymopoietin - CGNC Symbol 50621 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1736,8
6)" 4481 true 3.02 3891

ENSGALP00000030471 CID 54 - 60

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(927,53
)" 10448 3892

ENSGALP00000041109 CID 446 - 458
Hsap of 1: capping actin protein gelsolin 
like - HGNC:1474 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1419,8
1)" 3521 3893

ENSGALP00000006240 CID 2,803 - 2,817
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1773,0
1)" 9502 false 3894

ENSGALP00000019907 CID 68 - 74
glia maturation factor beta - CGNC 
Symbol 51994 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(983,6
0)" 3452 false 3895



ENSGALP00000001013 CID 52 - 64
ribosomal protein L22 - CGNC Symbol 
48966 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1274,7
3)" 47833 3896

ENSGALP00000016363 CID 187 - 199
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1725,0
0)" 2335 false 3897

ENSGALP00000006939 CID 359 - 367 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1101,5
3)" 14996 true 0.52 3898

ENSGALP00000013574 CID 432 - 446
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1696
,82)" 5138 3899

ENSGALP00000023635 CID 363 - 377 lamin B1 - CGNC Symbol 10893 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1806,0
2)" 2681 false 3900



ENSGALP00000006939 CID 359 - 367 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1105,5
5)" 7420 3901

ENSGALP00000029322 CID 80 - 95
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1855,9
9)" 5414 3902

ENSGALP00000006939 CID 463 - 481 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2031
,96)" 4230 true 1.14 3903

ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1916,0
0)" 32517 true 0.39 3904

ENSGALP00000030147 CID 168 - 186
family with sequence similarity 49 
member B - CGNC Symbol 12196 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2124
,02)" 482 true 2.12 3905



ENSGALP00000005535 CID 49 - 72

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2834,2
7)" 649 false 3906

ENSGALP00000036304 CID 430 - 439
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1160,
70)" 5416 true 1.02 3907

ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1920,0
2)" 12412 3908

ENSGALP00000011982 CID 145 - 160 CD3e molecule - CGNC Symbol 5597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1938,0
1)" 20864 3909

ENSGALP00000012462 CID 19 - 25 ribosomal protein S25 - HGNC:10413 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(899,53
)" 8935 false 3910



ENSGALP00000042479 CID 78 - 87
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1188,
71)" 11876 true 0.35 3911

ENSGALP00000009341 CID 839 - 849
high density lipoprotein binding protein - 
CGNC Symbol 4348 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1247,7
0)" 3252 false 3912

ENSGALP00000035478 CID 459 - 475 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1946,8
7)" 2955 true 0.48 3913

ENSGALP00000010845 CID 133 - 140
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(890,
47)" 1158 false 0.97 3914

ENSGALP00000010210 CID 266 - 273
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1049,
63)" 4437 true 1.1 3915



ENSGALP00000016490 CID 1,096 - 1,100
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(705,42
)" 197581 false 0.3 3916

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(705,42
)" 197581 true 0.3 3917

ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(705,42
)" 197581 true 0.3 3918

ENSGALP00000020744 CID 97 - 101
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(705,42
)" 197581 true 0.3 3919

ENSGALP00000007490 CID 347 - 354 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1075,
59)" 37879 true 0.53 3920



ENSGALP00000020744 CID 97 - 101
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(709,45
)" 58234 3921

ENSGALP00000016490 CID 1,096 - 1,100
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(709,45
)" 58234 3922

ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(709,45
)" 58234 3923

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(709,45
)" 58234 3924

ENSGALP00000019667 CID 218 - 226
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1065,5
9)" 5524 false 0.28 3925



ENSGALP00000023635 CID 190 - 201 lamin B1 - CGNC Symbol 10893 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1357,7
5)" 8172 false 0.56 3926

ENSGALP00000018195 CID 225 - 235
proteasome subunit beta 1 - CGNC 
Symbol 8487 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1357,7
5)" 8172 true 0.78 3927

ENSGALP00000035815 CID 18 - 25

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(963,56
)" 4220 3928

ENSGALP00000014105 CID 75 - 82

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(963,56
)" 4220 3929

ENSGALP00000034108 CID 367 - 375
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1051
,57)" 1932 3930



ENSGALP00000007680 CID 125 - 133
ribosomal protein L6 - CGNC Symbol 
48978 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1167,5
8)" 2328 true 1.13 3931

ENSGALP00000036304 CID 387 - 396
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1182,6
6)" 8215 true 0.75 3932

ENSGALP00000011931 CID 1,451 - 1,459
general transcription factor IIIC subunit I 
- CGNC Symbol 50307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1182,6
6)" 8215 3933

ENSGALP00000014107 CID 181 - 190 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1359,7
5)" 9032 false 3934

ENSGALP00000002862 CID 548 - 558
arginyl-tRNA synthetase - CGNC Symbol 
1305 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1359,7
5)" 9032 false 7.01 3935



ENSGALP00000042479 CID 145 - 153
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1019,5
5)" 5054 true 0.65 3936

ENSGALP00000036304 CID 387 - 396
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1186,6
8)" 6763 3937

ENSGALP00000025165 CID Jul-17
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1280,
82)" 6205 false 1.13 3938

ENSGALP00000010358 CID 114 - 124
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1280,
82)" 6205 false 3939

ENSGALP00000021301 CID 50 - 70

aldo-keto reductase family 1 member 
B10 (aldose reductase) - CGNC Symbol 
50690 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2624,3
1)" 2359 false 3940



ENSGALP00000042368 CID 42 - 62
aldo-keto reductase family 1 member 
B10-like - CGNC Symbol 50691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2624,3
1)" 2359 false 3941

ENSGALP00000020744 CID 75 - 83
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1109,5
7)" 13573 true 0.16 3942

ENSGALP00000015964 CID 122 - 131
ribosomal protein L18a - CGNC Symbol 
50601 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1198,6
6)" 5399 false 0.75 3943

ENSGALP00000036304 CID 387 - 396
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1198,6
6)" 5399 true 0.75 3944

ENSGALP00000036304 CID 387 - 396
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1202,6
8)" 3603 3945



ENSGALP00000025165 CID Jul-17
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1292,
90)" 9087 true 1.13 3946

ENSGALP00000004417 CID 318 - 325
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1047,6
2)" 13616 false 3947

ENSGALP00000019832 CID 398 - 409
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1522,7
7)" 4433 true 0.85 3948

ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1070,6
4)" 18685 3949

ENSGALP00000035658 CID 198 - 209
paraspeckle component 1 - CGNC 
Symbol 50884 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1353,
81)" 4122 false 3950



ENSGALP00000035366 CID 414 - 426
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1431,8
1)" 2968 true 1.3 3951

ENSGALP00000020561 CID 68 - 81
RNA 2' 3'-cyclic phosphate and 5'-OH 
ligase - CGNC Symbol 9570 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1472,
88)" 3924 true 1.19 3952

ENSGALP00000019832 CID 398 - 409
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1530,8
2)" 3772 true 0.85 3953

ENSGALP00000041690 CID Nov-19
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1074,5
9)" 47452 true 0.46 3954

ENSGALP00000011241 CID 321 - 334
3-hydroxybutyrate dehydrogenase type 
1 - CGNC Symbol 5244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1633,8
1)" 3192 3955



ENSGALP00000000595 CID 26 - 33
adaptor-related protein complex 2 
sigma 1 subunit - CGNC Symbol 266 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1077,5
4)" 5134 true 0.29 3956

ENSGALP00000001579 CID 305 - 315
N-ethylmaleimide sensitive factor - 
CGNC Symbol 715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1395,
74)" 2300 3957

ENSGALP00000002366 CID 685 - 700
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1677,9
2)" 2969 false 3958

ENSGALP00000041690 CID Nov-19
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1078,6
1)" 19142 3959

ENSGALP00000033359 CID 33 - 42
fascin actin-bundling protein 1 - CGNC 
Symbol 14444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1078,6
1)" 19142 false 0.08 3960



ENSGALP00000000325 CID 818 - 826
WD repeat domain 36 - CGNC Symbol 
143 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1081,5
7)" 2592 3961

ENSGALP00000026664 CID 2,426 - 2,434
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1157,6
2)" 3530 false 3962

ENSGALP00000022250 CID 45 - 57
cytochrome b5 type A (microsomal) - 
CGNC Symbol 10264 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1525
,76)" 831 true 0.95 3963

ENSGALP00000010423 CID 255 - 268
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1731,8
6)" 8639 true 1.41 3964

ENSGALP00000029322 CID 80 - 95
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1851,9
6)" 2378 true 1.92 3965



ENSGALP00000038935 CID 101 - 111
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1226,7
0)" 1776 true 0.6 3966

ENSGALP00000009511 CID 209 - 220
ribosomal protein L5 - CGNC Symbol 
4424 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1617,7
8)" 7324 true 1.44 3967

ENSGALP00000010423 CID 255 - 268
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1735,8
8)" 12166 3968

P04264 CID 75 - 82
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(860,54
)" 20778 false 3969

ENSGALP00000021708 CID 102 - 115
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1484,
83)" 6348 true 1.22 3970



ENSGALP00000000669 CID 105 - 119

Hsap of 4: nascent polypeptide-
associated complex alpha subunit - 
HGNC:7629 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1670
,89)" 890 true 0.82 3971

ENSGALP00000025165 CID 221 - 239
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2156,0
6)" 5495 true 1.52 3972

ENSGALP00000027665 CID 32 - 43
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1271,7
4)" 12496 true 0.97 3973

ENSGALP00000020445 CID 1,445 - 1,454
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1316,8
2)" 9153 true 0.64 3974

ENSGALP00000039270 CID 1,145 - 1,158
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1533,8
0)" 2839 true 0.93 3975



ENSGALP00000000669 CID 105 - 119

Hsap of 4: nascent polypeptide-
associated complex alpha subunit - 
HGNC:7629 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1678
,95)" 730 true 0.82 3976

ENSGALP00000025165 CID 221 - 239
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2160,0
9)" 8359 3977

ENSGALP00000027665 CID 32 - 43
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1275,7
3)" 6052 3978

ENSGALP00000003342 CID 118 - 128
adaptor-related protein complex 2 beta 
1 subunit - CGNC Symbol 1528 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1477,7
9)" 7754 true 0.79 3979

ENSGALP00000039270 CID 1,145 - 1,158
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1537,8
2)" 5670 3980



ENSGALP00000015182 CID 99 - 105
RNA binding motif protein 25 - CGNC 
Symbol 7094 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(821,4
3)" 4736 3981

ENSGALP00000003612 CID 293 - 299
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(821,4
3)" 4736 true 1.03 3982

ENSGALP00000039734 CID 906 - 912

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - CGNC 
Symbol 51059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(821,4
3)" 4736 false 1.03 3983

ENSGALP00000038313 CID 42 - 49

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-catalytic 
subunit - CGNC Symbol 7657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1050,5
3)" 6954 true 0.87 3984

ENSGALP00000020840 CID 794 - 799 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(837,4
2)" 6768 3985



ENSGALP00000013029 CID 1,284 - 1,289
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(837,4
2)" 6768 false 0.78 3986

ENSGALP00000007763 CID 27 - 37
ribosomal protein S24 - CGNC Symbol 
3616 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1300,7
7)" 3644 true 1.86 3987

ENSGALP00000019031 CID 238 - 252 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1787,8
0)" 9345 false 3988

ENSGALP00000015886 CID 134 - 146
hematopoietic cell-specific Lyn substrate 
1 - CGNC Symbol 7430 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1552,8
9)" 7498 false 3989

ENSGALP00000027339 CID 372 - 386

E74-like factor 1 (ets domain 
transcription factor) - CGNC Symbol 
50862 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1802,
96)" 2280 3990



ENSGALP00000013738 CID 139 - 152
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1663,8
5)" 18012 3991

ENSGALP00000004807 CID 232 - 238
proteasome subunit alpha 4 - CGNC 
Symbol 2207 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(914,56
)" 1651 false 0.49 3992

ENSGALP00000023274 CID 272 - 279
non-SMC condensin I complex subunit 
D2 - CGNC Symbol 50724 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(914,56
)" 1651 false 0.89 3993

ENSGALP00000013738 CID 139 - 152
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1671,8
3)" 55786 true 1.44 3994

ENSGALP00000013738 CID 139 - 152
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1679,8
8)" 87570 true 1.44 3995



ENSGALP00000039872 CID 230 - 242
regulator of chromosome condensation 
2 - CGNC Symbol 287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1680,8
6)" 3038 3996

ENSGALP00000041526 CID 46 - 56

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1364,7
5)" 70541 true 2.96 3997

ENSGALP00000035996 CID Dec-31
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2092,0
8)" 26409 true 1.44 3998

ENSGALP00000035996 CID Dec-31
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2100,1
3)" 38079 true 1.44 3999

ENSGALP00000018340 CID 336 - 355 SATB homeobox 1 - CGNC Symbol 8550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2335,
29)" 10681 4000



ENSGALP00000019801 CID 270 - 288 septin 7 - CGNC Symbol 51333 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2441,1
9)" 1605 false 4001

ENSGALP00000021257 CID 305 - 311

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(863,
55)" 1034 false 1.81 4002

ENSGALP00000025165 CID 113 - 121
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1109,
63)" 6097 true 0.62 4003

P08779 CID 408 - 418
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1407,7
5)" 19096 false 4004

Q04695 CID 375 - 385
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1407,7
5)" 19096 false 4005



ENSGALP00000015204 CID 16 - 42
hematological and neurological 
expressed 1-like - CGNC Symbol 50339 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2807,
56)" 569 false 4006

ENSGALP00000001474 CID 531 - 538

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1014,5
4)" 14869 true 3.04 4007

ENSGALP00000025165 CID 113 - 121
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1117,
68)" 2328 true 0.62 4008

ENSGALP00000042368 CID 13 - 22
aldo-keto reductase family 1 member 
B10-like - CGNC Symbol 50691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1129,6
3)" 2652 false 1.44 4009

ENSGALP00000038782 CID 75 - 87 nucleobindin 2 - CGNC Symbol 51883 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1459,7
9)" 8007 false 4010



ENSGALP00000003898 CID 13 - 19 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(788,4
0)" 28235 4011

ENSGALP00000002828 CID 409 - 414
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(788,4
0)" 28235 true 0.82 4012

ENSGALP00000018120 CID 209 - 215
proteasome 26S subunit non-ATPase 14 - 
CGNC Symbol 8450 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(944,
54)" 12009 false 4013

ENSGALP00000043256 CID 15 - 22
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(944,
54)" 12009 true 0.23 4014

ENSGALP00000027339 CID 351 - 371

E74-like factor 1 (ets domain 
transcription factor) - CGNC Symbol 
50862 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2454,4
1)" 1467 false 4015



ENSGALP00000002828 CID 409 - 414
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(792,4
3)" 23246 4016

ENSGALP00000030189 CID 48 - 54
cytochrome c oxidase subunit 6C - CGNC 
Symbol 13868 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(947,48
)" 3885 true 0.87 4017

ENSGALP00000039965 CID 1,128 - 1,142
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1734,9
9)" 6312 true 1.05 4018

ENSGALP00000010358 CID 114 - 124
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1320,
90)" 1197 false 4019

ENSGALP00000039965 CID 1,128 - 1,142
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1743,0
5)" 6617 true 1.05 4020



ENSGALP00000035686 CID 212 - 229
periostin osteoblast specific factor - 
CGNC Symbol 12805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1984,0
9)" 5013 false 4021

ENSGALP00000010190 CID 345 - 362
histone deacetylase 7 - CGNC Symbol 
4743 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2299,2
0)" 2145 4022

ENSGALP00000012993 CID 79 - 86
growth factor receptor bound protein 2 - 
CGNC Symbol 6067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(956,52
)" 11928 true 0.2 4023

ENSGALP00000029968 CID Nov-19
ribosomal protein L3 - CGNC Symbol 
50654 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1011,
57)" 12717 true 1.09 4024

ENSGALP00000020445 CID 1,081 - 1,091
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1313,7
5)" 23514 true 0.37 4025



ENSGALP00000012993 CID 79 - 86
growth factor receptor bound protein 2 - 
CGNC Symbol 6067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(960,54
)" 2181 4026

ENSGALP00000002409 CID 980 - 988
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1024
,45)" 1260 false 0.71 4027

ENSGALP00000020445 CID 1,081 - 1,091
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1321,8
0)" 7698 true 0.37 4028

ENSGALP00000035478 CID 1,604 - 1,615 filamin B beta - CGNC Symbol 49141 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1354,6
3)" 8044 true 0.45 4029

ENSGALP00000003089 CID 694 - 700
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(887,55
)" 3145 false 4030



ENSGALP00000019967 CID 121 - 129
alcohol dehydrogenase 5 (class III) chi 
polypeptide - CGNC Symbol 9300 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(987,52
)" 2529 true 1.28 4031

ENSGALP00000016623 CID 96 - 105
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1382,7
1)" 9447 4032

ENSGALP00000027391 CID 53 - 65
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1503,7
7)" 32870 true 0.5 4033

ENSGALP00000019967 CID 121 - 129
alcohol dehydrogenase 5 (class III) chi 
polypeptide - CGNC Symbol 9300 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(991,55
)" 3243 4034

ENSGALP00000027391 CID 53 - 65
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1507,7
9)" 14748 4035



ENSGALP00000038904 CID 92 - 100
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1151,
73)" 24090 true 1.53 4036

ENSGALP00000009728 CID 234 - 248
serine/threonine protein kinase MST4 - 
CGNC Symbol 51666 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1785,0
7)" 2058 true 2.71 4037

ENSGALP00000008498 CID 472 - 493 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2599,2
9)" 3433 true 1.85 4038

ENSGALP00000041061 CID 422 - 430

threonyl-tRNA synthetase 2 
mitochondrial (putative) - CGNC Symbol 
56005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1055,5
9)" 3601 true 0.98 4039

ENSGALP00000024537 CID 148 - 160
ATPase Na+/K+ transporting subunit 
beta 1 - CGNC Symbol 11333 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1629,
87)" 2692 false 4040



ENSGALP00000015665 CID 218 - 236 no description available 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2261,1
1)" 13223 4041

ENSGALP00000008498 CID 472 - 493 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2607,3
4)" 6358 true 1.85 4042

ENSGALP00000011961 CID 40 - 62
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2756,4
3)" 1463 false 4043

ENSGALP00000027519 CID 1,043 - 1,048

PDS5 regulator of cohesion maintenance 
homolog B (S. cerevisiae) - CGNC Symbol 
12819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(805,45
)" 16495 false 4044

ENSGALP00000018295 CID 180 - 185
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(805,45
)" 16495 false 0.36 4045



ENSGALP00000035143 CID 239 - 244 drebrin like - CGNC Symbol 15268 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(805,45
)" 16495 false 0.36 4046

ENSGALP00000040011 CID 216 - 222
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(890,55
)" 5458 false 4047

ENSGALP00000043386 CID 321 - 329 Hsap of 1: dynamin 2 - HGNC:2974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1169,
64)" 3021 4048

ENSGALP00000025929 CID Nov-24
hydroxyacyl-CoA dehydrogenase - CGNC 
Symbol 12053 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1190
,65)" 699 false 0.76 4049

ENSGALP00000000383 CID 1,369 - 1,379
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1190
,65)" 699 true 0.76 4050



ENSGALP00000007523 CID 44 - 53
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1211,6
1)" 8845 true 0.72 4051

ENSGALP00000036056 CID 1,312 - 1,318
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(914,56
)" 6491 false 4052

ENSGALP00000023635 CID 275 - 285 lamin B1 - CGNC Symbol 10893 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1505,7
6)" 4054 true 0.05 4053

ENSGALP00000007280 CID 223 - 237
NPL4 homolog ubiquitin recognition 
factor - CGNC Symbol 3388 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1839,8
7)" 4030 true 0.98 4054

ENSGALP00000018987 CID 302 - 312 t-complex 1 - CGNC Symbol 8842 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1227,6
2)" 15533 true 0.51 4055



ENSGALP00000012367 CID 54 - 68
SLC9A3 regulator 1 - CGNC Symbol 
51624 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1643,8
7)" 15433 4056

ENSGALP00000014107 CID 95 - 107 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1643,8
7)" 15433 true 0.46 4057

ENSGALP00000018424 CID 98 - 110 desmin - CGNC Symbol 49543 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1643,8
7)" 15433 true 0.46 4058

ENSGALP00000007280 CID 223 - 237
NPL4 homolog ubiquitin recognition 
factor - CGNC Symbol 3388 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1843,8
9)" 3951 4059

ENSGALP00000027981 CID 71 - 80
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1154,6
3)" 5364 true 1.24 4060



P13645 CID 246 - 256
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1229
,62)" 2974 true 1.05 4061

ENSGALP00000014107 CID 95 - 107 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1651,9
2)" 5575 true 0.46 4062

ENSGALP00000018424 CID 98 - 110 desmin - CGNC Symbol 49543 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1651,9
2)" 5575 true 0.46 4063

ENSGALP00000008236 CID 354 - 369
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1855,
05)" 2432 false 4064

ENSGALP00000020445 CID 1,393 - 1,400
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(989,51
)" 14190 true 0.76 4065



ENSGALP00000002695 CID 150 - 161

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1253
,71)" 1221 false 4066

ENSGALP00000034108 CID 32 - 42
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1257
,67)" 20190 true 0.51 4067

ENSGALP00000019801 CID 116 - 125 septin 7 - CGNC Symbol 51333 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1271
,59)" 4160 true 0.92 4068

ENSGALP00000035478 CID 56 - 68 filamin B beta - CGNC Symbol 49141 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1465,7
8)" 12091 true 0.5 4069

ENSGALP00000020445 CID 1,220 - 1,234
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1758,9
4)" 3021 true 3.25 4070



ENSGALP00000035370 CID Dec-19
hepatoma-derived growth factor - CGNC 
Symbol 58434 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(965,51
)" 3947 true 0.73 4071

ENSGALP00000012815 CID 1-Jul
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(965,51
)" 3947 4072

ENSGALP00000003012 CID 215 - 224
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1282
,71)" 2374 false 4073

ENSGALP00000020445 CID 1,220 - 1,234
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1766,9
9)" 9810 true 3.25 4074

ENSGALP00000008236 CID 1,489 - 1,495
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(971,53
)" 7474 true 0.34 4075



ENSGALP00000016196 CID 377 - 388
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1358,6
8)" 8809 true 1.18 4076

ENSGALP00000001909 CID 1,374 - 1,386
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1371,8
2)" 209308 false 4077

ENSGALP00000023089 CID 69 - 80
ribosomal protein large P2 - CGNC 
Symbol 10655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1313
,71)" 983 false 4078

ENSGALP00000042479 CID Nov-25
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1415,8
0)" 6142 4079

ENSGALP00000003035 CID 123 - 134
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1517,
82)" 3028 true 1.8 4080



ENSGALP00000003035 CID 123 - 134
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1525,
86)" 6863 true 1.8 4081

ENSGALP00000020463 CID 338 - 350
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1379
,77)" 3813 true 0.79 4082

ENSGALP00000019832 CID 210 - 225
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1847,0
4)" 13050 false 4083

ENSGALP00000028664 CID 91 - 99
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1049,6
4)" 1616 false 4084

ENSGALP00000024495 CID 431 - 444
nuclear factor interleukin 3 regulated - 
CGNC Symbol 11317 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1428,8
4)" 9291 false 4085



ENSGALP00000003089 CID 324 - 336
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1430,8
5)" 37444 4086

ENSGALP00000003737 CID 359 - 372 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1573,
83)" 4101 4087

ENSGALP00000032039 CID 137 - 153 leupaxin - CGNC Symbol 14208 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2042,8
8)" 3498 true 1.26 4088

ENSGALP00000003612 CID 2,130 - 2,138
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1062,6
5)" 5340 4089

ENSGALP00000005033 CID 21 - 36
NHP2 ribonucleoprotein - CGNC Symbol 
17192 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1844,0
0)" 7720 true 1.85 4090



ENSGALP00000032039 CID 137 - 153 leupaxin - CGNC Symbol 14208 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2046,9
0)" 4396 4091

ENSGALP00000005161 CID 384 - 392

signal transducer and activator of 
transcription 3 (acute-phase response 
factor) - CGNC Symbol 2374 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1063,
62)" 8305 false 4092

ENSGALP00000012376 CID 408 - 416

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1063,
62)" 8305 false 4093

ENSGALP00000033991 CID 2-Oct
WD repeat domain 61 - CGNC Symbol 
2341 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1144,6
5)" 4653 true 1.08 4094

ENSGALP00000001480 CID 600 - 608 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1144,6
5)" 4653 4095



ENSGALP00000001195 CID 25 - 35
bromodomain adjacent to zinc finger 
domain 1B - CGNC Symbol 533 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1386,7
4)" 2342 true 1.15 4096

ENSGALP00000016822 CID 260 - 274
DEAH-box helicase 36 - CGNC Symbol 
7873 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1639
,78)" 11584 false 4097

ENSGALP00000005565 CID Feb-15
retinoblastoma binding protein 4 - CGNC 
Symbol 2572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1639
,78)" 11584 true 2.53 4098

ENSGALP00000022243 CID 748 - 756
aminopeptidase puromycin sensitive - 
CGNC Symbol 10259 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1068,
59)" 8119 true 0.54 4099

ENSGALP00000020744 CID 511 - 529
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2305,0
9)" 10711 true 0.6 4100



ENSGALP00000016334 CID 157 - 167
proteasome subunit alpha 6 - CGNC 
Symbol 7649 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1393,5
9)" 6095 true 0.5 4101

ENSGALP00000020744 CID 511 - 529
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2309,1
1)" 6406 4102

ENSGALP00000024767 CID 66 - 76
abhydrolase domain containing 10 - 
CGNC Symbol 11454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1196,7
1)" 6474 true 0.88 4103

ENSGALP00000012481 CID 50 - 71
ribosomal protein L4 - CGNC Symbol 
5828 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2364,1
6)" 2046 4104

ENSGALP00000024767 CID 66 - 76
abhydrolase domain containing 10 - 
CGNC Symbol 11454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1200,7
4)" 5708 4105



ENSGALP00000015128 CID 199 - 205 lamin B receptor - CGNC Symbol 49736 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(835,44
)" 1449 true 0.55 4106

ENSGALP00000038262 CID 20 - 26
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(944,5
6)" 4857 true 1.51 4107

ENSGALP00000018849 CID 260 - 269
interleukin enhancer binding factor 2 - 
CGNC Symbol 8794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1190,
70)" 5450 4108

ENSGALP00000017958 CID Nov-24
chromobox homolog 3 - CGNC Symbol 
8386 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1758
,00)" 4007 false 4109

ENSGALP00000027665 CID 82 - 99
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1888,9
3)" 3313 true 0.81 4110



ENSGALP00000012878 CID 57 - 75
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2091,1
2)" 5376 true 0.38 4111

ENSGALP00000038262 CID 20 - 26
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(948,5
8)" 8818 4112

ENSGALP00000023446 CID 118 - 127 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1205,
67)" 6207 true 0.83 4113

ENSGALP00000013738 CID 139 - 152
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1687,8
2)" 4220 true 1.54 4114

ENSGALP00000007837 CID 44 - 58
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1782
,85)" 951 true 0.93 4115



ENSGALP00000028746 CID Dec-27

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1981,9
5)" 11133 true 1.01 4116

ENSGALP00000012878 CID 57 - 75
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2099,1
7)" 2041 true 0.38 4117

ENSGALP00000023446 CID 118 - 127 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1209,
69)" 5139 4118

ENSGALP00000007837 CID 44 - 58
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1786
,90)" 881 4119

ENSGALP00000038957 CID 28 - 51
ribosomal protein L27 - CGNC Symbol 
49733 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2720,3
6)" 1628 4120



ENSGALP00000013738 CID 139 - 152
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1695,8
7)" 6489 true 1.54 4121

ENSGALP00000037866 CID 50 - 64
ornithine aminotransferase - CGNC 
Symbol 52788 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1764,9
1)" 8178 true 0.65 4122

ENSGALP00000038753 CID 490 - 508 coronin 7 - CGNC Symbol 50317 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2078,9
9)" 1592 4123

ENSGALP00000042855 CID 28 - 33
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(748,43
)" 15719 true 0.47 4124

ENSGALP00000027391 CID 41 - 50
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1099,
64)" 2853 false 4125



ENSGALP00000003715 CID 158 - 167
mesencephalic astrocyte derived 
neurotrophic factor - HGNC:15461 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1238,6
3)" 12620 false 4126

ENSGALP00000006604 CID 124 - 132
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1238,6
3)" 12620 true 0.45 4127

ENSGALP00000035658 CID 312 - 320
paraspeckle component 1 - CGNC 
Symbol 50884 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1238,6
3)" 12620 false 0.45 4128

ENSGALP00000037866 CID 50 - 64
ornithine aminotransferase - CGNC 
Symbol 52788 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1768,9
3)" 5329 4129

ENSGALP00000023089 CID 45 - 60
ribosomal protein large P2 - CGNC 
Symbol 10655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1872
,99)" 761 true 2.85 4130



ENSGALP00000004013 CID 90 - 98 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1060,6
4)" 1898 false 4131

ENSGALP00000006604 CID 124 - 132
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1242,6
5)" 5089 4132

ENSGALP00000020439 CID 113 - 124
eukaryotic translation initiation factor 3 
subunit D - CGNC Symbol 56714 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1501,8
3)" 1245 false 4133

ENSGALP00000022386 CID Nov-27
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1784,0
0)" 14219 false 4134

ENSGALP00000038155 CID 13 - 29
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1784,0
0)" 14219 false 4135



ENSGALP00000020666 CID 206 - 212
DEK proto-oncogene - CGNC Symbol 
9623 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(709,36
)" 7558 4136

ENSGALP00000020445 CID 1,393 - 1,400
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(993,54
)" 6632 4137

ENSGALP00000038904 CID 92 - 100
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1143,
68)" 17370 true 1.53 4138

ENSGALP00000021708 CID 125 - 144
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2122
,05)" 3824 4139

ENSGALP00000004641 CID 1,902 - 1,908
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(861,
53)" 34681 false 4140



ENSGALP00000020154 CID 341 - 347
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(903,51
)" 11713 true 0.75 4141

ENSGALP00000003455 CID 103 - 111
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1045
,56)" 4622 true 0.41 4142

ENSGALP00000034078 CID 58 - 67
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1255,
76)" 138857 true 0.89 4143

ENSGALP00000010965 CID 313 - 321
regulation of nuclear pre-mRNA domain 
containing 1B - CGNC Symbol 50965 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1072
,55)" 2086 4144

ENSGALP00000032184 CID 200 - 208 annexin A1 - CGNC Symbol 11272 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1092,6
3)" 33647 false 0.89 4145



ENSGALP00000035593 CID 68 - 77 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1092,6
3)" 33647 true 0.94 4146

ENSGALP00000024853 CID 200 - 210
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1263,6
6)" 996 true 0.56 4147

ENSGALP00000014097 CID 1-Dec
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1332,6
1)" 121715 4148

ENSGALP00000004186 CID 418 - 426 annexin A11 - CGNC Symbol 52013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1080,5
4)" 8204 true 0.77 4149

ENSGALP00000035593 CID 68 - 77 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1100,6
8)" 31628 true 0.94 4150



ENSGALP00000004186 CID 418 - 426 annexin A11 - CGNC Symbol 52013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1084,5
7)" 6284 4151

ENSGALP00000016334 CID 15 - 24
proteasome subunit alpha 6 - CGNC 
Symbol 7649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1184,6
4)" 4947 false 4152

ENSGALP00000042680 CID 85 - 95

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1547,8
0)" 210448 4153

ENSGALP00000015657 CID 85 - 95 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1547,8
0)" 210448 4154

ENSGALP00000018410 CID 39 - 47
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1105,6
0)" 29053 false 0.58 4155



ENSGALP00000006939 CID 463 - 482 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2196,1
7)" 2364 false 4156

ENSGALP00000010800 CID 61 - 71
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1214,7
1)" 12034 true 0.52 4157

ENSGALP00000038774 CID 274 - 280
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(900,5
5)" 1494 false 4158

ENSGALP00000026664 CID 19 - 27
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1133,6
3)" 4929 true 0.95 4159

ENSGALP00000010800 CID 61 - 71
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1218,7
3)" 6248 4160



ENSGALP00000034108 CID 32 - 42
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1261
,70)" 8421 4161

ENSGALP00000013240 CID 202 - 211
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1311,7
1)" 3924 true 0.55 4162

ENSGALP00000007822 CID 342 - 352
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1407,
83)" 32190 true 2.23 4163

ENSGALP00000042627 CID 68 - 74
Gallus gallus granulysin (GNLY) mRNA. - 
RefSeq mRNA NM_001044680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(916,5
7)" 11478 false 4164

ENSGALP00000003012 CID 307 - 313
malate dehydrogenase 2 - CGNC Symbol 
1378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(919,52
)" 6043 true 0.52 4165



ENSGALP00000036304 CID 106 - 122
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2075,1
9)" 4594 true 1.27 4166

ENSGALP00000012878 CID 221 - 230
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1246,7
1)" 4793 false 4167

ENSGALP00000010510 CID 77 - 88
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1482,7
2)" 34974 true 0.54 4168

ENSGALP00000000509 CID 554 - 566

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1482,7
2)" 34974 false 0.15 4169

ENSGALP00000036304 CID 106 - 122
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2083,2
3)" 2991 true 1.27 4170



ENSGALP00000030189 CID 48 - 54
cytochrome c oxidase subunit 6C - CGNC 
Symbol 13868 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(955,53
)" 2629 true 0.87 4171

ENSGALP00000016334 CID 157 - 167
proteasome subunit alpha 6 - CGNC 
Symbol 7649 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1401,6
4)" 2660 true 0.5 4172

ENSGALP00000040985 CID 156 - 169

aldo-keto reductase family 1 member B1-
like (aldose reductase) - CGNC Symbol 
50692 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1655,8
5)" 3401 true 0.43 4173

ENSGALP00000021055 CID 124 - 133 dynamin 1-like - CGNC Symbol 9791 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1150,7
2)" 4561 false 4174

ENSGALP00000007287 CID 87 - 96
ribosomal protein S14 - CGNC Symbol 
3393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1150,7
2)" 4561 true 0.5 4175



ENSGALP00000000236 CID 129 - 138
antigen peptide transporter 2 - Refseq 
NP_001092827 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1254,7
0)" 4600 false 1.16 4176

ENSGALP00000003737 CID 359 - 372 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1569,
78)" 1488 true 2.05 4177

ENSGALP00000007287 CID 87 - 96
ribosomal protein S14 - CGNC Symbol 
3393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1158,7
7)" 2287 true 0.5 4178

ENSGALP00000008398 CID 319 - 330
phenylalanyl-tRNA synthetase beta 
subunit - CGNC Symbol 3896 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1262,7
7)" 1332 false 4179

ENSGALP00000003737 CID 344 - 358 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1697,9
4)" 7020 true 1.05 4180



ENSGALP00000002828 CID 667 - 675
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1119,6
3)" 19961 true 0.33 4181

ENSGALP00000033991 CID 2-Oct
WD repeat domain 61 - CGNC Symbol 
2341 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1140,6
4)" 2038 true 1.08 4182

ENSGALP00000001480 CID 600 - 608 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1140,6
4)" 2038 false 1.08 4183

ENSGALP00000003978 CID 271 - 285
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1780,
95)" 7316 true 1.39 4184

ENSGALP00000039265 CID 985 - 999
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1780,
95)" 7316 true 1.39 4185



ENSGALP00000035717 CID 230 - 247

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2209,0
9)" 1797 4186

ENSGALP00000035595 CID 90 - 96
40S ribosomal protein S11 - Refseq 
NP_001026004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1007,5
2)" 5967 true 1.04 4187

ENSGALP00000027953 CID Oct-18
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1108,
67)" 3075 false 4188

ENSGALP00000026123 CID 291 - 307
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1916,
01)" 6740 true 2.47 4189

ENSGALP00000035595 CID 90 - 96
40S ribosomal protein S11 - Refseq 
NP_001026004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1011,5
4)" 6205 4190



ENSGALP00000004248 CID 25 - 33
DnaJ heat shock protein family (Hsp40) 
member C9 - CGNC Symbol 1946 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1118,6
3)" 77069 4191

ENSGALP00000034108 CID 392 - 399
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1118,6
3)" 77069 true 0.09 4192

ENSGALP00000035973 CID 45 - 63

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2064,
05)" 2864 4193

ENSGALP00000014746 CID 80 - 89
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1132,6
6)" 16410 true 0.41 4194

ENSGALP00000013129 CID 34 - 41
nicotinamide phosphoribosyltransferase - 
CGNC Symbol 50574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1151,5
4)" 10536 true 1.29 4195



ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1329,7
4)" 17605 4196

ENSGALP00000009985 CID 230 - 244
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1901,8
9)" 7313 true 0.81 4197

ENSGALP00000009985 CID 230 - 244
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1905,9
2)" 5960 4198

ENSGALP00000036122 CID 116 - 120

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(725,4
5)" 23627 false 4199

ENSGALP00000010888 CID 121 - 125

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(725,4
5)" 23627 false 4200



ENSGALP00000028746 CID 116 - 120

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(725,4
5)" 23627 false 4201

ENSGALP00000006578 CID 116 - 120

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(725,4
5)" 23627 false 4202

ENSGALP00000027989 CID 92 - 96

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(725,4
5)" 23627 false 4203

ENSGALP00000002409 CID 1,101 - 1,112
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1398,
81)" 1887 4204

ENSGALP00000038912 CID 17 - 31 alpha-D-globin - CGNC Symbol 50309 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1648,8
3)" 61786 4205



ENSGALP00000009007 CID 122 - 128
ADP-ribosylation factor 4 - CGNC Symbol 
55483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(814,5
1)" 6929 false 4206

ENSGALP00000040638 CID 444 - 449 no description available 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(837,42
)" 3606 true 0.77 4207

ENSGALP00000007280 CID 2-Aug
NPL4 homolog ubiquitin recognition 
factor - CGNC Symbol 3388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(857,
51)" 16629 4208

ENSGALP00000000383 CID 495 - 502
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(857,
51)" 16629 4209

ENSGALP00000024767 CID 259 - 265
abhydrolase domain containing 10 - 
CGNC Symbol 11454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(857,
51)" 16629 false 0.65 4210



ENSGALP00000023288 CID 150 - 157
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(874,5
3)" 1189 false 4211

ENSGALP00000011931 CID 944 - 950
general transcription factor IIIC subunit I 
- CGNC Symbol 50307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(874,5
3)" 1189 4212

ENSGALP00000035370 CID 73 - 79
hepatoma-derived growth factor - CGNC 
Symbol 58434 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(874,5
3)" 1189 false 1.58 4213

ENSGALP00000004104 CID 221 - 228
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(874,5
3)" 1189 false 4214

B4E1T1 CID 144 - 150

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(883,48
)" 8239 true 0.23 4215



P35908 CID 189 - 195
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(883,48
)" 8239 true 0.23 4216

P04259 CID 174 - 180
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(883,48
)" 8239 true 0.23 4217

ENSGALP00000019365 CID 175 - 181 annexin A5 - CGNC Symbol 9009 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(876,49
)" 1536 false 4218

ENSGALP00000007927 CID 39 - 46
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(887,48
)" 2727 4219

ENSGALP00000015409 CID 246 - 255 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1161
,63)" 4120 false 0.35 4220



ENSGALP00000023085 CID 221 - 230 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1161
,63)" 4120 false 0.35 4221

ENSGALP00000038179 CID 107 - 117
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1240,7
3)" 5915 false 0.98 4222

ENSGALP00000038179 CID 107 - 117
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1244,7
4)" 5775 4223

ENSGALP00000023364 CID 336 - 347
NOP56 ribonucleoprotein - CGNC 
Symbol 10777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1471,8
4)" 12514 true 0.73 4224

ENSGALP00000010633 CID 55 - 64
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1246,7
1)" 22850 true 0.97 4225



ENSGALP00000029993 CID Aug-32
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(3045,5
9)" 1443 4226

ENSGALP00000041510 CID 15 - 22 Hsap of 1: calreticulin - HGNC:1455 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1083,
66)" 1721 false 4227

ENSGALP00000008578 CID 92 - 103
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1532,7
2)" 6137 true 0.52 4228

ENSGALP00000004108 CID 370 - 381
differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 1882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1517
,82)" 2327 4229

ENSGALP00000008578 CID 92 - 103
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1536,7
5)" 2807 4230



ENSGALP00000004366 CID Oct-16
Cysteine-rich protein 1 - CGNC Symbol 
52178 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(949,55
)" 3531 false 4231

ENSGALP00000035815 CID 106 - 117

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1143,5
9)" 18719 4232

ENSGALP00000014105 CID 162 - 173

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1143,5
9)" 18719 4233

ENSGALP00000022724 CID 299 - 307
embryonic ectoderm development - 
CGNC Symbol 10494 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1147,6
0)" 1767 true 0.99 4234

ENSGALP00000034078 CID 58 - 67
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1247,
71)" 159798 true 0.89 4235



ENSGALP00000037522 CID 216 - 224
LUC7-like 3 pre-mRNA splicing factor - 
CGNC Symbol 53432 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1119,6
1)" 10804 false 0.67 4236

ENSGALP00000003342 CID 336 - 344
adaptor-related protein complex 2 beta 
1 subunit - CGNC Symbol 1528 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1162,
71)" 5994 4237

ENSGALP00000020445 CID 765 - 775
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1251,6
7)" 35033 true 0.31 4238

ENSGALP00000020445 CID 70 - 79
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1257,6
7)" 2793 false 4239

ENSGALP00000027541 CID 30 - 43
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1684,8
8)" 121155 4240



ENSGALP00000017462 CID 30 - 43
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1684,8
8)" 121155 true 1.03 4241

ENSGALP00000020445 CID 765 - 775
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1255,6
9)" 21469 4242

ENSGALP00000013431 CID 1,553 - 1,566
programmed cell death 11 - CGNC 
Symbol 6260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1632
,80)" 1215 4243

ENSGALP00000027541 CID 30 - 43
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1688,9
3)" 47410 true 0.52 4244

ENSGALP00000026406 CID 67 - 75
ribosomal protein S6 kinase 90kDa 
polypeptide 3 - CGNC Symbol 12282 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1181,
79)" 10573 false 4245



ENSGALP00000021742 CID 36 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1207,6
2)" 3619 true 1.97 4246

ENSGALP00000013808 CID 940 - 952 stromal antigen 2 - CGNC Symbol 51718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1424,
83)" 44475 false 1.48 4247

ENSGALP00000025600 CID 216 - 231
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1690
,87)" 8562 false 0.15 4248

ENSGALP00000035478 CID 971 - 984 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1690
,87)" 8562 false 0.15 4249

ENSGALP00000017049 CID 27 - 39
cytidine/uridine monophosphate kinase 
1 - CGNC Symbol 7971 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1493,7
8)" 6942 true 0.69 4250



ENSGALP00000026345 CID 42 - 59
acid phosphatase 1 soluble - CGNC 
Symbol 12245 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2001
,99)" 582 4251

ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1462,7
0)" 15322 true 0.61 4252

ENSGALP00000017049 CID 27 - 39
cytidine/uridine monophosphate kinase 
1 - CGNC Symbol 7971 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1497,8
0)" 4804 4253

ENSGALP00000041993 CID 64 - 78 ribosomal protein L21 - HGNC:10313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1696,
96)" 2101 false 4254

ENSGALP00000038979 CID 593 - 602
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1233,6
6)" 4595 false 0.29 4255



ENSGALP00000023188 CID 30 - 39

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1233,6
6)" 4595 true 1.07 4256

ENSGALP00000004046 CID 143 - 152
RAN member RAS oncogene family - 
CGNC Symbol 1850 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1270,6
8)" 33619 true 0.84 4257

ENSGALP00000027981 CID 244 - 256
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1288,
71)" 1581 true 0.48 4258

ENSGALP00000026337 CID 230 - 240 peroxiredoxin 4 - CGNC Symbol 12239 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1271,6
7)" 6495 false 4259

ENSGALP00000038463 CID 37 - 47
ribosomal protein L7a - CGNC Symbol 
50454 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1272,6
9)" 10918 true 0.89 4260



ENSGALP00000000316 CID 66 - 82 major vault protein - CGNC Symbol 136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1685,9
0)" 1261 true 1.12 4261

ENSGALP00000023617 CID 53 - 69
endoplasmic reticulum aminopeptidase 
1 - CGNC Symbol 52992 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1717,
89)" 4072 4262

ENSGALP00000004046 CID 143 - 152
RAN member RAS oncogene family - 
CGNC Symbol 1850 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1278,7
2)" 23482 true 0.84 4263

ENSGALP00000000316 CID 66 - 82 major vault protein - CGNC Symbol 136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1689,9
2)" 1408 4264

ENSGALP00000009037 CID 598 - 606 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1119
,57)" 2564 true 0.74 4265



ENSGALP00000038463 CID 37 - 47
ribosomal protein L7a - CGNC Symbol 
50454 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1280,7
5)" 9726 true 0.89 4266

ENSGALP00000040101 CID 769 - 773 myosin IXB - CGNC Symbol 2718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(725,39
)" 18409 true 0.34 4267

ENSGALP00000009037 CID 598 - 606 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1123
,59)" 4939 4268

ENSGALP00000007945 CID 72 - 82

translocase of inner mitochondrial 
membrane 8 homolog A (yeast) - CGNC 
Symbol 3689 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1412,6
3)" 1406 true 0.72 4269

ENSGALP00000002525 CID 548 - 559 septin 9 - CGNC Symbol 50494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1497,7
6)" 5331 4270



ENSGALP00000017495 CID 368 - 377 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1249
,67)" 1051 true 0.75 4271

ENSGALP00000018652 CID 319 - 329
actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 8704 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1371,7
5)" 6443 true 0.8 4272

ENSGALP00000009960 CID 146 - 158
ribosomal protein L13 - CGNC Symbol 
49509 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1432,
80)" 43056 4273

ENSGALP00000038774 CID 203 - 210
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(976,57
)" 7027 true 4.96 4274

ENSGALP00000018652 CID 319 - 329
actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 8704 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1375,7
7)" 4643 4275



ENSGALP00000003089 CID 339 - 358
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2174,
16)" 2706 true 1.99 4276

ENSGALP00000023288 CID 248 - 260
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1496,
84)" 5614 false 4277

ENSGALP00000042274 CID 325 - 336
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1502,7
5)" 4931 true 1.07 4278

ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1502,7
5)" 4931 true 1.07 4279

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1502,7
5)" 4931 true 1.07 4280



ENSGALP00000003089 CID 339 - 358
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2178,
18)" 5374 4281

ENSGALP00000027541 CID 31 - 43
high mobility group box 1 - CGNC 
Symbol 49444 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1520,7
2)" 12848 false 0.49 4282

ENSGALP00000017462 CID 31 - 43
high mobility group box 2 - CGNC 
Symbol 8169 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1520,7
2)" 12848 true 0.65 4283

ENSGALP00000000639 CID 73 - 83 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1308
,64)" 2106 true 1.71 4284

ENSGALP00000017462 CID 31 - 43
high mobility group box 2 - CGNC 
Symbol 8169 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1524,7
5)" 18956 4285



ENSGALP00000038835 CID 151 - 163 mutS homolog 6 - CGNC Symbol 6804 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1524,7
5)" 18956 false 0.92 4286

ENSGALP00000027541 CID 31 - 43
high mobility group box 1 - CGNC 
Symbol 49444 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1524,7
5)" 18956 false 0.37 4287

ENSGALP00000019634 CID 362 - 377
programmed cell death 6 interacting 
protein - CGNC Symbol 9128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1904,
01)" 1178 true 1.4 4288

ENSGALP00000019192 CID 240 - 246
uridine monophosphate synthetase - 
CGNC Symbol 8931 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(875,5
3)" 3934 true 0.24 4289

ENSGALP00000037524 CID 95 - 106 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1466,8
4)" 122977 true 0.54 4290



ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1466,8
4)" 122977 true 0.54 4291

ENSGALP00000027541 CID 31 - 43
high mobility group box 1 - CGNC 
Symbol 49444 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1528,7
9)" 5368 true 0.49 4292

ENSGALP00000037524 CID 95 - 106 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1474,9
0)" 53175 true 0.54 4293

ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1474,9
0)" 53175 true 0.54 4294

ENSGALP00000039530 CID 86 - 94

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(954,6
0)" 9381 false 4295



ENSGALP00000014097 CID 69 - 77
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1184,6
4)" 53718 true 0.22 4296

ENSGALP00000035478 CID 569 - 581 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1376,7
3)" 1136 true 1.38 4297

ENSGALP00000012471 CID 88 - 95
nucleophosmin/nucleoplasmin 3 - CGNC 
Symbol 5822 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(985,5
7)" 16612 true 0.48 4298

ENSGALP00000014097 CID 69 - 77
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1192,6
9)" 4550 true 0.22 4299

ENSGALP00000020154 CID 341 - 347
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(907,55
)" 4756 4300



ENSGALP00000009341 CID 132 - 139
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(989,6
0)" 5143 false 4301

ENSGALP00000012471 CID 88 - 95
nucleophosmin/nucleoplasmin 3 - CGNC 
Symbol 5822 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(989,6
0)" 5143 4302

ENSGALP00000019975 CID 234 - 244
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1200,6
6)" 16022 true 1.65 4303

ENSGALP00000005576 CID 205 - 215
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1200,6
6)" 16022 true 1.65 4304

ENSGALP00000013267 CID 194 - 208
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1895,8
3)" 8469 true 1.31 4305



ENSGALP00000013267 CID 194 - 208
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1899,8
6)" 11085 4306

ENSGALP00000039965 CID 1,185 - 1,202
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2230,9
4)" 3040 true 1.17 4307

ENSGALP00000006946 CID 91 - 95

minichromosome maintenance complex 
component 3 associated protein - CGNC 
Symbol 3212 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(724,4
2)" 1413 false 4308

ENSGALP00000022243 CID 770 - 775
aminopeptidase puromycin sensitive - 
CGNC Symbol 10259 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(724,4
2)" 1413 4309

ENSGALP00000011822 CID 94 - 101
proteasome 26S subunit non-ATPase 6 - 
CGNC Symbol 5531 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(948,55
)" 55862 4310



ENSGALP00000005130 CID 102 - 109
inosine triphosphatase - CGNC Symbol 
2361 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(948,55
)" 55862 false 7.33 4311

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1291,6
9)" 65226 true 0.47 4312

ENSGALP00000013240 CID 830 - 840
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1291,6
9)" 65226 false 0.65 4313

ENSGALP00000014298 CID 131 - 146
ribosomal protein L12 - CGNC Symbol 
50469 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1694
,84)" 5748 4314

ENSGALP00000039965 CID 1,185 - 1,202
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2234,9
7)" 3557 4315



ENSGALP00000037001 CID 167 - 174

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(978,52
)" 18373 true 0.8 4316

ENSGALP00000020275 CID 31 - 38
lectin galactoside-binding soluble 1 - 
CGNC Symbol 49833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(951,5
3)" 2760 true 1.44 4317

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1299,7
5)" 19895 true 0.47 4318

ENSGALP00000008336 CID Feb-15
adhesion regulating molecule 1 - CGNC 
Symbol 3870 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1416,7
6)" 19109 4319

ENSGALP00000008095 CID 229 - 242 adenosine kinase - CGNC Symbol 3760 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1720
,87)" 1083 false 4320



ENSGALP00000038935 CID 163 - 169
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(922,48
)" 3875 true 0.46 4321

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1307,6
9)" 3708 true 0.48 4322

ENSGALP00000016711 CID 502 - 512
guanine monophosphate synthase - 
CGNC Symbol 7825 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1189,
67)" 6161 true 0.85 4323

ENSGALP00000012298 CID 42 - 51
RAB11A member RAS oncogene family - 
CGNC Symbol 50011 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1108,6
0)" 4260 true 0.52 4324

ENSGALP00000013267 CID 80 - 89
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1176,
69)" 6965 true 0.37 4325



ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1325,7
2)" 9675 true 3.73 4326

ENSGALP00000000669 CID 78 - 90

Hsap of 4: nascent polypeptide-
associated complex alpha subunit - 
HGNC:7629 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1633,9
9)" 18759 true 1.03 4327

ENSGALP00000034108 CID 392 - 399
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1122,6
6)" 29122 4328

ENSGALP00000000669 CID 78 - 90

Hsap of 4: nascent polypeptide-
associated complex alpha subunit - 
HGNC:7629 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1646,0
7)" 18053 true 1.03 4329

ENSGALP00000013267 CID 80 - 89
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1184,
72)" 2071 true 0.37 4330



ENSGALP00000026345 CID 42 - 59
acid phosphatase 1 soluble - CGNC 
Symbol 12245 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1997
,95)" 664 false 4331

ENSGALP00000016337 CID 727 - 736

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1101,6
6)" 5047 false 0.83 4332

ENSGALP00000008338 CID 879 - 888
damage-specific DNA binding protein 1 
127kDa - CGNC Symbol 3871 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1101,6
6)" 5047 true 0.83 4333

ENSGALP00000009681 CID 97 - 107

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - CGNC 
Symbol 4513 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1360,
78)" 22663 true 0.85 4334

ENSGALP00000023295 CID 1,339 - 1,357
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2030
,96)" 909 4335



ENSGALP00000012163 CID 715 - 723
transcription elongation regulator 1 - 
CGNC Symbol 5680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1105,6
8)" 4538 false 4336

ENSGALP00000009681 CID 97 - 107

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - CGNC 
Symbol 4513 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1364,
81)" 19158 4337

ENSGALP00000033650 CID 508 - 519
FYN binding protein - CGNC Symbol 
2773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1364,
82)" 15166 4338

ENSGALP00000001027 CID 158 - 182
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2735,4
6)" 1362 false 4339

ENSGALP00000002038 CID 2-Aug

guanine nucleotide binding protein (G 
protein) beta polypeptide 1 - CGNC 
Symbol 50984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(902,
47)" 824 4340



ENSGALP00000008578 CID 83 - 91
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1183,6
2)" 6728 true 0.68 4341

ENSGALP00000012472 CID 287 - 298 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1534,8
2)" 14394 true 1.22 4342

ENSGALP00000013987 CID 533 - 545
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1444,
78)" 2407 false 4343

ENSGALP00000012472 CID 287 - 298 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1542,8
7)" 17583 true 1.22 4344

ENSGALP00000017495 CID 119 - 138 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2028,0
0)" 12607 true 0.65 4345



ENSGALP00000022243 CID 643 - 650
aminopeptidase puromycin sensitive - 
CGNC Symbol 10259 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(929,54
)" 9237 true 0.27 4346

ENSGALP00000017954 CID 126 - 133

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1106
,50)" 2897 true 0.44 4347

ENSGALP00000017495 CID 119 - 138 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2032,0
3)" 7984 4348

ENSGALP00000000383 CID 1,284 - 1,293
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1238
,58)" 1138 false 4349

ENSGALP00000008802 CID 257 - 268
ribosomal protein S2 - CGNC Symbol 
50281 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1499,8
0)" 7347 false 4350



ENSGALP00000008781 CID 154 - 166
ras homolog family member G - CGNC 
Symbol 4080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1570,7
9)" 6210 4351

ENSGALP00000020445 CID 824 - 829
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1007,5
1)" 4988 4352

ENSGALP00000023446 CID Aug-18 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1248
,66)" 2119 false 4353

ENSGALP00000002828 CID 727 - 738
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1483,
78)" 18177 4354

ENSGALP00000015623 CID 1,492 - 1,504
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1626,8
6)" 3415 true 0.7 4355



ENSGALP00000021253 CID 127 - 137
BH3 interacting domain death agonist - 
CGNC Symbol 9863 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1231,6
4)" 3321 true 0.92 4356

ENSGALP00000026858 CID Feb-14
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1297
,64)" 5910 4357

ENSGALP00000015409 CID 412 - 422 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1297
,64)" 5910 false 4358

ENSGALP00000018689 CID 340 - 349 septin 11 - CGNC Symbol 8720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1297,7
7)" 10583 false 4359

ENSGALP00000029589 CID 327 - 336 septin 6 - CGNC Symbol 51720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1297,7
7)" 10583 false 4360



ENSGALP00000014641 CID 99 - 113
endothelial differentiation related factor 
1 - CGNC Symbol 6846 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1783,0
0)" 6584 true 1.63 4361

ENSGALP00000007934 CID 466 - 480
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1796,
93)" 27462 true 0.84 4362

ENSGALP00000010510 CID 127 - 137
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1336,7
6)" 12313 true 0.78 4363

ENSGALP00000019120 CID 128 - 138
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1336,7
6)" 12313 true 0.78 4364

ENSGALP00000004159 CID 134 - 147
ribosomal protein L10a - CGNC Symbol 
51119 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1638,9
3)" 5888 true 0.42 4365



ENSGALP00000007934 CID 466 - 480
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1804,
98)" 22027 true 0.84 4366

ENSGALP00000023446 CID 78 - 93 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1873,
98)" 6879 true 2.14 4367

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2238,9
6)" 2787 true 1.63 4368

ENSGALP00000023446 CID 78 - 93 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1878,
01)" 16106 4369

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2242,9
8)" 4542 4370



ENSGALP00000017462 CID 13 - 24
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1540,
70)" 14833 true 6.12 4371

ENSGALP00000026633 CID 694 - 709

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1957,9
8)" 3450 true 1.09 4372

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1544,
73)" 117898 4373

ENSGALP00000017462 CID 13 - 24
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1544,
73)" 117898 4374

ENSGALP00000026633 CID 694 - 709

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1966,0
3)" 3775 true 1.09 4375



ENSGALP00000018987 CID 382 - 393 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1502
,57)" 1781 true 1.04 4376

ENSGALP00000041758 CID 94 - 100

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(803,5
1)" 2603 true 0.45 4377

ENSGALP00000022871 CID 435 - 444
tubulin tyrosine ligase like 12 - CGNC 
Symbol 10561 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1315,7
2)" 7894 true 1.81 4378

ENSGALP00000018987 CID 382 - 393 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1506
,59)" 1849 4379

ENSGALP00000001027 CID 192 - 205
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1593,
86)" 5332 true 2.03 4380



ENSGALP00000014260 CID 185 - 198
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1641,7
7)" 47676 true 0.62 4381

ENSGALP00000012854 CID 101 - 107

ATP synthase H+ transporting 
mitochondrial Fo complex subunit D - 
CGNC Symbol 5993 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(839,5
0)" 8608 4382

ENSGALP00000004251 CID 246 - 254
transcription factor A mitochondrial - 
CGNC Symbol 1948 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(974,57
)" 37587 4383

ENSGALP00000004327 CID 1,389 - 1,397 fatty acid synthase - CGNC Symbol 1983 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(974,57
)" 37587 false 4384

ENSGALP00000012376 CID 511 - 522

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1463,7
7)" 9493 true 0.46 4385



ENSGALP00000039758 CID 165 - 179
SAM and SH3 domain containing 3 - 
CGNC Symbol 2900 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1658
,78)" 2875 4386

ENSGALP00000001474 CID 80 - 94

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1705,8
6)" 25109 false 4387

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1705,8
6)" 25109 true 0.54 4388

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1713,9
1)" 13901 true 0.54 4389

ENSGALP00000032097 CID 259 - 275 CD5 molecule - CGNC Symbol 3864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1899,9
8)" 3398 4390



ENSGALP00000015886 CID 208 - 229
hematopoietic cell-specific Lyn substrate 
1 - CGNC Symbol 7430 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2557,2
2)" 2558 4391

ENSGALP00000009314 CID Apr-29 septin 2 - CGNC Symbol 4335 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2942,5
2)" 2131 4392

ENSGALP00000001332 CID 303 - 311
lysyl-tRNA synthetase - CGNC Symbol 
602 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(987,56
)" 3310 false 1.15 4393

ENSGALP00000009371 CID 85 - 96
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1418,7
1)" 1911 4394

ENSGALP00000001332 CID 303 - 311
lysyl-tRNA synthetase - CGNC Symbol 
602 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(991,58
)" 1992 4395



ENSGALP00000025606 CID 85 - 96
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1432,7
5)" 327314 true 0.34 4396

ENSGALP00000025280 CID 37 - 48 thioredoxin - CGNC Symbol 49804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1618,
94)" 7818 true 0.83 4397

ENSGALP00000027541 CID 30 - 43
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1676,8
5)" 37450 true 1.19 4398

ENSGALP00000017462 CID 30 - 43
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1676,8
5)" 37450 false 2.88 4399

ENSGALP00000020666 CID 343 - 356
DEK proto-oncogene - CGNC Symbol 
9623 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1777
,80)" 1168 true 1.03 4400



ENSGALP00000015531 CID 241 - 246
dynein cytoplasmic 1 intermediate chain 
2 - CGNC Symbol 7269 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(869,42
)" 1740 true 0.29 4401

ENSGALP00000025606 CID 85 - 96
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1436,7
8)" 96364 4402

ENSGALP00000020666 CID 343 - 356
DEK proto-oncogene - CGNC Symbol 
9623 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1781
,82)" 1199 4403

ENSGALP00000019178 CID Jan-15
ubiquitin-like modifier activating 
enzyme 6 - CGNC Symbol 8930 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1781
,82)" 1199 4404

ENSGALP00000015531 CID 1-Aug
dynein cytoplasmic 1 intermediate chain 
2 - CGNC Symbol 7269 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1051,5
4)" 1429 false 4405



ENSGALP00000039965 CID 719 - 726
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1051,5
4)" 1429 false 0.72 4406

ENSGALP00000006157 CID 114 - 124
peptidylprolyl cis/trans isomerase NIMA-
interacting 4 - CGNC Symbol 2839 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1349,7
1)" 2049 true 1.06 4407

ENSGALP00000003850 CID 29 - 35
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(828,49
)" 4620 true 0.9 4408

ENSGALP00000007265 CID 239 - 246
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1069,5
5)" 3844 true 0.58 4409

ENSGALP00000031272 CID 238 - 245
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1069,5
5)" 3844 true 0.58 4410



ENSGALP00000003187 CID 65 - 73
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1184,6
1)" 9502 false 4411

ENSGALP00000003737 CID 254 - 262 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1184,6
1)" 9502 false 4412

ENSGALP00000006157 CID 114 - 124
peptidylprolyl cis/trans isomerase NIMA-
interacting 4 - CGNC Symbol 2839 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1353,7
3)" 2179 4413

ENSGALP00000016629 CID 102 - 109 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(932,5
9)" 6714 false 4414

ENSGALP00000027391 CID 430 - 438
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1190,
77)" 20010 true 0.99 4415



ENSGALP00000002252 CID 540 - 552
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1523,9
2)" 1749 false 4416

ENSGALP00000007487 CID 138 - 151
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1620,8
9)" 3229 4417

ENSGALP00000005271 CID 283 - 298
eukaryotic translation initiation factor 3 
subunit I - CGNC Symbol 2428 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1735,8
6)" 1681 true 6.74 4418

ENSGALP00000012869 CID 109 - 116
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(886,53
)" 4237 true 0.89 4419

ENSGALP00000015846 CID 237 - 244
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(975,56
)" 7332 true 0.37 4420



P35527 CID 225 - 233
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1088
,59)" 2445 true 0.88 4421

ENSGALP00000018693 CID 471 - 483

neural precursor cell expressed 
developmentally down-regulated 1 - 
CGNC Symbol 8722 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1365,8
2)" 2497 false 4422

ENSGALP00000018195 CID 225 - 235
proteasome subunit beta 1 - CGNC 
Symbol 8487 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1365,8
2)" 2497 true 0.78 4423

ENSGALP00000025005 CID 68 - 78
RAD23 homolog B (S. cerevisiae) - CGNC 
Symbol 11587 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1365,8
2)" 2497 false 4424

ENSGALP00000016623 CID 96 - 105
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1378,6
7)" 12923 true 1.85 4425



ENSGALP00000037462 CID 114 - 126 thymopoietin - CGNC Symbol 50621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1390,
78)" 10884 4426

ENSGALP00000009314 CID Apr-29 septin 2 - CGNC Symbol 4335 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2938,4
8)" 507 true 2.67 4427

ENSGALP00000039265 CID 857 - 867
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1158,6
2)" 7402 4428

ENSGALP00000003978 CID 143 - 153
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1158,6
2)" 7402 4429

ENSGALP00000014107 CID 191 - 201 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1324,6
4)" 25689 true 0.74 4430



ENSGALP00000021708 CID 102 - 115
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1492,
89)" 5780 true 1.22 4431

ENSGALP00000019299 CID 51 - 63
small nuclear ribonucleoprotein D1 
polypeptide - CGNC Symbol 8976 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1582,8
9)" 11186 true 1.38 4432

ENSGALP00000002695 CID 74 - 83

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1028,6
0)" 12180 true 1.29 4433

ENSGALP00000038179 CID 18 - 26
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1212,6
7)" 11675 false 4434

ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1262
,63)" 16570 true 1.11 4435



ENSGALP00000019299 CID 51 - 63
small nuclear ribonucleoprotein D1 
polypeptide - CGNC Symbol 8976 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1586,9
1)" 15488 4436

ENSGALP00000004366 CID 37 - 64
Cysteine-rich protein 1 - CGNC Symbol 
52178 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(3181,5
5)" 1510 false 4437

ENSGALP00000002695 CID 74 - 83

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1032,6
3)" 9909 4438

ENSGALP00000000224 CID 81 - 91
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1289
,66)" 3555 true 0.69 4439

ENSGALP00000016196 CID 377 - 388
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1362,7
0)" 10741 4440



ENSGALP00000043372 CID 192 - 203
farnesyl diphosphate synthase - CGNC 
Symbol 23240 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1506,7
0)" 2940 true 1.13 4441

ENSGALP00000007487 CID 138 - 151
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1616,8
7)" 3519 true 0.95 4442

ENSGALP00000003152 CID 594 - 602
adenosylhomocysteinase - CGNC Symbol 
1443 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1049,6
5)" 2495 true 1.67 4443

ENSGALP00000000224 CID 81 - 91
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1293
,68)" 2459 4444

ENSGALP00000032688 CID 1-Nov
protein phosphatase 4 regulatory 
subunit 2 - CGNC Symbol 5906 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1387,7
3)" 6708 false 4445



ENSGALP00000014308 CID 191 - 203
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1387,7
3)" 6708 true 1.18 4446

ENSGALP00000043372 CID 192 - 203
farnesyl diphosphate synthase - CGNC 
Symbol 23240 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1510,7
2)" 3316 4447

ENSGALP00000016175 CID 166 - 178
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1609,
04)" 2006 false 4448

ENSGALP00000012878 CID 157 - 171
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1662,8
2)" 45352 true 0.39 4449

ENSGALP00000040958 CID 74 - 84 Histone H3.2 - UP P84229 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1391,7
4)" 68674 true 3.09 4450



ENSGALP00000013722 CID 621 - 631

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1391,7
4)" 68674 false 0.68 4451

ENSGALP00000014768 CID 345 - 357
EH-domain containing 3 - CGNC Symbol 
51465 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1537,7
8)" 6677 true 0.65 4452

ENSGALP00000012878 CID 157 - 171
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1666,8
5)" 16868 4453

ENSGALP00000004104 CID 385 - 398
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1812,9
2)" 1632 true 1.38 4454

ENSGALP00000026663 CID 49 - 61

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1383,
82)" 4974 false 0.99 4455



ENSGALP00000041856 CID Jan-13 MHC BF1 class I - CGNC Symbol 54365 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1399,7
9)" 231503 4456

ENSGALP00000011006 CID 333 - 344 catenin beta like 1 - CGNC Symbol 5146 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1418
,72)" 1441 false 4457

ENSGALP00000014768 CID 345 - 357
EH-domain containing 3 - CGNC Symbol 
51465 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1541,8
0)" 4336 4458

ENSGALP00000021294 CID 478 - 491
NOP2/Sun RNA methyltransferase 
family member 2 - CGNC Symbol 9878 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1693,
92)" 35516 4459

ENSGALP00000003089 CID 754 - 766
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1693,
92)" 35516 true 1.46 4460



ENSGALP00000004104 CID 385 - 398
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1816,9
5)" 3077 4461

ENSGALP00000013267 CID 104 - 112
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1097,6
5)" 8712 true 0.43 4462

ENSGALP00000001480 CID 192 - 202 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1374,7
2)" 33812 4463

ENSGALP00000011210 CID Jan-15
DALR anticodon binding domain 
containing 3 - CGNC Symbol 5230 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1765,
95)" 26048 4464

ENSGALP00000009314 CID 78 - 91 septin 2 - CGNC Symbol 4335 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1631
,85)" 1114 true 1.72 4465



ENSGALP00000016660 CID 650 - 666
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1831,9
3)" 2468 4466

ENSGALP00000013267 CID 279 - 290
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1480,7
0)" 31510 true 1.04 4467

ENSGALP00000000293 CID 90 - 103
Hsap of 4: signal recognition particle 
19kDa - HGNC:11300 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1672
,80)" 1173 false 4468

ENSGALP00000014641 CID 99 - 113
endothelial differentiation related factor 
1 - CGNC Symbol 6846 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1774,9
5)" 3053 true 1.63 4469

ENSGALP00000021838 CID 125 - 142
RNA binding motif protein 14 - 
HGNC:14219 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1839,
99)" 4763 4470



ENSGALP00000040101 CID 1,981 - 1,991 myosin IXB - CGNC Symbol 2718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1355,8
0)" 1163 true 2.35 4471

ENSGALP00000009341 CID 146 - 158
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1355,8
0)" 1163 false 2.35 4472

ENSGALP00000015657 CID 85 - 95 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1515,7
4)" 1460 4473

ENSGALP00000042680 CID 85 - 95

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1515,7
4)" 1460 4474

ENSGALP00000027391 CID Feb-16
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1735
,76)" 1131 4475



ENSGALP00000018441 CID 427 - 441
aspartyl aminopeptidase - CGNC Symbol 
8600 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1737,9
3)" 2223 true 0.85 4476

ENSGALP00000008578 CID 329 - 336
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(890,49
)" 889 false 4477

ENSGALP00000015623 CID 465 - 472
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(890,49
)" 889 false 4478

ENSGALP00000041159 CID 34 - 45 ribosomal protein S16 - HGNC:10396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1438,7
8)" 15497 true 0.42 4479

ENSGALP00000023523 CID 87 - 97 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1529,7
7)" 11694 false 4480



ENSGALP00000035143 CID 113 - 120 drebrin like - CGNC Symbol 15268 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(969,54
)" 1606 false 0.58 4481

ENSGALP00000015657 CID 85 - 95 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1543,7
7)" 260307 true 0.8 4482

ENSGALP00000042680 CID 85 - 95

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1543,7
7)" 260307 true 0.8 4483

ENSGALP00000015735 CID 261 - 266
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(889,5
3)" 2762 4484

ENSGALP00000035478 CID 2,107 - 2,125 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2061
,96)" 1380 false 4485



ENSGALP00000009487 CID 316 - 337 ribophorin I - CGNC Symbol 4413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2596,3
9)" 1124 false 4486

ENSGALP00000005662 CID 43 - 49
karyopherin alpha 2 (RAG cohort 1 
importin alpha 1) - CGNC Symbol 50505 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(949,4
9)" 10384 false 0.66 4487

ENSGALP00000000639 CID 235 - 251 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2089,1
1)" 3702 false 4488

ENSGALP00000002234 CID Feb-13
RAB14 member RAS oncogene family - 
CGNC Symbol 1018 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1507,7
4)" 4702 true 0.61 4489

ENSGALP00000002235 CID 28 - 41 stathmin 1 - CGNC Symbol 49630 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1593,9
7)" 10826 false 4490



ENSGALP00000039872 CID 251 - 265
regulator of chromosome condensation 
2 - CGNC Symbol 287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1699,
08)" 13406 false 4491

ENSGALP00000003431 CID Nov-28

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2335
,12)" 558 true 3.07 4492

ENSGALP00000022676 CID 24 - 32
H2A histone family member V - 
HGNC:20664 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(972,5
6)" 433202 true 0.78 4493

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(972,5
6)" 433202 true 0.78 4494

ENSGALP00000042371 CID 22 - 30 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(972,5
6)" 433202 true 0.78 4495



ENSGALP00000006366 CID 37 - 46
apoptosis-inducing factor mitochondrion-
associated 1 - CGNC Symbol 2941 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(972,5
6)" 433202 false 1.75 4496

ENSGALP00000023626 CID 472 - 490 zyxin - CGNC Symbol 10889 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2247,0
6)" 2388 true 1.48 4497

ENSGALP00000003431 CID Nov-28

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2343
,17)" 1713 true 3.07 4498

ENSGALP00000020744 CID 395 - 403
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1071
,53)" 5006 true 0.22 4499

ENSGALP00000023626 CID 472 - 490 zyxin - CGNC Symbol 10889 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2255,1
2)" 3925 true 1.48 4500



ENSGALP00000020744 CID 395 - 403
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1079
,58)" 664 true 0.22 4501

ENSGALP00000018987 CID 302 - 312 t-complex 1 - CGNC Symbol 8842 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1231,6
4)" 5840 4502

ENSGALP00000015741 CID 147 - 166
mitotic checkpoint protein BUB3 - 
Refseq NP_001006506 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2264,1
3)" 3021 4503

ENSGALP00000023115 CID 403 - 410
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1088,
50)" 5684 true 1.33 4504

ENSGALP00000036122 CID Dec-27

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1995,9
4)" 7411 false 4505



ENSGALP00000022525 CID 118 - 124
pre-mRNA-processing factor 19 - Refseq 
NP_001034420 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(890,53
)" 1139 false 4506

ENSGALP00000023115 CID 403 - 410
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1092,
52)" 7569 4507

ENSGALP00000026457 CID 285 - 295
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1334,7
2)" 2516 true 1.12 4508

ENSGALP00000000304 CID 190 - 211
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2397,1
9)" 3655 4509

ENSGALP00000003296 CID 243 - 249

lymphocyte cytosolic protein 2 (SH2 
domain containing leukocyte protein of 
76kDa) - CGNC Symbol 1506 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(843,47
)" 2425 true 1.86 4510



ENSGALP00000014308 CID 25 - 31
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(899,53
)" 3921 false 4511

ENSGALP00000023288 CID 32 - 40
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(990,6
0)" 4547 false 4512

ENSGALP00000025606 CID 248 - 255
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1031,6
1)" 69400 true 1.13 4513

ENSGALP00000009371 CID 248 - 255
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1031,6
1)" 69400 true 1.13 4514

ENSGALP00000026457 CID 285 - 295
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1338,7
5)" 2818 4515



ENSGALP00000022243 CID 643 - 650
aminopeptidase puromycin sensitive - 
CGNC Symbol 10259 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(933,56
)" 2017 4516

ENSGALP00000003089 CID 366 - 377
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1270
,67)" 1518 true 0.69 4517

ENSGALP00000002234 CID Feb-13
RAB14 member RAS oncogene family - 
CGNC Symbol 1018 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1511,7
6)" 2274 true 0.61 4518

ENSGALP00000013122 CID 97 - 121
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2588,2
8)" 4922 true 1.2 4519

ENSGALP00000020445 CID 1,923 - 1,932
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1191,
71)" 46346 4520



ENSGALP00000026384 CID 441 - 449
trafficking protein particle complex 12 - 
CGNC Symbol 12265 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1191,
71)" 46346 false 0.21 4521

ENSGALP00000026406 CID 696 - 702
ribosomal protein S6 kinase 90kDa 
polypeptide 3 - CGNC Symbol 12282 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(859,53
)" 11541 false 3.26 4522

ENSGALP00000004327 CID 2,117 - 2,127 fatty acid synthase - CGNC Symbol 1983 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1165,
66)" 11925 false 1.8 4523

ENSGALP00000042374 CID 541 - 550
thimet oligopeptidase 1 - CGNC Symbol 
52774 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1165,
66)" 11925 4524

ENSGALP00000035370 CID 62 - 72
hepatoma-derived growth factor - CGNC 
Symbol 58434 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1541
,76)" 1004 false 4525



ENSGALP00000009371 CID 135 - 146
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1370,8
1)" 63498 true 0.69 4526

ENSGALP00000025606 CID 135 - 146
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1370,8
1)" 63498 true 0.69 4527

ENSGALP00000019468 CID 416 - 426 aconitase 2 - CGNC Symbol 9059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1280,7
1)" 9354 4528

ENSGALP00000025606 CID 135 - 146
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1378,8
6)" 34276 true 0.69 4529

ENSGALP00000009371 CID 135 - 146
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1378,8
6)" 34276 true 0.69 4530



ENSGALP00000023278 CID 314 - 325
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1414,7
4)" 15822 true 1.31 4531

ENSGALP00000034108 CID 475 - 488
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1650
,80)" 1763 true 1.08 4532

ENSGALP00000035478 CID 348 - 359 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1341,
78)" 2161 false 4533

ENSGALP00000023278 CID 314 - 325
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1422,7
9)" 20717 true 1.31 4534

ENSGALP00000034108 CID 475 - 488
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1654
,81)" 1905 4535



P04264 CID 377 - 386
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1207,6
4)" 3290 true 0.23 4536

P04259 CID 360 - 369
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1207,6
4)" 3290 true 0.23 4537

ENSGALP00000005643 CID 256 - 267

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1229,
72)" 3402 true 0.65 4538

ENSGALP00000013267 CID 56 - 68
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1430,7
2)" 8179 true 0.54 4539

ENSGALP00000023866 CID 1,874 - 1,886

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1430,7
2)" 8179 false 0.54 4540



ENSGALP00000038313 CID 124 - 137

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-catalytic 
subunit - CGNC Symbol 7657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1697
,74)" 1473 true 0.84 4541

ENSGALP00000005643 CID 256 - 267

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1237,
77)" 2225 true 0.65 4542

ENSGALP00000003423 CID 616 - 626
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1446,7
4)" 5737 true 0.58 4543

ENSGALP00000038313 CID 124 - 137

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-catalytic 
subunit - CGNC Symbol 7657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1701
,76)" 1231 4544

ENSGALP00000035959 CID 119 - 133
carbonyl reductase 1 - CGNC Symbol 
50782 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1843,0
5)" 10241 true 1.97 4545



ENSGALP00000014509 CID 71 - 96
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2704,4
1)" 2713 false 4546

ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1277,
59)" 64818 true 1.26 4547

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1277,
59)" 64818 true 1.26 4548

ENSGALP00000035959 CID 119 - 133
carbonyl reductase 1 - CGNC Symbol 
50782 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1851,1
0)" 21983 true 1.97 4549

ENSGALP00000016447 CID 111 - 123
ribosomal protein S8 - CGNC Symbol 
52222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1631,8
4)" 7050 true 1.19 4550



ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1297,
60)" 7881 4551

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1297,
60)" 7881 4552

ENSGALP00000016447 CID 111 - 123
ribosomal protein S8 - CGNC Symbol 
52222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1635,8
6)" 7416 4553

ENSGALP00000013240 CID 892 - 900
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(969,
58)" 1755 4554

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1539,8
1)" 74188 4555



ENSGALP00000009341 CID 1,151 - 1,157
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(982,
51)" 1153 false 4556

ENSGALP00000023473 CID 135 - 144
Hsap of 81: major histocompatibility 
complex class I E - HGNC:4962 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1219,5
4)" 5335 true 2.84 4557

ENSGALP00000018410 CID 740 - 753
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1530,
93)" 5686 true 3.71 4558

ENSGALP00000039270 CID 654 - 667
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1530,
93)" 5686 true 3.71 4559

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1555,8
4)" 286016 true 1.66 4560



ENSGALP00000037871 CID 204 - 218
WAS/WASL interacting protein family 
member 1 - CGNC Symbol 7084 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1566,
86)" 4074 4561

ENSGALP00000031272 CID 60 - 73
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1688,8
4)" 8362 true 0.51 4562

ENSGALP00000007819 CID 43 - 56 peptidase D - CGNC Symbol 3636 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1557,8
4)" 4672 false 4563

ENSGALP00000031272 CID 60 - 73
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1692,8
6)" 4250 4564

ENSGALP00000026664 CID 785 - 798
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1692,8
6)" 4250 false 4565



ENSGALP00000011210 CID Jan-15
DALR anticodon binding domain 
containing 3 - CGNC Symbol 5230 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1751,
93)" 50358 4566

ENSGALP00000018454 CID 412 - 422 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1476,8
5)" 14459 false 4567

ENSGALP00000037524 CID 401 - 411 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1476,8
5)" 14459 false 4568

ENSGALP00000016978 CID 391 - 401
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1476,8
5)" 14459 false 4569

ENSGALP00000025745 CID 39 - 52

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - CGNC 
Symbol 11954 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1624,
99)" 17610 true 1.45 4570



ENSGALP00000014374 CID 126 - 142
malate dehydrogenase 1 - CGNC Symbol 
6725 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1820,
04)" 3062 false 4571

ENSGALP00000021838 CID 125 - 142
RNA binding motif protein 14 - 
HGNC:14219 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1836,
00)" 1204 true 2.27 4572

ENSGALP00000003139 CID 357 - 372
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1751,9
0)" 13215 true 0.76 4573

ENSGALP00000010214 CID 79 - 86

Gallus gallus macrophage migration 
inhibitory factor (glycosylation-inhibiting 
factor) (MIF) mRNA. - RefSeq mRNA 
NM_001305091 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1019,5
6)" 5298 true 0.84 4574

ENSGALP00000041758 CID 539 - 548

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1084,6
3)" 2471 false 4575



ENSGALP00000006157 CID 22 - 33
peptidylprolyl cis/trans isomerase NIMA-
interacting 4 - CGNC Symbol 2839 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1084,6
3)" 2471 false 4576

ENSGALP00000022293 CID 577 - 585 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1182
,55)" 4539 true 0.83 4577

ENSGALP00000007490 CID 574 - 582 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1182
,55)" 4539 true 0.83 4578

ENSGALP00000003139 CID 357 - 372
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1755,9
3)" 11599 4579

ENSGALP00000036405 CID 275 - 294
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2270,
23)" 839 4580



ENSGALP00000017934 CID 81 - 87
cytochrome c somatic - CGNC Symbol 
8375 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(835,5
1)" 4379 false 4581

ENSGALP00000003914 CID 357 - 363
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(835,5
1)" 4379 false 4582

ENSGALP00000003012 CID 269 - 278
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1223
,61)" 7563 true 0.51 4583

ENSGALP00000032184 CID 312 - 319 annexin A1 - CGNC Symbol 11272 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(936,5
4)" 9693 true 0.69 4584

ENSGALP00000008236 CID 786 - 793
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1111,6
5)" 11948 true 0.74 4585



ENSGALP00000003012 CID 269 - 278
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1227
,64)" 3368 4586

ENSGALP00000014107 CID 140 - 149 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1282
,60)" 14815 true 0.35 4587

ENSGALP00000001474 CID 112 - 116

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(723,4
4)" 3867 false 4588

ENSGALP00000002828 CID 226 - 234
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1150,6
4)" 3235 false 4589

ENSGALP00000035339 CID 78 - 89

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1290
,67)" 2181 false 4590



ENSGALP00000039050 CID 804 - 822
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2107,1
2)" 1823 true 1.56 4591

ENSGALP00000023917 CID 111 - 124
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1649,7
9)" 5984 4592

ENSGALP00000039050 CID 804 - 822
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2111,1
4)" 2846 4593

ENSGALP00000010376 CID 609 - 614
Rac/Cdc42 guanine nucleotide exchange 
factor (GEF) 6 - CGNC Symbol 4852 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(826,4
8)" 6426 false 4594

ENSGALP00000020154 CID 68 - 74
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(826,4
8)" 6426 false 0.63 4595



ENSGALP00000002828 CID 449 - 455
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(849,4
7)" 4472 true 0.67 4596

ENSGALP00000019468 CID 416 - 426 aconitase 2 - CGNC Symbol 9059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1276,6
9)" 9845 true 0.53 4597

ENSGALP00000039872 CID 233 - 242
regulator of chromosome condensation 
2 - CGNC Symbol 287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1325
,67)" 12488 4598

ENSGALP00000012145 CID 397 - 413
structure specific recognition protein 1 - 
CGNC Symbol 49844 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2087,0
4)" 10449 false 4599

ENSGALP00000002828 CID 449 - 455
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(853,4
9)" 3001 4600



ENSGALP00000036720 CID 730 - 740
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1184,7
5)" 2387 false 4601

ENSGALP00000007466 CID 168 - 174
actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 15421 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(897,5
4)" 1530 false 4602

ENSGALP00000042962 CID 112 - 130
zinc finger protein 740 - CGNC Symbol 
63794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2421,2
0)" 1010 false 4603

ENSGALP00000001002 CID Apr-23

nuclear casein kinase and cyclin-
dependent kinase substrate 1 - CGNC 
Symbol 448 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2430,1
3)" 1646 false 4604

ENSGALP00000007379 CID 151 - 162

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1450
,78)" 1864 4605



ENSGALP00000026127 CID 1,333 - 1,345 thyroglobulin - CGNC Symbol 65221 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1524,9
0)" 19750 true 1.44 4606

ENSGALP00000035595 CID 38 - 44
40S ribosomal protein S11 - Refseq 
NP_001026004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(804,49
)" 1346 false 4607

ENSGALP00000016490 CID 562 - 570
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1197,
69)" 1428 4608

ENSGALP00000001750 CID 106 - 117 prohibitin - CGNC Symbol 51144 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1472
,69)" 2708 true 1.08 4609

ENSGALP00000022871 CID 409 - 423
tubulin tyrosine ligase like 12 - CGNC 
Symbol 10561 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1738,9
4)" 3078 true 0.74 4610



ENSGALP00000042023 CID 90 - 101
NADH:ubiquinone oxidoreductase core 
subunit S2 - CGNC Symbol 66024 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1252,7
0)" 6333 true 0.67 4611

ENSGALP00000001750 CID 106 - 117 prohibitin - CGNC Symbol 51144 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1476
,72)" 2986 4612

ENSGALP00000038753 CID 853 - 868 coronin 7 - CGNC Symbol 50317 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1773,0
1)" 4985 false 4613

ENSGALP00000042023 CID 90 - 101
NADH:ubiquinone oxidoreductase core 
subunit S2 - CGNC Symbol 66024 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1256,6
9)" 4405 4614

ENSGALP00000020445 CID 144 - 159
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1942,9
5)" 12504 true 0.71 4615



ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1293,
58)" 4713 true 1.25 4616

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1293,
58)" 4713 true 1.25 4617

ENSGALP00000012869 CID 20 - 33
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1515
,76)" 3722 4618

ENSGALP00000024803 CID 158 - 170
prolyl endopeptidase - CGNC Symbol 
11476 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1515
,76)" 3722 4619

ENSGALP00000020445 CID 144 - 159
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1946,9
8)" 8481 4620



ENSGALP00000042374 CID 419 - 438
thimet oligopeptidase 1 - CGNC Symbol 
52774 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2238,0
7)" 2469 4621

ENSGALP00000014308 CID 124 - 136
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1512,8
3)" 6323 true 1.42 4622

ENSGALP00000019471 CID 83 - 95
PHD finger protein 5A - CGNC Symbol 
9062 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1402,7
5)" 2726 false 1.18 4623

ENSGALP00000016175 CID 333 - 344
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1402,7
5)" 2726 false 1.04 4624

ENSGALP00000014308 CID 124 - 136
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1520,8
8)" 8963 true 1.42 4625



ENSGALP00000013808 CID 654 - 663 stromal antigen 2 - CGNC Symbol 51718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1195,
70)" 4763 true 0.21 4626

ENSGALP00000003898 CID 389 - 399 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1401,
74)" 4654 false 4627

ENSGALP00000002525 CID 388 - 397 septin 9 - CGNC Symbol 50494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1323,7
2)" 2053 4628

ENSGALP00000002695 CID 59 - 73

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1589,7
7)" 45343 true 1.16 4629

ENSGALP00000015409 CID 842 - 854 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1589,7
7)" 45343 false 1.16 4630



ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(872,45
)" 22773 true 0.95 4631

ENSGALP00000015409 CID 733 - 743 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1366,6
5)" 3345 true 0.75 4632

ENSGALP00000002695 CID 59 - 73

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1593,8
0)" 47801 4633

ENSGALP00000043386 CID 206 - 220 Hsap of 1: dynamin 2 - HGNC:2974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1784
,90)" 2544 true 1.05 4634

ENSGALP00000039965 CID 1,144 - 1,150
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(880,51
)" 6399 false 0.27 4635



ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(880,51
)" 6399 true 0.95 4636

ENSGALP00000004745 CID 638 - 644 nucleoporin 93kDa - CGNC Symbol 2176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(890,51
)" 20192 false 1.03 4637

ENSGALP00000042598 CID 152 - 159
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(890,51
)" 20192 true 1.03 4638

ENSGALP00000015412 CID 161 - 168
cyclin-dependent kinase 6 - CGNC 
Symbol 51286 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(890,51
)" 20192 true 1.03 4639

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1021,6
3)" 106566 4640



ENSGALP00000015409 CID 733 - 743 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1370,6
7)" 2502 4641

ENSGALP00000043386 CID 206 - 220 Hsap of 1: dynamin 2 - HGNC:2974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1788
,94)" 1678 4642

ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(888,45
)" 4886 true 0.82 4643

ENSGALP00000016983 CID 34 - 48 glycogenin 1 - CGNC Symbol 7949 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1734,
05)" 1052 false 4644

ENSGALP00000005367 CID 213 - 220

aminoacyl tRNA synthetase complex-
interacting multifunctional protein 2 - 
CGNC Symbol 54930 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(851,5
1)" 909 false 4645



ENSGALP00000017934 CID 81 - 87
cytochrome c somatic - CGNC Symbol 
8375 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(851,5
1)" 909 false 4646

ENSGALP00000004576 CID 182 - 189
TAR DNA binding protein - CGNC Symbol 
2099 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(969,48
)" 1992 true 8.02 4647

ENSGALP00000027391 CID 295 - 306
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1472,
84)" 11848 true 0.6 4648

ENSGALP00000041673 CID 140 - 149 Surfeit locus protein 4 - UP Q800K9 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1124,
56)" 3856 true 0.85 4649

ENSGALP00000027391 CID 295 - 306
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1480,
88)" 4974 true 0.6 4650



ENSGALP00000041673 CID 140 - 149 Surfeit locus protein 4 - UP Q800K9 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1128,
58)" 3285 4651

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1547,7
9)" 171022 true 1.66 4652

ENSGALP00000007493 CID 373 - 387
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1547,7
9)" 171022 false 4653

ENSGALP00000039965 CID 957 - 965
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1167,
65)" 8050 true 1.21 4654

ENSGALP00000003089 CID 754 - 766
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1677,
89)" 4914 false 4655



ENSGALP00000030147 CID 168 - 186
family with sequence similarity 49 
member B - CGNC Symbol 12196 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2128,0
6)" 7116 4656

ENSGALP00000010214 CID 79 - 86

Gallus gallus macrophage migration 
inhibitory factor (glycosylation-inhibiting 
factor) (MIF) mRNA. - RefSeq mRNA 
NM_001305091 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1027,6
1)" 5300 true 0.84 4657

ENSGALP00000039965 CID 957 - 965
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1171,
70)" 15807 4658

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1563,7
9)" 15006 true 2.01 4659

ENSGALP00000003089 CID 754 - 766
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1685,
87)" 15002 true 1.46 4660



ENSGALP00000010754 CID 114 - 130
microtubule-associated protein RP/EB 
family member 1 - CGNC Symbol 50961 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2033
,96)" 1374 true 1.12 4661

ENSGALP00000040958 CID 74 - 84 Histone H3.2 - UP P84229 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1399,8
1)" 88697 true 7.31 4662

ENSGALP00000010754 CID 114 - 130
microtubule-associated protein RP/EB 
family member 1 - CGNC Symbol 50961 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2042
,01)" 1540 true 1.12 4663

ENSGALP00000020445 CID 1,698 - 1,716
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2153,0
9)" 15664 true 1.62 4664

ENSGALP00000003043 CID 69 - 77
alanyl-tRNA synthetase - CGNC Symbol 
50043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1119,6
2)" 65218 false 0.57 4665



ENSGALP00000002828 CID 1-Sep
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1119,6
2)" 65218 true 0.57 4666

ENSGALP00000027816 CID 142 - 152 cathepsin C - CGNC Symbol 12954 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1201,6
4)" 17586 false 0.58 4667

ENSGALP00000010662 CID 215 - 223

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1201,6
4)" 17586 true 0.58 4668

ENSGALP00000038835 CID 105 - 116 mutS homolog 6 - CGNC Symbol 6804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1473,7
9)" 3327 true 1.16 4669

ENSGALP00000039265 CID 985 - 999
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1784,
97)" 9618 4670



ENSGALP00000003978 CID 271 - 285
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1784,
97)" 9618 4671

ENSGALP00000024609 CID 270 - 287
transcription elongation factor A (SII) 1 - 
CGNC Symbol 51413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2118
,91)" 1502 4672

ENSGALP00000004248 CID 76 - 95
DnaJ heat shock protein family (Hsp40) 
member C9 - CGNC Symbol 1946 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2269,0
8)" 5897 4673

ENSGALP00000010662 CID 215 - 223

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1205,6
6)" 9372 4674

ENSGALP00000004817 CID 144 - 154 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1223,
73)" 2648 4675



ENSGALP00000038835 CID 105 - 116 mutS homolog 6 - CGNC Symbol 6804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1477,8
2)" 3784 4676

ENSGALP00000016629 CID 141 - 151 peroxiredoxin 1 - CGNC Symbol 7794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1257,7
4)" 75002 4677

ENSGALP00000005653 CID 1,294 - 1,306 fibronectin 1 - CGNC Symbol 2613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1440,8
1)" 1402 4678

ENSGALP00000000639 CID 73 - 84 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1468,7
8)" 1422 4679

ENSGALP00000003342 CID 118 - 128
adaptor-related protein complex 2 beta 
1 subunit - CGNC Symbol 1528 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1485,8
4)" 6543 true 0.79 4680



ENSGALP00000024853 CID 102 - 109
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(914,
54)" 461 4681

ENSGALP00000023396 CID 100 - 112
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1514,7
9)" 4549 true 0.96 4682

ENSGALP00000002808 CID 294 - 305
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1574,7
7)" 6293 false 4683

ENSGALP00000040424 CID 102 - 116
small nuclear ribonucleoprotein U5 
subunit 40 - CGNC Symbol 381 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1574,7
7)" 6293 true 1.25 4684

ENSGALP00000024559 CID 210 - 224

protein-L-isoaspartate (D-aspartate) O-
methyltransferase domain containing 1 - 
CGNC Symbol 11349 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1670,9
9)" 3501 4685



ENSGALP00000010510 CID 326 - 342
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1902,1
2)" 28926 false 5.10* 4686

ENSGALP00000001456 CID 915 - 931
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1926,
16)" 14311 4687

ENSGALP00000023396 CID 100 - 112
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1522,8
4)" 3403 true 0.96 4688

ENSGALP00000040424 CID 102 - 116
small nuclear ribonucleoprotein U5 
subunit 40 - CGNC Symbol 381 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1578,7
9)" 8689 4689

ENSGALP00000038179 CID 200 - 207
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1113,5
4)" 6410 true 0.71 4690



ENSGALP00000003130 CID 419 - 433

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1721,
96)" 1019 4691

ENSGALP00000022871 CID 409 - 423
tubulin tyrosine ligase like 12 - CGNC 
Symbol 10561 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1742,9
7)" 1505 4692

ENSGALP00000042618 CID 20 - 34
Translationally-controlled tumor protein 
homolog - UP P43347 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1742,9
5)" 4959 true 1.2 4693

ENSGALP00000004013 CID 1,244 - 1,260 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1727,9
0)" 4975 true 1.28 4694

ENSGALP00000018424 CID 318 - 331 desmin - CGNC Symbol 49543 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1761,8
7)" 3273 true 0.54 4695



ENSGALP00000005182 CID 601 - 618
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2116,2
4)" 1721 false 4696

ENSGALP00000011696 CID Apr-22
Aly/REF export factor - CGNC Symbol 
5467 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2145,1
0)" 2802 false 0.49 4697

ENSGALP00000041366 CID Jan-17
small nuclear ribonucleoprotein 
polypeptide B2 - HGNC:11155 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2145,1
0)" 2802 true 1.76 4698

ENSGALP00000026127 CID 1,333 - 1,345 thyroglobulin - CGNC Symbol 65221 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1516,8
5)" 13224 true 1.44 4699

ENSGALP00000004013 CID 1,244 - 1,260 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1731,9
2)" 6366 4700



ENSGALP00000017386 CID 73 - 91
adenylosuccinate synthase - CGNC 
Symbol 53408 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2238,1
0)" 1635 false 4701

ENSGALP00000008824 CID 127 - 135
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1118
,61)" 2589 4702

ENSGALP00000011510 CID 93 - 100 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1118
,61)" 2589 false 4703

ENSGALP00000013574 CID 194 - 208
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1796,8
9)" 3695 true 0.25 4704

ENSGALP00000022525 CID 139 - 162
pre-mRNA-processing factor 19 - Refseq 
NP_001034420 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2665,5
0)" 2252 false 4705



ENSGALP00000040966 CID 50 - 57
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(882,53
)" 1174 false 0.68 4706

ENSGALP00000003612 CID 937 - 943
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(891,5
3)" 4689 false 1 4707

ENSGALP00000001183 CID 217 - 224

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(891,5
3)" 4689 false 1 4708

ENSGALP00000003715 CID 129 - 138
mesencephalic astrocyte derived 
neurotrophic factor - HGNC:15461 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1159
,62)" 1698 false 4709

ENSGALP00000006939 CID 697 - 704 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(922,56
)" 3013 4710



ENSGALP00000003089 CID 218 - 231
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1744,0
4)" 12057 true 2.39 4711

ENSGALP00000005643 CID 16 - 23

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(890,51
)" 25717 true 0.26 4712

ENSGALP00000027015 CID 782 - 789
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(890,51
)" 25717 4713

ENSGALP00000007667 CID 204 - 212
glyoxalase domain containing 4 - 
HGNC:14111 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1045,6
1)" 4566 false 0.93 4714

ENSGALP00000003089 CID 378 - 386
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1150,7
1)" 7353 true 0.51 4715



ENSGALP00000003737 CID 93 - 103 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1336
,67)" 839 false 4716

ENSGALP00000039691 CID 115 - 123
extracellular fatty acid-binding protein 
precursor - Refseq NP_990753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1055,
59)" 4105 false 4717

ENSGALP00000003089 CID 378 - 386
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1158,7
6)" 3260 true 0.51 4718

ENSGALP00000036720 CID 1,535 - 1,544
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1158,7
6)" 3260 false 4719

ENSGALP00000035593 CID 19 - 31 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1391,7
3)" 86362 4720



ENSGALP00000004817 CID 41 - 52 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1423
,70)" 4958 true 0.55 4721

ENSGALP00000013722 CID 74 - 88

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1793,0
3)" 1313 true 0.61 4722

ENSGALP00000025475 CID 92 - 100

synaptotagmin binding cytoplasmic RNA 
interacting protein - CGNC Symbol 
51548 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1068,
56)" 4309 true 1.01 4723

ENSGALP00000001183 CID 95 - 103

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1068,
56)" 4309 true 1.01 4724

ENSGALP00000014097 CID 34 - 44
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1361,
78)" 62904 true 0.1 4725



ENSGALP00000040958 CID 74 - 84 Histone H3.2 - UP P84229 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1395,7
8)" 7932 4726

ENSGALP00000025475 CID 92 - 100

synaptotagmin binding cytoplasmic RNA 
interacting protein - CGNC Symbol 
51548 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1076,
61)" 4351 true 1.01 4727

ENSGALP00000001183 CID 95 - 103

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1076,
61)" 4351 true 1.01 4728

ENSGALP00000001491 CID 1,083 - 1,091
cyclic nucleotide gated channel beta 1 - 
CGNC Symbol 676 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1143,6
7)" 2761 false 4729

ENSGALP00000043331 CID 622 - 633
topoisomerase (DNA) I - CGNC Symbol 
2691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1487,
76)" 7408 false 4730



ENSGALP00000009341 CID 183 - 196
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1676,9
3)" 2794 false 4731

ENSGALP00000010210 CID 32 - 44
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1618,
78)" 1737 4732

ENSGALP00000001332 CID 405 - 418
lysyl-tRNA synthetase - CGNC Symbol 
602 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1743,8
2)" 1780 true 1.2 4733

ENSGALP00000002197 CID 444 - 453 gelsolin - CGNC Symbol 49472 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1245,6
6)" 5170 4734

ENSGALP00000001332 CID 405 - 418
lysyl-tRNA synthetase - CGNC Symbol 
602 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1747,8
8)" 3893 4735



ENSGALP00000027519 CID 508 - 514

PDS5 regulator of cohesion maintenance 
homolog B (S. cerevisiae) - CGNC Symbol 
12819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(871,55
)" 5675 false 4736

ENSGALP00000020744 CID 384 - 394
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1232,
74)" 17717 4737

ENSGALP00000016629 CID 141 - 151 peroxiredoxin 1 - CGNC Symbol 7794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1253,7
2)" 73750 true 0.91 4738

ENSGALP00000013574 CID 432 - 446
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1692,7
8)" 27752 true 0.75 4739

ENSGALP00000008730 CID 138 - 153
myosin light chain 3 alkali ventricular 
skeletal slow - CGNC Symbol 49636 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1778,9
1)" 5966 true 1.05 4740



ENSGALP00000027665 CID 368 - 387
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1935,
02)" 3912 true 1.42 4741

ENSGALP00000016523 CID 321 - 331

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1380,7
1)" 26124 4742

ENSGALP00000000261 CID Jan-20
defender against cell death 1 - CGNC 
Symbol 111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1706
,83)" 3863 4743

ENSGALP00000008730 CID 138 - 153
myosin light chain 3 alkali ventricular 
skeletal slow - CGNC Symbol 49636 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1786,9
6)" 6273 true 1.05 4744

ENSGALP00000027665 CID 368 - 387
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1939,
04)" 5564 4745



ENSGALP00000003717 CID 209 - 220
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1270,7
1)" 5525 true 0.52 4746

ENSGALP00000018750 CID 338 - 351
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1651,9
7)" 46421 true 1.17 4747

ENSGALP00000009853 CID 74 - 89
zinc finger protein 326 - CGNC Symbol 
4587 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1710
,79)" 2535 4748

ENSGALP00000020463 CID 619 - 627
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1054,6
2)" 5181 false 4749

ENSGALP00000003717 CID 209 - 220
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1274,7
3)" 2473 4750



ENSGALP00000009341 CID 183 - 196
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1680,9
5)" 1274 false 4751

ENSGALP00000036413 CID 370 - 384
interferon regulatory factor 4 - CGNC 
Symbol 9722 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1865,
96)" 2706 false 4752

ENSGALP00000010510 CID 326 - 342
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1894,0
6)" 5128 false 5.10* 4753

ENSGALP00000008338 CID 642 - 664
damage-specific DNA binding protein 1 
127kDa - CGNC Symbol 3871 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2648,
34)" 1457 false 4754

ENSGALP00000010358 CID 466 - 471
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(764,5
0)" 1853 4755



ENSGALP00000009709 CID 245 - 251
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(821,42
)" 3382 false 1.04 4756

ENSGALP00000027665 CID 82 - 99
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1892,9
3)" 3367 4757

ENSGALP00000009528 CID 23 - 46
RuvB like AAA ATPase 1 - CGNC Symbol 
4431 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2332,2
8)" 1805 false 4758

ENSGALP00000037462 CID 49 - 72 thymopoietin - CGNC Symbol 50621 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2612,2
8)" 9694 4759

ENSGALP00000017049 CID 152 - 168
cytidine/uridine monophosphate kinase 
1 - CGNC Symbol 7971 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2146,1
5)" 1599 true 1.71 4760



ENSGALP00000021257 CID 1,821 - 1,827

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(805,45
)" 2721 false 4761

ENSGALP00000017049 CID 152 - 168
cytidine/uridine monophosphate kinase 
1 - CGNC Symbol 7971 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2150,1
8)" 3599 4762

ENSGALP00000024868 CID 2-Aug
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(945,51
)" 7596 true 0.96 4763

ENSGALP00000002828 CID 1-Sep
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1123,6
4)" 34732 4764

ENSGALP00000024868 CID 2-Aug
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(949,53
)" 7324 true 0.96 4765



P04264 CID 396 - 403
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1001,5
4)" 4683 false 4766

P35908 CID 394 - 401
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1001,5
4)" 4683 false 4767

ENSGALP00000041057 CID 130 - 139
lectin mannose binding 2 - CGNC Symbol 
63471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1056,
62)" 9779 true 0.87 4768

ENSGALP00000034078 CID 107 - 115
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1079,5
3)" 15569 true 0.68 4769

ENSGALP00000022436 CID 187 - 196 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1158,6
3)" 157825 true 0.92 4770



ENSGALP00000013964 CID 242 - 251
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1158,6
3)" 157825 true 0.92 4771

ENSGALP00000042274 CID 242 - 251
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1158,6
3)" 157825 true 0.92 4772

ENSGALP00000023278 CID 108 - 129
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2425,2
7)" 6456 true 1.58 4773

ENSGALP00000042163 CID 265 - 271
seryl-tRNA synthetase - CGNC Symbol 
332 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(864,4
8)" 1534 4774

ENSGALP00000041057 CID 130 - 139
lectin mannose binding 2 - CGNC Symbol 
63471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1060,
65)" 5959 4775



ENSGALP00000034078 CID 107 - 115
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1083,5
5)" 10027 4776

ENSGALP00000013964 CID 242 - 251
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1162,6
5)" 146855 4777

ENSGALP00000042274 CID 242 - 251
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1162,6
5)" 146855 4778

ENSGALP00000011510 CID 93 - 100 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1162,6
5)" 146855 false 0.47 4779

ENSGALP00000022436 CID 187 - 196 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1162,6
5)" 146855 4780



ENSGALP00000023278 CID 108 - 129
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2433,3
2)" 10706 true 1.58 4781

ENSGALP00000023446 CID 262 - 269 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(888,5
4)" 11549 false 4782

ENSGALP00000018987 CID 374 - 381 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(888,5
4)" 11549 false 1.12 4783

ENSGALP00000017856 CID 144 - 157
transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 51305 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1608,8
1)" 3950 true 0.48 4784

ENSGALP00000002695 CID 323 - 329

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(892,5
6)" 5464 4785



ENSGALP00000016337 CID 311 - 317

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(960,
52)" 651 false 4786

ENSGALP00000018424 CID 17 - 28 desmin - CGNC Symbol 49543 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1250,
65)" 9620 false 4787

ENSGALP00000003130 CID 114 - 123

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1269,7
3)" 6539 true 1.21 4788

ENSGALP00000015176 CID 598 - 605
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(972,
56)" 3527 4789

ENSGALP00000016334 CID 15 - 24
proteasome subunit alpha 6 - CGNC 
Symbol 7649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1188,6
7)" 20369 4790



ENSGALP00000016534 CID 85 - 94
RAB21 member RAS oncogene family - 
CGNC Symbol 7744 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1268,
72)" 15353 4791

ENSGALP00000003130 CID 114 - 123

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1273,7
5)" 7941 4792

ENSGALP00000034108 CID 367 - 375
pyruvate kinase muscle - CGNC Symbol 
1412 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1047,5
3)" 52527 true 0.21 4793

ENSGALP00000012427 CID 84 - 96
leucine rich repeat containing 59 - CGNC 
Symbol 5794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1562,9
0)" 2815 true 1.22 4794

ENSGALP00000021034 CID 834 - 841
minichromosome maintenance complex 
component 4 - CGNC Symbol 9780 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1056
,52)" 2505 4795



ENSGALP00000021742 CID 36 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1215,6
8)" 463442 true 2.32 4796

ENSGALP00000011822 CID 114 - 125
proteasome 26S subunit non-ATPase 6 - 
CGNC Symbol 5531 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1341,7
9)" 2455 false 4797

ENSGALP00000012427 CID 84 - 96
leucine rich repeat containing 59 - CGNC 
Symbol 5794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1566,9
3)" 3444 4798

ENSGALP00000039133 CID 110 - 120

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1284,6
2)" 4307 true 0.29 4799

ENSGALP00000019435 CID 77 - 84

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - CGNC 
Symbol 9043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1021,
59)" 26874 true 0.75 4800



ENSGALP00000023523 CID 31 - 41 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1230
,76)" 853 4801

ENSGALP00000042680 CID 29 - 39

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1230
,76)" 853 4802

ENSGALP00000015657 CID 29 - 39 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1230
,76)" 853 4803

ENSGALP00000010633 CID 55 - 64
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1250,7
4)" 23225 4804

ENSGALP00000023926 CID 36 - 45
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1265,5
8)" 28644 true 0.42 4805



ENSGALP00000019435 CID 77 - 84

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - CGNC 
Symbol 9043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1025,
62)" 19219 4806

ENSGALP00000023926 CID 36 - 45
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1269,6
0)" 10079 4807

ENSGALP00000011510 CID 131 - 139 apolipoprotein A-I - CGNC Symbol 49860 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1281,6
0)" 12198 true 0.34 4808

ENSGALP00000004108 CID 425 - 434
differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 1882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1339
,65)" 1241 4809

ENSGALP00000020445 CID 566 - 576
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1350,6
8)" 8834 true 0.77 4810



ENSGALP00000010510 CID 237 - 247
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1455,
84)" 10054 false 4811

ENSGALP00000041366 CID Jan-17
small nuclear ribonucleoprotein 
polypeptide B2 - HGNC:11155 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2141,0
7)" 1196 true 1.76 4812

ENSGALP00000011647 CID 90 - 108
cytochrome c oxidase subunit VIa 
polypeptide 1 - CGNC Symbol 50396 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2200,0
5)" 5318 4813

ENSGALP00000001480 CID 574 - 585 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1543,
86)" 5649 false 4814

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1629,8
5)" 37445 true 2.1 4815



ENSGALP00000025404 CID 304 - 313
inner membrane mitochondrial protein - 
CGNC Symbol 11773 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1087,5
9)" 3815 false 1.02 4816

ENSGALP00000036304 CID 357 - 365
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1189,
57)" 1598 false 4817

ENSGALP00000011770 CID 85 - 98
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1527
,76)" 1718 4818

ENSGALP00000000639 CID 138 - 150 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1566,8
9)" 1939 false 4819

ENSGALP00000016536 CID 74 - 84
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1356,6
3)" 10836 true 0.37 4820



ENSGALP00000018750 CID 338 - 351
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1643,9
2)" 40254 true 1.17 4821

ENSGALP00000008911 CID 208 - 222
Major histocompatibility complex class II 
beta chain BLB1 - CGNC Symbol 54366 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1650,8
2)" 4752 true 0.72 4822

ENSGALP00000019468 CID 636 - 650 aconitase 2 - CGNC Symbol 9059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1643
,84)" 4959 true 0.69 4823

ENSGALP00000008911 CID 208 - 222
Major histocompatibility complex class II 
beta chain BLB1 - CGNC Symbol 54366 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1654,8
4)" 5298 4824

ENSGALP00000019469 CID 42 - 52
ribosomal protein SA - CGNC Symbol 
49202 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1347,
83)" 2209 true 0.81 4825



ENSGALP00000013987 CID 936 - 946
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1347,
83)" 2209 false 4826

ENSGALP00000012481 CID 205 - 219
ribosomal protein L4 - CGNC Symbol 
5828 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1821,9
6)" 7043 4827

ENSGALP00000007287 CID 122 - 128
ribosomal protein S14 - CGNC Symbol 
3393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(748,43
)" 2346 4828

ENSGALP00000015204 CID Jan-15
hematological and neurological 
expressed 1-like - CGNC Symbol 50339 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1705,8
6)" 3610 true 1.71 4829

ENSGALP00000041756 CID 49 - 63
Parkinsonism associated deglycase - 
HGNC:16369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1765
,93)" 1521 false 4830



ENSGALP00000042855 CID 28 - 33
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(752,45
)" 1526 4831

ENSGALP00000036304 CID 375 - 386
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1411,6
1)" 9217 true 1.2 4832

ENSGALP00000008095 CID 129 - 141 adenosine kinase - CGNC Symbol 3760 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1450,
78)" 1270 true 2.56 4833

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1774
,93)" 18749 true 7.66 4834

ENSGALP00000038935 CID 47 - 62
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1884,
00)" 96603 true 1.67 4835



ENSGALP00000038179 CID 53 - 68
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1884,
00)" 96603 true 1.67 4836

ENSGALP00000036304 CID 375 - 386
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1415,6
3)" 11021 4837

ENSGALP00000019975 CID 84 - 94
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1436,8
0)" 16798 4838

ENSGALP00000008131 CID 281 - 293 vinculin - CGNC Symbol 3778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1436,8
0)" 16798 false 1.96 4839

ENSGALP00000038179 CID 53 - 68
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1892,
05)" 169244 true 1.67 4840



ENSGALP00000038935 CID 47 - 62
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1892,
05)" 169244 true 1.67 4841

ENSGALP00000003423 CID 616 - 626
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1450,7
6)" 2481 4842

ENSGALP00000035905 CID 403 - 417
cell division cycle 5 like - CGNC Symbol 
12520 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1718,
98)" 4236 4843

ENSGALP00000000639 CID 545 - 558 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1583,8
1)" 15046 4844

ENSGALP00000035366 CID 113 - 127
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1829,9
5)" 9043 false 4845



ENSGALP00000026511 CID 148 - 159
family with sequence similarity 49 
member A - CGNC Symbol 12326 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1515,7
2)" 5869 true 0.37 4846

ENSGALP00000018456 CID 116 - 132
NADH:ubiquinone oxidoreductase 
subunit A12 - CGNC Symbol 8606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1919,
99)" 2666 4847

ENSGALP00000025461 CID 366 - 379
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1637,9
2)" 7908 true 0.37 4848

ENSGALP00000041159 CID 110 - 117 ribosomal protein S16 - HGNC:10396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1063
,57)" 6913 true 0.48 4849

ENSGALP00000012472 CID 399 - 408 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1102,6
7)" 860 true 0.69 4850



ENSGALP00000008398 CID 537 - 547
phenylalanyl-tRNA synthetase beta 
subunit - CGNC Symbol 3896 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1167,5
8)" 1691 false 0.95 4851

ENSGALP00000035478 CID 419 - 434 filamin B beta - CGNC Symbol 49141 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1906,9
6)" 3859 true 0.87 4852

ENSGALP00000000639 CID 203 - 210 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1067
,58)" 5409 4853

ENSGALP00000007055 CID 151 - 157
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(800,5
0)" 2617 true 1.37 4854

ENSGALP00000008824 CID 127 - 135
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1114
,60)" 832 true 1.12 4855



ENSGALP00000004641 CID 2-Aug
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(865,4
6)" 4363 4856

ENSGALP00000015964 CID 174 - 179
ribosomal protein L18a - CGNC Symbol 
50601 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(813,4
5)" 12167 4857

ENSGALP00000020852 CID 105 - 112
signal sequence receptor alpha - CGNC 
Symbol 9701 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(981,5
9)" 5000 false 4858

ENSGALP00000004515 CID 3-Nov
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1114,5
8)" 11386 4859

ENSGALP00000020744 CID 537 - 545
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1043,
55)" 4127 false 0.86 4860



ENSGALP00000026858 CID 561 - 570
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1333
,68)" 1961 false 4861

ENSGALP00000020445 CID 566 - 576
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1358,7
3)" 6166 true 0.77 4862

ENSGALP00000015817 CID 608 - 626

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(2144,2
5)" 1592 true 1.71 4863

ENSGALP00000011647 CID 90 - 108
cytochrome c oxidase subunit VIa 
polypeptide 1 - CGNC Symbol 50396 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2196,0
4)" 1886 true 2.14 4864

ENSGALP00000037462 CID 49 - 72 thymopoietin - CGNC Symbol 50621 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2608,2
5)" 1724 true 3.31 4865



P13645 CID 440 - 450
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1462,7
9)" 9109 false 4866

ENSGALP00000021034 CID 625 - 639
minichromosome maintenance complex 
component 4 - CGNC Symbol 9780 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1764,0
0)" 4606 true 1.44 4867

ENSGALP00000007822 CID 343 - 352
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1247,6
7)" 3286 4868

ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1466,7
1)" 18378 4869

ENSGALP00000020744 CID 434 - 447
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1513
,78)" 5076 true 0.56 4870



ENSGALP00000021034 CID 625 - 639
minichromosome maintenance complex 
component 4 - CGNC Symbol 9780 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1768,0
3)" 6617 4871

ENSGALP00000000383 CID 1,062 - 1,069
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(962,53
)" 2759 true 0.25 4872

ENSGALP00000024803 CID 41 - 48
prolyl endopeptidase - CGNC Symbol 
11476 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(962,53
)" 2759 false 4873

ENSGALP00000002695 CID 335 - 347

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1581,7
7)" 16454 true 0.77 4874

ENSGALP00000036720 CID 2,443 - 2,450
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(982,55
)" 12228 4875



ENSGALP00000037001 CID 167 - 174

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(982,55
)" 12228 4876

ENSGALP00000002373 CID 606 - 615
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1255,5
8)" 29551 false 0.71 4877

ENSGALP00000003175 CID 293 - 304
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1641,7
5)" 3450 true 0.86 4878

ENSGALP00000038179 CID 168 - 173
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(824,44
)" 2017 false 0.63 4879

ENSGALP00000002373 CID 606 - 615
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1259,6
0)" 20890 4880



ENSGALP00000007997 CID 97 - 110
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1640,
88)" 4590 true 1.44 4881

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1764
,87)" 5392 false 4882

ENSGALP00000024386 CID 15 - 32
guanine deaminase - CGNC Symbol 
11266 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2076,0
8)" 1527 false 4883

ENSGALP00000016196 CID Feb-13
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1329,7
9)" 9105 true 1.91 4884

ENSGALP00000007997 CID 97 - 110
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1652,
96)" 4896 true 1.44 4885



ENSGALP00000009985 CID 229 - 244
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2058,0
2)" 2311 true 0.76 4886

ENSGALP00000019975 CID 84 - 94
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1432,7
8)" 8067 true 1.96 4887

ENSGALP00000035658 CID 467 - 482
paraspeckle component 1 - CGNC 
Symbol 50884 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1676,
88)" 2208 4888

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1790
,96)" 52268 true 1.84 4889

ENSGALP00000009985 CID 229 - 244
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2066,0
7)" 1765 true 0.76 4890



ENSGALP00000022293 CID 263 - 273 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1366,
77)" 36580 true 0.72 4891

ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1366,
77)" 36580 true 0.72 4892

ENSGALP00000026664 CID 933 - 944
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1366,
77)" 36580 false 0.72 4893

ENSGALP00000020064 CID 446 - 461
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1860
,98)" 1135 true 1.04 4894

ENSGALP00000035593 CID 19 - 31 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1387,7
0)" 55658 true 1.23 4895



ENSGALP00000020064 CID 446 - 461
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1865
,01)" 1182 4896

ENSGALP00000010358 CID 348 - 364
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2110,1
2)" 6935 4897

ENSGALP00000015409 CID 87 - 94 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(920,54
)" 5632 true 1.71 4898

ENSGALP00000023085 CID 62 - 69 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(920,54
)" 5632 true 1.71 4899

ENSGALP00000038935 CID 163 - 169
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(942,50
)" 5876 4900



ENSGALP00000021034 CID 384 - 391
minichromosome maintenance complex 
component 4 - CGNC Symbol 9780 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(963,57
)" 18713 false 4901

ENSGALP00000010888 CID 43 - 50

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(963,57
)" 18713 true 22.3 4902

ENSGALP00000006578 CID 42 - 49

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(963,57
)" 18713 true 22.3 4903

ENSGALP00000039133 CID 22 - 29

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(963,57
)" 18713 true 22.3 4904

ENSGALP00000027989 CID 14 - 21

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(963,57
)" 18713 true 22.3 4905



ENSGALP00000036122 CID 42 - 49

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(963,57
)" 18713 true 22.3 4906

ENSGALP00000028746 CID 42 - 49

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(963,57
)" 18713 false 22.30* 4907

ENSGALP00000026858 CID 236 - 243
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(963,57
)" 18713 false 4908

ENSGALP00000006970 CID 422 - 440 exportin 1 - CGNC Symbol 3224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2205
,20)" 1431 false 4909

ENSGALP00000007469 CID 349 - 355

LEO1 homolog Paf1/RNA polymerase II 
complex component - CGNC Symbol 
55225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(855,
51)" 1216 false 4910



ENSGALP00000038677 CID 71 - 92
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2595,3
9)" 5681 true 1.09 4911

ENSGALP00000027988 CID 56 - 61
Serine/arginine-rich splicing factor 2 - 
UP P30352 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(728,4
3)" 1089 4912

ENSGALP00000020445 CID 765 - 778
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1635,9
1)" 5964 true 3.52 4913

ENSGALP00000027238 CID 357 - 371 importin 5 - CGNC Symbol 50851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1635,9
1)" 5964 4914

ENSGALP00000037524 CID 95 - 115 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2471,2
7)" 3981 true 4.66 4915



ENSGALP00000016978 CID 85 - 105
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2471,2
7)" 3981 true 4.66 4916

ENSGALP00000020445 CID 765 - 778
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1643,9
6)" 21880 true 3.52 4917

ENSGALP00000007487 CID 356 - 372
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2075,9
3)" 4396 4918

ENSGALP00000037524 CID 95 - 115 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2479,3
2)" 20028 true 4.66 4919

ENSGALP00000016978 CID 85 - 105
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2479,3
2)" 20028 true 4.66 4920



ENSGALP00000023085 CID 544 - 551 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(952,57
)" 15885 false 0.21 4921

ENSGALP00000002409 CID 182 - 188
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(952,57
)" 15885 4922

ENSGALP00000003035 CID 85 - 92
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1007,6
3)" 2151 false 4923

ENSGALP00000026044 CID 218 - 231
argonaute RISC catalytic component 2 - 
CGNC Symbol 64972 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1647,8
1)" 4399 true 2.25 4924

ENSGALP00000009314 CID 210 - 229 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2501,1
8)" 5419 false 4925



ENSGALP00000007934 CID 226 - 233
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1057,5
8)" 1652 true 0.79 4926

ENSGALP00000004034 CID 288 - 296
argininosuccinate lyase - CGNC Symbol 
50544 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1084
,60)" 1006 false 4927

ENSGALP00000019423 CID 133 - 142
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1084
,60)" 1006 false 4928

ENSGALP00000007780 CID 32 - 42
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1115
,59)" 897 false 4929

ENSGALP00000012878 CID 23 - 30
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1021,5
5)" 3809 true 1.88 4930



ENSGALP00000020954 CID 216 - 224

serpin peptidase inhibitor clade B 
(ovalbumin) member 1 - CGNC Symbol 
13903 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1161
,62)" 4658 false 0.35 4931

ENSGALP00000013240 CID 2,001 - 2,010
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1269,7
2)" 2311 true 0.98 4932

ENSGALP00000000170 CID 140 - 155
receptor for activated C kinase 1 - CGNC 
Symbol 61 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2013,9
2)" 3057 4933

ENSGALP00000004515 CID 3-Nov
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1110,5
5)" 14150 true 0.54 4934

ENSGALP00000030005 CID May-23
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2070,1
7)" 5345 false 4935



ENSGALP00000000170 CID 309 - 317
receptor for activated C kinase 1 - CGNC 
Symbol 61 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1091,
64)" 1666 4936

ENSGALP00000018424 CID 378 - 386 desmin - CGNC Symbol 49543 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1177
,64)" 8632 false 4937

ENSGALP00000005045 CID 27 - 35
serine carboxypeptidase 1 - CGNC 
Symbol 2313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1177
,64)" 8632 false 0.7 4938

ENSGALP00000014107 CID 376 - 384 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1177
,64)" 8632 false 4939

ENSGALP00000024989 CID 208 - 213
janus kinase and microtubule interacting 
protein 1 - CGNC Symbol 11579 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(792,42
)" 3480 true 0.59 4940



ENSGALP00000005724 CID 202 - 211
flap structure-specific endonuclease 1 - 
CGNC Symbol 55445 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1298,7
5)" 1832 4941

ENSGALP00000030005 CID 76 - 84
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1173,
69)" 1155 false 4942

ENSGALP00000001456 CID 776 - 785
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1229
,62)" 2445 true 1.05 4943

ENSGALP00000023396 CID 20 - 32
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1408,8
2)" 84411 true 1.01 4944

ENSGALP00000001456 CID 776 - 785
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1233
,65)" 3444 4945



ENSGALP00000005724 CID 74 - 93
flap structure-specific endonuclease 1 - 
CGNC Symbol 55445 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2387,
48)" 394 true 1.04 4946

ENSGALP00000017934 CID 29 - 39
cytochrome c somatic - CGNC Symbol 
8375 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1196,
68)" 20192 true 0.93 4947

ENSGALP00000018987 CID 193 - 202 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1202,
70)" 1131 true 1.22 4948

ENSGALP00000020744 CID 384 - 394
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1228,
70)" 47966 true 0.54 4949

ENSGALP00000018258 CID 2-Dec Enah/Vasp-like - CGNC Symbol 8513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1274,6
3)" 14597 4950



ENSGALP00000014260 CID 38 - 49
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1362
,66)" 3124 true 0.78 4951

ENSGALP00000013267 CID 300 - 309
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
73)" 3485 false 4952

ENSGALP00000014260 CID 38 - 49
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1366
,67)" 2449 4953

ENSGALP00000041159 CID 34 - 45 ribosomal protein S16 - HGNC:10396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1442,8
1)" 37316 4954

ENSGALP00000012130 CID 178 - 189

integrin beta 2 (complement component 
3 receptor 3 and 4 subunit) - CGNC 
Symbol 49690 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1445,8
4)" 2874 false 4955



ENSGALP00000002695 CID 335 - 347

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1585,8
1)" 11661 4956

ENSGALP00000010358 CID 348 - 364
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2106,1
0)" 2898 true 1.81 4957

ENSGALP00000016534 CID 85 - 94
RAB21 member RAS oncogene family - 
CGNC Symbol 7744 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1264,
70)" 13160 true 1.6 4958

ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1450,6
8)" 3143 4959

ENSGALP00000041993 CID 22 - 32 ribosomal protein L21 - HGNC:10313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1271,
69)" 20836 true 0.91 4960



ENSGALP00000003043 CID 684 - 695
alanyl-tRNA synthetase - CGNC Symbol 
50043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1436
,70)" 3363 true 0.85 4961

ENSGALP00000041159 CID 34 - 45 ribosomal protein S16 - HGNC:10396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1458,8
0)" 5818 4962

ENSGALP00000041993 CID 22 - 32 ribosomal protein L21 - HGNC:10313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1275,
71)" 18943 4963

ENSGALP00000003043 CID 684 - 695
alanyl-tRNA synthetase - CGNC Symbol 
50043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1440
,73)" 2033 4964

ENSGALP00000005461 CID 383 - 395
zinc finger protein 207 - CGNC Symbol 
2517 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1597,8
1)" 6285 4965



ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1709,9
8)" 6290 4966

ENSGALP00000038677 CID 71 - 92
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2587,3
1)" 3050 true 1.09 4967

ENSGALP00000004048 CID 300 - 308 kinectin 1 - CGNC Symbol 9206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1163,
69)" 4039 4968

ENSGALP00000006240 CID 1,513 - 1,523
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1163,
69)" 4039 4969

ENSGALP00000001579 CID 404 - 413
N-ethylmaleimide sensitive factor - 
CGNC Symbol 715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1291,
74)" 1183 false 4970



ENSGALP00000016361 CID 200 - 213
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1748,8
5)" 44742 true 0.85 4971

ENSGALP00000008236 CID 1,010 - 1,021
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1409,9
1)" 2866 true 1.31 4972

ENSGALP00000020744 CID 434 - 447
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1517
,79)" 1532 4973

ENSGALP00000008236 CID 1,010 - 1,021
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1417,9
7)" 4524 true 1.31 4974

ENSGALP00000005724 CID 201 - 211
flap structure-specific endonuclease 1 - 
CGNC Symbol 55445 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1458,
90)" 22731 false 4975



ENSGALP00000005565 CID Feb-15
retinoblastoma binding protein 4 - CGNC 
Symbol 2572 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1635,7
4)" 11544 true 2.8 4976

ENSGALP00000016361 CID 200 - 213
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1752,8
7)" 38313 4977

ENSGALP00000027399 CID 112 - 133 esterase D - CGNC Symbol 12753 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2263,1
8)" 754 true 0.59 4978

ENSGALP00000003012 CID 91 - 103
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1370,7
8)" 7258 4979

ENSGALP00000012472 CID 377 - 388 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1538
,75)" 1466 false 4980



ENSGALP00000019832 CID 318 - 329
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1313,
74)" 9872 4981

ENSGALP00000020561 CID 68 - 81
RNA 2' 3'-cyclic phosphate and 5'-OH 
ligase - CGNC Symbol 9570 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1476,
89)" 5704 4982

ENSGALP00000043342 CID 201 - 214
insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 51304 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1529,9
1)" 816 false 4983

ENSGALP00000025525 CID 227 - 239
carbonic anhydrase II - CGNC Symbol 
11834 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1566,7
0)" 4734 true 1.77 4984

ENSGALP00000018750 CID 338 - 351
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1659,9
2)" 4879 true 0.95 4985



ENSGALP00000035996 CID 116 - 122
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(833,49
)" 1547 false 4986

ENSGALP00000026277 CID 2-Aug
phosphate cytidylyltransferase 1 choline 
beta - CGNC Symbol 12206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(833,49
)" 1547 true 0.71 4987

ENSGALP00000000224 CID 150 - 164
proliferating cell nuclear antigen - CGNC 
Symbol 92 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1640,8
7)" 1988 false 4988

ENSGALP00000018750 CID 338 - 351
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1667,9
5)" 4843 true 0.95 4989

ENSGALP00000010510 CID 89 - 102
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1687,
95)" 79243 true 1.57 4990



ENSGALP00000005090 CID 187 - 197
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1274,8
0)" 1393 true 0.96 4991

ENSGALP00000006414 CID 96 - 108
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1600
,79)" 3393 4992

ENSGALP00000017462 CID 30 - 43
high mobility group box 2 - CGNC 
Symbol 8169 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1680,8
8)" 4124 false 1.03 4993

ENSGALP00000027541 CID 30 - 43
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1680,8
8)" 4124 false 0.52 4994

ENSGALP00000035478 CID 1,774 - 1,787 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1680,8
8)" 4124 true 0.52 4995



ENSGALP00000016523 CID 626 - 640

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1810,9
8)" 2592 true 1.07 4996

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1546,
92)" 188447 false 4997

ENSGALP00000024803 CID 86 - 98
prolyl endopeptidase - CGNC Symbol 
11476 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1715,
82)" 4901 true 1.9 4998

ENSGALP00000016523 CID 626 - 640

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1815,0
1)" 2773 4999

ENSGALP00000010387 CID 97 - 108
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1552,
94)" 4153 false 5000



ENSGALP00000016623 CID 106 - 117
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1552,
94)" 4153 false 5001

ENSGALP00000013574 CID 350 - 361
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1571,8
5)" 3862 true 0.34 5002

ENSGALP00000026337 CID 204 - 217 peroxiredoxin 4 - CGNC Symbol 12239 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1663
,81)" 1778 false 5003

ENSGALP00000014260 CID 284 - 300
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1799,
95)" 25169 true 1.05 5004

ENSGALP00000038935 CID 297 - 312
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1912,9
7)" 3963 false 5005



ENSGALP00000014107 CID 165 - 178 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1702
,83)" 4868 true 0.6 5006

ENSGALP00000014260 CID 284 - 300
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1803,
97)" 26432 5007

ENSGALP00000015061 CID 187 - 202
fibrinogen alpha chain - CGNC Symbol 
49746 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2032,9
6)" 6202 false 5008

ENSGALP00000038209 CID 209 - 223
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1735
,91)" 8643 5009

ENSGALP00000015409 CID 212 - 227 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1815
,87)" 3194 true 1.56 5010



ENSGALP00000016523 CID 625 - 640

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1975,1
5)" 3339 true 1.4 5011

ENSGALP00000021708 CID 125 - 144
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2118,0
0)" 7251 true 1.79 5012

ENSGALP00000023278 CID 225 - 238
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1584,8
3)" 89440 true 0.65 5013

ENSGALP00000015409 CID 212 - 227 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1823
,96)" 2804 true 1.56 5014

ENSGALP00000005013 CID 77 - 92
core-binding factor beta subunit - CGNC 
Symbol 2299 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1832
,90)" 2833 true 1.17 5015



ENSGALP00000035933 CID 316 - 332 cathepsin B - CGNC Symbol 12486 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1852
,88)" 6075 false 5016

ENSGALP00000036413 CID 358 - 369
interferon regulatory factor 4 - CGNC 
Symbol 9722 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1412,7
4)" 4181 true 1.18 5017

ENSGALP00000039757 CID 775 - 779
hypoxia up-regulated 1 - CGNC Symbol 
53307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(724,4
3)" 2943 false 5018

ENSGALP00000023364 CID 211 - 217
NOP56 ribonucleoprotein - CGNC 
Symbol 10777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(906,51
)" 4569 true 0.91 5019

ENSGALP00000004807 CID 219 - 226
proteasome subunit alpha 4 - CGNC 
Symbol 2207 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(944,53
)" 19898 false 0.22 5020



ENSGALP00000000639 CID 235 - 243 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1078,5
9)" 3675 5021

ENSGALP00000020463 CID 221 - 228
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1078,5
9)" 3675 false 1.12 5022

ENSGALP00000035717 CID 184 - 198

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1767,0
4)" 3928 true 0.8 5023

ENSGALP00000023364 CID 211 - 217
NOP56 ribonucleoprotein - CGNC 
Symbol 10777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(910,53
)" 4168 5024

ENSGALP00000043256 CID 15 - 22
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(948,55
)" 3969 5025



ENSGALP00000039954 CID 114 - 121 Hsap of 1: formin like 1 - HGNC:1212 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1082,5
5)" 2749 true 0.6 5026

ENSGALP00000043196 CID 807 - 815
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1082,5
5)" 2749 false 0.6 5027

ENSGALP00000001909 CID 1,268 - 1,276
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1093,5
4)" 2473 false 0.83 5028

ENSGALP00000035717 CID 184 - 198

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1775,0
9)" 3158 true 0.8 5029

ENSGALP00000019435 CID 108 - 125

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - CGNC 
Symbol 9043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2095,1
6)" 1423 true 0.42 5030



ENSGALP00000005643 CID 81 - 98

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2162
,05)" 910 true 1.43 5031

ENSGALP00000001460 CID 147 - 155
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1092,5
7)" 9443 true 0.84 5032

ENSGALP00000017495 CID 368 - 377 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1221,
66)" 19635 false 1.02 5033

ENSGALP00000009960 CID 22 - 31
ribosomal protein L13 - CGNC Symbol 
49509 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1221,
66)" 19635 5034

ENSGALP00000013574 CID 421 - 431
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(1257,8
3)" 599 false 5035



ENSGALP00000003089 CID 66 - 83
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2170
,06)" 3184 5036

ENSGALP00000005643 CID 81 - 98

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2170
,06)" 3184 true 1.43 5037

ENSGALP00000043331 CID 81 - 89
topoisomerase (DNA) I - CGNC Symbol 
2691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(960,57
)" 5064 5038

ENSGALP00000004866 CID 126 - 133
nudix hydrolase 21 - CGNC Symbol 
66135 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(960,57
)" 5064 false 5039

ENSGALP00000003646 CID 76 - 84
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(960,57
)" 5064 false 5040



ENSGALP00000021055 CID 621 - 628 dynamin 1-like - CGNC Symbol 9791 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(960,57
)" 5064 false 5041

ENSGALP00000013267 CID 90 - 98
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1153,6
2)" 3327 true 0.61 5042

ENSGALP00000020830 CID 348 - 357

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1161,6
2)" 8407 false 0.32 5043

ENSGALP00000001460 CID 147 - 155
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1096,5
9)" 7949 5044

ENSGALP00000020094 CID 23 - 38
H1 histone family member 0 - CGNC 
Symbol 9356 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1736,9
0)" 15826 5045



ENSGALP00000018652 CID 272 - 291
actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 8704 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2321,2
7)" 2437 false 5046

ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1185,6
2)" 7393 true 0.8 5047

ENSGALP00000012472 CID 609 - 629 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2419
,27)" 563 true 1.33 5048

ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1189,6
4)" 5932 5049

ENSGALP00000012472 CID 609 - 629 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2435
,33)" 747 true 1.33 5050



ENSGALP00000019365 CID 109 - 117 annexin A5 - CGNC Symbol 9009 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1029,6
2)" 7230 true 0.81 5051

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1136,
63)" 4913 true 1.12 5052

ENSGALP00000011510 CID 185 - 194 apolipoprotein A-I - CGNC Symbol 49860 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1205,6
2)" 21960 false 5053

ENSGALP00000022004 CID 168 - 178 tropomyosin 3 - HGNC:12012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1340,8
1)" 50682 true 0.45 5054

ENSGALP00000038799 CID 168 - 178
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1340,8
1)" 50682 true 0.45 5055



ENSGALP00000007934 CID 400 - 416
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2097,0
5)" 83129 true 0.76 5056

ENSGALP00000009511 CID 58 - 67
ribosomal protein L5 - CGNC Symbol 
4424 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1250,6
6)" 3700 true 0.6 5057

ENSGALP00000018424 CID 143 - 152 desmin - CGNC Symbol 49543 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1296,6
1)" 4930 true 0.71 5058

ENSGALP00000022004 CID 168 - 178 tropomyosin 3 - HGNC:12012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1348,8
6)" 20721 true 0.45 5059

ENSGALP00000038799 CID 168 - 178
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1348,8
6)" 20721 true 0.45 5060



ENSGALP00000003423 CID 988 - 998
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1348,8
6)" 20721 5061

ENSGALP00000007934 CID 400 - 416
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2101,0
7)" 59609 5062

ENSGALP00000037398 CID 169 - 177 villin 1 - CGNC Symbol 49795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1046
,58)" 1786 true 1.24 5063

ENSGALP00000024167 CID 192 - 205 transportin 1 - CGNC Symbol 11160 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1629,
84)" 1913 true 1.35 5064

ENSGALP00000024167 CID 192 - 205 transportin 1 - CGNC Symbol 11160 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1633,
87)" 4638 5065



ENSGALP00000016447 CID 99 - 110
ribosomal protein S8 - CGNC Symbol 
52222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1464,7
5)" 26228 true 1.07 5066

ENSGALP00000010510 CID 89 - 102
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1679,
91)" 44805 true 1.57 5067

ENSGALP00000025929 CID 138 - 163
hydroxyacyl-CoA dehydrogenase - CGNC 
Symbol 12053 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2893,4
4)" 1473 true 0.73 5068

ENSGALP00000008236 CID 998 - 1,009
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1443,7
7)" 21522 true 0.64 5069

ENSGALP00000016447 CID 99 - 110
ribosomal protein S8 - CGNC Symbol 
52222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1468,7
8)" 19132 5070



P04264 CID 418 - 432
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1744,9
0)" 11895 true 0.28 5071

ENSGALP00000008236 CID 998 - 1,009
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1447,7
9)" 13818 5072

ENSGALP00000017553 CID 96 - 109
basic leucine zipper and W2 domains 2 - 
CGNC Symbol 8215 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1773,8
0)" 4001 true 0.9 5073

ENSGALP00000023188 CID Sep-21

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1551,
92)" 1716 false 5074

ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1678,9
2)" 4795 5075



ENSGALP00000017553 CID 96 - 109
basic leucine zipper and W2 domains 2 - 
CGNC Symbol 8215 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1777,8
3)" 3589 5076

ENSGALP00000016509 CID 1,381 - 1,393

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1609,
01)" 2886 false 5077

ENSGALP00000002828 CID 667 - 675
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1127,6
9)" 2113 true 0.33 5078

ENSGALP00000034108 CID 294 - 304
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1197
,67)" 2100 true 0.47 5079

ENSGALP00000026076 CID 309 - 318
pyridoxal (pyridoxine vitamin B6) kinase - 
CGNC Symbol 12115 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1197
,67)" 2100 false 1.02 5080



ENSGALP00000009121 CID 643 - 653
glycyl-tRNA synthetase - CGNC Symbol 
4244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1197
,67)" 2100 5081

ENSGALP00000035959 CID 216 - 231
carbonyl reductase 1 - CGNC Symbol 
50782 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1960,
05)" 3143 false 5082

ENSGALP00000034108 CID 294 - 304
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1205
,72)" 990 false 0.47 5083

ENSGALP00000027317 CID 374 - 387

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC Symbol 12709 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1626,
04)" 1402 false 5084

ENSGALP00000008498 CID 531 - 543 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1626,
04)" 1402 true 1.21 5085



ENSGALP00000006414 CID 58 - 66
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1259
,57)" 6086 true 0.39 5086

ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1675,8
7)" 28814 true 1.74 5087

ENSGALP00000026664 CID 387 - 396
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1194,6
0)" 2555 false 5088

ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1679,9
0)" 52775 5089

ENSGALP00000005345 CID 175 - 190
interferon gamma-inducible protein 30 - 
CGNC Symbol 2468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1726,8
5)" 9518 true 0.42 5090



ENSGALP00000011491 CID 260 - 270
pyruvate dehydrogenase (lipoamide) 
beta - CGNC Symbol 5364 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1345
,68)" 1033 false 5091

ENSGALP00000023089 CID 45 - 60
ribosomal protein large P2 - CGNC 
Symbol 10655 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1881,0
3)" 11622 false 5092

ENSGALP00000038957 CID 28 - 48
ribosomal protein L27 - CGNC Symbol 
49733 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2300,1
2)" 1265 true 0.59 5093

ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(742,37
)" 11347 true 2.27 5094

ENSGALP00000002254 CID 82 - 89
Ras-related GTP binding C - CGNC 
Symbol 1028 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(894,54
)" 7122 5095



ENSGALP00000042598 CID 152 - 159
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(894,54
)" 7122 5096

ENSGALP00000015412 CID 161 - 168
cyclin-dependent kinase 6 - CGNC 
Symbol 51286 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(894,54
)" 7122 5097

ENSGALP00000017341 CID 99 - 111

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1753,8
5)" 5623 true 2.96 5098

ENSGALP00000033366 CID 77 - 91
leukocyte ribonuclease A-2 - CGNC 
Symbol 52020 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1797,9
3)" 8985 true 0.38 5099

ENSGALP00000020445 CID 1,755 - 1,770
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1843
,88)" 5611 true 1.32 5100



ENSGALP00000033366 CID 77 - 91
leukocyte ribonuclease A-2 - CGNC 
Symbol 52020 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1801,9
5)" 3242 5101

ENSGALP00000020445 CID 1,755 - 1,770
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1847
,91)" 7413 5102

ENSGALP00000038292 CID 76 - 101
cAMP-regulated phosphoprotein 19kDa - 
CGNC Symbol 54805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2889,5
7)" 1599 false 5103

ENSGALP00000019975 CID 469 - 475
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(913,57
)" 5052 false 5104

ENSGALP00000015063 CID 118 - 124
fibrinogen gamma chain - CGNC Symbol 
7041 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(913,57
)" 5052 false 5105



ENSGALP00000008131 CID 436 - 445 vinculin - CGNC Symbol 3778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1179,
60)" 2702 false 5106

ENSGALP00000003011 CID 566 - 575
scaffold attachment factor B2 - CGNC 
Symbol 52976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1179,
60)" 2702 false 5107

ENSGALP00000042552 CID 541 - 547
guanylate binding protein - CGNC 
Symbol 49284 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(921,50
)" 6479 false 5108

ENSGALP00000017202 CID 251 - 258
pyrophosphatase (inorganic) 2 - CGNC 
Symbol 8036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr9

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
9/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr9/"MS/MS_(865,55
)" 1104 false 5109

ENSGALP00000038979 CID 46 - 51
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(900,4
8)" 1858 false 5110



ENSGALP00000018195 CID 201 - 209
proteasome subunit beta 1 - CGNC 
Symbol 8487 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1035,5
4)" 5042 true 0.61 5111

ENSGALP00000019452 CID 67 - 91
eukaryotic translation initiation factor 
1B - CGNC Symbol 9051 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2952,5
1)" 807 false 5112

ENSGALP00000039758 CID 257 - 264
SAM and SH3 domain containing 3 - 
CGNC Symbol 2900 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1038,5
8)" 5826 false 5113

ENSGALP00000016363 CID 192 - 199
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1038,5
8)" 5826 5114

ENSGALP00000024710 CID 3-Dec
ribosomal protein L24 - CGNC Symbol 
50756 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1245,6
2)" 11089 true 0.48 5115



ENSGALP00000038179 CID 197 - 207
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1481,7
9)" 10187 true 1.34 5116

ENSGALP00000020445 CID 374 - 387
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1599,8
9)" 85250 true 0.95 5117

ENSGALP00000000639 CID 235 - 243 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1074,5
6)" 2258 true 1.24 5118

ENSGALP00000001013 CID 69 - 79
ribosomal protein L22 - CGNC Symbol 
48966 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1263,7
2)" 9563 true 0.56 5119

ENSGALP00000004417 CID 435 - 447
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1516,8
6)" 66091 true 0.3 5120



ENSGALP00000020445 CID 374 - 387
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1603,9
1)" 78783 5121

ENSGALP00000003089 CID 513 - 524
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1307,
69)" 8761 true 0.86 5122

ENSGALP00000038782 CID 154 - 160 nucleobindin 2 - CGNC Symbol 51883 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(891,
49)" 1071 false 5123

ENSGALP00000016538 CID 497 - 503 calpain 11 - CGNC Symbol 54348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(891,
49)" 1071 false 5124

ENSGALP00000019224 CID 543 - 553

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1257,7
2)" 2392 false 1.59 5125



ENSGALP00000035738 CID 355 - 365
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1257,7
2)" 2392 false 5126

ENSGALP00000012879 CID 79 - 93
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1958,9
2)" 5449 true 1.02 5127

ENSGALP00000018258 CID 385 - 395 Enah/Vasp-like - CGNC Symbol 8513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1429,8
0)" 2345 true 1.65 5128

ENSGALP00000005345 CID 175 - 190
interferon gamma-inducible protein 30 - 
CGNC Symbol 2468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1730,8
7)" 3403 5129

ENSGALP00000012879 CID 79 - 93
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1962,9
5)" 5585 5130



Q04695 CID 193 - 201
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1057
,62)" 9654 true 0.2 5131

P08779 CID 226 - 234
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1057
,62)" 9654 true 0.2 5132

ENSGALP00000038993 CID 532 - 540 EPH receptor B3 - CGNC Symbol 49688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1057
,62)" 9654 false 5133

ENSGALP00000018258 CID 385 - 395 Enah/Vasp-like - CGNC Symbol 8513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1437,8
5)" 3877 true 1.65 5134

ENSGALP00000041159 CID 107 - 117 ribosomal protein S16 - HGNC:10396 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1437,8
5)" 3877 5135



ENSGALP00000020258 CID 81 - 89

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1062
,56)" 1797 false 0.99 5136

ENSGALP00000009709 CID 464 - 480
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1973,0
6)" 2842 true 1.75 5137

ENSGALP00000001997 CID 2-Oct
eukaryotic translation initiation factor 
4H - CGNC Symbol 897 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1155
,46)" 6494 5138

ENSGALP00000012171 CID 38 - 53
LUC7-like (S. cerevisiae) - CGNC Symbol 
5684 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1896,9
3)" 3830 5139

ENSGALP00000009709 CID 464 - 480
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1981,1
1)" 4984 true 1.75 5140



ENSGALP00000016623 CID 107 - 118
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1540,
87)" 24733 true 0.98 5141

ENSGALP00000010387 CID 98 - 109
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1540,
87)" 24733 true 0.98 5142

ENSGALP00000016523 CID 625 - 640

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1967,0
9)" 1957 true 1.4 5143

P04264 CID 278 - 288
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1321,7
0)" 3348 false 5144

ENSGALP00000016623 CID 107 - 118
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1548,
92)" 22415 true 0.98 5145



ENSGALP00000010387 CID 98 - 109
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1548,
92)" 22415 true 0.98 5146

ENSGALP00000025883 CID 125 - 133
eukaryotic translation initiation factor 3 
subunit E - CGNC Symbol 12026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1228
,62)" 1144 true 0.96 5147

ENSGALP00000012086 CID 114 - 120
glutamic-oxaloacetic transaminase 1 
soluble - CGNC Symbol 5645 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(833,48
)" 3181 false 0.65 5148

ENSGALP00000020744 CID 738 - 743
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(833,48
)" 3181 5149

ENSGALP00000006414 CID 58 - 66
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1263
,60)" 3312 5150



ENSGALP00000000639 CID 36 - 42 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(849,48
)" 1734 5151

ENSGALP00000016337 CID 841 - 848

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(984,55
)" 9980 true 1 5152

ENSGALP00000024283 CID 171 - 182
ribosomal protein S6 - CGNC Symbol 
49670 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1312
,71)" 6735 true 0.71 5153

ENSGALP00000003737 CID 16 - 28 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1505,7
9)" 6074 true 0.97 5154

ENSGALP00000024283 CID 171 - 182
ribosomal protein S6 - CGNC Symbol 
49670 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1316
,73)" 4786 5155



ENSGALP00000003737 CID 16 - 28 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1513,8
3)" 5876 true 0.97 5156

ENSGALP00000027953 CID 202 - 227
ribosomal protein S3 - CGNC Symbol 
13020 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3052,7
9)" 673 false 5157

ENSGALP00000004641 CID 596 - 600
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(786,4
7)" 6984 false 1 5158

ENSGALP00000009528 CID 277 - 285
RuvB like AAA ATPase 1 - CGNC Symbol 
4431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1028,6
2)" 17700 false 1.29 5159

ENSGALP00000035366 CID 81 - 89
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1145,6
1)" 20893 true 1.12 5160



ENSGALP00000016108 CID 558 - 565
sec1 family domain containing 1 - CGNC 
Symbol 7533 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1145,6
1)" 20893 5161

ENSGALP00000006218 CID 217 - 228
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1481
,67)" 8029 5162

ENSGALP00000036056 CID 51 - 58
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1033,5
5)" 2155 true 0.52 5163

ENSGALP00000035366 CID 81 - 89
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1149,6
3)" 24767 5164

ENSGALP00000006240 CID 1,264 - 1,276
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1491
,77)" 1716 false 5165



ENSGALP00000000639 CID 191 - 202 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1602,8
5)" 6983 false 5166

ENSGALP00000007997 CID 21 - 28
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(896,5
2)" 18804 true 0.42 5167

ENSGALP00000023396 CID 20 - 32
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1416,8
7)" 77505 true 1.01 5168

ENSGALP00000014298 CID 131 - 146
ribosomal protein L12 - CGNC Symbol 
50469 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1690,8
6)" 22968 true 0.6 5169

ENSGALP00000028084 CID 19 - 26
osteoclast stimulating factor 1 - CGNC 
Symbol 13080 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1028,5
7)" 12029 5170



ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1245,6
6)" 3475 true 0.19 5171

ENSGALP00000020840 CID 1,655 - 1,668 desmoplakin - CGNC Symbol 9696 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1616,8
9)" 13068 false 5172

ENSGALP00000018498 CID 46 - 59

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1616,8
9)" 13068 true 1.29 5173

ENSGALP00000007265 CID 61 - 74
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1754,8
8)" 1749 5174

ENSGALP00000017049 CID 43 - 58
cytidine/uridine monophosphate kinase 
1 - CGNC Symbol 7971 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1979,
11)" 4090 true 3 5175



ENSGALP00000023188 CID 22 - 29

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1125,7
0)" 4519 false 5176

ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1261,6
6)" 1977 false 5177

ENSGALP00000018498 CID 46 - 59

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1624,9
4)" 16875 true 1.29 5178

ENSGALP00000017049 CID 43 - 58
cytidine/uridine monophosphate kinase 
1 - CGNC Symbol 7971 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1991,
19)" 12291 true 3 5179

ENSGALP00000035593 CID 84 - 105 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2750,3
7)" 3307 true 2.83 5180



ENSGALP00000023866 CID 786 - 792

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(840,5
0)" 2836 5181

ENSGALP00000000325 CID 818 - 825
WD repeat domain 36 - CGNC Symbol 
143 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(981,4
9)" 3351 true 2.39 5182

ENSGALP00000023214 CID 221 - 232
DEAH (Asp-Glu-Ala-His) box helicase 15 - 
CGNC Symbol 10712 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1446,7
9)" 3421 5183

ENSGALP00000010942 CID 59 - 65
ribosomal protein S15a - CGNC Symbol 
5109 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(925,5
3)" 1968 true 0.95 5184

ENSGALP00000023439 CID 289 - 297
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1130,6
2)" 6024 5185



ENSGALP00000005013 CID 77 - 92
core-binding factor beta subunit - CGNC 
Symbol 2299 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1836
,88)" 1900 5186

ENSGALP00000010510 CID 349 - 357
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1137,6
3)" 5629 true 0.59 5187

ENSGALP00000019120 CID 352 - 360
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1137,6
3)" 5629 true 0.59 5188

ENSGALP00000006939 CID 656 - 663 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1041,
61)" 18432 5189

ENSGALP00000018087 CID 38 - 49
vaccinia related kinase 1 - CGNC Symbol 
8440 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1189,
70)" 13740 5190



ENSGALP00000017934 CID 29 - 39
cytochrome c somatic - CGNC Symbol 
8375 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1200,
70)" 21377 5191

ENSGALP00000038570 CID 56 - 67
eukaryotic translation initiation factor 
5A2 - CGNC Symbol 49863 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1367,8
0)" 27314 true 0.62 5192

ENSGALP00000020445 CID 1,754 - 1,770
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2000,0
3)" 3383 true 1.49 5193

ENSGALP00000001002 CID May-23

nuclear casein kinase and cyclin-
dependent kinase substrate 1 - CGNC 
Symbol 448 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2265,9
4)" 2199 true 0.94 5194

ENSGALP00000006566 CID 146 - 155
serine/arginine-rich splicing factor 10 - 
CGNC Symbol 51061 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1224,
70)" 3957 true 1.1 5195



ENSGALP00000023278 CID 57 - 70
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1642,9
6)" 61389 5196

ENSGALP00000020445 CID 1,754 - 1,770
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2008,0
7)" 5045 true 1.49 5197

ENSGALP00000001002 CID May-23

nuclear casein kinase and cyclin-
dependent kinase substrate 1 - CGNC 
Symbol 448 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2269,9
6)" 2076 5198

ENSGALP00000020445 CID 712 - 718
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(952,53
)" 34851 true 0.58 5199

ENSGALP00000003130 CID 13 - 19

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(952,53
)" 34851 false 0.58 5200



ENSGALP00000019832 CID 231 - 240
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1283,6
7)" 2348 true 0.65 5201

ENSGALP00000020445 CID 712 - 718
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(956,55
)" 19758 5202

ENSGALP00000023288 CID 75 - 89
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1768,8
3)" 33741 true 0.61 5203

ENSGALP00000002482 CID 519 - 531 copine I - CGNC Symbol 50925 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1520,8
8)" 18035 false 1.31 5204

ENSGALP00000004417 CID 435 - 447
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1520,8
8)" 18035 5205



ENSGALP00000023288 CID 75 - 89
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1772,8
6)" 18361 5206

ENSGALP00000009829 CID 26 - 36

Gallus gallus hypoxanthine 
phosphoribosyltransferase 1 (HPRT1) 
mRNA. - RefSeq mRNA NM_204848 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1341,7
3)" 6603 true 0.92 5207

ENSGALP00000008498 CID 283 - 299 transketolase - CGNC Symbol 3953 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1912,1
4)" 6812 true 2.09 5208

ENSGALP00000024853 CID 182 - 187
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(760,
49)" 2176 false 5209

ENSGALP00000005633 CID 27 - 32
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(760,
49)" 2176 false 5210



ENSGALP00000013029 CID 1,006 - 1,016
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1344,
86)" 4608 false 5211

ENSGALP00000015333 CID 192 - 205
TIA1 cytotoxic granule-associated RNA 
binding protein - CGNC Symbol 56693 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1595,
91)" 3814 false 5212

ENSGALP00000003737 CID 222 - 228 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(871,
55)" 1369 false 5213

ENSGALP00000009341 CID 788 - 794
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(871,
55)" 1369 false 5214

ENSGALP00000019192 CID 197 - 209
uridine monophosphate synthetase - 
CGNC Symbol 8931 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1476,7
6)" 1215 true 0.66 5215



ENSGALP00000040890 CID 391 - 404
Sad1 and UNC84 domain containing 2 - 
CGNC Symbol 50656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1589,8
8)" 7818 5216

ENSGALP00000019231 CID 104 - 125
heme binding protein 1 - CGNC Symbol 
8945 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2598,3
0)" 2158 false 5217

ENSGALP00000038935 CID 249 - 256
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1100,6
2)" 4294 5218

ENSGALP00000007490 CID 397 - 407 moesin - HGNC:7373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1286,6
9)" 7321 false 5219

ENSGALP00000042552 CID 472 - 482
guanylate binding protein - CGNC 
Symbol 49284 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1286,6
9)" 7321 false 5220



ENSGALP00000019192 CID 197 - 209
uridine monophosphate synthetase - 
CGNC Symbol 8931 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1480,7
9)" 1296 5221

ENSGALP00000018454 CID 286 - 301 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1799,0
0)" 71496 false 5222

ENSGALP00000012772 CID 2-Dec
Gallus gallus interleukin 18 (IL18) mRNA. 
- RefSeq mRNA NM_204608 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1335,6
0)" 6422 5223

Q04695 CID 193 - 201
Keratin, type I cytoskeletal 17 OS=Homo 
sapiens GN=KRT17 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1061
,63)" 748 5224

P08779 CID 226 - 234
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1061
,63)" 748 5225



ENSGALP00000003012 CID 203 - 214
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1426,
84)" 9792 true 0.77 5226

ENSGALP00000009487 CID 140 - 156 ribophorin I - CGNC Symbol 4413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2038,0
1)" 10259 true 0.75 5227

ENSGALP00000003157 CID 93 - 109
NADH:ubiquinone oxidoreductase 
subunit B6 - CGNC Symbol 1444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1914,
04)" 8092 false 5228

ENSGALP00000009487 CID 140 - 156 ribophorin I - CGNC Symbol 4413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2042,0
3)" 3025 5229

ENSGALP00000018939 CID 122 - 132
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1304,7
1)" 4072 true 0.94 5230



ENSGALP00000018371 CID 121 - 134
RAB5A member RAS oncogene family - 
CGNC Symbol 51310 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1451,
86)" 1658 true 1.22 5231

ENSGALP00000022626 CID 64 - 78

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1807,0
2)" 1053 true 0.76 5232

ENSGALP00000018371 CID 121 - 134
RAB5A member RAS oncogene family - 
CGNC Symbol 51310 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1459,
91)" 2030 true 1.22 5233

ENSGALP00000038878 CID 930 - 944
collagen type VI alpha 1 - CGNC Symbol 
4468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1591,8
7)" 4232 false 5234

ENSGALP00000007705 CID 174 - 190
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1810,8
5)" 4471 true 0.95 5235



ENSGALP00000013761 CID 101 - 118
NOP58 ribonucleoprotein - CGNC 
Symbol 52126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2208,1
9)" 3212 false 5236

ENSGALP00000041756 CID 123 - 130
Parkinsonism associated deglycase - 
HGNC:16369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(894,53
)" 12089 false 5237

ENSGALP00000005643 CID 16 - 23

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(894,53
)" 12089 5238

ENSGALP00000013870 CID 308 - 319

X-prolyl aminopeptidase 
(aminopeptidase P) 1 soluble - CGNC 
Symbol 6466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1495,
82)" 1490 true 1 5239

ENSGALP00000007705 CID 174 - 190
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1814,8
8)" 4247 5240



ENSGALP00000038935 CID 120 - 142
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2477,2
2)" 3390 true 1.31 5241

ENSGALP00000007586 CID 2-Oct
aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 50558 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1016,
55)" 1752 5242

ENSGALP00000038155 CID 197 - 204
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1016,
55)" 1752 false 5243

ENSGALP00000035386 CID 196 - 204 hemopexin - CGNC Symbol 15517 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1152,5
5)" 1414 false 5244

ENSGALP00000038490 CID 92 - 101 tropomyosin 4 - HGNC:12013 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1271
,69)" 10451 true 1.51 5245



ENSGALP00000038799 CID 92 - 101
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1271
,69)" 10451 true 1.51 5246

ENSGALP00000022004 CID 92 - 101 tropomyosin 3 - HGNC:12012 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1271
,69)" 10451 true 1.51 5247

ENSGALP00000018616 CID 333 - 339
leukotriene A4 hydrolase - CGNC Symbol 
8686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(924,49
)" 3039 false 0.94 5248

ENSGALP00000009709 CID 286 - 294
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1162,
70)" 6816 true 1.32 5249

ENSGALP00000036720 CID 4,350 - 4,359
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1162,
70)" 6816 false 0.64 5250



ENSGALP00000022963 CID 444 - 452
structural maintenance of chromosomes 
1B - CGNC Symbol 10603 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1194,6
4)" 5667 false 5251

ENSGALP00000006624 CID 232 - 241
vacuolar protein sorting 26 homolog A 
(S. pombe) - CGNC Symbol 3064 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1194,6
4)" 5667 false 5252

ENSGALP00000018120 CID 162 - 175
proteasome 26S subunit non-ATPase 14 - 
CGNC Symbol 8450 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1622,8
5)" 1751 true 1.45 5253

ENSGALP00000007523 CID 17 - 32
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1835,8
5)" 38434 true 0.7 5254

ENSGALP00000010510 CID 138 - 155
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2010,0
3)" 10632 true 0.4 5255



ENSGALP00000018616 CID 333 - 339
leukotriene A4 hydrolase - CGNC Symbol 
8686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(928,51
)" 3221 5256

ENSGALP00000019306 CID 294 - 306
LIM domains containing 1 - CGNC 
Symbol 8981 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1417
,77)" 6944 5257

ENSGALP00000012529 CID 197 - 211
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1684,9
4)" 3612 true 1.36 5258

ENSGALP00000007523 CID 17 - 32
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1839,8
4)" 15483 5259

ENSGALP00000010510 CID 138 - 155
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2014,0
6)" 4070 5260



ENSGALP00000023439 CID 289 - 297
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1126,6
0)" 7045 true 0.74 5261

ENSGALP00000000747 CID 322 - 332
zinc finger CCCH-type containing 11A - 
CGNC Symbol 51431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1166,
73)" 8995 5262

ENSGALP00000009709 CID 286 - 294
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1166,
73)" 8995 5263

ENSGALP00000013722 CID 41 - 50

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1166,
73)" 8995 5264

ENSGALP00000006218 CID 217 - 228
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1477
,65)" 7744 true 0.9 5265



ENSGALP00000042627 CID 79 - 95
Gallus gallus granulysin (GNLY) mRNA. - 
RefSeq mRNA NM_001044680 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1876,9
6)" 25100 false 5266

ENSGALP00000027981 CID 517 - 526
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1239,6
2)" 8301 5267

ENSGALP00000016523 CID 321 - 331

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1376,6
8)" 56179 true 0.39 5268

ENSGALP00000022004 CID 92 - 105 tropomyosin 3 - HGNC:12012 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1755
,92)" 5474 true 1.36 5269

ENSGALP00000038799 CID 92 - 105
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1755
,92)" 5474 true 1.36 5270



ENSGALP00000038490 CID 92 - 105 tropomyosin 4 - HGNC:12013 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1755
,92)" 5474 true 1.36 5271

ENSGALP00000004866 CID 108 - 125
nudix hydrolase 21 - CGNC Symbol 
66135 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1973,0
7)" 6524 false 5272

ENSGALP00000035593 CID 84 - 105 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2742,3
3)" 789 true 2.83 5273

ENSGALP00000023214 CID 113 - 119
DEAH (Asp-Glu-Ala-His) box helicase 15 - 
CGNC Symbol 10712 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(905,53
)" 1545 true 0.72 5274

ENSGALP00000027981 CID 244 - 256
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1292,
72)" 5716 5275



ENSGALP00000038677 CID 177 - 195
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2355,4
0)" 1348 false 5276

P08779 CID 264 - 284
Keratin, type I cytoskeletal 16 OS=Homo 
sapiens GN=KRT16 PE=1 SV=4 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2115,9
9)" 14596 true 1.16 5277

ENSGALP00000018454 CID 416 - 422 tubulin alpha 4b - CGNC Symbol 65790 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(943,48
)" 2407 true 0.54 5278

ENSGALP00000037524 CID 405 - 411 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(943,48
)" 2407 true 0.54 5279

ENSGALP00000016978 CID 395 - 401
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(943,48
)" 2407 true 0.54 5280



ENSGALP00000003089 CID 513 - 524
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1315,
73)" 5109 true 0.86 5281

ENSGALP00000010405 CID 680 - 688
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1113,
67)" 4669 false 5282

ENSGALP00000038570 CID 56 - 67
eukaryotic translation initiation factor 
5A2 - CGNC Symbol 49863 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1375,8
6)" 14973 true 0.62 5283

ENSGALP00000001866 CID 156 - 171
SAM domain and HD domain 1 - CGNC 
Symbol 839 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1805,9
4)" 5056 true 0.45 5284

ENSGALP00000013738 CID 34 - 49
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1982
,05)" 7539 true 1.48 5285



ENSGALP00000012879 CID 177 - 185
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1200,
73)" 1447 true 1.21 5286

ENSGALP00000007236 CID 92 - 104
calcyclin binding protein - CGNC Symbol 
3365 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1548,8
3)" 3213 5287

ENSGALP00000037524 CID 275 - 290 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1813,0
2)" 231257 true 1.57 5288

ENSGALP00000016978 CID 265 - 280
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1813,0
2)" 231257 false 1.38 5289

ENSGALP00000018498 CID 153 - 172

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2288
,01)" 510 5290



ENSGALP00000016523 CID 149 - 168

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2288
,01)" 510 5291

ENSGALP00000012130 CID 152 - 158

integrin beta 2 (complement component 
3 receptor 3 and 4 subunit) - CGNC 
Symbol 49690 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(756,
47)" 5534 5292

ENSGALP00000005653 CID 1,195 - 1,200 fibronectin 1 - CGNC Symbol 2613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(756,
47)" 5534 false 0.53 5293

ENSGALP00000016538 CID 465 - 472 calpain 11 - CGNC Symbol 54348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1007,5
6)" 2789 true 0.97 5294

ENSGALP00000023288 CID 248 - 260
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1508,
90)" 2063 true 0.44 5295



ENSGALP00000008498 CID 283 - 299 transketolase - CGNC Symbol 3953 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1904,0
9)" 2426 true 2.09 5296

ENSGALP00000038935 CID 249 - 256
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1096,5
9)" 7798 true 1.41 5297

ENSGALP00000011718 CID 260 - 273

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1914,9
3)" 9744 true 1.14 5298

ENSGALP00000003250 CID 120 - 131
nuclear cap binding protein subunit 1 - 
CGNC Symbol 53067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1476,8
0)" 2487 5299

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1633,8
6)" 69151 5300



ENSGALP00000001750 CID 134 - 143 prohibitin - CGNC Symbol 51144 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1181
,65)" 1359 5301

ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1292,8
0)" 1988 true 0.8 5302

ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1292,8
0)" 1988 true 0.8 5303

ENSGALP00000042659 CID 36 - 50
B-cell lymphoma/leukemia 11B-like - 
CGNC Symbol 63941 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1696,9
0)" 1944 5304

ENSGALP00000006414 CID 95 - 108
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1752,9
0)" 25117 true 0.7 5305



ENSGALP00000012529 CID 197 - 211
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1688,9
5)" 2022 5306

ENSGALP00000006414 CID 95 - 108
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1760,9
5)" 17124 true 0.7 5307

ENSGALP00000013862 CID 1,078 - 1,096
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2054,
14)" 3275 true 2.02 5308

ENSGALP00000000639 CID 73 - 83 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1312,6
7)" 6526 5309

ENSGALP00000019468 CID 34 - 49 aconitase 2 - CGNC Symbol 9059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2035,0
1)" 2097 false 5310



ENSGALP00000013862 CID 1,078 - 1,096
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2062,
19)" 6618 true 2.02 5311

ENSGALP00000024853 CID 214 - 225
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1275
,71)" 1759 false 5312

ENSGALP00000035339 CID 112 - 129

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2047,1
5)" 10999 false 5313

ENSGALP00000004515 CID 78 - 84
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(983,56
)" 28251 true 0.5 5314

ENSGALP00000025629 CID 180 - 191
RNA binding motif protein 12B - CGNC 
Symbol 51213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1278
,64)" 904 5315



ENSGALP00000006939 CID 697 - 704 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(918,53
)" 1749 true 0.49 5316

ENSGALP00000007822 CID 420 - 428
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(986,58
)" 11044 false 1.12 5317

ENSGALP00000035973 CID 718 - 728

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1292
,60)" 9288 false 0.64 5318

ENSGALP00000041690 CID 116 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1292
,60)" 9288 true 0.64 5319

ENSGALP00000004515 CID 78 - 84
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(987,59
)" 11413 5320



ENSGALP00000019031 CID 330 - 337 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(994,54
)" 7035 true 0.83 5321

ENSGALP00000041690 CID 116 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1296
,62)" 5503 5322

ENSGALP00000010423 CID 240 - 254
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1947,8
7)" 1277 5323

ENSGALP00000009314 CID 78 - 91 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1635,8
7)" 6899 5324

ENSGALP00000010405 CID 299 - 309
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1257,6
7)" 1573 false 5325



ENSGALP00000005090 CID 780 - 797
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1970,0
6)" 3269 true 1.22 5326

ENSGALP00000014509 CID 172 - 184
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1368
,77)" 2242 5327

ENSGALP00000005090 CID 780 - 797
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1978,1
2)" 4377 true 1.22 5328

ENSGALP00000024078 CID 20 - 30
WD repeat domain 1 - CGNC Symbol 
11108 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1098,6
5)" 1812 false 5329

ENSGALP00000005576 CID 230 - 240
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1382
,67)" 1482 true 1.21 5330



ENSGALP00000019975 CID 259 - 269
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1382
,67)" 1482 true 1.21 5331

ENSGALP00000010942 CID 91 - 100
ribosomal protein S15a - CGNC Symbol 
5109 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1171,
68)" 154250 false 1.55 5332

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1171,
68)" 154250 true 1.55 5333

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1171,
68)" 154250 true 1.55 5334

ENSGALP00000042274 CID 253 - 262
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1171,
68)" 154250 true 1.55 5335



ENSGALP00000019975 CID 259 - 269
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1386
,69)" 1797 5336

ENSGALP00000005576 CID 230 - 240
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1386
,69)" 1797 5337

ENSGALP00000042552 CID 245 - 258
guanylate binding protein - CGNC 
Symbol 49284 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1758,8
9)" 25593 false 5338

ENSGALP00000026633 CID 644 - 653

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1038,
61)" 1887 false 5339

ENSGALP00000013574 CID 334 - 342
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1204,6
1)" 6626 5340



ENSGALP00000003250 CID 120 - 131
nuclear cap binding protein subunit 1 - 
CGNC Symbol 53067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1472,7
7)" 1405 true 1 5341

ENSGALP00000020659 CID 343 - 350
CDK5 regulatory subunit associated 
protein 1 like 1 - CGNC Symbol 9618 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1005,5
9)" 145199 true 5.35 5342

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1208,6
5)" 317726 true 2.83 5343

ENSGALP00000012928 CID 1-Nov
SMT3 suppressor of mif two 3 homolog 
2 (S. cerevisiae) - CGNC Symbol 55792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1335,
78)" 10171 5344

ENSGALP00000038904 CID 129 - 140
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1335,
78)" 10171 true 0.37 5345



ENSGALP00000038835 CID 150 - 161 mutS homolog 6 - CGNC Symbol 6804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1413
,75)" 9523 5346

ENSGALP00000016337 CID 413 - 424

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1413
,75)" 9523 false 0.73 5347

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1212,6
8)" 717525 5348

ENSGALP00000020154 CID 414 - 423
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1296,5
4)" 1490 5349

ENSGALP00000026544 CID 105 - 118
ras homolog family member B - CGNC 
Symbol 49447 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1649,
95)" 961 false 5350



ENSGALP00000002695 CID 306 - 316

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1343,7
4)" 4862 true 0.86 5351

ENSGALP00000042598 CID 98 - 110
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1568
,81)" 1241 false 5352

ENSGALP00000033584 CID 105 - 118
ras homolog family member A - CGNC 
Symbol 49322 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1663,
95)" 6515 true 0.58 5353

ENSGALP00000002695 CID 306 - 316

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1351,7
9)" 3483 true 0.86 5354

ENSGALP00000024283 CID 54 - 65
ribosomal protein S6 - CGNC Symbol 
49670 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1399,
80)" 9234 true 2.16 5355



ENSGALP00000002420 CID Feb-15
proteasome subunit beta 3 - CGNC 
Symbol 1108 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1529,6
9)" 2284 5356

ENSGALP00000016337 CID 2,450 - 2,466

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1936,0
8)" 1548 5357

ENSGALP00000015246 CID 198 - 208 peroxiredoxin 3 - CGNC Symbol 7123 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1248,7
1)" 21015 true 0.86 5358

ENSGALP00000009960 CID 146 - 158
ribosomal protein L13 - CGNC Symbol 
49509 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1428,
77)" 13655 true 1.88 5359

ENSGALP00000019468 CID 636 - 650 aconitase 2 - CGNC Symbol 9059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1647
,86)" 1595 5360



ENSGALP00000015246 CID 198 - 208 peroxiredoxin 3 - CGNC Symbol 7123 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1252,7
4)" 15707 5361

ENSGALP00000013987 CID 750 - 759
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1255,7
7)" 1687 true 0.66 5362

ENSGALP00000009037 CID 535 - 545 myosin IG - CGNC Symbol 51252 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1320,7
2)" 31429 5363

ENSGALP00000021618 CID 233 - 243
lactate dehydrogenase B - CGNC Symbol 
10005 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1320,7
2)" 31429 true 0.56 5364

ENSGALP00000037524 CID 275 - 290 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1821,0
7)" 361372 true 1.57 5365



ENSGALP00000008236 CID 1,214 - 1,232
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1999,0
6)" 981 true 0.92 5366

ENSGALP00000010510 CID Apr-25
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2319,
19)" 885 true 1.26 5367

ENSGALP00000021618 CID 233 - 243
lactate dehydrogenase B - CGNC Symbol 
10005 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1324,7
4)" 15859 5368

ENSGALP00000035386 CID 168 - 178 hemopexin - CGNC Symbol 15517 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1526,
71)" 16777 false 5369

ENSGALP00000017341 CID 99 - 111

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1761,8
9)" 19275 true 2.96 5370



ENSGALP00000008236 CID 1,214 - 1,232
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2003,0
8)" 906 5371

ENSGALP00000006284 CID 58 - 69

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1335,7
5)" 6544 true 1.07 5372

ENSGALP00000035658 CID 104 - 114
paraspeckle component 1 - CGNC 
Symbol 50884 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1338,6
7)" 4946 true 0.8 5373

ENSGALP00000035658 CID 104 - 114
paraspeckle component 1 - CGNC 
Symbol 50884 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1342,6
9)" 2552 5374

ENSGALP00000008056 CID 340 - 346
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(958,4
9)" 1957 false 5375



ENSGALP00000011718 CID 260 - 273

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1906,8
8)" 8001 true 1.14 5376

ENSGALP00000015176 CID 503 - 520
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2028
,05)" 810 5377

ENSGALP00000010303 CID 1,055 - 1,075 interleukin 16 - CGNC Symbol 4808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2135,2
6)" 3426 false 5378

ENSGALP00000019031 CID 222 - 237 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2035
,70)" 2157 false 5379

ENSGALP00000039965 CID 40 - 55
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1996,9
9)" 1939 false 5380



ENSGALP00000040730 CID 37 - 56
replication factor C subunit 5 - CGNC 
Symbol 63430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2274,3
2)" 4163 false 5381

ENSGALP00000035738 CID 104 - 113
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1131,
67)" 3974 true 1.11 5382

ENSGALP00000022772 CID 87 - 96
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1131,
67)" 3974 true 1.11 5383

ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1405,7
9)" 1752 true 0.52 5384

ENSGALP00000003089 CID 714 - 732
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2184
,02)" 655 false 5385



ENSGALP00000038262 CID 91 - 100
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1106,5
6)" 17997 true 0.65 5386

ENSGALP00000035738 CID 104 - 113
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1139,
72)" 4395 true 1.11 5387

ENSGALP00000022772 CID 87 - 96
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1139,
72)" 4395 true 1.11 5388

ENSGALP00000004871 CID 418 - 436
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2287
,04)" 635 false 5389

ENSGALP00000013574 CID 331 - 342
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1528,7
5)" 7432 true 0.89 5390



ENSGALP00000030471 CID 71 - 84

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1592,8
0)" 4116 true 0.64 5391

ENSGALP00000011232 CID 17 - 35
phosphofructokinase platelet - CGNC 
Symbol 53359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1815,9
4)" 3392 false 5392

ENSGALP00000038505 CID 174 - 202
protein O-fucosyltransferase 1 - CGNC 
Symbol 4973 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(3274,8
0)" 1280 false 5393

ENSGALP00000009481 CID 70 - 79
RAB7A member RAS oncogene family - 
CGNC Symbol 4408 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1219,
70)" 5023 5394

ENSGALP00000036720 CID 463 - 471
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1017
,54)" 2332 false 5395



ENSGALP00000036122 CID 84 - 91

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1017
,54)" 2332 false 0.43 5396

ENSGALP00000038904 CID 129 - 140
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1343,
83)" 2454 true 0.37 5397

ENSGALP00000037222 CID 45 - 52

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC Symbol 
51783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1024
,53)" 1073 true 0.71 5398

ENSGALP00000015000 CID 863 - 875
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1405,
79)" 12993 true 0.79 5399

ENSGALP00000042455 CID 174 - 181
proteasome subunit alpha type-7 - 
Refseq NP_989944 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(973,55
)" 1329 true 0.31 5400



ENSGALP00000027519 CID 1,227 - 1,234

PDS5 regulator of cohesion maintenance 
homolog B (S. cerevisiae) - CGNC Symbol 
12819 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(973,55
)" 1329 false 5401

ENSGALP00000007379 CID 148 - 162

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1791,0
0)" 1279 5402

ENSGALP00000038677 CID 177 - 194
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2199,2
2)" 3119 true 0.7 5403

ENSGALP00000032184 CID 54 - 66 annexin A1 - CGNC Symbol 11272 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1419,
83)" 1161 false 5404

ENSGALP00000006043 CID 1,053 - 1,064
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1448,8
6)" 12076 true 0.89 5405



ENSGALP00000020445 CID 910 - 923
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1825,9
2)" 7519 true 1.14 5406

ENSGALP00000038904 CID 42 - 57
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1903,9
8)" 70577 true 1.03 5407

ENSGALP00000038677 CID 177 - 194
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2211,3
0)" 2184 true 0.7 5408

ENSGALP00000005565 CID 115 - 120
retinoblastoma binding protein 4 - CGNC 
Symbol 2572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(772,50
)" 5870 false 0.98 5409

ENSGALP00000008398 CID 397 - 402
phenylalanyl-tRNA synthetase beta 
subunit - CGNC Symbol 3896 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(772,50
)" 5870 false 0.98 5410



ENSGALP00000007236 CID 38 - 43
calcyclin binding protein - CGNC Symbol 
3365 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(772,50
)" 5870 false 0.98 5411

ENSGALP00000006043 CID 1,053 - 1,064
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1452,8
9)" 10688 5412

ENSGALP00000020445 CID 910 - 923
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1833,9
6)" 8565 true 1.14 5413

ENSGALP00000038904 CID 42 - 57
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1912,0
4)" 71589 true 1.03 5414

ENSGALP00000008056 CID 236 - 243
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(976,58
)" 3605 false 5415



ENSGALP00000007822 CID 343 - 352
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1243,6
5)" 1974 true 0.34 5416

ENSGALP00000035478 CID 1,314 - 1,333 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2181,1
4)" 4308 true 0.37 5417

ENSGALP00000041758 CID 391 - 408

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2181,1
4)" 4308 false 0.37 5418

ENSGALP00000007493 CID 354 - 361
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(962,59
)" 2071 false 5419

ENSGALP00000007819 CID 304 - 311 peptidase D - CGNC Symbol 3636 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(962,59
)" 2071 true 2.35 5420



ENSGALP00000012326 CID 145 - 152
Fas associated via death domain - CGNC 
Symbol 51906 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1048,5
8)" 3119 true 0.89 5421

ENSGALP00000018179 CID 315 - 327
SEC31 homolog A (S. cerevisiae) - CGNC 
Symbol 8479 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1346,7
0)" 3532 true 0.31 5422

ENSGALP00000014308 CID 324 - 335
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1622
,81)" 3466 true 0.79 5423

ENSGALP00000000924 CID 188 - 206
acyl-CoA thioesterase 7 - CGNC Symbol 
50978 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2315,2
5)" 1903 false 5424

ENSGALP00000012326 CID 145 - 152
Fas associated via death domain - CGNC 
Symbol 51906 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1052,6
1)" 2777 5425



ENSGALP00000015171 CID 64 - 83 Obg-like ATPase 1 - CGNC Symbol 7087 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2529,3
5)" 1871 true 0.69 5426

ENSGALP00000026277 CID 3-Oct
phosphate cytidylyltransferase 1 choline 
beta - CGNC Symbol 12206 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(974,56
)" 1524 true 2.06 5427

ENSGALP00000002695 CID 195 - 204

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1058,6
4)" 17672 5428

ENSGALP00000002278 CID 303 - 313
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1404,8
1)" 3735 true 0.86 5429

ENSGALP00000023022 CID 117 - 129

ubiquitin carboxyl-terminal esterase L1 
(ubiquitin thiolesterase) - CGNC Symbol 
10625 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1549,7
3)" 6309 false 5430



ENSGALP00000015171 CID 64 - 83 Obg-like ATPase 1 - CGNC Symbol 7087 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2541,3
6)" 704 true 0.69 5431

ENSGALP00000002278 CID 303 - 313
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1412,8
6)" 3203 true 0.86 5432

ENSGALP00000016629 CID 115 - 128 peroxiredoxin 1 - CGNC Symbol 7794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1691,9
0)" 52662 true 1.21 5433

ENSGALP00000039326 CID 20 - 36
ribosomal protein L19 - CGNC Symbol 
1159 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1974
,98)" 506 5434

ENSGALP00000022235 CID 280 - 285
CNDP dipeptidase 2 (metallopeptidase 
M20 family) - CGNC Symbol 13892 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(806,
47)" 413 false 5435



ENSGALP00000009605 CID 210 - 217
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1012,5
1)" 4521 true 0.59 5436

ENSGALP00000018340 CID 555 - 563 SATB homeobox 1 - CGNC Symbol 8550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1118,6
5)" 6266 5437

ENSGALP00000009605 CID 210 - 217
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1016,5
3)" 2381 5438

ENSGALP00000017123 CID 295 - 305
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1203,7
1)" 5454 5439

ENSGALP00000018340 CID 417 - 427 SATB homeobox 1 - CGNC Symbol 8550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1233,
75)" 5677 5440



ENSGALP00000002366 CID 770 - 784
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1712,8
4)" 5106 true 1.19 5441

ENSGALP00000001332 CID 419 - 427
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1174
,60)" 4390 5442

ENSGALP00000022676 CID 93 - 102
H2A histone family member V - 
HGNC:20664 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1174
,60)" 4390 true 1.48 5443

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1524,
71)" 12076 true 2.76 5444

ENSGALP00000002695 CID 195 - 207

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1395,7
8)" 1388 false 1.1 5445



ENSGALP00000001456 CID 570 - 581
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1457,8
2)" 6023 true 1.41 5446

ENSGALP00000042479 CID 154 - 160
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(928,53
)" 3664 false 5447

ENSGALP00000025461 CID 369 - 379
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1187
,66)" 1806 5448

ENSGALP00000041061 CID 666 - 676

threonyl-tRNA synthetase 2 
mitochondrial (putative) - CGNC Symbol 
56005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1320,7
3)" 3568 5449

ENSGALP00000013964 CID 163 - 174
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1383,
82)" 17728 false 5450



ENSGALP00000026663 CID 49 - 61

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1383,
82)" 17728 false 5451

ENSGALP00000022436 CID 108 - 119 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1383,
82)" 17728 false 5452

ENSGALP00000002695 CID 195 - 207

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1399,8
1)" 1524 5453

ENSGALP00000028016 CID 1-Dec
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1399,8
1)" 1524 false 1.1 5454

ENSGALP00000001456 CID 570 - 581
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1465,8
4)" 13460 true 1.41 5455



ENSGALP00000018987 CID 22 - 36 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1556,
92)" 1427 true 0.94 5456

ENSGALP00000006284 CID 58 - 69

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1327,6
9)" 4218 true 1.07 5457

ENSGALP00000018987 CID 22 - 36 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1564,
97)" 1336 true 0.94 5458

ENSGALP00000012376 CID 339 - 349

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1333,7
5)" 7128 true 0.44 5459

ENSGALP00000026123 CID 339 - 347
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1121,5
7)" 4912 true 0.2 5460



ENSGALP00000016118 CID 266 - 275
metastasis associated 1 family member 
3 - CGNC Symbol 7538 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1220,7
4)" 3151 5461

ENSGALP00000035593 CID 67 - 77 Hemoglobin subunit beta - UP P02112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1220,7
4)" 3151 false 5462

ENSGALP00000039050 CID 385 - 399
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1505,
84)" 5202 5463

ENSGALP00000024040 CID 79 - 101
hexosaminidase B (beta polypeptide) - 
CGNC Symbol 11085 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2377,2
1)" 3974 5464

ENSGALP00000032274 CID 576 - 581
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(814,5
2)" 3992 5465



ENSGALP00000002235 CID 44 - 52 stathmin 1 - CGNC Symbol 49630 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1138,6
6)" 4176 false 5466

ENSGALP00000024133 CID 202 - 213
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1406
,70)" 6482 5467

ENSGALP00000008082 CID 382 - 389

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily c member 1 - CGNC Symbol 
3752 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1087,5
2)" 2460 true 1.02 5468

ENSGALP00000017954 CID 235 - 262

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2527,0
9)" 919 5469

ENSGALP00000010800 CID 98 - 105
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1041,6
0)" 7335 5470



ENSGALP00000008082 CID 382 - 389

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily c member 1 - CGNC Symbol 
3752 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1091,5
4)" 2519 5471

ENSGALP00000027305 CID 122 - 134

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1581
,75)" 1215 true 1.36 5472

ENSGALP00000020445 CID 680 - 693
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1639,0
1)" 2951 true 1.37 5473

ENSGALP00000014746 CID 17 - 24
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1091,
67)" 15243 false 5474

ENSGALP00000009528 CID 419 - 427
RuvB like AAA ATPase 1 - CGNC Symbol 
4431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1091,
67)" 15243 false 5475



ENSGALP00000038179 CID 18 - 26
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1228,6
8)" 3732 false 5476

ENSGALP00000009420 CID 578 - 590
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1426,8
6)" 2557 5477

ENSGALP00000001027 CID 192 - 205
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1597,
88)" 4575 5478

ENSGALP00000004159 CID 134 - 147
ribosomal protein L10a - CGNC Symbol 
51119 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1646,9
8)" 4474 true 1.32 5479

ENSGALP00000012086 CID 114 - 120
glutamic-oxaloacetic transaminase 1 
soluble - CGNC Symbol 5645 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(837,51
)" 1003 5480



ENSGALP00000036720 CID 2,685 - 2,694
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1185,
70)" 28642 5481

ENSGALP00000006555 CID 31 - 41
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1185,
70)" 28642 true 0.53 5482

ENSGALP00000027981 CID 517 - 526
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1235,6
1)" 4590 true 1.3 5483

ENSGALP00000002254 CID 209 - 220
Ras-related GTP binding C - CGNC 
Symbol 1028 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1289,6
5)" 4586 false 0.63 5484

ENSGALP00000025280 CID 37 - 48 thioredoxin - CGNC Symbol 49804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1606,
84)" 2481 true 1.01 5485



ENSGALP00000009709 CID 372 - 379
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(839,53
)" 14185 5486

ENSGALP00000036304 CID 440 - 446
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(839,53
)" 14185 false 5487

ENSGALP00000017495 CID 248 - 262 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1666
,80)" 4906 5488

P13645 CID 41 - 59
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1735,
80)" 3802 false 5489

ENSGALP00000009821 CID 115 - 121
ribosomal protein S13 - CGNC Symbol 
49921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(871,56
)" 1186 true 0.78 5490



ENSGALP00000015846 CID 438 - 445
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(926,56
)" 5046 false 0.43 5491

ENSGALP00000004641 CID 643 - 650
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(926,56
)" 5046 true 0.43 5492

ENSGALP00000042451 CID 33 - 47
interferon-induced transmembrane 
protein 1-like - CGNC Symbol 56156 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1619,9
4)" 3854 true 0.54 5493

ENSGALP00000039454 CID 41 - 54
beta-2-microglobulin - CGNC Symbol 
1542 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1627,
84)" 27361 true 0.31 5494

ENSGALP00000040890 CID 596 - 612
Sad1 and UNC84 domain containing 2 - 
CGNC Symbol 50656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1925,
20)" 7278 false 5495



ENSGALP00000005576 CID 426 - 439
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1630,
87)" 622 false 5496

ENSGALP00000020268 CID 482 - 488
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(908,5
7)" 5874 false 5497

ENSGALP00000003012 CID 176 - 184
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1048,6
0)" 4638 true 1.13 5498

ENSGALP00000024386 CID 160 - 168
guanine deaminase - CGNC Symbol 
11266 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1037,
58)" 12831 false 0.9 5499

ENSGALP00000002695 CID 195 - 204

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1054,6
2)" 13413 true 1.21 5500



ENSGALP00000016118 CID 266 - 275
metastasis associated 1 family member 
3 - CGNC Symbol 7538 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1216,7
1)" 2470 true 1.08 5501

ENSGALP00000005182 CID 141 - 152
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1559,8
4)" 4319 5502

ENSGALP00000009873 CID 1,002 - 1,016
collagen type VI alpha 2 - CGNC Symbol 
4597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1903
,91)" 1760 false 5503

ENSGALP00000035478 CID 324 - 330 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(841,4
9)" 3042 false 5504

ENSGALP00000027238 CID 499 - 507 importin 5 - CGNC Symbol 50851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1093,6
3)" 3629 true 1.46 5505



ENSGALP00000038435 CID 56 - 73

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1963
,94)" 1693 false 5506

ENSGALP00000011718 CID 249 - 255

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(867,5
4)" 3629 false 5507

ENSGALP00000009873 CID 877 - 886
collagen type VI alpha 2 - CGNC Symbol 
4597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1177,6
6)" 3196 false 5508

ENSGALP00000000933 CID 49 - 66
outer mitochondrial membrane 
cytochrome b5 - CGNC Symbol 50102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2038
,02)" 1279 true 1.58 5509

ENSGALP00000000933 CID 49 - 66
outer mitochondrial membrane 
cytochrome b5 - CGNC Symbol 50102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2042
,05)" 2018 5510



ENSGALP00000042374 CID 640 - 656
thimet oligopeptidase 1 - CGNC Symbol 
52774 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1887,9
3)" 1695 5511

ENSGALP00000008393 CID 1,705 - 1,714
ubiquitin specific peptidase 54 - CGNC 
Symbol 3894 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(977,6
1)" 117314 false 1.25 5512

ENSGALP00000006555 CID 31 - 41
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1189,
73)" 14210 5513

ENSGALP00000002373 CID 16 - 30
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1667,8
4)" 6091 5514

ENSGALP00000002322 CID 211 - 217
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(930,49
)" 733 5515



ENSGALP00000004817 CID 155 - 161 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(934,
50)" 3249 true 0.29 5516

ENSGALP00000041772 CID 76 - 83

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1039,
55)" 6291 true 1.3 5517

ENSGALP00000009665 CID 431 - 441
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1399,8
3)" 4106 true 0.44 5518

ENSGALP00000017495 CID Jun-23 scinderin - CGNC Symbol 8188 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1993,9
8)" 3403 true 0.65 5519

ENSGALP00000038435 CID 222 - 240

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2113,0
2)" 3873 false 5520



ENSGALP00000041772 CID 76 - 83

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1043,
57)" 7062 5521

ENSGALP00000037170 CID 579 - 588

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1264
,67)" 1906 5522

ENSGALP00000007476 CID 110 - 119
SET nuclear oncogene - CGNC Symbol 
3483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1264
,67)" 1906 true 1.17 5523

B4E1T1 CID 211 - 220

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1264
,67)" 1906 false 0.74 5524

P04259 CID 241 - 250
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1264
,67)" 1906 false 0.74 5525



ENSGALP00000022963 CID 1,058 - 1,067
structural maintenance of chromosomes 
1B - CGNC Symbol 10603 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1264
,67)" 1906 false 0.74 5526

ENSGALP00000007476 CID 110 - 119
SET nuclear oncogene - CGNC Symbol 
3483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1272
,72)" 2223 true 1.17 5527

ENSGALP00000020445 CID 683 - 693
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1346,7
9)" 15548 true 0.94 5528

ENSGALP00000000304 CID 533 - 552
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2201,1
3)" 1126 5529

ENSGALP00000025606 CID 267 - 290
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2611,5
5)" 3720 true 2.33 5530



ENSGALP00000020445 CID 683 - 693
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1350,8
1)" 10089 5531

ENSGALP00000023257 CID 260 - 268
non-SMC condensin I complex subunit G 
- CGNC Symbol 10729 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1110,5
9)" 12379 false 0.95 5532

ENSGALP00000038262 CID 91 - 100
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1110,5
9)" 12379 5533

ENSGALP00000014097 CID 81 - 91
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1363
,68)" 7045 true 0.68 5534

ENSGALP00000008056 CID 451 - 464
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1566,
96)" 1148 false 5535



ENSGALP00000008267 CID 651 - 657
G protein-coupled receptor kinase 
interactor 2 - CGNC Symbol 3839 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(913,54
)" 1687 false 5536

ENSGALP00000014097 CID 81 - 91
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1371
,73)" 4813 true 0.68 5537

ENSGALP00000015000 CID 733 - 744
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1524,7
8)" 7008 true 0.77 5538

ENSGALP00000016536 CID 155 - 169
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1602,
88)" 991 false 5539

ENSGALP00000000669 CID 29 - 43

Hsap of 4: nascent polypeptide-
associated complex alpha subunit - 
HGNC:7629 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1602,
88)" 991 5540



ENSGALP00000008498 CID Jan-21 transketolase - CGNC Symbol 3953 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2608,3
4)" 2688 false 5541

ENSGALP00000009263 CID 108 - 116
trans-2 3-enoyl-CoA reductase - CGNC 
Symbol 52206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1155,7
0)" 2184 true 0.5 5542

ENSGALP00000023214 CID 211 - 220
DEAH (Asp-Glu-Ala-His) box helicase 15 - 
CGNC Symbol 10712 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1219,6
2)" 8709 5543

ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1463,7
9)" 6636 true 0.27 5544

ENSGALP00000013987 CID 715 - 728
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1552,8
6)" 1666 true 0.43 5545



ENSGALP00000041061 CID Jan-15

threonyl-tRNA synthetase 2 
mitochondrial (putative) - CGNC Symbol 
56005 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1290,6
5)" 5232 false 0.71 5546

ENSGALP00000013355 CID 45 - 56
ribosomal protein L30 - CGNC Symbol 
6224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1381,
81)" 46160 true 0.86 5547

ENSGALP00000004871 CID 50 - 61
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1479
,75)" 2078 false 5548

ENSGALP00000039454 CID 41 - 54
beta-2-microglobulin - CGNC Symbol 
1542 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1635,
89)" 6450 true 0.31 5549

ENSGALP00000013355 CID 45 - 56
ribosomal protein L30 - CGNC Symbol 
6224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1385,
83)" 37843 5550



ENSGALP00000019435 CID 108 - 125

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - CGNC 
Symbol 9043 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2103,1
9)" 16532 true 4.29 5551

ENSGALP00000000669 CID 157 - 169

Hsap of 4: nascent polypeptide-
associated complex alpha subunit - 
HGNC:7629 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1489
,79)" 4709 false 0.53 5552

ENSGALP00000012938 CID 74 - 86
apoptosis inhibitor 5 - CGNC Symbol 
16313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1489
,79)" 4709 5553

ENSGALP00000001183 CID 373 - 384

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1595,8
2)" 4262 true 1.68 5554

ENSGALP00000020520 CID 200 - 214 ubiquilin 1 - CGNC Symbol 9551 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1844,
02)" 1508 5555



ENSGALP00000016182 CID 1,335 - 1,341
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(805,5
2)" 895 false 5556

ENSGALP00000000639 CID 128 - 137 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1325,8
1)" 14199 true 3.25 5557

ENSGALP00000001027 CID 105 - 115
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1246,6
7)" 2714 true 1.03 5558

ENSGALP00000000639 CID 128 - 137 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1333,8
6)" 78215 true 3.25 5559

ENSGALP00000039050 CID 385 - 399
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1501,
82)" 2318 true 1.49 5560



ENSGALP00000000509 CID 518 - 533

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1665,8
4)" 5428 5561

ENSGALP00000009829 CID 26 - 36

Gallus gallus hypoxanthine 
phosphoribosyltransferase 1 (HPRT1) 
mRNA. - RefSeq mRNA NM_204848 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1345,7
7)" 2222 5562

ENSGALP00000010405 CID 443 - 457
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1680,8
7)" 4520 true 1.92 5563

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1540,
70)" 7454 false 7.94 5564

ENSGALP00000020830 CID 101 - 116

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1854
,84)" 865 true 0.93 5565



ENSGALP00000039757 CID 276 - 282
hypoxia up-regulated 1 - CGNC Symbol 
53307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(871,55
)" 2537 false 5566

ENSGALP00000007379 CID 151 - 162

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1446,7
5)" 10068 true 0.66 5567

ENSGALP00000025745 CID 39 - 52

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - CGNC 
Symbol 11954 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1633,
04)" 48101 true 2.4 5568

ENSGALP00000020830 CID 101 - 116

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1858
,86)" 1511 5569

ENSGALP00000029993 CID 33 - 49
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2101
,17)" 685 false 5570



ENSGALP00000020169 CID 309 - 319
phosphorylase glycogen liver - CGNC 
Symbol 49139 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1455,7
8)" 1983 true 0.5 5571

ENSGALP00000041758 CID 456 - 476

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2189
,09)" 489 false 5572

ENSGALP00000010754 CID 213 - 231
microtubule-associated protein RP/EB 
family member 1 - CGNC Symbol 50961 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2302
,14)" 570 5573

ENSGALP00000024078 CID Oct-19
WD repeat domain 1 - CGNC Symbol 
11108 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1173,6
6)" 8143 true 1.46 5574

ENSGALP00000007945 CID 83 - 93

translocase of inner mitochondrial 
membrane 8 homolog A (yeast) - CGNC 
Symbol 3689 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1381,7
6)" 2039 true 0.51 5575



ENSGALP00000010510 CID 37 - 49
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1515,7
3)" 55727 true 0.56 5576

ENSGALP00000019120 CID 38 - 50
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1515,7
3)" 55727 true 0.56 5577

ENSGALP00000014599 CID 57 - 76 sorcin - CGNC Symbol 51278 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2342,1
7)" 861 true 1.22 5578

ENSGALP00000010405 CID 494 - 516
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2578
,08)" 711 false 5579

ENSGALP00000001480 CID 519 - 526 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(918,54
)" 2120 false 5580



ENSGALP00000024078 CID Oct-19
WD repeat domain 1 - CGNC Symbol 
11108 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1177,6
8)" 14497 5581

ENSGALP00000010510 CID 37 - 49
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1519,7
6)" 30124 5582

ENSGALP00000019120 CID 38 - 50
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1519,7
6)" 30124 5583

ENSGALP00000016260 CID 78 - 90
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1624,7
4)" 10010 true 1.57 5584

ENSGALP00000040190 CID 163 - 182
pyroglutamyl-peptidase I - CGNC Symbol 
17204 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2217,
28)" 4522 false 5585



ENSGALP00000029322 CID 174 - 198
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2903
,41)" 276 5586

ENSGALP00000001480 CID 519 - 526 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(922,56
)" 1811 false 1.22 5587

ENSGALP00000004817 CID 155 - 161 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(938,
51)" 618 5588

ENSGALP00000016260 CID 78 - 90
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1628,7
6)" 15738 5589

ENSGALP00000020445 CID 428 - 432
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(736,4
6)" 1066 5590



ENSGALP00000026345 CID 20 - 28
acid phosphatase 1 soluble - CGNC 
Symbol 12245 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1017,5
7)" 7376 true 0.51 5591

ENSGALP00000006624 CID 39 - 51
vacuolar protein sorting 26 homolog A 
(S. pombe) - CGNC Symbol 3064 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1541,7
6)" 2241 false 5592

ENSGALP00000000304 CID 391 - 397
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(950,5
4)" 4676 false 0.79 5593

ENSGALP00000000304 CID 391 - 397
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(954,5
7)" 3677 5594

ENSGALP00000037974 CID 391 - 400
minichromosome maintenance complex 
binding protein - CGNC Symbol 7190 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1307,6
7)" 7939 true 0.55 5595



ENSGALP00000038912 CID 41 - 56 alpha-D-globin - CGNC Symbol 50309 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1893,9
3)" 16716 true 0.92 5596

ENSGALP00000019224 CID 513 - 520

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1033
,56)" 490 true 0.52 5597

ENSGALP00000003284 CID 191 - 198
RAN binding protein 1 - CGNC Symbol 
50345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1033
,56)" 490 false 5598

ENSGALP00000038912 CID 41 - 56 alpha-D-globin - CGNC Symbol 50309 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1897,9
5)" 14875 5599

ENSGALP00000022400 CID Jan-15

Gallus gallus ABRA C-terminal like 
(ABRACL) mRNA. - RefSeq mRNA 
NM_001302176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1810,9
4)" 26972 5600



ENSGALP00000016260 CID 91 - 106
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1810,9
4)" 26972 true 1.03 5601

ENSGALP00000026384 CID 400 - 414
trafficking protein particle complex 12 - 
CGNC Symbol 12265 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1810,9
4)" 26972 5602

ENSGALP00000023188 CID 93 - 108

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1837,0
6)" 26486 false 5603

ENSGALP00000020134 CID 108 - 114
3-hydroxybutyrate dehydrogenase type 
2 - CGNC Symbol 9371 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(945,49
)" 2157 false 5604

ENSGALP00000020064 CID 539 - 545
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(945,49
)" 2157 false 5605



ENSGALP00000022386 CID 28 - 36
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1101,
57)" 15773 true 1.55 5606

ENSGALP00000038155 CID 30 - 38
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1101,
57)" 15773 true 1.55 5607

ENSGALP00000016118 CID 216 - 225
metastasis associated 1 family member 
3 - CGNC Symbol 7538 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1143,6
7)" 13262 false 0.85 5608

ENSGALP00000035815 CID 118 - 128

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1280
,63)" 2204 false 5609

ENSGALP00000014105 CID 174 - 184

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1280
,63)" 2204 false 5610



ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1778,8
8)" 32540 true 2 5611

ENSGALP00000016260 CID 91 - 106
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1818,9
8)" 29685 true 1.03 5612

ENSGALP00000020520 CID 200 - 214 ubiquilin 1 - CGNC Symbol 9551 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1840,
00)" 909 true 1.09 5613

ENSGALP00000002197 CID 370 - 386 gelsolin - CGNC Symbol 49472 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1966,0
4)" 1316 false 5614

ENSGALP00000022386 CID 28 - 36
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1105,
60)" 26408 5615



ENSGALP00000038155 CID 30 - 38
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1105,
60)" 26408 5616

ENSGALP00000021257 CID 1,186 - 1,201

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1783,8
9)" 5805 5617

ENSGALP00000015061 CID 240 - 256
fibrinogen alpha chain - CGNC Symbol 
49746 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1990,
05)" 463 false 5618

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding inhibitor 
(GABA receptor modulator acyl-CoA 
binding protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2028,0
6)" 5688 true 1.33 5619

ENSGALP00000000509 CID 472 - 482

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1155,6
1)" 2742 5620



ENSGALP00000042988 CID 87 - 93 proteasome subunit beta 2 - HGNC:9539 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(892,49
)" 8615 true 0.42 5621

ENSGALP00000038262 CID 79 - 90
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1433
,67)" 6962 5622

ENSGALP00000042988 CID 87 - 93 proteasome subunit beta 2 - HGNC:9539 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(896,51
)" 3661 5623

ENSGALP00000013964 CID 310 - 318
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1071,
65)" 87425 5624

ENSGALP00000022436 CID 255 - 263 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1071,
65)" 87425 5625



ENSGALP00000036056 CID 1,212 - 1,224
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1541
,82)" 24339 false 5626

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1541
,82)" 24339 true 1.55 5627

ENSGALP00000000509 CID 292 - 305

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1711,8
8)" 13553 true 1.67 5628

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1545
,84)" 17897 5629

ENSGALP00000036056 CID 1,212 - 1,224
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1545
,84)" 17897 5630



ENSGALP00000000509 CID 292 - 305

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1715,9
1)" 25824 5631

ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1281,
61)" 105725 5632

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1281,
61)" 105725 5633

ENSGALP00000000639 CID 203 - 213 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1453,7
4)" 7714 5634

ENSGALP00000026130 CID 1,133 - 1,144
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1453,7
4)" 7714 5635



ENSGALP00000006240 CID 918 - 930
collagen type VI alpha 3 - CGNC Symbol 
2875 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1457,7
9)" 4725 5636

ENSGALP00000015409 CID 718 - 729 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1457,7
9)" 4725 true 1.01 5637

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1175,
70)" 12813 5638

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1175,
70)" 12813 5639

ENSGALP00000042274 CID 253 - 262
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1175,
70)" 12813 5640



ENSGALP00000013029 CID 411 - 422
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1310,
81)" 14903 5641

ENSGALP00000038490 CID 168 - 178 tropomyosin 4 - HGNC:12013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1354,8
3)" 4981 true 0.71 5642

ENSGALP00000015409 CID 718 - 729 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1461,8
2)" 4785 5643

ENSGALP00000003717 CID 397 - 407
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1318,7
1)" 10161 true 0.53 5644

ENSGALP00000013963 CID 89 - 99
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1362,8
8)" 3551 false 5645



ENSGALP00000038490 CID 168 - 178 tropomyosin 4 - HGNC:12013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1362,8
8)" 3551 true 0.71 5646

ENSGALP00000003717 CID 397 - 407
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1322,7
3)" 6406 5647

ENSGALP00000006372 CID 81 - 95

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1685
,83)" 824 true 1.57 5648

ENSGALP00000016105 CID 43 - 50
echinoderm microtubule associated 
protein like 4 - CGNC Symbol 7532 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(856,52
)" 2833 false 5649

ENSGALP00000042171 CID 204 - 215 transgelin 2 - CGNC Symbol 65718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1273,
75)" 940 true 0.39 5650



ENSGALP00000006326 CID 24 - 37
twinfilin actin-binding protein homolog 
2 (Drosophila) - CGNC Symbol 50121 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1633,9
4)" 2170 true 1.27 5651

ENSGALP00000042552 CID 230 - 244
guanylate binding protein - CGNC 
Symbol 49284 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1734,8
9)" 2459 false 5652

ENSGALP00000027953 CID 125 - 141
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1841
,87)" 822 false 5653

ENSGALP00000006326 CID 24 - 37
twinfilin actin-binding protein homolog 
2 (Drosophila) - CGNC Symbol 50121 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1641,9
9)" 2758 true 1.27 5654

ENSGALP00000014107 CID 359 - 372 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1790,8
8)" 2664 false 5655



ENSGALP00000018742 CID 321 - 341
creatine kinase brain - CGNC Symbol 
49719 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1992
,95)" 610 false 5656

ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2038,
04)" 25585 5657

ENSGALP00000028374 CID 1-Sep

VAMP (vesicle-associated membrane 
protein)-associated protein A 33kDa - 
CGNC Symbol 54859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(835,5
0)" 1627 false 5658

ENSGALP00000039235 CID 428 - 434
cold shock domain containing E1 - CGNC 
Symbol 51115 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(835,5
0)" 1627 false 0.9 5659

ENSGALP00000038105 CID 474 - 480
fibrinogen beta chain - CGNC Symbol 
7036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(935,52
)" 3489 true 0.46 5660



B4E1T1 CID 243 - 257

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1795,9
2)" 2327 false 5661

ENSGALP00000035478 CID 1,162 - 1,181 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2070
,01)" 1028 false 5662

ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1814,9
7)" 120486 true 0.63 5663

ENSGALP00000013174 CID 120 - 138
ribosomal protein S27a - CGNC Symbol 
49483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2213
,89)" 919 true 1.65 5664

ENSGALP00000007997 CID 21 - 28
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(904,5
6)" 7613 true 0.42 5665



ENSGALP00000013267 CID 56 - 68
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1434,7
3)" 6694 5666

ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1819,0
0)" 69162 5667

ENSGALP00000025461 CID 309 - 315
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(936,5
3)" 4002 true 0.91 5668

ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1853,9
2)" 5972 true 1.13 5669

ENSGALP00000025461 CID 309 - 315
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(940,5
4)" 2074 5670



ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1857,9
5)" 5321 5671

ENSGALP00000039530 CID 284 - 309

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2749
,12)" 659 5672

ENSGALP00000015000 CID 132 - 138
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(843,
52)" 674 5673

ENSGALP00000012938 CID 354 - 360
apoptosis inhibitor 5 - CGNC Symbol 
16313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(843,
52)" 674 false 0.57 5674

ENSGALP00000043196 CID 1,352 - 1,361
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1163,
69)" 12993 5675



ENSGALP00000002828 CID 415 - 425
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1163,
69)" 12993 true 0.94 5676

ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1266,6
4)" 22428 5677

ENSGALP00000028084 CID 19 - 26
osteoclast stimulating factor 1 - CGNC 
Symbol 13080 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1024,5
4)" 18713 true 0.58 5678

ENSGALP00000009169 CID 327 - 344

Uncharacterized protein - 
UniProtKB/TrEMBL H3BNX3 - CGNC 
Symbol 4269 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2117,
17)" 376 false 5679

ENSGALP00000000615 CID 94 - 110 karyopherin subunit beta 1 - HGNC:6400 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2119,9
6)" 3542 true 1.31 5680



ENSGALP00000011057 CID 421 - 430
A kinase (PRKA) anchor protein 13 - 
CGNC Symbol 49999 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1262,8
0)" 1908 true 0.6 5681

ENSGALP00000039872 CID 233 - 242
regulator of chromosome condensation 
2 - CGNC Symbol 287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1321,6
4)" 8788 true 3.1 5682

ENSGALP00000012376 CID 681 - 693

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1481,7
8)" 7015 true 1.25 5683

ENSGALP00000000615 CID 94 - 110 karyopherin subunit beta 1 - HGNC:6400 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2123,9
9)" 4630 5684

ENSGALP00000027305 CID 89 - 108

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2179,
14)" 387 true 1.97 5685



ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(746,40
)" 11500 5686

ENSGALP00000005576 CID 440 - 449
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1184,7
1)" 4437 true 0.69 5687

ENSGALP00000009873 CID 268 - 282
collagen type VI alpha 2 - CGNC Symbol 
4597 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1427,7
0)" 4609 false 1.75 5688

ENSGALP00000004817 CID 41 - 52 peroxiredoxin 6 - CGNC Symbol 2214 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1427,7
0)" 4609 5689

ENSGALP00000041690 CID 74 - 100
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2847,
41)" 1504 true 1.66 5690



ENSGALP00000013029 CID 411 - 422
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1306,
78)" 8049 true 1.38 5691

ENSGALP00000026664 CID 1,341 - 1,347
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(819,5
1)" 3277 false 5692

ENSGALP00000041993 CID 37 - 43 ribosomal protein L21 - HGNC:10313 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(819,5
1)" 3277 false 5693

ENSGALP00000037974 CID 391 - 400
minichromosome maintenance complex 
binding protein - CGNC Symbol 7190 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1311,7
0)" 3321 5694

ENSGALP00000006970 CID 699 - 710 exportin 1 - CGNC Symbol 3224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1325,
77)" 5637 5695



ENSGALP00000016536 CID 20 - 33
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1539,7
2)" 10133 true 0.49 5696

ENSGALP00000016490 CID 1,470 - 1,492
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2688,3
3)" 899 5697

ENSGALP00000007487 CID 487 - 492
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(874,5
3)" 803 5698

ENSGALP00000007997 CID 2-Dec
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1201
,65)" 2287 true 3.26 5699

ENSGALP00000001909 CID 1,387 - 1,398
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1355,8
2)" 3375 5700



ENSGALP00000041574 CID 198 - 209
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1431,7
5)" 8293 true 0.92 5701

ENSGALP00000002796 CID 140 - 164
eukaryotic translation initiation factor 6 - 
CGNC Symbol 1275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2759,4
1)" 1562 true 1.06 5702

P35527 CID 241 - 250
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1363,7
4)" 6373 true 14.34 5703

ENSGALP00000002796 CID 140 - 164
eukaryotic translation initiation factor 6 - 
CGNC Symbol 1275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2767,4
6)" 1655 true 1.06 5704

ENSGALP00000020840 CID 1,360 - 1,368 desmoplakin - CGNC Symbol 9696 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1188,7
3)" 2616 false 5705



ENSGALP00000021257 CID 306 - 315

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1188,7
3)" 2616 false 5706

ENSGALP00000005576 CID 440 - 449
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1188,7
3)" 2616 5707

ENSGALP00000041574 CID 198 - 209
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1435,7
8)" 7605 5708

ENSGALP00000019031 CID 368 - 383 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1940,9
1)" 4983 false 5709

ENSGALP00000019832 CID 266 - 275
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1256
,61)" 3151 true 1.23 5710



ENSGALP00000037866 CID 414 - 426
ornithine aminotransferase - CGNC 
Symbol 52788 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1548,9
3)" 1609 false 5711

ENSGALP00000018742 CID 87 - 96
creatine kinase brain - CGNC Symbol 
49719 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1260
,64)" 7042 true 0.44 5712

ENSGALP00000023214 CID 352 - 366
DEAH (Asp-Glu-Ala-His) box helicase 15 - 
CGNC Symbol 10712 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1814,
05)" 23371 5713

ENSGALP00000018498 CID 185 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2071,1
1)" 28709 true 1.46 5714

ENSGALP00000038209 CID 209 - 223
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1731,8
8)" 20151 true 1.11 5715



ENSGALP00000012481 CID 30 - 45
ribosomal protein L4 - CGNC Symbol 
5828 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1876,
04)" 2936 true 1.52 5716

ENSGALP00000018498 CID 185 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2079,1
6)" 42447 true 1.46 5717

ENSGALP00000012163 CID 925 - 935
transcription elongation regulator 1 - 
CGNC Symbol 5680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1420
,72)" 826 true 0.77 5718

ENSGALP00000041690 CID 38 - 51
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1630,8
1)" 24999 5719

ENSGALP00000008236 CID 613 - 625
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1684,9
4)" 2138 true 1.92 5720



ENSGALP00000009314 CID 97 - 112 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1782,8
9)" 8620 5721

ENSGALP00000012481 CID 30 - 45
ribosomal protein L4 - CGNC Symbol 
5828 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1880,
07)" 4451 5722

ENSGALP00000013480 CID 146 - 161
V-set and immunoglobulin domain 
containing 1 - CGNC Symbol 6282 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1967,1
9)" 1557 false 5723

ENSGALP00000028283 CID 31 - 50
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2302,1
1)" 1562 true 1.59 5724

ENSGALP00000015735 CID 17 - 32
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2084,0
5)" 6031 5725



ENSGALP00000013574 CID 334 - 342
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1200,5
7)" 14025 true 0.33 5726

ENSGALP00000005013 CID 104 - 112
core-binding factor beta subunit - CGNC 
Symbol 2299 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1200,5
7)" 14025 false 0.33 5727

ENSGALP00000004013 CID 593 - 606 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1473
,76)" 704 false 5728

ENSGALP00000041772 CID 144 - 161

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2108,1
9)" 734 5729

ENSGALP00000003914 CID 204 - 221
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2161,1
2)" 1084 5730



ENSGALP00000011673 CID 80 - 86
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(932,58
)" 3316 false 5731

ENSGALP00000016490 CID Nov-18
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(932,58
)" 3316 5732

ENSGALP00000042475 CID 1-Jul
purine-rich element binding protein A - 
CGNC Symbol 15180 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(932,58
)" 3316 false 5733

ENSGALP00000043196 CID 1,352 - 1,361
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1187,
68)" 3488 false 5734

ENSGALP00000020064 CID 243 - 262
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2146,0
2)" 7028 5735



ENSGALP00000006038 CID 268 - 290 ribophorin II - CGNC Symbol 2792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2533,4
5)" 1022 5736

ENSGALP00000022243 CID 807 - 818
aminopeptidase puromycin sensitive - 
CGNC Symbol 10259 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1562
,76)" 795 false 5737

ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2034,
00)" 3904 true 4.98 5738

ENSGALP00000041109 CID 384 - 392
Hsap of 1: capping actin protein gelsolin 
like - HGNC:1474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1023,5
6)" 3857 false 3.49 5739

ENSGALP00000014480 CID 220 - 227
Hsap of 16: GIMAP1-GIMAP5 
readthrough - HGNC:51257 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1023,5
6)" 3857 5740



ENSGALP00000038179 CID 254 - 261
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1023,5
6)" 3857 true 0.86 5741

ENSGALP00000016182 CID 737 - 746
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1146,7
4)" 1342 false 5742

ENSGALP00000003717 CID 88 - 101
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1478,7
5)" 2753 true 1.87 5743

ENSGALP00000042929 CID 30 - 34 glutathione reductase - HGNC:4623 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(702,46
)" 1298 false 5744

ENSGALP00000020840 CID 1,391 - 1,395 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(702,46
)" 1298 false 5745



ENSGALP00000039265 CID 604 - 615
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1331,7
6)" 1645 true 2 5746

ENSGALP00000039265 CID 604 - 615
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1335,7
9)" 2046 5747

ENSGALP00000039530 CID 67 - 79

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1580,7
7)" 3683 5748

ENSGALP00000018410 CID 507 - 513
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(883,5
2)" 4211 5749

ENSGALP00000039270 CID 421 - 427
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(883,5
2)" 4211 5750



ENSGALP00000012878 CID 193 - 199
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(941,49
)" 5337 true 1.07 5751

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1017,6
1)" 48118 true 3.28 5752

ENSGALP00000001014 CID 265 - 271
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(920,52
)" 6013 false 5753

ENSGALP00000019224 CID 489 - 495

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(920,52
)" 6013 false 5754

ENSGALP00000042552 CID 179 - 185
guanylate binding protein - CGNC 
Symbol 49284 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(920,52
)" 6013 false 5755



ENSGALP00000018195 CID 229 - 235
proteasome subunit beta 1 - CGNC 
Symbol 8487 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(920,52
)" 6013 5756

ENSGALP00000040638 CID 250 - 263 no description available 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1639,9
1)" 3941 true 0.27 5757

ENSGALP00000023523 CID 241 - 256 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1822
,93)" 6989 5758

ENSGALP00000042680 CID 239 - 254

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1822
,93)" 6989 5759

ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1822
,93)" 6989 5760



ENSGALP00000000316 CID 305 - 313 major vault protein - CGNC Symbol 136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1108,5
7)" 3413 true 0.52 5761

ENSGALP00000003455 CID 48 - 60
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1643,8
1)" 22806 true 0.37 5762

ENSGALP00000016361 CID 137 - 144
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1027,
57)" 5643 true 1.07 5763

ENSGALP00000023085 CID 141 - 151 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1254,7
1)" 6018 true 0.72 5764

ENSGALP00000003455 CID 48 - 60
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1651,8
6)" 7429 true 0.37 5765



ENSGALP00000039530 CID 284 - 309

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2745
,10)" 261 true 1.39 5766

ENSGALP00000007391 CID 2-Oct
programmed cell death 5 - CGNC 
Symbol 3442 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1029
,51)" 1757 5767

ENSGALP00000016361 CID 137 - 144
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1035,
61)" 6055 true 1.07 5768

ENSGALP00000023085 CID 141 - 151 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1258,7
3)" 4358 5769

ENSGALP00000019975 CID 84 - 93
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1280,7
1)" 2681 5770



ENSGALP00000019569 CID 18 - 32

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1751,9
4)" 6159 true 0.78 5771

ENSGALP00000027982 CID 282 - 295
stromal interaction molecule 1 - CGNC 
Symbol 13037 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1751,9
4)" 6159 false 0.78 5772

ENSGALP00000000734 CID 29 - 37
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1071,
59)" 42100 true 1.7 5773

ENSGALP00000019569 CID 18 - 32

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1755,9
7)" 4793 5774

ENSGALP00000000734 CID 29 - 37
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1075,
60)" 57047 5775



ENSGALP00000023635 CID 145 - 155 lamin B1 - CGNC Symbol 10893 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1321
,69)" 449 false 3.14 5776

ENSGALP00000019031 CID 341 - 360 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2400,1
3)" 3830 false 5777

ENSGALP00000004807 CID 206 - 218
proteasome subunit alpha 4 - CGNC 
Symbol 2207 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1494,9
2)" 2804 false 5778

ENSGALP00000002373 CID Jan-15
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1680
,83)" 1703 5779

ENSGALP00000038782 CID 138 - 153 nucleobindin 2 - CGNC Symbol 51883 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2013,0
0)" 22942 5780



ENSGALP00000011775 CID 1,738 - 1,748
GCN1 eIF2 alpha kinase activator 
homolog - CGNC Symbol 5500 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1219,
70)" 15511 false 0.61 5781

ENSGALP00000004817 CID 144 - 154 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1219,
70)" 15511 true 0.61 5782

ENSGALP00000017661 CID 153 - 171
USO1 vesicle transport factor - CGNC 
Symbol 8265 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2093,
19)" 461 true 1.03 5783

ENSGALP00000003381 CID 169 - 187
aconitase 1 soluble - CGNC Symbol 
48955 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2118,2
1)" 8762 true 0.32 5784

ENSGALP00000026337 CID 248 - 257 peroxiredoxin 4 - CGNC Symbol 12239 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1244,7
1)" 3474 5785



ENSGALP00000017661 CID 153 - 171
USO1 vesicle transport factor - CGNC 
Symbol 8265 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2097,
21)" 473 5786

ENSGALP00000016629 CID 159 - 168 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1252,6
9)" 23653 true 0.9 5787

ENSGALP00000024868 CID 20 - 29
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1252,6
9)" 23653 false 1.25 5788

ENSGALP00000038677 CID 96 - 116
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2495
,26)" 996 true 1.03 5789

ENSGALP00000016629 CID 159 - 168 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1260,7
4)" 21705 true 0.9 5790



ENSGALP00000007523 CID 54 - 74
chloride intracellular channel 2 - CGNC 
Symbol 51647 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2492,4
7)" 7614 true 2.56 5791

ENSGALP00000003612 CID 293 - 299
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(825,46
)" 3930 5792

ENSGALP00000002862 CID 484 - 493
arginyl-tRNA synthetase - CGNC Symbol 
1305 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1227,7
1)" 36012 false 5793

ENSGALP00000010510 CID 160 - 171
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1227,7
1)" 36012 true 0.29 5794

ENSGALP00000018849 CID 175 - 185
interleukin enhancer binding factor 2 - 
CGNC Symbol 8794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1268,
82)" 10535 5795



ENSGALP00000004641 CID 677 - 686
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1276,6
8)" 897 5796

ENSGALP00000019975 CID 84 - 93
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1276,6
8)" 897 true 1.8 5797

ENSGALP00000001233 CID 48 - 58

Gallus gallus NADH dehydrogenase 
(ubiquinone) 1 alpha subcomplex 2 8kDa 
(NDUFA2) mRNA. - RefSeq mRNA 
NM_001302137 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1311,7
4)" 1801 true 0.82 5798

ENSGALP00000020463 CID 482 - 494
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1379,
73)" 748 true 1.34 5799

ENSGALP00000035973 CID 676 - 691

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1713,9
7)" 2091 5800



ENSGALP00000015492 CID 227 - 251
histone acetyltransferase 1 - CGNC 
Symbol 7250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2789,5
2)" 8787 5801

ENSGALP00000023165 CID 101 - 112

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1589,8
4)" 3645 true 0.7 5802

ENSGALP00000020534 CID 101 - 112

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1589,8
4)" 3645 true 0.7 5803

ENSGALP00000010510 CID 540 - 550
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1359,6
7)" 4031 false 5804

ENSGALP00000013748 CID Jan-13
SH2 domain containing 1A - CGNC 
Symbol 65191 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1499,7
7)" 4329 5805



ENSGALP00000023165 CID 101 - 112

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1597,8
9)" 3678 true 0.7 5806

ENSGALP00000020534 CID 101 - 112

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1597,8
9)" 3678 true 0.7 5807

ENSGALP00000016629 CID 115 - 128 peroxiredoxin 1 - CGNC Symbol 7794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1683,8
4)" 43303 true 1.21 5808

ENSGALP00000015735 CID 17 - 32
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2080,0
3)" 4260 true 1.32 5809

ENSGALP00000009552 CID 93 - 105
ribosomal protein L27a - CGNC Symbol 
55716 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1379,8
1)" 20719 true 0.95 5810



ENSGALP00000028961 CID 65 - 75
voltage-dependent anion channel 3 - 
CGNC Symbol 2745 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1421,
91)" 1378 false 5811

ENSGALP00000015665 CID 84 - 96 no description available 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1639,8
8)" 19534 5812

ENSGALP00000035478 CID 1,354 - 1,368 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1708,8
5)" 5080 true 0.49 5813

ENSGALP00000005653 CID 49 - 61 fibronectin 1 - CGNC Symbol 2613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1383,8
4)" 20314 5814

ENSGALP00000009552 CID 93 - 105
ribosomal protein L27a - CGNC Symbol 
55716 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1383,8
4)" 20314 5815



ENSGALP00000000170 CID 107 - 118
receptor for activated C kinase 1 - CGNC 
Symbol 61 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1341
,68)" 1926 5816

ENSGALP00000023214 CID 352 - 366
DEAH (Asp-Glu-Ala-His) box helicase 15 - 
CGNC Symbol 10712 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1810,
02)" 8458 true 1.48 5817

ENSGALP00000009665 CID 768 - 786
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2186,3
5)" 2303 false 5818

ENSGALP00000038935 CID 249 - 260
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1704,9
2)" 1429 true 1.05 5819

ENSGALP00000023278 CID 109 - 129
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2269,1
8)" 2262 true 0.79 5820



ENSGALP00000038957 CID 129 - 133
ribosomal protein L27 - CGNC Symbol 
49733 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(819,5
0)" 1155 false 1.59 5821

ENSGALP00000013808 CID 298 - 304 stromal antigen 2 - CGNC Symbol 51718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(819,5
0)" 1155 5822

ENSGALP00000020867 CID 223 - 229
enoyl-CoA delta isomerase 2 - CGNC 
Symbol 9709 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(819,5
0)" 1155 false 5823

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1530,
93)" 534625 true 3.71 5824

ENSGALP00000023278 CID 109 - 129
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2277,2
3)" 1792 true 0.79 5825



ENSGALP00000021255 CID 382 - 388
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(847,5
4)" 2141 true 1.23 5826

ENSGALP00000011775 CID 1,875 - 1,884
GCN1 eIF2 alpha kinase activator 
homolog - CGNC Symbol 5500 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1083,6
5)" 1548 false 5827

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1534,
98)" 223001 true 4.13 5828

ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing factor 2 - 
UP P30352 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1803,9
0)" 6749 true 1.47 5829

ENSGALP00000006604 CID 65 - 71
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(876,5
5)" 2056 false 5830



ENSGALP00000003423 CID 407 - 420
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1618,
96)" 1947 5831

ENSGALP00000015277 CID 179 - 193
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1618,
96)" 1947 true 0.66 5832

ENSGALP00000020268 CID 468 - 481
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1700
,74)" 1892 false 5833

ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing factor 2 - 
UP P30352 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1807,9
2)" 10845 true 1.47 5834

ENSGALP00000015409 CID 166 - 176 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1286,6
8)" 8309 true 0.95 5835



ENSGALP00000026123 CID 38 - 44
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(895,5
4)" 3144 5836

ENSGALP00000012928 CID 2-Nov
SMT3 suppressor of mif two 3 homolog 
2 (S. cerevisiae) - CGNC Symbol 55792 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1170,6
4)" 4216 false 5837

ENSGALP00000038576 CID 152 - 161
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1170,6
4)" 4216 true 1.36 5838

ENSGALP00000015409 CID 166 - 176 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1290,7
0)" 5520 5839

ENSGALP00000011232 CID 400 - 421
phosphofructokinase platelet - CGNC 
Symbol 53359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2171,
15)" 1509 true 0.45 5840



ENSGALP00000011718 CID 297 - 317

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2232,2
2)" 2811 false 5841

ENSGALP00000039965 CID 563 - 572
coatomer protein complex subunit alpha 
- CGNC Symbol 6964 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1218,7
1)" 1389 false 5842

ENSGALP00000011232 CID 400 - 421
phosphofructokinase platelet - CGNC 
Symbol 53359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2175,
19)" 480 5843

ENSGALP00000038576 CID 152 - 161
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1178,6
9)" 6156 true 1.36 5844

ENSGALP00000002604 CID 441 - 450
inter-alpha-trypsin inhibitor heavy chain 
3 - CGNC Symbol 50111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1178,6
9)" 6156 false 2.36 5845



ENSGALP00000001233 CID 48 - 58

Gallus gallus NADH dehydrogenase 
(ubiquinone) 1 alpha subcomplex 2 8kDa 
(NDUFA2) mRNA. - RefSeq mRNA 
NM_001302137 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1315,7
7)" 1164 5846

ENSGALP00000000202 CID 221 - 232
tapasin isoform 2 precursor - Refseq 
NP_001193540 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1226,6
9)" 8427 true 0.35 5847

ENSGALP00000035905 CID 13 - 25
cell division cycle 5 like - CGNC Symbol 
12520 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1461,7
6)" 1460 5848

ENSGALP00000005971 CID 314 - 324 annexin A2 - CGNC Symbol 49740 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1461,7
6)" 1460 false 5849

ENSGALP00000013174 CID Dec-27
ribosomal protein S27a - CGNC Symbol 
49483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1852
,01)" 3253 true 1.86 5850



ENSGALP00000015492 CID 227 - 251
histone acetyltransferase 1 - CGNC 
Symbol 7250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2785,4
9)" 3108 true 2.41 5851

ENSGALP00000023115 CID 150 - 170
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2418,3
2)" 1455 true 1 5852

ENSGALP00000032039 CID 54 - 80 leupaxin - CGNC Symbol 14208 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2575,3
8)" 352 5853

ENSGALP00000023115 CID 150 - 170
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2430,3
9)" 1461 true 1 5854

ENSGALP00000013574 CID 146 - 159
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1621,9
2)" 2353 true 0.49 5855



ENSGALP00000009728 CID 331 - 336
serine/threonine protein kinase MST4 - 
CGNC Symbol 51666 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(714,44
)" 529 false 5856

ENSGALP00000043331 CID 677 - 683
topoisomerase (DNA) I - CGNC Symbol 
2691 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(934,48
)" 9862 false 0.32 5857

ENSGALP00000018195 CID 143 - 156
proteasome subunit beta 1 - CGNC 
Symbol 8487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1573,7
6)" 4705 true 0.52 5858

ENSGALP00000019031 CID 76 - 83 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1100,5
5)" 4562 true 2.15 5859

ENSGALP00000002525 CID 434 - 443 septin 9 - CGNC Symbol 50494 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1115,
80)" 1639 false 5860



ENSGALP00000037924 CID 155 - 167

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1646,8
9)" 9497 true 1.63 5861

ENSGALP00000003737 CID 203 - 221 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2016
,96)" 740 false 5862

ENSGALP00000023395 CID 469 - 476
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(976,57
)" 11596 false 5863

ENSGALP00000042371 CID 22 - 30 no description available 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(976,57
)" 11596 5864

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(976,57
)" 11596 5865



ENSGALP00000022676 CID 24 - 32
H2A histone family member V - 
HGNC:20664 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(976,57
)" 11596 5866

ENSGALP00000019031 CID 424 - 440 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2039,9
4)" 6508 false 5867

ENSGALP00000019031 CID 174 - 182 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1212,
64)" 44066 true 0.72 5868

ENSGALP00000012993 CID 77 - 86
growth factor receptor bound protein 2 - 
CGNC Symbol 6067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1212,
64)" 44066 5869

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding inhibitor 
(GABA receptor modulator acyl-CoA 
binding protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2020,0
2)" 3574 true 1.33 5870



ENSGALP00000002254 CID 360 - 370
Ras-related GTP binding C - CGNC 
Symbol 1028 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1469,7
1)" 1563 true 1.18 5871

ENSGALP00000013987 CID 876 - 882
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(963,
55)" 475 false 5872

ENSGALP00000041423 CID 116 - 126
glutathione peroxidase 1 - CGNC Symbol 
65881 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1231,6
9)" 2786 true 0.62 5873

ENSGALP00000014298 CID 42 - 54
ribosomal protein L12 - CGNC Symbol 
50469 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1431,
72)" 1992 false 5874

ENSGALP00000002254 CID 360 - 370
Ras-related GTP binding C - CGNC 
Symbol 1028 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1473,7
3)" 1841 5875



ENSGALP00000016361 CID 95 - 107
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1606,7
4)" 19659 true 0.71 5876

ENSGALP00000003187 CID 495 - 503
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1060
,58)" 429 5877

ENSGALP00000010510 CID 160 - 171
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1231,7
4)" 7979 5878

ENSGALP00000016361 CID 95 - 107
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1610,7
6)" 14053 5879

ENSGALP00000040638 CID 250 - 263 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1660,0
0)" 5017 true 1.34 5880



ENSGALP00000028073 CID 1-Sep

ADP ribosylation factor like GTPase 6 
interacting protein 5 - CGNC Symbol 
13078 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1084
,58)" 1460 5881

ENSGALP00000003717 CID 190 - 204
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1722,8
9)" 6094 true 0.39 5882

ENSGALP00000001655 CID 24 - 34

proteasome (prosome macropain) 
subunit beta type 7 - CGNC Symbol 
49143 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1121
,63)" 777 true 0.48 5883

ENSGALP00000013500 CID 304 - 311
family with sequence similarity 185 
member A - CGNC Symbol 50577 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1121
,63)" 777 false 5884

ENSGALP00000007280 CID 262 - 268
NPL4 homolog ubiquitin recognition 
factor - CGNC Symbol 3388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(811,50
)" 2440 false 5885



ENSGALP00000000955 CID 298 - 304 CTP synthase 1 - CGNC Symbol 429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(811,50
)" 2440 false 5886

ENSGALP00000007819 CID 389 - 395 peptidase D - CGNC Symbol 3636 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(811,50
)" 2440 false 5887

ENSGALP00000000639 CID 151 - 160 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1130
,61)" 555 true 1.01 5888

ENSGALP00000009037 CID 943 - 955 myosin IG - CGNC Symbol 51252 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1512,8
6)" 1603 5889

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1522,
89)" 41280 true 4.13 5890



ENSGALP00000020346 CID 58 - 72
FK506 binding protein 3 - CGNC Symbol 
9468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1851,0
1)" 17734 5891

ENSGALP00000028746 CID 140 - 158

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2279,2
9)" 809 false 5892

ENSGALP00000008105 CID 293 - 308

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1746,9
6)" 3294 5893

ENSGALP00000013761 CID 103 - 118
NOP58 ribonucleoprotein - CGNC 
Symbol 52126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1928,9
8)" 5074 true 1.51 5894

ENSGALP00000009511 CID 15 - 20
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(868,51
)" 19446 false 5895



ENSGALP00000039530 CID 230 - 235

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(868,51
)" 19446 true 0.78 5896

ENSGALP00000006284 CID 87 - 92

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(868,51
)" 19446 true 0.78 5897

ENSGALP00000019031 CID 524 - 535 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1324
,69)" 1210 false 5898

ENSGALP00000003717 CID 190 - 204
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1726,9
1)" 1831 5899

ENSGALP00000013761 CID 103 - 118
NOP58 ribonucleoprotein - CGNC 
Symbol 52126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1933,0
0)" 9104 5900



ENSGALP00000019031 CID 71 - 83 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1668,8
1)" 50884 false 5901

ENSGALP00000007487 CID 282 - 292
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1484
,71)" 3912 true 0.84 5902

ENSGALP00000038463 CID 73 - 88
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1861,
13)" 50252 true 2.64 5903

ENSGALP00000006604 CID 18 - 32
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1922,9
9)" 12501 true 0.88 5904

ENSGALP00000007487 CID 282 - 292
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1488
,75)" 4547 5905



ENSGALP00000006604 CID 18 - 32
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1927,0
1)" 10320 5906

ENSGALP00000024624 CID 194 - 204
translocase of outer mitochondrial 
membrane 70 - CGNC Symbol 11379 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1398,7
1)" 1085 true 0.66 5907

ENSGALP00000014105 CID 169 - 184

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1758,9
4)" 4547 false 5908

ENSGALP00000035815 CID 113 - 128

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1758,9
4)" 4547 false 5909

ENSGALP00000013964 CID 310 - 318
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1067,
63)" 79535 true 1.26 5910



ENSGALP00000022436 CID 255 - 263 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1067,
63)" 79535 true 1.26 5911

ENSGALP00000039865 CID 2-Nov
flightless I actin binding protein - CGNC 
Symbol 3713 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1072,6
1)" 2596 5912

ENSGALP00000006970 CID 405 - 413 exportin 1 - CGNC Symbol 3224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1116,
71)" 2525 true 1.16 5913

ENSGALP00000000726 CID 35 - 47

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1563
,81)" 730 true 17.42 5914

ENSGALP00000023523 CID 98 - 115 actin beta-like 2 - CGNC Symbol 52851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1996,1
1)" 15174 false 5915



ENSGALP00000035658 CID 117 - 122
paraspeckle component 1 - CGNC 
Symbol 50884 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(724,4
2)" 3978 true 1.1 5916

ENSGALP00000008824 CID 110 - 115
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(724,4
2)" 3978 true 1.1 5917

ENSGALP00000027988 CID 56 - 61
Serine/arginine-rich splicing factor 2 - 
UP P30352 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(724,4
2)" 3978 false 1.1 5918

ENSGALP00000002235 CID 53 - 60 stathmin 1 - CGNC Symbol 49630 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(977,57
)" 21776 5919

ENSGALP00000020840 CID 594 - 601 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(977,57
)" 21776 5920



ENSGALP00000006970 CID 405 - 413 exportin 1 - CGNC Symbol 3224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1124,
76)" 2933 true 1.16 5921

ENSGALP00000043331 CID 246 - 258
topoisomerase (DNA) I - CGNC Symbol 
2691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1682
,85)" 3623 5922

ENSGALP00000008824 CID 110 - 115
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(728,4
3)" 2579 5923

ENSGALP00000035658 CID 117 - 122
paraspeckle component 1 - CGNC 
Symbol 50884 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(728,4
3)" 2579 5924

ENSGALP00000019318 CID 214 - 222
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1125,6
8)" 10948 true 0.21 5925



ENSGALP00000006939 CID 265 - 274 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1127,
70)" 9256 true 0.88 5926

ENSGALP00000015657 CID 96 - 113 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2018,1
7)" 106330 true 1.1 5927

ENSGALP00000042680 CID 96 - 113

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2018,1
7)" 106330 true 1.1 5928

ENSGALP00000019318 CID 214 - 222
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1129,7
1)" 19664 5929

ENSGALP00000008498 CID 284 - 299 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1747
,95)" 3389 true 1.69 5930



ENSGALP00000013987 CID 506 - 524
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2174,0
5)" 5483 5931

ENSGALP00000038618 CID 199 - 213
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1796
,84)" 631 true 0.93 5932

ENSGALP00000035386 CID 280 - 295 hemopexin - CGNC Symbol 15517 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1800
,89)" 1795 5933

ENSGALP00000019975 CID 409 - 420
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1254,7
4)" 10940 true 1.57 5934

ENSGALP00000005576 CID 380 - 391
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1254,7
4)" 10940 true 1.57 5935



ENSGALP00000040638 CID 250 - 263 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1651,9
6)" 2836 true 1.34 5936

ENSGALP00000025461 CID 17 - 31
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1764,9
1)" 40504 false 0.93 5937

ENSGALP00000042334 CID 23 - 33
Ras-like without CAAX 2 - CGNC Symbol 
13107 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1031,
60)" 11491 false 5938

ENSGALP00000026277 CID 66 - 81
phosphate cytidylyltransferase 1 choline 
beta - CGNC Symbol 12206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1836,9
3)" 4270 5939

ENSGALP00000038463 CID 73 - 88
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1853,
08)" 14157 true 2.64 5940



ENSGALP00000012376 CID 554 - 571

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1892,0
1)" 3125 true 0.89 5941

ENSGALP00000001332 CID 491 - 506
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2011
,92)" 644 true 0.76 5942

ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1284,7
4)" 15044 true 0.86 5943

ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1284,7
4)" 15044 true 0.86 5944

ENSGALP00000020346 CID 58 - 72
FK506 binding protein 3 - CGNC Symbol 
9468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1846,9
8)" 35924 true 0.49 5945



ENSGALP00000001332 CID 491 - 506
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2015
,92)" 489 5946

ENSGALP00000040662 CID 238 - 247
inositol monophosphatase 1 - 
HGNC:6050 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1150,
75)" 40875 5947

ENSGALP00000017856 CID 144 - 157
transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 51305 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1612,8
5)" 6164 5948

ENSGALP00000011696 CID 245 - 262
Aly/REF export factor - CGNC Symbol 
5467 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2067
,03)" 1896 5949

ENSGALP00000038435 CID 527 - 544

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2118,1
5)" 1746 false 5950



ENSGALP00000025745 CID 132 - 142

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - CGNC 
Symbol 11954 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1195,
66)" 1913 true 0.72 5951

ENSGALP00000003423 CID 421 - 435
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1705,9
4)" 6635 false 1.6 5952

ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1705,9
4)" 6635 true 1.6 5953

ENSGALP00000009858 CID 906 - 920
zinc finger CCCH-type containing 18 - 
CGNC Symbol 50098 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1705,9
4)" 6635 false 1.74 5954

ENSGALP00000023278 CID 57 - 76
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2329,3
6)" 27443 false 5955



ENSGALP00000009007 CID 59 - 78
ADP-ribosylation factor 4 - CGNC Symbol 
55483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2466,2
5)" 929 true 0.57 5956

ENSGALP00000018987 CID 437 - 446 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1175
,64)" 1478 false 5957

ENSGALP00000015817 CID 279 - 297

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2070,1
3)" 3999 true 0.81 5958

ENSGALP00000041423 CID 22 - 43
glutathione peroxidase 1 - CGNC Symbol 
65881 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2601,2
9)" 629 true 0.87 5959

ENSGALP00000008056 CID 495 - 508
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1774,9
3)" 6201 true 0.29 5960



ENSGALP00000037871 CID 445 - 464
WAS/WASL interacting protein family 
member 1 - CGNC Symbol 7084 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2340,2
5)" 1570 5961

ENSGALP00000025229 CID 2,281 - 2,288 zinc finger homeobox 4 - HGNC:30939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(992,56
)" 3935 5962

ENSGALP00000017049 CID 89 - 96
cytidine/uridine monophosphate kinase 
1 - CGNC Symbol 7971 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(992,56
)" 3935 true 0.6 5963

ENSGALP00000003455 CID 30 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1318
,63)" 456 5964

ENSGALP00000023214 CID 221 - 232
DEAH (Asp-Glu-Ala-His) box helicase 15 - 
CGNC Symbol 10712 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1442,7
7)" 1781 true 1.71 5965



ENSGALP00000017049 CID 89 - 96
cytidine/uridine monophosphate kinase 
1 - CGNC Symbol 7971 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(996,58
)" 1758 5966

ENSGALP00000016361 CID 95 - 107
ribosomal protein S3A - CGNC Symbol 
51748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1622,7
3)" 1976 true 0.61 5967

ENSGALP00000035595 CID 118 - 135
40S ribosomal protein S11 - Refseq 
NP_001026004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2050
,12)" 408 false 5968

ENSGALP00000023866 CID 1,241 - 1,247

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(913,
44)" 2823 5969

ENSGALP00000017367 CID 2-Aug

Gallus gallus mago-nashi homolog 2 
(MAGOH2) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308098 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(913,
44)" 2823 5970



ENSGALP00000007934 CID 180 - 193
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1650,9
6)" 1152 false 5971

ENSGALP00000013761 CID 176 - 183
NOP58 ribonucleoprotein - CGNC 
Symbol 52126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1052
,53)" 2924 5972

ENSGALP00000019634 CID Dec-23
programmed cell death 6 interacting 
protein - CGNC Symbol 9128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1358,
77)" 17181 false 5973

ENSGALP00000027519 CID 458 - 473

PDS5 regulator of cohesion maintenance 
homolog B (S. cerevisiae) - CGNC Symbol 
12819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1993,9
9)" 2059 5974

ENSGALP00000026123 CID 261 - 272
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1385,
83)" 13793 true 1.02 5975



ENSGALP00000027391 CID 594 - 607
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1683,9
9)" 2549 true 0.82 5976

ENSGALP00000026123 CID 261 - 272
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1389,
85)" 14053 5977

ENSGALP00000001474 CID 351 - 365

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1644,9
1)" 4564 true 0.32 5978

ENSGALP00000027391 CID 594 - 607
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1696,0
7)" 2085 true 0.82 5979

ENSGALP00000005161 CID 309 - 314

signal transducer and activator of 
transcription 3 (acute-phase response 
factor) - CGNC Symbol 2374 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(804,49
)" 1827 false 5980



ENSGALP00000004108 CID 467 - 472
differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 1882 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(804,49
)" 1827 false 5981

ENSGALP00000022293 CID 263 - 273 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1374,
80)" 90909 true 1.1 5982

ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1374,
80)" 90909 true 1.1 5983

ENSGALP00000008082 CID 615 - 629

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily c member 1 - CGNC Symbol 
3752 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1811,0
9)" 1319 false 5984

ENSGALP00000040638 CID 73 - 88 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1830,9
6)" 4211 5985



ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1971,1
0)" 44681 true 0.94 5986

ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1979,1
5)" 41937 true 0.94 5987

ENSGALP00000013240 CID 2,030 - 2,040
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1264
,63)" 1270 true 0.44 5988

ENSGALP00000012481 CID 206 - 219
ribosomal protein L4 - CGNC Symbol 
5828 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1661,8
3)" 8451 true 0.94 5989

ENSGALP00000037222 CID 157 - 171

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC Symbol 
51783 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1930,0
6)" 591 false 5990



ENSGALP00000039530 CID 230 - 235

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(876,56
)" 8582 true 0.78 5991

ENSGALP00000006284 CID 87 - 92

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(876,56
)" 8582 true 0.78 5992

ENSGALP00000012326 CID 125 - 131
Fas associated via death domain - CGNC 
Symbol 51906 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(883,49
)" 2383 5993

ENSGALP00000039872 CID 310 - 316
regulator of chromosome condensation 
2 - CGNC Symbol 287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(883,49
)" 2383 5994

ENSGALP00000000509 CID 226 - 238

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1470,
88)" 10919 true 1.67 5995



ENSGALP00000012376 CID 554 - 571

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1896,0
3)" 2374 5996

ENSGALP00000015002 CID Dec-29
ATPase H+ transporting lysosomal 
16kDa V0 subunit c - CGNC Symbol 7004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1948,
06)" 4012 true 0.42 5997

ENSGALP00000041423 CID 22 - 43
glutathione peroxidase 1 - CGNC Symbol 
65881 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2605,3
1)" 344 5998

ENSGALP00000029248 CID 104 - 111
chromobox homolog 1 - CGNC Symbol 
49096 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1030,5
5)" 3237 false 0.99 5999

ENSGALP00000016196 CID 389 - 402
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1610,8
9)" 8028 true 1.47 6000



ENSGALP00000016196 CID 389 - 402
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1618,9
5)" 13054 true 1.47 6001

ENSGALP00000022525 CID 163 - 176
pre-mRNA-processing factor 19 - Refseq 
NP_001034420 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1646,
90)" 2071 6002

ENSGALP00000041756 CID 13 - 27
Parkinsonism associated deglycase - 
HGNC:16369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1705
,80)" 1439 true 0.88 6003

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3199,5
9)" 571 6004

ENSGALP00000015657 CID 148 - 177 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3199,5
9)" 571 6005



ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1266,6
5)" 1050 true 0.82 6006

ENSGALP00000041756 CID 13 - 27
Parkinsonism associated deglycase - 
HGNC:16369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1709
,82)" 1815 6007

ENSGALP00000006939 CID 193 - 207 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1725,
02)" 40223 true 1.94 6008

ENSGALP00000033991 CID 29 - 45
WD repeat domain 61 - CGNC Symbol 
2341 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1790,9
6)" 50909 false 0.67 6009

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3211,6
2)" 43140 true 1.56 6010



ENSGALP00000015657 CID 148 - 177 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3211,6
2)" 43140 true 1.56 6011

ENSGALP00000016182 CID 1,194 - 1,200
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(890,5
5)" 2015 false 6012

ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1270,6
7)" 864 6013

ENSGALP00000013987 CID 253 - 264
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1316,7
0)" 23317 false 1.08 6014

ENSGALP00000027953 CID 95 - 106
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1316,7
0)" 23317 true 1.08 6015



ENSGALP00000026277 CID 66 - 81
phosphate cytidylyltransferase 1 choline 
beta - CGNC Symbol 12206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1832,9
1)" 2379 true 1.06 6016

ENSGALP00000015657 CID 148 - 177 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3215,6
5)" 64337 6017

ENSGALP00000042680 CID 148 - 177

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3215,6
5)" 64337 6018

ENSGALP00000027953 CID 95 - 106
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1320,7
3)" 25232 6019

ENSGALP00000015657 CID 96 - 113 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2010,1
2)" 95862 true 1.1 6020



ENSGALP00000042680 CID 96 - 113

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2010,1
2)" 95862 true 1.1 6021

ENSGALP00000038677 CID 72 - 92
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2431,2
1)" 17065 true 0.8 6022

ENSGALP00000011057 CID 853 - 859
A kinase (PRKA) anchor protein 13 - 
CGNC Symbol 49999 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(871,54
)" 938 false 6023

ENSGALP00000015171 CID 36 - 44 Obg-like ATPase 1 - CGNC Symbol 7087 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1120,
69)" 922 true 0.63 6024

ENSGALP00000020445 CID 1,418 - 1,433
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1935
,96)" 2110 true 1.16 6025



ENSGALP00000007466 CID Feb-18
actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 15421 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2143,0
4)" 2869 true 1.13 6026

ENSGALP00000038677 CID 72 - 92
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2439,2
6)" 11760 true 0.8 6027

ENSGALP00000004248 CID 25 - 32
DnaJ heat shock protein family (Hsp40) 
member C9 - CGNC Symbol 1946 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(962,52
)" 12937 6028

ENSGALP00000034108 CID 392 - 398
pyruvate kinase muscle - CGNC Symbol 
1412 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(962,52
)" 12937 true 0.25 6029

ENSGALP00000017341 CID 436 - 444

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1157,
56)" 8356 true 2.82 6030



ENSGALP00000022671 CID 60 - 69

Gallus gallus S100 calcium binding 
protein A9 (S100A9) mRNA. - RefSeq 
mRNA NM_001305151 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1247,7
0)" 1332 true 1.29 6031

ENSGALP00000037170 CID 1,011 - 1,023

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1578,8
3)" 3222 true 1.3 6032

ENSGALP00000020445 CID 1,418 - 1,433
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1939
,99)" 1880 6033

ENSGALP00000007466 CID Feb-18
actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 15421 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2147,0
8)" 3231 true 1.13 6034

ENSGALP00000029968 CID 31 - 50
ribosomal protein L3 - CGNC Symbol 
50654 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2375,
39)" 1414 false 6035



ENSGALP00000034108 CID 392 - 398
pyruvate kinase muscle - CGNC Symbol 
1412 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(966,55
)" 2969 6036

ENSGALP00000037170 CID 1,011 - 1,023

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1582,8
6)" 5074 6037

ENSGALP00000026127 CID 2,353 - 2,370 thyroglobulin - CGNC Symbol 65221 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1928,1
0)" 5678 false 6038

ENSGALP00000041109 CID 236 - 251
Hsap of 1: capping actin protein gelsolin 
like - HGNC:1474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1959
,87)" 1549 6039

ENSGALP00000008236 CID 1,497 - 1,503
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(881,5
5)" 1824 false 6040



ENSGALP00000039454 CID 55 - 61
beta-2-microglobulin - CGNC Symbol 
1542 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(881,5
5)" 1824 false 1.39 6041

ENSGALP00000023257 CID 155 - 161
non-SMC condensin I complex subunit G 
- CGNC Symbol 10729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(921,
50)" 889 false 6042

ENSGALP00000038878 CID 360 - 368
collagen type VI alpha 1 - CGNC Symbol 
4468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(921,
50)" 889 false 6043

ENSGALP00000029322 CID 4-Nov
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(957,5
9)" 4097 true 1.61 6044

ENSGALP00000017341 CID 538 - 545

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1063,5
5)" 4748 false 0.36 6045



ENSGALP00000009341 CID 560 - 567
high density lipoprotein binding protein - 
CGNC Symbol 4348 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1063,5
5)" 4748 false 0.36 6046

ENSGALP00000000639 CID 203 - 210 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1063,5
5)" 4748 true 0.92 6047

ENSGALP00000016822 CID 778 - 793
DEAH-box helicase 36 - CGNC Symbol 
7873 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1748,9
3)" 8534 6048

ENSGALP00000019037 CID 14 - 37
acetyl-CoA acetyltransferase 2 - CGNC 
Symbol 8861 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2364,3
1)" 5277 true 0.37 6049

ENSGALP00000006939 CID 390 - 398 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1119
,57)" 1116 true 0.74 6050



ENSGALP00000010800 CID 45 - 55
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1312,8
6)" 2488 6051

ENSGALP00000040638 CID 73 - 88 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1826,9
4)" 2643 true 1.39 6052

ENSGALP00000023059 CID 462 - 477

PDS5 regulator of cohesion maintenance 
homolog A (S. cerevisiae) - CGNC Symbol 
10643 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1991,0
4)" 1843 6053

ENSGALP00000006939 CID 390 - 398 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1123
,60)" 476 6054

ENSGALP00000011510 CID 230 - 238 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1148,6
1)" 28519 true 0.06 6055



ENSGALP00000018939 CID 160 - 181
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2462,3
2)" 2307 false 6056

ENSGALP00000023396 CID Jun-13
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1018,
60)" 7384 true 1.93 6057

ENSGALP00000007055 CID 60 - 70
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1335,7
4)" 4036 6058

ENSGALP00000015665 CID 178 - 186 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1029,
60)" 5935 6059

ENSGALP00000003914 CID 236 - 245
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1245,6
9)" 4048 true 1.62 6060



ENSGALP00000040653 CID 90 - 100

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1356,7
7)" 3098 true 13.73 6061

ENSGALP00000040653 CID 90 - 100

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1368,8
5)" 53879 true 13.73 6062

ENSGALP00000043256 CID 88 - 99
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1377
,70)" 848 false 6063

ENSGALP00000039758 CID 228 - 243
SAM and SH3 domain containing 3 - 
CGNC Symbol 2900 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1912,1
0)" 1323 false 6064

ENSGALP00000024133 CID 222 - 230
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1188,
58)" 2210 true 1.57 6065



ENSGALP00000023396 CID 85 - 98
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1551,8
3)" 4234 true 1.41 6066

ENSGALP00000024133 CID 222 - 230
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1192,
61)" 3471 6067

ENSGALP00000023396 CID 85 - 98
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1555,8
6)" 5973 6068

ENSGALP00000012481 CID 206 - 219
ribosomal protein L4 - CGNC Symbol 
5828 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1665,8
5)" 7030 6069

ENSGALP00000022734 CID 57 - 74

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - Refseq 
NP_001026550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2072,1
6)" 2087 false 6070



ENSGALP00000013722 CID 976 - 986

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1402,7
9)" 4485 false 6071

ENSGALP00000030147 CID 131 - 141
family with sequence similarity 49 
member B - CGNC Symbol 12196 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1402,7
9)" 4485 true 1.18 6072

ENSGALP00000013808 CID 128 - 136 stromal antigen 2 - CGNC Symbol 51718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1041,5
8)" 2920 6073

ENSGALP00000030147 CID 131 - 141
family with sequence similarity 49 
member B - CGNC Symbol 12196 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1406,8
2)" 5298 6074

ENSGALP00000027391 CID Feb-16
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1719
,76)" 12523 6075



ENSGALP00000005576 CID 459 - 466
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1027,6
1)" 1855 true 0.74 6076

ENSGALP00000003612 CID 2,130 - 2,138
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1058,
65)" 828 false 6077

ENSGALP00000006511 CID 135 - 143
serine/threonine kinase 4 - CGNC 
Symbol 50938 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1193,6
2)" 8772 true 0.85 6078

ENSGALP00000042552 CID 53 - 62
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
68)" 6392 true 0.79 6079

ENSGALP00000038179 CID 254 - 265
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1631,9
0)" 1319 false 6080



ENSGALP00000012163 CID 503 - 517
transcription elongation regulator 1 - 
CGNC Symbol 5680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1750
,85)" 554 true 1.9 6081

ENSGALP00000011232 CID 185 - 201
phosphofructokinase platelet - CGNC 
Symbol 53359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1940,0
3)" 8518 true 0.25 6082

ENSGALP00000005576 CID 459 - 466
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1031,6
3)" 1031 6083

ENSGALP00000006511 CID 135 - 143
serine/threonine kinase 4 - CGNC 
Symbol 50938 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1197,6
4)" 6787 6084

ENSGALP00000015623 CID 1,567 - 1,576
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1258,
70)" 5381 true 0.65 6085



ENSGALP00000018849 CID 175 - 185
interleukin enhancer binding factor 2 - 
CGNC Symbol 8794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1264,
80)" 4688 true 1.25 6086

ENSGALP00000014298 CID 100 - 114
ribosomal protein L12 - CGNC Symbol 
50469 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1658,8
5)" 20518 true 0.62 6087

ENSGALP00000039613 CID 324 - 334
lipase maturation factor 2 - Refseq 
NP_001026743 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1357,
74)" 4827 true 0.79 6088

ENSGALP00000017347 CID 316 - 328
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1482,9
0)" 3214 6089

ENSGALP00000014298 CID 100 - 114
ribosomal protein L12 - CGNC Symbol 
50469 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1662,8
7)" 12337 6090



ENSGALP00000013877 CID 342 - 354
abhydrolase domain containing 12 - 
CGNC Symbol 6467 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1606,8
4)" 6137 true 0.56 6091

ENSGALP00000018454 CID 374 - 391 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1881,0
3)" 4141 true 1.6 6092

ENSGALP00000016978 CID 353 - 370
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1881,0
3)" 4141 true 1.6 6093

ENSGALP00000037524 CID 363 - 380 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1881,0
3)" 4141 true 1.6 6094

ENSGALP00000000726 CID 35 - 51

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2113
,03)" 870 6095



ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1594,8
2)" 21264 true 0.3 6096

ENSGALP00000018454 CID 374 - 391 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1889,0
8)" 6621 true 1.6 6097

ENSGALP00000016978 CID 353 - 370
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1889,0
8)" 6621 true 1.6 6098

ENSGALP00000037524 CID 363 - 380 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1889,0
8)" 6621 true 1.6 6099

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2103,1
0)" 1744 true 1.13 6100



ENSGALP00000025299 CID 161 - 173
C-terminal binding protein 1 - CGNC 
Symbol 11723 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1386,
85)" 9687 6101

ENSGALP00000012349 CID 175 - 187
C-terminal binding protein-like - CGNC 
Symbol 50231 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1386,
85)" 9687 6102

ENSGALP00000003089 CID 530 - 543
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1634,8
7)" 3826 true 1.03 6103

ENSGALP00000003089 CID 530 - 543
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1642,9
1)" 3939 true 1.03 6104

ENSGALP00000024609 CID 106 - 122
transcription elongation factor A (SII) 1 - 
CGNC Symbol 51413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1914,0
0)" 2837 false 6105



ENSGALP00000020445 CID 1,194 - 1,210
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2066,0
9)" 5769 true 0.98 6106

ENSGALP00000043331 CID 338 - 345
topoisomerase (DNA) I - CGNC Symbol 
2691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(960,58
)" 2436 6107

ENSGALP00000016743 CID 236 - 242
epoxide hydrolase 1-like - CGNC Symbol 
51488 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(960,58
)" 2436 false 6108

ENSGALP00000008498 CID 531 - 543 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1642,
13)" 13504 false 6109

ENSGALP00000020445 CID 1,194 - 1,210
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2074,1
2)" 5666 true 0.98 6110



ENSGALP00000041690 CID 65 - 73
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1152
,63)" 9388 true 0.74 6111

ENSGALP00000025629 CID 348 - 356
RNA binding motif protein 12B - CGNC 
Symbol 51213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1152
,63)" 9388 false 0.74 6112

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1152
,63)" 9388 false 0.74 6113

ENSGALP00000030147 CID 106 - 124
family with sequence similarity 49 
member B - CGNC Symbol 12196 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2069,1
2)" 14317 true 0.67 6114

ENSGALP00000020666 CID 176 - 184
DEK proto-oncogene - CGNC Symbol 
9623 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1160
,68)" 6562 false 6115



ENSGALP00000030147 CID 106 - 124
family with sequence similarity 49 
member B - CGNC Symbol 12196 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2073,1
4)" 8544 6116

ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2806,3
5)" 1037 true 2.58 6117

ENSGALP00000024710 CID 48 - 56
ribosomal protein L24 - CGNC Symbol 
50756 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1224,
71)" 6880 6118

ENSGALP00000006939 CID 193 - 207 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1716,
97)" 19072 true 1.94 6119

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1806,9
5)" 3506 false 6120



ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2814,4
0)" 2960 true 2.58 6121

ENSGALP00000037524 CID 291 - 314 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2814,4
0)" 2960 6122

ENSGALP00000018454 CID 302 - 325 tubulin alpha 4b - CGNC Symbol 65790 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2814,4
0)" 2960 6123

ENSGALP00000038105 CID 292 - 299
fibrinogen beta chain - CGNC Symbol 
7036 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(890,51
)" 1096 false 6124

ENSGALP00000020169 CID 102 - 115
phosphorylase glycogen liver - CGNC 
Symbol 49139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1763,
91)" 3937 true 1.65 6125



ENSGALP00000009819 CID 203 - 211
PHD finger protein 6 - CGNC Symbol 
4572 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1002,5
6)" 3651 false 6126

ENSGALP00000002322 CID 175 - 184
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1294,6
8)" 2814 true 0.69 6127

ENSGALP00000020169 CID 102 - 115
phosphorylase glycogen liver - CGNC 
Symbol 49139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1767,
93)" 6513 6128

ENSGALP00000011510 CID 230 - 238 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1164,6
0)" 4795 true 1.81 6129

ENSGALP00000041361 CID 49 - 58 ribosomal protein L17 - HGNC:10307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1244,7
1)" 15941 true 0.72 6130



ENSGALP00000041361 CID 49 - 58 ribosomal protein L17 - HGNC:10307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1252,7
6)" 10917 true 0.72 6131

ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1598,8
4)" 5679 6132

ENSGALP00000001579 CID 51 - 67
N-ethylmaleimide sensitive factor - 
CGNC Symbol 715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1848,
02)" 3564 true 0.63 6133

ENSGALP00000041361 CID 49 - 58 ribosomal protein L17 - HGNC:10307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1260,7
1)" 3214 true 0.77 6134

ENSGALP00000010423 CID 284 - 294
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1368,7
0)" 8874 true 0.5 6135



ENSGALP00000001579 CID 51 - 67
N-ethylmaleimide sensitive factor - 
CGNC Symbol 715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1852,
03)" 1256 6136

ENSGALP00000005090 CID 675 - 684
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1135,6
1)" 3190 true 0.84 6137

ENSGALP00000021892 CID 346 - 355
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1171,6
7)" 2845 false 0.5 6138

ENSGALP00000006018 CID 31 - 41
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1171,6
7)" 2845 false 0.5 6139

ENSGALP00000006414 CID 226 - 235
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1227,6
8)" 8011 true 0.73 6140



ENSGALP00000010423 CID 284 - 294
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1372,7
4)" 4818 6141

ENSGALP00000000236 CID 1-Sep
antigen peptide transporter 2 - Refseq 
NP_001092827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1139,6
3)" 2667 6142

ENSGALP00000005090 CID 675 - 684
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1139,6
3)" 2667 6143

ENSGALP00000042334 CID 184 - 193
Ras-like without CAAX 2 - CGNC Symbol 
13107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1175,7
0)" 4050 false 6144

ENSGALP00000006018 CID 31 - 41
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1175,7
0)" 4050 6145



ENSGALP00000004437 CID 81 - 95
ribosomal protein S10 - CGNC Symbol 
51122 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1761,9
9)" 125651 true 0.7 6146

ENSGALP00000013574 CID 151 - 159
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1025,5
4)" 7401 true 1.18 6147

ENSGALP00000004437 CID 81 - 95
ribosomal protein S10 - CGNC Symbol 
51122 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1766,0
2)" 63843 6148

ENSGALP00000010541 CID 141 - 156
transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 49299 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1838
,91)" 609 true 0.98 6149

ENSGALP00000021255 CID 353 - 360
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(860,5
3)" 16021 false 0.93 6150



ENSGALP00000004641 CID 1,095 - 1,100
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(860,5
3)" 16021 false 0.93 6151

ENSGALP00000009511 CID 58 - 67
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1254,6
7)" 3249 6152

ENSGALP00000010541 CID 141 - 156
transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 49299 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1842
,93)" 600 6153

ENSGALP00000014557 CID 70 - 77 mutS homolog 2 - CGNC Symbol 6808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(865,4
6)" 1387 6154

ENSGALP00000003187 CID 279 - 289
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1287,7
1)" 1671 true 2.11 6155



ENSGALP00000021708 CID 58 - 70
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1414,
86)" 1166 true 0.93 6156

ENSGALP00000014746 CID 18 - 24
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(935,54
)" 64108 true 0.33 6157

ENSGALP00000013987 CID 506 - 524
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2170,0
5)" 6278 true 0.97 6158

ENSGALP00000027317 CID 374 - 387

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC Symbol 12709 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1553,9
2)" 8538 false 6159

ENSGALP00000024710 CID 28 - 35
ribosomal protein L24 - CGNC Symbol 
50756 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1022,
60)" 16902 false 6160



ENSGALP00000036056 CID 757 - 764
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1022,
60)" 16902 false 0.2 6161

ENSGALP00000016538 CID 1-Oct calpain 11 - CGNC Symbol 54348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1092,5
3)" 3089 6162

ENSGALP00000042374 CID 408 - 415
thimet oligopeptidase 1 - CGNC Symbol 
52774 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1114,6
0)" 5264 true 0.97 6163

ENSGALP00000019120 CID 332 - 345
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1484,8
4)" 7408 true 0.28 6164

ENSGALP00000007834 CID 453 - 469
myelin expression factor 2 - CGNC 
Symbol 49981 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1611,
81)" 1824 6165



ENSGALP00000042374 CID 408 - 415
thimet oligopeptidase 1 - CGNC Symbol 
52774 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1118,6
3)" 5602 6166

ENSGALP00000001655 CID 208 - 219

proteasome (prosome macropain) 
subunit beta type 7 - CGNC Symbol 
49143 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1506,8
0)" 4490 true 0.43 6167

ENSGALP00000013877 CID 342 - 354
abhydrolase domain containing 12 - 
CGNC Symbol 6467 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1610,8
8)" 3760 6168

ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1947,0
4)" 21059 true 1.89 6169

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1062
,60)" 5050 true 0.39 6170



ENSGALP00000023523 CID 186 - 193 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1062
,60)" 5050 true 0.39 6171

ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1062
,60)" 5050 true 0.39 6172

ENSGALP00000014154 CID 589 - 595
ESF1 nucleolar pre-rRNA processing 
protein homolog - CGNC Symbol 6612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(953,51
)" 2723 false 6173

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1070
,55)" 9543 true 0.4 6174

ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1070
,55)" 9543 true 0.4 6175



ENSGALP00000023523 CID 186 - 193 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1070
,55)" 9543 true 0.4 6176

ENSGALP00000023617 CID 158 - 171
endoplasmic reticulum aminopeptidase 
1 - CGNC Symbol 52992 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1667,9
2)" 2251 false 6177

ENSGALP00000012130 CID 74 - 89

integrin beta 2 (complement component 
3 receptor 3 and 4 subunit) - CGNC 
Symbol 49690 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1995,0
1)" 2317 false 6178

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1078
,60)" 3671 true 0.4 6179

ENSGALP00000023523 CID 186 - 193 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1078
,60)" 3671 true 0.4 6180



ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1078
,60)" 3671 true 0.4 6181

ENSGALP00000007822 CID 32 - 44
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1570,7
5)" 3522 6182

ENSGALP00000020346 CID 29 - 43
FK506 binding protein 3 - CGNC Symbol 
9468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1795,9
2)" 20630 true 1.87 6183

ENSGALP00000024167 CID 179 - 184 transportin 1 - CGNC Symbol 11160 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(885,5
2)" 3615 true 0.95 6184

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1144,
68)" 4901 true 1.57 6185



ENSGALP00000025475 CID 256 - 267

synaptotagmin binding cytoplasmic RNA 
interacting protein - CGNC Symbol 
51548 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1609,8
3)" 4549 true 0.65 6186

ENSGALP00000020346 CID 29 - 43
FK506 binding protein 3 - CGNC Symbol 
9468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1799,9
4)" 14427 6187

ENSGALP00000019975 CID 429 - 445
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2149,9
7)" 1779 6188

ENSGALP00000025475 CID 256 - 267

synaptotagmin binding cytoplasmic RNA 
interacting protein - CGNC Symbol 
51548 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1617,8
8)" 2948 true 0.65 6189

ENSGALP00000042061 CID 46 - 59
phosphatidylinositol-5-phosphate 4-
kinase type II alpha - CGNC Symbol 5959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1687
,82)" 447 6190



ENSGALP00000010845 CID 34 - 43
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1342,
63)" 2583 6191

ENSGALP00000002828 CID 605 - 624
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2207,1
6)" 2532 false 6192

ENSGALP00000011598 CID 114 - 122
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1093,
67)" 7756 false 6193

ENSGALP00000003250 CID 720 - 730
nuclear cap binding protein subunit 1 - 
CGNC Symbol 53067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1399,8
1)" 4174 true 0.4 6194

ENSGALP00000002482 CID 73 - 83 copine I - CGNC Symbol 50925 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1399,8
1)" 4174 false 0.98 6195



ENSGALP00000011510 CID 120 - 130 apolipoprotein A-I - CGNC Symbol 49860 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1377,
79)" 110027 true 1.28 6196

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2263
,10)" 327 6197

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2263
,10)" 327 6198

ENSGALP00000003431 CID 221 - 229

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1083,6
6)" 5813 false 6199

ENSGALP00000027953 CID 19 - 27
ribosomal protein S3 - CGNC Symbol 
13020 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1120,6
0)" 5630 true 0.4 6200



ENSGALP00000008171 CID 877 - 885
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1120,6
0)" 5630 false 0.4 6201

ENSGALP00000024710 CID 48 - 56
ribosomal protein L24 - CGNC Symbol 
50756 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1220,
67)" 1947 true 1.79 6202

ENSGALP00000035478 CID 1,943 - 1,955 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1505,
86)" 14113 true 0.49 6203

ENSGALP00000002349 CID 20 - 37
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2117,0
5)" 13871 true 1.32 6204

ENSGALP00000027953 CID 19 - 27
ribosomal protein S3 - CGNC Symbol 
13020 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1124,6
2)" 2643 6205



ENSGALP00000035478 CID 1,943 - 1,955 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1509,
89)" 6020 6206

ENSGALP00000002349 CID 20 - 37
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2121,0
8)" 18317 6207

ENSGALP00000017202 CID 28 - 42
pyrophosphatase (inorganic) 2 - CGNC 
Symbol 8036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1747,9
3)" 6267 true 0.46 6208

ENSGALP00000009007 CID 59 - 76
ADP-ribosylation factor 4 - CGNC Symbol 
55483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2181,0
8)" 2915 true 0.34 6209

ENSGALP00000026345 CID 20 - 28
acid phosphatase 1 soluble - CGNC 
Symbol 12245 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1021,6
0)" 1856 6210



ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1054
,55)" 12837 true 0.39 6211

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1054
,55)" 12837 true 0.39 6212

ENSGALP00000023523 CID 186 - 193 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1054
,55)" 12837 true 0.39 6213

ENSGALP00000011057 CID 822 - 831
A kinase (PRKA) anchor protein 13 - 
CGNC Symbol 49999 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1143,6
7)" 4437 false 1.17 6214

ENSGALP00000025165 CID 164 - 173
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1143,6
7)" 4437 true 1.17 6215



ENSGALP00000042988 CID 171 - 181 proteasome subunit beta 2 - HGNC:9539 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1313,
76)" 8336 6216

ENSGALP00000012878 CID 200 - 216
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1833,1
0)" 108962 true 0.8 6217

ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1939,0
0)" 10152 true 1.89 6218

ENSGALP00000024116 CID 1,304 - 1,310
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(887,53
)" 2212 true 1.27 6219

ENSGALP00000011931 CID 324 - 331
general transcription factor IIIC subunit I 
- CGNC Symbol 50307 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(965,57
)" 3706 false 6220



ENSGALP00000002278 CID 305 - 313
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1135
,63)" 405 false 6221

ENSGALP00000007490 CID 185 - 193 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1135
,63)" 405 false 6222

ENSGALP00000025165 CID 164 - 173
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1147,6
9)" 5680 6223

ENSGALP00000018454 CID 395 - 411 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1896,9
5)" 12642 6224

ENSGALP00000037524 CID 384 - 400 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1896,9
5)" 12642 6225



ENSGALP00000016978 CID 374 - 390
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1896,9
5)" 12642 6226

ENSGALP00000034433 CID 418 - 425
WD repeat domain 18 - CGNC Symbol 
14659 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(997,51
)" 1978 true 1.13 6227

ENSGALP00000034433 CID 418 - 425
WD repeat domain 18 - CGNC Symbol 
14659 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1001,5
4)" 2638 6228

ENSGALP00000014374 CID 221 - 230
malate dehydrogenase 1 - CGNC Symbol 
6725 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1204,6
7)" 5418 true 0.81 6229

ENSGALP00000011770 CID 684 - 694
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1416
,65)" 467 true 0.95 6230



ENSGALP00000017123 CID 327 - 339
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1618,
89)" 6329 6231

ENSGALP00000014374 CID 221 - 230
malate dehydrogenase 1 - CGNC Symbol 
6725 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1208,6
9)" 4379 6232

ENSGALP00000027989 CID 49 - 54

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(819,49
)" 1302 false 6233

ENSGALP00000018454 CID 416 - 422 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(951,53
)" 2926 false 6234

ENSGALP00000016978 CID 395 - 401
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(951,53
)" 2926 false 6235



ENSGALP00000030998 CID 132 - 138
Hsap of 16: glutathione S-transferase 
alpha 1 - HGNC:4626 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(951,53
)" 2926 false 6236

ENSGALP00000037524 CID 405 - 411 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(951,53
)" 2926 false 6237

ENSGALP00000040938 CID 102 - 119
thioredoxin related transmembrane 
protein 4 - CGNC Symbol 6720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2126,1
0)" 10155 true 0.62 6238

ENSGALP00000042680 CID 239 - 256

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2126,1
0)" 10155 6239

ENSGALP00000023523 CID 241 - 258 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2126,1
0)" 10155 6240



ENSGALP00000015657 CID 239 - 256 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2126,1
0)" 10155 6241

ENSGALP00000009873 CID 187 - 202
collagen type VI alpha 2 - CGNC Symbol 
4597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1821
,93)" 528 false 6242

ENSGALP00000040938 CID 102 - 119
thioredoxin related transmembrane 
protein 4 - CGNC Symbol 6720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2130,1
2)" 10462 6243

ENSGALP00000012326 CID 105 - 116
Fas associated via death domain - CGNC 
Symbol 51906 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1414,7
8)" 2808 true 1.51 6244

ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1889,8
4)" 21293 true 0.96 6245



ENSGALP00000012326 CID 105 - 116
Fas associated via death domain - CGNC 
Symbol 51906 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1418,8
0)" 4245 6246

ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1897,8
9)" 20445 true 0.96 6247

ENSGALP00000014107 CID 340 - 358 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2219
,04)" 359 6248

ENSGALP00000042475 CID 113 - 135
purine-rich element binding protein A - 
CGNC Symbol 15180 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2293,2
7)" 2045 true 2.32 6249

ENSGALP00000041509 CID 161 - 172

Hsap of 1: succinate dehydrogenase 
complex iron sulfur subunit B - 
HGNC:10681 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1478,8
0)" 2378 true 0.68 6250



ENSGALP00000023635 CID 263 - 274 lamin B1 - CGNC Symbol 10893 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1601,8
8)" 1158 true 0.6 6251

ENSGALP00000042475 CID 113 - 135
purine-rich element binding protein A - 
CGNC Symbol 15180 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2297,2
9)" 5966 6252

ENSGALP00000014768 CID 185 - 193
EH-domain containing 3 - CGNC Symbol 
51465 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1125,7
2)" 3639 false 6253

ENSGALP00000011057 CID 503 - 512
A kinase (PRKA) anchor protein 13 - 
CGNC Symbol 49999 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1125,7
2)" 3639 false 0.55 6254

ENSGALP00000015000 CID 63 - 76
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1626,8
5)" 2458 true 1.09 6255



ENSGALP00000012472 CID 273 - 286 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1622,
00)" 2064 true 1.21 6256

ENSGALP00000015000 CID 63 - 76
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1630,8
8)" 1577 6257

ENSGALP00000021255 CID 353 - 360
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(864,5
5)" 6935 6258

ENSGALP00000004641 CID 1,095 - 1,100
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(864,5
5)" 6935 6259

ENSGALP00000020666 CID 156 - 165
DEK proto-oncogene - CGNC Symbol 
9623 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1265
,66)" 629 6260



ENSGALP00000027534 CID 244 - 258
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1656,9
1)" 2391 false 6261

ENSGALP00000006372 CID 141 - 162

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2539,2
8)" 1066 true 0.5 6262

ENSGALP00000015000 CID 132 - 138
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(899,5
7)" 3498 false 6263

ENSGALP00000013129 CID 344 - 350
nicotinamide phosphoribosyltransferase - 
CGNC Symbol 50574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(899,5
7)" 3498 false 6264

ENSGALP00000039757 CID 276 - 282
hypoxia up-regulated 1 - CGNC Symbol 
53307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(899,5
7)" 3498 false 6265



ENSGALP00000011961 CID 63 - 76
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1588
,85)" 1335 true 1.24 6266

ENSGALP00000011961 CID 63 - 76
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1592
,87)" 1654 6267

ENSGALP00000037001 CID 97 - 102

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(865,47
)" 2917 6268

ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1629
,85)" 4853 true 1.7 6269

ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1633
,88)" 8269 6270



ENSGALP00000023396 CID 113 - 130
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1864,0
3)" 3485 true 1.3 6271

ENSGALP00000043196 CID 688 - 697
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1119,
65)" 6850 6272

ENSGALP00000012474 CID Dec-25
trafficking protein particle complex 4 - 
CGNC Symbol 5825 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1601,8
7)" 2799 true 1.02 6273

ENSGALP00000042680 CID 239 - 254

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1790
,87)" 770 6274

ENSGALP00000023523 CID 241 - 256 actin beta-like 2 - CGNC Symbol 52851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1790
,87)" 770 6275



ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1790
,87)" 770 6276

ENSGALP00000023396 CID 113 - 130
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1872,0
9)" 4531 true 1.3 6277

ENSGALP00000013480 CID 153 - 161
V-set and immunoglobulin domain 
containing 1 - CGNC Symbol 6282 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1180,
74)" 15544 true 0.75 6278

ENSGALP00000012474 CID Dec-25
trafficking protein particle complex 4 - 
CGNC Symbol 5825 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1605,8
8)" 2851 6279

ENSGALP00000010942 CID 66 - 79
ribosomal protein S15a - CGNC Symbol 
5109 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1728,8
3)" 7315 true 0.66 6280



ENSGALP00000037524 CID 275 - 290 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1817,0
6)" 14744 true 1.43 6281

ENSGALP00000016978 CID 265 - 280
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1817,0
6)" 14744 6282

ENSGALP00000023274 CID 655 - 665
non-SMC condensin I complex subunit 
D2 - CGNC Symbol 50724 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1188,
75)" 2961 6283

ENSGALP00000004817 CID 132 - 141 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1233,
76)" 13197 true 0.61 6284

ENSGALP00000010942 CID 66 - 79
ribosomal protein S15a - CGNC Symbol 
5109 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1732,8
5)" 4862 6285



ENSGALP00000004817 CID 132 - 141 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1245,
83)" 6999 true 0.61 6286

ENSGALP00000034108 CID 278 - 293
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1867
,87)" 485 false 6287

ENSGALP00000007822 CID 382 - 391
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1147,7
5)" 9365 true 1.22 6288

ENSGALP00000023278 CID 57 - 70
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1638,9
5)" 81045 true 0.8 6289

ENSGALP00000003898 CID 828 - 835 matrin 3 - CGNC Symbol 1772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(988,55
)" 3004 true 0.91 6290



ENSGALP00000022626 CID 122 - 129

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1098
,58)" 1257 true 0.5 6291

ENSGALP00000003455 CID 27 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1682,8
8)" 6676 true 0.97 6292

ENSGALP00000003898 CID 828 - 835 matrin 3 - CGNC Symbol 1772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(992,57
)" 2390 6293

ENSGALP00000039235 CID 195 - 202
cold shock domain containing E1 - CGNC 
Symbol 51115 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(996,51
)" 686 false 6294

ENSGALP00000021927 CID 72 - 86
IKAROS family zinc finger 3 (Aiolos) - 
CGNC Symbol 49403 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1856,8
7)" 4368 6295



ENSGALP00000013122 CID 251 - 268
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1949,0
9)" 190178 true 0.73 6296

ENSGALP00000003012 CID 52 - 73
malate dehydrogenase 2 - CGNC Symbol 
1378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2421,2
8)" 9309 true 1.14 6297

ENSGALP00000010800 CID 159 - 166
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1004,6
0)" 1701 false 6298

ENSGALP00000019120 CID 332 - 345
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1488,8
7)" 1061 6299

ENSGALP00000003012 CID 52 - 73
malate dehydrogenase 2 - CGNC Symbol 
1378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2425,3
0)" 10643 6300



ENSGALP00000003089 CID 218 - 225
valosin containing protein - CGNC 
Symbol 53073 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1014,5
7)" 750 true 1.48 6301

ENSGALP00000004046 CID 111 - 123
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1571,8
2)" 1049 true 0.77 6302

ENSGALP00000013072 CID 241 - 255

protein kinase cAMP-dependent 
regulatory type II beta - CGNC Symbol 
6102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1748,
96)" 8506 true 0.87 6303

ENSGALP00000003089 CID 149 - 155
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(847,49
)" 4439 true 0.5 6304

ENSGALP00000020349 CID 259 - 273
pre-mRNA processing factor 39 - 
HGNC:20314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1842,
02)" 1755 6305



ENSGALP00000009408 CID 374 - 393
acetyl-CoA acyltransferase 1 - CGNC 
Symbol 4375 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1959,
06)" 1728 true 1.2 6306

ENSGALP00000016363 CID 15 - 33
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2174,3
7)" 3160 false 6307

ENSGALP00000023278 CID 225 - 238
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1588,8
7)" 50799 6308

ENSGALP00000009408 CID 374 - 393
acetyl-CoA acyltransferase 1 - CGNC 
Symbol 4375 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1963,
08)" 2074 6309

ENSGALP00000005090 CID 541 - 546
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(766,4
7)" 24698 false 6310



ENSGALP00000028283 CID 58 - 63
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(766,4
7)" 24698 true 0.95 6311

ENSGALP00000011006 CID 373 - 380 catenin beta like 1 - CGNC Symbol 5146 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(960,59
)" 3480 true 0.64 6312

ENSGALP00000020445 CID 408 - 419
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1369
,81)" 513 false 6313

ENSGALP00000028283 CID 58 - 63
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(770,4
9)" 13976 6314

ENSGALP00000011006 CID 373 - 380 catenin beta like 1 - CGNC Symbol 5146 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(964,61
)" 1266 6315



ENSGALP00000041423 CID Apr-14
glutathione peroxidase 1 - CGNC Symbol 
65881 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1431
,77)" 952 true 0.54 6316

ENSGALP00000041423 CID Apr-14
glutathione peroxidase 1 - CGNC Symbol 
65881 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1435
,78)" 511 6317

ENSGALP00000041366 CID 50 - 57
small nuclear ribonucleoprotein 
polypeptide B2 - HGNC:11155 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(965,5
7)" 8650 true 2.88 6318

ENSGALP00000026130 CID 1,038 - 1,045
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(965,5
7)" 8650 false 6319

ENSGALP00000009420 CID 860 - 874
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1564
,77)" 4450 6320



ENSGALP00000012472 CID 273 - 286 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1609,
94)" 970 true 1.21 6321

ENSGALP00000003954 CID 420 - 433
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1720,8
0)" 10528 true 1.2 6322

ENSGALP00000017495 CID 27 - 36 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1134,6
8)" 2106 true 0.59 6323

ENSGALP00000042455 CID 65 - 78
proteasome subunit alpha type-7 - 
Refseq NP_989944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1662
,89)" 631 true 1.3 6324

ENSGALP00000003954 CID 420 - 433
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1724,8
3)" 12619 6325



ENSGALP00000013574 CID 303 - 327
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2728,4
3)" 2012 true 1.5 6326

ENSGALP00000005505 CID Nov-21
RAB8B member RAS oncogene family - 
CGNC Symbol 2544 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1127,6
8)" 2857 true 0.45 6327

ENSGALP00000013987 CID 1,044 - 1,052
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1138,
67)" 14358 true 1.05 6328

ENSGALP00000024116 CID 1,097 - 1,105
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1138,
67)" 14358 true 1.05 6329

ENSGALP00000022004 CID 92 - 101 tropomyosin 3 - HGNC:12012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1275,7
1)" 3368 6330



ENSGALP00000038799 CID 92 - 101
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1275,7
1)" 3368 6331

ENSGALP00000038490 CID 92 - 101 tropomyosin 4 - HGNC:12013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1275,7
1)" 3368 6332

ENSGALP00000042455 CID 65 - 78
proteasome subunit alpha type-7 - 
Refseq NP_989944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1666
,92)" 819 6333

ENSGALP00000013574 CID 303 - 327
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2736,4
8)" 3424 true 1.5 6334

ENSGALP00000016182 CID 2-Dec
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1142,
69)" 16007 false 6335



ENSGALP00000013987 CID 1,044 - 1,052
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1142,
69)" 16007 6336

ENSGALP00000024116 CID 1,097 - 1,105
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1142,
69)" 16007 6337

ENSGALP00000023850 CID 462 - 470

ATPase H+ transporting lysosomal 
70kDa V1 subunit A - CGNC Symbol 
10976 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1173,6
4)" 4017 true 1.46 6338

ENSGALP00000042837 CID 147 - 161

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1755
,82)" 563 false 6339

ENSGALP00000013722 CID 461 - 466

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(798,5
1)" 20175 false 1.44 6340



ENSGALP00000041873 CID 45 - 55
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1194,7
1)" 14705 true 1.08 6341

ENSGALP00000007822 CID 382 - 391
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1139,7
0)" 7309 true 1.22 6342

ENSGALP00000041873 CID 45 - 55
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1198,7
4)" 15490 6343

ENSGALP00000040662 CID 213 - 229
inositol monophosphatase 1 - 
HGNC:6050 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1936,1
2)" 7740 false 6344

ENSGALP00000024167 CID 66 - 77 transportin 1 - CGNC Symbol 11160 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1313,7
8)" 1910 false 6345



ENSGALP00000013808 CID 172 - 183 stromal antigen 2 - CGNC Symbol 51718 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1413,7
4)" 10805 6346

ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1413,7
4)" 10805 true 0.71 6347

ENSGALP00000012094 CID 255 - 267
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
54 - CGNC Symbol 5650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1510,9
7)" 2261 false 6348

ENSGALP00000039530 CID Jan-21

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2418
,99)" 302 6349

ENSGALP00000039552 CID 290 - 298
proteasome 26S subunit non-ATPase 13 - 
CGNC Symbol 51869 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1106
,63)" 386 false 0.59 6350



ENSGALP00000006240 CID 1,782 - 1,790
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1106
,63)" 386 false 0.59 6351

ENSGALP00000007055 CID 60 - 70
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1331,7
2)" 10154 false 6352

ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1417,7
7)" 6882 6353

ENSGALP00000008338 CID 61 - 70
damage-specific DNA binding protein 1 
127kDa - CGNC Symbol 3871 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1255,
77)" 4711 true 1.09 6354

ENSGALP00000007672 CID 762 - 773
isoleucyl-tRNA synthetase - CGNC 
Symbol 3573 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1393,7
5)" 4198 false 0.84 6355



ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1393,7
5)" 4198 true 1.13 6356

ENSGALP00000013574 CID 350 - 360
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1415
,72)" 597 false 6357

ENSGALP00000026307 CID 401 - 416

Putative eukaryotic translation initiation 
factor 2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 50802 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1674,8
9)" 2269 true 0.68 6358

ENSGALP00000025461 CID 442 - 451
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1178,6
2)" 9771 true 0.96 6359

ENSGALP00000038262 CID 79 - 90
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1429,6
6)" 10062 true 0.94 6360



ENSGALP00000039796 CID 308 - 319

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1477,7
3)" 1964 true 1.34 6361

P04264 CID 212 - 223
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1503
,79)" 429 true 0.47 6362

ENSGALP00000026509 CID 205 - 217
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1543,8
6)" 18386 6363

ENSGALP00000026307 CID 401 - 416

Putative eukaryotic translation initiation 
factor 2 subunit 3-like protein - UP 
Q2VIR3 - CGNC Symbol 50802 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1678,9
1)" 1545 6364

ENSGALP00000016363 CID 15 - 29
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1685,0
6)" 5329 false 6365



ENSGALP00000025461 CID 442 - 451
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1182,6
4)" 5773 6366

ENSGALP00000039796 CID 308 - 319

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1481,7
5)" 2636 6367

ENSGALP00000016822 CID 778 - 793
DEAH-box helicase 36 - CGNC Symbol 
7873 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1744,9
3)" 2270 true 1.92 6368

ENSGALP00000017954 CID 150 - 164

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1751
,81)" 521 true 0.94 6369

ENSGALP00000011717 CID 91 - 106
ribosomal protein large P0 - CGNC 
Symbol 49505 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1889,0
7)" 3522 false 6370



ENSGALP00000035959 CID 80 - 95
carbonyl reductase 1 - CGNC Symbol 
50782 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1714,
01)" 4498 true 1.24 6371

ENSGALP00000035366 CID 141 - 155
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1773,0
1)" 2325 true 5.74 6372

ENSGALP00000012878 CID 231 - 246
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1815
,91)" 2984 true 1.56 6373

ENSGALP00000003646 CID 256 - 272
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1990,0
7)" 2210 true 0.79 6374

ENSGALP00000005653 CID 1,914 - 1,924 fibronectin 1 - CGNC Symbol 2613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1397,7
2)" 4970 true 0.92 6375



ENSGALP00000035686 CID 696 - 707
periostin osteoblast specific factor - 
CGNC Symbol 12805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1461,8
3)" 4285 false 1.01 6376

ENSGALP00000041159 CID 107 - 117 ribosomal protein S16 - HGNC:10396 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1461,8
3)" 4285 true 0.98 6377

ENSGALP00000003646 CID 256 - 272
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1998,1
1)" 2204 true 0.79 6378

ENSGALP00000000170 CID 13 - 36
receptor for activated C kinase 1 - CGNC 
Symbol 61 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2659,3
3)" 1648 6379

ENSGALP00000003012 CID 203 - 214
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1434,
89)" 5728 true 0.96 6380



ENSGALP00000020445 CID 645 - 656
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1469,8
8)" 4180 6381

ENSGALP00000041159 CID 107 - 117 ribosomal protein S16 - HGNC:10396 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1469,8
8)" 4180 true 0.98 6382

ENSGALP00000038490 CID 92 - 105 tropomyosin 4 - HGNC:12013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1759,9
5)" 10391 6383

ENSGALP00000016536 CID 87 - 102
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1759,9
5)" 10391 6384

ENSGALP00000022004 CID 92 - 105 tropomyosin 3 - HGNC:12012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1759,9
5)" 10391 6385



ENSGALP00000038799 CID 92 - 105
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1759,9
5)" 10391 6386

ENSGALP00000035738 CID 159 - 180
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2394,3
0)" 3169 6387

ENSGALP00000028664 CID 454 - 461
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1006,
62)" 2088 true 0.8 6388

ENSGALP00000036405 CID 31 - 38
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1016,5
8)" 905 true 0.78 6389

ENSGALP00000006970 CID 254 - 261 exportin 1 - CGNC Symbol 3224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1051,
58)" 6247 false 0.66 6390



ENSGALP00000035658 CID 264 - 277
paraspeckle component 1 - CGNC 
Symbol 50884 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1677,7
9)" 2057 true 0.89 6391

ENSGALP00000038626 CID 58 - 73
lactate dehydrogenase A - CGNC Symbol 
49707 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1925,1
8)" 4230 true 0.6 6392

ENSGALP00000006970 CID 254 - 261 exportin 1 - CGNC Symbol 3224 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1055,
62)" 8705 6393

ENSGALP00000004186 CID 324 - 333 annexin A11 - CGNC Symbol 52013 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1128,6
9)" 3197 false 0.42 6394

ENSGALP00000016337 CID 732 - 741

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1128,6
9)" 3197 false 0.42 6395



ENSGALP00000016447 CID 78 - 92
ribosomal protein S8 - CGNC Symbol 
52222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1746,9
4)" 6051 true 0.8 6396

ENSGALP00000013122 CID 251 - 268
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1953,1
2)" 138740 6397

ENSGALP00000026337 CID 218 - 226 peroxiredoxin 4 - CGNC Symbol 12239 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1132,6
6)" 1817 true 0.06 6398

ENSGALP00000013738 CID 34 - 49
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1974,0
0)" 8707 true 1.53 6399

ENSGALP00000024468 CID 64 - 76
ribosomal protein S15 - CGNC Symbol 
11306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1569,9
0)" 4000 6400



ENSGALP00000006018 CID 51 - 67
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1956,9
4)" 5483 true 0.61 6401

ENSGALP00000021255 CID 248 - 261
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1695,
00)" 5673 true 1.28 6402

ENSGALP00000006018 CID 51 - 67
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1960,9
7)" 3336 6403

ENSGALP00000015000 CID 745 - 758
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1698,
02)" 1443 true 1.53 6404

ENSGALP00000020169 CID 320 - 334
phosphorylase glycogen liver - CGNC 
Symbol 49139 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1836,9
2)" 2655 true 0.7 6405



ENSGALP00000021255 CID 248 - 261
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1707,
07)" 7280 true 1.28 6406

ENSGALP00000004159 CID 79 - 92
ribosomal protein L10a - CGNC Symbol 
51119 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1677,9
3)" 2402 true 1.13 6407

ENSGALP00000015000 CID 745 - 758
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1710,
09)" 2202 true 1.53 6408

ENSGALP00000021795 CID 489 - 499 DNA ligase 1 - HGNC:6598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1392,
80)" 1986 6409

ENSGALP00000010423 CID 122 - 136
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1984,0
2)" 4334 true 1.44 6410



ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3287,4
8)" 2040 true 0.58 6411

ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(3287,4
8)" 2040 true 0.58 6412

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1277,6
1)" 10674 true 0.36 6413

ENSGALP00000039796 CID 332 - 346

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1839,
97)" 1701 6414

ENSGALP00000019031 CID 84 - 109 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(3167,4
7)" 2922 false 6415



ENSGALP00000002322 CID 99 - 111
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1565,8
0)" 3844 6416

ENSGALP00000002349 CID 179 - 193
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1612,
97)" 5084 true 1.43 6417

ENSGALP00000013122 CID 430 - 446
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1696,9
1)" 12597 true 0.72 6418

ENSGALP00000020445 CID 746 - 755
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1221,6
5)" 4859 true 0.58 6419

ENSGALP00000002349 CID 179 - 193
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1621,
02)" 7244 true 1.43 6420



ENSGALP00000013122 CID 430 - 446
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1700,9
3)" 7899 6421

ENSGALP00000035339 CID 208 - 227

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2374,1
9)" 1515 true 2.02 6422

ENSGALP00000020445 CID 746 - 755
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1225,6
8)" 2795 6423

ENSGALP00000018195 CID 143 - 156
proteasome subunit beta 1 - CGNC 
Symbol 8487 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1577,7
8)" 2353 6424

ENSGALP00000002625 CID 381 - 394

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1624,
95)" 17574 true 0.27 6425



ENSGALP00000016447 CID 78 - 92
ribosomal protein S8 - CGNC Symbol 
52222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1750,9
6)" 4390 6426

ENSGALP00000038505 CID 36 - 51
protein O-fucosyltransferase 1 - CGNC 
Symbol 4973 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1780,9
3)" 7355 6427

ENSGALP00000010899 CID 259 - 273

ATP synthase H+ transporting 
mitochondrial F1 complex gamma 
polypeptide 1 - CGNC Symbol 5096 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1817,0
2)" 2280 false 6428

P13645 CID 60 - 86
Keratin, type I cytoskeletal 10 OS=Homo 
sapiens GN=KRT10 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2371,
02)" 2629 false 6429

ENSGALP00000035339 CID 208 - 227

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2382,2
4)" 3061 true 2.02 6430



ENSGALP00000041758 CID Oct-18

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1055,6
4)" 7543 false 6431

P35527 CID 64 - 95
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2733,
21)" 932 true 0.74 6432

ENSGALP00000001579 CID 45 - 50
N-ethylmaleimide sensitive factor - 
CGNC Symbol 715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(840,5
0)" 5160 true 0.56 6433

ENSGALP00000026457 CID 253 - 260
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(902,51
)" 405 true 1.99 6434

ENSGALP00000008128 CID 1,270 - 1,277
nucleoporin 210kDa - CGNC Symbol 
3777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1038,
59)" 11761 true 0.52 6435



ENSGALP00000013431 CID 957 - 971
programmed cell death 11 - CGNC 
Symbol 6260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1700,9
3)" 2461 true 1.04 6436

ENSGALP00000023085 CID 73 - 87 actinin alpha 4 - CGNC Symbol 49612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1546,8
5)" 1786 false 6437

ENSGALP00000016447 CID 158 - 170
ribosomal protein S8 - CGNC Symbol 
52222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1546,8
5)" 1786 true 0.81 6438

ENSGALP00000018087 CID 188 - 202
vaccinia related kinase 1 - CGNC Symbol 
8440 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1812,9
2)" 4242 true 2.14 6439

ENSGALP00000035370 CID 45 - 61
hepatoma-derived growth factor - CGNC 
Symbol 58434 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2053,0
9)" 3087 false 6440



ENSGALP00000009662 CID 292 - 303
protein kinase C beta - CGNC Symbol 
50286 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1340,7
8)" 23176 6441

ENSGALP00000039954 CID 220 - 230 Hsap of 1: formin like 1 - HGNC:1212 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1340,7
8)" 23176 false 2.08 6442

ENSGALP00000016447 CID 158 - 170
ribosomal protein S8 - CGNC Symbol 
52222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1554,9
0)" 1449 true 0.81 6443

ENSGALP00000019967 CID 340 - 354
alcohol dehydrogenase 5 (class III) chi 
polypeptide - CGNC Symbol 9300 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1816,9
5)" 8937 false 6444

ENSGALP00000018087 CID 188 - 202
vaccinia related kinase 1 - CGNC Symbol 
8440 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1816,9
5)" 8937 6445



ENSGALP00000038626 CID 58 - 73
lactate dehydrogenase A - CGNC Symbol 
49707 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1913,1
0)" 5632 true 0.6 6446

ENSGALP00000026509 CID 715 - 732
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2162,1
2)" 2406 true 2.07 6447

ENSGALP00000003089 CID 616 - 638
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2550,
49)" 854 6448

ENSGALP00000017367 CID 17 - 31

Gallus gallus mago-nashi homolog 2 
(MAGOH2) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308098 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1910,9
4)" 3935 true 1.15 6449

ENSGALP00000002322 CID 99 - 111
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1561,7
7)" 1720 true 1.85 6450



ENSGALP00000018424 CID 120 - 134 desmin - CGNC Symbol 49543 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1789,9
3)" 3873 false 6451

ENSGALP00000017367 CID 17 - 31

Gallus gallus mago-nashi homolog 2 
(MAGOH2) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308098 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1918,9
9)" 5074 true 1.15 6452

ENSGALP00000016509 CID 277 - 295

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2224,3
2)" 2229 false 6453

ENSGALP00000008578 CID 751 - 759
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1015,5
9)" 510 true 2.32 6454

ENSGALP00000008578 CID 751 - 759
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1019,6
1)" 552 6455



ENSGALP00000016490 CID 1,760 - 1,769
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1188,7
5)" 8034 true 1.22 6456

ENSGALP00000038764 CID 94 - 105
far upstream element (FUSE) binding 
protein 3 - CGNC Symbol 2892 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1421,7
9)" 14906 6457

ENSGALP00000016536 CID 222 - 234
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1421,7
9)" 14906 true 0.17 6458

ENSGALP00000016490 CID 1,760 - 1,769
dedicator of cytokinesis 8 - CGNC 
Symbol 7720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1192,7
8)" 10559 6459

ENSGALP00000018424 CID 220 - 232 desmin - CGNC Symbol 49543 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1631,9
4)" 15023 false 6460



ENSGALP00000011666 CID 858 - 865
kinesin family member 5B - CGNC 
Symbol 5451 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1076,
63)" 6377 false 0.68 6461

ENSGALP00000010423 CID 122 - 136
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1975,9
8)" 1702 true 1.44 6462

ENSGALP00000010405 CID 398 - 405
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1080,
66)" 4356 false 6463

ENSGALP00000020534 CID 122 - 136

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1583,
04)" 25337 true 2.37 6464

ENSGALP00000023165 CID 122 - 136

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1583,
04)" 25337 true 2.37 6465



ENSGALP00000023295 CID 1,658 - 1,671
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1742,0
6)" 1222 6466

ENSGALP00000012472 CID 409 - 416 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1022,5
8)" 1945 true 0.99 6467

ENSGALP00000007523 CID 103 - 116
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1701,9
5)" 2265 true 0.8 6468

ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1962,0
5)" 23904 true 0.11 6469

ENSGALP00000009121 CID 530 - 540
glycyl-tRNA synthetase - CGNC Symbol 
4244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1471,7
6)" 13221 true 0.66 6470



ENSGALP00000042837 CID 131 - 140

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1250
,70)" 7049 6471

ENSGALP00000009121 CID 530 - 540
glycyl-tRNA synthetase - CGNC Symbol 
4244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1475,7
8)" 7593 6472

ENSGALP00000039265 CID 943 - 958
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1713,9
5)" 1847 6473

ENSGALP00000003978 CID 229 - 244
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1713,9
5)" 1847 6474

ENSGALP00000007523 CID 83 - 102
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2455,2
7)" 1217 true 0.69 6475



ENSGALP00000019120 CID 305 - 314
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1281
,67)" 5373 true 0.33 6476

ENSGALP00000010510 CID 302 - 311
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1281
,67)" 5373 true 0.33 6477

ENSGALP00000001866 CID 140 - 155
SAM domain and HD domain 1 - CGNC 
Symbol 839 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1778,
90)" 1448 false 6478

ENSGALP00000007523 CID 83 - 102
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2463,3
3)" 646 true 0.69 6479

ENSGALP00000010510 CID 302 - 311
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1285
,70)" 1473 6480



ENSGALP00000019120 CID 305 - 314
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1285
,70)" 1473 6481

ENSGALP00000016660 CID 166 - 175
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1285
,70)" 1473 6482

ENSGALP00000022400 CID 30 - 38

Gallus gallus ABRA C-terminal like 
(ABRACL) mRNA. - RefSeq mRNA 
NM_001302176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1085,6
4)" 2590 false 6483

ENSGALP00000002349 CID 38 - 47
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1225,7
2)" 26161 true 7.66 6484

ENSGALP00000015277 CID 38 - 47
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1225,7
2)" 26161 true 7.66 6485



ENSGALP00000013122 CID 250 - 268
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2113,
25)" 3798 true 1.5 6486

ENSGALP00000002349 CID 38 - 47
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1229,7
4)" 19108 6487

ENSGALP00000018340 CID 417 - 427 SATB homeobox 1 - CGNC Symbol 8550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1229,7
4)" 19108 false 0.71 6488

ENSGALP00000015277 CID 38 - 47
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1229,7
4)" 19108 6489

ENSGALP00000014107 CID 217 - 229 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1645,9
8)" 15484 true 0.29 6490



ENSGALP00000002322 CID 124 - 145
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2588,
44)" 824 false 6491

ENSGALP00000014107 CID 217 - 229 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1658,0
5)" 3696 true 0.29 6492

P04259 CID 400 - 415
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1818
,95)" 37223 false 6493

P35527 CID 64 - 95
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2737,
24)" 488 6494

ENSGALP00000028016 CID 91 - 96
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(804,5
2)" 1578 false 6495



ENSGALP00000015182 CID 203 - 208
RNA binding motif protein 25 - CGNC 
Symbol 7094 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(804,5
2)" 1578 6496

ENSGALP00000036122 CID 75 - 80

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(804,5
2)" 1578 false 6497

ENSGALP00000023926 CID 134 - 144
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1443,6
8)" 6196 true 0.57 6498

ENSGALP00000006326 CID 131 - 152
twinfilin actin-binding protein homolog 
2 (Drosophila) - CGNC Symbol 50121 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2425,2
4)" 1112 6499

ENSGALP00000020954 CID 368 - 374

serpin peptidase inhibitor clade B 
(ovalbumin) member 1 - CGNC Symbol 
13903 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(853,4
9)" 3775 true 1.27 6500



ENSGALP00000003089 CID 46 - 53
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1079
,57)" 670 true 0.64 6501

ENSGALP00000023926 CID 134 - 144
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1447,7
0)" 3030 6502

ENSGALP00000003089 CID 46 - 53
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1083
,59)" 428 6503

ENSGALP00000024537 CID 115 - 123
ATPase Na+/K+ transporting subunit 
beta 1 - CGNC Symbol 11333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1113,6
7)" 1074 false 6504

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1689
,86)" 568 true 1.01 6505



ENSGALP00000043331 CID 338 - 345
topoisomerase (DNA) I - CGNC Symbol 
2691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(956,56
)" 989 true 0.2 6506

ENSGALP00000042837 CID 131 - 140

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1246
,68)" 4610 true 1.23 6507

ENSGALP00000008824 CID 257 - 270
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1723,7
8)" 3261 true 1.29 6508

ENSGALP00000021795 CID 715 - 724 DNA ligase 1 - HGNC:6598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1048,
61)" 7353 6509

ENSGALP00000018265 CID 384 - 392

serpin peptidase inhibitor clade H (heat 
shock protein 47) member 1 (collagen 
binding protein 1) - CGNC Symbol 8518 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1048,
61)" 7353 true 0.9 6510



ENSGALP00000017157 CID 93 - 103
oxysterol binding protein like 9 - CGNC 
Symbol 8015 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1366,7
7)" 84266 6511

ENSGALP00000008824 CID 257 - 270
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1727,8
0)" 4199 6512

ENSGALP00000026509 CID 715 - 732
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2166,1
7)" 4399 6513

ENSGALP00000012472 CID 409 - 416 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1014,5
4)" 1615 true 0.99 6514

ENSGALP00000018765 CID 24 - 35
ribosomal protein L14 - CGNC Symbol 
49056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1386
,83)" 2118 6515



ENSGALP00000011475 CID 13 - 25

ubiquinol-cytochrome c reductase 
complex III subunit VII 9.5kDa - CGNC 
Symbol 5357 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1618,8
6)" 4743 true 2.86 6516

ENSGALP00000043134 CID 463 - 476
Hsap of 1: integrator complex subunit 3 - 
HGNC:26153 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1697,9
8)" 13563 6517

ENSGALP00000019469 CID 64 - 80
ribosomal protein SA - CGNC Symbol 
49202 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1768,9
8)" 2258 true 1.06 6518

ENSGALP00000001332 CID 419 - 427
lysyl-tRNA synthetase - CGNC Symbol 
602 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1170,5
6)" 2807 true 1.24 6519

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1390,8
2)" 43433 true 1.84 6520



ENSGALP00000019469 CID 64 - 80
ribosomal protein SA - CGNC Symbol 
49202 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1773,0
0)" 2386 6521

ENSGALP00000036304 CID 292 - 305
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1593
,81)" 1402 true 0.67 6522

ENSGALP00000019423 CID 95 - 110
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1943,0
9)" 929 true 0.98 6523

ENSGALP00000020666 CID 176 - 184
DEK proto-oncogene - CGNC Symbol 
9623 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1176,
73)" 5394 true 1.33 6524

ENSGALP00000002822 CID 146 - 156
glyoxylate reductase 1 homolog - CGNC 
Symbol 52955 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1182,6
6)" 3054 false 6525



ENSGALP00000022676 CID 93 - 102
H2A histone family member V - 
HGNC:20664 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1182,6
6)" 3054 true 0.88 6526

ENSGALP00000035815 CID 154 - 164

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1275,6
7)" 1381 true 0.67 6527

ENSGALP00000014105 CID 210 - 220

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1275,6
7)" 1381 true 0.67 6528

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1643
,88)" 11607 true 0.69 6529

ENSGALP00000042274 CID 63 - 77
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1643
,88)" 11607 true 0.69 6530



ENSGALP00000003035 CID 239 - 254
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1929,9
3)" 3346 6531

ENSGALP00000019423 CID 209 - 219
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1317,
69)" 6859 true 1.33 6532

ENSGALP00000004417 CID 120 - 136
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1619,8
4)" 2088 true 0.49 6533

ENSGALP00000019423 CID 209 - 219
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1321,
72)" 9130 6534

ENSGALP00000015528 CID 91 - 103
karyopherin alpha 4 (importin alpha 3) - 
CGNC Symbol 52315 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(1534,8
7)" 12363 true 0.46 6535



ENSGALP00000011770 CID 516 - 531
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1894,0
6)" 2676 true 0.86 6536

ENSGALP00000015846 CID 253 - 272
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2050,2
6)" 6784 false 6537

ENSGALP00000019365 CID 277 - 285 annexin A5 - CGNC Symbol 9009 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1101
,63)" 501 false 6538

ENSGALP00000024133 CID 202 - 213
histone deacetylase 2 - CGNC Symbol 
11140 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1402,6
7)" 5794 true 1.06 6539

ENSGALP00000007523 CID 103 - 116
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1689,8
8)" 1864 true 0.8 6540



ENSGALP00000012919 CID 20 - 38
hematological and neurological 
expressed 1 - CGNC Symbol 6027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2038,1
0)" 6411 false 6541

ENSGALP00000003850 CID 181 - 197
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2093,1
6)" 1724 false 6542

ENSGALP00000006240 CID 599 - 608
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1312
,65)" 595 true 0.71 6543

ENSGALP00000006038 CID 78 - 96 ribophorin II - CGNC Symbol 2792 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2097,0
4)" 1722 true 0.72 6544

ENSGALP00000020463 CID 683 - 700
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2065,1
2)" 9723 6545



ENSGALP00000009314 CID 117 - 128 septin 2 - CGNC Symbol 4335 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1541
,81)" 920 true 1.55 6546

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2071,0
9)" 2689 6547

ENSGALP00000020445 CID 302 - 327
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3074,4
9)" 2728 true 1.85 6548

ENSGALP00000007837 CID 94 - 105
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1421,
78)" 15965 true 2.36 6549

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2079,0
7)" 19074 true 1.17 6550



ENSGALP00000001480 CID 510 - 518 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(963,56
)" 1938 6551

ENSGALP00000009960 CID 75 - 82
ribosomal protein L13 - CGNC Symbol 
49509 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(978,56
)" 782 true 0.79 6552

ENSGALP00000013122 CID 222 - 233
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1429,
76)" 12357 true 1.13 6553

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2087,1
2)" 22306 true 1.17 6554

ENSGALP00000009960 CID 75 - 82
ribosomal protein L13 - CGNC Symbol 
49509 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(986,61
)" 619 true 0.79 6555



ENSGALP00000009487 CID 193 - 202 ribophorin I - CGNC Symbol 4413 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1049,5
9)" 9035 6556

ENSGALP00000009709 CID 644 - 651
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1049,5
9)" 9035 true 0.87 6557

ENSGALP00000000236 CID 48 - 61
antigen peptide transporter 2 - Refseq 
NP_001092827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1405,
89)" 1445 false 6558

ENSGALP00000013122 CID 222 - 233
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1437,
82)" 17280 true 1.13 6559

ENSGALP00000020445 CID 1,924 - 1,932
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1031,5
9)" 2853 true 0.74 6560



ENSGALP00000009709 CID 644 - 651
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1053,6
1)" 8167 6561

ENSGALP00000030189 CID 55 - 66
cytochrome c oxidase subunit 6C - CGNC 
Symbol 13868 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1580,7
6)" 1206 true 2.16 6562

ENSGALP00000035658 CID 264 - 277
paraspeckle component 1 - CGNC 
Symbol 50884 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1681,8
2)" 1247 6563

ENSGALP00000019469 CID 103 - 117
ribosomal protein SA - CGNC Symbol 
49202 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1726,
90)" 95760 true 0.86 6564

ENSGALP00000019469 CID 103 - 117
ribosomal protein SA - CGNC Symbol 
49202 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1730,
93)" 76073 6565



ENSGALP00000034108 CID 92 - 114
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2551
,27)" 745 true 0.67 6566

ENSGALP00000023165 CID 122 - 136

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1574,
99)" 8999 true 2.37 6567

ENSGALP00000020534 CID 122 - 136

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1574,
99)" 8999 true 2.37 6568

ENSGALP00000019365 CID Jul-18 annexin A5 - CGNC Symbol 9009 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1296,6
8)" 7791 true 0.93 6569

ENSGALP00000006038 CID 78 - 96 ribophorin II - CGNC Symbol 2792 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2101,0
7)" 918 6570



ENSGALP00000043134 CID 463 - 476
Hsap of 1: integrator complex subunit 3 - 
HGNC:26153 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1693,9
6)" 6122 true 1.86 6571

ENSGALP00000003139 CID 179 - 194
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1752,
90)" 4611 6572

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1377,7
6)" 11198 true 1.32 6573

ENSGALP00000012472 CID 592 - 605 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1558
,76)" 1148 true 0.86 6574

ENSGALP00000041974 CID 328 - 342
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1974,
11)" 7467 false 6575



ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1385,8
1)" 12329 true 1.32 6576

ENSGALP00000012472 CID 592 - 605 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1566
,80)" 984 true 0.86 6577

ENSGALP00000038979 CID 567 - 580
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1739,9
6)" 20663 6578

ENSGALP00000020445 CID 302 - 327
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3066,4
5)" 762 true 1.85 6579

ENSGALP00000011475 CID 13 - 25

ubiquinol-cytochrome c reductase 
complex III subunit VII 9.5kDa - CGNC 
Symbol 5357 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1622,8
7)" 2548 6580



ENSGALP00000013122 CID 250 - 268
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2105,
19)" 1997 true 1.5 6581

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1401,8
0)" 2260 true 1.13 6582

ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1426,7
4)" 8663 6583

ENSGALP00000017386 CID 173 - 188
adenylosuccinate synthase - CGNC 
Symbol 53408 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1936,0
2)" 2152 false 6584

ENSGALP00000012938 CID 74 - 86
apoptosis inhibitor 5 - CGNC Symbol 
16313 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1485,7
7)" 1943 true 1.22 6585



ENSGALP00000024609 CID 22 - 34
transcription elongation factor A (SII) 1 - 
CGNC Symbol 51413 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1561,9
0)" 7355 6586

ENSGALP00000021785 CID 220 - 238 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1997,0
0)" 3407 true 2.83 6587

ENSGALP00000038576 CID 133 - 140
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1058,
65)" 2320 6588

ENSGALP00000027391 CID 498 - 512
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1706,9
3)" 3354 true 0.51 6589

ENSGALP00000021785 CID 220 - 238 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2001,0
2)" 10606 6590



ENSGALP00000023523 CID 71 - 86 actin beta-like 2 - CGNC Symbol 52851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2016,9
7)" 1233 true 1.28 6591

ENSGALP00000018765 CID Dec-19
ribosomal protein L14 - CGNC Symbol 
49056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(928,5
5)" 13367 6592

ENSGALP00000023523 CID 71 - 86 actin beta-like 2 - CGNC Symbol 52851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2025,0
3)" 1931 true 1.28 6593

ENSGALP00000002625 CID 183 - 202

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2206,2
0)" 4520 true 0.35 6594

ENSGALP00000019801 CID Apr-20 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1982,0
2)" 29457 true 0.63 6595



ENSGALP00000041526 CID 61 - 78

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2169,2
0)" 3508 false 6596

ENSGALP00000003914 CID 167 - 187
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2269,2
5)" 4698 true 1.32 6597

ENSGALP00000002525 CID 310 - 318 septin 9 - CGNC Symbol 50494 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1100,
72)" 9469 false 6598

ENSGALP00000012145 CID 579 - 588
structure specific recognition protein 1 - 
CGNC Symbol 49844 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1152,6
4)" 374 6599

ENSGALP00000010210 CID 293 - 308
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1921,0
1)" 1316 false 6600



ENSGALP00000019801 CID Apr-20 septin 7 - CGNC Symbol 51333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1986,0
4)" 18032 6601

ENSGALP00000003914 CID 167 - 187
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2277,3
0)" 6221 true 1.32 6602

ENSGALP00000026664 CID 1,075 - 1,084
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1142,
70)" 2957 true 1.89 6603

ENSGALP00000019018 CID 204 - 215 translin - CGNC Symbol 8854 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1527,9
3)" 473 false 6604

ENSGALP00000002038 CID Feb-15

guanine nucleotide binding protein (G 
protein) beta polypeptide 1 - CGNC 
Symbol 50984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1760
,92)" 455 false 6605



ENSGALP00000014596 CID Feb-15

guanine nucleotide binding protein (G 
protein) beta polypeptide 4 - CGNC 
Symbol 6824 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1760
,92)" 455 6606

ENSGALP00000037522 CID 152 - 166
LUC7-like 3 pre-mRNA splicing factor - 
CGNC Symbol 53432 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1760
,92)" 455 false 6607

ENSGALP00000020463 CID 683 - 700
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2061,0
8)" 8286 true 1.57 6608

ENSGALP00000038935 CID 120 - 142
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2481,2
5)" 1675 6609

ENSGALP00000029248 CID 156 - 167
chromobox homolog 1 - CGNC Symbol 
49096 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1558,7
9)" 945 6610



ENSGALP00000012462 CID 86 - 94 ribosomal protein S25 - HGNC:10413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(998,62
)" 6210 false 6611

ENSGALP00000006326 CID 230 - 236
twinfilin actin-binding protein homolog 
2 (Drosophila) - CGNC Symbol 50121 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1081,
63)" 1877 false 6612

ENSGALP00000020169 CID 552 - 559
phosphorylase glycogen liver - CGNC 
Symbol 49139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1081,6
0)" 2991 true 0.5 6613

ENSGALP00000009085 CID 766 - 773
ubiquitin specific peptidase 10 - CGNC 
Symbol 4228 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1090,
60)" 2156 true 0.82 6614

ENSGALP00000041974 CID 260 - 269
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1257,6
1)" 500 true 0.82 6615



ENSGALP00000009217 CID 45 - 55
cytochrome c oxidase subunit IV isoform 
1 - CGNC Symbol 4285 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1269
,75)" 363 false 6616

ENSGALP00000007822 CID 292 - 315
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3014,5
0)" 2494 false 6617

ENSGALP00000041974 CID 260 - 269
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1261,6
4)" 412 6618

ENSGALP00000016509 CID 1,394 - 1,403

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1352
,72)" 417 true 1.22 6619

ENSGALP00000026664 CID 1,525 - 1,535
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1352
,72)" 417 false 1.22 6620



ENSGALP00000009605 CID 267 - 278
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1407,
79)" 14461 6621

ENSGALP00000042479 CID 79 - 87
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1032,5
9)" 8839 true 0.29 6622

ENSGALP00000016509 CID 1,394 - 1,403

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1356
,74)" 507 6623

ENSGALP00000029248 CID 156 - 167
chromobox homolog 1 - CGNC Symbol 
49096 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1554,7
5)" 399 true 1.48 6624

ENSGALP00000042479 CID 79 - 87
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1036,6
1)" 2175 6625



ENSGALP00000025280 CID Apr-16 thioredoxin - CGNC Symbol 49804 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1448
,75)" 2086 false 6626

ENSGALP00000023059 CID 363 - 383

PDS5 regulator of cohesion maintenance 
homolog A (S. cerevisiae) - CGNC Symbol 
10643 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2365,3
4)" 1987 false 6627

ENSGALP00000016629 CID 129 - 136 peroxiredoxin 1 - CGNC Symbol 7794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(990,57
)" 3250 true 0.9 6628

ENSGALP00000003717 CID 380 - 393
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1474
,81)" 4474 true 0.3 6629

ENSGALP00000019178 CID 684 - 696
ubiquitin-like modifier activating 
enzyme 6 - CGNC Symbol 8930 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1538,8
8)" 5888 true 1.38 6630



ENSGALP00000043256 CID 112 - 134
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2301,1
2)" 4274 true 0.43 6631

ENSGALP00000008236 CID 285 - 307
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2412,3
1)" 6414 true 0.75 6632

ENSGALP00000016629 CID 129 - 136 peroxiredoxin 1 - CGNC Symbol 7794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(998,62
)" 2337 true 0.9 6633

ENSGALP00000003717 CID 380 - 393
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1478
,83)" 1045 6634

ENSGALP00000019178 CID 684 - 696
ubiquitin-like modifier activating 
enzyme 6 - CGNC Symbol 8930 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1542,9
0)" 5377 6635



ENSGALP00000043256 CID 112 - 134
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2305,1
5)" 1182 6636

ENSGALP00000008236 CID 285 - 307
clathrin heavy chain (Hc) - CGNC Symbol 
49238 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2416,3
3)" 4417 6637

ENSGALP00000012472 CID 389 - 398 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1218,6
4)" 3792 true 1.12 6638

ENSGALP00000027953 CID 77 - 90
ribosomal protein S3 - CGNC Symbol 
13020 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1628
,84)" 517 false 6639

ENSGALP00000010303 CID 889 - 899 interleukin 16 - CGNC Symbol 4808 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1277,7
4)" 5613 false 6640



ENSGALP00000001120 CID 123 - 129 cathepsin S - CGNC Symbol 494 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(848,47
)" 1191 false 6641

ENSGALP00000035593 CID 68 - 83 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1789
,99)" 1328 false 6642

ENSGALP00000002604 CID 726 - 741
inter-alpha-trypsin inhibitor heavy chain 
3 - CGNC Symbol 50111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1789
,99)" 1328 6643

ENSGALP00000012145 CID 347 - 357
structure specific recognition protein 1 - 
CGNC Symbol 49844 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1233,6
9)" 2572 true 1.12 6644

ENSGALP00000008398 CID 506 - 518
phenylalanyl-tRNA synthetase beta 
subunit - CGNC Symbol 3896 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1481,8
2)" 3504 true 0.66 6645



ENSGALP00000010510 CID 300 - 311
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1508,7
7)" 8373 true 0.6 6646

ENSGALP00000019120 CID 303 - 314
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1508,7
7)" 8373 true 0.6 6647

ENSGALP00000019120 CID 303 - 314
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1512,8
0)" 4622 6648

ENSGALP00000039954 CID 303 - 314 Hsap of 1: formin like 1 - HGNC:1212 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1512,8
0)" 4622 6649

ENSGALP00000010510 CID 300 - 311
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1512,8
0)" 4622 6650



ENSGALP00000005971 CID 105 - 119 annexin A2 - CGNC Symbol 49740 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1683,
85)" 5263 false 6651

ENSGALP00000024609 CID 22 - 34
transcription elongation factor A (SII) 1 - 
CGNC Symbol 51413 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1557,8
8)" 4404 true 1.2 6652

ENSGALP00000037906 CID Jun-18
ribosomal protein L35 - CGNC Symbol 
49055 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1612,9
1)" 568 true 2.07 6653

ENSGALP00000018410 CID 1,060 - 1,073
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1652
,94)" 1662 6654

ENSGALP00000020840 CID 1,881 - 1,887 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(860,54
)" 4230 false 6655



ENSGALP00000017556 CID 112 - 118 legumain - CGNC Symbol 8216 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(860,54
)" 4230 false 6656

ENSGALP00000004375 CID 77 - 90
acetyl-CoA acyltransferase 2 - CGNC 
Symbol 2003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1445,
88)" 4964 true 1.37 6657

ENSGALP00000037906 CID Jun-18
ribosomal protein L35 - CGNC Symbol 
49055 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1620,9
6)" 1589 true 2.07 6658

ENSGALP00000002695 CID 134 - 149

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1656
,97)" 2589 6659

ENSGALP00000012481 CID 223 - 234
ribosomal protein L4 - CGNC Symbol 
5828 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1352,8
1)" 6368 true 0.92 6660



ENSGALP00000004375 CID 77 - 90
acetyl-CoA acyltransferase 2 - CGNC 
Symbol 2003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1449,
91)" 8421 6661

ENSGALP00000012481 CID 223 - 234
ribosomal protein L4 - CGNC Symbol 
5828 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1360,8
6)" 5197 true 0.92 6662

ENSGALP00000019667 CID 277 - 292
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1928
,96)" 426 6663

ENSGALP00000010190 CID 241 - 249
histone deacetylase 7 - CGNC Symbol 
4743 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1072,6
2)" 3902 6664

ENSGALP00000012472 CID 389 - 398 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1222,6
6)" 2038 6665



ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1422,7
0)" 2582 true 2.34 6666

ENSGALP00000004521 CID 386 - 397
ribosomal L1 domain containing 1 - 
CGNC Symbol 2075 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1422,7
0)" 2582 false 2.34 6667

ENSGALP00000033584 CID 105 - 118
ras homolog family member A - CGNC 
Symbol 49322 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1671,
98)" 7441 true 0.7 6668

ENSGALP00000024040 CID 544 - 560
hexosaminidase B (beta polypeptide) - 
CGNC Symbol 11085 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1918,9
6)" 6280 6669

ENSGALP00000016447 CID 194 - 200
ribosomal protein S8 - CGNC Symbol 
52222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(997,52
)" 2710 true 0.67 6670



ENSGALP00000043256 CID 14 - 22
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1076,6
5)" 7227 6671

ENSGALP00000013574 CID 470 - 479
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1256
,68)" 609 false 6672

ENSGALP00000009665 CID 192 - 204
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1589,7
6)" 2452 true 0.94 6673

ENSGALP00000021253 CID 106 - 121
BH3 interacting domain death agonist - 
CGNC Symbol 9863 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1935,0
6)" 6472 true 1.24 6674

ENSGALP00000016447 CID 194 - 200
ribosomal protein S8 - CGNC Symbol 
52222 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1001,5
5)" 1526 6675



ENSGALP00000031272 CID Feb-14
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1444
,73)" 355 6676

ENSGALP00000009665 CID 192 - 204
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1593,7
8)" 2306 6677

ENSGALP00000002482 CID 389 - 404 copine I - CGNC Symbol 50925 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1827,
00)" 3884 true 1.07 6678

ENSGALP00000021253 CID 106 - 121
BH3 interacting domain death agonist - 
CGNC Symbol 9863 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1939,0
9)" 8936 6679

ENSGALP00000011931 CID 1,338 - 1,346
general transcription factor IIIC subunit I 
- CGNC Symbol 50307 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1136,5
6)" 2122 false 0.64 6680



ENSGALP00000003934 CID 32 - 42

mannose-1-phosphate 
guanyltransferase beta - Refseq 
NP_001280244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1304,8
1)" 13692 true 0.69 6681

ENSGALP00000002482 CID 389 - 404 copine I - CGNC Symbol 50925 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1831,
01)" 4154 6682

ENSGALP00000024116 CID 972 - 980
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(972,54
)" 26401 6683

ENSGALP00000006284 CID 70 - 78

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(972,54
)" 26401 false 0.53 6684

ENSGALP00000039552 CID 59 - 70
proteasome 26S subunit non-ATPase 13 - 
CGNC Symbol 51869 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1611,7
8)" 5610 true 0.82 6685



ENSGALP00000042163 CID 62 - 75
seryl-tRNA synthetase - CGNC Symbol 
332 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1687
,86)" 381 false 6686

ENSGALP00000019832 CID 266 - 275
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1260,6
4)" 8098 6687

ENSGALP00000039552 CID 59 - 70
proteasome 26S subunit non-ATPase 13 - 
CGNC Symbol 51869 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1615,8
1)" 4621 6688

ENSGALP00000026337 CID 191 - 203 peroxiredoxin 4 - CGNC Symbol 12239 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1520,9
1)" 20839 true 0.23 6689

ENSGALP00000013431 CID 1,720 - 1,732
programmed cell death 11 - CGNC 
Symbol 6260 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1520,9
1)" 20839 false 0.23 6690



ENSGALP00000003012 CID 78 - 90
malate dehydrogenase 2 - CGNC Symbol 
1378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1543,8
1)" 934 true 0.64 6691

ENSGALP00000016630 CID 206 - 220

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC Symbol 
7795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1559,8
5)" 1258 true 0.94 6692

ENSGALP00000003898 CID 836 - 853 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2004,
17)" 1742 false 6693

ENSGALP00000005482 CID 244 - 252 bystin like - CGNC Symbol 2527 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1166,
73)" 1392 6694

P04259 CID 288 - 299
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1435
,75)" 1136 false 6695



ENSGALP00000023635 CID 222 - 232 lamin B1 - CGNC Symbol 10893 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1435
,75)" 1136 6696

ENSGALP00000002366 CID 474 - 483
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1193,
67)" 7346 true 0.47 6697

ENSGALP00000010423 CID 122 - 135
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1819,8
5)" 2408 true 0.56 6698

ENSGALP00000002366 CID 474 - 483
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1197,
70)" 3439 6699

ENSGALP00000042552 CID 190 - 202
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1609
,81)" 878 true 0.7 6700



ENSGALP00000010423 CID 122 - 135
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1823,9
0)" 514 6701

ENSGALP00000006299 CID 477 - 495
protein arginine methyltransferase 3 - 
CGNC Symbol 2905 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2174,3
1)" 2140 false 6702

ENSGALP00000029993 CID 43 - 51
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1154,5
8)" 442 false 6703

ENSGALP00000003089 CID 149 - 155
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(851,53
)" 1258 6704

ENSGALP00000039011 CID 837 - 845
ubiquitin specific peptidase 7 (herpes 
virus-associated) - CGNC Symbol 5523 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1227,
77)" 10896 true 2.48 6705



ENSGALP00000020463 CID 628 - 642
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1720
,91)" 564 6706

ENSGALP00000018939 CID 234 - 243
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1257,
70)" 1577 false 6707

ENSGALP00000003455 CID 27 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1690,9
3)" 4257 true 0.97 6708

ENSGALP00000042870 CID 373 - 391 aminoacylase 1 - CGNC Symbol 64270 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2340,2
4)" 1223 6709

P35908 CID 471 - 481
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1291,7
2)" 2665 false 6710



B4E1T1 CID 426 - 436

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1291,7
2)" 2665 false 6711

P04259 CID 456 - 466
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1291,7
2)" 2665 false 6712

ENSGALP00000023635 CID 433 - 443 lamin B1 - CGNC Symbol 10893 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1313,7
0)" 1095 6713

ENSGALP00000000639 CID 361 - 371 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1313,7
0)" 1095 6714

ENSGALP00000000734 CID 44 - 64
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2348
,13)" 301 true 3.23 6715



ENSGALP00000017341 CID 168 - 176

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(924,5
3)" 7086 false 1.64 6716

ENSGALP00000018765 CID Dec-19
ribosomal protein L14 - CGNC Symbol 
49056 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(924,5
3)" 7086 true 1.64 6717

ENSGALP00000026123 CID 348 - 358
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1364,6
6)" 740 true 1.28 6718

ENSGALP00000005576 CID 241 - 251
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1364,6
6)" 740 true 1.28 6719

ENSGALP00000019975 CID 270 - 280
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1364,6
6)" 740 true 1.28 6720



ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2407,2
6)" 18862 true 1.01 6721

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2407,2
6)" 18862 true 1.01 6722

ENSGALP00000019975 CID 270 - 280
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1368,6
8)" 562 6723

ENSGALP00000005576 CID 241 - 251
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1368,6
8)" 562 6724

ENSGALP00000026123 CID 348 - 358
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1368,6
8)" 562 6725



ENSGALP00000042171 CID 97 - 108 transgelin 2 - CGNC Symbol 65718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1516
,81)" 3244 true 0.55 6726

ENSGALP00000012201 CID 165 - 178
RAB22A member RAS oncogene family - 
CGNC Symbol 5700 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1516
,81)" 3244 false 0.55 6727

ENSGALP00000020154 CID 267 - 275
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1112,
63)" 9266 6728

ENSGALP00000038356 CID 49 - 57 cytoglobin - CGNC Symbol 1338 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1112,
63)" 9266 true 1.12 6729

ENSGALP00000042171 CID 97 - 108 transgelin 2 - CGNC Symbol 65718 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1520
,83)" 1795 6730



ENSGALP00000018087 CID 288 - 299
vaccinia related kinase 1 - CGNC Symbol 
8440 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1520
,83)" 1795 false 6731

ENSGALP00000023278 CID 300 - 313
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1777,8
1)" 5548 true 1.25 6732

ENSGALP00000023295 CID 905 - 913
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1122,
64)" 1693 false 6733

ENSGALP00000013722 CID 478 - 486

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1122,
64)" 1693 true 1.41 6734

ENSGALP00000013122 CID 206 - 218
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1560
,82)" 973 false 6735



ENSGALP00000023278 CID 300 - 313
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1781,8
3)" 6958 6736

ENSGALP00000000615 CID 472 - 491 karyopherin subunit beta 1 - HGNC:6400 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2315,3
1)" 5266 false 6737

ENSGALP00000013722 CID 478 - 486

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1126,
65)" 5990 6738

ENSGALP00000003717 CID 501 - 515
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1606,
98)" 37332 true 0.51 6739

ENSGALP00000004048 CID 364 - 372 kinectin 1 - CGNC Symbol 9206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1057,6
2)" 29517 false 0.68 6740



ENSGALP00000041532 CID 110 - 120
adenine phosphoribosyltransferase - 
CGNC Symbol 65844 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1186,
69)" 3427 true 0.75 6741

ENSGALP00000003717 CID 501 - 515
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1611,
01)" 15794 6742

ENSGALP00000006939 CID 222 - 230 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1102,6
3)" 26627 true 0.49 6743

ENSGALP00000026664 CID 1,851 - 1,858
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1102,6
3)" 26627 false 6744

ENSGALP00000041532 CID 110 - 120
adenine phosphoribosyltransferase - 
CGNC Symbol 65844 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1190,
72)" 3390 6745



ENSGALP00000021257 CID 1,186 - 1,196

microtubule associated monooxygenase 
calponin and LIM domain containing 3 - 
CGNC Symbol 50686 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1240,5
9)" 36432 6746

ENSGALP00000003934 CID 32 - 42

mannose-1-phosphate 
guanyltransferase beta - Refseq 
NP_001280244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1308,8
4)" 10377 6747

ENSGALP00000006939 CID 222 - 230 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1106,6
5)" 11416 6748

ENSGALP00000009481 CID 70 - 79
RAB7A member RAS oncogene family - 
CGNC Symbol 4408 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1215,
65)" 5200 true 1.09 6749

ENSGALP00000026487 CID 380 - 392
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1511,7
4)" 4355 true 0.37 6750



ENSGALP00000023295 CID 884 - 893
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1120,6
2)" 4384 6751

ENSGALP00000013122 CID 353 - 361
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1120,6
2)" 4384 false 6752

ENSGALP00000043386 CID 221 - 229 Hsap of 1: dynamin 2 - HGNC:2974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1120,6
2)" 4384 true 1.01 6753

ENSGALP00000043386 CID 221 - 229 Hsap of 1: dynamin 2 - HGNC:2974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1124,6
5)" 2903 6754

ENSGALP00000006018 CID 255 - 265
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1291,7
0)" 1624 false 6755



ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2399,2
1)" 19044 true 1.01 6756

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2399,2
1)" 19044 true 1.01 6757

ENSGALP00000014746 CID 90 - 101
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1629,8
8)" 12266 true 0.42 6758

ENSGALP00000038799 CID 169 - 178
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1184,6
7)" 7698 true 0.38 6759

ENSGALP00000022004 CID 169 - 178 tropomyosin 3 - HGNC:12012 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1184,6
7)" 7698 true 0.38 6760



ENSGALP00000014746 CID 90 - 101
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1637,9
3)" 4956 true 0.42 6761

ENSGALP00000037170 CID 1,037 - 1,050

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1714,
92)" 1428 true 2.42 6762

ENSGALP00000030471 CID 93 - 113

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2542,3
9)" 20713 true 1.17 6763

ENSGALP00000004745 CID 612 - 627 nucleoporin 93kDa - CGNC Symbol 2176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1718,
94)" 5066 false 0.67 6764

ENSGALP00000037170 CID 1,037 - 1,050

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1718,
94)" 5066 6765



ENSGALP00000030471 CID 93 - 113

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2546,4
1)" 25107 6766

ENSGALP00000012086 CID 2-Nov
glutamic-oxaloacetic transaminase 1 
soluble - CGNC Symbol 5645 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1044,
59)" 8755 6767

ENSGALP00000012529 CID 2-Oct
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1044,
59)" 8755 6768

ENSGALP00000032274 CID 110 - 121
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1499
,76)" 916 true 0.91 6769

ENSGALP00000032274 CID 110 - 121
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1503
,80)" 836 6770



ENSGALP00000026487 CID 380 - 392
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1515,7
6)" 1063 6771

ENSGALP00000026544 CID 19 - 27
ras homolog family member B - CGNC 
Symbol 49447 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1136,
68)" 1023 true 1.12 6772

ENSGALP00000033584 CID 19 - 27
ras homolog family member A - CGNC 
Symbol 49322 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1136,
68)" 1023 true 1.12 6773

ENSGALP00000039011 CID 837 - 845
ubiquitin specific peptidase 7 (herpes 
virus-associated) - CGNC Symbol 5523 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1219,
72)" 3168 true 2.48 6774

ENSGALP00000039865 CID 821 - 833
flightless I actin binding protein - CGNC 
Symbol 3713 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1627,8
3)" 1372 false 6775



ENSGALP00000014596 CID Feb-15

guanine nucleotide binding protein (G 
protein) beta polypeptide 4 - CGNC 
Symbol 6824 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1770
,90)" 752 6776

ENSGALP00000003954 CID 239 - 255
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2014,1
5)" 2237 false 6777

ENSGALP00000022676 CID 86 - 102
H2A histone family member V - 
HGNC:20664 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2014,1
5)" 2237 false 6778

ENSGALP00000027391 CID 307 - 323
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1801
,91)" 4586 true 0.62 6779

ENSGALP00000009085 CID 574 - 591
ubiquitin specific peptidase 10 - CGNC 
Symbol 4228 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2043,0
8)" 8216 true 0.91 6780



ENSGALP00000042837 CID 147 - 166

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2377,3
0)" 912 false 6781

ENSGALP00000037924 CID 174 - 193

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2377,3
0)" 912 false 6782

ENSGALP00000009085 CID 574 - 591
ubiquitin specific peptidase 10 - CGNC 
Symbol 4228 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2047,1
0)" 7469 6783

ENSGALP00000004327 CID 1,915 - 1,924 fatty acid synthase - CGNC Symbol 1983 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1101
,69)" 400 6784

ENSGALP00000027391 CID 261 - 269
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1101
,69)" 400 6785



ENSGALP00000023364 CID 354 - 368
NOP56 ribonucleoprotein - CGNC 
Symbol 10777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1717,8
7)" 4591 false 0.48 6786

ENSGALP00000026858 CID 465 - 479
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1717,8
7)" 4591 false 0.48 6787

ENSGALP00000027391 CID 470 - 485
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1717,8
7)" 4591 true 0.48 6788

ENSGALP00000033915 CID 33 - 51

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2365,
22)" 546 6789

ENSGALP00000003968 CID 84 - 108
ubiquitin C-terminal hydrolase L5 - 
CGNC Symbol 1810 161128_VP007_OFFGEL_FASP_DiM_invers_Fr7

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
7/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr7/"MS/MS_(2840,4
5)" 1244 6790



ENSGALP00000002252 CID 241 - 251
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1390,
84)" 5006 true 2.57 6791

ENSGALP00000027391 CID 470 - 485
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1721,9
0)" 2016 6792

ENSGALP00000019120 CID 140 - 156
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1949,9
9)" 6413 true 0.38 6793

P35908 CID 93 - 122
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2427,
05)" 428 false 6794

ENSGALP00000032274 CID 576 - 581
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(810,4
9)" 3687 true 1.44 6795



ENSGALP00000001315 CID 109 - 119
nudC nuclear distribution protein - 
CGNC Symbol 591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1396
,80)" 520 false 0.54 6796

ENSGALP00000003423 CID 585 - 595
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1396
,80)" 520 6797

ENSGALP00000021034 CID 74 - 95
minichromosome maintenance complex 
component 4 - CGNC Symbol 9780 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2393,2
3)" 2950 6798

ENSGALP00000014107 CID 385 - 395 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1323,6
9)" 4890 true 0.27 6799

ENSGALP00000014107 CID 385 - 395 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1327,7
2)" 1314 6800



ENSGALP00000035815 CID 46 - 57

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1502,
82)" 24835 true 0.9 6801

ENSGALP00000014105 CID 103 - 114

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1502,
82)" 24835 true 0.9 6802

ENSGALP00000027391 CID 307 - 323
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1805
,93)" 2061 6803

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2415,1
9)" 1306 true 0.88 6804

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2415,1
9)" 1306 true 0.88 6805



ENSGALP00000005680 CID 106 - 115 adenylate kinase 2 - CGNC Symbol 2627 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1163,6
2)" 8666 true 0.46 6806

ENSGALP00000004817 CID 122 - 131 peroxiredoxin 6 - CGNC Symbol 2214 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1163,6
2)" 8666 6807

ENSGALP00000009420 CID 610 - 624
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1832
,97)" 352 true 1.29 6808

ENSGALP00000005680 CID 106 - 115 adenylate kinase 2 - CGNC Symbol 2627 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1167,6
4)" 3305 6809

ENSGALP00000035959 CID 80 - 95
carbonyl reductase 1 - CGNC Symbol 
50782 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1705,
96)" 2890 true 1.24 6810



ENSGALP00000002522 CID Aug-21

complement component 1 q 
subcomponent binding protein - CGNC 
Symbol 1156 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1752,9
1)" 2595 true 0.32 6811

ENSGALP00000037170 CID 265 - 274

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1241,7
7)" 3651 true 1.2 6812

ENSGALP00000002522 CID Aug-21

complement component 1 q 
subcomponent binding protein - CGNC 
Symbol 1156 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1760,9
7)" 639 true 0.32 6813

ENSGALP00000035339 CID 356 - 374

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2016
,07)" 442 true 1.33 6814

ENSGALP00000037170 CID 265 - 274

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1245,7
9)" 4363 6815



ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - CGNC Symbol 
49056 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1310,6
8)" 2305 true 1.37 6816

ENSGALP00000037170 CID 1,142 - 1,150

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1058
,61)" 545 6817

ENSGALP00000020154 CID 267 - 275
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1108,
60)" 3712 true 0.52 6818

ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - CGNC Symbol 
49056 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1318,7
3)" 3160 true 1.37 6819

ENSGALP00000007523 CID Jan-16
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2037,1
4)" 1995 false 6820



ENSGALP00000014321 CID 31 - 40
NADH:ubiquinone oxidoreductase 
subunit A5 - CGNC Symbol 50588 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1150,
74)" 2297 true 1.18 6821

ENSGALP00000015657 CID Feb-18 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1849
,83)" 1014 true 1.12 6822

ENSGALP00000013174 CID 120 - 138
ribosomal protein S27a - CGNC Symbol 
49483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2217,9
0)" 3385 6823

ENSGALP00000003089 CID 378 - 386
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1154,
76)" 2706 false 6824

ENSGALP00000014321 CID 31 - 40
NADH:ubiquinone oxidoreductase 
subunit A5 - CGNC Symbol 50588 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1154,
76)" 2706 6825



ENSGALP00000042659 CID 435 - 448
B-cell lymphoma/leukemia 11B-like - 
CGNC Symbol 63941 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1620,8
6)" 38246 6826

ENSGALP00000015657 CID Feb-18 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1853
,86)" 1136 true 1.12 6827

ENSGALP00000006604 CID 362 - 376
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1562,8
4)" 5120 true 0.77 6828

ENSGALP00000007523 CID 60 - 74
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1699,9
3)" 55351 true 0.53 6829

ENSGALP00000038677 CID 96 - 116
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2503,2
7)" 2221 true 1.12 6830



ENSGALP00000015623 CID 582 - 593
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1280,
76)" 5263 6831

ENSGALP00000006604 CID 362 - 376
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1566,8
6)" 3421 6832

ENSGALP00000007523 CID 60 - 74
chloride intracellular channel 2 - CGNC 
Symbol 51647 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1703,9
5)" 20993 6833

ENSGALP00000037866 CID 256 - 271
ornithine aminotransferase - CGNC 
Symbol 52788 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1825,0
0)" 7605 true 0.26 6834

ENSGALP00000013240 CID 317 - 335
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2212,
16)" 1171 true 1.24 6835



ENSGALP00000013240 CID 317 - 335
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2216,
19)" 1453 6836

ENSGALP00000011510 CID 34 - 46 apolipoprotein A-I - CGNC Symbol 49860 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1636,9
0)" 1701 false 6837

ENSGALP00000038799 CID 8-Dec
tropomyosin 1 (alpha) - CGNC Symbol 
49772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(722,4
0)" 659 false 6838

ENSGALP00000038490 CID 8-Dec tropomyosin 4 - HGNC:12013 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(722,4
0)" 659 false 6839

ENSGALP00000022004 CID 8-Dec tropomyosin 3 - HGNC:12012 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(722,4
0)" 659 false 6840



ENSGALP00000015623 CID 1,505 - 1,510
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(722,4
0)" 659 6841

ENSGALP00000009605 CID 218 - 227
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1311,
69)" 1943 true 2 6842

ENSGALP00000020874 CID 1,090 - 1,104
pre-mRNA processing factor 4B - CGNC 
Symbol 9712 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1804,0
5)" 5883 false 6843

ENSGALP00000009605 CID 218 - 227
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1315,
71)" 6521 6844

ENSGALP00000000170 CID 107 - 118
receptor for activated C kinase 1 - CGNC 
Symbol 61 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1337,6
6)" 2811 true 0.66 6845



ENSGALP00000035478 CID 2,003 - 2,014 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1561
,70)" 553 true 0.78 6846

ENSGALP00000035478 CID 2,003 - 2,014 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1565
,72)" 433 6847

ENSGALP00000022734 CID 116 - 130

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - Refseq 
NP_001026550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1795,8
9)" 1321 true 1.87 6848

ENSGALP00000035339 CID 93 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1979,1
4)" 13422 6849

ENSGALP00000015176 CID 355 - 367
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1378,
82)" 1935 true 1.4 6850



ENSGALP00000000734 CID 44 - 57
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1649
,80)" 2293 true 0.44 6851

ENSGALP00000038155 CID 45 - 58
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1649
,80)" 2293 true 0.44 6852

ENSGALP00000022386 CID 43 - 56
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1649
,80)" 2293 true 0.44 6853

ENSGALP00000022734 CID 116 - 130

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - Refseq 
NP_001026550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1799,9
1)" 2775 6854

ENSGALP00000012869 CID 315 - 333
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2221,2
7)" 2172 false 6855



ENSGALP00000018454 CID 424 - 443 tubulin alpha 4b - CGNC Symbol 65790 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2362,0
8)" 2349 6856

ENSGALP00000016978 CID 403 - 422
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2362,0
8)" 2349 6857

ENSGALP00000037524 CID 413 - 432 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2362,0
8)" 2349 6858

ENSGALP00000007930 CID 94 - 108
deoxyuridine triphosphatase - CGNC 
Symbol 3681 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1733,8
4)" 2094 true 1.11 6859

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - CGNC 
Symbol 49444 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1528,
74)" 30214 6860



ENSGALP00000017180 CID 46 - 73
basic transcription factor 3-like 4 - CGNC 
Symbol 8026 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3161,7
4)" 1102 false 6861

ENSGALP00000003012 CID 279 - 295
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1953
,99)" 419 false 6862

ENSGALP00000016743 CID 320 - 326
epoxide hydrolase 1-like - CGNC Symbol 
51488 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(904,53
)" 971 true 0.75 6863

ENSGALP00000013174 CID Dec-27
ribosomal protein S27a - CGNC Symbol 
49483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1843,9
7)" 2672 true 1.8 6864

ENSGALP00000013053 CID 117 - 132

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2000
,93)" 459 false 6865



ENSGALP00000005576 CID 426 - 439
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1638,
91)" 1679 false 6866

ENSGALP00000020954 CID Nov-17

serpin peptidase inhibitor clade B 
(ovalbumin) member 1 - CGNC Symbol 
13903 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(909,52
)" 5358 false 6867

ENSGALP00000037232 CID 404 - 412
EWS RNA binding protein 1 - CGNC 
Symbol 50409 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1139
,61)" 443 false 6868

ENSGALP00000038313 CID 31 - 41

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-catalytic 
subunit - CGNC Symbol 7657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1259,7
6)" 2560 6869

ENSGALP00000015063 CID 262 - 276
fibrinogen gamma chain - CGNC Symbol 
7041 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1755,
02)" 7893 false 6870



ENSGALP00000003737 CID 33 - 50 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1832,9
7)" 7112 true 1.02 6871

ENSGALP00000006939 CID 748 - 756 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1147
,66)" 492 false 6872

ENSGALP00000017495 CID 478 - 487 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1236,7
4)" 51560 true 0.3 6873

ENSGALP00000003737 CID 33 - 50 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1836,9
9)" 7278 6874

ENSGALP00000006240 CID 774 - 784
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1089,6
4)" 8640 6875



ENSGALP00000017495 CID 478 - 487 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1244,7
9)" 10920 true 0.3 6876

ENSGALP00000006939 CID 656 - 663 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1037,
59)" 6076 true 1.32 6877

ENSGALP00000005576 CID 216 - 224
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1037,
59)" 6076 6878

ENSGALP00000019975 CID 245 - 253
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1037,
59)" 6076 6879

ENSGALP00000042317 CID 161 - 175
regulator of chromosome condensation 
1 - HGNC:1913 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1642,
07)" 2402 false 6880



ENSGALP00000012145 CID 371 - 381
structure specific recognition protein 1 - 
CGNC Symbol 49844 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1372
,70)" 490 true 1.15 6881

ENSGALP00000013761 CID 122 - 134
NOP58 ribonucleoprotein - CGNC 
Symbol 52126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1402,8
2)" 3410 6882

ENSGALP00000012462 CID 42 - 52 ribosomal protein S25 - HGNC:10413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1402,8
2)" 3410 false 0.57 6883

ENSGALP00000017954 CID 18 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1983,0
8)" 14492 true 1.9 6884

ENSGALP00000011598 CID 56 - 64
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1122,
76)" 4960 true 1.67 6885



ENSGALP00000012145 CID 371 - 381
structure specific recognition protein 1 - 
CGNC Symbol 49844 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1376
,74)" 454 6886

ENSGALP00000017954 CID 18 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1991,0
9)" 63949 true 1.9 6887

ENSGALP00000015246 CID 172 - 185 peroxiredoxin 3 - CGNC Symbol 7123 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1500
,85)" 1176 true 1.07 6888

ENSGALP00000015333 CID 239 - 251
TIA1 cytotoxic granule-associated RNA 
binding protein - CGNC Symbol 56693 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1581,8
2)" 5751 true 0.77 6889

ENSGALP00000039050 CID 772 - 788
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2029,1
1)" 2593 true 1.75 6890



ENSGALP00000017958 CID 151 - 162
chromobox homolog 3 - CGNC Symbol 
8386 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1556,8
0)" 1461 6891

ENSGALP00000042659 CID 435 - 448
B-cell lymphoma/leukemia 11B-like - 
CGNC Symbol 63941 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1616,8
3)" 5095 true 4.38 6892

ENSGALP00000039050 CID 772 - 788
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2033,1
4)" 4528 6893

ENSGALP00000004817 CID 97 - 107 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1340,7
9)" 14893 true 0.49 6894

ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1467,8
0)" 24851 6895



ENSGALP00000008498 CID 284 - 299 transketolase - CGNC Symbol 3953 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1751,9
8)" 8154 6896

ENSGALP00000039872 CID 15 - 28
regulator of chromosome condensation 
2 - CGNC Symbol 287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1583,8
2)" 15322 false 0.54 6897

ENSGALP00000016361 CID 66 - 83
ribosomal protein S3A - CGNC Symbol 
51748 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2144,1
7)" 2010 false 6898

ENSGALP00000004817 CID 97 - 107 peroxiredoxin 6 - CGNC Symbol 2214 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1348,8
4)" 6442 true 0.49 6899

ENSGALP00000038463 CID 75 - 88
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1587,8
7)" 10004 6900



ENSGALP00000027238 CID 207 - 223 importin 5 - CGNC Symbol 50851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1856,1
3)" 5092 true 1.11 6901

ENSGALP00000008013 CID 277 - 295
ISY1 splicing factor homolog (S. 
cerevisiae) - CGNC Symbol 3725 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2194,2
2)" 5309 6902

ENSGALP00000014768 CID 125 - 135
EH-domain containing 3 - CGNC Symbol 
51465 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1268,
70)" 5273 6903

ENSGALP00000022269 CID 151 - 160

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1096,
66)" 5753 true 0.96 6904

ENSGALP00000038576 CID 40 - 52
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1436,
84)" 2707 true 1.7 6905



ENSGALP00000020744 CID 414 - 427
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1807,8
8)" 2722 true 0.66 6906

ENSGALP00000022269 CID 151 - 160

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1104,
70)" 5534 true 0.96 6907

ENSGALP00000038576 CID 40 - 52
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1440,
85)" 3162 6908

ENSGALP00000001474 CID 323 - 334

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1568,8
1)" 2822 true 0.35 6909

ENSGALP00000016538 CID 480 - 503 calpain 11 - CGNC Symbol 54348 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2810,5
3)" 6122 true 0.74 6910



ENSGALP00000041856 CID 145 - 151 MHC BF1 class I - CGNC Symbol 54365 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(911,48
)" 937 true 1.47 6911

ENSGALP00000001474 CID 323 - 334

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1576,8
6)" 980 true 0.35 6912

ENSGALP00000035339 CID 93 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1975,1
1)" 2379 true 4.8 6913

ENSGALP00000038878 CID 126 - 139
collagen type VI alpha 1 - CGNC Symbol 
4468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1613,8
1)" 1269 false 6914

ENSGALP00000016743 CID 320 - 326
epoxide hydrolase 1-like - CGNC Symbol 
51488 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(908,55
)" 451 6915



ENSGALP00000005090 CID 339 - 346
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1008,
62)" 683 false 6916

ENSGALP00000004013 CID 1,025 - 1,034 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1069,6
4)" 16946 true 0.44 6917

ENSGALP00000027981 CID 690 - 698
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1052,
60)" 4717 6918

ENSGALP00000005520 CID 502 - 511
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1052,
60)" 4717 true 0.84 6919

ENSGALP00000004013 CID 1,025 - 1,034 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1073,6
6)" 5288 6920



ENSGALP00000000639 CID 151 - 160 lamin B2 - CGNC Symbol 49708 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1134,6
2)" 6150 6921

ENSGALP00000016978 CID 65 - 79
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1715
,89)" 381 false 6922

ENSGALP00000037524 CID 75 - 89 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1715
,89)" 381 6923

ENSGALP00000041510 CID 34 - 56 Hsap of 1: calreticulin - HGNC:1455 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2940,4
8)" 291 false 6924

ENSGALP00000005520 CID 502 - 511
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1056,
63)" 1919 6925



ENSGALP00000014509 CID 232 - 244
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1571,8
5)" 12435 6926

ENSGALP00000018454 CID 86 - 100 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1729
,95)" 25874 6927

ENSGALP00000011598 CID 56 - 64
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1114,
70)" 2604 true 1.67 6928

ENSGALP00000011666 CID 142 - 150
kinesin family member 5B - CGNC 
Symbol 5451 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1114,
70)" 2604 false 0.61 6929

ENSGALP00000003012 CID 257 - 268
malate dehydrogenase 2 - CGNC Symbol 
1378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1383,7
4)" 16243 true 0.57 6930



ENSGALP00000042479 CID 79 - 92
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1664,9
1)" 4422 true 1.36 6931

ENSGALP00000042059 CID 265 - 281
Hsap of 1: RNA binding motif protein 39 - 
HGNC:15923 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1719,
96)" 1269 true 2.23 6932

ENSGALP00000011559 CID 176 - 185

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1255
,63)" 405 6933

ENSGALP00000042479 CID 79 - 92
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1672,9
5)" 6013 true 1.36 6934

ENSGALP00000041361 CID 48 - 58 ribosomal protein L17 - HGNC:10307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1412,
92)" 1005 false 6935



ENSGALP00000035478 CID 838 - 851 filamin B beta - CGNC Symbol 49141 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1560,8
5)" 3914 true 3.09 6936

ENSGALP00000004866 CID 38 - 52
nudix hydrolase 21 - CGNC Symbol 
66135 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1801,
99)" 2638 true 0.96 6937

ENSGALP00000006240 CID 1,900 - 1,918
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2197
,07)" 294 false 6938

ENSGALP00000004159 CID 106 - 118
ribosomal protein L10a - CGNC Symbol 
51119 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1580,9
6)" 6616 true 0.8 6939

ENSGALP00000003737 CID 240 - 253 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1584,8
1)" 7743 true 0.62 6940



ENSGALP00000002409 CID 916 - 927
inositol polyphosphate-5-phosphatase 
145kDa - CGNC Symbol 52250 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1161,5
9)" 10762 false 6941

ENSGALP00000003737 CID 240 - 253 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1588,8
3)" 4468 6942

ENSGALP00000015277 CID 20 - 37
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2129,0
9)" 59876 true 1.04 6943

ENSGALP00000037001 CID 134 - 147

ras-related C3 botulinum toxin substrate 
2 (rho family small GTP binding protein 
Rac2) - CGNC Symbol 9462 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1535,
99)" 7900 false 6944

ENSGALP00000006414 CID Feb-14
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1606
,72)" 2362 6945



ENSGALP00000015277 CID 20 - 37
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2133,1
1)" 47813 6946

ENSGALP00000039872 CID 412 - 433
regulator of chromosome condensation 
2 - CGNC Symbol 287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2440,3
0)" 4177 6947

ENSGALP00000010845 CID 100 - 112
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1631,7
9)" 754 6948

ENSGALP00000034612 CID 42 - 61
NADH-ubiquinone oxidoreductase chain 
1 - UP P18936 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2102,
34)" 2763 false 6949

ENSGALP00000008013 CID 277 - 295
ISY1 splicing factor homolog (S. 
cerevisiae) - CGNC Symbol 3725 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2190,2
0)" 3432 true 1.36 6950



ENSGALP00000023926 CID 152 - 161
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1288,6
3)" 16671 true 1.57 6951

ENSGALP00000027238 CID 207 - 223 importin 5 - CGNC Symbol 50851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1848,0
7)" 3812 true 1.11 6952

ENSGALP00000016260 CID 14 - 30
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1928,9
9)" 4113 true 0.82 6953

ENSGALP00000002695 CID 104 - 123

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2160
,08)" 679 true 1.54 6954

ENSGALP00000002822 CID 338 - 354
glyoxylate reductase 1 homolog - CGNC 
Symbol 52955 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1770,
14)" 2899 false 6955



ENSGALP00000016260 CID 14 - 30
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1941,0
6)" 3371 true 0.82 6956

ENSGALP00000002695 CID 104 - 123

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2164
,09)" 1478 6957

ENSGALP00000008824 CID 437 - 458
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2198,0
2)" 5891 6958

ENSGALP00000016538 CID 480 - 503 calpain 11 - CGNC Symbol 54348 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2818,5
8)" 3404 true 0.74 6959

ENSGALP00000009709 CID 530 - 549
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2043,
15)" 1128 6960



ENSGALP00000033741 CID 149 - 156
EF-hand domain family member D1 - 
CGNC Symbol 52247 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1102,6
7)" 16190 true 0.66 6961

ENSGALP00000033741 CID 149 - 156
EF-hand domain family member D1 - 
CGNC Symbol 52247 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1110,7
2)" 10241 true 0.66 6962

ENSGALP00000042059 CID 102 - 117
Hsap of 1: RNA binding motif protein 39 - 
HGNC:15923 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1838,0
4)" 2703 false 6963

ENSGALP00000010210 CID 69 - 93
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2636
,38)" 675 false 6964

ENSGALP00000001456 CID 804 - 813
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(997,60
)" 7351 false 1.13 6965



ENSGALP00000002828 CID 716 - 725
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(997,60
)" 7351 false 1.13 6966

ENSGALP00000003012 CID 257 - 268
malate dehydrogenase 2 - CGNC Symbol 
1378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1391,8
0)" 7305 true 0.57 6967

ENSGALP00000004251 CID 246 - 254
transcription factor A mitochondrial - 
CGNC Symbol 1948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1002,
57)" 8252 false 6968

ENSGALP00000017954 CID 150 - 169

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2373,3
2)" 1046 false 6969

ENSGALP00000008279 CID 47 - 59
mitochondrial carrier 2 - CGNC Symbol 
3845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1553,
89)" 3613 true 1.66 6970



ENSGALP00000004013 CID 2,455 - 2,464 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1055,6
2)" 1136 false 6971

ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - UP 
P18944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1186,7
1)" 6111 6972

ENSGALP00000001332 CID 228 - 238
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1424
,79)" 1063 true 0.93 6973

ENSGALP00000008279 CID 47 - 59
mitochondrial carrier 2 - CGNC Symbol 
3845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1561,
94)" 5988 true 1.66 6974

ENSGALP00000001002 CID 220 - 230

nuclear casein kinase and cyclin-
dependent kinase substrate 1 - CGNC 
Symbol 448 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1112,6
8)" 710 false 6975



P04264 CID 473 - 483
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1305,7
5)" 2587 true 0.25 6976

ENSGALP00000016743 CID 471 - 481
epoxide hydrolase 1-like - CGNC Symbol 
51488 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1356,8
4)" 8922 6977

ENSGALP00000001332 CID 228 - 238
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1428
,81)" 987 6978

ENSGALP00000039796 CID 272 - 286

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1764,
05)" 1344 true 2.14 6979

ENSGALP00000005182 CID 111 - 121
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1495,8
8)" 14530 6980



ENSGALP00000014308 CID 417 - 432
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1578,9
2)" 2969 true 1.06 6981

ENSGALP00000039796 CID 272 - 286

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1772,
10)" 5434 true 2.14 6982

ENSGALP00000021795 CID 502 - 510 DNA ligase 1 - HGNC:6598 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(958,55
)" 1941 true 1.27 6983

ENSGALP00000042274 CID 253 - 262
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1191,
69)" 56694 6984

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1191,
69)" 56694 6985



ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1191,
69)" 56694 6986

ENSGALP00000014308 CID 417 - 432
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1582,9
5)" 3153 6987

ENSGALP00000009037 CID 114 - 128 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1814,
99)" 3554 6988

ENSGALP00000007476 CID 124 - 137
SET nuclear oncogene - CGNC Symbol 
3483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1896
,88)" 1336 true 1.26 6989

ENSGALP00000027391 CID 261 - 269
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1097,6
5)" 3016 false 6990



ENSGALP00000001183 CID 207 - 216

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1257,
69)" 1046 true 1.29 6991

ENSGALP00000007476 CID 124 - 137
SET nuclear oncogene - CGNC Symbol 
3483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1904
,94)" 1684 true 1.26 6992

ENSGALP00000020534 CID 181 - 192

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1396,8
3)" 2433 true 1.46 6993

ENSGALP00000023165 CID 181 - 192

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1396,8
3)" 2433 true 1.46 6994

ENSGALP00000020445 CID 779 - 791
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1580,7
8)" 3164 false 26.41* 6995



ENSGALP00000014509 CID 232 - 244
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1567,8
3)" 9121 true 1.32 6996

ENSGALP00000038130 CID Nov-25 profilin-2 - Refseq NP_001073228 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1681,8
7)" 2465 true 0.64 6997

ENSGALP00000003455 CID 30 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1314,6
0)" 2973 false 6998

ENSGALP00000009371 CID 52 - 62
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1397,
80)" 8229 false 6999

ENSGALP00000025606 CID 52 - 62
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1397,
80)" 8229 false 7000



ENSGALP00000004871 CID 154 - 161
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1053,6
4)" 6273 7001

ENSGALP00000025606 CID 52 - 62
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1405,
85)" 64846 7002

ENSGALP00000009371 CID 52 - 62
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1405,
85)" 64846 7003

ENSGALP00000014317 CID 226 - 236
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1529,8
0)" 1538 false 7004

ENSGALP00000007837 CID 94 - 105
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1425,
80)" 15680 7005



ENSGALP00000042171 CID 165 - 178 transgelin 2 - CGNC Symbol 65718 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1706,8
4)" 3398 true 0.56 7006

ENSGALP00000042598 CID 209 - 223
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1858,0
0)" 5384 true 0.69 7007

ENSGALP00000020867 CID 270 - 293
enoyl-CoA delta isomerase 2 - CGNC 
Symbol 9709 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2750,4
0)" 1654 false 7008

ENSGALP00000042171 CID 165 - 178 transgelin 2 - CGNC Symbol 65718 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1710,8
7)" 1706 7009

ENSGALP00000027534 CID 464 - 477
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1591,
85)" 1845 false 7010



ENSGALP00000016536 CID 375 - 388
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1591,
85)" 1845 false 7011

ENSGALP00000011770 CID 440 - 453
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1591,
85)" 1845 false 7012

ENSGALP00000016743 CID 471 - 481
epoxide hydrolase 1-like - CGNC Symbol 
51488 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1352,8
2)" 5062 true 1.54 7013

ENSGALP00000006372 CID 230 - 244

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1640,
92)" 6148 true 0.32 7014

ENSGALP00000033359 CID 199 - 214
fascin actin-bundling protein 1 - CGNC 
Symbol 14444 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1762,9
1)" 1115 false 7015



ENSGALP00000019031 CID 539 - 558 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2266,0
9)" 3592 false 7016

ENSGALP00000017954 CID 134 - 143

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1216,6
9)" 3239 true 0.48 7017

ENSGALP00000042274 CID 263 - 276
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1648,
89)" 13812 true 2.2 7018

ENSGALP00000022436 CID 208 - 221 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1648,
89)" 13812 true 2.2 7019

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1648,
89)" 13812 true 2.2 7020



ENSGALP00000027305 CID 89 - 108

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2183,
19)" 933 7021

ENSGALP00000007487 CID 487 - 492
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(870,4
9)" 1862 true 1.72 7022

ENSGALP00000019192 CID 240 - 246
uridine monophosphate synthetase - 
CGNC Symbol 8931 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(875,55
)" 2367 false 7023

ENSGALP00000015735 CID 270 - 276
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(875,55
)" 2367 false 7024

ENSGALP00000023926 CID 152 - 161
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1292,6
5)" 10691 7025



ENSGALP00000015623 CID 1,593 - 1,599
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(931,5
0)" 1693 true 1.08 7026

ENSGALP00000015623 CID 1,593 - 1,599
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(935,5
3)" 1826 7027

ENSGALP00000038935 CID 179 - 191
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1587
,79)" 2764 7028

ENSGALP00000012472 CID 323 - 336 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1692
,82)" 876 true 0.88 7029

ENSGALP00000003284 CID 119 - 141
RAN binding protein 1 - CGNC Symbol 
50345 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2803,4
5)" 2630 false 7030



ENSGALP00000012472 CID 323 - 336 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1700
,87)" 1168 true 0.88 7031

ENSGALP00000000224 CID 211 - 217
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(988,5
5)" 10631 true 0.95 7032

ENSGALP00000018742 CID 33 - 40
creatine kinase brain - CGNC Symbol 
49719 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(996,6
0)" 9227 false 0.84 7033

ENSGALP00000000224 CID 211 - 217
proliferating cell nuclear antigen - CGNC 
Symbol 92 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(996,6
0)" 9227 true 0.95 7034

ENSGALP00000020520 CID 251 - 266 ubiquilin 1 - CGNC Symbol 9551 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1706,9
3)" 1808 7035



ENSGALP00000004641 CID 1,321 - 1,341
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2251,2
1)" 2111 true 2.28 7036

ENSGALP00000042837 CID 16 - 31

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1812
,97)" 1678 true 1.75 7037

ENSGALP00000013862 CID 813 - 828
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1857,8
6)" 1667 true 0.79 7038

ENSGALP00000010190 CID 183 - 191
histone deacetylase 7 - CGNC Symbol 
4743 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1040,6
4)" 118445 false 7039

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2271,2
5)" 5495 true 0.74 7040



ENSGALP00000026487 CID 124 - 137
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1444
,81)" 964 false 7041

ENSGALP00000029993 CID 53 - 73
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2105,1
6)" 2161 true 2.32 7042

ENSGALP00000019629 CID 73 - 86
proteasome subunit alpha 3 - CGNC 
Symbol 9125 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1408,7
7)" 5091 true 0.51 7043

ENSGALP00000008105 CID 151 - 164

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1689
,92)" 966 true 1.01 7044

ENSGALP00000029993 CID 53 - 73
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2109,1
9)" 5011 7045



ENSGALP00000038912 CID 72 - 92 alpha-D-globin - CGNC Symbol 50309 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2401,2
1)" 14530 true 1.56 7046

ENSGALP00000008105 CID 151 - 164

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1693
,91)" 980 7047

ENSGALP00000014935 CID 277 - 290
fragile X mental retardation 1 - CGNC 
Symbol 51729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1693
,91)" 980 false 7048

ENSGALP00000038912 CID 72 - 92 alpha-D-globin - CGNC Symbol 50309 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2405,2
3)" 35855 7049

ENSGALP00000021055 CID 330 - 339 dynamin 1-like - CGNC Symbol 9791 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1143,
74)" 1656 true 0.91 7050



ENSGALP00000036405 CID 147 - 161
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1826
,00)" 1013 true 1.13 7051

ENSGALP00000008578 CID 560 - 569
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1254,
72)" 1022 false 7052

ENSGALP00000036405 CID 147 - 161
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1830
,02)" 1144 7053

ENSGALP00000011598 CID Apr-20
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1923,0
4)" 781 7054

ENSGALP00000025475 CID 185 - 192

synaptotagmin binding cytoplasmic RNA 
interacting protein - CGNC Symbol 
51548 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(959,56
)" 2020 7055



ENSGALP00000001183 CID 188 - 195

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(959,56
)" 2020 7056

ENSGALP00000000747 CID 270 - 277
zinc finger CCCH-type containing 11A - 
CGNC Symbol 51431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(959,56
)" 2020 7057

ENSGALP00000001579 CID 640 - 649
N-ethylmaleimide sensitive factor - 
CGNC Symbol 715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1129,7
1)" 68679 false 7058

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1187,
67)" 24576 true 1.09 7059

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1187,
67)" 24576 true 1.09 7060



ENSGALP00000042274 CID 253 - 262
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1187,
67)" 24576 true 1.09 7061

ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1251,6
6)" 62487 true 0.36 7062

ENSGALP00000042374 CID 218 - 226
thimet oligopeptidase 1 - CGNC Symbol 
52774 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1233,
73)" 813 true 1.6 7063

ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1255,6
9)" 15293 7064

ENSGALP00000009528 CID 405 - 418
RuvB like AAA ATPase 1 - CGNC Symbol 
4431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1570,
96)" 3748 true 1.44 7065



ENSGALP00000042374 CID 218 - 226
thimet oligopeptidase 1 - CGNC Symbol 
52774 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1241,
74)" 2085 true 1.6 7066

ENSGALP00000011057 CID 989 - 1,000
A kinase (PRKA) anchor protein 13 - 
CGNC Symbol 49999 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1286
,71)" 1018 7067

ENSGALP00000019037 CID Feb-13
acetyl-CoA acetyltransferase 2 - CGNC 
Symbol 8861 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1286
,71)" 1018 7068

ENSGALP00000007680 CID 177 - 193
ribosomal protein L6 - CGNC Symbol 
48978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1754,
10)" 127573 7069

ENSGALP00000018575 CID 35 - 43

RCD1 required for cell differentiation1 
homolog (S. pombe) - CGNC Symbol 
8665 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1044,5
9)" 1904 false 7070



ENSGALP00000008498 CID 175 - 186 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1420
,80)" 1948 7071

ENSGALP00000014107 CID 124 - 133 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1225,7
7)" 3951 true 0.28 7072

ENSGALP00000023295 CID 1,453 - 1,465
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1421,7
8)" 1510 false 7073

ENSGALP00000020064 CID 475 - 487
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1566
,82)" 445 false 7074

ENSGALP00000014107 CID 124 - 133 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1233,8
2)" 977 true 0.28 7075



ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1267,6
6)" 5407 true 0.58 7076

ENSGALP00000035478 CID 1,464 - 1,477 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1362,8
1)" 24139 true 0.34 7077

ENSGALP00000033915 CID 254 - 265

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1538,8
9)" 4118 true 0.26 7078

ENSGALP00000020169 CID 519 - 531
phosphorylase glycogen liver - CGNC 
Symbol 49139 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1538,8
9)" 4118 7079

ENSGALP00000033411 CID Jan-15 ribosomal protein S21 - HGNC:10409 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1795
,84)" 8059 7080



ENSGALP00000014154 CID 809 - 820
ESF1 nucleolar pre-rRNA processing 
protein homolog - CGNC Symbol 6612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1405,8
9)" 12205 7081

ENSGALP00000001456 CID 873 - 888
elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1826
,96)" 2489 false 1.66 7082

ENSGALP00000017954 CID 19 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1826
,96)" 2489 true 1.66 7083

ENSGALP00000023319 CID 325 - 339 catalase - CGNC Symbol 51998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1831,
97)" 745 true 1.35 7084

ENSGALP00000038463 CID 75 - 88
ribosomal protein L7a - CGNC Symbol 
50454 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1583,8
5)" 15338 true 1.45 7085



ENSGALP00000016182 CID 505 - 521
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1820,9
8)" 4491 true 0.79 7086

ENSGALP00000017954 CID 19 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1830
,99)" 7305 7087

ENSGALP00000023319 CID 325 - 339 catalase - CGNC Symbol 51998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1835,
99)" 1654 7088

ENSGALP00000017123 CID 271 - 284
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1835,
99)" 1654 false 1.35 7089

ENSGALP00000003898 CID 102 - 119 matrin 3 - CGNC Symbol 1772 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1838
,96)" 426 7090



ENSGALP00000041690 CID 74 - 100
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2839,
41)" 1524 false 7091

ENSGALP00000018693 CID 322 - 339

neural precursor cell expressed 
developmentally down-regulated 1 - 
CGNC Symbol 8722 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1768,0
2)" 6234 7092

ENSGALP00000003130 CID 143 - 160

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1768,0
2)" 6234 7093

ENSGALP00000038179 CID 341 - 359
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2172
,18)" 655 7094

ENSGALP00000037924 CID 43 - 63

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2497,2
5)" 1273 true 3.66 7095



ENSGALP00000041690 CID 74 - 100
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2855,
45)" 3375 true 2.01 7096

ENSGALP00000013722 CID 922 - 937

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2162,0
9)" 3054 false 7097

ENSGALP00000037924 CID 43 - 63

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2505,3
1)" 4929 true 3.66 7098

ENSGALP00000004641 CID 1,733 - 1,744
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1404,8
3)" 2078 7099

ENSGALP00000011689 CID 291 - 305
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1847,9
3)" 1684 true 0.39 7100



ENSGALP00000038753 CID 779 - 784 coronin 7 - CGNC Symbol 50317 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(770,4
8)" 486 7101

ENSGALP00000023866 CID 524 - 532

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1153,6
3)" 373 false 7102

ENSGALP00000035386 CID 137 - 145 hemopexin - CGNC Symbol 15517 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1153,6
3)" 373 false 7103

ENSGALP00000025299 CID 132 - 140
C-terminal binding protein 1 - CGNC 
Symbol 11723 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1153,6
3)" 373 false 7104

ENSGALP00000009341 CID 172 - 182
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1315
,75)" 453 false 7105



ENSGALP00000016363 CID 260 - 270
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1315
,75)" 453 true 4.4 7106

ENSGALP00000035339 CID 157 - 166

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1144,7
0)" 4313 true 0.73 7107

ENSGALP00000009341 CID 172 - 182
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1319
,79)" 2615 false 7108

ENSGALP00000008299 CID 648 - 661
family with sequence similarity 120A - 
CGNC Symbol 3854 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1585,8
4)" 591 true 0.67 7109

ENSGALP00000009314 CID 278 - 300 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2894,4
3)" 7827 7110



ENSGALP00000018742 CID 33 - 41
creatine kinase brain - CGNC Symbol 
49719 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1152,7
4)" 3131 false 7111

ENSGALP00000035339 CID 157 - 166

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1152,7
4)" 3131 true 0.73 7112

ENSGALP00000023944 CID 463 - 470
nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 11035 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(908,5
7)" 2500 7113

ENSGALP00000009121 CID Jan-14
glycyl-tRNA synthetase - CGNC Symbol 
4244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1523
,80)" 1377 7114

ENSGALP00000027391 CID 295 - 323
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3235,7
5)" 1516 false 7115



ENSGALP00000017341 CID 175 - 182

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1054,5
3)" 10887 false 0.48 7116

ENSGALP00000002172 CID 282 - 294
mitochondrial trans-2-enoyl-CoA 
reductase - CGNC Symbol 981 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1488,
87)" 16586 false 7117

ENSGALP00000015665 CID 102 - 113 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1532
,85)" 1202 false 7118

ENSGALP00000041974 CID 297 - 327
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3382,7
4)" 1344 7119

ENSGALP00000035815 CID 46 - 57

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1510,
87)" 19557 true 0.9 7120



ENSGALP00000014105 CID 103 - 114

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1510,
87)" 19557 true 0.9 7121

ENSGALP00000013724 CID 260 - 274
adaptor related protein complex 2 mu 1 
subunit - CGNC Symbol 6392 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1769
,91)" 821 7122

ENSGALP00000020445 CID 210 - 225
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1783,0
2)" 9329 true 0.22 7123

ENSGALP00000013240 CID 62 - 70
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1137,6
3)" 1749 false 7124

ENSGALP00000022436 CID 228 - 242 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1724,0
0)" 1671 false 7125



ENSGALP00000008498 CID 457 - 465 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(948,5
9)" 822 7126

ENSGALP00000017341 CID 175 - 182

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1070,5
3)" 13314 false 0.47 7127

ENSGALP00000018371 CID 23 - 33
RAB5A member RAS oncogene family - 
CGNC Symbol 51310 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1113,6
6)" 3693 false 1.22 7128

ENSGALP00000026130 CID 219 - 227
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1113,6
6)" 3693 false 7129

ENSGALP00000012349 CID 177 - 187
C-terminal binding protein-like - CGNC 
Symbol 50231 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1113,6
6)" 3693 true 1.22 7130



ENSGALP00000025299 CID 163 - 173
C-terminal binding protein 1 - CGNC 
Symbol 11723 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1113,6
6)" 3693 true 1.22 7131

ENSGALP00000025461 CID 64 - 75
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1361,7
7)" 16331 true 0.71 7132

ENSGALP00000042479 CID 124 - 136
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1539,
91)" 5411 false 7133

ENSGALP00000004013 CID 614 - 624 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1186,7
1)" 4871 true 0.55 7134

ENSGALP00000024078 CID 107 - 117
WD repeat domain 1 - CGNC Symbol 
11108 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1365,7
9)" 12342 false 7135



ENSGALP00000025461 CID 64 - 75
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1365,7
9)" 12342 7136

ENSGALP00000017179 CID 47 - 61

thioredoxin domain containing 12 
(endoplasmic reticulum) - CGNC Symbol 
8025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1619,9
7)" 10101 true 0.42 7137

ENSGALP00000012349 CID 177 - 187
C-terminal binding protein-like - CGNC 
Symbol 50231 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1117,6
8)" 4831 7138

ENSGALP00000025299 CID 163 - 173
C-terminal binding protein 1 - CGNC 
Symbol 11723 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1117,6
8)" 4831 7139

P04264 CID 344 - 355
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1358
,79)" 514 false 7140



ENSGALP00000007680 CID 177 - 193
ribosomal protein L6 - CGNC Symbol 
48978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1750,
07)" 31835 true 3.05 7141

ENSGALP00000038435 CID 157 - 171

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1771,8
7)" 5749 true 1.64 7142

ENSGALP00000010935 CID 22 - 39
Cbl proto-oncogene E3 ubiquitin protein 
ligase - CGNC Symbol 49015 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2187,1
9)" 8322 7143

ENSGALP00000025130 CID 38 - 48 ribosomal protein S23 - HGNC:10410 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1084,
57)" 672 false 3.36 7144

ENSGALP00000003043 CID 556 - 564
alanyl-tRNA synthetase - CGNC Symbol 
50043 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1152,6
1)" 9560 false 0.78 7145



ENSGALP00000021367 CID 1-Dec
Sec61 translocon gamma subunit - 
CGNC Symbol 9909 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1508
,71)" 1973 7146

ENSGALP00000009933 CID 161 - 175

heterogeneous nuclear 
ribonucleoprotein A0 - CGNC Symbol 
4621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1779,8
8)" 3952 false 7147

ENSGALP00000007822 CID 292 - 311
coronin actin binding protein 1C - CGNC 
Symbol 50369 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2504,2
8)" 627 false 7148

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC Symbol 
50454 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1160,6
6)" 7499 false 0.78 7149

ENSGALP00000041690 CID 65 - 73
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1160,6
6)" 7499 true 0.78 7150



ENSGALP00000014737 CID Jul-18
VMA21 vacuolar H+-ATPase homolog (S. 
cerevisiae) - CGNC Symbol 51726 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1309,7
2)" 4144 7151

ENSGALP00000002525 CID 174 - 188 septin 9 - CGNC Symbol 50494 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1626
,90)" 878 7152

ENSGALP00000023165 CID 181 - 192

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1404,9
2)" 2072 true 1.46 7153

ENSGALP00000020534 CID 181 - 192

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1404,9
2)" 2072 true 1.46 7154

ENSGALP00000018575 CID 89 - 106

RCD1 required for cell differentiation1 
homolog (S. pombe) - CGNC Symbol 
8665 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2067,0
6)" 4293 true 2.64 7155



ENSGALP00000009037 CID 803 - 815 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1366,8
3)" 7634 false 4.58 7156

ENSGALP00000035478 CID 1,464 - 1,477 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1366,8
3)" 7634 7157

ENSGALP00000009121 CID 50 - 61
glycyl-tRNA synthetase - CGNC Symbol 
4244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1366,8
3)" 7634 false 0.94 7158

ENSGALP00000002828 CID 785 - 800
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1827,9
3)" 4898 true 0.93 7159

ENSGALP00000018575 CID 89 - 106

RCD1 required for cell differentiation1 
homolog (S. pombe) - CGNC Symbol 
8665 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2071,0
9)" 11351 7160



ENSGALP00000026858 CID 48 - 56
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1097,6
6)" 3951 true 1.39 7161

ENSGALP00000009821 CID 44 - 55
ribosomal protein S13 - CGNC Symbol 
49921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1281,
80)" 23952 true 0.61 7162

ENSGALP00000002625 CID 489 - 500

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1463,7
8)" 10472 true 2.99 7163

ENSGALP00000002828 CID 785 - 800
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1831,9
5)" 4567 7164

ENSGALP00000035593 CID 42 - 62 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2270,
19)" 5129 true 2.2 7165



ENSGALP00000026858 CID 48 - 56
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1101,6
8)" 5489 7166

ENSGALP00000009821 CID 44 - 55
ribosomal protein S13 - CGNC Symbol 
49921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1285,
83)" 20473 7167

ENSGALP00000026457 CID 223 - 233
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1467,7
7)" 5240 7168

ENSGALP00000012383 CID 221 - 233
ribonucleic acid export 1 - CGNC Symbol 
5777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1532,8
1)" 2374 7169

ENSGALP00000029993 CID 141 - 166
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(3022,5
4)" 5622 true 3.4 7170



ENSGALP00000026509 CID 314 - 324
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1139,7
1)" 6633 true 0.93 7171

ENSGALP00000010633 CID 100 - 110
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1139,7
1)" 6633 false 0.93 7172

ENSGALP00000039270 CID 1,012 - 1,020
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1139,7
1)" 6633 false 0.93 7173

ENSGALP00000016337 CID 250 - 261

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1692,9
2)" 4152 false 7174

ENSGALP00000026509 CID 314 - 324
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1143,7
2)" 4508 7175



ENSGALP00000011510 CID 252 - 261 apolipoprotein A-I - CGNC Symbol 49860 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1261,7
3)" 1907 false 7176

ENSGALP00000035366 CID 160 - 172
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1469,
89)" 10789 7177

ENSGALP00000041526 CID 47 - 60

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1642,0
0)" 6194 false 7178

ENSGALP00000009665 CID 127 - 141
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1779,0
5)" 5513 true 1.64 7179

ENSGALP00000041532 CID 84 - 94
adenine phosphoribosyltransferase - 
CGNC Symbol 65844 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1335,7
7)" 1173 true 0.8 7180



ENSGALP00000024133 CID 38 - 50
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1639,
90)" 3175 7181

ENSGALP00000003296 CID 205 - 220

lymphocyte cytosolic protein 2 (SH2 
domain containing leukocyte protein of 
76kDa) - CGNC Symbol 1506 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1654,8
9)" 6278 7182

ENSGALP00000027519 CID 381 - 394

PDS5 regulator of cohesion maintenance 
homolog B (S. cerevisiae) - CGNC Symbol 
12819 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1712,9
8)" 6280 7183

ENSGALP00000041532 CID 84 - 94
adenine phosphoribosyltransferase - 
CGNC Symbol 65844 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1339,7
8)" 941 7184

ENSGALP00000002278 CID 38 - 51
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1737,9
7)" 2030 false 7185



ENSGALP00000009665 CID 127 - 141
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1787,1
0)" 9025 true 1.64 7186

ENSGALP00000006939 CID 486 - 501 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1703
,97)" 3077 7187

ENSGALP00000008299 CID 575 - 589
family with sequence similarity 120A - 
CGNC Symbol 3854 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1703
,97)" 3077 7188

ENSGALP00000015817 CID 620 - 626

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(893,5
3)" 3877 true 0.83 7189

ENSGALP00000038993 CID 993 - 1,002 EPH receptor B3 - CGNC Symbol 49688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1055,6
3)" 3630 true 1.25 7190



ENSGALP00000019975 CID 182 - 194
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1400,7
8)" 8738 7191

ENSGALP00000005576 CID 153 - 165
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1400,7
8)" 8738 7192

ENSGALP00000016175 CID 307 - 323
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1978
,06)" 404 false 7193

ENSGALP00000005643 CID 201 - 208

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(897,5
6)" 2116 false 7194

ENSGALP00000022235 CID 2-Sep
CNDP dipeptidase 2 (metallopeptidase 
M20 family) - CGNC Symbol 13892 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(948,
55)" 522 false 7195



ENSGALP00000027981 CID 480 - 493
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1723,9
0)" 2344 7196

ENSGALP00000005619 CID 226 - 242
polyamine oxidase (exo-N4-amino) - 
CGNC Symbol 65340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1956,2
3)" 1718 false 7197

ENSGALP00000038979 CID 567 - 580
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1735,9
0)" 17775 true 0.66 7198

ENSGALP00000004046 CID 153 - 166
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1840,
98)" 17662 true 2.13 7199

ENSGALP00000000170 CID 226 - 245
receptor for activated C kinase 1 - CGNC 
Symbol 61 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2304,1
4)" 1025 true 0.79 7200



ENSGALP00000020445 CID 476 - 494
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2495,2
4)" 4661 true 1.79 7201

ENSGALP00000013072 CID 221 - 237

protein kinase cAMP-dependent 
regulatory type II beta - CGNC Symbol 
6102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1843,
99)" 6432 7202

ENSGALP00000020445 CID 476 - 494
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2499,2
6)" 8913 7203

ENSGALP00000029993 CID 141 - 166
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(3014,4
9)" 1339 true 3.4 7204

ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - UP 
P18944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1182,7
0)" 8168 true 1.61 7205



ENSGALP00000041772 CID 84 - 97

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1528
,83)" 1566 7206

ENSGALP00000010899 CID 140 - 150

ATP synthase H+ transporting 
mitochondrial F1 complex gamma 
polypeptide 1 - CGNC Symbol 5096 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1422,
79)" 5144 true 1.89 7207

ENSGALP00000005643 CID 24 - 43

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1884,
10)" 19540 true 1.49 7208

ENSGALP00000014107 CID 340 - 358 vimentin - CGNC Symbol 51275 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2214,9
7)" 982 true 0.7 7209

ENSGALP00000027981 CID 174 - 196
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2605,4
1)" 3454 true 0.87 7210



ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - UP 
P18944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1202,7
2)" 4199 7211

ENSGALP00000019975 CID 456 - 468
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1472,
79)" 1457 true 2.3 7212

ENSGALP00000005643 CID 24 - 43

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1888,
13)" 29962 7213

ENSGALP00000019037 CID 360 - 370
acetyl-CoA acetyltransferase 2 - CGNC 
Symbol 8861 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1305,8
2)" 9205 true 0.21 7214

ENSGALP00000019975 CID 456 - 468
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1480,
84)" 5225 true 2.3 7215



ENSGALP00000027317 CID 122 - 134

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC Symbol 12709 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1542,9
5)" 5183 7216

ENSGALP00000006240 CID 1,598 - 1,612
collagen type VI alpha 3 - CGNC Symbol 
2875 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1714,9
7)" 1358 false 7217

ENSGALP00000021907 CID 117 - 132

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member E - 
CGNC Symbol 52680 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2029
,98)" 403 false 7218

ENSGALP00000009314 CID 278 - 300 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2890,4
0)" 2469 true 2.83 7219

ENSGALP00000007391 CID 70 - 80
programmed cell death 5 - CGNC 
Symbol 3442 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1335,7
4)" 5274 true 2.61 7220



ENSGALP00000006768 CID 95 - 103
myeloid-derived growth factor - CGNC 
Symbol 3135 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1236,
67)" 5553 true 0.37 7221

ENSGALP00000024710 CID 81 - 93
ribosomal protein L24 - CGNC Symbol 
50756 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1339,7
9)" 15615 true 1.83 7222

ENSGALP00000005971 CID 120 - 135 annexin A2 - CGNC Symbol 49740 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1819
,95)" 555 true 1.59 7223

ENSGALP00000006222 CID 221 - 235 calreticulin 3 - CGNC Symbol 2868 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1819
,95)" 555 false 0.98 7224

ENSGALP00000039270 CID 975 - 993
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2129,1
0)" 678 false 7225



ENSGALP00000017367 CID 15 - 31

Gallus gallus mago-nashi homolog 2 
(MAGOH2) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308098 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2136,1
6)" 5848 false 7226

ENSGALP00000004641 CID 822 - 833
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1448,
83)" 4805 true 1.37 7227

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1518,
94)" 38112 false 7228

ENSGALP00000016217 CID 211 - 219
Rho GTPase activating protein 5 - CGNC 
Symbol 7595 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1053,5
7)" 20803 true 2.17 7229

ENSGALP00000004641 CID 822 - 833
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1456,
87)" 6561 true 1.37 7230



ENSGALP00000024133 CID 222 - 248
histone deacetylase 2 - CGNC Symbol 
11140 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3262,7
5)" 1326 false 7231

ENSGALP00000021034 CID 61 - 73
minichromosome maintenance complex 
component 4 - CGNC Symbol 9780 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1464,7
8)" 4823 7232

ENSGALP00000030471 CID May-18

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1542,
84)" 1186 false 7233

ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2025
,04)" 2826 true 1.33 7234

ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1366,7
6)" 6418 7235



ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1366,7
6)" 6418 true 2.21 7236

ENSGALP00000006366 CID 180 - 193
apoptosis-inducing factor mitochondrion-
associated 1 - CGNC Symbol 2941 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1743,
93)" 4501 7237

ENSGALP00000002366 CID 50 - 61
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1382,7
5)" 2482 false 7238

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1382,7
5)" 2482 true 2.23 7239

ENSGALP00000002493 CID 49 - 66
ribosomal protein L23 - CGNC Symbol 
1138 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1907,
12)" 812 false 7240



ENSGALP00000027391 CID 163 - 175
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1564,7
5)" 3488 true 0.8 7241

ENSGALP00000010376 CID 381 - 393
Rac/Cdc42 guanine nucleotide exchange 
factor (GEF) 6 - CGNC Symbol 4852 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1684,0
2)" 3761 false 7242

ENSGALP00000004013 CID 1,161 - 1,170 talin 1 - CGNC Symbol 1830 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1217,7
0)" 52882 false 0.28 7243

ENSGALP00000027391 CID 163 - 175
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1568,7
7)" 2802 7244

ENSGALP00000041816 CID 97 - 107
calcium binding protein 39 - 
HGNC:20292 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1330,7
6)" 7314 true 0.9 7245



ENSGALP00000011167 CID 234 - 252
ribonuclease/angiogenin inhibitor 1 - 
CGNC Symbol 5211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2136,1
3)" 8212 true 0.94 7246

ENSGALP00000023944 CID 147 - 166
nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 11035 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2326,
43)" 694 false 7247

ENSGALP00000022386 CID 43 - 68
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2869
,51)" 264 false 7248

ENSGALP00000041816 CID 97 - 107
calcium binding protein 39 - 
HGNC:20292 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1334,7
8)" 6619 7249

ENSGALP00000038774 CID 68 - 79
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1535
,81)" 2506 false 7250



ENSGALP00000016260 CID Jan-13
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1591,7
6)" 3016 true 0.85 7251

ENSGALP00000011167 CID 234 - 252
ribonuclease/angiogenin inhibitor 1 - 
CGNC Symbol 5211 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2144,1
8)" 7682 true 0.94 7252

ENSGALP00000006768 CID 95 - 103
myeloid-derived growth factor - CGNC 
Symbol 3135 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1244,
72)" 1165 true 0.37 7253

ENSGALP00000016260 CID Jan-13
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1595,7
9)" 2561 true 0.85 7254

ENSGALP00000008338 CID 928 - 946
damage-specific DNA binding protein 1 
127kDa - CGNC Symbol 3871 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2244,3
0)" 14173 true 2.28 7255



ENSGALP00000011931 CID 2,087 - 2,107
general transcription factor IIIC subunit I 
- CGNC Symbol 50307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2264,2
7)" 2037 7256

ENSGALP00000002862 CID 225 - 235
arginyl-tRNA synthetase - CGNC Symbol 
1305 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1357,7
1)" 570 true 0.56 7257

ENSGALP00000027317 CID 122 - 134

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC Symbol 12709 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1538,9
2)" 2346 true 1.74 7258

ENSGALP00000027982 CID 160 - 173
stromal interaction molecule 1 - CGNC 
Symbol 13037 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1540,9
0)" 3149 true 0.91 7259

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1872,0
8)" 108895 true 0.6 7260



ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1872,0
8)" 108895 true 0.6 7261

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1872,0
8)" 108895 true 0.34 7262

ENSGALP00000022436 CID 49 - 66 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1991
,07)" 1100 7263

ENSGALP00000013964 CID 104 - 121
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1991
,07)" 1100 7264

ENSGALP00000042274 CID 104 - 121
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1991
,07)" 1100 7265



ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1884,1
6)" 63087 true 0.6 7266

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1884,1
6)" 63087 true 0.6 7267

ENSGALP00000010899 CID 140 - 150

ATP synthase H+ transporting 
mitochondrial F1 complex gamma 
polypeptide 1 - CGNC Symbol 5096 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1414,
73)" 1091 true 1.89 7268

ENSGALP00000019365 CID 30 - 45 annexin A5 - CGNC Symbol 9009 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1763,9
5)" 1005 7269

ENSGALP00000006939 CID 143 - 158 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1763,9
5)" 1005 true 1.12 7270



ENSGALP00000018340 CID 52 - 58 SATB homeobox 1 - CGNC Symbol 8550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(828,49
)" 4134 true 0.67 7271

ENSGALP00000002695 CID 2-Dec

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1126
,68)" 357 7272

ENSGALP00000006939 CID 143 - 158 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1772,0
1)" 1120 true 1.12 7273

ENSGALP00000037222 CID 205 - 214

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC Symbol 
51783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(950,51
)" 13455 7274

ENSGALP00000042059 CID 85 - 92
Hsap of 1: RNA binding motif protein 39 - 
HGNC:15923 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(950,51
)" 13455 true 1.1 7275



ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1374,7
8)" 16718 true 3.28 7276

ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1374,7
8)" 16718 false 3.28 7277

ENSGALP00000018987 CID Feb-14 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1389
,71)" 3367 7278

ENSGALP00000007391 CID 42 - 54
programmed cell death 5 - CGNC 
Symbol 3442 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1440,8
1)" 15059 true 1.35 7279

ENSGALP00000042059 CID 85 - 92
Hsap of 1: RNA binding motif protein 39 - 
HGNC:15923 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(954,53
)" 13219 7280



ENSGALP00000023059 CID 1,312 - 1,324

PDS5 regulator of cohesion maintenance 
homolog A (S. cerevisiae) - CGNC Symbol 
10643 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1444,8
3)" 8999 false 1.35 7281

ENSGALP00000007391 CID 42 - 54
programmed cell death 5 - CGNC 
Symbol 3442 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1444,8
3)" 8999 7282

ENSGALP00000006939 CID 300 - 313 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1700
,92)" 414 7283

ENSGALP00000004159 CID 106 - 118
ribosomal protein L10a - CGNC Symbol 
51119 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1568,8
9)" 7237 true 0.8 7284

ENSGALP00000000615 CID 524 - 537 karyopherin subunit beta 1 - HGNC:6400 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1696,
04)" 2696 false 7285



ENSGALP00000042680 CID Feb-18

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1905
,92)" 1637 true 2.21 7286

ENSGALP00000014374 CID 299 - 310
malate dehydrogenase 1 - CGNC Symbol 
6725 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1421,7
2)" 2875 true 0.58 7287

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1550,
96)" 9553 true 1.85 7288

ENSGALP00000042680 CID Feb-18

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1909
,94)" 4051 true 2.21 7289

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2259,2
8)" 37637 7290



ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1787,8
3)" 1515 true 4.81 7291

ENSGALP00000008128 CID 448 - 457
nucleoporin 210kDa - CGNC Symbol 
3777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1151,7
2)" 2066 true 0.94 7292

ENSGALP00000042001 CID 175 - 189
GDP-D-glucose phosphorylase 1 - CGNC 
Symbol 64926 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1597,9
4)" 3314 7293

ENSGALP00000006366 CID 180 - 193
apoptosis-inducing factor mitochondrion-
associated 1 - CGNC Symbol 2941 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1739,
90)" 940 true 2.23 7294

ENSGALP00000019569 CID 131 - 140

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1155,7
2)" 6164 true 0.94 7295



ENSGALP00000019031 CID 393 - 407 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1754,0
0)" 4888 true 2.23 7296

ENSGALP00000042680 CID 239 - 254

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1818,9
0)" 245727 true 0.81 7297

ENSGALP00000023523 CID 241 - 256 actin beta-like 2 - CGNC Symbol 52851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1818,9
0)" 245727 true 0.81 7298

ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1818,9
0)" 245727 true 0.81 7299

ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - UP 
P18944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1198,6
9)" 1721 true 1.44 7300



ENSGALP00000027982 CID 231 - 239
stromal interaction molecule 1 - CGNC 
Symbol 13037 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1198,6
9)" 1721 false 1.44 7301

ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1221,7
2)" 9682 7302

ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1221,7
2)" 9682 7303

ENSGALP00000010888 CID 218 - 227

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1221,7
2)" 9682 7304

ENSGALP00000027989 CID 189 - 198

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1221,7
2)" 9682 7305



ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1221,7
2)" 9682 7306

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1221,7
2)" 9682 7307

ENSGALP00000021253 CID 148 - 158
BH3 interacting domain death agonist - 
CGNC Symbol 9863 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1259
,76)" 531 false 7308

ENSGALP00000021294 CID 596 - 611
NOP2/Sun RNA methyltransferase 
family member 2 - CGNC Symbol 9878 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1924,0
7)" 4398 7309

ENSGALP00000023635 CID 133 - 144 lamin B1 - CGNC Symbol 10893 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1431,7
6)" 610 false 7310



ENSGALP00000006372 CID 214 - 224

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1431,7
6)" 610 false 7311

ENSGALP00000005037 CID 580 - 595
TSR1 ribosome maturation factor - 
HGNC:25542 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1931,2
1)" 2017 false 7312

ENSGALP00000003737 CID 270 - 281 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1481,7
7)" 1422 true 0.62 7313

ENSGALP00000005971 CID 50 - 63 annexin A2 - CGNC Symbol 49740 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1584
,93)" 1398 false 7314

ENSGALP00000008338 CID 928 - 946
damage-specific DNA binding protein 1 
127kDa - CGNC Symbol 3871 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2236,2
5)" 7426 true 2.28 7315



ENSGALP00000021618 CID 43 - 57
lactate dehydrogenase B - CGNC Symbol 
10005 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1744
,93)" 489 false 7316

ENSGALP00000017958 CID 135 - 150
chromobox homolog 3 - CGNC Symbol 
8386 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1744
,93)" 489 false 7317

ENSGALP00000016711 CID 674 - 693
guanine monophosphate synthase - 
CGNC Symbol 7825 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2426,4
2)" 9209 true 1.04 7318

ENSGALP00000039504 CID Feb-16
v-rel avian reticuloendotheliosis viral 
oncogene homolog - CGNC Symbol 5934 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1790
,93)" 850 7319

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1880,1
2)" 19359 false 0.34 7320



ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1880,1
2)" 19359 7321

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1880,1
2)" 19359 7322

ENSGALP00000016629 CID Jun-27 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2405,3
3)" 10490 true 2.53 7323

ENSGALP00000015128 CID 343 - 370 lamin B receptor - CGNC Symbol 49736 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(3097
,50)" 322 7324

ENSGALP00000038313 CID 55 - 61

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-catalytic 
subunit - CGNC Symbol 7657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(897,48
)" 4053 true 0.65 7325



ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1995,
30)" 718158 true 5.36 7326

ENSGALP00000038313 CID 55 - 61

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-catalytic 
subunit - CGNC Symbol 7657 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(901,51
)" 2653 7327

ENSGALP00000017553 CID 216 - 224
basic leucine zipper and W2 domains 2 - 
CGNC Symbol 8215 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1100,6
5)" 5099 true 0.81 7328

ENSGALP00000017139 CID 249 - 261
3'-phosphoadenosine 5'-phosphosulfate 
synthase 1 - CGNC Symbol 8007 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1474
,82)" 1952 false 0.3 7329

ENSGALP00000028746 CID 92 - 103

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1474
,82)" 1952 true 0.55 7330



ENSGALP00000023295 CID 884 - 893
chromodomain helicase DNA binding 
protein 5 - HGNC:16816 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1104,6
7)" 3508 7331

ENSGALP00000017553 CID 216 - 224
basic leucine zipper and W2 domains 2 - 
CGNC Symbol 8215 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1104,6
7)" 3508 7332

ENSGALP00000028746 CID 92 - 103

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1482
,85)" 387 true 0.55 7333

ENSGALP00000017179 CID 47 - 61

thioredoxin domain containing 12 
(endoplasmic reticulum) - CGNC Symbol 
8025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1627,9
7)" 2867 true 0.42 7334

ENSGALP00000010845 CID Aug-23
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1939,0
3)" 1686 true 1.31 7335



ENSGALP00000021927 CID 405 - 421
IKAROS family zinc finger 3 (Aiolos) - 
CGNC Symbol 49403 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2121,
17)" 3540 false 7336

ENSGALP00000040011 CID 1-Dec
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1100,6
2)" 2900 7337

ENSGALP00000020258 CID 102 - 110

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1100,6
2)" 2900 7338

ENSGALP00000006939 CID 739 - 747 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1100,6
2)" 2900 true 0.58 7339

ENSGALP00000010845 CID Aug-23
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1943,0
6)" 2202 7340



ENSGALP00000016105 CID 43 - 50
echinoderm microtubule associated 
protein like 4 - CGNC Symbol 7532 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(860,5
4)" 2776 7341

ENSGALP00000006939 CID 739 - 747 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1104,6
4)" 1682 7342

ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1210,6
3)" 283465 true 0.48 7343

ENSGALP00000022293 CID 264 - 273 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1210,6
3)" 283465 true 0.48 7344

ENSGALP00000021294 CID 596 - 611
NOP2/Sun RNA methyltransferase 
family member 2 - CGNC Symbol 9878 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1920,0
4)" 1333 true 1.89 7345



ENSGALP00000007819 CID 18 - 27 peptidase D - CGNC Symbol 3636 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1127,
70)" 18816 true 0.54 7346

ENSGALP00000039691 CID 141 - 151
extracellular fatty acid-binding protein 
precursor - Refseq NP_990753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1249,6
6)" 4060 true 1.16 7347

ENSGALP00000033741 CID 74 - 84
EF-hand domain family member D1 - 
CGNC Symbol 52247 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1342,7
1)" 7464 true 0.84 7348

ENSGALP00000014374 CID 80 - 92
malate dehydrogenase 1 - CGNC Symbol 
6725 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1427
,81)" 1896 true 1.69 7349

ENSGALP00000013574 CID 447 - 458
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1324,
73)" 14626 true 0.68 7350



ENSGALP00000010754 CID 163 - 175
microtubule-associated protein RP/EB 
family member 1 - CGNC Symbol 50961 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1350,7
6)" 6270 false 1.09 7351

ENSGALP00000033741 CID 74 - 84
EF-hand domain family member D1 - 
CGNC Symbol 52247 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1350,7
6)" 6270 true 0.84 7352

ENSGALP00000014374 CID 80 - 92
malate dehydrogenase 1 - CGNC Symbol 
6725 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1431
,83)" 522 7353

ENSGALP00000008128 CID 1,278 - 1,289
nucleoporin 210kDa - CGNC Symbol 
3777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1431
,83)" 522 false 0.54 7354

ENSGALP00000005576 CID 153 - 165
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1396,7
7)" 14741 true 1.5 7355



ENSGALP00000019975 CID 182 - 194
DEAD (Asp-Glu-Ala-Asp) box helicase 17 - 
CGNC Symbol 9302 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1396,7
7)" 14741 true 1.5 7356

ENSGALP00000027317 CID 715 - 726

DIS3 homolog exosome 
endoribonuclease and 3'-5' 
exoribonuclease - CGNC Symbol 12709 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1544
,85)" 459 7357

ENSGALP00000032184 CID 124 - 139 annexin A1 - CGNC Symbol 11272 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1730
,95)" 1074 false 7358

ENSGALP00000035996 CID 92 - 115
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2540,3
5)" 4142 7359

ENSGALP00000038764 CID 384 - 396
far upstream element (FUSE) binding 
protein 3 - CGNC Symbol 2892 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1404,
85)" 9005 7360



ENSGALP00000011057 CID 832 - 844
A kinase (PRKA) anchor protein 13 - 
CGNC Symbol 49999 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1585,9
2)" 5346 true 1.49 7361

ENSGALP00000026487 CID 223 - 237
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1614,8
6)" 5867 true 0.51 7362

ENSGALP00000011717 CID 142 - 153
ribosomal protein large P0 - CGNC 
Symbol 49505 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1369,
80)" 5246 true 0.91 7363

ENSGALP00000026487 CID 223 - 237
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1618,8
9)" 3013 7364

ENSGALP00000010965 CID 148 - 162
regulation of nuclear pre-mRNA domain 
containing 1B - CGNC Symbol 50965 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1737,9
1)" 1085 7365



ENSGALP00000020445 CID 1,677 - 1,694
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2077
,03)" 2214 true 1.95 7366

ENSGALP00000011717 CID 142 - 153
ribosomal protein large P0 - CGNC 
Symbol 49505 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1377,
83)" 9498 true 0.91 7367

ENSGALP00000041690 CID 38 - 51
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1626,7
7)" 376552 true 0.96 7368

ENSGALP00000020445 CID 1,677 - 1,694
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2081
,05)" 5727 7369

ENSGALP00000024853 CID 127 - 149
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2384,3
2)" 5067 true 0.54 7370



ENSGALP00000003381 CID 277 - 293
aconitase 1 soluble - CGNC Symbol 
48955 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1880,9
9)" 2387 true 0.25 7371

ENSGALP00000024853 CID 127 - 149
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2388,3
5)" 2433 7372

ENSGALP00000020840 CID 265 - 284 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2512
,27)" 1020 false 7373

ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1366,7
7)" 3168 7374

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1963,
23)" 4659 7375



ENSGALP00000028961 CID 55 - 64
voltage-dependent anion channel 3 - 
CGNC Symbol 2745 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1168
,69)" 1877 false 7376

ENSGALP00000001014 CID 120 - 135
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1667,
99)" 981 true 0.89 7377

ENSGALP00000001014 CID 120 - 135
interferon-induced guanylate-binding 
protein 1-like - CGNC Symbol 51030 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1672,
02)" 873 7378

ENSGALP00000023165 CID 84 - 100

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1927,2
4)" 5008 false 7379

ENSGALP00000027519 CID 105 - 112

PDS5 regulator of cohesion maintenance 
homolog B (S. cerevisiae) - CGNC Symbol 
12819 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1074,6
0)" 1563 7380



ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1789
,86)" 2737 7381

ENSGALP00000023278 CID 109 - 132
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2699,4
3)" 2010 false 7382

ENSGALP00000006566 CID 33 - 48
serine/arginine-rich splicing factor 10 - 
CGNC Symbol 51061 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1945
,03)" 1357 true 1.32 7383

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1987,
24)" 130286 true 5.36 7384

ENSGALP00000000383 CID 594 - 611
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2118,2
5)" 2716 false 7385



ENSGALP00000023278 CID 109 - 132
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2715,4
6)" 6026 false 7386

ENSGALP00000008824 CID 127 - 135
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1134
,61)" 2027 7387

ENSGALP00000002828 CID 287 - 298
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1550,8
8)" 3835 true 0.31 7388

ENSGALP00000008128 CID 98 - 111
nucleoporin 210kDa - CGNC Symbol 
3777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1550,8
8)" 3835 7389

ENSGALP00000005184 CID 131 - 155
cytokine receptor-like factor 3 - CGNC 
Symbol 2384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2760,5
6)" 1605 false 7390



ENSGALP00000016182 CID 850 - 860
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1342
,79)" 708 false 7391

ENSGALP00000009665 CID 317 - 327
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1342
,79)" 708 true 1.2 7392

ENSGALP00000035996 CID 92 - 115
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2536,3
2)" 1397 true 2.48 7393

ENSGALP00000038935 CID 326 - 335
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1142,7
1)" 25298 true 0.75 7394

ENSGALP00000004521 CID 235 - 244
ribosomal L1 domain containing 1 - 
CGNC Symbol 2075 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1102,
66)" 2610 true 1.02 7395



ENSGALP00000038782 CID 312 - 320 nucleobindin 2 - CGNC Symbol 51883 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1147,6
6)" 566 true 0.37 7396

ENSGALP00000004521 CID 235 - 244
ribosomal L1 domain containing 1 - 
CGNC Symbol 2075 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1106,
69)" 3604 7397

ENSGALP00000038935 CID 326 - 335
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1146,7
3)" 18195 7398

ENSGALP00000027015 CID 566 - 574
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1146,7
3)" 18195 7399

ENSGALP00000034615 CID 151 - 170
Cytochrome c oxidase subunit 2 - UP 
P18944 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2168,3
2)" 2641 false 7400



ENSGALP00000015171 CID 36 - 44 Obg-like ATPase 1 - CGNC Symbol 7087 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1112,
64)" 1382 true 1.12 7401

ENSGALP00000021795 CID 561 - 571 DNA ligase 1 - HGNC:6598 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1281,6
4)" 13026 false 7402

ENSGALP00000025629 CID 576 - 592
RNA binding motif protein 12B - CGNC 
Symbol 51213 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1838,9
7)" 2535 false 7403

ENSGALP00000010214 CID 13 - 29

Gallus gallus macrophage migration 
inhibitory factor (glycosylation-inhibiting 
factor) (MIF) mRNA. - RefSeq mRNA 
NM_001305091 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1862
,09)" 3134 true 1.48 7404

ENSGALP00000018616 CID 84 - 96
leukotriene A4 hydrolase - CGNC Symbol 
8686 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1531,8
2)" 656 true 0.57 7405



ENSGALP00000017341 CID 436 - 444

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1161,
58)" 28769 7406

ENSGALP00000009665 CID 317 - 327
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1346
,82)" 423 7407

ENSGALP00000002822 CID 78 - 91
glyoxylate reductase 1 homolog - CGNC 
Symbol 52955 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1744,0
0)" 4317 false 7408

ENSGALP00000023274 CID Feb-19
non-SMC condensin I complex subunit 
D2 - CGNC Symbol 50724 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2044
,04)" 924 7409

ENSGALP00000018087 CID 160 - 178
vaccinia related kinase 1 - CGNC Symbol 
8440 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2400,3
1)" 1799 false 7410



ENSGALP00000013722 CID 624 - 631

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1079,5
4)" 1424 false 0.58 7411

ENSGALP00000010097 CID 649 - 657
MAP7 domain containing 3 - CGNC 
Symbol 4697 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1079,5
4)" 1424 false 0.88 7412

ENSGALP00000016196 CID 90 - 111
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2316
,22)" 351 true 1.66 7413

ENSGALP00000016196 CID 90 - 111
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2320
,24)" 583 7414

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(3295,5
4)" 6308 true 1.03 7415



ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(3295,5
4)" 6308 true 0.97 7416

ENSGALP00000040201 CID 103 - 110 stanniocalcin 2 - CGNC Symbol 2088 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1005
,62)" 990 false 7417

ENSGALP00000021907 CID 68 - 86

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member E - 
CGNC Symbol 52680 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2120,2
3)" 952 false 7418

ENSGALP00000017553 CID 370 - 380
basic leucine zipper and W2 domains 2 - 
CGNC Symbol 8215 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1215
,68)" 1800 false 1.21 7419

ENSGALP00000007493 CID 270 - 280
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1215
,68)" 1800 true 1.21 7420



ENSGALP00000025461 CID 369 - 379
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1215
,68)" 1800 false 1.21 7421

ENSGALP00000013574 CID 447 - 458
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1332,
78)" 9259 true 0.68 7422

ENSGALP00000018765 CID 24 - 35
ribosomal protein L14 - CGNC Symbol 
49056 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1382,7
9)" 2680 true 1.29 7423

ENSGALP00000008530 CID 69 - 83
eukaryotic translation initiation factor 3 
subunit F - CGNC Symbol 3965 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1709,9
7)" 24447 true 1.12 7424

ENSGALP00000041690 CID 38 - 51
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1646,7
9)" 28544 7425



ENSGALP00000043256 CID 244 - 258
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1679,8
7)" 3342 true 0.35 7426

ENSGALP00000008530 CID 69 - 83
eukaryotic translation initiation factor 3 
subunit F - CGNC Symbol 3965 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1714,0
0)" 27319 7427

ENSGALP00000041772 CID 182 - 198

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1788,
01)" 1137 false 7428

ENSGALP00000002828 CID 162 - 179
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2234
,20)" 952 true 1.56 7429

ENSGALP00000042274 CID 63 - 77
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1647,8
8)" 28063 7430



ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1647,8
8)" 28063 7431

ENSGALP00000022159 CID 221 - 240
CCR4-NOT transcription complex 
subunit 7 - CGNC Symbol 10229 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2169,1
7)" 2572 false 7432

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1663,8
7)" 4661 7433

ENSGALP00000042274 CID 63 - 77
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1663,8
7)" 4661 7434

ENSGALP00000005643 CID 99 - 109

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1401,
84)" 4507 false 7435



ENSGALP00000008505 CID 101 - 115
serum response factor binding protein 1 - 
CGNC Symbol 3957 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1672,0
8)" 17022 7436

ENSGALP00000008824 CID 76 - 91
non-POU domain containing octamer-
binding - CGNC Symbol 4102 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1891,9
6)" 3283 7437

ENSGALP00000042274 CID 263 - 276
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1668,
90)" 38765 7438

ENSGALP00000022436 CID 208 - 221 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1668,
90)" 38765 7439

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1668,
90)" 38765 7440



ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2243,0
9)" 48460 true 0.81 7441

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2243,0
9)" 48460 true 0.81 7442

ENSGALP00000020154 CID 144 - 153
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1188,7
0)" 4468 true 2.03 7443

P04264 CID 224 - 239
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2022,0
2)" 27598 true 0.18 7444

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2247,1
1)" 37386 7445



ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2247,1
1)" 37386 7446

ENSGALP00000020154 CID 144 - 153
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1192,7
2)" 10050 7447

ENSGALP00000023085 CID 248 - 257 actinin alpha 4 - CGNC Symbol 49612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1243,7
0)" 614 true 1.3 7448

ENSGALP00000015409 CID 273 - 282 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1243,7
0)" 614 true 1.3 7449

ENSGALP00000006240 CID 1,926 - 1,936
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1295,7
3)" 2231 true 2 7450



ENSGALP00000023085 CID 248 - 257 actinin alpha 4 - CGNC Symbol 49612 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1247,7
2)" 481 7451

ENSGALP00000015409 CID 273 - 282 actinin alpha 1 - CGNC Symbol 48956 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1247,7
2)" 481 7452

ENSGALP00000034108 CID 173 - 185
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1511
,98)" 505 true 0.5 7453

ENSGALP00000015002 CID Dec-29
ATPase H+ transporting lysosomal 
16kDa V0 subunit c - CGNC Symbol 7004 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1956,
10)" 783 true 0.52 7454

ENSGALP00000009037 CID 792 - 804 myosin IG - CGNC Symbol 51252 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1512,8
5)" 2095 false 0.76 7455



ENSGALP00000013267 CID 241 - 264
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2732,5
4)" 704 false 7456

ENSGALP00000043256 CID 244 - 258
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1683,8
9)" 1000 7457

ENSGALP00000021255 CID Feb-20
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2199
,20)" 1503 true 1.11 7458

ENSGALP00000013267 CID 241 - 264
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2736,5
0)" 1958 true 1.87 7459

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1659,8
5)" 2268 true 1.69 7460



ENSGALP00000042274 CID 63 - 77
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1659,8
5)" 2268 true 1.69 7461

ENSGALP00000021255 CID Feb-20
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2203
,22)" 1671 true 1.11 7462

ENSGALP00000013267 CID 241 - 264
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2748,5
7)" 4045 true 1.87 7463

ENSGALP00000027015 CID 782 - 789
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(918,5
7)" 5738 false 0.84 7464

ENSGALP00000042552 CID 359 - 366
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(918,5
7)" 5738 true 0.84 7465



ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1791,8
6)" 111722 7466

ENSGALP00000000189 CID 13 - 23
small nuclear ribonucleoprotein 
polypeptide E - CGNC Symbol 49689 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1357,
81)" 14878 true 0.79 7467

ENSGALP00000019224 CID 879 - 889

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1169,
71)" 4051 true 0.45 7468

ENSGALP00000023099 CID 840 - 849
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1227,7
3)" 11057 7469

ENSGALP00000011124 CID 445 - 464 cathepsin A - CGNC Symbol 5190 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2162,0
8)" 3243 true 0.89 7470



ENSGALP00000006240 CID 1,249 - 1,258
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1301,6
8)" 12327 true 0.64 7471

ENSGALP00000011124 CID 445 - 464 cathepsin A - CGNC Symbol 5190 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2166,1
1)" 2902 7472

ENSGALP00000013574 CID 118 - 128
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1196,
68)" 3399 false 0.93 7473

ENSGALP00000020463 CID 352 - 362
minichromosome maintenance complex 
component 5 - CGNC Symbol 9524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1196,
68)" 3399 7474

P04264 CID 224 - 239
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2026,0
5)" 3010 7475



ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2259,0
9)" 5687 true 1.49 7476

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2259,0
9)" 5687 true 1.49 7477

ENSGALP00000008505 CID 380 - 385
serum response factor binding protein 1 - 
CGNC Symbol 3957 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(764,45
)" 2576 false 7478

ENSGALP00000001803 CID 149 - 154
debranching RNA lariats 1 - CGNC 
Symbol 809 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(764,45
)" 2576 7479

ENSGALP00000006046 CID 23 - 33
actin related protein 2/3 complex 
subunit 3 - CGNC Symbol 2797 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1224,
75)" 19256 true 1.1 7480



ENSGALP00000008828 CID 385 - 394
dihydropyrimidine dehydrogenase - 
CGNC Symbol 4104 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1293,6
7)" 883 false 7481

ENSGALP00000011843 CID 309 - 321
catenin (cadherin-associated protein) 
delta 1 - CGNC Symbol 53492 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1413,9
0)" 2568 false 7482

ENSGALP00000018410 CID 593 - 605
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1593,9
5)" 2056 false 7483

ENSGALP00000016629 CID Jun-27 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2389,3
1)" 2357 false 7484

ENSGALP00000010633 CID 70 - 78
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1145,7
1)" 7137 true 0.99 7485



ENSGALP00000013963 CID 494 - 503
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1145,7
1)" 7137 false 7486

ENSGALP00000016629 CID Jun-27 peroxiredoxin 1 - CGNC Symbol 7794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2393,2
6)" 1355 true 4.54 7487

ENSGALP00000002695 CID 442 - 463

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2393
,27)" 1086 true 1.51 7488

ENSGALP00000010633 CID 70 - 78
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1153,7
6)" 5310 true 0.99 7489

ENSGALP00000002252 CID 241 - 251
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1398,
89)" 49018 true 2.17 7490



ENSGALP00000011770 CID 684 - 694
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1432,6
7)" 2434 false 7491

ENSGALP00000016536 CID 625 - 635
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1432,6
7)" 2434 false 7492

ENSGALP00000002828 CID 845 - 857
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1500
,86)" 1312 true 0.78 7493

ENSGALP00000002828 CID 845 - 857
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1508
,91)" 1024 true 0.78 7494

ENSGALP00000017139 CID 554 - 561
3'-phosphoadenosine 5'-phosphosulfate 
synthase 1 - CGNC Symbol 8007 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(976,60
)" 1914 7495



ENSGALP00000005145 CID 817 - 826
ATPase H+ transporting lysosomal V0 
subunit a1 - CGNC Symbol 2365 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1266,7
0)" 3227 true 0.24 7496

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1498,
87)" 4424 7497

ENSGALP00000005468 CID 279 - 292

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC Symbol 
49552 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1498,
87)" 4424 false 7498

ENSGALP00000009314 CID 117 - 128 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1545,8
0)" 2497 7499

ENSGALP00000009263 CID May-17
trans-2 3-enoyl-CoA reductase - CGNC 
Symbol 52206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1677
,89)" 460 false 7500



ENSGALP00000016196 CID 258 - 272
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1677
,89)" 460 7501

ENSGALP00000008279 CID 26 - 41
mitochondrial carrier 2 - CGNC Symbol 
3845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1766,0
2)" 3581 true 1.35 7502

ENSGALP00000019569 CID 131 - 140

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1147,6
7)" 4482 true 0.94 7503

ENSGALP00000003035 CID 65 - 84
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2196,3
3)" 4489 false 7504

ENSGALP00000000615 CID 48 - 60 karyopherin subunit beta 1 - HGNC:6400 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1473,8
3)" 8572 true 0.45 7505



ENSGALP00000012815 CID 73 - 89
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1789,
01)" 2395 7506

ENSGALP00000027391 CID 242 - 250
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1040,6
4)" 2022 false 7507

ENSGALP00000039757 CID 17 - 32
hypoxia up-regulated 1 - CGNC Symbol 
53307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1817,
20)" 930 false 7508

ENSGALP00000034108 CID 92 - 114
pyruvate kinase muscle - CGNC Symbol 
1412 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2559,3
7)" 2747 true 0.64 7509

ENSGALP00000009007 CID 97 - 106
ADP-ribosylation factor 4 - CGNC Symbol 
55483 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1159,7
1)" 2755 false 7510



ENSGALP00000009605 CID 19 - 39
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2412,
26)" 344 false 7511

ENSGALP00000010510 CID 424 - 447
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2802,3
5)" 5707 true 0.72 7512

ENSGALP00000041444 CID 238 - 247
saccharopine dehydrogenase (putative) - 
CGNC Symbol 8083 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1273,6
6)" 12340 true 1 7513

ENSGALP00000010510 CID 424 - 447
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2806,3
7)" 3479 7514

ENSGALP00000041444 CID 238 - 247
saccharopine dehydrogenase (putative) - 
CGNC Symbol 8083 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1281,7
4)" 5040 true 1 7515



ENSGALP00000004871 CID 154 - 161
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1033,
63)" 1582 true 1.34 7516

ENSGALP00000003130 CID 89 - 98

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1113,6
5)" 30244 false 0.44 7517

ENSGALP00000019402 CID 648 - 661
catenin (cadherin-associated protein) 
beta 1 88kDa - CGNC Symbol 49578 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1509,8
1)" 1778 false 7518

ENSGALP00000030998 CID 178 - 185
Hsap of 16: glutathione S-transferase 
alpha 1 - HGNC:4626 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1035,
63)" 11738 false 7519

ENSGALP00000008505 CID 65 - 73
serum response factor binding protein 1 - 
CGNC Symbol 3957 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1117,6
8)" 12325 7520



ENSGALP00000002862 CID 649 - 660
arginyl-tRNA synthetase - CGNC Symbol 
1305 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1407,8
8)" 12654 true 1.06 7521

ENSGALP00000023099 CID 840 - 849
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1223,7
1)" 2863 true 2.91 7522

ENSGALP00000006046 CID 23 - 33
actin related protein 2/3 complex 
subunit 3 - CGNC Symbol 2797 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1228,
79)" 19840 7523

ENSGALP00000020852 CID 81 - 93
signal sequence receptor alpha - CGNC 
Symbol 9701 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1409,8
2)" 3329 false 7524

ENSGALP00000011770 CID 456 - 470
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1791
,97)" 543 true 1.25 7525



ENSGALP00000022436 CID 326 - 335 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1257,6
3)" 117911 true 0.46 7526

ENSGALP00000042274 CID 381 - 390
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1257,6
3)" 117911 true 0.46 7527

ENSGALP00000013964 CID 381 - 390
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1257,6
3)" 117911 true 0.46 7528

ENSGALP00000011770 CID 456 - 470
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1796
,00)" 679 7529

ENSGALP00000025130 CID 125 - 135 ribosomal protein S23 - HGNC:10410 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1254,
84)" 4843 true 0.9 7530



ENSGALP00000000615 CID 48 - 60 karyopherin subunit beta 1 - HGNC:6400 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1477,8
6)" 2871 7531

ENSGALP00000013964 CID 104 - 122
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2143,1
5)" 35323 true 7.28 7532

ENSGALP00000042274 CID 104 - 122
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2143,1
5)" 35323 true 7.28 7533

ENSGALP00000022436 CID 49 - 67 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2143,1
5)" 35323 false 7.28* 7534

ENSGALP00000022436 CID 49 - 67 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2151,2
0)" 274535 false 7.28* 7535



ENSGALP00000013964 CID 104 - 122
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2151,2
0)" 274535 true 7.28 7536

ENSGALP00000042274 CID 104 - 122
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2151,2
0)" 274535 true 7.28 7537

ENSGALP00000015623 CID 1,567 - 1,576
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1262,
73)" 11437 7538

ENSGALP00000017462 CID 2-Oct
high mobility group box 2 - CGNC 
Symbol 8169 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1066,6
1)" 1435 false 7539

ENSGALP00000014308 CID 289 - 299
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1299,
79)" 81845 false 7540



ENSGALP00000024989 CID 113 - 121
janus kinase and microtubule interacting 
protein 1 - CGNC Symbol 11579 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1029
,62)" 358 7541

ENSGALP00000035593 CID 42 - 62 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2254,
17)" 16480 true 2.4 7542

ENSGALP00000004515 CID 135 - 142
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1131,7
0)" 928 7543

ENSGALP00000019569 CID 141 - 151

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1331,
79)" 6256 true 0.8 7544

ENSGALP00000035593 CID 42 - 62 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2258,
19)" 44589 7545



ENSGALP00000012869 CID 346 - 364
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2035,1
4)" 1489 true 1.09 7546

ENSGALP00000012869 CID 346 - 364
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(2043,2
0)" 1623 true 1.09 7547

ENSGALP00000038904 CID 63 - 83
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2185,2
8)" 7765 true 1.86 7548

ENSGALP00000005367 CID 171 - 179

aminoacyl tRNA synthetase complex-
interacting multifunctional protein 2 - 
CGNC Symbol 54930 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1150,
72)" 2255 false 7549

ENSGALP00000008056 CID 415 - 427
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1558,9
3)" 5815 true 0.24 7550



ENSGALP00000036056 CID 311 - 320
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1250,6
7)" 2465 true 0.44 7551

ENSGALP00000005505 CID 154 - 167
RAB8B member RAS oncogene family - 
CGNC Symbol 2544 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1611,8
5)" 1921 true 0.91 7552

ENSGALP00000036056 CID 311 - 320
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1254,6
9)" 1570 7553

ENSGALP00000015687 CID 84 - 98
collagen type I alpha 2 - CGNC Symbol 
49716 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1501,7
3)" 2755 false 7554

ENSGALP00000005505 CID 154 - 167
RAB8B member RAS oncogene family - 
CGNC Symbol 2544 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1615,8
7)" 3095 7555



ENSGALP00000007476 CID 1-Oct
SET nuclear oncogene - CGNC Symbol 
3483 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1045
,63)" 1388 false 0.58 7556

ENSGALP00000016337 CID 2,152 - 2,159

LPS-responsive vesicle trafficking beach 
and anchor containing - CGNC Symbol 
7650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1045
,63)" 1388 7557

ENSGALP00000020101 CID 2-Sep
Na+/H+ exchanger domain containing 2 - 
CGNC Symbol 9361 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1066
,54)" 749 false 7558

ENSGALP00000001201 CID 83 - 97
mitogen-activated protein kinase 14 - 
CGNC Symbol 13975 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1708,9
7)" 1767 true 0.66 7559

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1775,8
7)" 694053 7560



ENSGALP00000041690 CID 38 - 51
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1642,7
7)" 6786 true 1.35 7561

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1787,8
4)" 17040 true 4.81 7562

ENSGALP00000024559 CID 339 - 349

protein-L-isoaspartate (D-aspartate) O-
methyltransferase domain containing 1 - 
CGNC Symbol 11349 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1303
,78)" 1033 false 7563

ENSGALP00000021708 CID 58 - 70
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1422,
92)" 12086 true 1.37 7564

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1807,8
5)" 95838 7565



ENSGALP00000013870 CID 270 - 285

X-prolyl aminopeptidase 
(aminopeptidase P) 1 soluble - CGNC 
Symbol 6466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1639
,93)" 1959 false 7566

ENSGALP00000012481 CID 122 - 140
ribosomal protein L4 - CGNC Symbol 
5828 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2001,
14)" 8127 false 7567

ENSGALP00000034108 CID 230 - 245
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1886
,95)" 1804 true 2.14 7568

P04259 CID 208 - 222
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1919,0
1)" 17858 true 1.65 7569

B4E1T1 CID 178 - 192

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1919,0
1)" 17858 true 1.65 7570



ENSGALP00000038979 CID 1,501 - 1,519
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2130,1
9)" 2339 true 0.98 7571

ENSGALP00000038979 CID 1,501 - 1,519
spectrin alpha non-erythrocytic 1 - CGNC 
Symbol 3498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2138,2
3)" 2289 true 0.98 7572

ENSGALP00000026130 CID 300 - 312
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1474,8
0)" 5885 false 0.3 7573

ENSGALP00000000615 CID 473 - 491 karyopherin subunit beta 1 - HGNC:6400 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2151,1
8)" 20677 true 1.46 7574

ENSGALP00000004327 CID 2,587 - 2,604 fatty acid synthase - CGNC Symbol 1983 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2155,2
0)" 31017 false 1.46 7575



ENSGALP00000000615 CID 473 - 491 karyopherin subunit beta 1 - HGNC:6400 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2155,2
0)" 31017 7576

ENSGALP00000038904 CID 63 - 83
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2177,2
2)" 3885 true 1.86 7577

ENSGALP00000023395 CID 304 - 329
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2967,6
6)" 827 false 7578

ENSGALP00000015817 CID 442 - 450

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1115,6
1)" 1092 false 7579

ENSGALP00000035339 CID 263 - 278

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(1950
,00)" 1204 false 7580



ENSGALP00000041974 CID 166 - 184
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2206,1
5)" 1357 7581

ENSGALP00000027015 CID 566 - 574
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1142,7
2)" 3579 false 8.86 7582

ENSGALP00000002695 CID 134 - 149

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1652,9
3)" 2876 true 1.5 7583

ENSGALP00000000509 CID 638 - 646

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1231,7
0)" 1380 true 0.29 7584

ENSGALP00000008056 CID 415 - 427
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1562,9
5)" 1202 7585



ENSGALP00000038993 CID 910 - 922 EPH receptor B3 - CGNC Symbol 49688 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1562,9
5)" 1202 7586

ENSGALP00000007490 CID 84 - 100 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2094
,04)" 1796 true 1.02 7587

ENSGALP00000015978 CID 882 - 900
aquarius intron-binding spliceosomal 
factor - CGNC Symbol 7473 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2276,2
2)" 2965 7588

ENSGALP00000009312 CID 65 - 79 importin 7 - CGNC Symbol 4333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1761,0
0)" 1971 true 0.77 7589

ENSGALP00000013029 CID 1,243 - 1,256
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1765,
94)" 4939 7590



ENSGALP00000007490 CID 84 - 100 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2098
,07)" 1447 7591

ENSGALP00000009312 CID 65 - 79 importin 7 - CGNC Symbol 4333 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1765,0
2)" 1514 7592

ENSGALP00000023214 CID 233 - 244
DEAH (Asp-Glu-Ala-His) box helicase 15 - 
CGNC Symbol 10712 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1330,7
9)" 3367 true 0.9 7593

ENSGALP00000026277 CID 254 - 264
phosphate cytidylyltransferase 1 choline 
beta - CGNC Symbol 12206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1381,7
8)" 23537 false 0.83 7594

ENSGALP00000009286 CID 451 - 468
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2028,0
7)" 1974 true 0.95 7595



ENSGALP00000020346 CID 54 - 72
FK506 binding protein 3 - CGNC Symbol 
9468 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2297,
30)" 2534 false 7596

ENSGALP00000023214 CID 233 - 244
DEAH (Asp-Glu-Ala-His) box helicase 15 - 
CGNC Symbol 10712 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1338,8
5)" 1880 true 0.9 7597

ENSGALP00000023926 CID 105 - 124
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2424
,11)" 3122 true 1.56 7598

ENSGALP00000023926 CID 105 - 124
Hsap of 4: myosin light chain 12B - 
HGNC:29827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2428
,12)" 7864 7599

ENSGALP00000020666 CID 143 - 148
DEK proto-oncogene - CGNC Symbol 
9623 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(881,5
3)" 1773 7600



ENSGALP00000003012 CID 130 - 155
malate dehydrogenase 2 - CGNC Symbol 
1378 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3013,5
2)" 974 true 0.7 7601

ENSGALP00000018689 CID 356 - 363 septin 11 - CGNC Symbol 8720 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1110,5
9)" 13335 false 4.33 7602

ENSGALP00000041532 CID 58 - 70
adenine phosphoribosyltransferase - 
CGNC Symbol 65844 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1505,8
2)" 10352 true 0.62 7603

ENSGALP00000024116 CID 770 - 783
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1517,9
0)" 9217 true 0.78 7604

ENSGALP00000040638 CID 585 - 610 no description available 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3013,8
1)" 8856 false 7605



ENSGALP00000025130 CID 81 - 107 ribosomal protein S23 - HGNC:10410 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(3028
,48)" 691 7606

ENSGALP00000026044 CID 341 - 356
argonaute RISC catalytic component 2 - 
CGNC Symbol 64972 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1898,0
0)" 2997 true 1.27 7607

ENSGALP00000026044 CID 341 - 356
argonaute RISC catalytic component 2 - 
CGNC Symbol 64972 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1902,0
2)" 2108 7608

ENSGALP00000009286 CID 451 - 468
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2032,0
9)" 1495 7609

ENSGALP00000001474 CID 305 - 322

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC Symbol 
667 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2177
,05)" 879 false 7610



ENSGALP00000016196 CID Feb-13
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr8

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
8/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr8/"MS/MS_(1333,8
0)" 1518 true 1.59 7611

ENSGALP00000018294 CID 436 - 451
tryptophanyl-tRNA synthetase - CGNC 
Symbol 8529 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1859,0
7)" 3475 true 0.75 7612

ENSGALP00000011689 CID 260 - 268
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1137,
74)" 2667 true 0.43 7613

ENSGALP00000003130 CID 161 - 170

smu-1 suppressor of mec-8 and unc-52 
homolog (C. elegans) - CGNC Symbol 
1430 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1137,
74)" 2667 false 7614

ENSGALP00000018294 CID 436 - 451
tryptophanyl-tRNA synthetase - CGNC 
Symbol 8529 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1863,0
9)" 2604 7615



ENSGALP00000015657 CID 216 - 238 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2606
,26)" 908 true 2.48 7616

ENSGALP00000042680 CID 216 - 238

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2606
,26)" 908 true 2.48 7617

ENSGALP00000011689 CID 260 - 268
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1145,
80)" 1154 true 0.43 7618

ENSGALP00000002038 CID 23 - 42

guanine nucleotide binding protein (G 
protein) beta polypeptide 1 - CGNC 
Symbol 50984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2149,1
8)" 4520 false 7619

ENSGALP00000018410 CID 1,003 - 1,013
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1164,
68)" 2275 true 1.53 7620



ENSGALP00000013267 CID 143 - 156
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1726,8
4)" 2277 true 0.89 7621

ENSGALP00000003737 CID 163 - 179 enolase 1 (alpha) - CGNC Symbol 49607 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1980,0
4)" 849 true 1.31 7622

ENSGALP00000013267 CID 143 - 156
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1730,8
7)" 2035 7623

ENSGALP00000017954 CID 126 - 143

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2284
,21)" 1649 false 7624

ENSGALP00000025130 CID 125 - 135 ribosomal protein S23 - HGNC:10410 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1246,
78)" 1903 true 0.9 7625



ENSGALP00000025005 CID 282 - 300
RAD23 homolog B (S. cerevisiae) - CGNC 
Symbol 11587 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2158,
28)" 3089 true 2.42 7626

ENSGALP00000002695 CID 473 - 493

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2353,2
6)" 10996 7627

ENSGALP00000025005 CID 282 - 300
RAD23 homolog B (S. cerevisiae) - CGNC 
Symbol 11587 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2162,
30)" 7933 7628

ENSGALP00000043475 CID 216 - 239
nucleolar protein 9 - CGNC Symbol 
55846 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2708,4
0)" 955 7629

ENSGALP00000019569 CID 141 - 151

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1335,
83)" 2171 true 1.53 7630



ENSGALP00000000734 CID 44 - 64
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2352,1
5)" 7416 7631

ENSGALP00000015409 CID 139 - 147 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1202,6
4)" 5118 true 1.13 7632

ENSGALP00000023085 CID 114 - 122 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1202,6
4)" 5118 true 1.13 7633

ENSGALP00000036002 CID 126 - 136
RAB10 member RAS oncogene family - 
CGNC Symbol 12382 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1289,7
5)" 1464 true 1.28 7634

ENSGALP00000019569 CID 141 - 151

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1339,
83)" 3323 true 1.53 7635



ENSGALP00000038155 CID 45 - 65
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2410,1
6)" 1887 7636

ENSGALP00000020445 CID 883 - 903
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2521
,26)" 391 7637

ENSGALP00000019967 CID 342 - 364
alcohol dehydrogenase 5 (class III) chi 
polypeptide - CGNC Symbol 9300 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2824,5
8)" 3663 false 7638

ENSGALP00000036002 CID 126 - 136
RAB10 member RAS oncogene family - 
CGNC Symbol 12382 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1293,7
8)" 1873 7639

ENSGALP00000041673 CID 31 - 43 Surfeit locus protein 4 - UP Q800K9 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1564,8
5)" 1408 true 0.74 7640



ENSGALP00000017386 CID 278 - 287
adenylosuccinate synthase - CGNC 
Symbol 53408 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1287,6
9)" 991 true 2.11 7641

ENSGALP00000013500 CID 121 - 132
family with sequence similarity 185 
member A - CGNC Symbol 50577 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1372,
86)" 12437 7642

ENSGALP00000013500 CID 121 - 132
family with sequence similarity 185 
member A - CGNC Symbol 50577 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1380,
91)" 19268 true 1.55 7643

ENSGALP00000022436 CID 326 - 335 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1261,6
6)" 35152 7644

ENSGALP00000042274 CID 381 - 390
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1261,6
6)" 35152 7645



ENSGALP00000013964 CID 381 - 390
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1261,6
6)" 35152 7646

ENSGALP00000015000 CID 863 - 875
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1409,
82)" 24577 7647

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1771,8
4)" 155083 true 4.35 7648

ENSGALP00000013964 CID 381 - 390
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1277,6
5)" 6096 7649

ENSGALP00000042274 CID 381 - 390
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1277,6
5)" 6096 7650



ENSGALP00000022436 CID 326 - 335 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1277,6
5)" 6096 7651

ENSGALP00000024116 CID 770 - 783
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1521,9
3)" 6655 7652

ENSGALP00000008356 CID 49 - 65
NEDD8 activating enzyme E1 subunit 1 - 
CGNC Symbol 50078 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1800,0
1)" 1828 true 1.39 7653

ENSGALP00000003646 CID 319 - 330
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1371,8
4)" 5953 7654

ENSGALP00000002442 CID 95 - 108
chromosome 17 open reading frame 62 - 
HGNC:28672 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1539,8
6)" 12472 7655



ENSGALP00000008356 CID 49 - 65
NEDD8 activating enzyme E1 subunit 1 - 
CGNC Symbol 50078 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1804,0
3)" 3363 7656

ENSGALP00000006240 CID 2,538 - 2,551
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1566,8
6)" 7753 false 7657

ENSGALP00000013722 CID 601 - 612

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1397,8
2)" 5333 7658

ENSGALP00000002862 CID 649 - 660
arginyl-tRNA synthetase - CGNC Symbol 
1305 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1399,8
3)" 12447 true 1.06 7659

ENSGALP00000007763 CID 55 - 66
ribosomal protein S24 - CGNC Symbol 
3616 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1426,7
8)" 3841 false 0.55 7660



ENSGALP00000018179 CID 472 - 478
SEC31 homolog A (S. cerevisiae) - CGNC 
Symbol 8479 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(949,55
)" 4309 false 7661

ENSGALP00000019224 CID 589 - 596

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(949,55
)" 4309 false 7662

ENSGALP00000040484 CID 52 - 63
ribosomal protein S28 - CGNC Symbol 
54861 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1388,7
6)" 11040 false 0.51 7663

ENSGALP00000012376 CID 666 - 677

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1388,7
6)" 11040 true 0.51 7664

ENSGALP00000014097 CID 95 - 111
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2173,2
5)" 1210 false 7665



ENSGALP00000040484 CID 52 - 63
ribosomal protein S28 - CGNC Symbol 
54861 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1392,7
5)" 5219 7666

ENSGALP00000043342 CID 201 - 214
insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 51304 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1537,
98)" 4585 false 7667

ENSGALP00000002695 CID 473 - 493

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2349,2
4)" 3314 true 1.76 7668

ENSGALP00000011961 CID Feb-26
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2831,6
0)" 1899 false 7669

ENSGALP00000039050 CID 823 - 844
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2465,4
1)" 1602 7670



ENSGALP00000032688 CID 90 - 103
protein phosphatase 4 regulatory 
subunit 2 - CGNC Symbol 5906 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1594,
91)" 5620 7671

ENSGALP00000043342 CID 201 - 214
insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 51304 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1553,
96)" 726 false 7672

ENSGALP00000006240 CID 1,338 - 1,352
collagen type VI alpha 3 - CGNC Symbol 
2875 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1714,9
7)" 2024 false 7673

ENSGALP00000001201 CID 125 - 139
mitogen-activated protein kinase 14 - 
CGNC Symbol 13975 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1902,0
5)" 4987 true 0.79 7674

ENSGALP00000015657 CID 216 - 238 actin beta - CGNC Symbol 49855 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2614
,29)" 1845 false 7675



ENSGALP00000042680 CID 216 - 238

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 161128_VP007_OFFGEL_FASP_DiM_invers_Fr1.2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1.2/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr1.2/"MS/MS_(2614
,29)" 1845 false 7676

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1743,8
5)" 12745 7677

ENSGALP00000032274 CID 297 - 310
minichromosome maintenance complex 
component 6 - CGNC Symbol 9378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1652,
92)" 5251 7678

ENSGALP00000009314 CID 51 - 66 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1910,0
2)" 1748 true 1.43 7679

ENSGALP00000040101 CID 584 - 600 myosin IXB - CGNC Symbol 2718 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2090,1
5)" 3651 true 1.22 7680



ENSGALP00000003012 CID 26 - 44
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1849,
15)" 7534 true 1.07 7681

ENSGALP00000009314 CID 51 - 66 septin 2 - CGNC Symbol 4335 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1914,0
5)" 2499 7682

ENSGALP00000040189 CID 63 - 81
enoyl CoA hydratase short chain 1 
mitochondrial - CGNC Symbol 56301 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2212,1
6)" 1853 true 1.51 7683

ENSGALP00000009037 CID 609 - 621 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1543,8
9)" 3158 7684

ENSGALP00000023288 CID 503 - 517
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1708,
99)" 2803 true 2.17 7685



ENSGALP00000025278 CID 140 - 164
prostaglandin reductase 1 - CGNC 
Symbol 11711 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2463,
50)" 309 false 7686

ENSGALP00000013574 CID 146 - 159
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1613,8
5)" 13804 true 1.19 7687

ENSGALP00000009665 CID 883 - 898
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1796,
89)" 1805 7688

ENSGALP00000035339 CID 356 - 374

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2020,0
8)" 4933 7689

ENSGALP00000010888 CID 218 - 227

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1217,7
0)" 122263 true 0.13 7690



ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1217,7
0)" 122263 true 0.13 7691

ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1217,7
0)" 122263 true 0.13 7692

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1217,7
0)" 122263 true 0.13 7693

ENSGALP00000027989 CID 189 - 198

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1217,7
0)" 122263 true 0.13 7694

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1217,7
0)" 122263 true 0.13 7695



ENSGALP00000007837 CID 253 - 269
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1830,
04)" 4479 true 1.55 7696

ENSGALP00000036304 CID 1-Sep
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1097,6
4)" 7602 false 0.18 7697

ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1233,7
0)" 43737 true 0.15 7698

ENSGALP00000010888 CID 218 - 227

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1233,7
0)" 43737 true 0.15 7699

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1233,7
0)" 43737 true 0.15 7700



ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1233,7
0)" 43737 true 0.15 7701

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1233,7
0)" 43737 true 0.15 7702

ENSGALP00000027989 CID 189 - 198

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1233,7
0)" 43737 true 0.15 7703

ENSGALP00000007837 CID 253 - 269
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1834,
07)" 8279 7704

ENSGALP00000016416 CID 244 - 255
ERI1 exoribonuclease family member 3 - 
CGNC Symbol 7679 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1413,8
2)" 2253 7705



ENSGALP00000009037 CID 571 - 583 myosin IG - CGNC Symbol 51252 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1413,8
2)" 2253 true 0.96 7706

ENSGALP00000038835 CID 769 - 781 mutS homolog 6 - CGNC Symbol 6804 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1413,8
2)" 2253 false 0.74 7707

ENSGALP00000006043 CID 459 - 476
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2081,
10)" 1011 7708

ENSGALP00000009037 CID 571 - 583 myosin IG - CGNC Symbol 51252 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1421,8
9)" 2162 true 0.96 7709

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1759,8
4)" 15836 7710



ENSGALP00000007493 CID 354 - 361
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(990,62
)" 1277 true 0.47 7711

ENSGALP00000027238 CID 487 - 498 importin 5 - CGNC Symbol 50851 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1443,8
8)" 2855 false 7712

ENSGALP00000003646 CID 319 - 330
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1367,8
3)" 2988 true 1.47 7713

ENSGALP00000019469 CID 103 - 120
ribosomal protein SA - CGNC Symbol 
49202 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2113,
13)" 6276 7714

ENSGALP00000005199 CID 306 - 318
Hsap of 1: proline rich coiled-coil 2C - 
HGNC:24903 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1627,8
6)" 2009 7715



ENSGALP00000027015 CID 594 - 599
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(751,4
5)" 2229 false 7716

ENSGALP00000039758 CID 28 - 33
SAM and SH3 domain containing 3 - 
CGNC Symbol 2900 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(751,4
5)" 2229 false 7717

ENSGALP00000016182 CID 162 - 170
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1099,6
1)" 2879 7718

ENSGALP00000002373 CID 175 - 189
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1678,9
2)" 3765 false 7719

ENSGALP00000008338 CID 514 - 526
damage-specific DNA binding protein 1 
127kDa - CGNC Symbol 3871 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1695,9
7)" 6162 7720



ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1803,8
4)" 1528 true 2.79 7721

ENSGALP00000018410 CID 1,520 - 1,535
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1803,8
4)" 1528 7722

ENSGALP00000025475 CID 193 - 203

synaptotagmin binding cytoplasmic RNA 
interacting protein - CGNC Symbol 
51548 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1288,6
8)" 3985 true 0.8 7723

ENSGALP00000040101 CID 584 - 600 myosin IXB - CGNC Symbol 2718 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2082,1
0)" 2558 true 1.22 7724

ENSGALP00000042371 CID 97 - 119 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(2335,
53)" 872 false 7725



ENSGALP00000010387 CID 284 - 298
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1869,9
6)" 22309 true 0.84 7726

ENSGALP00000016196 CID 502 - 516
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1646,9
4)" 2278 7727

ENSGALP00000010387 CID 284 - 298
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1878,0
1)" 16993 true 0.84 7728

ENSGALP00000012086 CID 55 - 80
glutamic-oxaloacetic transaminase 1 
soluble - CGNC Symbol 5645 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2964,6
3)" 2360 true 1.16 7729

ENSGALP00000038925 CID 395 - 408
lectin mannose binding 1 - CGNC Symbol 
2024 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1647,
88)" 763 true 1.22 7730



ENSGALP00000012086 CID 55 - 80
glutamic-oxaloacetic transaminase 1 
soluble - CGNC Symbol 5645 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2972,6
9)" 2736 true 1.16 7731

ENSGALP00000015176 CID 455 - 469
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1746,9
7)" 4395 true 0.8 7732

ENSGALP00000018750 CID 98 - 108
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1276,
77)" 1410 false 7733

ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1552,8
9)" 10884 true 0.43 7734

ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1556,9
1)" 10463 7735



ENSGALP00000038209 CID 244 - 253
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1161,
74)" 4849 true 0.66 7736

ENSGALP00000012376 CID 40 - 57

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2295,1
0)" 4141 true 1.15 7737

ENSGALP00000004327 CID 1,616 - 1,624 fatty acid synthase - CGNC Symbol 1983 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1040,6
4)" 1984 false 7738

ENSGALP00000031018 CID 47 - 56

cytochrome c oxidase subunit VIIa 
polypeptide 2 (liver) - CGNC Symbol 
11867 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1122,6
0)" 3301 true 1.31 7739

ENSGALP00000038209 CID 244 - 253
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1169,
80)" 3206 true 0.66 7740



ENSGALP00000010376 CID 497 - 506
Rac/Cdc42 guanine nucleotide exchange 
factor (GEF) 6 - CGNC Symbol 4852 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1130,7
1)" 5382 false 7741

ENSGALP00000010210 CID 67 - 93
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2937,5
8)" 905 false 7742

ENSGALP00000008056 CID 36 - 43
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(946,57
)" 23743 true 0.72 7743

ENSGALP00000024116 CID 687 - 694
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(946,57
)" 23743 false 0.72 7744

ENSGALP00000015000 CID 340 - 346
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(946,57
)" 23743 false 7745



ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1237,7
2)" 4076 7746

ENSGALP00000027989 CID 189 - 198

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
gamma - CGNC Symbol 53200 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1237,7
2)" 4076 7747

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1237,7
2)" 4076 7748

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1237,7
2)" 4076 7749

ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1237,7
2)" 4076 7750



ENSGALP00000010888 CID 218 - 227

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein eta 
- CGNC Symbol 50393 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1237,7
2)" 4076 7751

ENSGALP00000011666 CID 2-Oct
kinesin family member 5B - CGNC 
Symbol 5451 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1073,5
4)" 8410 false 7752

ENSGALP00000007280 CID 537 - 546
NPL4 homolog ubiquitin recognition 
factor - CGNC Symbol 3388 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1330,7
5)" 1255 false 7753

ENSGALP00000022400 CID 17 - 29

Gallus gallus ABRA C-terminal like 
(ABRACL) mRNA. - RefSeq mRNA 
NM_001302176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1404,
83)" 795 true 1.63 7754

ENSGALP00000026633 CID 200 - 220

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2105,2
4)" 4323 true 1.01 7755



ENSGALP00000026633 CID 200 - 220

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2109,2
6)" 4359 7756

ENSGALP00000022386 CID 43 - 56
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1653,8
2)" 1311 7757

ENSGALP00000000734 CID 44 - 57
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1653,8
2)" 1311 7758

ENSGALP00000038155 CID 45 - 58
Hsap of 1: serine and arginine rich 
splicing factor 7 - HGNC:10789 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1653,8
2)" 1311 7759

ENSGALP00000018424 CID 407 - 422 desmin - CGNC Symbol 49543 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1860,
98)" 2407 false 7760



ENSGALP00000003898 CID 20 - 43 matrin 3 - CGNC Symbol 1772 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2373,3
2)" 3659 7761

ENSGALP00000023085 CID 114 - 122 actinin alpha 4 - CGNC Symbol 49612 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1206,6
6)" 4729 7762

ENSGALP00000015409 CID 139 - 147 actinin alpha 1 - CGNC Symbol 48956 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1206,6
6)" 4729 7763

ENSGALP00000006946 CID 151 - 165

minichromosome maintenance complex 
component 3 associated protein - CGNC 
Symbol 3212 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1610,0
3)" 3800 7764

ENSGALP00000013722 CID 68 - 73

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(824,5
1)" 4053 false 0.84 7765



ENSGALP00000005468 CID 51 - 56

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC Symbol 
49552 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(824,5
1)" 4053 true 0.84 7766

ENSGALP00000016536 CID 304 - 316
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1538,8
3)" 9507 7767

ENSGALP00000004013 CID 1,919 - 1,932 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1538,8
3)" 9507 false 7768

ENSGALP00000021301 CID 284 - 302

aldo-keto reductase family 1 member 
B10 (aldose reductase) - CGNC Symbol 
50690 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2354,2
5)" 1594 false 7769

ENSGALP00000040985 CID 276 - 294

aldo-keto reductase family 1 member B1-
like (aldose reductase) - CGNC Symbol 
50692 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2354,2
5)" 1594 false 7770



ENSGALP00000016536 CID 582 - 593
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1403,7
9)" 11207 true 0.32 7771

ENSGALP00000041423 CID 70 - 79
glutathione peroxidase 1 - CGNC Symbol 
65881 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1156,
68)" 4780 true 1.1 7772

ENSGALP00000041423 CID 70 - 79
glutathione peroxidase 1 - CGNC Symbol 
65881 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1160,
71)" 11589 7773

ENSGALP00000020439 CID 241 - 260
eukaryotic translation initiation factor 3 
subunit D - CGNC Symbol 56714 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2198,1
1)" 4985 true 1.23 7774

ENSGALP00000020840 CID 1,754 - 1,763 desmoplakin - CGNC Symbol 9696 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1206,
72)" 1550 true 1.24 7775



ENSGALP00000020439 CID 241 - 260
eukaryotic translation initiation factor 3 
subunit D - CGNC Symbol 56714 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2202,1
3)" 6110 7776

ENSGALP00000006043 CID 504 - 514
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1257,
84)" 2322 7777

ENSGALP00000009037 CID 571 - 589 myosin IG - CGNC Symbol 51252 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2229,2
9)" 8260 false 7778

ENSGALP00000023866 CID 838 - 857

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2271,2
3)" 3922 7779

ENSGALP00000015246 CID 172 - 185 peroxiredoxin 3 - CGNC Symbol 7123 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1504,8
5)" 2963 7780



ENSGALP00000005662 CID 238 - 257
karyopherin alpha 2 (RAG cohort 1 
importin alpha 1) - CGNC Symbol 50505 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2269,3
4)" 14161 true 0.49 7781

ENSGALP00000026392 CID 123 - 145
ribosomal protein S7 - CGNC Symbol 
51562 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2587,5
2)" 13161 false 7782

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1801,8
6)" 2637 true 7.77 7783

ENSGALP00000023446 CID 25 - 41 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1882,0
2)" 17386 true 1.15 7784

ENSGALP00000005662 CID 238 - 257
karyopherin alpha 2 (RAG cohort 1 
importin alpha 1) - CGNC Symbol 50505 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2277,3
9)" 5751 true 0.49 7785



ENSGALP00000023446 CID 25 - 41 prohibitin 2 - CGNC Symbol 10814 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1886,0
4)" 21185 7786

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1805,8
9)" 25079 7787

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1821,8
8)" 3697 7788

ENSGALP00000026123 CID 425 - 436
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1347,7
9)" 8944 true 0.65 7789

ENSGALP00000023288 CID 168 - 176
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1077,5
7)" 91097 7790



ENSGALP00000006018 CID 232 - 240
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1077,5
7)" 91097 true 0.29 7791

ENSGALP00000026123 CID 425 - 436
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1355,8
4)" 5817 true 0.65 7792

ENSGALP00000025606 CID 396 - 423
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(3073,5
1)" 10264 true 1.61 7793

ENSGALP00000001441 CID Feb-15
mitogen-activated protein kinase 
associated protein 1 - CGNC Symbol 646 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1635,9
3)" 4225 7794

ENSGALP00000022252 CID 346 - 362 sorting nexin 9 - CGNC Symbol 10266 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2105,1
0)" 3140 false 7795



ENSGALP00000008056 CID 36 - 43
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(950,60
)" 3252 7796

ENSGALP00000005132 CID 157 - 167
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1303,
81)" 91808 7797

ENSGALP00000001332 CID 139 - 145
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(967,56
)" 18569 true 0.57 7798

ENSGALP00000001332 CID 139 - 145
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(971,59
)" 10211 7799

ENSGALP00000009420 CID 339 - 350
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1300,
86)" 2525 true 1.52 7800



ENSGALP00000009420 CID 339 - 350
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr10

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
10/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr10/"MS/MS_(1308,
91)" 3828 true 1.52 7801

ENSGALP00000010376 CID 241 - 259
Rac/Cdc42 guanine nucleotide exchange 
factor (GEF) 6 - CGNC Symbol 4852 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2392,3
2)" 3947 true 0.97 7802

ENSGALP00000010800 CID 98 - 105
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1037,5
8)" 33533 true 0.45 7803

ENSGALP00000011232 CID 202 - 210
phosphofructokinase platelet - CGNC 
Symbol 53359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1079,5
9)" 12957 true 0.5 7804

ENSGALP00000025606 CID 396 - 423
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(3057,4
8)" 2802 7805



ENSGALP00000009341 CID 265 - 273
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1083,6
1)" 2834 false 0.91 7806

ENSGALP00000011232 CID 202 - 210
phosphofructokinase platelet - CGNC 
Symbol 53359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1083,6
1)" 2834 7807

ENSGALP00000023214 CID 418 - 430
DEAH (Asp-Glu-Ala-His) box helicase 15 - 
CGNC Symbol 10712 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1493,
00)" 9293 false 7808

ENSGALP00000025606 CID 396 - 423
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(3065,4
6)" 5539 true 1.61 7809

ENSGALP00000014097 CID 44 - 52
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1159,6
5)" 6472 false 7810



ENSGALP00000021055 CID 460 - 473 dynamin 1-like - CGNC Symbol 9791 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1669,9
6)" 3762 7811

ENSGALP00000014308 CID 304 - 316
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1512,8
5)" 9474 true 0.59 7812

ENSGALP00000016196 CID 282 - 293
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1512,8
5)" 9474 false 7813

ENSGALP00000031725 CID 75 - 86

Gallus gallus SH3 domain binding 
glutamic acid-rich protein like 
(SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1508,6
9)" 6320 true 1.03 7814

ENSGALP00000014308 CID 304 - 316
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1520,9
0)" 3807 true 0.59 7815



ENSGALP00000031725 CID 75 - 86

Gallus gallus SH3 domain binding 
glutamic acid-rich protein like 
(SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1512,7
3)" 2983 7816

ENSGALP00000009314 CID 233 - 249 septin 2 - CGNC Symbol 4335 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1897,0
6)" 12562 true 5.79 7817

ENSGALP00000019468 CID 98 - 119 aconitase 2 - CGNC Symbol 9059 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2402,2
5)" 1185 false 7818

ENSGALP00000000236 CID 209 - 216
antigen peptide transporter 2 - Refseq 
NP_001092827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(938,5
6)" 4109 false 7819

ENSGALP00000027015 CID 782 - 789
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(946,59
)" 7949 false 7820



ENSGALP00000022449 CID 249 - 255
protein tyrosine phosphatase non-
receptor type 2 - CGNC Symbol 10374 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(946,59
)" 7949 false 7821

ENSGALP00000026858 CID 753 - 760
minichromosome maintenance complex 
component 3 - CGNC Symbol 12496 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(946,59
)" 7949 false 7822

ENSGALP00000016196 CID 264 - 272
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1080,
66)" 6115 false 0.92 7823

ENSGALP00000004327 CID 2,128 - 2,140 fatty acid synthase - CGNC Symbol 1983 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1419,8
3)" 4361 true 0.93 7824

ENSGALP00000004327 CID 2,128 - 2,140 fatty acid synthase - CGNC Symbol 1983 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1423,8
6)" 4045 7825



ENSGALP00000018616 CID 427 - 434
leukotriene A4 hydrolase - CGNC Symbol 
8686 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1124,
60)" 4046 false 7826

ENSGALP00000020169 CID 338 - 347
phosphorylase glycogen liver - CGNC 
Symbol 49139 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1124,
60)" 4046 false 0.86 7827

ENSGALP00000027015 CID 1,085 - 1,094
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1266,
75)" 4425 7828

ENSGALP00000022400 CID 39 - 51

Gallus gallus ABRA C-terminal like 
(ABRACL) mRNA. - RefSeq mRNA 
NM_001302176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1499,8
8)" 14494 false 7829

ENSGALP00000043356 CID 18 - 37
Hsap of 1: dynactin subunit 2 - 
HGNC:2712 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2426,4
1)" 2367 false 7830



ENSGALP00000006018 CID 232 - 240
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1073,5
4)" 185908 true 0.92 7831

ENSGALP00000023288 CID 168 - 176
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1073,5
4)" 185908 true 0.49 7832

ENSGALP00000015171 CID 341 - 349 Obg-like ATPase 1 - CGNC Symbol 7087 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1073,5
4)" 185908 false 37.66 7833

ENSGALP00000007299 CID 104 - 122 CD74 molecule - CGNC Symbol 3398 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2095,1
0)" 10264 true 0.42 7834

ENSGALP00000043331 CID 459 - 467
topoisomerase (DNA) I - CGNC Symbol 
2691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1103,7
0)" 2972 true 1.88 7835



ENSGALP00000000639 CID 381 - 390 lamin B2 - CGNC Symbol 49708 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1103,7
0)" 2972 false 1.88 7836

ENSGALP00000011770 CID 235 - 261
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3098,8
3)" 1358 false 7837

ENSGALP00000024078 CID 222 - 233
WD repeat domain 1 - CGNC Symbol 
11108 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1204,6
5)" 15510 false 0.81 7838

ENSGALP00000035593 CID 32 - 41 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1320,
81)" 566333 7839

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1637,8
2)" 15047 true 0.96 7840



ENSGALP00000014912 CID Dec-22
S100 calcium binding protein A11 - 
CGNC Symbol 6970 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1363,7
5)" 45001 true 0.26 7841

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1641,8
5)" 14489 7842

ENSGALP00000016182 CID 298 - 310
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1641,8
5)" 14489 7843

ENSGALP00000039270 CID 507 - 519
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1656,9
4)" 2503 true 0.73 7844

ENSGALP00000012878 CID 351 - 358
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(935,54
)" 15931 false 0.48 7845



ENSGALP00000039270 CID 507 - 519
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1664,9
9)" 1836 true 0.73 7846

ENSGALP00000023396 CID 33 - 52
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2212,0
8)" 7108 true 1.66 7847

ENSGALP00000002828 CID 299 - 307
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1127,6
1)" 9304 true 0.74 7848

ENSGALP00000024710 CID 81 - 93
ribosomal protein L24 - CGNC Symbol 
50756 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1331,7
6)" 7845 true 1.83 7849

ENSGALP00000023396 CID 33 - 52
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2216,1
1)" 12329 7850



ENSGALP00000024710 CID 81 - 93
ribosomal protein L24 - CGNC Symbol 
50756 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1347,7
7)" 4351 true 1.37 7851

ENSGALP00000024710 CID 81 - 93
ribosomal protein L24 - CGNC Symbol 
50756 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1355,8
0)" 8448 true 1.37 7852

ENSGALP00000039758 CID 265 - 289
SAM and SH3 domain containing 3 - 
CGNC Symbol 2900 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3039,6
9)" 1139 false 7853

ENSGALP00000015735 CID 64 - 73
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1146,6
4)" 1151 true 0.64 7854

ENSGALP00000012878 CID 76 - 86
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1229,7
4)" 32520 true 0.21 7855



ENSGALP00000043018 CID 176 - 185

arsA arsenite transporter ATP-binding 
homolog 1 (bacterial) - CGNC Symbol 
63380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1233,7
5)" 4537 7856

ENSGALP00000000468 CID 304 - 316

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1466,8
7)" 7800 true 1.51 7857

ENSGALP00000008171 CID 1,426 - 1,436
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1367,7
7)" 10300 false 7858

ENSGALP00000014912 CID Dec-22
S100 calcium binding protein A11 - 
CGNC Symbol 6970 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1367,7
7)" 10300 7859

ENSGALP00000000468 CID 304 - 316

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1470,9
0)" 11743 7860



ENSGALP00000022913 CID 260 - 270
ATPase class V type 10D - CGNC Symbol 
10579 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1269,7
7)" 6415 false 0.82 7861

ENSGALP00000019832 CID 199 - 209
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1437,8
1)" 6988 true 1.33 7862

ENSGALP00000006778 CID 464 - 476
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1495,8
0)" 25189 true 1 7863

ENSGALP00000020445 CID 1,220 - 1,234
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1730,9
3)" 1472 true 0.85 7864

ENSGALP00000003089 CID 616 - 638
valosin containing protein - CGNC 
Symbol 53073 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2546,
48)" 458 true 1.34 7865



ENSGALP00000019832 CID 199 - 209
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(1441,8
4)" 9300 7866

ENSGALP00000006778 CID 464 - 476
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1499,8
2)" 24294 7867

ENSGALP00000019629 CID 197 - 208
proteasome subunit alpha 3 - CGNC 
Symbol 9125 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1499,8
2)" 24294 false 7868

ENSGALP00000003342 CID 284 - 304
adaptor-related protein complex 2 beta 
1 subunit - CGNC Symbol 1528 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2293,3
2)" 4003 true 1.39 7869

ENSGALP00000011700 CID 272 - 284
nucleotide binding protein 1 - CGNC 
Symbol 5471 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1552,9
0)" 3319 false 7870



ENSGALP00000003342 CID 284 - 304
adaptor-related protein complex 2 beta 
1 subunit - CGNC Symbol 1528 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2297,3
5)" 5567 7871

ENSGALP00000022871 CID 306 - 325
tubulin tyrosine ligase like 12 - CGNC 
Symbol 10561 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2505,2
9)" 1043 false 7872

ENSGALP00000041758 CID 409 - 422

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1594,9
3)" 40681 true 0.32 7873

ENSGALP00000007043 CID 88 - 107
SAR1 homolog A (S. cerevisiae) - CGNC 
Symbol 52032 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(2306,2
0)" 3800 7874

ENSGALP00000010942 CID 147 - 152
ribosomal protein S15a - CGNC Symbol 
5109 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(771,44
)" 6008 true 0.52 7875



ENSGALP00000042988 CID 171 - 181 proteasome subunit beta 2 - HGNC:9539 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1309,
75)" 19534 true 0.97 7876

ENSGALP00000008128 CID 967 - 981
nucleoporin 210kDa - CGNC Symbol 
3777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1770,9
5)" 12531 true 0.53 7877

ENSGALP00000016120 CID 152 - 163
Ras-related protein Rap-1b-like protein - 
CGNC Symbol 50604 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1522,8
2)" 10828 true 0.66 7878

ENSGALP00000040638 CID 868 - 883 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1807,9
8)" 4005 7879

ENSGALP00000012472 CID 462 - 483 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2595,4
5)" 3412 true 2.9 7880



ENSGALP00000016120 CID 152 - 163
Ras-related protein Rap-1b-like protein - 
CGNC Symbol 50604 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1526,8
5)" 6688 7881

ENSGALP00000025005 CID 15 - 27
RAD23 homolog B (S. cerevisiae) - CGNC 
Symbol 11587 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1526,8
5)" 6688 false 3.06 7882

ENSGALP00000012472 CID 462 - 483 nucleolin - CGNC Symbol 5823 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2607,5
2)" 15498 true 2.9 7883

ENSGALP00000036720 CID 4,075 - 4,085
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1285,7
6)" 6117 true 0.69 7884

ENSGALP00000013724 CID 280 - 286
adaptor related protein complex 2 mu 1 
subunit - CGNC Symbol 6392 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(901,55
)" 2350 false 0.79 7885



ENSGALP00000012938 CID 120 - 137
apoptosis inhibitor 5 - CGNC Symbol 
16313 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1935,0
7)" 3204 7886

ENSGALP00000016363 CID 133 - 147
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1617,
94)" 12915 7887

ENSGALP00000002482 CID 261 - 268 copine I - CGNC Symbol 50925 161127_VP007_OFFGEL_FASP_DiM_invers_Fr4

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
4/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr4/"MS/MS_(859,52
)" 20804 true 0.78 7888

ENSGALP00000038935 CID 192 - 203
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1599,8
8)" 21545 true 0.73 7889

ENSGALP00000009487 CID 399 - 413 ribophorin I - CGNC Symbol 4413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1800,
03)" 2777 true 2.85 7890



ENSGALP00000038935 CID 192 - 203
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1611,9
6)" 15761 true 0.73 7891

ENSGALP00000009487 CID 399 - 413 ribophorin I - CGNC Symbol 4413 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1808,
11)" 9094 true 2.85 7892

ENSGALP00000004866 CID 38 - 52
nudix hydrolase 21 - CGNC Symbol 
66135 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1810,
02)" 5267 false 7893

ENSGALP00000027391 CID 543 - 562
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2154,1
8)" 2001 false 7894

ENSGALP00000039796 CID 147 - 157

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1259,7
1)" 18386 true 0.47 7895



ENSGALP00000038935 CID 179 - 191
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1583,7
6)" 3473 true 1.2 7896

ENSGALP00000010405 CID 275 - 288
transferrin (ovotransferrin) - CGNC 
Symbol 49715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1727,8
7)" 221640 7897

ENSGALP00000007299 CID 104 - 122 CD74 molecule - CGNC Symbol 3398 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2103,1
7)" 1489 true 0.88 7898

ENSGALP00000003423 CID 771 - 792
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2320,
26)" 3764 7899

ENSGALP00000041109 CID 214 - 235
Hsap of 1: capping actin protein gelsolin 
like - HGNC:1474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2409,
37)" 2496 7900



ENSGALP00000014260 CID Apr-26
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2603,
42)" 2826 7901

ENSGALP00000007236 CID 59 - 67
calcyclin binding protein - CGNC Symbol 
3365 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(967,56
)" 2400 false 0.96 7902

ENSGALP00000024167 CID 378 - 391 transportin 1 - CGNC Symbol 11160 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1534,8
1)" 4700 true 0.26 7903

ENSGALP00000006939 CID 734 - 747 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1716,9
6)" 8692 false 1.26 7904

ENSGALP00000009933 CID 30 - 45

heterogeneous nuclear 
ribonucleoprotein A0 - CGNC Symbol 
4621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1716,9
6)" 8692 true 1.26 7905



ENSGALP00000009121 CID 230 - 255
glycyl-tRNA synthetase - CGNC Symbol 
4244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2829,
52)" 3052 false 7906

ENSGALP00000006939 CID 734 - 747 annexin A6 - CGNC Symbol 49340 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1720,9
9)" 10953 7907

ENSGALP00000009933 CID 30 - 45

heterogeneous nuclear 
ribonucleoprotein A0 - CGNC Symbol 
4621 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1720,9
9)" 10953 7908

ENSGALP00000009341 CID 72 - 86
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1752,9
6)" 6371 true 0.59 7909

ENSGALP00000015623 CID 373 - 395
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2655,3
3)" 1207 7910



ENSGALP00000002008 CID 321 - 335 c-src tyrosine kinase - CGNC Symbol 902 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1734,0
2)" 3491 true 1.19 7911

ENSGALP00000042837 CID 16 - 31

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1816,9
6)" 4146 7912

ENSGALP00000002008 CID 321 - 335 c-src tyrosine kinase - CGNC Symbol 902 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1742,0
7)" 4164 true 1.19 7913

ENSGALP00000000236 CID 543 - 559
antigen peptide transporter 2 - Refseq 
NP_001092827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1828,0
3)" 21362 true 0.39 7914

ENSGALP00000000236 CID 543 - 559
antigen peptide transporter 2 - Refseq 
NP_001092827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1832,0
6)" 7647 7915



ENSGALP00000033554 CID 20 - 41 no description available 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2396,2
9)" 1298 7916

ENSGALP00000023866 CID 535 - 542

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1054,
63)" 21834 7917

ENSGALP00000038576 CID 133 - 140
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1054,
63)" 21834 true 1.5 7918

ENSGALP00000019031 CID 315 - 326 albumin - CGNC Symbol 14106 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1554,8
8)" 2014 false 7919

ENSGALP00000004641 CID 1,886 - 1,898
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1554,8
8)" 2014 true 0.57 7920



ENSGALP00000022400 CID Jan-16

Gallus gallus ABRA C-terminal like 
(ABRACL) mRNA. - RefSeq mRNA 
NM_001302176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2009,0
4)" 8273 7921

ENSGALP00000007265 CID 42 - 60
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2260,3
8)" 35338 false 7922

ENSGALP00000031272 CID 41 - 59
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2260,3
8)" 35338 false 7923

ENSGALP00000041873 CID 114 - 124
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1213,7
5)" 24853 true 0.76 7924

ENSGALP00000013870 CID 2-Nov

X-prolyl aminopeptidase 
(aminopeptidase P) 1 soluble - CGNC 
Symbol 6466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1213,7
5)" 24853 false 1.3 7925



ENSGALP00000004641 CID 1,311 - 1,320
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1250,
73)" 1942 true 1.45 7926

ENSGALP00000009037 CID 737 - 746 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1217,7
8)" 17953 7927

ENSGALP00000041873 CID 114 - 124
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1217,7
8)" 17953 7928

ENSGALP00000013870 CID 2-Nov

X-prolyl aminopeptidase 
(aminopeptidase P) 1 soluble - CGNC 
Symbol 6466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1217,7
8)" 17953 7929

ENSGALP00000039265 CID 1-Oct
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1330,
77)" 5935 7930



ENSGALP00000008128 CID 967 - 981
nucleoporin 210kDa - CGNC Symbol 
3777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1774,9
8)" 6151 7931

ENSGALP00000036304 CID 499 - 523
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(2720,5
0)" 2017 false 7932

ENSGALP00000020349 CID 541 - 551
pre-mRNA processing factor 39 - 
HGNC:20314 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1290,7
7)" 6604 false 7933

ENSGALP00000038912 CID 128 - 139 alpha-D-globin - CGNC Symbol 50309 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1290,7
7)" 6604 true 1.13 7934

ENSGALP00000025299 CID 55 - 77
C-terminal binding protein 1 - CGNC 
Symbol 11723 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2680,4
9)" 4181 false 7935



ENSGALP00000021034 CID 340 - 349
minichromosome maintenance complex 
component 4 - CGNC Symbol 9780 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1308,8
3)" 77176 false 7936

ENSGALP00000010800 CID 45 - 55
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1308,8
3)" 77176 true 0.89 7937

ENSGALP00000026345 CID Aug-19
acid phosphatase 1 soluble - CGNC 
Symbol 12245 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1469,
80)" 5338 7938

ENSGALP00000031272 CID 111 - 121
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1495,
88)" 41069 true 1.89 7939

ENSGALP00000007265 CID 112 - 122
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1495,
88)" 41069 true 1.89 7940



ENSGALP00000031272 CID 111 - 121
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1503,
92)" 90301 true 1.89 7941

ENSGALP00000007265 CID 112 - 122
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1503,
92)" 90301 true 1.89 7942

ENSGALP00000023917 CID 147 - 173
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2647,4
3)" 819 false 7943

ENSGALP00000004048 CID 1,117 - 1,130 kinectin 1 - CGNC Symbol 9206 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1534,8
1)" 13496 false 7944

ENSGALP00000016536 CID 304 - 316
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1534,8
1)" 13496 true 0.92 7945



ENSGALP00000016583 CID 108 - 121
progesterone receptor membrane 
component 2 - CGNC Symbol 7765 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1558,7
7)" 6689 true 1.52 7946

ENSGALP00000016583 CID 108 - 121
progesterone receptor membrane 
component 2 - CGNC Symbol 7765 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1562,8
0)" 10146 7947

ENSGALP00000008578 CID 725 - 737
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1562,8
0)" 10146 false 0.77 7948

ENSGALP00000041758 CID 409 - 422

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1598,9
6)" 11600 7949

ENSGALP00000016363 CID 260 - 270
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1319,7
8)" 4589 7950



ENSGALP00000005662 CID 300 - 314
karyopherin alpha 2 (RAG cohort 1 
importin alpha 1) - CGNC Symbol 50505 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1652,9
5)" 5451 false 7951

ENSGALP00000008498 CID 175 - 186 transketolase - CGNC Symbol 3953 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1416,7
8)" 3601 true 0.84 7952

ENSGALP00000038179 CID 18 - 26
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 161127_VP007_OFFGEL_FASP_DiM_invers_Fr2

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
2/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr2/"MS/MS_(1212,6
7)" 104274 7953

ENSGALP00000012878 CID 107 - 123
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1839,9
8)" 21497 true 0.51 7954

ENSGALP00000020830 CID 204 - 223

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2305,2
7)" 3113 false 7955



ENSGALP00000024698 CID 13 - 29
PEST proteolytic signal containing 
nuclear protein - CGNC Symbol 11416 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1844,0
0)" 10361 false 0.41 7956

ENSGALP00000012201 CID 77 - 97
RAB22A member RAS oncogene family - 
CGNC Symbol 5700 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2353,3
6)" 1580 false 7957

ENSGALP00000004013 CID 442 - 454 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1359,7
9)" 7189 7958

ENSGALP00000002525 CID 310 - 318 septin 9 - CGNC Symbol 50494 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1092,
67)" 1820 true 1.98 7959

ENSGALP00000019031 CID 475 - 490 albumin - CGNC Symbol 14106 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1985,9
2)" 4093 false 7960



ENSGALP00000023396 CID 113 - 134
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2385,3
4)" 8506 false 7.20* 7961

ENSGALP00000002235 CID 15 - 27 stathmin 1 - CGNC Symbol 49630 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1390,8
0)" 395025 7962

ENSGALP00000014308 CID 243 - 254
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1406,8
1)" 5652 true 1.05 7963

ENSGALP00000027015 CID 684 - 702
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2125,1
0)" 3362 true 0.66 7964

ENSGALP00000006284 CID 265 - 285

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2139,0
5)" 20643 7965



ENSGALP00000018742 CID 153 - 170
creatine kinase brain - CGNC Symbol 
49719 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1856,0
7)" 3528 false 7966

ENSGALP00000025606 CID 267 - 290
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2595,5
3)" 5536 false 7967

ENSGALP00000003089 CID 296 - 313
valosin containing protein - CGNC 
Symbol 53073 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2031,2
1)" 60610 false 7968

ENSGALP00000025606 CID 267 - 290
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2599,4
8)" 11222 true 1.29 7969

ENSGALP00000008128 CID Aug-25
nucleoporin 210kDa - CGNC Symbol 
3777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2039,1
0)" 24128 true 0.67 7970



ENSGALP00000008128 CID Aug-25
nucleoporin 210kDa - CGNC Symbol 
3777 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2043,1
2)" 16224 7971

ENSGALP00000009605 CID 267 - 278
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1403,
76)" 6083 true 1.46 7972

ENSGALP00000013053 CID 117 - 137

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2654,3
3)" 2979 false 7973

ENSGALP00000006511 CID 231 - 244
serine/threonine kinase 4 - CGNC 
Symbol 50938 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1629,
89)" 5184 true 1.35 7974

ENSGALP00000012878 CID 107 - 123
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1844,0
0)" 113907 7975



ENSGALP00000001655 CID 107 - 114

proteasome (prosome macropain) 
subunit beta type 7 - CGNC Symbol 
49143 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1110,6
0)" 27658 false 7976

ENSGALP00000003646 CID 88 - 100
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1493,7
9)" 3424 true 0.36 7977

ENSGALP00000014105 CID 86 - 94

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1153,6
3)" 13322 7978

ENSGALP00000035815 CID 29 - 37

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1153,6
3)" 13322 7979

ENSGALP00000006939 CID 486 - 501 annexin A6 - CGNC Symbol 49340 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1699,9
1)" 4838 true 2.19 7980



ENSGALP00000002154 CID 47 - 61
Hsap of 4: ubiquitin conjugating enzyme 
E2 L5 pseudogene - HGNC:13477 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1874,0
5)" 12285 true 1.27 7981

ENSGALP00000002154 CID 47 - 61
Hsap of 4: ubiquitin conjugating enzyme 
E2 L5 pseudogene - HGNC:13477 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1886,1
2)" 15663 true 1.27 7982

ENSGALP00000024559 CID 183 - 200

protein-L-isoaspartate (D-aspartate) O-
methyltransferase domain containing 1 - 
CGNC Symbol 11349 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1995,
16)" 5878 7983

ENSGALP00000017202 CID 146 - 156
pyrophosphatase (inorganic) 2 - CGNC 
Symbol 8036 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1261,7
5)" 89035 false 0.59 7984

ENSGALP00000003012 CID 165 - 175
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1261,7
5)" 89035 true 0.59 7985



ENSGALP00000014374 CID 108 - 118
malate dehydrogenase 1 - CGNC Symbol 
6725 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1261,7
5)" 89035 false 1.67 7986

ENSGALP00000039954 CID 235 - 244 Hsap of 1: formin like 1 - HGNC:1212 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1270,7
7)" 4273 7987

ENSGALP00000033584 CID 19 - 27
ras homolog family member A - CGNC 
Symbol 49322 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1144,
73)" 1573 true 0.84 7988

ENSGALP00000026544 CID 19 - 27
ras homolog family member B - CGNC 
Symbol 49447 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1144,
73)" 1573 true 0.84 7989

ENSGALP00000040189 CID 169 - 189
enoyl CoA hydratase short chain 1 
mitochondrial - CGNC Symbol 56301 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2139,1
5)" 4686 true 3.33 7990



ENSGALP00000040189 CID 169 - 189
enoyl CoA hydratase short chain 1 
mitochondrial - CGNC Symbol 56301 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2143,1
8)" 16843 7991

ENSGALP00000002235 CID 15 - 27 stathmin 1 - CGNC Symbol 49630 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1386,7
8)" 18592 true 4.16 7992

ENSGALP00000003431 CID 264 - 272

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1231,
73)" 20289 7993

ENSGALP00000016536 CID 391 - 405
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1767,9
4)" 1940 false 7994

ENSGALP00000041772 CID 84 - 97

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1524,7
8)" 6202 true 0.69 7995



ENSGALP00000023274 CID 72 - 91
non-SMC condensin I complex subunit 
D2 - CGNC Symbol 50724 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2211,2
4)" 4261 false 7996

ENSGALP00000019468 CID 726 - 741 aconitase 2 - CGNC Symbol 9059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1710,
07)" 5388 true 2.3 7997

ENSGALP00000006284 CID 265 - 285

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2135,0
2)" 11822 true 1.55 7998

ENSGALP00000019468 CID 726 - 741 aconitase 2 - CGNC Symbol 9059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1722,
14)" 12392 true 2.3 7999

ENSGALP00000017157 CID 587 - 605
oxysterol binding protein like 9 - CGNC 
Symbol 8015 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2143,1
6)" 1940 false 8000



ENSGALP00000006366 CID 137 - 155
apoptosis-inducing factor mitochondrion-
associated 1 - CGNC Symbol 2941 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2181,2
4)" 4112 true 0.88 8001

ENSGALP00000007780 CID 129 - 152
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2351,3
6)" 1793 8002

ENSGALP00000018454 CID 265 - 285 tubulin alpha 4b - CGNC Symbol 65790 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2437,2
3)" 12587 true 1.86 8003

ENSGALP00000037524 CID 254 - 274 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2437,2
3)" 12587 true 1.86 8004

ENSGALP00000016978 CID 244 - 264
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2437,2
3)" 12587 true 1.86 8005



ENSGALP00000037524 CID 254 - 274 tubulin alpha 4a - CGNC Symbol 65758 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2441,2
6)" 30466 8006

ENSGALP00000018454 CID 265 - 285 tubulin alpha 4b - CGNC Symbol 65790 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2441,2
6)" 30466 8007

ENSGALP00000016978 CID 244 - 264
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2441,2
6)" 30466 8008

ENSGALP00000006366 CID 137 - 155
apoptosis-inducing factor mitochondrion-
associated 1 - CGNC Symbol 2941 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2189,2
9)" 8932 false 8009

ENSGALP00000035973 CID 386 - 405

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(2284,3
6)" 3119 false 8010



ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1946,9
9)" 9222 true 1.41 8011

ENSGALP00000002366 CID 367 - 385
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2059,
27)" 2351 true 0.78 8012

ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1951,0
1)" 13002 8013

ENSGALP00000002366 CID 367 - 385
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2063,
30)" 1826 8014

ENSGALP00000007780 CID 251 - 261
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1301,7
6)" 4621 false 8015



ENSGALP00000035686 CID 37 - 54
periostin osteoblast specific factor - 
CGNC Symbol 12805 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2029,0
2)" 13620 false 8016

ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC Symbol 
49193 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2029,0
2)" 13620 8017

ENSGALP00000035815 CID 29 - 37

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1149,6
0)" 7340 true 1.6 8018

ENSGALP00000014105 CID 86 - 94

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 5 - CGNC Symbol 6586 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1149,6
0)" 7340 true 1.6 8019

ENSGALP00000042274 CID 310 - 318
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1081,
64)" 3537 true 1.24 8020



ENSGALP00000042274 CID 310 - 318
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1085,
67)" 4403 8021

ENSGALP00000003012 CID 165 - 175
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1265,7
8)" 22616 8022

ENSGALP00000007493 CID 28 - 39
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1294,6
8)" 13254 true 1.03 8023

ENSGALP00000022400 CID 39 - 51

Gallus gallus ABRA C-terminal like 
(ABRACL) mRNA. - RefSeq mRNA 
NM_001302176 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1491,8
2)" 13416 true 0.15 8024

ENSGALP00000001480 CID 549 - 560 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1346,7
7)" 5364 8025



ENSGALP00000007043 CID 136 - 146
SAR1 homolog A (S. cerevisiae) - CGNC 
Symbol 52032 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1346,7
7)" 5364 false 8026

ENSGALP00000035593 CID 32 - 41 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1316,
78)" 240502 true 2.28 8027

ENSGALP00000042059 CID 265 - 281
Hsap of 1: RNA binding motif protein 39 - 
HGNC:15923 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1723,
96)" 7455 8028

ENSGALP00000021708 CID 71 - 101
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(3415,7
9)" 1228 false 8029

ENSGALP00000042552 CID 295 - 316
guanylate binding protein - CGNC 
Symbol 49284 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2236,1
6)" 17192 true 0.52 8030



ENSGALP00000023395 CID 20 - 26
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(810,47
)" 2007 true 0.44 8031

ENSGALP00000018294 CID 468 - 473
tryptophanyl-tRNA synthetase - CGNC 
Symbol 8529 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(810,47
)" 2007 false 8032

ENSGALP00000014746 CID 18 - 24
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(939,56
)" 12290 8033

ENSGALP00000015176 CID 817 - 824
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1056,6
4)" 3471 false 1.37 8034

ENSGALP00000020534 CID 84 - 100

heterogeneous nuclear 
ribonucleoprotein K-like - CGNC Symbol 
53093 161127_VP007_OFFGEL_FASP_DiM_invers_Fr3

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
3/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr3/"MS/MS_(1939,2
5)" 4524 false 8035



ENSGALP00000000383 CID 909 - 927
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2102,3
3)" 3679 false 8036

ENSGALP00000023456 CID 140 - 149
selenophosphate synthetase 1 - CGNC 
Symbol 10819 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1209,
79)" 2775 false 8037

ENSGALP00000042274 CID 104 - 121
tubulin beta 2A class IIa - CGNC Symbol 
54376 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1987,0
0)" 2945 true 1.25 8038

ENSGALP00000013964 CID 104 - 121
tubulin beta 4B class IVb - CGNC Symbol 
50466 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1987,0
0)" 2945 true 1.25 8039

ENSGALP00000022436 CID 49 - 66 tubulin beta class I - HGNC:20778 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1987,0
0)" 2945 true 1.25 8040



ENSGALP00000007493 CID 28 - 39
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1298,7
0)" 9381 8041

ENSGALP00000015665 CID 66 - 76 no description available 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1450,7
8)" 14244 8042

ENSGALP00000024803 CID 49 - 60
prolyl endopeptidase - CGNC Symbol 
11476 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1486,8
1)" 15416 true 1.01 8043

ENSGALP00000036056 CID 700 - 711
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1486,8
1)" 15416 8044

ENSGALP00000024803 CID 49 - 60
prolyl endopeptidase - CGNC Symbol 
11476 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1490,8
3)" 15549 8045



ENSGALP00000012427 CID 97 - 108
leucine rich repeat containing 59 - CGNC 
Symbol 5794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1379,
91)" 2138 false 8046

ENSGALP00000023944 CID 763 - 777
nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 11035 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1594,
01)" 6017 8047

ENSGALP00000019755 CID Feb-19
eukaryotic translation initiation factor 3 
subunit M - CGNC Symbol 9182 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2046,0
1)" 2366 8048

ENSGALP00000035478 CID 2,045 - 2,060 filamin B beta - CGNC Symbol 49141 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1821,
07)" 1772 false 8049

ENSGALP00000020445 CID 1,302 - 1,322
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2512,2
3)" 1606 8050



ENSGALP00000023866 CID 1,301 - 1,310

structural maintenance of chromosomes 
flexible hinge domain containing 1 - 
CGNC Symbol 10985 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1168,6
7)" 1691 false 8051

ENSGALP00000007523 CID 54 - 74
chloride intracellular channel 2 - CGNC 
Symbol 51647 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2480,3
9)" 7603 true 1.29 8052

ENSGALP00000002493 CID 16 - 35
ribosomal protein L23 - CGNC Symbol 
1138 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2034,1
6)" 2371 false 8053

ENSGALP00000042837 CID 56 - 78

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2560,2
6)" 5216 8054

ENSGALP00000042837 CID 56 - 78

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2576,3
0)" 28176 false 8055



ENSGALP00000015846 CID 396 - 404
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1195,6
7)" 1343 false 8056

ENSGALP00000020954 CID 159 - 168

serpin peptidase inhibitor clade B 
(ovalbumin) member 1 - CGNC Symbol 
13903 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1235,
78)" 3356 false 8057

ENSGALP00000000236 CID 225 - 234
antigen peptide transporter 2 - Refseq 
NP_001092827 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1255,6
4)" 7052 false 0.66 8058

ENSGALP00000000509 CID 78 - 88

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1320,7
6)" 8551 true 1.16 8059

ENSGALP00000024868 CID 78 - 90
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1351,7
9)" 6750 8060



ENSGALP00000006566 CID 33 - 48
serine/arginine-rich splicing factor 10 - 
CGNC Symbol 51061 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1949,0
3)" 1985 8061

ENSGALP00000041509 CID 161 - 172

Hsap of 1: succinate dehydrogenase 
complex iron sulfur subunit B - 
HGNC:10681 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1482,8
3)" 10696 8062

ENSGALP00000041815 CID 32 - 45 calponin-2 - Refseq NP_001135728 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1686,0
1)" 2217 false 8063

ENSGALP00000010214 CID 13 - 29

Gallus gallus macrophage migration 
inhibitory factor (glycosylation-inhibiting 
factor) (MIF) mRNA. - RefSeq mRNA 
NM_001305091 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1854,0
1)" 1187 true 1.33 8064

ENSGALP00000007523 CID 54 - 74
chloride intracellular channel 2 - CGNC 
Symbol 51647 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2460,4
2)" 1527 false 8065



ENSGALP00000035717 CID 64 - 77

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1528,9
0)" 13690 8066

ENSGALP00000014813 CID 254 - 264
dipeptidyl-peptidase 7 - CGNC Symbol 
6929 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1386,7
0)" 722 false 8067

ENSGALP00000027982 CID 60 - 70
stromal interaction molecule 1 - CGNC 
Symbol 13037 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1386,7
0)" 722 false 8068

ENSGALP00000002828 CID 162 - 179
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2238,1
8)" 5021 8069

ENSGALP00000042837 CID 56 - 78

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2592,2
9)" 2386 false 8070



ENSGALP00000037924 CID 83 - 105

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2606,2
7)" 5731 8071

ENSGALP00000042274 CID 78 - 103
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2862,
47)" 31733 false 8072

ENSGALP00000022436 CID 23 - 48 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2862,
47)" 31733 false 8073

ENSGALP00000013964 CID 78 - 103
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2862,
47)" 31733 false 8074

ENSGALP00000011471 CID 296 - 306 cytohesin 1 - CGNC Symbol 51620 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1252,7
6)" 4346 true 0.67 8075



ENSGALP00000037924 CID 83 - 105

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2622,3
0)" 38027 false 8076

ENSGALP00000011471 CID 296 - 306 cytohesin 1 - CGNC Symbol 51620 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1256,7
9)" 2932 8077

ENSGALP00000021294 CID 220 - 229
NOP2/Sun RNA methyltransferase 
family member 2 - CGNC Symbol 9878 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1347,7
7)" 8811 false 1.11 8078

ENSGALP00000024868 CID 78 - 90
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1347,7
7)" 8811 true 1.11 8079

ENSGALP00000041511 CID 156 - 165

HSPA (heat shock 70kDa) binding 
protein cytoplasmic cochaperone 1 - 
CGNC Symbol 64131 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1181,
71)" 1379 8080



ENSGALP00000003612 CID 2,188 - 2,197
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1166,6
7)" 4114 8081

ENSGALP00000034108 CID 173 - 185
pyruvate kinase muscle - CGNC Symbol 
1412 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1503,8
9)" 1680 true 0.55 8082

ENSGALP00000001480 CID 627 - 640 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1594,
90)" 28311 8083

ENSGALP00000043196 CID 1,265 - 1,281
marker of proliferation Ki-67 - CGNC 
Symbol 16321 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1952,
10)" 3950 true 1.92 8084

ENSGALP00000012471 CID 75 - 87
nucleophosmin/nucleoplasmin 3 - CGNC 
Symbol 5822 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1590,8
5)" 3539 false 8085



ENSGALP00000009511 CID 89 - 106
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1955,
06)" 25854 true 1.48 8086

ENSGALP00000009511 CID 89 - 106
ribosomal protein L5 - CGNC Symbol 
4424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1959,
08)" 144132 8087

ENSGALP00000019755 CID 211 - 230
eukaryotic translation initiation factor 3 
subunit M - CGNC Symbol 9182 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2408,
56)" 631 false 8088

ENSGALP00000002695 CID 442 - 463

ATP synthase H+ transporting 
mitochondrial F1 complex alpha subunit 
1 cardiac muscle - CGNC Symbol 49066 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2397,2
3)" 2665 8089

ENSGALP00000018498 CID 586 - 606

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2474,1
6)" 3160 true 1.31 8090



ENSGALP00000018498 CID 586 - 606

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2478,1
8)" 4147 8091

ENSGALP00000008311 CID 928 - 938
SEC24 family member C - CGNC Symbol 
3857 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1395,
87)" 2477 false 8092

ENSGALP00000037924 CID 83 - 105

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2638,2
8)" 1639 false 8093

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1773,8
6)" 25063 8094

ENSGALP00000013267 CID 380 - 402
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2575,3
6)" 1244 8095



ENSGALP00000003954 CID 317 - 339
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(2657,3
5)" 2691 8096

ENSGALP00000020268 CID 579 - 590
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1424,7
6)" 63683 true 0.44 8097

ENSGALP00000039265 CID 770 - 786
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1949,
08)" 22460 true 2.54 8098

ENSGALP00000003978 CID 56 - 72
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1949,
08)" 22460 true 2.54 8099

ENSGALP00000042274 CID 363 - 380
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2078,
18)" 7212 false 8100



ENSGALP00000013964 CID 363 - 380
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2078,
18)" 7212 false 8101

ENSGALP00000009662 CID 338 - 347
protein kinase C beta - CGNC Symbol 
50286 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1151,6
5)" 3123 false 0.94 8102

ENSGALP00000012879 CID 754 - 762
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1166,6
8)" 6985 false 0.41 8103

ENSGALP00000004799 CID 195 - 204
spermidine synthase - CGNC Symbol 
2201 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1166,6
8)" 6985 8104

ENSGALP00000003612 CID 2,142 - 2,151
CCR4-NOT transcription complex 
subunit 1 - CGNC Symbol 64685 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1169,6
5)" 7065 true 1.07 8105



ENSGALP00000013574 CID 281 - 286
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(764,4
5)" 5049 false 8106

ENSGALP00000009709 CID 481 - 492
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1228,7
2)" 9099 true 1.71 8107

ENSGALP00000027238 CID 53 - 61 importin 5 - CGNC Symbol 50851 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1106,
73)" 1151 8108

ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1136,6
3)" 16631 8109

ENSGALP00000022293 CID 238 - 246 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1136,6
3)" 16631 8110



ENSGALP00000008091 CID 113 - 125
dyskerin pseudouridine synthase 1 - 
CGNC Symbol 3757 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1424,7
6)" 40979 false 8111

ENSGALP00000002482 CID 483 - 491 copine I - CGNC Symbol 50925 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1148,6
6)" 5890 true 0.06 8112

ENSGALP00000002482 CID 483 - 491 copine I - CGNC Symbol 50925 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1152,6
6)" 4076 8113

ENSGALP00000009528 CID 405 - 418
RuvB like AAA ATPase 1 - CGNC Symbol 
4431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1579,
02)" 5388 true 0.39 8114

ENSGALP00000026633 CID 301 - 312

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1428,7
8)" 24253 8115



ENSGALP00000026123 CID 531 - 544
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1552,8
1)" 8926 true 0.43 8116

ENSGALP00000003978 CID 56 - 72
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1953,
11)" 18333 8117

ENSGALP00000039265 CID 770 - 786
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1953,
11)" 18333 8118

ENSGALP00000018441 CID 396 - 406
aspartyl aminopeptidase - CGNC Symbol 
8600 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1306,7
4)" 8658 8119

ENSGALP00000035593 CID 42 - 62 Hemoglobin subunit beta - UP P02112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2274,
21)" 58771 8120



ENSGALP00000017495 CID 37 - 53 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1978,0
3)" 4035 8121

ENSGALP00000020268 CID 579 - 590
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1428,7
8)" 14362 8122

ENSGALP00000023395 CID Feb-16
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 161127_VP007_OFFGEL_FASP_DiM_invers_Fr1

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
1/Trypsin/LC-
226/161127_VP007_OFFGEL_FASP
_DiM_invers_Fr1/"MS/MS_(1639,9
2)" 6350 8123

ENSGALP00000013682 CID 222 - 229
glutathione S-transferase omega 1 - 
CGNC Symbol 52072 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1101,
65)" 860 true 1.3 8124

ENSGALP00000026123 CID 531 - 544
DEAD (Asp-Glu-Ala-Asp) box polypeptide 
3 X-linked - CGNC Symbol 50794 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1556,8
3)" 71649 8125



ENSGALP00000013682 CID 222 - 229
glutathione S-transferase omega 1 - 
CGNC Symbol 52072 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1109,
69)" 1115 true 1.3 8126

ENSGALP00000001480 CID 462 - 471 myeloperoxidase - CGNC Symbol 50519 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1199,
72)" 12628 8127

ENSGALP00000015817 CID 350 - 358

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1179,5
8)" 4526 false 0.64 8128

ENSGALP00000019468 CID 145 - 162 aconitase 2 - CGNC Symbol 9059 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2065,1
7)" 4502 true 2.25 8129

ENSGALP00000036720 CID 4,533 - 4,546
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1638,
97)" 1802 8130



ENSGALP00000027030 CID 105 - 118
ribosomal protein L31 - CGNC Symbol 
50833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1701,
00)" 12713 true 1.09 8131

ENSGALP00000027030 CID 105 - 118
ribosomal protein L31 - CGNC Symbol 
50833 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1709,
05)" 11651 true 1.09 8132

ENSGALP00000017934 CID 93 - 100
cytochrome c somatic - CGNC Symbol 
8375 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(990,62
)" 4358 true 0.67 8133

ENSGALP00000015623 CID 787 - 796
glutamyl-prolyl-tRNA synthetase - CGNC 
Symbol 7307 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1236,7
7)" 12806 false 8134

ENSGALP00000009709 CID 481 - 492
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1236,7
7)" 12806 true 1.71 8135



ENSGALP00000004046 CID 153 - 166
RAN member RAS oncogene family - 
CGNC Symbol 1850 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1849,
05)" 78862 true 2.51 8136

ENSGALP00000008091 CID 170 - 189
dyskerin pseudouridine synthase 1 - 
CGNC Symbol 3757 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2173,
38)" 16959 true 2.61 8137

ENSGALP00000018265 CID 251 - 267

serpin peptidase inhibitor clade H (heat 
shock protein 47) member 1 (collagen 
binding protein 1) - CGNC Symbol 8518 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2041,0
6)" 3030 false 8138

ENSGALP00000003737 CID 133 - 162 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(3077,6
9)" 2255 true 1.5 8139

ENSGALP00000003737 CID 133 - 162 enolase 1 (alpha) - CGNC Symbol 49607 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(3085,7
5)" 3375 true 1.5 8140



ENSGALP00000006366 CID 37 - 46
apoptosis-inducing factor mitochondrion-
associated 1 - CGNC Symbol 2941 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(976,58
)" 9347 false 0.5 8141

ENSGALP00000023188 CID 133 - 140

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1014,
61)" 3561 true 4.86 8142

ENSGALP00000018340 CID 401 - 410 SATB homeobox 1 - CGNC Symbol 8550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1161,7
1)" 21944 8143

ENSGALP00000019318 CID 223 - 229
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(980,61
)" 1894 false 0.5 8144

ENSGALP00000004799 CID 195 - 204
spermidine synthase - CGNC Symbol 
2201 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1162,6
6)" 9872 true 0.7 8145



ENSGALP00000004013 CID 307 - 316 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1216,
71)" 4726 true 0.88 8146

ENSGALP00000004013 CID 307 - 316 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1224,
76)" 4167 true 0.88 8147

ENSGALP00000013722 CID 613 - 623

SWI/SNF related matrix associated actin 
dependent regulator of chromatin 
subfamily a member 1 - CGNC Symbol 
6391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1313,7
7)" 5045 false 8148

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1620,
85)" 15304 8149

ENSGALP00000022436 CID 208 - 221 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1620,
85)" 15304 8150



ENSGALP00000042274 CID 263 - 276
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1620,
85)" 15304 8151

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1358,7
8)" 31853 true 0.8 8152

ENSGALP00000011491 CID 131 - 146
pyruvate dehydrogenase (lipoamide) 
beta - CGNC Symbol 5364 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1843,
99)" 18318 8153

ENSGALP00000041744 CID 68 - 81
SEC22 homolog B vesicle trafficking 
protein - CGNC Symbol 52179 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1682,8
5)" 1957 true 1.77 8154

ENSGALP00000041744 CID 68 - 81
SEC22 homolog B vesicle trafficking 
protein - CGNC Symbol 52179 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1690,9
1)" 4396 true 1.77 8155



ENSGALP00000002373 CID 639 - 651
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1421,7
8)" 39806 false 8156

ENSGALP00000015176 CID 322 - 335
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1554,9
6)" 7256 8157

ENSGALP00000008091 CID 170 - 189
dyskerin pseudouridine synthase 1 - 
CGNC Symbol 3757 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2165,
33)" 5703 true 2.61 8158

ENSGALP00000014509 CID Jul-18
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1288,7
0)" 2870 true 1.57 8159

ENSGALP00000019120 CID 451 - 461
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1292,7
2)" 2880 8160



ENSGALP00000010510 CID 448 - 458
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1292,7
2)" 2880 8161

ENSGALP00000014509 CID Jul-18
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1292,7
2)" 2880 8162

ENSGALP00000016623 CID 38 - 56
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2244,2
0)" 6108 8163

ENSGALP00000016182 CID 908 - 914
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(976,58
)" 4245 false 8164

ENSGALP00000018295 CID 178 - 185
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(976,58
)" 4245 8165



ENSGALP00000042274 CID 263 - 276
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1652,
91)" 464984 8166

ENSGALP00000022436 CID 208 - 221 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1652,
91)" 464984 8167

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1652,
91)" 464984 8168

ENSGALP00000019318 CID 108 - 122
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1652,
91)" 464984 false 2.95 8169

ENSGALP00000031272 CID 113 - 121
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1226,6
6)" 34995 true 0.35 8170



ENSGALP00000007265 CID 114 - 122
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1226,6
6)" 34995 true 0.35 8171

ENSGALP00000007487 CID 715 - 736
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2238,
37)" 1026 false 8172

ENSGALP00000016536 CID 222 - 234
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1425,8
0)" 7561 8173

ENSGALP00000037524 CID 350 - 362 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1640,8
1)" 4256 true 2.85 8174

ENSGALP00000018454 CID 361 - 373 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1640,8
1)" 4256 true 2.85 8175



ENSGALP00000018454 CID 361 - 373 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1648,8
6)" 12131 true 2.85 8176

ENSGALP00000037524 CID 350 - 362 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1648,8
6)" 12131 true 2.85 8177

ENSGALP00000020830 CID 377 - 385

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1107,
66)" 9754 true 1.25 8178

ENSGALP00000006965 CID 404 - 417
VPS35 retromer complex component - 
CGNC Symbol 3222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1662,9
3)" 7517 8179

ENSGALP00000020830 CID 377 - 385

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC Symbol 
51359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1111,
69)" 7317 8180



ENSGALP00000013963 CID 759 - 774
structural maintenance of chromosomes 
3 - CGNC Symbol 6512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1791,9
2)" 3573 8181

ENSGALP00000003035 CID 219 - 238
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2339,1
9)" 2401 false 8182

ENSGALP00000039270 CID 745 - 755
topoisomerase (DNA) II alpha 170kDa - 
CGNC Symbol 49380 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1343,
78)" 7821 8183

ENSGALP00000018410 CID 831 - 841
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1343,
78)" 7821 8184

ENSGALP00000001332 CID 483 - 489
lysyl-tRNA synthetase - CGNC Symbol 
602 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(969,54
)" 3205 true 0.67 8185



ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1132,6
1)" 25973 true 1.22 8186

ENSGALP00000022293 CID 238 - 246 ezrin - CGNC Symbol 10288 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1132,6
1)" 25973 true 1.22 8187

ENSGALP00000017856 CID 163 - 171
transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 51305 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1163,5
9)" 10032 true 0.54 8188

ENSGALP00000019192 CID 321 - 329
uridine monophosphate synthetase - 
CGNC Symbol 8931 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1092,5
7)" 18389 false 0.9 8189

ENSGALP00000018750 CID 134 - 141
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1092,5
7)" 18389 true 0.34 8190



ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1498,8
6)" 8511 true 0.72 8191

ENSGALP00000042274 CID 263 - 276
tubulin beta 2A class IIa - CGNC Symbol 
54376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1664,
87)" 7261 true 3.4 8192

ENSGALP00000022436 CID 208 - 221 tubulin beta class I - HGNC:20778 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1664,
87)" 7261 true 3.4 8193

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - CGNC Symbol 
50466 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1664,
87)" 7261 true 3.4 8194

ENSGALP00000016641 CID 686 - 697
oxysterol binding protein-like 8 - CGNC 
Symbol 7796 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1502,8
8)" 6152 false 8195



ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1502,8
8)" 6152 8196

ENSGALP00000008056 CID 274 - 288
acyl-CoA dehydrogenase family member 
9 - CGNC Symbol 3741 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1583,9
1)" 4695 false 8197

ENSGALP00000038523 CID 864 - 876

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC Symbol 
49809 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1734,
97)" 1570 true 0.96 8198

ENSGALP00000039796 CID 147 - 157

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1263,7
6)" 15891 8199

ENSGALP00000023188 CID 49 - 63

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1751,0
5)" 36994 false 8200



ENSGALP00000009985 CID 90 - 107
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1921,1
0)" 9466 true 1.96 8201

ENSGALP00000009985 CID 90 - 107
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1929,1
6)" 17922 true 1.96 8202

ENSGALP00000018454 CID 395 - 411 tubulin alpha 4b - CGNC Symbol 65790 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1892,9
3)" 4099 true 2.08 8203

ENSGALP00000037524 CID 384 - 400 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1892,9
3)" 4099 true 2.08 8204

ENSGALP00000016978 CID 374 - 390
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1892,9
3)" 4099 true 2.08 8205



ENSGALP00000019832 CID 19 - 38
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2256,2
4)" 2402 false 8206

ENSGALP00000016536 CID 778 - 795
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(2256,2
4)" 2402 8207

ENSGALP00000020268 CID 543 - 553
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1336,
83)" 66386 true 4.75 8208

ENSGALP00000000189 CID 13 - 23
small nuclear ribonucleoprotein 
polypeptide E - CGNC Symbol 49689 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1377,
83)" 24690 8209

ENSGALP00000017856 CID 163 - 171
transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 51305 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1167,6
1)" 4377 8210



ENSGALP00000004745 CID 791 - 802 nucleoporin 93kDa - CGNC Symbol 2176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1384,
80)" 3747 8211

ENSGALP00000023396 CID 160 - 174
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1658,9
5)" 19411 true 2.01 8212

ENSGALP00000012298 CID 83 - 95
RAB11A member RAS oncogene family - 
CGNC Symbol 50011 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1345,7
8)" 5260 true 1.11 8213

ENSGALP00000020445 CID 652 - 662
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1345,7
8)" 5260 false 1.11 8214

ENSGALP00000023396 CID 160 - 174
triosephosphate isomerase 1 - CGNC 
Symbol 49803 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1666,9
8)" 30231 true 2.01 8215



ENSGALP00000014107 CID 405 - 418 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1614,
92)" 61018 true 0.67 8216

ENSGALP00000018987 CID 189 - 202 t-complex 1 - CGNC Symbol 8842 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1614,
92)" 61018 false 8217

ENSGALP00000015735 CID 152 - 166
Sjogren syndrome antigen B - CGNC 
Symbol 7359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1680,9
8)" 5783 false 8218

ENSGALP00000014107 CID 405 - 418 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1618,
93)" 36638 8219

ENSGALP00000012878 CID 200 - 216
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1825,0
5)" 54100 true 0.46 8220



ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1963,
22)" 3701 false 8221

ENSGALP00000017495 CID 37 - 53 scinderin - CGNC Symbol 8188 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1974,0
1)" 12809 true 0.33 8222

ENSGALP00000011232 CID 109 - 129
phosphofructokinase platelet - CGNC 
Symbol 53359 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2163,1
1)" 9193 false 8223

ENSGALP00000019832 CID 19 - 38
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2248,1
8)" 2572 true 0.95 8224

ENSGALP00000037222 CID 72 - 79

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC Symbol 
51783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(970,5
8)" 3321 false 8225



ENSGALP00000008398 CID 310 - 318
phenylalanyl-tRNA synthetase beta 
subunit - CGNC Symbol 3896 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1124,
74)" 3898 false 8226

ENSGALP00000031272 CID 113 - 121
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1230,6
7)" 9368 8227

ENSGALP00000007265 CID 114 - 122
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1230,6
7)" 9368 8228

ENSGALP00000000189 CID 13 - 23
small nuclear ribonucleoprotein 
polypeptide E - CGNC Symbol 49689 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1361,
84)" 103019 8229

ENSGALP00000003964 CID 416 - 430
ubiquitin-like modifier activating 
enzyme 7 - CGNC Symbol 1807 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1652,9
1)" 3999 false 8230



ENSGALP00000022913 CID 1,269 - 1,282
ATPase class V type 10D - CGNC Symbol 
10579 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1743,8
7)" 14865 true 1.03 8231

ENSGALP00000000189 CID 13 - 23
small nuclear ribonucleoprotein 
polypeptide E - CGNC Symbol 49689 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1373,
80)" 5962 true 1.63 8232

ENSGALP00000014107 CID 405 - 418 vimentin - CGNC Symbol 51275 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1634,
93)" 1428 8233

ENSGALP00000039865 CID 874 - 883
flightless I actin binding protein - CGNC 
Symbol 3713 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1144,6
7)" 1969 true 0.82 8234

ENSGALP00000021055 CID 1-Oct dynamin 1-like - CGNC Symbol 9791 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1187,
73)" 1507 true 1.09 8235



ENSGALP00000021708 CID 145 - 160
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1769,0
2)" 4379 true 1.84 8236

ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1461,8
3)" 14001 true 0.86 8237

ENSGALP00000026664 CID 1,052 - 1,065
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1677,9
5)" 12711 false 8238

ENSGALP00000009528 CID 318 - 333
RuvB like AAA ATPase 1 - CGNC Symbol 
4431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1731,9
4)" 7999 true 1.18 8239

ENSGALP00000009528 CID 318 - 333
RuvB like AAA ATPase 1 - CGNC Symbol 
4431 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1735,9
7)" 9426 8240



ENSGALP00000025606 CID 219 - 247
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(3245,8
4)" 3183 false 8241

ENSGALP00000009821 CID 79 - 94
ribosomal protein S13 - CGNC Symbol 
49921 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1918,1
5)" 8562 false 8242

ENSGALP00000030147 CID 287 - 304
family with sequence similarity 49 
member B - CGNC Symbol 12196 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2027,1
9)" 11725 false 8243

ENSGALP00000017157 CID 393 - 402
oxysterol binding protein like 9 - CGNC 
Symbol 8015 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1218,7
7)" 2895 8244

ENSGALP00000000325 CID 719 - 740
WD repeat domain 36 - CGNC Symbol 
143 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2424,
47)" 2529 false 8245



ENSGALP00000018750 CID 134 - 141
solute carrier family 25 member 3 - 
CGNC Symbol 8748 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1100,6
2)" 4554 true 0.34 8246

ENSGALP00000025883 CID 338 - 346
eukaryotic translation initiation factor 3 
subunit E - CGNC Symbol 12026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1264,7
0)" 9106 8247

ENSGALP00000004745 CID 628 - 637 nucleoporin 93kDa - CGNC Symbol 2176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1264,7
1)" 13586 8248

ENSGALP00000023099 CID 757 - 766
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1264,7
1)" 13586 true 0.5 8249

ENSGALP00000004745 CID 628 - 637 nucleoporin 93kDa - CGNC Symbol 2176 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1268,7
6)" 4914 8250



ENSGALP00000023099 CID 757 - 766
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1268,7
6)" 4914 false 0.85 8251

ENSGALP00000025165 CID 200 - 209
Gallus gallus ribosomal protein L7 (RPL7) 
mRNA. - RefSeq mRNA NM_001006345 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1327,
80)" 12858 true 0.96 8252

ENSGALP00000037524 CID 240 - 253 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1519,
95)" 48028 8253

ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1453,7
8)" 16315 true 0.86 8254

ENSGALP00000015333 CID 239 - 251
TIA1 cytotoxic granule-associated RNA 
binding protein - CGNC Symbol 56693 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1585,8
2)" 14830 8255



ENSGALP00000023257 CID 432 - 449
non-SMC condensin I complex subunit G 
- CGNC Symbol 10729 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1897,1
6)" 8646 8256

ENSGALP00000022772 CID 208 - 238
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2858,
65)" 1563 false 8257

ENSGALP00000035738 CID 259 - 289
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2858,
65)" 1563 false 8258

ENSGALP00000015176 CID 439 - 454
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1951,0
4)" 5977 true 1.3 8259

ENSGALP00000015176 CID 439 - 454
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1955,0
7)" 7745 8260



ENSGALP00000041159 CID 51 - 60 ribosomal protein S16 - HGNC:10396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1158,8
3)" 14486 true 1.38 8261

ENSGALP00000026392 CID 61 - 72
ribosomal protein S7 - CGNC Symbol 
51562 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1393,
93)" 9271 true 0.98 8262

ENSGALP00000026392 CID 61 - 72
ribosomal protein S7 - CGNC Symbol 
51562 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1401,
98)" 9124 true 0.98 8263

ENSGALP00000009037 CID 739 - 746 myosin IG - CGNC Symbol 51252 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1022,6
3)" 14958 8264

ENSGALP00000009420 CID 301 - 309
coatomer protein complex subunit 
gamma 1 - CGNC Symbol 4382 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1022,6
3)" 14958 8265



ENSGALP00000011689 CID 306 - 313
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1022,6
3)" 14958 false 8266

ENSGALP00000015246 CID 186 - 197 peroxiredoxin 3 - CGNC Symbol 7123 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1363,8
9)" 1102 true 1.18 8267

ENSGALP00000037524 CID 240 - 253 tubulin alpha 4a - CGNC Symbol 65758 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1515,
92)" 9384 true 3.55 8268

ENSGALP00000038774 CID 114 - 122
argininosuccinate synthase 1 - CGNC 
Symbol 50457 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(945,50
)" 2053 false 0.88 8269

ENSGALP00000001579 CID 226 - 232
N-ethylmaleimide sensitive factor - 
CGNC Symbol 715 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(945,50
)" 2053 8270



ENSGALP00000017157 CID 393 - 402
oxysterol binding protein like 9 - CGNC 
Symbol 8015 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1214,7
5)" 7329 true 0.52 8271

ENSGALP00000023188 CID 49 - 56

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(984,6
0)" 14968 false 8272

ENSGALP00000025475 CID 193 - 203

synaptotagmin binding cytoplasmic RNA 
interacting protein - CGNC Symbol 
51548 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1260,6
4)" 3781 8273

ENSGALP00000016641 CID 423 - 433
oxysterol binding protein-like 8 - CGNC 
Symbol 7796 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1311,8
1)" 7811 true 0.61 8274

ENSGALP00000006218 CID 250 - 259
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1324,7
7)" 1477 true 2.01 8275



ENSGALP00000035339 CID 250 - 262

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1467,8
2)" 111939 true 0.37 8276

ENSGALP00000020445 CID 342 - 355
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1542,
97)" 2854 true 1.85 8277

ENSGALP00000015971 CID 415 - 428 exportin for tRNA - CGNC Symbol 7470 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1523,9
1)" 4937 true 0.44 8278

ENSGALP00000036405 CID 49 - 62
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1504,9
6)" 3988 false 8279

ENSGALP00000039050 CID 632 - 646
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1548,
96)" 9111 true 1.61 8280



ENSGALP00000020445 CID 342 - 355
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1551,
02)" 6532 true 1.85 8281

ENSGALP00000039050 CID 632 - 646
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1552,
99)" 16086 8282

ENSGALP00000039954 CID 339 - 351 Hsap of 1: formin like 1 - HGNC:1212 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1587,
78)" 6024 true 1.55 8283

ENSGALP00000013122 CID 143 - 157
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1642,9
8)" 11308 true 1.07 8284

ENSGALP00000039954 CID 339 - 351 Hsap of 1: formin like 1 - HGNC:1212 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1591,
80)" 9349 8285



ENSGALP00000013122 CID 143 - 157
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1655,0
5)" 12116 true 1.07 8286

ENSGALP00000006965 CID 404 - 417
VPS35 retromer complex component - 
CGNC Symbol 3222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1658,9
4)" 10754 true 0.61 8287

ENSGALP00000013122 CID 143 - 157
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1671,0
4)" 3660 false 8288

ENSGALP00000034108 CID 319 - 335
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2019,
14)" 2646 false 8289

ENSGALP00000013267 CID 222 - 240
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2169,1
3)" 16956 true 0.94 8290



ENSGALP00000002828 CID 571 - 579
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1106,
65)" 924 false 8291

ENSGALP00000035339 CID 250 - 262

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1471,8
4)" 35641 8292

ENSGALP00000001909 CID 1,168 - 1,181
nuclear mitotic apparatus protein 1 - 
CGNC Symbol 859 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1471,8
4)" 35641 false 8293

ENSGALP00000005037 CID 596 - 604
TSR1 ribosome maturation factor - 
HGNC:25542 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1110,
67)" 911 8294

ENSGALP00000023944 CID 940 - 952
nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 11035 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1581,9
3)" 7209 false 1.02 8295



ENSGALP00000011822 CID 243 - 257
proteasome 26S subunit non-ATPase 6 - 
CGNC Symbol 5531 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1631,9
5)" 16612 true 1.08 8296

ENSGALP00000011822 CID 243 - 257
proteasome 26S subunit non-ATPase 6 - 
CGNC Symbol 5531 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1635,9
7)" 19510 8297

ENSGALP00000043256 CID 244 - 259
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1835,9
8)" 34815 true 0.57 8298

ENSGALP00000043256 CID 244 - 259
aldolase C fructose-bisphosphate - CGNC 
Symbol 49343 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1839,9
9)" 16653 8299

ENSGALP00000034108 CID 319 - 335
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1971,
13)" 19812 false 8300



ENSGALP00000034108 CID 319 - 335
pyruvate kinase muscle - CGNC Symbol 
1412 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1975,
08)" 54172 true 2.55 8301

ENSGALP00000004013 CID 2,144 - 2,153 talin 1 - CGNC Symbol 1830 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1152,6
6)" 4389 8302

ENSGALP00000041159 CID 51 - 60 ribosomal protein S16 - HGNC:10396 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1150,7
8)" 28482 true 0.69 8303

ENSGALP00000018340 CID 524 - 533 SATB homeobox 1 - CGNC Symbol 8550 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1293,6
9)" 6167 8304

ENSGALP00000015246 CID 186 - 197 peroxiredoxin 3 - CGNC Symbol 7123 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1355,8
3)" 3864 true 1.14 8305



ENSGALP00000026664 CID 2,259 - 2,268
GTPase very large interferon inducible 1 - 
CGNC Symbol 53425 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1146,6
3)" 1588 false 8306

ENSGALP00000002862 CID 529 - 541
arginyl-tRNA synthetase - CGNC Symbol 
1305 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1492,
82)" 4702 8307

ENSGALP00000040985 CID 23 - 41

aldo-keto reductase family 1 member B1-
like (aldose reductase) - CGNC Symbol 
50692 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1902,9
7)" 25824 true 0.71 8308

ENSGALP00000042368 CID 23 - 41
aldo-keto reductase family 1 member 
B10-like - CGNC Symbol 50691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1902,9
7)" 25824 8309

ENSGALP00000006965 CID 39 - 49
VPS35 retromer complex component - 
CGNC Symbol 3222 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1319,7
7)" 3911 8310



ENSGALP00000040985 CID 23 - 41

aldo-keto reductase family 1 member B1-
like (aldose reductase) - CGNC Symbol 
50692 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1906,9
9)" 18254 8311

ENSGALP00000032039 CID 196 - 212 leupaxin - CGNC Symbol 14208 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2069,
19)" 4233 false 8312

ENSGALP00000038753 CID 509 - 530 coronin 7 - CGNC Symbol 50317 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2253,
45)" 8522 false 8313

ENSGALP00000002366 CID 50 - 61
Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 51112 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1386,
80)" 1039 8314

ENSGALP00000027982 CID 160 - 173
stromal interaction molecule 1 - CGNC 
Symbol 13037 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1544,9
3)" 3903 8315



ENSGALP00000002252 CID 26 - 37
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1324,7
5)" 16648 8316

ENSGALP00000026015 CID 34 - 49
ribosomal protein large P1 - CGNC 
Symbol 49724 161128_VP007_OFFGEL_FASP_DiM_invers_Fr6

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
6/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr6/"MS/MS_(1767,0
1)" 1834 true 0.57 8317

ENSGALP00000007822 CID 224 - 239
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1761,9
4)" 119000 8318

ENSGALP00000020445 CID 210 - 225
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1791,0
5)" 17848 true 1.34 8319

B4E1T1 CID 178 - 193

cDNA FLJ54081, highly similar to Keratin, 
type II cytoskeletal 5 OS=Homo sapiens 
PE=2 SV=1 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2075,0
9)" 6976 false 8320



P04259 CID 208 - 223
Keratin, type II cytoskeletal 6B 
OS=Homo sapiens GN=KRT6B PE=1 SV=5 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2075,0
9)" 6976 false 8321

ENSGALP00000003012 CID 26 - 44
malate dehydrogenase 2 - CGNC Symbol 
1378 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1857,
23)" 48308 true 1.82 8322

ENSGALP00000003035 CID 351 - 373
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2303,3
0)" 6773 true 1.48 8323

ENSGALP00000003035 CID 351 - 373
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2307,3
3)" 11037 8324

ENSGALP00000017954 CID 59 - 85

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC Symbol 
51306 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2873,3
7)" 2917 8325



ENSGALP00000002252 CID 26 - 37
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1320,7
3)" 4505 true 2.93 8326

ENSGALP00000009121 CID 549 - 561
glycyl-tRNA synthetase - CGNC Symbol 
4244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1513,
87)" 7019 true 1.12 8327

ENSGALP00000002252 CID 26 - 37
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1340,7
5)" 2842 8328

ENSGALP00000026406 CID 257 - 272
ribosomal protein S6 kinase 90kDa 
polypeptide 3 - CGNC Symbol 12282 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1814,9
7)" 7021 true 0.94 8329

ENSGALP00000026406 CID 257 - 272
ribosomal protein S6 kinase 90kDa 
polypeptide 3 - CGNC Symbol 12282 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1819,0
0)" 5089 8330



ENSGALP00000025883 CID 338 - 346
eukaryotic translation initiation factor 3 
subunit E - CGNC Symbol 12026 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1260,6
3)" 5986 true 1.93 8331

ENSGALP00000009121 CID 549 - 561
glycyl-tRNA synthetase - CGNC Symbol 
4244 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1521,
91)" 7829 true 1.12 8332

ENSGALP00000007780 CID 115 - 128
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1490,8
6)" 33581 true 1.25 8333

ENSGALP00000007780 CID 115 - 128
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1494,8
9)" 42120 8334

ENSGALP00000043134 CID 491 - 503
Hsap of 1: integrator complex subunit 3 - 
HGNC:26153 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1494,8
9)" 42120 false 8335



ENSGALP00000004641 CID 728 - 741
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1577,9
0)" 8664 true 0.84 8336

ENSGALP00000007822 CID 224 - 239
coronin actin binding protein 1C - CGNC 
Symbol 50369 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1757,9
1)" 71861 true 1.56 8337

ENSGALP00000006240 CID 991 - 1,006
collagen type VI alpha 3 - CGNC Symbol 
2875 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1859,0
3)" 8394 true 0.75 8338

ENSGALP00000002420 CID 49 - 66
proteasome subunit beta 3 - CGNC 
Symbol 1108 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1917,0
7)" 11472 true 1.18 8339

ENSGALP00000010737 CID 16 - 33
dual specificity phosphatase 8 - CGNC 
Symbol 5018 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1917,0
7)" 11472 8340



ENSGALP00000002420 CID 49 - 66
proteasome subunit beta 3 - CGNC 
Symbol 1108 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1921,0
9)" 14282 8341

ENSGALP00000038904 CID 62 - 83
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2333,3
3)" 3819 true 2.57 8342

ENSGALP00000014768 CID 484 - 492
EH-domain containing 3 - CGNC Symbol 
51465 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1161,
73)" 3565 8343

ENSGALP00000038904 CID 62 - 83
Gallus gallus hemoglobin alpha 1 (HBAA) 
mRNA. - RefSeq mRNA NM_001004376 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2345,4
1)" 11780 true 2.57 8344

ENSGALP00000002008 CID 171 - 183 c-src tyrosine kinase - CGNC Symbol 902 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1549,9
1)" 15965 8345



ENSGALP00000004641 CID 728 - 741
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1581,9
4)" 4182 8346

ENSGALP00000025404 CID 177 - 193
inner membrane mitochondrial protein - 
CGNC Symbol 11773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1659,9
2)" 7670 true 0.71 8347

ENSGALP00000025404 CID 177 - 193
inner membrane mitochondrial protein - 
CGNC Symbol 11773 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1663,9
4)" 5474 8348

ENSGALP00000020154 CID 191 - 209
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2235,
15)" 1532 8349

ENSGALP00000009408 CID 301 - 313
acetyl-CoA acyltransferase 1 - CGNC 
Symbol 4375 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1408,
87)" 9218 true 0.94 8350



ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2255,2
3)" 27333 true 1.78 8351

ENSGALP00000012086 CID 207 - 214
glutamic-oxaloacetic transaminase 1 
soluble - CGNC Symbol 5645 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(948,6
0)" 660 8352

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2275,2
5)" 4399 8353

ENSGALP00000009408 CID 301 - 313
acetyl-CoA acyltransferase 1 - CGNC 
Symbol 4375 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1412,
91)" 5971 8354

ENSGALP00000008498 CID 382 - 395 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1594,
84)" 1413 true 2.12 8355



ENSGALP00000008498 CID 382 - 395 transketolase - CGNC Symbol 3953 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1598,
87)" 5497 8356

ENSGALP00000002008 CID 171 - 183 c-src tyrosine kinase - CGNC Symbol 902 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1545,8
9)" 15330 true 0.85 8357

ENSGALP00000023617 CID 591 - 602
endoplasmic reticulum aminopeptidase 
1 - CGNC Symbol 52992 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1415,
85)" 1227 true 0.83 8358

ENSGALP00000023617 CID 591 - 602
endoplasmic reticulum aminopeptidase 
1 - CGNC Symbol 52992 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1419,
86)" 1017 8359

ENSGALP00000037522 CID 37 - 52
LUC7-like 3 pre-mRNA splicing factor - 
CGNC Symbol 53432 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2043,9
4)" 4008 8360



ENSGALP00000024133 CID 291 - 307
histone deacetylase 2 - CGNC Symbol 
11140 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1855,
03)" 5483 8361

ENSGALP00000004437 CID Sep-17
ribosomal protein S10 - CGNC Symbol 
51122 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1165,7
1)" 6062 true 0.43 8362

ENSGALP00000014317 CID 112 - 121
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1245,7
5)" 20079 false 0.84 8363

ENSGALP00000016523 CID 394 - 403

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1245,7
5)" 20079 false 0.6 8364

ENSGALP00000007705 CID 39 - 48
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1301,7
5)" 23176 true 0.64 8365



ENSGALP00000007705 CID 39 - 48
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1305,7
8)" 13977 8366

ENSGALP00000009709 CID 272 - 282
minichromosome maintenance complex 
component 2 - CGNC Symbol 4524 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1305,7
8)" 13977 8367

ENSGALP00000041532 CID 58 - 70
adenine phosphoribosyltransferase - 
CGNC Symbol 65844 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1509,8
3)" 6359 8368

ENSGALP00000026130 CID 1,120 - 1,132
ubiquitin specific peptidase 9 X-linked - 
CGNC Symbol 50795 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1371,
81)" 2537 true 1.49 8369

ENSGALP00000003914 CID 47 - 64
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(1927,0
5)" 5421 true 0.57 8370



ENSGALP00000007680 CID 152 - 166
ribosomal protein L6 - CGNC Symbol 
48978 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1543,
98)" 17649 8371

ENSGALP00000013267 CID 222 - 240
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 161128_VP007_OFFGEL_FASP_DiM_invers_Fr5

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
5/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr5/"MS/MS_(2173,1
4)" 13286 8372

ENSGALP00000000615 CID 195 - 210 karyopherin subunit beta 1 - HGNC:6400 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1823,
14)" 2424 false 8373

ENSGALP00000040653 CID 44 - 72

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(2915,
55)" 303 8374

ENSGALP00000009341 CID 146 - 158
high density lipoprotein binding protein - 
CGNC Symbol 4348 161128_VP007_OFFGEL_FASP_DiM_invers_Fr11

/VP007_LCM_vTRMutante_Tumor
vsTcells/VP007_TuvsT_OFFGEL_FA
SP_DiM_Invers/VP007_TuvsT_OFF
GEL_FASP_DiM_invers/Fraction-
11/Trypsin/LC-
226/161128_VP007_OFFGEL_FASP
_DiM_invers_Fr11/"MS/MS_(1387,
86)" 1159 false 1.34 8375



Supptbl43_PepTable_DiM1lbl_WTvsTcells

Row
User 
Flag OK Cmpd. m/z meas. Mr calc. z

? m/z 
[ppm]

RMS90 
[ppm] Rt [min] Scores #Cmpds. Site [%] Rank P Sequence Modifications

1 true 235 700.4252 699.4279 1 -14.23 120.43 26.67 26.9 (M:26.9) 1 1 0 K.DVIGLR.I Dimethyl: 1

2 true 967 701.4213 700.421 1 -9.89 314.54 22.5 25.8 (M:25.8) 1 1 0 R.IYAFR.G Dimethyl:2H(4): 1

3 true 3047 703.4124 702.4098 1 -6.66 533.63 51.17 16.6 (M:16.6) 1 1 1 R.KMGAPK.Y Oxidation: 2; Dimethyl: 1, 6

4 true 3875 703.4185 702.4098 1 1.92 129.92 41.5 21.5 (M:21.5) 1 1 0 K.MQQLK.D Dimethyl: 1, 5



5 true 1853 704.4656 703.4632 1 -6.98 118.44 26 23.6 (M:23.6) 1 1 0 R.LIFAGK.Q Dimethyl: 1, 6

6 true 1106 705.431 704.4221 1 2.31 61.08 23.67 21.7 (M:21.7) 2 1 0 K.EIFLR.E Dimethyl: 1

7 true 1106 705.431 704.4221 1 2.31 61.08 23.67 21.7 (M:21.7) 2 1 0 K.EIFLR.E Dimethyl: 1

8 true 1106 705.431 704.4221 1 2.31 61.08 23.67 21.7 (M:21.7) 2 1 0 K.EIFLR.E Dimethyl: 1



9 true 1052 709.4571 708.4472 1 3.63 67.12 23.67 25.8 (M:25.8) 4 1 0 K.EIFLR.E Dimethyl:2H(4): 1

10 true 1052 709.4571 708.4472 1 3.63 67.12 23.67 25.8 (M:25.8) 4 1 0 K.EIFLR.E Dimethyl:2H(4): 1

11 true 1052 709.4571 708.4472 1 3.63 67.12 23.67 25.8 (M:25.8) 4 1 0 K.EIFLR.E Dimethyl:2H(4): 1

12 true 583 711.3952 710.3752 1 17.88 87.85 21.83 20.1 (M:20.1) 1 1 0 R.FFVDR.D Dimethyl: 1



13 true 583 711.3952 710.3785 1 13.14 62.29 21.83 20.1 (M:20.1) 1 1 0 K.MFTIR.G Oxidation: 1; Dimethyl: 1

14 true 584 715.4205 714.4003 1 18.09 117.77 21.83 15.9 (M:15.9) 1 1 0 R.FFVDR.D Dimethyl:2H(4): 1

15 true 1325 720.3566 719.3337 1 21.56 193.32 31.5 15.5 (M:15.5) 1 1 0 K.ASEEEK.E Dimethyl: 6

16 false 1990 724.4116 723.4068 1 -3.41 136.45 32.5 20.2 (M:20.2) 1 2 0 R.NLFFR.V Dimethyl: 1



17 false 3433 724.4167 723.4217 1 -16.99 239.67 33.17 15.3 (M:15.3) 1 2 0 R.LGAFER.E Dimethyl:2H(4): 1

18 true 3433 724.4167 723.4068 1 3.63 183.96 33.17 17.8 (M:17.8) 1 1 0 R.GFAFVR.F Dimethyl: 1

19 false 2944 724.4258 723.4319 1 -18.55 273.4 31.5 21.0 (M:21.0) 1 3 0 K.GFFGIK.G Dimethyl: 1, 6

20 true 2944 724.4258 723.4068 1 16.17 273.72 31.5 29.1 (M:29.1) 1 1 0 K.GFGFIR.L Dimethyl: 1



21 true 2944 724.4258 723.4319 1 -18.55 266.58 31.5 29.1 (M:29.1) 1 1 0 K.GFGFIK.L Dimethyl: 1, 6

22 true 2944 724.4258 723.4068 1 16.17 273.72 31.5 29.1 (M:29.1) 1 1 0 R.GFGFIR.L Dimethyl: 1

23 true 2095 727.4114 726.4065 1 -3.22 282.01 28.33 23.8 (M:23.8) 1 1 0 R.FIYTR.E Dimethyl: 1

24 true 1991 728.4423 727.4274 1 10.43 186.02 32.5 16.8 (M:16.8) 1 1 1 K.KAMMK.L

Dimethyl:2H(4): 1; 
Oxidation: 3, 4; Dimethyl: 1, 
5



25 true 3028 728.4428 727.4319 1 5.03 281.3 31.5 24.2 (M:24.2) 1 1 0 K.GFGFIR.L Dimethyl:2H(4): 1

26 true 3028 728.4428 727.4319 1 5.03 281.3 31.5 24.2 (M:24.2) 1 1 0 R.GFGFIR.L Dimethyl:2H(4): 1

27 false 238 728.4778 727.4592 1 15.52 129.71 20.5 16.8 (M:16.8) 1 6 0 R.ELGLIR.K Dimethyl: 1

28 false 637 729.4247 728.4293 1 -16.33 252.73 30.33 15.9 (M:15.9) 1 4 1 R.EVRLGR.N



29 true 2389 731.4311 730.4316 1 -10.58 342.63 28.33 21.2 (M:21.2) 1 1 0 R.FIYTR.E Dimethyl:2H(4): 1

30 true 1434 732.4543 731.433 1 19.14 344.39 24.33 28.3 (M:28.3) 1 1 0 K.GVPLYR.H Dimethyl: 1

31 false 694 736.3851 735.3915 1 -18.68 388.7 29.67 20.9 (M:20.9) 1 3 0 R.LDAAYR.S Dimethyl: 1

32 true 694 736.3851 735.3915 1 -18.68 399.95 29.67 38.0 (M:38.0) 2 1 0 K.DIAAYR.A Dimethyl: 1



33 false 694 736.3851 735.3803 1 -3.43 440.71 29.67 25.9 (M:25.9) 2 2 0 K.DYLAAIA.-

34 false 694 736.3851 735.3664 1 15.47 415.35 29.67 15.3 (M:15.3) 1 5 0 K.QQAAYR.N

35 true 694 736.3851 735.3915 1 -18.68 399.95 29.67 38.0 (M:38.0) 2 1 0 K.DIAAYR.A Dimethyl: 1

36 true 2289 736.4296 735.4177 1 6.3 103.64 39.5 17.9 (M:17.9) 1 1 1 K.GAGTKDR.T Dimethyl:2H(4): 5



37 true 1379 736.4635 735.4581 1 -2.58 358.02 24.17 27.9 (M:27.9) 1 1 0 K.GVPLYR.H Dimethyl:2H(4): 1

38 false 768 738.4507 737.4323 1 15.03 97.31 22.17 16.0 (M:16.0) 1 2 0 K.STSFLK.S Dimethyl: 1, 6

39 true 802 740.4107 739.4166 1 -17.79 369.66 29.67 26.4 (M:26.4) 1 1 0 K.DIAAYR.A Dimethyl:2H(4): 1

40 true 802 740.4107 739.4166 1 -17.79 369.66 29.67 26.4 (M:26.4) 1 1 0 K.DIAAYR.A Dimethyl:2H(4): 1



41 true 443 740.4339 739.4166 1 13.5 114.81 22 28.9 (M:28.9) 1 1 0 R.LGFDTR.V Dimethyl:2H(4): 1

42 true 443 740.4339 739.4166 1 13.5 114.81 22 28.9 (M:28.9) 1 1 0 R.LGFDTR.V Dimethyl:2H(4): 1

43 false 3085 741.3971 740.3857 1 5.54 367.06 40.67 15.4 (M:15.4) 1 4 0 R.FDIYR.K Dimethyl: 1

44 true 2557 742.3752 741.3697 1 -2.51 394.41 39.83 46.1 (M:46.1) 4 1 0 R.TLYGFGG.- Dimethyl: 1



45 true 533 743.4488 742.4337 1 10.47 426.06 30.33 38.0 (M:38.0) 3 1 0 K.DIQLAR.R Dimethyl: 1

46 false 533 743.4488 742.445 1 -4.64 416.43 30.33 20.1 (M:20.1) 1 6 1 K.NKNLAR.K Dimethyl: 1

47 true 1381 744.4671 743.4615 1 -2.32 334.06 24.17 49.4 (M:49.4) 3 1 0 R.VTIMPK.D Dimethyl: 1, 6

48 true 1656 746.4027 745.3948 1 0.78 420.52 36.5 45.3 (M:45.3) 2 1 0 R.TLYGFGG.- Dimethyl:2H(4): 1



49 false 363 747.4608 746.4473 1 8.41 385.93 29.33 17.7 (M:17.7) 2 5 1 R.MLAIKR.C Oxidation: 1

50 true 534 747.4689 746.4588 1 3.67 365.95 30.33 31.4 (M:31.4) 2 1 0 K.DIQLAR.R Dimethyl:2H(4): 1

51 false 534 747.4689 746.4476 1 18.7 289.47 30.33 17.6 (M:17.6) 2 7 0 K.DPSAVAK.H
Dimethyl:2H(4): 1; 
Dimethyl: 7

52 true 124 748.4337 747.4429 1 -21.97 125.96 20.17 30.2 (M:30.2) 2 1 0 K.LNLDNK.D Dimethyl:2H(4): 1



53 true 499 748.4353 747.4279 1 0.18 177.13 21.5 32.7 (M:32.7) 1 1 0 R.FLEGVR.N Dimethyl: 1

54 true 614 748.4399 747.4279 1 6.32 253.06 21.83 17.3 (M:17.3) 1 1 0 R.AVIFDR.F Dimethyl: 1

55 true 1241 748.4408 747.4279 1 7.45 157.88 24.17 31.1 (M:31.1) 2 1 0 R.IFDLGR.K Dimethyl: 1

56 true 500 752.4632 751.453 1 3.81 228.81 21.5 17.2 (M:17.2) 1 1 0 R.FLEGVR.N Dimethyl:2H(4): 1



57 true 615 752.4665 751.453 1 8.21 274.61 21.83 40.4 (M:40.4) 1 1 0 R.AVIFDR.F Dimethyl:2H(4): 1

58 false 615 752.4665 751.453 1 8.21 269 21.83 21.1 (M:21.1) 1 2 0 K.ADVFLR.F Dimethyl:2H(4): 1

59 false 615 752.4665 751.453 1 8.21 308.16 21.83 18.6 (M:18.6) 1 5 0 K.ILGFDR.E Dimethyl:2H(4): 1

60 false 615 752.4665 751.4564 1 3.73 226.36 21.83 19.1 (M:19.1) 1 4 1 K.AVCKSK.K

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Dimethyl: 6



61 true 1107 752.4675 751.453 1 9.55 255.11 24.17 25.0 (M:25.0) 2 1 0 R.IFDLGR.K Dimethyl:2H(4): 1

62 false 3180 756.452 755.4541 1 -12.48 168.7 38.67 15.7 (M:15.7) 1 5 0 R.ETPIIR.R Dimethyl: 1

63 false 2244 756.4874 755.4905 1 -13.71 309.39 37.33 19.5 (M:19.5) 1 4 0 R.DLLLVR.H Dimethyl: 1

64 true 2244 756.4874 755.4905 1 -13.71 270.94 37.33 25.0 (M:25.0) 1 1 0 K.DILVLR.L Dimethyl: 1



65 true 283 758.4618 757.4495 1 6.56 386.23 27 16.0 (M:16.0) 1 1 0 R.DMTLAK.H
Dimethyl:2H(4): 1, 6; 
Oxidation: 2

66 true 857 758.4917 757.4698 1 19.31 150.12 22.83 24.6 (M:24.6) 1 1 0 R.LSELLR.Y Dimethyl: 1

67 false 3476 758.4941 757.481 1 7.62 228.55 33.33 15.7 (M:15.7) 1 2 1 R.VNLRTK.R Dimethyl: 6

68 true 491 760.4615 759.4429 1 14.92 311.36 21.83 18.8 (M:18.8) 2 1 0 K.VPLEDR.V Dimethyl:2H(4): 1



69 true 2245 760.4687 759.4564 1 6.58 372.82 27.67 29.2 (M:29.2) 3 1 0 R.VTIMPK.D Oxidation: 4; Dimethyl: 1, 6

70 false 2245 760.4687 759.4677 1 -8.19 289.05 27.67 15.6 (M:15.6) 1 5 0 R.ISMIIR.D Dimethyl: 1

71 true 1018 760.4823 759.4564 1 24.43 112.18 38.67 21.3 (M:21.3) 2 1 0 R.AMELLK.V Dimethyl: 1, 6

72 false 605 761.4748 760.4517 1 20.76 643.49 28.33 15.2 (M:15.2) 1 6 0 R.ISLCLK.V
Carbamidomethyl: 4; 
Dimethyl: 1



73 true 2062 764.3806 763.3865 1 -17.15 271 34.33 20.1 (M:20.1) 1 1 0 R.DAFDLR.M Dimethyl: 1

74 true 1326 764.4355 763.4378 1 -12.51 306.12 31.33 15.9 (M:15.9) 1 1 0 R.LDLTDR.S Dimethyl:2H(4): 1

75 false 2818 764.4444 763.4336 1 4.56 109.97 33.83 17.0 (M:17.0) 1 3 0 R.VMMIAK.K Oxidation: 3; Dimethyl: 1, 6

76 true 2507 766.4582 765.4537 1 -3.73 477.14 30.83 39.2 (M:39.2) 1 1 0 R.LFGFVR.F Dimethyl: 1



77 true 656 766.4807 765.4687 1 6.19 90.54 21.83 22.3 (M:22.3) 1 1 0 K.VIAFER.A Dimethyl:2H(4): 1

78 false 3029 767.497 766.504 1 -18.66 178.46 31.5 15.4 (M:15.4) 1 2 0 K.AVLSADK.L Dimethyl:2H(4): 1, 7

79 true 1382 770.4997 769.481 1 14.81 386.08 23.5 32.3 (M:32.3) 2 1 0 R.LNLVQR.N Dimethyl: 1

80 true 1382 770.4997 769.481 1 14.81 386.08 23.5 32.3 (M:32.3) 2 1 0 R.LNLVQR.N Dimethyl: 1



81 false 1382 770.4997 769.5062 1 -17.83 372.45 23.5 18.7 (M:18.7) 1 4 0 K.LLNVQK.H Dimethyl: 1, 6

82 true 4491 771.4367 770.4367 1 -9.48 449.51 51.67 22.6 (M:22.6) 1 1 0 K.ILGFFF.- Dimethyl: 1

83 false 315 772.5015 771.4854 1 11.43 309.42 21.33 16.9 (M:16.9) 1 3 0 R.VAISVQK.K Dimethyl: 7

84 true 1112 773.4475 772.4443 1 -5.33 386.08 22.33 18.2 (M:18.2) 1 1 0 K.ITIENR.S Dimethyl: 1



85 false 449 773.4499 772.4596 1 -21.84 398.43 27.83 18.1 (M:18.1) 1 3 0 R.TVWIAR.N Dimethyl: 1

86 false 449 773.4499 772.4331 1 12.41 424.05 27.83 15.7 (M:15.7) 1 4 0 K.VGDDIAK.A Dimethyl: 1, 7

87 true 449 773.4499 772.4443 1 -2.11 426.17 27.83 30.5 (M:30.5) 1 1 0 R.SLADIAR.E Dimethyl: 1

88 false 2733 773.4879 772.4695 1 14.46 299.27 39.33 16.8 (M:16.8) 1 4 0 K.ELASVVK.K Dimethyl: 7



89 false 2733 773.4879 772.4807 1 -0.06 240.03 39.33 18.4 (M:18.4) 1 3 1 R.TRDVVK.A Dimethyl: 1, 6

90 true 1098 774.36 773.3668 1 -18.12 201.93 30.67 26.9 (M:26.9) 1 1 0 R.EAAEAQR.L

91 false 1505 774.4266 773.4218 1 -3.14 311.05 24.67 19.2 (M:19.2) 1 2 1 K.CSKVPR.G
Carbamidomethyl: 1; 
Dimethyl: 1

92 true 4492 775.4653 774.464 1 -7.73 611.73 51.67 17.2 (M:17.2) 1 1 0 K.FLAPGSK.R Dimethyl: 1, 7



93 true 2841 775.5044 774.5004 1 -4.22 354.47 30.67 16.7 (M:16.7) 1 1 0 K.GLAAFLK.A Dimethyl: 1, 7

94 true 606 776.4686 775.4592 1 2.67 322.73 22.67 29.5 (M:29.5) 2 1 0 R.NVNVFK.F Dimethyl: 1, 6

95 true 2637 776.4794 775.4844 1 -15.77 304.75 30.17 24.6 (M:24.6) 1 1 0 K.DLFILK.H Dimethyl: 6

96 false 2637 776.4794 775.4626 1 12.28 329.28 30.17 16.0 (M:16.0) 1 7 0 R.ISMIIR.D Oxidation: 3; Dimethyl: 1



97 true 1475 776.4925 775.4742 1 14.24 233.82 24 19.0 (M:19.0) 1 1 0 K.LVNGGEK.L
Dimethyl:2H(4): 1; 
Dimethyl: 7

98 true 945 778.459 777.4687 1 -21.75 253.72 23 25.8 (M:25.8) 1 1 0 K.IVFDPR.Y Dimethyl:2H(4): 1

99 true 1661 779.4239 778.4259 1 -11.82 316 32.67 16.3 (M:16.3) 1 1 1 K.TMDKIK.E Oxidation: 2; Dimethyl: 6

100 false 450 781.4932 780.4796 1 8.16 451.35 21.83 26.1 (M:26.1) 1 2 0 R.AYLNLR.S Dimethyl:2H(4): 1



101 true 1657 782.4236 781.4123 1 5.17 525.65 36.33 38.8 (M:38.8) 3 1 0 R.DGFLFR.Y Dimethyl: 1

102 false 1091 785.4997 784.4919 1 0.63 232.24 23.33 15.6 (M:15.6) 1 7 1 R.NLKQVR.I Dimethyl: 1

103 false 1091 785.4997 784.4807 1 14.93 255.25 23.33 15.3 (M:15.3) 1 8 0 K.IIGNNVK.K Dimethyl: 7

104 true 1091 785.4997 784.4807 1 14.93 237.37 23.33 21.1 (M:21.1) 1 1 0 K.ILENLR.G Dimethyl: 1



105 true 1861 786.4495 785.4374 1 6.15 497.47 36.5 25.6 (M:25.6) 1 1 0 R.DGFLFR.Y Dimethyl:2H(4): 1

106 false 238 787.4687 786.464 1 -3.29 683.03 26.83 28.9 (M:28.9) 1 3 0 R.NLPYPK.E Dimethyl: 1, 6

107 false 238 787.4687 786.4487 1 16.08 548 26.83 17.9 (M:17.9) 1 7 0 K.DIQDLK.F Dimethyl: 1, 6

108 true 1506 788.4055 787.4017 1 -4.38 481.77 24.67 21.4 (M:21.4) 2 1 0 R.FYAFGR.V Dimethyl: 1



109 false 3166 790.4928 789.4749 1 13.5 450.07 32.17 21.2 (M:21.2) 1 2 0 K.VVEIFR.I Dimethyl: 1

110 false 3166 790.4928 789.4749 1 13.5 406.19 32.17 15.3 (M:15.3) 1 5 0 R.NVNIFK.F Dimethyl: 1, 6

111 true 501 791.4461 790.4337 1 6.44 282.11 21.5 18.2 (M:18.2) 1 1 0 R.LFNVDR.H Dimethyl: 1

112 false 501 791.4461 790.4259 1 16.38 362.15 21.5 17.2 (M:17.2) 1 52.07 3 0 R.ISMADVK.F Dimethyl: 1



113 true 1295 792.432 791.4268 1 -2.63 428.76 24.67 34.0 (M:34.0) 2 1 0 R.FYAFGR.V Dimethyl:2H(4): 1

114 false 1009 792.5025 791.4843 1 13.75 255.42 23.17 15.1 (M:15.1) 1 2 0 K.FEPLVR.D Dimethyl:2H(4): 1

115 true 1009 792.5025 791.4793 1 20.11 255.54 23.17 22.3 (M:22.3) 1 1 0 K.ETFVLK.E Dimethyl: 1, 6

116 true 1375 794.3191 793.3242 1 -15.66 392.59 31.5 21.5 (M:21.5) 1 1 0 M.ADFEDR.V Acetyl: 1



117 false 2228 794.4854 793.4748 1 4.11 592.58 28.17 21.5 (M:21.5) 1 8 0 K.AAFLGQR.G Dimethyl:2H(4): 1

118 false 2228 794.4854 793.467 1 14.01 476.92 28.17 23.1 (M:23.1) 1 2 0 K.VDLMLR.Q
Dimethyl:2H(4): 1; 
Oxidation: 4

119 true 2165 794.4937 793.4949 1 -10.69 361.45 27.17 16.2 (M:16.2) 1 1 0 K.TTILYK.L Dimethyl: 1, 6

120 true 2165 794.4937 793.4949 1 -10.69 361.45 27.17 16.2 (M:16.2) 1 1 0 K.TTILYK.L Dimethyl: 1, 6



121 true 2165 794.4937 793.4949 1 -10.69 361.45 27.17 16.2 (M:16.2) 1 1 0 K.TTILYK.L Dimethyl: 1, 6

122 true 3205 794.511 793.5 1 4.68 363.26 32.33 36.1 (M:36.1) 1 1 0 K.VVEIFR.I Dimethyl:2H(4): 1

123 false 3205 794.511 793.5 1 4.68 300.23 32.33 15.3 (M:15.3) 1 9 0 K.AAQLGFK.T
Dimethyl:2H(4): 1; 
Dimethyl: 7

124 true 2618 796.4507 795.4279 1 19.52 496.66 38.67 35.3 (M:35.3) 1 1 0 R.FLADFR.D Dimethyl: 1



125 true 2486 797.4636 796.4483 1 10.06 358.77 28.67 18.6 (M:18.6) 1 1 0 K.FANYVK.N Dimethyl: 1, 6

126 true 2619 800.475 799.453 1 18.36 576.28 38.67 29.4 (M:29.4) 1 1 0 R.FLADFR.D Dimethyl:2H(4): 1

127 true 1795 800.4992 799.4916 1 0.46 525.65 25.5 21.4 (M:21.4) 1 1 0 R.IGVITNR.E Dimethyl: 1

128 false 1590 800.501 799.4804 1 16.73 400.19 41.67 21.6 (M:21.6) 1 3 0 K.LEEILR.G Dimethyl: 1



129 false 1590 800.501 799.5055 1 -14.69 374.45 41.67 21.6 (M:21.6) 1 3 0 K.IEIEIK.I Dimethyl: 1, 6

130 true 649 801.4665 800.4545 1 5.99 714.24 20.33 33.8 (M:33.8) 1 1 0 R.LAHYNK.R Dimethyl: 1, 6

131 true 718 801.5098 800.507 1 -5.64 323.25 21 15.8 (M:15.8) 1 1 0 K.AAGFLMK.K Dimethyl:2H(4): 1, 7

132 true 693 802.4062 801.4133 1 -18.01 280.47 21 40.7 (M:40.7) 1 1 0 K.DFSIHR.L Dimethyl: 1



133 true 1376 802.414 801.3981 1 10.8 301.71 31.67 29.3 (M:29.3) 1 1 0 K.ENGGELR.L Dimethyl: 1

134 true 312 803.44 802.4337 1 -1.28 275.66 21 21.2 (M:21.2) 1 1 0 K.FGVAEPR.K Dimethyl: 1

135 false 4151 804.5056 803.5157 1 -21.57 343.41 46.17 16.1 (M:16.1) 1 5 0 K.DLFILK.H Dimethyl: 1, 6

136 true 1565 804.5076 803.4905 1 12.13 360.3 34.5 18.2 (M:18.2) 1 1 0 R.NIFLNK.I Dimethyl: 1, 6



137 true 2845 805.4629 804.4494 1 7.78 522.97 41.33 34.3 (M:34.3) 1 1 0 R.FAGVDIR.V Dimethyl: 1

138 false 2845 805.4629 804.4494 1 7.78 480.47 41.33 28.1 (M:28.1) 1 2 0 R.FLNDLR.R Dimethyl: 1

139 true 1243 805.4696 804.4494 1 16.1 313.17 24 21.0 (M:21.0) 1 1 0 K.VEFNIR.K Dimethyl: 1

140 false 43 805.4749 804.4745 1 -8.54 455.39 26.17 19.7 (M:19.7) 2 7 0 K.DLQVFK.V Dimethyl: 1, 6



141 false 43 805.4749 804.4494 1 22.69 497.89 26.17 25.9 (M:25.9) 2 3 0 R.DIFVQR.E Dimethyl: 1

142 true 923 805.5039 804.5143 1 -21.97 364.45 21.67 29.3 (M:29.3) 1 1 1 K.LTKIMK.E Oxidation: 5; Dimethyl: 1, 6

143 true 393 805.5089 804.4985 1 3.78 316.27 21 23.5 (M:23.5) 1 1 0 K.FANYVK.N Dimethyl:2H(4): 1, 6

144 true 694 806.432 805.4384 1 -17.05 152.07 21 18.0 (M:18.0) 1 1 0 K.DFSIHR.L Dimethyl:2H(4): 1



145 false 1377 806.4389 805.4294 1 2.78 506.66 31.67 20.5 (M:20.5) 1 3 1 K.SSKSEIR.G

146 false 1377 806.4389 805.4232 1 10.46 309.38 31.67 20.4 (M:20.4) 1 4 0 K.ENGGELR.L Dimethyl:2H(4): 1

147 true 313 807.4593 806.4588 1 -8.41 343.15 21 27.2 (M:27.2) 1 1 0 K.FGVAEPR.K Dimethyl:2H(4): 1

148 false 1437 807.4798 806.4874 1 -18.38 395.16 24 15.5 (M:15.5) 1 3 0 K.QDMLLK.V
Dimethyl:2H(4): 1; 
Dimethyl: 6



149 true 1608 807.4806 806.4696 1 4.65 453.04 24.5 25.8 (M:25.8) 2 1 0 R.MLPMQK.V
Dimethyl:2H(4): 1; 
Dimethyl: 6

150 false 1586 808.4576 807.4313 1 23.58 364.13 25.17 16.8 (M:16.8) 1 2 0 R.VFDMIR.R Dimethyl: 1

151 true 1031 808.5076 807.4967 1 4.54 458.4 23.67 44.7 (M:44.7) 1 1 0 R.IHLELR.N Dimethyl: 1

152 false 1031 808.5076 807.4905 1 12.2 433.56 23.67 17.2 (M:17.2) 1 2 0 K.FVNQLR.G Dimethyl:2H(4): 1



153 true 2012 809.4035 808.3823 1 17.27 562.39 36.5 22.3 (M:22.3) 1 1 0 K.IMEMAAK.G Oxidation: 2

154 true 3 809.474 808.4745 1 -9.57 73.79 20.17 32.0 (M:32.0) 1 1 0 K.VEFNIR.K Dimethyl:2H(4): 1

155 false 2900 809.4842 808.4666 1 12.7 455.06 41.33 21.2 (M:21.2) 1 3 0 K.MVENIK.Q
Dimethyl:2H(4): 1; 
Oxidation: 1; Dimethyl: 6

156 false 2900 809.4842 808.4745 1 2.99 597.55 41.33 21.2 (M:21.2) 1 2 0 R.FLNDLR.R Dimethyl:2H(4): 1



157 true 2900 809.4842 808.4745 1 2.99 556.31 41.33 34.8 (M:34.8) 1 1 0 R.FAGVDIR.V Dimethyl:2H(4): 1

158 true 2693 810.4692 809.48 1 -22.2 458.88 30.17 17.0 (M:17.0) 1 1 0 R.YLLFAR.Q Dimethyl: 1

159 true 2347 810.4847 809.4687 1 10.74 434.67 28 22.1 (M:22.1) 1 1 0 K.YYLAPK.I Dimethyl: 1, 6

160 true 1385 811.5063 810.4901 1 10.94 394.28 24.17 17.3 (M:17.3) 1 1 0 R.AIISGYR.L Dimethyl:2H(4): 1



161 false 2901 812.4394 811.4341 1 -2.37 497.71 39.83 15.0 (M:15.0) 1 5 0 R.AGPPPAFR.M

162 true 2094 812.4623 811.448 1 8.67 515.63 37 27.7 (M:27.7) 1 1 0 R.YVEVFK.S Dimethyl: 6

163 false 1587 812.4784 811.4564 1 18.16 228.23 25.17 16.3 (M:16.3) 1 2 0 R.VFDMIR.R Dimethyl:2H(4): 1

164 false 313 814.4711 813.4821 1 -22.41 483.78 27.17 19.6 (M:19.6) 1 6 1 M.AANRNLK.Q Dimethyl: 7



165 false 313 814.4711 813.4821 1 -22.41 382.72 27.17 26.5 (M:26.5) 1 3 1 R.DLVQRR.I Dimethyl: 1

166 false 313 814.4711 813.4709 1 -8.62 476.76 27.17 20.6 (M:20.6) 1 4 0 R.GNGVNVVK.I Dimethyl: 1

167 true 313 814.4711 813.4709 1 -8.62 476.74 27.17 32.0 (M:32.0) 2 1 0 K.DIVNGLR.S Dimethyl: 1

168 false 674 815.4737 814.48 1 -16.68 275.96 30.67 15.2 (M:15.2) 1 4 0 K.DLIADLK.Y Dimethyl: 7



169 false 674 815.4737 814.4549 1 14.17 391.86 30.67 15.8 (M:15.8) 1 2 0 K.LADLVER.D

170 false 1012 816.4972 815.4753 1 18 375.42 23.33 17.2 (M:17.2) 1 6 1 K.AEEAKLK.A Dimethyl: 7

171 false 1012 816.4972 815.48 1 12.23 328.03 23.33 16.4 (M:16.4) 1 9 1 K.LMRQIR.M

172 true 1699 818.4365 817.4181 1 13.51 572.94 32.83 36.7 (M:36.7) 1 1 0 K.NTADEIK.G Dimethyl: 7



173 false 314 818.4941 817.5072 1 -24.9 422.59 27.17 18.4 (M:18.4) 1 4 1 R.DLVQRR.I Dimethyl:2H(4): 1

174 true 314 818.4941 817.496 1 -11.17 486 27.17 42.0 (M:42.0) 1 1 0 K.DIVNGLR.S Dimethyl:2H(4): 1

175 false 587 818.5 817.481 1 14.34 487.83 21.5 16.7 (M:16.7) 1 2 0 R.AGNIIFR.K Dimethyl: 1

176 false 4094 819.4792 818.465 1 8.36 413.78 46.17 16.4 (M:16.4) 1 5 0 K.FIEIAAR.K



177 true 501 819.4797 818.465 1 8.96 374.99 21.5 39.5 (M:39.5) 1 1 0 R.LFENLR.M Dimethyl: 1

178 false 501 819.4797 818.4902 1 -21.73 309.05 21.5 23.1 (M:23.1) 1 9 0 K.IFGGEIK.T Dimethyl: 1, 7

179 false 501 819.4797 818.4619 1 12.81 315.03 21.5 23.3 (M:23.3) 1 6 1 R.IRMMLR.G

180 false 2014 819.4811 818.4572 1 20.3 491.54 30.83 19.4 (M:19.4) 1 8 0 K.VLVDMSK.V Dimethyl: 7



181 false 1351 819.4835 818.4912 1 -18.32 426.21 29.5 20.1 (M:20.1) 1 6 0 K.VAQNSIR.R Dimethyl:2H(4): 1

182 false 3644 819.4856 818.465 1 16.25 500.08 34.83 15.9 (M:15.9) 1 9 0 K.GDIFLVR.G

183 false 1004 819.4892 818.5014 1 -23.78 362.08 26 21.3 (M:21.3) 1 6 0 R.AVTIFIR.G

184 false 789 821.494 820.4695 1 20.97 501.14 23.83 18.9 (M:18.9) 1 10 0 R.VFGTDVK.C Dimethyl: 1, 7



185 true 789 821.494 820.4881 1 -1.7 499.96 23.83 34.8 (M:34.8) 2 1 0 -.MQIFVK.T Dimethyl: 1, 6

186 true 1700 822.3836 821.3841 1 -9.41 366.61 32.67 16.7 (M:16.7) 1 1 0 R.DMDELK.K Oxidation: 2; Dimethyl: 1, 6

187 true 1672 823.4463 822.4388 1 0.24 532.48 26.83 16.2 (M:16.2) 2 1 0 R.YVGGFPR.S Dimethyl: 1

188 true 588 823.4532 822.4422 1 4.51 548.32 21.5 45.3 (M:45.3) 1 1 0 K.LTGMAFR.V Dimethyl: 1



189 true 708 823.5015 822.4963 1 -2.56 312.87 29.33 24.4 (M:24.4) 2 1 0 K.IIAPPER.K Dimethyl: 1

190 true 708 823.5015 822.4963 1 -2.56 312.87 29.33 24.4 (M:24.4) 2 1 0 K.IIAPPER.K Dimethyl: 1

191 true 708 823.5015 822.4963 1 -2.56 312.87 29.33 24.4 (M:24.4) 2 1 0 K.IIAPPER.K Dimethyl: 1

192 true 4057 824.4657 823.4592 1 -1.02 534.2 46.33 34.8 (M:34.8) 1 1 0 R.DVFLFR.S Dimethyl: 1



193 false 1931 824.523 823.5105 1 6.24 472.48 30.5 16.0 (M:16.0) 1 2 0 K.AQSLFVK.E Dimethyl:2H(4): 7

194 false 5565 826.4747 825.4709 1 -4.15 573.56 49.5 18.3 (M:18.3) 1 4 0 M.ALSGAPLR.V Acetyl: 1

195 true 3504 826.4846 825.4898 1 -15.11 462.22 33.5 15.2 (M:15.2) 1 1 1 K.AEYKQK.T
Dimethyl:2H(4): 4; 
Dimethyl: 6

196 false 1626 827.4718 826.4673 1 -3.31 533.43 25.17 15.5 (M:15.5) 1 5 0 R.VFNIMR.E
Dimethyl:2H(4): 1; 
Oxidation: 5



197 true 453 827.4812 826.4673 1 8.04 616.76 21.5 51.1 (M:51.1) 2 1 0 K.LTGMAFR.V Dimethyl:2H(4): 1

198 false 4825 827.5212 826.5214 1 -9.09 469.81 45.5 17.6 (M:17.6) 2 2 0 K.IIAPPER.K Dimethyl:2H(4): 1

199 false 4825 827.5212 826.5214 1 -9.09 469.81 45.5 17.6 (M:17.6) 2 2 0 K.IIAPPER.K Dimethyl:2H(4): 1

200 false 4825 827.5212 826.5214 1 -9.09 469.81 45.5 17.6 (M:17.6) 2 2 0 K.IIAPPER.K Dimethyl:2H(4): 1



201 false 2362 827.5234 826.5074 1 10.5 646.82 30.33 19.3 (M:19.3) 1 4 0 -.MSVSPVK.R
Dimethyl:2H(4): 1, 7; 
Oxidation: 1

202 false 1875 827.5262 826.5214 1 -3.08 341.93 27 18.6 (M:18.6) 1 2 0 K.DIAAHIK.K
Dimethyl:2H(4): 1; 
Dimethyl: 7

203 false 1439 827.5312 826.5404 1 -19.95 424.45 29.83 16.6 (M:16.6) 1 4 0 R.VAEAFVK.T Dimethyl:2H(4): 1, 7

204 false 185 828.4905 827.4865 1 -3.93 431.97 20.33 20.6 (M:20.6) 2 4 0 R.GLQDVLR.T Dimethyl: 1



205 false 4058 828.4933 827.4956 1 -11.55 684.15 46.33 16.0 (M:16.0) 1 4 1 R.GRFNFK.K
Dimethyl:2H(4): 1; 
Dimethyl: 6

206 false 4058 828.4933 827.4843 1 2.01 607.19 46.33 26.9 (M:26.9) 1 2 0 R.DVFLFR.S Dimethyl:2H(4): 1

207 false 2477 828.5026 827.4939 1 1.72 -1 51.5 17.7 (M:17.7) 1 4 0 R.VMGLLPAK.G

208 false 2001 828.5082 827.4939 1 8.47 500.36 29 24.6 (M:24.6) 2 2 0 K.MQGVPLK.H Dimethyl: 1, 7



209 false 2001 828.5082 827.4915 1 11.31 467.18 29 17.0 (M:17.0) 2 10 1 M.APKGGPGGR.Q Dimethyl:2H(4): 1

210 true 648 831.5064 830.4862 1 15.6 295.14 23 23.8 (M:23.8) 1 1 0 K.STELLIR.K

211 false 2735 832.4864 831.4702 1 10.73 462.4 39.33 17.4 (M:17.4) 1 6 1 K.GESVKEK.F Dimethyl: 1, 7

212 false 1187 832.4899 831.4814 1 1.5 380.09 25.5 15.1 (M:15.1) 1 6 0 K.SISISVAR.G



213 false 1219 832.5046 831.5116 1 -17.12 240.95 24 15.6 (M:15.6) 1 10 0 K.LGDLGLGR.F Dimethyl:2H(4): 1

214 false 1219 832.5046 831.5004 1 -3.62 353.01 24 15.8 (M:15.8) 1 9 0 K.LPGSVGDK.A
Dimethyl:2H(4): 1; 
Dimethyl: 8

215 true 129 832.5146 831.5116 1 -5.15 304.9 20.5 26.2 (M:26.2) 2 1 0 R.GLQDVLR.T Dimethyl:2H(4): 1

216 true 317 833.4748 832.4807 1 -15.78 310.62 21.17 24.9 (M:24.9) 1 1 0 K.FVEVVGR.A Dimethyl: 1



217 false 1219 833.4781 832.4841 1 -15.88 597.72 24.33 15.5 (M:15.5) 1 7 1 K.VLKDMR.A Oxidation: 5; Dimethyl: 1, 3

218 false 3129 833.5055 832.5092 1 -13.18 443.27 32.17 15.5 (M:15.5) 1 7 1 K.LKEMIK.S Oxidation: 4; Dimethyl: 1, 6

219 true 2324 834.4859 833.4759 1 3.25 520.03 28 15.2 (M:15.2) 1 1 0 K.YNQLLR.I Dimethyl: 1

220 true 328 835.4276 834.4236 1 -3.89 368.68 33.33 20.1 (M:20.1) 1 1 0 R.AVDFAER.H Dimethyl: 1



221 true 3640 835.4819 834.4935 1 -22.57 394.04 34.83 21.5 (M:21.5) 1 1 0 K.LGVCGAAK.K

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1; 
Dimethyl: 8

222 true 1352 835.4838 834.46 1 19.87 325.58 29.5 17.8 (M:17.8) 2 1 0 K.DGTFLVR.D Dimethyl: 1

223 false 120 835.4947 834.4712 1 19.46 496.49 26.33 15.6 (M:15.6) 1 2 1 K.NSVKGFR.K Dimethyl: 1

224 true 920 835.5059 834.5037 1 -6.16 437.16 22.33 19.8 (M:19.8) 1 1 0 K.MIFAGIK.K Dimethyl: 1, 7



225 true 1114 835.523 834.5187 1 -3.56 559.61 22.83 18.8 (M:18.8) 1 1 0 R.AMIEAIK.Y
Dimethyl:2H(4): 1; 
Dimethyl: 7

226 false 1327 836.4005 835.411 1 -21.2 461.6 31.5 17.5 (M:17.5) 1 2 0 K.GQVMETK.Y Oxidation: 4; Dimethyl: 7

227 true 1491 836.4952 835.4888 1 -1.01 593.89 25.33 16.5 (M:16.5) 1 1 0 K.ASINMLR.I Dimethyl:2H(4): 1

228 true 3252 837.4269 836.3988 1 24.84 533.9 32.33 18.5 (M:18.5) 1 1 0 R.GSGSSVTSR.V



229 false 2407 837.437 836.4181 1 13.87 472.52 39.17 15.6 (M:15.6) 1 4 0 K.NFPFER.L Dimethyl: 1

230 false 2784 837.4517 836.4615 1 -20.42 55.24 30.83 21.4 (M:21.4) 1 4 0 K.IMPSSDK.N
Dimethyl:2H(4): 1; 
Dimethyl: 7

231 false 2784 837.4517 836.4429 1 1.83 333.42 30.83 18.9 (M:18.9) 1 10 1 K.EKEEDK.D
Dimethyl:2H(4): 1; 
Dimethyl: 6

232 false 1007 837.4758 836.4728 1 -5.03 357.76 26 15.7 (M:15.7) 1 3 0 K.LGMDLTR.V Dimethyl:2H(4): 1



233 false 1007 837.4758 836.4793 1 -12.82 345.21 26 21.3 (M:21.3) 1 2 0 K.LTSDDVK.E
Dimethyl:2H(4): 1; 
Dimethyl: 7

234 true 318 837.5033 836.5058 1 -11.64 377.35 21.17 38.3 (M:38.3) 1 1 0 K.FVEVVGR.A Dimethyl:2H(4): 1

235 false 1255 837.5047 836.5092 1 -13.96 624 24.33 16.3 (M:16.3) 1 2 1 K.VLKDMR.A
Dimethyl:2H(4): 1; 
Oxidation: 5; Dimethyl: 3

236 false 421 838.4935 837.4932 1 -8.3 -1 21.83 16.9 (M:16.9) 1 2 1 -.MATKIDK.E Dimethyl:2H(4): 4



237 true 2326 838.5044 837.501 1 -4.62 594.42 28 24.0 (M:24.0) 1 1 0 K.YNQLLR.I Dimethyl:2H(4): 1

238 true 316 839.4473 838.4589 1 -22.47 494.74 27 25.4 (M:25.4) 1 1 0 R.FVDFQK.V Dimethyl: 1, 6

239 false 818 839.4516 838.452 1 -9.19 457.87 21.5 15.2 (M:15.2) 1 4 0 K.TAAIEMR.V
Dimethyl:2H(4): 1; 
Oxidation: 6

240 true 818 839.4516 838.4371 1 8.6 352.06 21.5 21.6 (M:21.6) 1 1 0 K.LTGMAFR.V Oxidation: 4; Dimethyl: 1



241 true 186 839.5042 838.4851 1 14.16 320.78 20.67 21.1 (M:21.1) 1 1 0 K.AYDLGIR.Y Dimethyl:2H(4): 1

242 true 3131 839.5395 838.5276 1 5.47 447.86 32 20.4 (M:20.4) 1 1 0 K.ALEIIPR.Q Dimethyl: 1

243 true 2620 840.428 839.4034 1 20.71 693.77 38.67 16.1 (M:16.1) 1 1 0 R.FMIMDR.F Dimethyl: 1

244 true 1387 840.4585 839.4541 1 -3.45 480.33 23.5 19.8 (M:19.8) 1 1 0 K.AFSQFGK.L Dimethyl: 1, 7



245 true 860 840.5026 839.4793 1 19.04 288.33 22.83 29.1 (M:29.1) 1 1 0 R.YVEVFK.S Dimethyl: 1, 6

246 false 860 840.5026 839.4911 1 5.02 255.58 22.83 15.6 (M:15.6) 1 50 3 1 K.VKCVMK.L

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Oxidation: 5; Dimethyl: 6

247 false 860 840.5026 839.4793 1 19.04 223.58 22.83 15.1 (M:15.1) 1 6 0 R.YIEIFK.S Dimethyl: 6

248 true 1002 841.4259 840.4102 1 10.06 406.65 23 24.1 (M:24.1) 1 1 0 R.GFSDMPR.R Dimethyl:2H(4): 1



249 false 1106 841.4546 840.4415 1 6.9 335.92 22.83 15.7 (M:15.7) 1 6 1 K.YMEKVK.Q Oxidation: 2; Dimethyl: 1

250 false 1766 841.456 840.4531 1 -5.21 387.39 26.5 15.8 (M:15.8) 1 2 0 R.IYNDEK.N
Dimethyl:2H(4): 1; 
Dimethyl: 6

251 true 2469 841.4631 840.4432 1 14.95 524.2 39.17 16.6 (M:16.6) 1 1 0 K.NFPFER.L Dimethyl:2H(4): 1

252 false 146 842.5098 841.5183 1 -18.73 538.77 26.5 19.1 (M:19.1) 1 3 1 R.GLKEGMK.Q
Dimethyl:2H(4): 1, 7; 
Oxidation: 6



253 true 1077 842.5099 841.5062 1 -4.21 389.8 23.67 18.0 (M:18.0) 1 1 0 K.LEFLHK.T Dimethyl: 1, 6

254 true 803 843.4298 842.4246 1 -2.51 333.31 29.67 36.2 (M:36.2) 1 1 0 M.AAAAEAAAR.F Acetyl: 1

255 true 524 843.4815 842.4622 1 14.21 354.72 21.5 16.4 (M:16.4) 1 1 0 K.LTGMAFR.V
Dimethyl:2H(4): 1; 
Oxidation: 4

256 false 1936 843.4849 842.4722 1 6.38 433.49 44.33 18.5 (M:18.5) 1 5 1 R.GVGLARDR.T



257 false 1936 843.4849 842.4862 1 -10.12 427.02 44.33 25.6 (M:25.6) 1 2 0 R.ELIIGDR.Q Dimethyl: 1

258 false 187 843.4874 842.4722 1 9.39 359.78 20.5 15.9 (M:15.9) 1 3 1 R.QLERGGR.F Dimethyl: 1

259 false 3624 843.5081 842.5113 1 -12.4 379.37 40.67 16.6 (M:16.6) 1 6 0 K.DLIADLK.Y Dimethyl: 1, 7

260 false 3624 843.5081 842.4974 1 4.1 348.19 40.67 17.1 (M:17.1) 1 5 1 K.SQPKSIR.E Dimethyl: 4



261 true 1932 843.5269 842.5226 1 -3.45 499.2 30.5 18.2 (M:18.2) 1 1 1 R.VKLPSGSK.K Dimethyl: 8

262 true 1870 843.527 842.5378 1 -21.46 566.14 30.17 34.5 (M:34.5) 1 1 0 K.AILFVPR.R Dimethyl: 1

263 true 3229 844.481 843.4814 1 -9.11 640.32 39 37.5 (M:37.5) 1 1 0 R.EIQTAVR.L Dimethyl: 1

264 false 2902 845.4727 844.4654 1 -0.03 607.11 39.83 23.9 (M:23.9) 1 2 0 K.SDLQVGAK.M Dimethyl: 8



265 true 319 845.5182 844.5146 1 -4.32 459.42 21.17 37.8 (M:37.8) 1 1 0 R.LSVDYGK.K Dimethyl:2H(4): 1, 7

266 true 319 845.5182 844.5146 1 -4.32 459.42 21.17 37.8 (M:37.8) 1 1 0 R.LSVDYGK.K Dimethyl:2H(4): 1, 7

267 true 319 845.5182 844.5146 1 -4.32 459.42 21.17 37.8 (M:37.8) 1 1 0 R.LSVDYGK.K Dimethyl:2H(4): 1, 7

268 true 319 845.5182 844.5146 1 -4.32 459.42 21.17 37.8 (M:37.8) 1 1 0 R.LSVDYGK.K Dimethyl:2H(4): 1, 7



269 false 188 845.5257 844.5018 1 19.69 457.69 20.83 27.7 (M:27.7) 1 5 0 R.TLETLIR.L

270 true 1048 845.5381 844.5204 1 12.3 486.89 23.33 22.3 (M:22.3) 1 1 1 K.VMLNGKK.L Dimethyl: 6, 7

271 true 1476 846.5367 845.5273 1 2.51 511.79 24.17 49.1 (M:49.1) 1 1 0 R.ALPGSTLR.M Dimethyl:2H(4): 1

272 true 3347 847.4283 846.4236 1 -2.99 375.27 39.5 17.3 (M:17.3) 1 1 0 M.ADFLPSR.S Acetyl: 1



273 true 1889 847.5143 846.5113 1 -4.98 375.15 44.33 21.1 (M:21.1) 1 1 0 R.ELIIGDR.Q Dimethyl:2H(4): 1

274 true 2095 847.5216 846.4963 1 21.22 455.04 36.83 23.2 (M:23.2) 1 1 0 K.GDIFLVR.G Dimethyl: 1

275 true 688 847.5247 846.5364 1 -22.4 289.13 23.17 25.9 (M:25.9) 1 1 0 K.ALDLLDK.M
Dimethyl:2H(4): 1; 
Dimethyl: 7

276 true 189 847.5384 846.5477 1 -19.47 362.06 20.83 18.7 (M:18.7) 1 1 0 M.AETIIIR.V Dimethyl:2H(4): 1



277 false 446 848.4104 847.411 1 -9.17 264.29 21.33 17.0 (M:17.0) 1 3 0 R.TAPGMGDK.S Oxidation: 5; Dimethyl: 1, 8

278 true 3084 848.4732 847.4586 1 8.61 380.27 31.83 17.5 (M:17.5) 1 1 0 K.ASINMLR.I Oxidation: 5; Dimethyl: 1

279 true 1159 848.5172 847.5044 1 6.57 574.95 23.5 20.9 (M:20.9) 1 1 0 K.AFSQFGK.L Dimethyl:2H(4): 1, 7

280 true 2433 849.4631 848.4756 1 -23.3 448.83 39.17 23.2 (M:23.2) 2 1 0 R.AIADYLR.S Dimethyl: 1



281 false 3168 849.499 848.4756 1 19.01 313.45 32.17 16.9 (M:16.9) 1 3 0 R.LAVYIDR.V

282 true 2020 851.4414 850.4487 1 -17.1 429.79 34.33 21.6 (M:21.6) 1 1 0 R.DPGFDLR.L Dimethyl:2H(4): 1

283 true 1496 851.51 850.5214 1 -21.97 319.94 27 20.1 (M:20.1) 1 1 0 K.GDIFLVR.G Dimethyl:2H(4): 1

284 false 2943 851.5126 850.5136 1 -9.75 326.82 40 16.2 (M:16.2) 1 2 0 R.IGDVMLK.N
Dimethyl:2H(4): 1; 
Oxidation: 5; Dimethyl: 7



285 true 649 851.525 850.5214 1 -4.35 391.12 22.5 27.4 (M:27.4) 1 1 0 K.FIEIAAR.K Dimethyl:2H(4): 1

286 true 71 851.5315 850.5136 1 12.51 451.5 20.17 18.7 (M:18.7) 1 1 0 R.AMIEAIK.Y
Dimethyl:2H(4): 1; 
Oxidation: 2; Dimethyl: 7

287 true 1059 852.3975 851.4025 1 -14.37 362.17 30.67 35.1 (M:35.1) 1 1 0 K.DYEELR.T Dimethyl: 1

288 true 2075 852.5374 851.5117 1 21.66 842.73 29 21.8 (M:21.8) 4 1 0 K.DPLNPIK.Q Dimethyl: 1, 7



289 false 3135 855.4368 854.4357 1 -7.3 578.75 32.67 18.0 (M:18.0) 1 2 0 M.IMEETGK.I
Dimethyl:2H(4): 7; 
Oxidation: 2

290 true 560 855.5328 854.545 1 -22.83 373.8 22 19.1 (M:19.1) 1 1 1 K.LIVNGRR.L Dimethyl: 1

291 false 560 855.5328 854.5387 1 -15.43 296.58 22 16.1 (M:16.1) 1 3 0 R.IGDVMLK.N
Dimethyl:2H(4): 1, 7; 
Oxidation: 5

292 true 1101 856.4215 855.4276 1 -15.66 465.99 30.67 31.6 (M:31.6) 1 1 0 K.DYEELR.T Dimethyl:2H(4): 1



293 true 448 857.3987 856.3902 1 1.45 425.64 22.33 28.1 (M:28.1) 1 1 0 K.FACFER.T
Carbamidomethyl: 3; 
Dimethyl: 1

294 true 2247 857.4893 856.5018 1 -23.08 539.02 35.5 33.5 (M:33.5) 5 1 0 M.AETIIIR.V Acetyl: 1

295 true 573 858.4759 857.4759 1 -8.52 499.79 20 28.5 (M:28.5) 1 1 0 R.ELYIHR.I Dimethyl: 1

296 false 147 858.4848 857.4971 1 -22.78 588.62 26.5 15.5 (M:15.5) 1 7 1 K.DEVAKIR.T Dimethyl: 1



297 true 1257 858.5213 857.5045 1 11.09 679.62 23 17.9 (M:17.9) 1 1 0 K.MILSNPK.F Dimethyl: 1, 7

298 true 509 858.5321 857.5222 1 3.04 307.03 21.5 20.5 (M:20.5) 1 1 0 K.EVGSIIGK.K Dimethyl: 1, 8

299 true 2343 859.4137 858.3872 1 22.41 1096.1 31.67 19.2 (M:19.2) 1 1 0 K.SDYQYR.T Dimethyl: 1

300 true 296 859.486 858.4811 1 -2.7 347.44 33.5 23.5 (M:23.5) 1 1 0 R.LTIAEER.D Dimethyl: 1



301 true 3341 859.5146 858.5175 1 -11.75 851.6 40.67 26.3 (M:26.3) 3 1 0 K.NSGIISIK.S Dimethyl: 8

302 true 2093 859.5164 858.5175 1 -9.66 413.02 34.67 47.8 (M:47.8) 11 1 0 K.STELLIR.K Dimethyl: 1

303 false 3130 859.5253 858.5175 1 0.65 698.65 41.33 34.3 (M:34.3) 7 2 1 K.SEKNILK.E Dimethyl: 7

304 false 950 859.5421 858.5175 1 20.22 687.9 23.33 25.7 (M:25.7) 1 21.67 5 1 K.SEKNILK.E Dimethyl: 1



305 true 2697 860.532 859.528 1 -3.81 573.51 31 32.4 (M:32.4) 1 1 0 K.LGFAGIVR.E Dimethyl: 1

306 false 2697 860.532 859.5429 1 -21.17 473.82 31 22.0 (M:22.0) 1 6 0 R.QLEAIVR.I Dimethyl:2H(4): 1

307 false 1010 860.5347 859.5062 1 24.66 335.45 26 15.4 (M:15.4) 1 2 1 -.MAVVRLR.A Oxidation: 1

308 true 1866 860.5438 859.528 1 9.95 453.02 30.17 24.6 (M:24.6) 2 1 0 K.NFLAVLR.G Dimethyl: 1



309 true 692 861.4235 860.4153 1 1.15 392.32 22.33 35.7 (M:35.7) 1 1 0 K.FACFER.T
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

310 true 2205 861.4303 860.4181 1 5.68 553.41 27.5 23.2 (M:23.2) 1 1 0 R.FFSGYGR.L Dimethyl: 1

311 false 2740 861.4843 860.479 1 -2.21 732.85 30.83 20.8 (M:20.8) 1 4 0 K.ICAVGITK.I Carbamidomethyl: 2

312 false 1567 861.5256 860.512 1 7.34 360.59 42.17 18.5 (M:18.5) 1 2 0 R.FALLLER.L



313 false 1567 861.5256 860.5269 1 -9.99 385.96 42.17 17.4 (M:17.4) 1 4 0 R.LADLIER.D Dimethyl:2H(4): 1

314 true 574 862.5035 861.501 1 -5.59 415.98 20 28.7 (M:28.7) 1 1 0 R.ELYIHR.I Dimethyl:2H(4): 1

315 false 2049 862.5283 861.5324 1 -13.22 423.66 26.67 16.5 (M:16.5) 1 2 0 K.AYGLALAK.L Dimethyl: 1, 8

316 false 455 862.5423 861.5324 1 3.1 219.98 21 16.1 (M:16.1) 1 3 0 M.PSVPLPPK.E Dimethyl: 8



317 false 455 862.5423 861.5374 1 -2.75 443.66 21 17.0 (M:17.0) 1 2 0 K.GFVPAAIR.L Dimethyl:2H(4): 1

318 false 409 863.4407 862.4309 1 2.86 435.53 21.17 16.4 (M:16.4) 1 2 0 R.CYAVYR.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

319 true 256 863.507 862.5062 1 -7.49 419.49 33.5 38.0 (M:38.0) 1 1 0 R.LTIAEER.D Dimethyl:2H(4): 1

320 true 2247 863.5147 862.4913 1 18.68 467.07 37.5 17.5 (M:17.5) 1 1 0 K.DFLLTAR.R Dimethyl: 1



321 false 2094 863.52 862.5313 1 -21.51 286.17 34.67 18.5 (M:18.5) 1 2 1 R.EEKEIK.E
Dimethyl:2H(4): 3; 
Dimethyl: 1, 6

322 true 1222 863.5447 862.5426 1 -5.96 388.18 23.83 30.2 (M:30.2) 2 1 0 K.STELLIR.K Dimethyl:2H(4): 1

323 false 1222 863.5447 862.55 1 -14.53 -1 23.83 15.3 (M:15.3) 1 5 0 R.IVVEMIK.R Dimethyl:2H(4): 1

324 false 452 864.4506 863.425 1 21.29 642.68 28 19.2 (M:19.2) 1 3 1 K.FQERER.K



325 true 449 864.4617 863.4753 1 -24.08 457.34 21.5 35.3 (M:35.3) 1 53.51 1 0 R.FGALTAEK.L Dimethyl: 1

326 true 2622 864.4771 863.488 1 -21.03 469.2 36.83 15.2 (M:15.2) 1 1 0 K.YDLDFK.S Dimethyl:2H(4): 1, 6

327 true 4621 864.4997 863.4753 1 19.79 499.46 52.5 24.0 (M:24.0) 1 1 0 K.VYINLDK.D

328 true 461 864.5442 863.5341 1 3.19 505.52 21.83 41.8 (M:41.8) 1 1 0 R.HLQLAVR.N Dimethyl: 1



329 true 2206 865.4511 864.4432 1 0.73 565.11 27.5 33.1 (M:33.1) 1 1 0 R.FFSGYGR.L Dimethyl:2H(4): 1

330 true 2628 865.4571 864.4494 1 0.51 575.82 40.17 25.4 (M:25.4) 4 1 0 M.AAVFPYR.G Acetyl: 1

331 true 590 866.5464 865.5385 1 0.71 440.43 20.67 24.1 (M:24.1) 2 1 0 K.AHLGTALK.A Dimethyl: 1, 8

332 true 2700 867.5058 866.5014 1 -3.35 525.01 32.33 24.2 (M:24.2) 1 1 0 R.AVYIFAR.C Dimethyl: 1



333 false 2248 867.5438 866.5313 1 5.99 538.3 37.5 15.3 (M:15.3) 1 3 1 K.DAQDAKK.E
Dimethyl:2H(4): 1, 6; 
Dimethyl: 7

334 false 2248 867.5438 866.5164 1 23.2 573.7 37.5 18.4 (M:18.4) 1 2 0 K.DFLLTAR.R Dimethyl:2H(4): 1

335 false 47 868.4747 867.4833 1 -18.27 744.04 26.5 16.8 (M:16.8) 1 2 0 K.FGFYFK.N
Dimethyl:2H(4): 1; 
Dimethyl: 6

336 false 2846 868.5159 867.5178 1 -10.6 491.21 40.83 16.9 (M:16.9) 1 2 0 K.DLILNPR.S Dimethyl: 1



337 true 2846 868.5159 867.4939 1 16.97 340.47 40.83 17.1 (M:17.1) 1 1 1 K.NKMYPR.E
Dimethyl:2H(4): 2; 
Dimethyl: 1

338 true 1514 869.4663 868.4695 1 -11.96 519.99 35.33 15.3 (M:15.3) 1 1 0 K.FSFDLGK.G Dimethyl: 1, 7

339 false 1434 869.551 868.5494 1 -6.59 317.87 24.67 17.4 (M:17.4) 1 2 0 R.LLNAAAIR.G Dimethyl: 1

340 false 1434 869.551 868.5568 1 -15.1 301.98 24.67 17.0 (M:17.0) 1 3 1 R.LLKHMK.H
Oxidation: 5; Dimethyl: 1, 3, 
6



341 false 854 870.393 869.3919 1 -7.12 483.72 29.67 18.1 (M:18.1) 1 2 0 K.DYPYER.Y Dimethyl: 1

342 true 792 870.5402 869.5335 1 -0.66 575.86 27 36.2 (M:36.2) 4 1 0 R.VATVSLPR.S Dimethyl: 1

343 false 792 870.5402 869.5123 1 23.62 557.26 27 17.6 (M:17.6) 1 6 0 R.WIVSPLR.H

344 false 792 870.5402 869.5222 1 12.25 551.41 27 25.1 (M:25.1) 4 2 0 K.AGLESIPK.T Dimethyl: 1, 8



345 false 612 870.5442 869.5586 1 -24.89 490.44 22.83 20.5 (M:20.5) 2 2 0 R.SVAISLPK.V Dimethyl: 1, 8

346 false 1711 871.4796 870.4901 1 -20.44 586.55 35.67 17.8 (M:17.8) 1 3 0 K.FAFDIAR.G Dimethyl:2H(4): 1

347 true 1230 871.5457 870.5426 1 -4.8 435.05 39.83 40.0 (M:40.0) 1 1 0 K.EALELLK.T Dimethyl: 1, 7

348 false 1230 871.5457 870.5539 1 -17.69 546.32 39.83 30.4 (M:30.4) 1 9 1 K.QALDKLK.L Dimethyl: 1, 7



349 false 1230 871.5457 870.5539 1 -17.69 399.08 39.83 34.3 (M:34.3) 1 8 0 K.QVTNLLK.E Dimethyl: 1, 7

350 false 1230 871.5457 870.5426 1 -4.8 418.53 39.83 39.3 (M:39.3) 1 2 0 K.ELEALIK.N Dimethyl: 1, 7

351 false 4 872.4634 871.4624 1 -7.2 365.11 20.5 16.1 (M:16.1) 1 4 1 K.LARNENR.G

352 true 4 872.4634 871.4514 1 5.46 457.23 20.5 30.3 (M:30.3) 2 1 0 R.IFYDMK.V Dimethyl: 1, 6



353 false 145 872.4682 871.4399 1 24.1 1106.9 19.33 16.0 (M:16.0) 1 6 0 R.SPDEVAAR.L Dimethyl: 1

354 true 3212 872.4918 871.495 1 -11.97 460.9 32.17 22.3 (M:22.3) 1 1 0 -.MALPVSVR.A

355 true 813 872.5237 871.5127 1 4.27 380.48 23 26.6 (M:26.6) 1 1 0 K.VELSQLR.V Dimethyl: 1

356 false 455 872.5396 871.5379 1 -6.4 397.95 21.83 17.8 (M:17.8) 1 3 1 R.VLEEAKK.A Dimethyl: 1, 7



357 true 1995 873.4321 872.433 1 -9.35 473.48 44.5 37.4 (M:37.4) 1 1 0 R.QFFDER.W Dimethyl:2H(4): 1

358 false 2147 873.4614 872.4603 1 -7.12 352.09 37 17.6 (M:17.6) 1 2 0 K.EAAQEAVK.L Dimethyl: 8

359 false 804 874.4251 873.417 1 0.89 484.24 29.67 21.2 (M:21.2) 1 3 0 K.DYPYER.Y Dimethyl:2H(4): 1

360 true 1304 874.5141 873.496 1 12.39 555.81 33.5 56.3 (M:56.3) 4 1 0 R.VDPVNFK.L Dimethyl: 1, 7



361 true 1304 874.5141 873.496 1 12.39 555.81 33.5 56.3 (M:56.3) 4 1 0 R.VDPVNFK.L Dimethyl: 1, 7

362 false 768 874.5366 873.5171 1 13.9 415.1 23.17 15.6 (M:15.6) 1 2 0 R.IEVASSIK.L Dimethyl: 8

363 false 1164 874.5553 873.5586 1 -12.02 613.56 23 44.6 (M:44.6) 1 3 0 R.VATVSLPR.S Dimethyl:2H(4): 1

364 false 1164 874.5553 873.5473 1 0.83 592.04 23 37.9 (M:37.9) 3 4 0 K.AGLESIPK.T
Dimethyl:2H(4): 1; 
Dimethyl: 8



365 true 1525 875.4315 874.4396 1 -17.63 372.15 32 34.1 (M:34.1) 1 1 0 R.DLDELSR.Y Dimethyl: 1

366 true 895 875.4728 874.476 1 -11.97 355.19 31.5 23.6 (M:23.6) 1 1 0 R.AIDSSNLK.D Dimethyl: 8

367 false 2096 875.4739 874.4621 1 5.14 605.75 37 17.5 (M:17.5) 1 4 1 M.ISDRNSR.R Dimethyl: 1

368 true 2096 875.4739 874.4834 1 -19.2 537.22 37 21.9 (M:21.9) 1 1 0 K.LSDMIPK.S Oxidation: 4; Dimethyl: 1, 7



369 false 2096 875.4739 874.4884 1 -24.96 532.08 37 16.6 (M:16.6) 1 7 0 K.HSPMISK.E
Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 7

370 true 655 875.4906 874.4695 1 15.84 576.29 21 16.4 (M:16.4) 1 1 0 R.VAIMAQSR.G

371 true 589 875.4915 874.4851 1 -0.98 497.49 22.67 38.1 (M:38.1) 3 1 0 K.FYAISSR.F Dimethyl:2H(4): 1

372 true 709 876.5048 875.4786 1 21.59 503.15 29.33 24.3 (M:24.3) 1 1 0 R.DMLLANK.V Oxidation: 2; Dimethyl: 1, 7



373 false 709 876.5048 875.5014 1 -4.42 351.45 29.33 16.7 (M:16.7) 1 4 0 R.VDIVENR.F Dimethyl:2H(4): 1

374 false 709 876.5048 875.4786 1 21.59 464.94 29.33 15.9 (M:15.9) 1 5 0 R.MVLVGDVK.D Oxidation: 1

375 true 2736 876.5229 875.515 1 0.73 458.56 40.17 35.3 (M:35.3) 1 1 0 -.MASLVATK.E Dimethyl: 1, 8

376 false 694 876.5393 875.548 1 -18.32 517.91 23.33 17.8 (M:17.8) 1 2 1 K.YLKLSPK.H Dimethyl: 7



377 false 456 876.5565 875.5378 1 12.97 452.04 21.33 23.4 (M:23.4) 2 2 0 K.VELSQLR.V Dimethyl:2H(4): 1

378 true 1564 877.4908 876.4627 1 23.74 594.99 34.5 21.4 (M:21.4) 1 1 0 K.MIIEEAK.R Oxidation: 1; Dimethyl: 7

379 true 1152 877.5172 876.5069 1 3.47 339.02 23.67 17.8 (M:17.8) 1 1 0 R.LAVYIDR.V Dimethyl: 1

380 true 1758 877.5225 876.5197 1 -5.06 593.55 35.33 21.5 (M:21.5) 1 1 0 K.FSFDLGK.G Dimethyl:2H(4): 1, 7



381 false 847 878.5038 877.5134 1 -19.25 550.87 31.33 16.1 (M:16.1) 1 2 0 R.LIHPASGR.S Dimethyl: 1

382 true 593 878.5141 877.4993 1 8.59 389 22 45.5 (M:45.5) 1 1 0 K.VCADLIR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

383 true 688 878.5558 877.5498 1 -1.41 607.12 26.33 56.9 (M:56.9) 7 1 0 R.HLQLAIR.N Dimethyl: 1

384 true 688 878.5558 877.5498 1 -1.41 607.12 26.33 56.9 (M:56.9) 7 1 0 R.HLQLAIR.N Dimethyl: 1



385 true 688 878.5558 877.5498 1 -1.41 607.12 26.33 56.9 (M:56.9) 7 1 0 R.HLQLAIR.G Dimethyl: 1

386 true 2097 879.5052 878.5085 1 -11.97 492.75 37 17.4 (M:17.4) 1 1 0 K.LSDMIPK.S
Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 7

387 true 2859 879.5081 878.5014 1 -0.72 590.28 31 19.6 (M:19.6) 1 1 0 R.YGVFPLR.G Dimethyl: 1

388 true 781 879.5234 878.5276 1 -13.03 995.8 21.67 17.8 (M:17.8) 1 1 0 K.DLPHPLR.S Dimethyl:2H(4): 1



389 false 1812 880.5034 879.4964 1 -0.28 467.78 36 15.8 (M:15.8) 1 4 0 R.NISSGSQK.S
Dimethyl:2H(4): 1; 
Dimethyl: 8

390 true 5 880.5045 879.5016 1 -4.89 488.76 20.5 30.5 (M:30.5) 2 1 0 R.IFYDMK.V Dimethyl:2H(4): 1, 6

391 true 3132 880.5053 879.4851 1 14.6 683.74 32.33 16.3 (M:16.3) 1 1 0 K.LVSESGEK.L Dimethyl:2H(4): 8

392 true 2201 880.53 879.5401 1 -19.79 667.41 40.17 34.2 (M:34.2) 1 1 0 -.MASLVATK.E
Dimethyl:2H(4): 1; 
Dimethyl: 8



393 false 2201 880.53 879.5116 1 12.6 664.04 40.17 31.1 (M:31.1) 2 3 0 K.DAQVLFR.A Dimethyl:2H(4): 1

394 true 1568 881.4952 880.4807 1 8.22 700.96 34.67 38.5 (M:38.5) 1 1 0 R.FGDFVLR.S Dimethyl: 1

395 false 1568 881.4952 880.4953 1 -8.35 578.72 34.67 15.4 (M:15.4) 1 4 1 K.YRMIVR.V Oxidation: 3; Dimethyl: 1

396 true 656 882.534 881.5273 1 -0.64 495.33 21 17.5 (M:17.5) 1 1 0 K.LSFAVASR.K Dimethyl:2H(4): 1



397 false 148 882.5366 881.5083 1 23.82 532.25 26.67 15.2 (M:15.2) 1 5 0 R.VAPGAAGLAR.G

398 false 751 882.5549 881.5524 1 -5.44 371.09 22.33 16.8 (M:16.8) 1 6 1 R.FVAETKK.W
Dimethyl:2H(4): 7; 
Dimethyl: 6

399 true 751 882.5549 881.5462 1 1.58 481.16 22.33 45.1 (M:45.1) 3 1 0 R.VDPVNFK.L Dimethyl:2H(4): 1, 7

400 true 751 882.5549 881.5462 1 1.58 481.16 22.33 45.1 (M:45.1) 3 1 0 R.VDPVNFK.L Dimethyl:2H(4): 1, 7



401 true 418 883.4728 882.4749 1 -10.6 510.19 34 15.2 (M:15.2) 1 1 0 K.IGEDYVR.D Dimethyl:2H(4): 1

402 true 2512 883.4998 882.4963 1 -4.35 518.81 39.17 19.2 (M:19.2) 1 1 0 K.YFSVALR.V Dimethyl: 1

403 false 2860 883.5346 882.5265 1 0.87 528.16 31 19.2 (M:19.2) 1 3 0 R.YGVFPLR.G Dimethyl:2H(4): 1

404 true 2171 884.483 883.4804 1 -5.25 558.91 27.17 34.4 (M:34.4) 1 1 0 R.YIGFSNK.A Dimethyl: 1, 7



405 false 4266 884.511 883.5127 1 -10.19 375.7 43.33 15.6 (M:15.6) 1 2 1 R.TPKTPER.K Dimethyl: 1, 3

406 true 2666 885.4546 884.451 1 -4.12 639.24 40.17 29.0 (M:29.0) 1 1 1 K.RMLDMR.I
Dimethyl:2H(4): 1; 
Oxidation: 2, 5

407 false 1569 885.5172 884.5204 1 -11.79 481.26 34.67 17.5 (M:17.5) 1 2 0 K.MHAIPLR.S
Dimethyl:2H(4): 1; 
Oxidation: 1

408 true 1569 885.5172 884.5058 1 4.7 626.58 34.67 35.0 (M:35.0) 1 1 0 R.FGDFVLR.S Dimethyl:2H(4): 1



409 true 2016 885.53 884.516 1 7.54 523.12 30.83 37.4 (M:37.4) 1 1 0 K.FLQFFK.H Dimethyl: 1, 6

410 false 2016 885.53 884.5422 1 -22.01 496.22 30.83 22.4 (M:22.4) 1 7 0 R.LLGTFFR.V Dimethyl:2H(4): 1

411 false 2016 885.53 884.5382 1 -17.47 516.76 30.83 20.5 (M:20.5) 1 8 1 K.IHDAKNK.A
Dimethyl:2H(4): 1; 
Dimethyl: 7

412 false 3645 885.5364 884.5444 1 -17.18 1373.94 34.83 15.5 (M:15.5) 1 2 1 R.AIAEGRIK.A Dimethyl: 1



413 false 696 886.5025 885.4807 1 16.33 579.42 28.67 15.8 (M:15.8) 1 7 0 K.LSDIPEGK.N Dimethyl: 1

414 true 696 886.5025 885.5171 1 -24.71 523.56 28.67 27.1 (M:27.1) 1 1 0 K.SDLISAPK.K Dimethyl: 1, 8

415 false 2694 886.5215 885.5284 1 -15.93 449.98 30.33 15.2 (M:15.2) 1 10 1 K.GVIENAKK.S Dimethyl: 8

416 true 6 886.5323 885.5284 1 -3.79 409.07 20 22.5 (M:22.5) 1 1 0 R.GIEITGIR.L Dimethyl: 1



417 false 3082 887.5312 886.5102 1 15.5 576.6 31.83 21.1 (M:21.1) 1 2 0 K.FASFIDK.V
Dimethyl:2H(4): 1; 
Dimethyl: 7

418 true 453 888.3985 887.3779 1 14.99 278.05 27.67 15.1 (M:15.1) 1 1 0 K.NMSDAMR.K
Dimethyl:2H(4): 1; 
Oxidation: 2, 6

419 false 510 888.4964 887.4964 1 -8.22 358.8 21.5 16.4 (M:16.4) 1 7 1 R.ALKDEEK.M Dimethyl: 3, 7

420 false 510 888.4964 887.4712 1 20.09 436.38 21.5 19.0 (M:19.0) 1 4 1 K.ARIEEDK.K Dimethyl: 7



421 false 909 888.5115 887.5076 1 -3.79 618.83 23.67 16.2 (M:16.2) 1 5 0 K.LANNTTVK.A Dimethyl: 8

422 true 909 888.5115 887.4865 1 19.99 465.29 23.67 48.2 (M:48.2) 1 1 0 K.VFGPGVER.T Dimethyl: 1

423 false 909 888.5115 887.4865 1 19.99 396.16 23.67 15.8 (M:15.8) 1 6 0 R.ATVWDLR.K Dimethyl: 1

424 true 2992 888.522 887.5229 1 -9.16 551.61 32.33 19.5 (M:19.5) 1 1 0 R.ISPLQFR.- Dimethyl: 1



425 false 689 888.5339 887.5328 1 -6.89 482.22 21.83 19.3 (M:19.3) 1 9 0 R.GSDSLLLK.Q Dimethyl: 1, 8

426 false 689 888.5339 887.544 1 -19.53 533.24 21.83 19.3 (M:19.3) 2 9 0 R.TSASIILR.G Dimethyl: 1

427 true 689 888.5339 887.5263 1 0.45 503.25 21.83 30.2 (M:30.2) 1 1 0 R.QMSLLLR.R Dimethyl: 1

428 false 594 888.5398 887.5328 1 -0.33 535.74 21.33 15.2 (M:15.2) 1 7 0 K.ILSETGLK.K Dimethyl: 1



429 true 594 888.5398 887.5531 1 -23.17 628.85 21.33 23.7 (M:23.7) 1 1 0 -.LPVFGAPR.F Dimethyl:2H(4): 1

430 false 1298 888.5428 887.544 1 -9.55 778.23 27.67 15.5 (M:15.5) 1 8 1 K.VTGNVSKK.T Dimethyl: 1, 8

431 false 742 889.4676 888.4487 1 13 472.98 31 16.9 (M:16.9) 1 2 0 R.ICTPGTGR.A
Carbamidomethyl: 2; 
Dimethyl: 1

432 true 742 889.4676 888.4487 1 13 464.49 31 27.8 (M:27.8) 1 1 0 R.CILQDGR.V
Carbamidomethyl: 1; 
Dimethyl: 1



433 true 2641 889.5549 888.528 1 22.08 600.3 30.17 19.7 (M:19.7) 1 1 1 K.VTTEAKLK.K

434 false 2915 890.5444 889.5171 1 22.45 584.58 31.17 17.2 (M:17.2) 1 4 0 R.EQEIALR.R Dimethyl:2H(4): 1

435 true 3085 890.5474 889.5273 1 14.39 172.27 31.83 31.9 (M:31.9) 1 1 0 K.ALEAVFGK.Y Dimethyl: 1, 8

436 true 2847 890.55 889.5273 1 17.29 585.88 40 37.3 (M:37.3) 1 1 0 K.NVIVFDK.S Dimethyl: 1, 7



437 true 3057 892.4942 891.4814 1 6.17 701.32 40.67 17.5 (M:17.5) 1 1 0 K.QDFSLVR.V Dimethyl: 1

438 true 2375 892.4966 891.4814 1 8.85 662.47 39.17 22.3 (M:22.3) 1 1 0 R.NLADYLR.S Dimethyl: 1

439 false 506 892.5253 891.5262 1 -9.19 402.5 23.67 16.9 (M:16.9) 1 4 1 R.MRGAGLGAK.G Dimethyl:2H(4): 9

440 true 506 892.5253 891.5116 1 7.17 523.34 23.67 34.5 (M:34.5) 1 1 0 K.VFGPGVER.T Dimethyl:2H(4): 1



441 false 3034 892.5439 891.548 1 -12.75 617.05 32.33 16.7 (M:16.7) 1 5 0 R.ISPLQFR.- Dimethyl:2H(4): 1

442 false 3034 892.5439 891.5215 1 16.93 557.05 32.33 18.7 (M:18.7) 1 2 0 K.ISEENIK.N
Dimethyl:2H(4): 1; 
Dimethyl: 7

443 false 828 892.554 891.5579 1 -12.49 487.08 21.83 17.4 (M:17.4) 1 4 0 R.GSDSLLLK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 8

444 false 828 892.554 891.5514 1 -5.18 491.75 21.83 25.9 (M:25.9) 1 2 1 R.DGRMLIK.L
Dimethyl:2H(4): 1; 
Dimethyl: 7



445 true 828 892.554 891.5514 1 -5.18 546.08 21.83 28.0 (M:28.0) 1 1 0 R.QMSLLLR.R Dimethyl:2H(4): 1

446 false 828 892.554 891.5514 1 -5.18 386.59 21.83 17.4 (M:17.4) 1 4 0 R.CSVLLIR.H
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

447 false 5646 893.4407 892.4403 1 -7.72 509.27 50 19.6 (M:19.6) 1 5 0 R.AYAEGINR.V

448 true 743 893.4839 892.4654 1 12.56 638.44 31.5 27.5 (M:27.5) 1 1 0 R.NISFNDK.K Dimethyl: 1, 7



449 true 288 894.4704 893.483 1 -22.2 533.34 27 16.8 (M:16.8) 1 1 0 -.MADEKPK.E
Dimethyl:2H(4): 5; 
Oxidation: 1; Dimethyl: 7

450 false 2750 894.532 893.5194 1 5.99 620.69 30.33 18.5 (M:18.5) 1 4 0 K.IMSSPLSK.E Dimethyl:2H(4): 8

451 false 1660 894.5537 893.5273 1 21.39 386.33 25.33 26.9 (M:26.9) 1 2 0 K.LADFGLAR.A Dimethyl:2H(4): 1

452 false 1660 894.5537 893.5273 1 21.39 386.33 25.33 26.9 (M:26.9) 1 2 0 K.IADFGLAR.L Dimethyl:2H(4): 1



453 true 903 895.4178 894.4269 1 -18.28 523.21 29.67 22.3 (M:22.3) 1 1 0 R.DVYMSPR.D Dimethyl: 1

454 true 261 895.5102 894.5062 1 -3.75 405.34 20.83 25.9 (M:25.9) 1 1 0 K.EVSTYIK.K Dimethyl: 1, 7

455 true 2090 896.4823 895.4552 1 22.13 425.16 27.83 15.9 (M:15.9) 1 1 0 R.GGFGDLFR.T Dimethyl: 1

456 false 199 896.5113 895.4965 1 8.35 499.79 20.5 16.1 (M:16.1) 1 2 0 R.IFYDMK.V
Dimethyl:2H(4): 1, 6; 
Oxidation: 5



457 true 2950 896.5188 895.5065 1 5.55 659.68 40.67 21.6 (M:21.6) 1 1 0 K.QDFSLVR.V Dimethyl:2H(4): 1

458 true 2376 896.5202 895.5065 1 7.14 648.1 39.17 45.1 (M:45.1) 1 1 0 R.NLADYLR.S Dimethyl:2H(4): 1

459 false 2376 896.5202 895.5218 1 -9.88 761.08 39.17 16.1 (M:16.1) 1 8 0 K.LLWNYR.S Dimethyl:2H(4): 1

460 true 3083 896.5308 895.5167 1 7.58 556.27 31.83 43.1 (M:43.1) 1 1 0 K.GYGFGLVK.L Dimethyl: 1, 8



461 true 572 897.3846 896.3884 1 -12.43 560.79 28.33 18.6 (M:18.6) 1 1 0 R.MGYMDPR.E Dimethyl: 1

462 false 2251 897.489 896.4756 1 6.86 432.54 28.67 20.0 (M:20.0) 1 2 0 R.GFELTFR.T Dimethyl: 1

463 true 1452 897.5222 896.512 1 3.24 269.85 28.33 15.1 (M:15.1) 1 1 1 K.RFVYEK.T Dimethyl: 1, 6

464 true 2457 897.5485 896.5422 1 -1.05 591.51 29.17 17.3 (M:17.3) 1 1 0 K.FGLYLPR.F Dimethyl:2H(4): 1



465 false 1782 897.5512 896.5556 1 -13.02 430.99 29.83 15.9 (M:15.9) 1 4 1 R.GASIRIPR.N Dimethyl: 1

466 false 339 898.4939 897.4742 1 13.81 506.16 34 20.5 (M:20.5) 1 2 0 K.IPEMPQR.R Dimethyl: 1

467 true 139 899.4558 898.452 1 -3.87 506.86 33 25.2 (M:25.2) 1 1 0 R.FVMEEGR.R Dimethyl:2H(4): 1

468 false 720 899.4875 898.4872 1 -7.78 356.74 22 17.8 (M:17.8) 1 2 0 R.AGVSGQAGPK.G Dimethyl: 10



469 true 720 899.4875 898.4872 1 -7.78 350.17 22 22.0 (M:22.0) 1 1 1 K.ARSESPPK.R Dimethyl: 8

470 true 1592 899.5091 898.48 1 24.27 449.76 25.17 32.2 (M:32.2) 1 1 0 R.SYLFDAK.R Dimethyl: 1, 7

471 true 3123 899.5277 898.5124 1 8.92 640 57.5 18.9 (M:18.9) 1 50.29 1 0 K.IVDTGPAAK.E Dimethyl: 9

472 true 2460 899.5471 898.5214 1 20.43 440.04 29.5 21.4 (M:21.4) 2 1 0 K.FGDILFR.K Dimethyl:2H(4): 1



473 true 1050 900.4626 899.4473 1 8.89 446.4 23.33 36.4 (M:36.4) 2 1 0 R.ANVMDYR.E Dimethyl:2H(4): 1

474 true 2854 900.4992 899.5076 1 -17.4 496.17 37.5 16.1 (M:16.1) 1 1 0 M.ALVETAVR.G Acetyl: 1

475 true 1266 900.5599 899.5593 1 -7.38 227.37 27.5 27.4 (M:27.4) 2 1 0 K.IFINLPR.S Dimethyl: 1

476 true 2204 901.5169 900.5007 1 9.83 564.18 28.67 31.4 (M:31.4) 1 1 0 R.GFELTFR.T Dimethyl:2H(4): 1



477 true 4060 901.5338 900.5433 1 -18.57 633.09 45.83 20.3 (M:20.3) 1 1 0 K.DIILPFR.V Dimethyl: 1

478 true 1259 901.5665 900.5695 1 -11.34 656.5 23 28.4 (M:28.4) 1 1 0 K.GVSQLPLR.Y Dimethyl:2H(4): 1

479 true 2742 902.5193 901.5022 1 10.98 146.99 30.5 23.9 (M:23.9) 1 1 0 R.GDFIPGLR.V Dimethyl: 1

480 true 1485 903.4603 902.4709 1 -19.75 137.8 31.83 30.8 (M:30.8) 1 1 0 K.EDLTEIR.D Dimethyl: 1



481 true 3400 904.5092 903.5178 1 -17.56 173.87 44.17 39.8 (M:39.8) 1 1 0 K.NVFDILR.E Dimethyl: 1

482 true 1305 904.5309 903.5099 1 15.12 70.35 33.33 24.1 (M:24.1) 1 1 0 R.CLVLDTK.D
Carbamidomethyl: 1; 
Dimethyl: 1, 7

483 true 2946 904.573 903.567 1 -1.31 98 32 34.9 (M:34.9) 1 1 0 K.GYGFGLVK.L Dimethyl:2H(4): 1, 8

484 true 1 905.5188 904.528 1 -18.22 121.36 20.33 29.8 (M:29.8) 1 1 0 K.ALSDIAQR.I Dimethyl:2H(4): 1



485 true 2100 905.5447 904.5382 1 -0.83 140.27 37 34.5 (M:34.5) 1 1 0 R.FTDILIR.H Dimethyl: 1

486 true 4061 905.5589 904.5684 1 -18.55 111.54 45.83 23.4 (M:23.4) 1 1 0 K.DIILPFR.V Dimethyl:2H(4): 1

487 false 1148 906.478 905.4528 1 19.8 124.14 30.83 16.5 (M:16.5) 1 8 0 K.QDALEMK.D Oxidation: 6; Dimethyl: 1, 7

488 true 140 906.4841 905.4858 1 -9.92 114.79 33.33 37.9 (M:37.9) 4 1 0 R.EIAQDFK.T Dimethyl: 1, 7



489 true 3720 906.5071 905.4971 1 3.03 148.44 44.17 34.1 (M:34.1) 6 1 0 R.FVEGSIVR.I

490 false 3720 906.5071 905.512 1 -13.45 114.85 44.17 24.5 (M:24.5) 1 3 0 R.DLEASIAR.Y Dimethyl:2H(4): 1

491 true 2642 906.5323 905.5273 1 -2.42 137.25 30.5 35.8 (M:35.8) 1 1 0 R.GDFIPGLR.V Dimethyl:2H(4): 1

492 true 753 906.542 905.5273 1 8.28 121.81 22.33 22.3 (M:22.3) 1 1 0 K.EAGVFVPR.S Dimethyl:2H(4): 1



493 true 160 906.5683 905.5447 1 18.07 70.8 15.67 23.7 (M:23.7) 1 1 0 R.LAVSHVPR.S Dimethyl: 1

494 true 3154 907.4713 906.4633 1 0.82 128.71 41.33 16.9 (M:16.9) 1 1 0 K.FMTDPIR.I Dimethyl: 1

495 true 1433 907.4792 906.4596 1 13.58 63.8 31.83 23.6 (M:23.6) 1 1 0 R.EDVDQNK.E
Dimethyl:2H(4): 1; 
Dimethyl: 7

496 true 2252 907.559 906.5477 1 4.51 53.09 28.67 34.2 (M:34.2) 1 1 0 K.LTLPEFR.I Dimethyl:2H(4): 1



497 true 2033 908.4726 907.4735 1 -8.98 148.46 44.33 19.6 (M:19.6) 1 1 0 R.VNMEDLR.E Dimethyl:2H(4): 1

498 true 2033 908.4726 907.4735 1 -8.98 148.46 44.33 19.6 (M:19.6) 1 1 0 R.VNMEDLR.E Dimethyl:2H(4): 1

499 true 1607 908.4862 907.4742 1 5.24 127.56 34.83 23.1 (M:23.1) 1 1 0 K.DYYLFR.D Dimethyl:2H(4): 1

500 true 653 908.5213 907.5065 1 8.24 70.95 22.67 24.1 (M:24.1) 1 1 0 K.TFEINPR.H Dimethyl:2H(4): 1



501 true 4968 908.5317 907.5317 1 -7.97 90.32 46.17 52.1 (M:52.1) 1 1 0 M.AIDAFLGK.W Dimethyl:2H(4): 8; Acetyl: 1

502 false 3350 908.5357 907.5463 1 -19.69 124.18 44.17 16.5 (M:16.5) 1 4 0 R.AVMASLLR.R
Dimethyl:2H(4): 1; 
Oxidation: 3

503 false 3350 908.5357 907.5463 1 -19.69 123.14 44.17 16.5 (M:16.5) 1 4 0 R.QMSLLLR.R
Dimethyl:2H(4): 1; 
Oxidation: 2

504 true 3350 908.5357 907.5429 1 -15.98 120.96 44.17 28.1 (M:28.1) 2 1 0 K.NVFDILR.E Dimethyl:2H(4): 1



505 true 830 908.5384 907.5201 1 12.12 97.83 22.83 36.1 (M:36.1) 1 1 0 R.FCVSLVK.K
Carbamidomethyl: 2; 
Dimethyl: 1, 7

506 false 1125 908.558 907.535 1 17.24 134.39 27.67 15.6 (M:15.6) 1 3 0 K.MKPSLEK.E
Dimethyl:2H(4): 2; 
Oxidation: 1; Dimethyl: 7

507 true 3536 909.519 908.512 1 -0.27 110.93 43.17 22.3 (M:22.3) 1 1 0 R.FALDLFR.K Dimethyl: 1

508 true 2150 909.5639 908.5633 1 -7.4 128.69 37 24.4 (M:24.4) 1 1 0 R.FTDILIR.H Dimethyl:2H(4): 1



509 true 1917 911.4619 910.4698 1 -16.7 70.77 33.83 27.1 (M:27.1) 1 1 0 R.LDDDFVR.C Dimethyl:2H(4): 1

510 false 1917 911.4619 910.4698 1 -16.7 73.84 33.83 16.4 (M:16.4) 1 2 0 K.LDDFDVR.Q Dimethyl:2H(4): 1

511 true 195 912.4445 911.4501 1 -14.08 283.05 26.67 23.1 (M:23.1) 1 1 0 R.FGDGGYIR.M Dimethyl: 1

512 true 263 912.5468 911.544 1 -4.96 77.54 21.17 20.7 (M:20.7) 1 1 0 K.ILVPEGTR.D Dimethyl: 1



513 true 3506 913.4334 912.4341 1 -8.79 62.95 40.17 38.8 (M:38.8) 1 1 0 M.ASDFYLR.Y Acetyl: 1

514 true 2244 913.4363 912.4341 1 -5.55 214.57 45.83 22.6 (M:22.6) 1 1 0 R.AYEFAER.C Dimethyl: 1

515 true 3537 913.5436 912.5371 1 -0.85 88.81 43.17 22.2 (M:22.2) 1 1 0 R.FALDLFR.K Dimethyl:2H(4): 1

516 false 2287 913.5756 912.5644 1 4.29 137.4 37.5 15.3 (M:15.3) 1 8 0 K.IIEEIIR.Y Dimethyl: 1



517 false 2287 913.5756 912.5757 1 -8 122.12 37.5 15.5 (M:15.5) 1 7 0 R.IVSANILR.K Dimethyl: 1

518 true 1150 914.5276 913.536 1 -17.15 70.74 30.83 38.9 (M:38.9) 1 1 0 R.EIAQDFK.T Dimethyl:2H(4): 1, 7

519 true 142 914.5306 913.5233 1 0.07 113.31 32.83 21.3 (M:21.3) 1 1 0 R.AVVIVDDR.G Dimethyl: 1

520 true 142 914.5306 913.5233 1 0.07 113.31 32.83 21.3 (M:21.3) 1 1 0 R.AVVIVDDR.G Dimethyl: 1



521 true 1244 915.5326 914.5226 1 2.99 92.56 24.33 35.0 (M:35.0) 1 1 0 R.SIFDHIK.L Dimethyl: 1, 7

522 true 2624 916.4554 915.4662 1 -19.71 55.45 36.83 23.5 (M:23.5) 1 1 0 M.SELEQLR.Q Acetyl: 1

523 true 149 916.472 915.4752 1 -11.46 160.96 26.67 41.5 (M:41.5) 1 1 0 R.FGDGGYIR.M Dimethyl:2H(4): 1

524 true 390 916.5698 915.5691 1 -7.21 125.87 21.17 21.6 (M:21.6) 1 1 0 K.ILVPEGTR.D Dimethyl:2H(4): 1



525 true 17 917.4568 916.4502 1 -0.74 87.69 24.67 38.9 (M:38.9) 1 1 0 R.NDEELNK.L Dimethyl: 1, 7

526 false 17 917.4568 916.4614 1 -12.98 94.66 24.67 18.4 (M:18.4) 1 4 0 K.NGQSEAALK.H

527 true 17 917.4568 916.4502 1 -0.74 87.69 24.67 38.9 (M:38.9) 1 1 0 R.NDEELNK.L Dimethyl: 1, 7

528 true 17 917.4568 916.4502 1 -0.74 87.69 24.67 38.9 (M:38.9) 1 1 0 R.NDEELNK.L Dimethyl: 1, 7



529 true 2201 917.4633 916.4592 1 -3.53 109.75 45.83 28.1 (M:28.1) 1 1 0 R.AYEFAER.C Dimethyl:2H(4): 1

530 true 1152 917.5169 916.4978 1 12.93 129.66 23.83 46.5 (M:46.5) 1 1 0 R.GEGITSGLR.H Dimethyl: 1

531 true 2208 917.5559 916.5416 1 7.72 173.25 27.5 18.4 (M:18.4) 1 1 1 K.MVNLKEK.I Dimethyl: 1, 5

532 true 2285 917.5754 916.5644 1 4.06 73.89 35.33 16.1 (M:16.1) 1 1 0 K.NIQELLR.A Dimethyl:2H(4): 1



533 true 1432 917.5805 916.5895 1 -17.8 87.31 40.67 28.9 (M:28.9) 1 1 0 K.IIEEIIR.Y Dimethyl:2H(4): 1

534 false 1432 917.5805 916.5895 1 -17.8 110.02 40.67 17.1 (M:17.1) 1 2 0 K.LQNEILK.D
Dimethyl:2H(4): 1; 
Dimethyl: 7

535 false 196 918.4926 917.4753 1 10.89 473.69 26.5 16.2 (M:16.2) 1 2 0 K.GCSGLQLR.I
Carbamidomethyl: 2; 
Dimethyl: 1

536 false 2401 918.5014 917.493 1 1.2 78.31 29.33 16.1 (M:16.1) 1 2 0 K.TGTLTQNR.M Dimethyl: 1



537 true 2401 918.5014 917.5004 1 -6.85 114.66 29.33 19.8 (M:19.8) 1 1 0 R.TCQLVNK.I
Carbamidomethyl: 2; 
Dimethyl: 1, 7

538 true 3803 918.5323 917.5335 1 -9.14 168.98 44.5 45.9 (M:45.9) 1 1 0 K.DIINLFR.T Dimethyl: 1

539 false 3803 918.5323 917.5368 1 -12.81 204.68 44.5 17.9 (M:17.9) 1 6 1 R.NLMASKAK.L Dimethyl: 1, 8

540 true 1580 918.5369 917.5335 1 -4.22 127.95 24.83 21.8 (M:21.8) 2 1 0 K.FSVSPVVR.V Dimethyl: 1



541 true 2034 918.5439 917.5484 1 -12.86 105.17 44.33 19.4 (M:19.4) 1 1 0 K.EVIEALGR.A Dimethyl:2H(4): 1

542 false 768 918.5451 917.5368 1 1.14 119.04 21.67 17.1 (M:17.1) 1 2 0 R.ILMGSTLR.K Dimethyl: 1

543 true 145 918.5573 917.5484 1 1.77 108.14 32.83 25.5 (M:25.5) 1 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1

544 true 145 918.5573 917.5484 1 1.77 108.14 32.83 25.5 (M:25.5) 1 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1



545 true 2251 918.5596 917.5335 1 20.55 168.63 38 41.3 (M:41.3) 1 1 0 R.DAFVAIVR.S Dimethyl: 1

546 false 2089 919.5132 918.5022 1 4.02 134.24 44.83 15.2 (M:15.2) 1 3 0 R.TSGQLTEK.A Dimethyl: 1, 8

547 true 2089 919.5132 918.5062 1 -0.36 114.17 44.83 17.1 (M:17.1) 1 1 0 K.ITPFEEK.M Dimethyl: 1, 7

548 false 1071 919.5411 918.5208 1 14.11 297.05 22.5 16.9 (M:16.9) 1 2 1 K.VMEQKLK.E Oxidation: 2; Dimethyl: 7



549 true 2511 919.5711 918.58 1 -17.58 34.18 31 15.8 (M:15.8) 1 1 1 K.RQDLVTK.I
Dimethyl:2H(4): 7; 
Dimethyl: 1

550 true 1752 920.4657 919.4433 1 16.36 63.1 33.17 17.2 (M:17.2) 1 1 0 M.TEQMTLR.G Acetyl: 1

551 true 972 921.5014 920.479 1 16.47 146.79 22 49.7 (M:49.7) 1 1 0 R.GLPFGCSK.E
Carbamidomethyl: 6; 
Dimethyl: 1, 8

552 true 972 921.5014 920.479 1 16.47 146.79 22 49.7 (M:49.7) 1 1 0 R.GLPFGCSK.E
Carbamidomethyl: 6; 
Dimethyl: 1, 8



553 true 910 921.5381 920.5229 1 8.62 70.37 23.83 39.7 (M:39.7) 1 1 0 R.GEGITSGLR.H Dimethyl:2H(4): 1

554 true 2057 921.5579 920.5281 1 24.37 169.23 36.83 38.0 (M:38.0) 1 1 0 K.FADFMVK.D Dimethyl:2H(4): 1, 7

555 true 1011 921.5753 920.5807 1 -13.81 76.55 26 17.4 (M:17.4) 2 1 0 K.INLIAPPR.Y Dimethyl: 1

556 true 2696 922.4868 921.4742 1 5.72 170.98 39 32.1 (M:32.1) 2 1 0 R.VFDMLNR.R Dimethyl: 1



557 false 218 922.5031 921.5072 1 -12.38 131.23 20.83 15.9 (M:15.9) 1 2 0 K.IFNLYPR.K

558 true 3656 922.5598 921.5586 1 -6.52 127.07 44.5 44.1 (M:44.1) 2 1 0 K.DIINLFR.T Dimethyl:2H(4): 1

559 true 595 922.5702 921.5586 1 4.73 108.27 21.17 47.3 (M:47.3) 4 1 0 K.FSVSPVVR.V Dimethyl:2H(4): 1

560 true 2410 922.5818 921.5586 1 17.31 129.98 38 37.6 (M:37.6) 1 1 0 R.DAFVAIVR.S Dimethyl:2H(4): 1



561 true 2035 923.4827 922.476 1 -0.62 123.35 45.33 35.8 (M:35.8) 1 1 0 K.SILYDER.S Dimethyl: 1

562 true 3211 924.4971 923.4865 1 3.58 110.88 32.5 23.0 (M:23.0) 1 1 0 R.LFGEQFR.H Dimethyl: 1

563 true 2580 924.5215 923.5229 1 -9.42 145.18 30.17 37.2 (M:37.2) 1 1 0 R.IAFVSFGR.H Dimethyl: 1

564 false 1712 924.5538 923.5378 1 9.42 120.93 36.33 18.2 (M:18.2) 1 3 0 K.FSEIQIR.R Dimethyl:2H(4): 1



565 true 1712 924.5538 923.5378 1 9.42 115.9 36.33 29.9 (M:29.9) 1 1 0 R.DFTLQLR.A Dimethyl:2H(4): 1

566 true 202 924.5637 923.5378 1 20.12 67.33 20.83 19.3 (M:19.3) 1 1 0 K.LELAQYR.E Dimethyl:2H(4): 1

567 true 2697 926.5165 925.4993 1 10.65 114.59 39.17 20.2 (M:20.2) 2 1 0 R.VFDMLNR.R Dimethyl:2H(4): 1

568 false 643 926.5199 925.5233 1 -11.46 153.86 23 17.2 (M:17.2) 1 2 0 R.GLPGEVGNK.G Dimethyl: 1, 9



569 false 643 926.5199 925.5246 1 -12.91 114.42 23 17.2 (M:17.2) 1 2 1 R.WVAPRNR.G Dimethyl: 1

570 false 1250 926.5241 925.5106 1 6.71 148.92 25.17 16.2 (M:16.2) 1 2 1 K.RMGGGFGGK.E
Dimethyl:2H(4): 1; 
Dimethyl: 9

571 true 2036 927.5267 926.5011 1 19.78 34.4 45.33 20.2 (M:20.2) 1 1 0 K.SILYDER.S Dimethyl:2H(4): 1

572 true 1548 928.5399 927.5389 1 -6.77 107.85 41.67 22.3 (M:22.3) 1 1 0 R.ELLEQLR.T Dimethyl: 1



573 true 2581 928.5448 927.548 1 -11.23 160.56 30.17 32.1 (M:32.1) 1 1 0 R.IAFVSFGR.H Dimethyl:2H(4): 1

574 false 64 928.5564 927.529 1 21.6 142.32 18.17 15.2 (M:15.2) 1 10 0 K.AGLVYHLR.A

575 true 139 928.5681 927.5641 1 -3.49 190.42 21.5 15.6 (M:15.6) 1 1 0 K.IPLVSDTK.R Dimethyl: 1, 8

576 true 871 929.5443 928.5292 1 8.47 140.75 22 36.2 (M:36.2) 1 1 0 R.GLPFGCSK.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 8



577 true 871 929.5443 928.5292 1 8.47 140.75 22 36.2 (M:36.2) 1 1 0 R.GLPFGCSK.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 8

578 true 2801 929.5829 928.5593 1 17.48 112.48 39.5 18.7 (M:18.7) 1 1 0 K.DLAGSIIGK.G Dimethyl: 1, 9

579 true 1611 930.497 929.507 1 -18.55 104.86 32.33 31.8 (M:31.8) 1 1 0 R.GLDVEDVK.F Dimethyl: 1, 8

580 true 1611 930.497 929.507 1 -18.55 104.86 32.33 31.8 (M:31.8) 1 1 0 R.GLDVEDVK.F Dimethyl: 1, 8



581 true 1199 931.4914 930.5022 1 -19.41 139.54 31 44.1 (M:44.1) 1 1 0 M.ATSDIQVK.E Acetyl: 1; Dimethyl: 8

582 false 1199 931.4914 930.4771 1 7.59 147.35 31 15.0 (M:15.0) 1 5 1 R.EDAAKEIR.R

583 true 150 932.4671 931.4619 1 -2.26 202.86 26.5 16.0 (M:16.0) 1 1 0 R.CPMELVR.C
Carbamidomethyl: 1; 
Dimethyl: 1

584 false 3664 932.4717 931.4797 1 -16.42 285.86 40.67 20.1 (M:20.1) 1 2 0 -.CVDIQNK.R
Carbamidomethyl: 1; 
Dimethyl: 1, 7



585 true 973 932.5387 931.5239 1 8.03 196.37 21.83 16.8 (M:16.8) 1 1 0 R.VGANFLQR.F Dimethyl: 1

586 true 1713 932.563 931.5619 1 -6.55 160.45 35.17 29.9 (M:29.9) 1 1 0 R.DLAFFQK.T Dimethyl:2H(4): 1, 7

587 true 1525 932.5663 931.564 1 -5.43 63.83 41.67 39.7 (M:39.7) 1 1 0 R.ELLEQLR.T Dimethyl:2H(4): 1

588 false 1525 932.5663 931.5753 1 -17.47 114.66 41.67 17.3 (M:17.3) 1 8 1 K.ERGIGNVK.I
Dimethyl:2H(4): 1; 
Dimethyl: 8



589 false 2709 934.4838 933.4841 1 -8.12 89.18 37.17 17.9 (M:17.9) 1 3 0 R.IEEQLMK.L Oxidation: 6; Dimethyl: 7

590 true 1097 934.497 933.492 1 -2.43 74.09 38.67 28.1 (M:28.1) 1 1 0 R.NFDEILR.V Dimethyl: 1

591 false 655 934.5535 933.5334 1 13.72 74.26 22 27.2 (M:27.2) 1 2 1 R.RHIYDAK.M Dimethyl:2H(4): 7

592 true 655 934.5535 933.5411 1 5.45 90.95 22 29.0 (M:29.0) 1 1 0 R.FANYIDK.V Dimethyl:2H(4): 1, 7



593 true 664 935.5233 934.5174 1 -1.45 51.39 22 19.3 (M:19.3) 1 1 0 K.GFQIAPDR.H Dimethyl:2H(4): 1

594 true 2579 935.538 934.5276 1 3.27 118.62 30.67 35.2 (M:35.2) 2 1 0 K.FLPLFDR.V Dimethyl: 1

595 true 456 936.461 935.4535 1 0.26 74.29 21.5 39.8 (M:39.8) 1 1 0 K.MPSAEFAR.I Dimethyl: 1

596 true 151 936.4823 935.4871 1 -12.83 207.41 26.5 27.3 (M:27.3) 1 1 0 R.CPMELVR.C
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



597 true 872 936.5654 935.5491 1 9.66 145.17 21.83 34.7 (M:34.7) 1 1 0 R.VGANFLQR.F Dimethyl:2H(4): 1

598 false 872 936.5654 935.5524 1 6.06 164.8 21.83 25.0 (M:25.0) 1 90.08 2 1 R.AAKMAAAVR.A
Dimethyl:2H(4): 1; 
Oxidation: 4

599 true 2201 936.5667 935.5742 1 -15.78 198.44 28.33 30.5 (M:30.5) 1 1 0 K.ILDFGLAR.H Dimethyl:2H(4): 1

600 true 456 937.4525 936.4487 1 -3.73 188.37 28 50.4 (M:50.4) 1 1 0 K.MFDVGGQR.S Dimethyl: 1



601 true 456 937.4525 936.4487 1 -3.73 188.37 28 50.4 (M:50.4) 1 1 0 K.MFDVGGQR.S Dimethyl: 1

602 false 597 937.5815 936.5802 1 -6.35 155.5 21.33 15.1 (M:15.1) 1 4 1 R.MCKILGK.E

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1; 
Dimethyl: 3, 7

603 true 597 937.5815 936.5695 1 5.13 112.9 21.33 49.1 (M:49.1) 1 1 0 K.GQVYILGR.E Dimethyl:2H(4): 1

604 true 391 938.4559 937.4505 1 -2.01 61.97 35 28.9 (M:28.9) 1 1 0 R.SFGETLER.G



605 true 1019 938.524 937.5171 1 -0.38 93.66 38.67 22.7 (M:22.7) 1 1 0 R.NFDEILR.V Dimethyl:2H(4): 1

606 true 2047 938.5381 937.5385 1 -8.27 155.92 27 17.9 (M:17.9) 1 1 0 R.GGLFTFIR.F Dimethyl: 1

607 true 2552 938.5518 937.5637 1 -20.43 156.03 29.5 23.6 (M:23.6) 1 1 0 R.IQFFLSK.K Dimethyl: 1, 7

608 false 2552 938.5518 937.5345 1 10.65 176.41 29.5 17.4 (M:17.4) 1 3 0 -.LQVQHASK.Q Dimethyl: 8



609 true 2718 939.5641 938.5527 1 4.29 61.03 30.67 48.2 (M:48.2) 2 1 0 K.FLPLFDR.V Dimethyl:2H(4): 1

610 true 3157 940.4917 939.4814 1 3.23 213.33 41 22.1 (M:22.1) 1 1 0 K.QLYFADR.L Dimethyl: 1

611 true 457 940.4928 939.4786 1 7.42 112.12 21.5 37.1 (M:37.1) 1 1 0 K.MPSAEFAR.I Dimethyl:2H(4): 1

612 true 580 940.5218 939.5212 1 -7.06 84.59 20 39.1 (M:39.1) 1 1 0 K.IADMGHLK.Y Dimethyl: 1, 8



613 true 955 940.5918 939.5731 1 12.07 223.81 23 23.6 (M:23.6) 1 1 0 K.LGPLAFYK.G Dimethyl:2H(4): 1

614 false 955 940.5918 939.5753 1 9.76 153.45 23 21.8 (M:21.8) 1 2 0 R.LLVVTDPR.A Dimethyl: 1

615 true 457 941.4779 940.4738 1 -3.38 133.73 28 57.3 (M:57.3) 1 1 0 K.MFDVGGQR.S Dimethyl:2H(4): 1

616 true 457 941.4779 940.4738 1 -3.38 133.73 28 57.3 (M:57.3) 1 1 0 K.MFDVGGQR.S Dimethyl:2H(4): 1



617 true 2037 941.4967 940.4906 1 -1.22 84.46 44.83 34.6 (M:34.6) 1 1 0 K.EVYFAEK.V Dimethyl: 1, 7

618 true 2400 941.542 940.5229 1 12.49 193.33 28.5 17.5 (M:17.5) 1 58.94 1 0 R.AGIPAEEVK.E Dimethyl: 9

619 false 1791 942.5403 941.5117 1 22.66 275.56 33.33 15.2 (M:15.2) 1 50 5 1 K.KVLHMDR.N Oxidation: 5; Dimethyl: 1

620 true 1897 943.512 942.4885 1 17.18 189.64 36.83 52.2 (M:52.2) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7



621 true 1897 943.512 942.4885 1 17.18 189.64 36.83 52.2 (M:52.2) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7

622 true 1897 943.512 942.4885 1 17.18 189.64 36.83 52.2 (M:52.2) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7

623 true 1897 943.512 942.4885 1 17.18 189.64 36.83 52.2 (M:52.2) 1 1 0 K.FDLMYAK.R Dimethyl: 1, 7

624 true 849 943.5313 942.5175 1 6.93 173.23 31.33 21.1 (M:21.1) 1 1 0 K.HFLVEDK.S Dimethyl: 1, 7



625 true 2803 944.5256 943.5065 1 12.53 187.77 41 37.3 (M:37.3) 1 1 0 K.QLYFADR.L Dimethyl:2H(4): 1

626 false 2797 944.5587 943.5451 1 6.75 156.88 31 24.1 (M:24.1) 1 2 1 K.IASDGLKGR.V Dimethyl: 7

627 true 2202 945.4862 944.4756 1 3.47 118.92 28.33 30.6 (M:30.6) 1 1 0 R.YGDFFIR.Q Dimethyl: 1

628 true 3986 945.4982 944.4827 1 8.74 148.88 47.5 32.6 (M:32.6) 1 1 0 R.YIDDLMK.L
Dimethyl:2H(4): 7; 
Oxidation: 6



629 false 3986 945.4982 944.5008 1 -10.38 138.73 47.5 25.1 (M:25.1) 3 2 0 M.AYAYLFK.Y Acetyl: 1; Dimethyl: 7

630 false 3986 945.4982 944.508 1 -18.01 161.02 47.5 19.7 (M:19.7) 2 3 0 R.YIAHGATGK.G Dimethyl: 9

631 false 592 945.5285 944.5179 1 3.54 163.18 35 17.6 (M:17.6) 1 2 0 K.TAESSLGPK.R Dimethyl: 1, 9

632 true 592 945.5285 944.5291 1 -8.34 80.86 35 21.2 (M:21.2) 1 78.17 1 1 K.LSKADVER.K Dimethyl: 1



633 true 2738 945.5394 944.5113 1 22.03 210.81 39.17 26.8 (M:26.8) 1 1 0 R.QCLDLLR.N
Carbamidomethyl: 2; 
Dimethyl: 1

634 false 3213 945.5528 944.5229 1 23.93 192.12 32.33 15.1 (M:15.1) 1 9 0 K.DQLTPSPR.E Dimethyl:2H(4): 1

635 false 3926 946.5463 945.5284 1 11.25 235.43 41.67 15.4 (M:15.4) 1 3 0 R.TGHYLTVK.D Dimethyl: 8

636 true 1059 946.5554 945.5284 1 20.85 75.53 23.33 37.9 (M:37.9) 1 1 0 R.VGDVYIPR.D Dimethyl: 1



637 true 3337 947.5032 946.5059 1 -10.53 191.99 32.83 22.7 (M:22.7) 1 1 0 K.APAMFNIR.N Dimethyl: 1

638 true 1743 947.5762 946.56 1 9.4 68.49 31.5 15.3 (M:15.3) 1 1 0 R.NSLILGFR.S Dimethyl: 1

639 true 647 948.5292 947.5338 1 -12.53 100.94 29.5 22.1 (M:22.1) 1 1 0 R.NLAENISR.V Dimethyl:2H(4): 1

640 true 2209 948.5466 947.559 1 -20.72 59.59 35 44.6 (M:44.6) 1 1 0 K.ELSDIALR.I Dimethyl:2H(4): 1



641 false 2746 948.5596 947.5692 1 -17.81 157.55 32.5 19.7 (M:19.7) 1 4 0 K.IIGDTFVK.I Dimethyl: 1, 8

642 false 2746 948.5596 947.5692 1 -17.81 131.05 32.5 20.9 (M:20.9) 1 3 0 K.LAIDYGIK.F Dimethyl: 1, 8

643 false 3325 948.5695 947.5814 1 -20.21 143.19 37.17 17.2 (M:17.2) 1 3 1 K.ARAALTSAR.T Dimethyl:2H(4): 1

644 false 3325 948.5695 947.559 1 3.48 95.38 37.17 15.3 (M:15.3) 1 4 0 K.QLSEGQVK.S
Dimethyl:2H(4): 1; 
Dimethyl: 8



645 true 582 948.5701 947.5714 1 -9.06 47.58 20 24.7 (M:24.7) 1 1 0 K.IADMGHLK.Y Dimethyl:2H(4): 1, 8

646 true 696 948.572 947.5568 1 8.36 78.12 22.17 32.5 (M:32.5) 1 1 0 R.FANYIEK.V Dimethyl:2H(4): 1, 7

647 false 1341 949.5322 948.5408 1 -16.72 109.21 41.33 20.4 (M:20.4) 1 4 0 K.ELDYFAK.A Dimethyl:2H(4): 1, 7

648 true 3483 949.5364 948.5259 1 3.43 113.47 36.83 35.8 (M:35.8) 4 1 0 M.AYAYLFK.Y Dimethyl:2H(4): 7; Acetyl: 1



649 true 2038 949.5393 948.5408 1 -9.26 120.66 44.83 17.0 (M:17.0) 1 1 0 K.EVYFAEK.V Dimethyl:2H(4): 1, 7

650 true 2435 949.5549 948.5433 1 4.6 60.56 29.33 27.1 (M:27.1) 1 1 0 K.FIPEFIR.K Dimethyl: 1

651 true 2739 949.5605 948.5364 1 17.67 149.72 39.17 19.8 (M:19.8) 1 1 0 R.QCLDLLR.N
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

652 false 2739 949.5605 948.5728 1 -20.65 131.79 39.17 15.8 (M:15.8) 1 4 0 R.QMAAVLLR.R
Dimethyl:2H(4): 1; 
Oxidation: 2



653 false 2739 949.5605 948.543 1 10.8 418.53 39.17 15.4 (M:15.4) 1 5 1 R.NKDELDK.F
Dimethyl:2H(4): 2; 
Dimethyl: 1, 7

654 false 2739 949.5605 948.5616 1 -8.82 173.62 39.17 15.3 (M:15.3) 1 6 1 -.MPSDLAKK.K
Dimethyl:2H(4): 7; 
Dimethyl: 8

655 true 906 950.4816 949.4869 1 -13.2 193.7 29.83 38.3 (M:38.3) 1 1 0 K.SDPVVSYR.E Dimethyl: 1

656 true 1164 950.4964 949.4981 1 -9.49 150.53 31.5 20.8 (M:20.8) 1 1 0 K.DIIHDPGR.G Dimethyl: 1



657 true 2177 950.523 949.5022 1 14.3 82.4 28.67 38.7 (M:38.7) 2 1 0 R.GIFEPFGR.F Dimethyl: 1

658 false 3086 950.5424 949.5385 1 -3.56 168.22 32 16.4 (M:16.4) 1 3 0 K.IFNLYPR.K Dimethyl: 1

659 false 23 950.545 949.5382 1 -0.56 172.84 15.83 15.3 (M:15.3) 1 6 1 K.EEKVETR.Q
Dimethyl:2H(4): 3; 
Dimethyl: 1

660 true 1060 950.5784 949.5535 1 18.59 95.96 23.33 36.1 (M:36.1) 2 1 0 R.VGDVYIPR.D Dimethyl:2H(4): 1



661 false 2462 950.5953 949.5932 1 -5.47 130.18 29.5 17.2 (M:17.2) 1 51.55 9 1 K.LKNLCSK.T

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1; 
Dimethyl: 2, 7

662 true 2462 950.5953 949.5899 1 -1.92 47.97 29.5 44.7 (M:44.7) 1 1 0 K.ELFLGALR.K Dimethyl:2H(4): 1

663 true 1759 951.56 950.5387 1 14.71 151.92 36.83 43.6 (M:43.6) 1 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

664 true 1759 951.56 950.5387 1 14.71 151.92 36.83 43.6 (M:43.6) 1 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7



665 true 1759 951.56 950.5387 1 14.71 151.92 36.83 43.6 (M:43.6) 1 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

666 true 1759 951.56 950.5387 1 14.71 151.92 36.83 43.6 (M:43.6) 1 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

667 true 249 951.5762 950.5851 1 -16.97 76.55 16.5 21.0 (M:21.0) 1 1 1 K.FEKIAQR.L
Dimethyl:2H(4): 3; 
Dimethyl: 1

668 true 2704 951.5803 950.5851 1 -12.72 116.58 30.33 27.5 (M:27.5) 1 1 0 R.VGINIFTR.L Dimethyl:2H(4): 1



669 false 850 951.5803 950.5677 1 5.65 111.04 31.33 17.4 (M:17.4) 1 2 0 K.HFLVEDK.S Dimethyl:2H(4): 1, 7

670 true 850 951.5803 950.5712 1 1.96 122.77 31.33 22.2 (M:22.2) 1 1 1 R.HPRAVSPR.R Dimethyl:2H(4): 1

671 true 393 952.4727 951.4848 1 -20.32 80.74 21.33 25.8 (M:25.8) 1 1 0 R.VMEYINR.L Dimethyl: 1

672 false 1368 952.5488 951.5178 1 24.86 83.17 25.67 20.2 (M:20.2) 1 2 0 R.VVFQEFR.Q Dimethyl: 1



673 true 2152 952.5495 951.543 1 -0.82 171.61 37.17 35.0 (M:35.0) 1 1 0 K.FVADGIFK.A Dimethyl: 1, 8

674 true 5231 952.5577 951.5579 1 -7.82 93.55 47.5 22.3 (M:22.3) 1 1 0 M.AALDTLFK.Y Dimethyl:2H(4): 8; Acetyl: 1

675 false 21 952.5664 951.544 1 15.92 81.31 20 22.1 (M:22.1) 2 8 0 K.LGNYAGAVR.D Dimethyl:2H(4): 1

676 true 2670 953.5078 952.5201 1 -20.55 175.17 37 15.3 (M:15.3) 1 1 0 K.LESGSICK.G

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1; 
Dimethyl: 8



677 true 3252 953.5094 952.5018 1 0.3 149.31 52.33 20.2 (M:20.2) 1 1 0 R.IIFDDFR.E Dimethyl: 1

678 true 2436 953.579 952.5684 1 3.49 61.23 29.33 36.4 (M:36.4) 1 1 0 K.FIPEFIR.K Dimethyl:2H(4): 1

679 true 3309 954.502 953.4942 1 0.49 163.54 41.83 16.0 (M:16.0) 1 1 0 R.DVCLYPR.F
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

680 true 907 954.5108 953.512 1 -8.85 181.44 29.83 46.6 (M:46.6) 1 1 0 K.SDPVVSYR.E Dimethyl:2H(4): 1



681 true 583 954.5355 953.5182 1 10.53 112.17 20.5 19.3 (M:19.3) 1 1 0 K.SIDGLHEK.G Dimethyl: 1, 8

682 true 2205 954.5461 953.5273 1 12.13 96.5 28.67 26.1 (M:26.1) 2 1 0 R.GIFEPFGR.F Dimethyl:2H(4): 1

683 false 2766 955.5164 954.5321 1 -24 160.84 30.83 15.1 (M:15.1) 1 3 0 R.AHSIQIMK.V Dimethyl: 8

684 true 867 955.54 954.5498 1 -17.87 149 29.5 36.6 (M:36.6) 1 1 0 K.VLDSGAPIR.I Dimethyl: 1



685 true 1711 955.56 954.5544 1 -1.73 116.79 26.17 21.4 (M:21.4) 1 1 1 R.MSSKAMLK.V
Dimethyl:2H(4): 4; 
Dimethyl: 8

686 false 1711 955.56 954.5408 1 12.49 197.07 26.17 16.2 (M:16.2) 1 2 1 K.AADEAKMR.F Dimethyl:2H(4): 1, 6

687 true 394 956.5028 955.5099 1 -15.06 62.86 21.33 19.1 (M:19.1) 1 1 0 R.VMEYINR.L Dimethyl:2H(4): 1

688 true 1679 956.5136 955.5127 1 -6.69 153.58 25.17 22.2 (M:22.2) 1 1 0 K.YALSVGYR.H Dimethyl: 1



689 true 575 956.5171 955.5161 1 -6.52 92.7 20 39.5 (M:39.5) 1 1 0 K.IADMGHLK.Y Oxidation: 4; Dimethyl: 1, 8

690 true 1207 956.5573 955.5491 1 0.99 87.87 28.5 46.5 (M:46.5) 2 1 0 K.AGEVFIHK.D Dimethyl: 1, 8

691 true 1915 956.5712 955.5429 1 21.96 142.31 31.5 46.2 (M:46.2) 3 1 0 R.VVFQEFR.Q Dimethyl:2H(4): 1

692 true 719 957.4665 956.4538 1 5.64 234.83 21.17 43.0 (M:43.0) 1 1 0 K.VGSCFGFR.S
Carbamidomethyl: 4; 
Dimethyl: 1



693 true 3219 957.5347 956.5269 1 0.49 154.66 52.33 22.4 (M:22.4) 1 1 0 R.IIFDDFR.E Dimethyl:2H(4): 1

694 true 2751 957.5804 956.5807 1 -7.93 124.55 31.17 48.4 (M:48.4) 1 1 0 K.LFIGNLPR.E Dimethyl: 1

695 true 1991 958.4906 957.488 1 -4.8 82.41 34.17 15.5 (M:15.5) 1 1 0 R.QLQEDAAR.L Dimethyl: 1

696 true 709 958.502 957.492 1 2.83 168.68 30.67 32.4 (M:32.4) 1 1 0 K.HFELGGDK.K Dimethyl: 1, 8



697 true 1388 958.5469 957.5243 1 15.95 132.48 23.83 19.0 (M:19.0) 1 1 0 R.GTQPVSLTR.D

698 false 219 958.5469 957.543 1 -3.47 78.03 20.67 18.9 (M:18.9) 1 2 1 K.MKKPEAVR.W

699 true 2719 958.5721 957.5648 1 0.11 82.52 30.67 34.2 (M:34.2) 2 1 0 K.LDGFPLLR.R Dimethyl: 1

700 true 2401 958.5854 957.5859 1 -8.13 146 28.17 21.9 (M:21.9) 1 1 0 R.QTATQLLK.L Dimethyl: 1, 8



701 true 837 959.5248 958.531 1 -14.1 66.73 22.17 15.0 (M:15.0) 1 1 0 R.VMEHFIK.L Dimethyl: 1, 7

702 true 2906 959.5279 958.5335 1 -13.4 143.76 39.83 21.3 (M:21.3) 1 1 1 K.EQEELKK.K Dimethyl: 6, 7

703 true 868 959.5689 958.5749 1 -13.93 156.54 29.5 20.2 (M:20.2) 1 1 0 K.VLDSGAPIR.I Dimethyl:2H(4): 1

704 true 3253 959.5892 958.5936 1 -12.17 207.55 52.5 18.6 (M:18.6) 1 1 1 K.ALHKQMK.E
Dimethyl:2H(4): 1; 
Oxidation: 6; Dimethyl: 4, 7



705 false 3349 960.5107 959.4924 1 11.46 106.31 39.33 17.5 (M:17.5) 1 3 0 K.ESGEIELR.S Dimethyl: 1

706 false 461 960.5534 959.5651 1 -19.79 118.61 21.17 23.1 (M:23.1) 1 2 1 K.LSSGDIKIK.K

707 true 2646 960.5813 959.5742 1 -0.22 151.6 30.17 28.4 (M:28.4) 1 1 0 K.IEPPGLFR.G Dimethyl:2H(4): 1

708 true 3723 960.5815 959.5804 1 -6.46 219.68 45.33 37.4 (M:37.4) 1 1 0 K.FVDILGLR.T Dimethyl: 1



709 true 2153 960.5989 959.5932 1 -1.57 203.64 37.17 27.4 (M:27.4) 1 1 0 K.FVADGIFK.A Dimethyl:2H(4): 1, 8

710 true 464 961.4922 960.4789 1 6.23 186.02 21.17 48.2 (M:48.2) 1 1 0 K.VGSCFGFR.S
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

711 true 2913 961.5425 960.5314 1 3.97 206.77 41.67 34.4 (M:34.4) 1 1 0 R.LCDSVLAK.N
Carbamidomethyl: 2; 
Dimethyl: 1, 8

712 true 1018 961.5461 960.5492 1 -10.78 168.08 23.17 17.3 (M:17.3) 1 1 1 K.TLESDKLK.L Dimethyl: 8



713 false 1704 961.593 960.5906 1 -5.07 46.34 25.5 18.5 (M:18.5) 1 3 0 K.ELTLGAGLR.G Dimethyl:2H(4): 1

714 false 1704 961.593 960.6008 1 -15.7 145.91 25.5 15.6 (M:15.6) 1 6 1 K.FLKEQIK.L Dimethyl: 3, 7

715 true 951 962.4757 961.479 1 -11 105.11 31 38.9 (M:38.9) 1 1 0 R.EDMAALEK.D Dimethyl: 1, 8

716 true 951 962.4757 961.479 1 -11 105.11 31 38.9 (M:38.9) 1 1 0 R.EDMAALEK.D Dimethyl: 1, 8



717 true 1098 962.5254 961.5233 1 -5.35 134.15 39.5 33.9 (M:33.9) 2 1 0 R.QLFEELR.R Dimethyl: 1

718 true 3403 962.5519 961.5597 1 -15.67 137 44.17 17.0 (M:17.0) 1 1 0 K.DTLGLFLR.E Dimethyl: 1

719 true 3667 962.5723 961.5858 1 -21.65 136.15 39.83 18.8 (M:18.8) 1 1 1 K.AAQELSKR.T
Dimethyl:2H(4): 1; 
Dimethyl: 7

720 true 1239 962.5823 961.5597 1 15.9 108.71 24 16.9 (M:16.9) 1 1 1 K.LLEEFRK.T Dimethyl: 7



721 true 2767 962.5933 961.5899 1 -4 86.21 30.67 39.2 (M:39.2) 1 1 0 K.LDGFPLLR.R Dimethyl:2H(4): 1

722 false 2953 963.5449 962.5185 1 19.84 160.65 40.67 17.9 (M:17.9) 1 2 0 R.DGYAQILR.D Dimethyl: 1

723 true 617 963.5455 962.5335 1 4.91 88.58 29 37.2 (M:37.2) 1 1 0 K.IDDVVNTR.- Dimethyl:2H(4): 1

724 true 2886 963.5914 962.5801 1 4.22 144.4 36 57.2 (M:57.2) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8



725 true 2886 963.5914 962.5801 1 4.22 144.4 36 57.2 (M:57.2) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

726 true 2886 963.5914 962.5801 1 4.22 144.4 36 57.2 (M:57.2) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

727 true 2886 963.5914 962.5801 1 4.22 144.4 36 57.2 (M:57.2) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

728 true 2131 964.5015 963.4808 1 13.95 141.97 27.17 17.2 (M:17.2) 1 1 1 K.KASMQDLR.K Oxidation: 4



729 true 2671 964.5223 963.5311 1 -16.61 60.53 37 18.5 (M:18.5) 1 1 0 -.MATIISEK.L Oxidation: 1; Dimethyl: 1, 8

730 true 368 964.5508 963.544 1 -0.48 107.7 17.17 19.4 (M:19.4) 1 1 0 K.FLQPGSQR.K Dimethyl:2H(4): 1

731 true 667 965.5178 964.5052 1 5.57 113.91 22 26.3 (M:26.3) 1 1 0 R.GCAVVEFK.M
Carbamidomethyl: 2; 
Dimethyl: 1, 8

732 false 1767 965.5227 964.5201 1 -4.87 308.52 35.33 18.8 (M:18.8) 1 4 0 R.LADCIADK.L

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1; 
Dimethyl: 8



733 true 1767 965.5227 964.5052 1 10.6 245.22 35.33 53.0 (M:53.0) 1 1 0 K.CGDLVFAK.M
Carbamidomethyl: 1; 
Dimethyl: 1, 8

734 false 5544 965.533 964.5426 1 -17.47 109.83 49.33 15.8 (M:15.8) 1 5 1 R.MIDRNLR.E
Dimethyl:2H(4): 1; 
Oxidation: 1

735 false 5544 965.533 964.5426 1 -17.47 109.83 49.33 15.8 (M:15.8) 1 5 1 K.MIDRNLR.E
Dimethyl:2H(4): 1; 
Oxidation: 1

736 true 960 965.5437 964.5454 1 -9.29 40.49 27 19.2 (M:19.2) 1 1 0 R.GLVLDHGAR.H Dimethyl: 1



737 true 820 965.546 964.528 1 11.08 148.69 31.5 31.1 (M:31.1) 1 1 0 R.NDPVYIGR.V Dimethyl:2H(4): 1

738 false 2914 965.568 964.5565 1 4.41 212.99 41.67 17.4 (M:17.4) 1 3 0 R.LCDSVLAK.N

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1; 
Dimethyl: 8

739 false 2402 965.57 964.5743 1 -11.93 393.17 30.33 16.9 (M:16.9) 1 3 0 K.VVSSSIVDK.Y Dimethyl:2H(4): 9

740 true 155 965.5763 964.5867 1 -18.36 183.92 26.33 20.1 (M:20.1) 1 1 0 K.MLGIDPQK.V Dimethyl:2H(4): 1, 8



741 true 570 966.488 965.4818 1 -1.11 74.41 34.83 31.4 (M:31.4) 1 1 0 K.YEITEQR.K Dimethyl: 1

742 true 2109 966.4908 965.4818 1 1.8 124.9 45.33 35.2 (M:35.2) 1 1 0 R.SFGETLER.G Dimethyl: 1

743 true 268 966.5213 965.5182 1 -4.33 79.61 20.83 41.9 (M:41.9) 1 1 0 K.LYSESLAR.Y Dimethyl: 1

744 true 3281 966.5221 965.5182 1 -3.44 200.4 41.83 29.8 (M:29.8) 1 1 0 K.TTDGYLLR.L Dimethyl: 1



745 true 1568 966.5511 965.5484 1 -4.73 92.31 43 52.4 (M:52.4) 2 1 0 R.AFVAIEER.H Dimethyl:2H(4): 1

746 true 1020 966.5511 965.5484 1 -4.72 71.26 39.5 49.6 (M:49.6) 1 1 0 R.QLFEELR.R Dimethyl:2H(4): 1

747 true 679 966.5529 965.5596 1 -14.5 470.58 30.67 16.1 (M:16.1) 1 1 0 K.SQQFVAVR.R Dimethyl:2H(4): 1

748 true 3959 966.5865 965.5848 1 -5.72 131.04 45.33 25.4 (M:25.4) 1 1 0 K.DTLGLFLR.E Dimethyl:2H(4): 1



749 false 905 966.5919 965.5881 1 -3.6 143.92 30 17.3 (M:17.3) 1 2 0 K.TILSLMTR.E Dimethyl:2H(4): 1

750 true 905 966.5919 965.5885 1 -3.95 59.53 30 31.6 (M:31.6) 1 1 0 R.VDEALVEK.D Dimethyl:2H(4): 1, 8

751 true 459 967.4615 966.4593 1 -5.22 258.04 27.67 16.2 (M:16.2) 1 1 0 K.NMGLYGER.A Dimethyl: 1

752 true 2850 967.5442 966.5436 1 -6.93 178.33 40.67 25.5 (M:25.5) 1 1 0 R.DGYAQILR.D Dimethyl:2H(4): 1



753 true 838 967.5773 966.5812 1 -11.59 80 22.17 25.5 (M:25.5) 1 1 0 R.VMEHFIK.L Dimethyl:2H(4): 1, 7

754 true 2493 967.5778 966.5539 1 17.24 86.93 29.83 35.6 (M:35.6) 1 1 0 K.LIFYDLR.G Dimethyl: 1

755 true 825 969.4934 968.4927 1 -6.81 192.95 29.33 19.6 (M:19.6) 1 1 0 M.ATEIGSPPR.F Acetyl: 1

756 true 604 969.5322 968.508 1 17.45 81.54 21.83 32.3 (M:32.3) 1 1 0 R.FPPPGDGVR.H Dimethyl: 1



757 true 1811 969.5598 968.5542 1 -1.77 105.07 27 22.4 (M:22.4) 1 1 0 R.AGIPAEEVK.E Dimethyl: 1, 9

758 false 1811 969.5598 968.5655 1 -13.36 79.48 27 20.4 (M:20.4) 1 66.2 2 1 K.KLPEELGR.D Dimethyl: 1

759 true 2957 969.5669 968.5405 1 19.69 48.57 31.5 17.7 (M:17.7) 1 1 0 R.FELFVMK.K Dimethyl: 1, 7

760 true 506 969.5692 968.5705 1 -8.89 42.62 19.67 32.8 (M:32.8) 2 1 0 R.GLVLDHGAR.H Dimethyl:2H(4): 1



761 true 70 969.5818 968.5705 1 4.08 181.19 15.5 61.6 (M:61.6) 1 1 0 R.VGPIGPAGNR.G Dimethyl:2H(4): 1

762 false 70 969.5818 968.5957 1 -21.86 172.4 15.5 23.8 (M:23.8) 2 2 0 R.VAIEPGVPR.E Dimethyl:2H(4): 1

763 true 766 970.4722 969.4705 1 -5.8 78.29 30.33 45.9 (M:45.9) 1 1 0 R.LDGSEDFR.R Dimethyl:2H(4): 1

764 true 571 970.5131 969.5069 1 -1.1 59.12 34.83 33.4 (M:33.4) 1 1 0 K.YEITEQR.K Dimethyl:2H(4): 1



765 true 220 970.5471 969.5433 1 -3.62 96.32 20.83 44.1 (M:44.1) 2 1 0 K.LYSESLAR.Y Dimethyl:2H(4): 1

766 false 3310 970.5512 969.5607 1 -17.28 107.02 41.83 16.3 (M:16.3) 1 2 0 R.AQELAAAIR.D Dimethyl: 1

767 true 497 970.5602 969.5735 1 -21.2 165.14 28.67 34.8 (M:34.8) 1 1 0 R.QIGADFQK.G Dimethyl:2H(4): 1, 8

768 true 2709 970.5742 969.5688 1 -1.88 175.29 32 29.9 (M:29.9) 1 1 0 R.GFGFVLFK.D Dimethyl: 1, 8



769 true 1708 971.4362 970.448 1 -19.66 59.65 32.67 36.5 (M:36.5) 1 1 0 K.CDNFDLR.V
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

770 true 54 971.4879 970.4844 1 -3.95 181.91 27.67 37.9 (M:37.9) 1 1 0 K.NMGLYGER.A Dimethyl:2H(4): 1

771 true 77 971.4928 970.4633 1 22.93 137.97 20.17 35.0 (M:35.0) 1 1 0 R.FFHSMDR.D Dimethyl:2H(4): 1

772 true 4303 971.5345 970.5426 1 -15.81 121.31 43.5 26.6 (M:26.6) 1 1 0 K.EFFIDLR.L Dimethyl:2H(4): 1



773 true 1663 971.5409 970.5236 1 10.32 264.7 35 22.6 (M:22.6) 1 1 0 K.HELIEFR.R Dimethyl: 1

774 true 2706 971.5539 970.5335 1 13.49 165.29 49.33 37.0 (M:37.0) 1 1 0 R.AESDLPAIK.G Dimethyl: 9

775 true 440 971.5546 970.5493 1 -2.02 193.46 27.5 19.9 (M:19.9) 1 50 1 1 R.KSSLMVMK.L
Dimethyl:2H(4): 1; 
Oxidation: 5

776 false 1079 971.5719 970.5447 1 20.48 78.63 32.17 17.1 (M:17.1) 1 2 0 K.DVVVDIQR.R Dimethyl: 1



777 true 2541 971.5966 970.579 1 10.68 82.49 29.83 49.5 (M:49.5) 1 1 0 K.LIFYDLR.G Dimethyl:2H(4): 1

778 false 2541 971.5966 970.6113 1 -22.63 69.44 29.83 15.6 (M:15.6) 1 7 0 R.ILNPVLDR.V Dimethyl:2H(4): 1

779 true 751 972.5252 971.5127 1 5.36 147.16 23.67 22.7 (M:22.7) 1 1 0 R.NGYGFINR.N Dimethyl:2H(4): 1

780 false 740 972.544 971.544 1 -7.53 216.9 29.17 23.4 (M:23.4) 2 2 0 R.LNQVWEK.A Dimethyl: 1, 7



781 true 740 972.544 971.54 1 -3.39 195.89 29.17 42.8 (M:42.8) 2 1 0 K.NLQVSEVR.I Dimethyl: 1

782 false 1056 972.5555 971.5539 1 -5.83 105.88 23.17 18.1 (M:18.1) 1 9 0 R.LEVDIDIK.I Dimethyl: 8

783 true 1056 972.5555 971.544 1 4.34 111.73 23.17 32.5 (M:32.5) 1 1 0 K.QHYIDLK.D Dimethyl: 1, 7

784 true 1812 972.5602 971.5288 1 24.88 199.94 29.33 21.0 (M:21.0) 1 1 0 K.EIAENALGK.H Dimethyl: 9



785 false 1812 972.5602 971.5764 1 -24.08 167.59 29.33 18.8 (M:18.8) 1 2 1 K.DQISRVAK.M Dimethyl: 1, 8

786 true 794 972.5665 971.5553 1 4.06 186.7 23.67 89.5 (M:89.5) 17 1 0 R.AGLQFPVGR.V Dimethyl: 1

787 true 794 972.5665 971.5553 1 4.06 186.7 23.67 89.5 (M:89.5) 17 1 0 R.AGLQFPVGR.I Dimethyl: 1

788 true 794 972.5665 971.5553 1 4.06 186.7 23.67 89.5 (M:89.5) 17 1 0 R.AGLQFPVGR.V Dimethyl: 1



789 true 794 972.5665 971.5553 1 4.06 186.7 23.67 89.5 (M:89.5) 17 1 0 R.AGLQFPVGR.V Dimethyl: 1

790 true 570 972.5767 971.5764 1 -7.1 1005.98 21.5 31.5 (M:31.5) 1 1 1 K.NVSVKDVR.R Dimethyl: 1, 5

791 true 1741 973.5596 972.5554 1 -3.13 229.05 35.33 32.8 (M:32.8) 1 1 0 K.CGDLVFAK.M
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8

792 true 145 973.5635 972.5331 1 23.77 60.57 21.83 48.9 (M:48.9) 1 1 0 R.FPPPGDGVR.H Dimethyl:2H(4): 1



793 true 514 973.5959 972.5906 1 -2.07 80.06 22.83 23.7 (M:23.7) 1 1 0 K.AELTGPVVR.W Dimethyl:2H(4): 1

794 true 758 974.5396 973.5267 1 5.78 113.86 23.33 18.4 (M:18.4) 1 1 0 R.IMAQNELK.A Dimethyl: 8

795 false 1566 974.5698 973.5821 1 -20.14 111.07 24.17 15.3 (M:15.3) 1 2 1 R.LAARFIQR.S

796 false 1427 974.5758 973.5743 1 -5.88 163.54 29.33 21.4 (M:21.4) 2 3 1 K.QKIMSVIR.E



797 false 2125 974.602 973.5858 1 9.07 115.14 27.67 18.7 (M:18.7) 2 5 0 R.AQELAAAIR.D Dimethyl:2H(4): 1

798 true 1203 975.5215 974.5335 1 -19.69 57.41 30.83 27.4 (M:27.4) 1 1 0 R.DPGLIADSR.A Dimethyl:2H(4): 1

799 false 1389 975.5531 974.5372 1 8.9 146.46 24 21.1 (M:21.1) 1 3 0 K.MFVGQIPR.S Dimethyl: 1

800 true 1635 975.5731 974.5487 1 17.58 231.3 34.83 47.4 (M:47.4) 2 1 0 K.HELIEFR.R Dimethyl:2H(4): 1



801 true 1567 976.5643 975.5327 1 24.87 196.67 24.33 18.0 (M:18.0) 1 1 0 R.AITSAYYR.G Dimethyl:2H(4): 1

802 true 650 976.568 975.5651 1 -4.52 208.71 29.17 46.8 (M:46.8) 1 1 0 K.NLQVSEVR.I Dimethyl:2H(4): 1

803 false 650 976.568 975.5601 1 0.64 246.55 29.17 18.8 (M:18.8) 1 5 1 K.GDTTSKVLK.G Dimethyl: 1

804 false 2627 976.5683 975.5423 1 19.14 141.63 36.83 24.8 (M:24.8) 1 2 1 K.CLATEKVK.Y
Carbamidomethyl: 1; 
Dimethyl: 8



805 false 2627 976.5683 975.5399 1 21.55 154.97 36.83 18.1 (M:18.1) 1 7 1 R.ARAEAEAAR.A Dimethyl:2H(4): 1

806 true 1871 976.5927 975.5804 1 5.18 207.75 33.33 64.2 (M:64.2) 7 1 0 R.AGLQFPVGR.I Dimethyl:2H(4): 1

807 true 1871 976.5927 975.5804 1 5.18 207.75 33.33 64.2 (M:64.2) 7 1 0 R.AGLQFPVGR.V Dimethyl:2H(4): 1

808 true 1871 976.5927 975.5804 1 5.18 207.75 33.33 64.2 (M:64.2) 7 1 0 R.AGLQFPVGR.V Dimethyl:2H(4): 1



809 true 1871 976.5927 975.5804 1 5.18 207.75 33.33 64.2 (M:64.2) 7 1 0 R.AGLQFPVGR.V Dimethyl:2H(4): 1

810 false 9 977.5193 976.5229 1 -11.2 147.2 20 18.1 (M:18.1) 1 3 0 K.DGVVFGVEK.L Dimethyl: 9

811 true 250 977.5234 976.5131 1 3.19 23.88 20.5 43.8 (M:43.8) 1 1 0 K.HETFFIR.C Dimethyl: 1

812 true 1364 977.5769 976.5743 1 -4.74 264.6 26.33 17.6 (M:17.6) 1 1 1 K.AAKEDIDK.A
Dimethyl:2H(4): 1; 
Dimethyl: 3, 8



813 false 1364 977.5769 976.5491 1 20.98 229.23 26.33 17.1 (M:17.1) 2 50 2 1 K.KLEAAEER.R Dimethyl:2H(4): 1

814 true 778 977.5894 976.5833 1 -1.19 156.44 23.83 19.8 (M:19.8) 1 1 0 K.QFSQYIK.N Dimethyl:2H(4): 1, 7

815 false 2575 977.5899 976.5593 1 23.81 201.78 38.67 15.9 (M:15.9) 1 7 1 K.EQKFLEK.K Dimethyl: 1, 3

816 true 515 977.5956 976.5855 1 2.92 34.2 21.5 25.1 (M:25.1) 1 1 0 R.TLVQESLR.R Dimethyl:2H(4): 1



817 false 2527 977.6005 976.5855 1 7.85 80.76 31.17 18.3 (M:18.3) 1 5 1 R.VKTELAER.V Dimethyl:2H(4): 2

818 true 1569 978.5281 977.5182 1 2.73 137.93 42.83 54.0 (M:54.0) 1 1 0 K.TVFDEAIR.A Dimethyl: 1

819 true 3358 978.5503 977.5433 1 -0.28 181.14 52.83 17.9 (M:17.9) 1 1 0 R.GFSLEELK.L Dimethyl: 1, 8

820 false 3358 978.5503 977.5518 1 -8.88 -1 52.83 16.6 (M:16.6) 1 2 0 R.IMAQNELK.A Dimethyl:2H(4): 1



821 true 632 978.5515 977.5232 1 21.46 165.73 22.83 15.9 (M:15.9) 1 1 0 R.APNDFNLR.D Dimethyl:2H(4): 1

822 true 55 979.5294 978.5085 1 13.96 244.56 26.17 29.6 (M:29.6) 1 1 0 K.CFEGFQK.V
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 7

823 true 618 980.4662 979.4611 1 -2.24 83.78 29 46.2 (M:46.2) 1 1 0 K.EDEGIAYR.G Dimethyl: 1

824 true 939 980.4949 979.4723 1 15.64 132.26 31.83 40.4 (M:40.4) 1 1 0 R.NSLDSFGGR.N Dimethyl: 1



825 false 1004 980.5906 979.6004 1 -17.45 59.29 23.33 20.2 (M:20.2) 2 3 0 R.SLIPSYIR.D Dimethyl:2H(4): 1

826 true 1009 980.599 979.5942 1 -2.51 68.71 23.17 32.8 (M:32.8) 1 1 0 K.QHYIDLK.D Dimethyl:2H(4): 1, 7

827 false 1009 980.599 979.5743 1 17.86 75.99 23.17 22.9 (M:22.9) 1 2 0 R.IFEPPPPK.K Dimethyl: 1, 8

828 true 4235 981.5343 980.5331 1 -6.18 122.16 43 15.8 (M:15.8) 1 1 1 K.YEPKFGGK.S Dimethyl: 1, 8



829 true 251 981.5558 980.5459 1 2.67 78.63 21.83 36.3 (M:36.3) 1 1 0 R.YFPAYEK.V Dimethyl:2H(4): 1, 7

830 false 551 981.5687 980.5593 1 2.22 111.08 22.83 15.8 (M:15.8) 1 2 0 R.FGTPALTSR.G Dimethyl:2H(4): 1

831 true 21 981.6031 980.5767 1 19.5 130.32 15.17 16.0 (M:16.0) 1 1 0 K.ALGQPIQAR.F Dimethyl: 1

832 true 1500 982.5396 981.5433 1 -11.2 136.82 42.83 22.9 (M:22.9) 1 1 0 K.TVFDEAIR.A Dimethyl:2H(4): 1



833 true 2174 982.5459 981.543 1 -4.4 195.92 27.33 26.6 (M:26.6) 1 1 0 K.QPMPVNIR.A Dimethyl: 1

834 true 840 983.5674 982.5761 1 -16.24 87.61 22.17 26.6 (M:26.6) 1 1 0 R.VMEHFIK.L
Dimethyl:2H(4): 1, 7; 
Oxidation: 2

835 true 1500 983.5724 982.5488 1 16.66 69.49 25.67 33.7 (M:33.7) 1 1 0 K.YVIYIER.V Dimethyl: 1

836 true 1824 984.4802 983.4899 1 -17.23 247.36 35.83 34.9 (M:34.9) 1 1 0 K.FLVDCFR.T
Carbamidomethyl: 5; 
Dimethyl: 1



837 true 619 984.4925 983.4862 1 -0.94 42.2 29 33.8 (M:33.8) 1 1 0 K.EDEGIAYR.G Dimethyl:2H(4): 1

838 true 940 984.5206 983.4974 1 16.18 156.45 31.83 22.3 (M:22.3) 1 1 0 R.NSLDSFGGR.N Dimethyl:2H(4): 1

839 true 2156 984.5774 983.5876 1 -17.75 198.2 37.67 16.9 (M:16.9) 1 1 1 K.AQVLAGGRGK.G Dimethyl: 10

840 true 1661 984.5981 983.6128 1 -22.26 128.78 26.33 16.0 (M:16.0) 1 1 1 K.KPKASELR.I Dimethyl: 1, 1



841 false 3704 984.6108 983.6143 1 -10.95 70.61 40.5 23.8 (M:23.8) 1 2 0 R.GLFIIDDK.R Dimethyl:2H(4): 1, 8

842 true 3704 984.6108 983.5844 1 19.39 50.91 40.5 28.2 (M:28.2) 1 1 0 R.GFGFILFK.E Dimethyl: 1, 8

843 true 2591 984.6128 983.6027 1 2.79 152.09 30 21.4 (M:21.4) 1 1 1 R.MFLEKLK.K
Dimethyl:2H(4): 1; 
Oxidation: 1; Dimethyl: 7

844 true 1992 985.4454 984.4553 1 -17.37 86.44 34.17 46.8 (M:46.8) 1 1 0 R.EYVDFER.E Dimethyl: 1



845 true 1442 985.5805 984.5906 1 -17.61 135.3 24 15.1 (M:15.1) 1 1 0 R.DLTAALPPR.R Dimethyl:2H(4): 1

846 true 895 985.5807 984.5604 1 13.25 121.94 23 24.0 (M:24.0) 1 1 0 R.TIGISVDPR.R Dimethyl: 1

847 true 2053 986.5325 985.5168 1 8.55 182.03 26.67 24.7 (M:24.7) 2 1 0 K.HMLPTGFR.K Dimethyl: 1

848 true 2799 986.5498 985.5495 1 -7.07 171.46 31 27.2 (M:27.2) 1 1 0 K.AANSAHEVK.E
Dimethyl:2H(4): 1; 
Dimethyl: 9



849 false 1921 986.5501 985.5193 1 23.91 135.77 33.67 15.6 (M:15.6) 1 2 1 K.NENKSNPK.G Dimethyl: 1, 8

850 true 3339 986.6029 985.5936 1 2.06 144.25 52.83 27.0 (M:27.0) 1 1 0 R.GFSLEELK.L Dimethyl:2H(4): 1, 8

851 true 1488 987.421 986.4345 1 -21.05 136.63 31.83 25.3 (M:25.3) 1 1 0 K.SEEEYFR.I Dimethyl: 1

852 true 1253 987.5005 986.5033 1 -10.19 106.51 31.17 25.9 (M:25.9) 1 1 0 R.ALELENDR.L Dimethyl: 1



853 true 5362 987.5075 986.4967 1 3.52 196.05 48 15.7 (M:15.7) 2 1 0 -.MAQQQALR.F Acetyl: 1

854 true 2659 987.5762 986.5583 1 10.82 183.73 39 40.3 (M:40.3) 1 1 0 K.MLVVGGLDR.V Dimethyl: 1

855 false 1662 987.6017 986.576 1 18.61 79.75 25.67 18.2 (M:18.2) 1 3 1 R.ELTRALEK.S Dimethyl: 8

856 true 1662 987.6017 986.5739 1 20.8 25.06 25.67 37.0 (M:37.0) 1 1 0 K.YVIYIER.V Dimethyl:2H(4): 1



857 true 1825 988.5083 987.515 1 -14.08 242.43 35.83 26.8 (M:26.8) 1 1 0 K.FLVDCFR.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

858 true 1021 988.5495 987.5389 1 3.36 108.28 38.17 35.2 (M:35.2) 1 1 0 K.ALIPDEFR.I Dimethyl: 1

859 true 1671 988.5527 987.543 1 2.45 191.59 29.67 37.7 (M:37.7) 2 1 0 R.YLNFFTK.A Dimethyl: 1, 7

860 true 2253 988.5624 987.5327 1 22.65 211.39 38 24.1 (M:24.1) 1 1 0 R.DYYINIR.K Dimethyl:2H(4): 1



861 true 1391 988.5953 987.5866 1 1.53 137.76 23.83 16.3 (M:16.3) 1 1 0 K.QVIIQGFR.S Dimethyl: 1

862 true 153 989.5239 988.509 1 7.69 149.99 19.67 29.9 (M:29.9) 1 1 0 R.NTNPNFVR.C Dimethyl: 1

863 true 1892 989.5338 988.5189 1 7.72 93.86 33.5 34.3 (M:34.3) 1 1 0 K.DLESLTQR.Y Dimethyl: 1

864 false 3532 989.5455 988.5627 1 -24.71 254.21 44.67 15.8 (M:15.8) 1 3 1 -.MPSDLAKK.K
Oxidation: 1; Dimethyl: 1, 7, 
8



865 true 420 989.5498 988.5376 1 5.03 105.76 21.5 49.4 (M:49.4) 1 1 0 K.IVLSNMER.L Dimethyl: 1

866 true 2255 989.5775 988.5572 1 13.19 263 29.5 21.3 (M:21.3) 1 1 0 R.YFPVFEK.V
Dimethyl:2H(4): 7; 
Dimethyl: 1

867 true 897 989.6144 988.5855 1 21.85 53.26 23 23.1 (M:23.1) 1 1 0 R.TIGISVDPR.R Dimethyl:2H(4): 1

868 false 494 990.5379 989.5444 1 -13.91 50.93 35.33 17.1 (M:17.1) 1 2 0 R.NEIQAVER.Q Dimethyl:2H(4): 1



869 true 43 990.5651 989.5546 1 3.23 41.07 20.5 59.2 (M:59.2) 1 1 0 K.EVVQNFAK.E Dimethyl: 1, 8

870 true 1254 991.468 990.4596 1 1.08 92.22 31.83 18.6 (M:18.6) 1 1 0 K.SEEEYFR.I Dimethyl:2H(4): 1

871 true 1935 991.5692 990.5498 1 12.24 200.01 36.33 22.3 (M:22.3) 1 1 0 K.YNLGLDLR.T Dimethyl: 1

872 true 1599 991.6043 990.5834 1 13.71 50.7 25.33 24.7 (M:24.7) 1 1 0 K.MLVVGGLDR.V Dimethyl:2H(4): 1



873 true 24 992.5287 991.5239 1 -2.5 212.6 16.83 35.2 (M:35.2) 2 1 0 K.YIQHTFR.K Dimethyl: 1

874 true 3538 992.5571 991.5491 1 0.72 262.83 46.17 37.2 (M:37.2) 1 1 0 K.FLIDGFPR.N Dimethyl: 1

875 false 530 992.5609 991.5578 1 -4.27 297.94 22.33 21.3 (M:21.3) 1 2 0 R.NNFSVGYK.T Dimethyl:2H(4): 1, 8

876 false 1460 993.5133 992.5073 1 -1.31 161.35 34 18.9 (M:18.9) 1 2 1 K.KGGGMSTLSR.R



877 true 1893 993.5505 992.544 1 -0.85 101.94 33.5 18.8 (M:18.8) 1 1 0 K.DLESLTQR.Y Dimethyl:2H(4): 1

878 true 377 993.5746 992.5767 1 -9.42 60.58 19.33 24.0 (M:24.0) 1 1 0 R.IAQEIHVR.I Dimethyl: 1

879 true 1201 993.5854 992.5542 1 24.04 103.34 24.33 32.0 (M:32.0) 1 1 0 K.LYEQLSGK.- Dimethyl: 1, 8

880 true 2093 993.5873 992.5823 1 -2.26 139.62 29.5 26.5 (M:26.5) 1 1 0 R.YFPVFEK.V Dimethyl:2H(4): 1, 7



881 true 1531 994.5251 993.528 1 -10.32 96.2 32 27.4 (M:27.4) 1 1 0 R.ESIESEIR.R Dimethyl:2H(4): 1

882 true 1900 995.5955 994.5749 1 13.36 200.17 36.33 28.2 (M:28.2) 1 1 0 K.YNLGLDLR.T Dimethyl:2H(4): 1

883 true 908 996.531 995.54 1 -16.37 199.95 29.83 23.5 (M:23.5) 1 1 0 R.EISDHVLR.M Dimethyl: 1

884 true 82 996.5477 995.5491 1 -8.71 128.7 16.83 37.2 (M:37.2) 2 1 0 K.YIQHTFR.K Dimethyl:2H(4): 1



885 true 3494 996.5824 995.5742 1 0.87 218.05 46.17 39.3 (M:39.3) 1 1 0 K.FLIDGFPR.N Dimethyl:2H(4): 1

886 true 2648 996.6058 995.6205 1 -22.01 134.29 30.17 22.5 (M:22.5) 1 1 0 R.SAIEIYLK.L
Dimethyl:2H(4): 1; 
Dimethyl: 8

887 true 3868 996.6135 995.5932 1 13.1 84.31 36 39.4 (M:39.4) 2 1 0 R.YLNFFTK.A Dimethyl:2H(4): 1, 7

888 true 2951 997.5027 996.5029 1 -7.43 228.07 41.67 36.8 (M:36.8) 1 1 0 K.NLFDFSAR.I Dimethyl: 1



889 true 406 997.5048 996.5029 1 -5.41 209.6 28.67 35.8 (M:35.8) 1 1 0 K.YIQDFQR.E Dimethyl: 1

890 true 3080 997.5348 996.528 1 -0.5 186.41 51.5 15.4 (M:15.4) 1 1 0 K.ELEFYLR.K Dimethyl: 1

891 false 3472 997.5839 996.5855 1 -8.93 364.75 44.5 16.3 (M:16.3) 1 6 0 R.IVDPEIALK.I

892 true 555 998.515 997.5193 1 -11.52 141.66 28.67 30.8 (M:30.8) 2 1 0 R.LDNGEPLGR.G Dimethyl: 1



893 true 227 998.5815 997.5507 1 23.56 141.47 20.67 33.1 (M:33.1) 1 1 0 K.NMYELHK.K Dimethyl:2H(4): 1, 7

894 true 1537 998.5823 997.5669 1 8.19 170.27 28.83 17.3 (M:17.3) 1 1 1 K.AERAGIPTR.V Dimethyl: 1

895 true 147 998.608 997.6048 1 -4.11 78.13 20.5 42.3 (M:42.3) 1 1 0 K.EVVQNFAK.E Dimethyl:2H(4): 1, 8

896 true 2110 1000.5114 999.4997 1 4.36 154.56 45.33 24.8 (M:24.8) 1 1 0 K.QEMLEYR.H Dimethyl:2H(4): 1



897 true 380 1000.5436 999.544 1 -7.61 55.89 19 30.3 (M:30.3) 1 1 0 K.GIYPHEPR.H Dimethyl:2H(4): 1

898 true 392 1000.5616 999.5601 1 -5.74 59.79 33.83 17.7 (M:17.7) 1 1 0 K.EIAENALGK.H Dimethyl: 1, 9

899 true 572 1000.589 999.5713 1 10.44 98.05 22.67 16.7 (M:16.7) 1 1 0 K.AVDSQILAR.I Dimethyl: 1

900 true 372 1001.4981 1000.4938 1 -2.96 74.24 27.67 25.6 (M:25.6) 1 1 1 M.ADREEALR.E Acetyl: 1



901 true 1106 1001.5123 1000.5189 1 -13.9 80.27 32.83 22.2 (M:22.2) 1 1 0 R.AEDAVEAIR.G Dimethyl: 1

902 true 1863 1001.5247 1000.5052 1 12.23 239.93 36.33 26.5 (M:26.5) 1 1 0 R.YILDYMR.D Dimethyl: 1

903 false 1863 1001.5247 1000.5416 1 -24.1 238.33 36.33 15.8 (M:15.8) 1 2 1 K.YYNAMKK.L Dimethyl: 1, 6, 7

904 true 2952 1001.5248 1000.528 1 -10.49 181.47 41.67 31.8 (M:31.8) 1 1 0 K.NLFDFSAR.I Dimethyl:2H(4): 1



905 true 3013 1001.5611 1000.5531 1 0.67 169.97 51.5 27.7 (M:27.7) 1 1 0 K.ELEFYLR.K Dimethyl:2H(4): 1

906 true 378 1001.6212 1000.5917 1 22.16 55.86 20.83 17.6 (M:17.6) 1 1 0 R.ITTLQLER.E Dimethyl: 1

907 true 258 1002.4491 1001.4454 1 -3.62 100.95 33.33 19.8 (M:19.8) 1 1 0 R.SEGFDTYR.C Dimethyl: 1

908 true 1550 1002.5873 1001.5885 1 -8.44 88.54 41.67 17.3 (M:17.3) 1 1 0 K.GYESLLEK.C Dimethyl:2H(4): 1, 8



909 true 1794 1002.5976 1001.5885 1 1.82 67.85 33 22.2 (M:22.2) 1 1 0 R.DTLYEAVK.E Dimethyl:2H(4): 1, 8

910 true 2986 1002.616 1001.6171 1 -8.4 212.29 41.83 55.9 (M:55.9) 1 1 0 R.NEALAALLR.D Dimethyl:2H(4): 1

911 true 148 1003.5316 1002.5168 1 7.49 52.01 20.83 26.8 (M:26.8) 1 1 0 R.VEVSTGMPR.R Dimethyl: 1

912 true 148 1003.5468 1002.542 1 -2.47 98.35 33 19.1 (M:19.1) 1 1 0 K.CIIVEEGK.E
Carbamidomethyl: 1; 
Dimethyl: 1, 8



913 false 5622 1003.5843 1002.6012 1 -24.07 120.19 49.83 15.9 (M:15.9) 2 7 0 R.IDISPSALR.K Dimethyl:2H(4): 1

914 true 1549 1003.5949 1002.5862 1 1.4 181.07 25 24.1 (M:24.1) 2 1 0 R.LINSLYPR.G Dimethyl: 1

915 false 480 1004.4717 1003.4644 1 0 228.17 28.5 18.1 (M:18.1) 1 2 0 K.NPDMVAGEK.R Oxidation: 4; Dimethyl: 9

916 true 480 1004.4717 1003.4723 1 -7.82 130.31 28.5 57.7 (M:57.7) 3 1 0 K.AGFAGDDAPR.A Dimethyl: 1



917 true 480 1004.4717 1003.4723 1 -7.82 130.31 28.5 57.7 (M:57.7) 3 1 0 K.AGFAGDDAPR.A Dimethyl: 1

918 true 480 1004.4717 1003.4723 1 -7.82 130.31 28.5 57.7 (M:57.7) 3 1 0 K.AGFAGDDAPR.A Dimethyl: 1

919 true 480 1004.4717 1003.4723 1 -7.82 130.31 28.5 57.7 (M:57.7) 3 1 0 K.AGFAGDDAPR.A Dimethyl: 1

920 true 1795 1004.5176 1003.5008 1 9.44 136.31 33.17 20.9 (M:20.9) 1 1 0 R.MLAEDELR.D Dimethyl: 1



921 true 2438 1004.5611 1003.5298 1 23.85 282.8 39.17 33.2 (M:33.2) 2 1 1 R.DSAGQKGTGK.W Dimethyl: 1, 10

922 false 2438 1004.5611 1003.555 1 -1.19 284.42 39.17 20.7 (M:20.7) 2 3 1 R.DQSKLETK.V Dimethyl: 1, 8

923 false 1936 1004.5617 1003.5736 1 -19.06 239.74 36.83 23.4 (M:23.4) 2 3 1 R.DLMQKVAK.L Oxidation: 3; Dimethyl: 1, 8

924 true 1936 1004.5617 1003.5451 1 9.33 280.64 36.83 55.2 (M:55.2) 2 1 0 K.DIFNQLAR.S Dimethyl: 1



925 true 3340 1004.5812 1003.5637 1 10.13 266.37 52.67 15.9 (M:15.9) 1 1 1 K.AWTKMVIR.N

926 false 2865 1004.5911 1003.5597 1 24.08 304.12 30.83 16.4 (M:16.4) 1 2 1 K.VRISNLMR.V Oxidation: 7

927 true 1024 1004.5934 1003.5954 1 -9.19 148.28 38.17 25.7 (M:25.7) 1 1 0 R.IVAEEFLK.N Dimethyl: 1, 8

928 true 1080 1004.6086 1003.5815 1 19.75 144.41 32.33 49.7 (M:49.7) 4 1 0 R.NILGGTVFR.E Dimethyl: 1



929 true 1080 1004.6086 1003.5815 1 19.75 144.41 32.33 49.7 (M:49.7) 4 1 0 R.NILGGTVFR.E Dimethyl: 1

930 true 2475 1005.5419 1004.5542 1 -19.47 190.73 38.33 17.1 (M:17.1) 1 1 0 R.ETGYPLAVK.L Dimethyl: 9

931 false 1970 1005.5541 1004.544 1 2.82 124.1 36.33 15.3 (M:15.3) 1 2 0 R.AEDAVEAIR.G Dimethyl:2H(4): 1

932 true 1424 1005.5832 1004.5576 1 18.16 234.49 26.5 21.4 (M:21.4) 1 1 0 R.AVMISAIEK.Q Oxidation: 3; Dimethyl: 9



933 true 1777 1005.5843 1004.5804 1 -3.4 72.04 43 18.8 (M:18.8) 1 1 0 K.IEISELNR.V Dimethyl:2H(4): 1

934 true 1777 1005.5843 1004.5804 1 -3.4 72.04 43 18.8 (M:18.8) 1 1 0 K.IEISELNR.V Dimethyl:2H(4): 1

935 true 1295 1005.5974 1004.5878 1 2.3 103.31 24 15.9 (M:15.9) 1 1 0 R.AMESIGLPK.I
Dimethyl:2H(4): 1; 
Dimethyl: 9

936 true 1521 1007.5373 1006.5236 1 6.32 144.97 25.33 39.8 (M:39.8) 2 1 0 R.DYLHYIR.K Dimethyl: 1



937 true 772 1007.6286 1006.6113 1 9.95 152.69 21.33 22.3 (M:22.3) 1 1 0 R.LINSLYPR.G Dimethyl:2H(4): 1

938 true 773 1008.4854 1007.4681 1 9.99 220.19 22.17 17.1 (M:17.1) 1 1 0 R.FPAGMNMGR.M Dimethyl: 1

939 false 5595 1008.4872 1007.4594 1 20.37 132.14 49.5 16.6 (M:16.6) 1 2 0 K.TEGNEQMK.A Oxidation: 7; Dimethyl: 1, 8

940 true 481 1008.4989 1007.4974 1 -5.7 87.81 28.5 77.6 (M:77.6) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1



941 true 481 1008.4989 1007.4974 1 -5.7 87.81 28.5 77.6 (M:77.6) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

942 true 481 1008.4989 1007.4974 1 -5.7 87.81 28.5 77.6 (M:77.6) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

943 true 481 1008.4989 1007.4974 1 -5.7 87.81 28.5 77.6 (M:77.6) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

944 true 821 1008.5256 1007.5014 1 16.73 41.1 22.5 18.8 (M:18.8) 1 1 0 K.FYEFSQR.L Dimethyl:2H(4): 1



945 true 2439 1008.5846 1007.5702 1 7.1 212.01 39.17 23.6 (M:23.6) 2 1 0 K.DIFNQLAR.S Dimethyl:2H(4): 1

946 false 2014 1008.5849 1007.5736 1 4.02 221.01 36.83 18.6 (M:18.6) 1 2 1 R.DQAMKALR.A
Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 5

947 false 2014 1008.5849 1007.559 1 18.5 270.06 36.83 18.2 (M:18.2) 1 60.16 3 1 K.DPKGGFDIK.V Dimethyl:2H(4): 1

948 true 1211 1008.6187 1007.6066 1 4.82 205.88 28.17 49.1 (M:49.1) 2 1 0 R.NILGGTVFR.E Dimethyl:2H(4): 1



949 true 1211 1008.6187 1007.6066 1 4.82 205.88 28.17 49.1 (M:49.1) 2 1 0 R.NILGGTVFR.E Dimethyl:2H(4): 1

950 true 370 1009.4868 1008.4989 1 -19.15 209.3 27.33 19.4 (M:19.4) 1 1 0 R.TDHGEPIGR.G Dimethyl: 1

951 true 1331 1009.5489 1008.5604 1 -18.6 212.37 23.83 16.4 (M:16.4) 1 1 0 K.EDAVPILPR.C

952 true 458 1009.5506 1008.5331 1 10.13 80.84 22.83 16.2 (M:16.2) 1 1 0 R.FEEFLHR.K Dimethyl:2H(4): 1



953 true 3447 1009.6153 1008.6008 1 7.11 186.29 33.83 37.3 (M:37.3) 1 1 0 R.TALNLFFK.L Dimethyl: 1, 8

954 false 2240 1009.618 1008.627 1 -16.06 45.47 28.5 18.5 (M:18.5) 1 3 1 K.IKYDAIAR.Q
Dimethyl:2H(4): 2; 
Dimethyl: 1

955 true 1861 1010.4989 1009.4903 1 1.37 93.37 43.67 33.7 (M:33.7) 1 1 0 R.EVFEMATR.A Dimethyl: 1

956 true 1493 1011.5622 1010.5487 1 6.17 88.1 25.33 36.9 (M:36.9) 3 1 0 R.DYLHYIR.K Dimethyl:2H(4): 1



957 true 601 1011.5627 1010.5661 1 -10.65 155.66 21.17 43.4 (M:43.4) 3 1 0 R.HGSLGFLPR.K Dimethyl: 1

958 true 1939 1011.5947 1010.5801 1 7.26 186.59 26.17 25.8 (M:25.8) 1 1 0 K.ALVAYYQK.Y Dimethyl: 1, 8

959 true 260 1011.5976 1010.5922 1 -1.8 60.33 33 28.5 (M:28.5) 1 1 0 K.CIIVEEGK.E
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8

960 true 1435 1012.5103 1011.5025 1 0.44 159.13 41.33 18.9 (M:18.9) 1 1 0 R.AFFSEVER.R Dimethyl: 1



961 false 3660 1012.5462 1011.546 1 -6.95 209.61 44 16.2 (M:16.2) 1 2 0 K.EESISLMK.E
Dimethyl:2H(4): 1; 
Oxidation: 7; Dimethyl: 8

962 true 3660 1012.5462 1011.5389 1 0.04 212.82 44 29.5 (M:29.5) 1 1 0 R.SDFISLFR.N Dimethyl: 1

963 true 3159 1012.6157 1011.6077 1 0.78 212.17 41.33 36.6 (M:36.6) 1 1 0 K.NIVVVEGVR.I Dimethyl: 1

964 true 388 1014.5017 1013.493 1 1.36 197.46 28.17 47.1 (M:47.1) 1 1 0 K.HVDEFSPR.A Dimethyl: 1



965 true 2559 1014.5428 1013.5256 1 9.82 177.73 30.17 43.3 (M:43.3) 1 1 0 K.GMAYIEFK.T Dimethyl: 1, 8

966 false 2559 1014.5428 1013.5228 1 12.6 241.62 30.17 17.8 (M:17.8) 1 4 0 R.IWMLEMK.Q
Dimethyl:2H(4): 1; 
Oxidation: 3, 6

967 false 2559 1014.5428 1013.5439 1 -8.23 185.31 30.17 21.6 (M:21.6) 1 3 0 -.MASLLEMK.E
Dimethyl:2H(4): 1; 
Oxidation: 1, 7; Dimethyl: 8

968 true 1719 1014.5813 1013.595 1 -20.64 194.7 26 45.9 (M:45.9) 2 1 0 R.GFVFITFK.E Dimethyl: 1, 8



969 false 1719 1014.5813 1013.5918 1 -17.55 293.19 26 25.8 (M:25.8) 1 2 1 K.KEELEMK.C
Dimethyl:2H(4): 1, 1; 
Oxidation: 6; Dimethyl: 7

970 false 5297 1015.5768 1014.5458 1 23.36 152.32 48.17 17.2 (M:17.2) 1 4 0 R.DLTGVQNLR.K

971 true 1946 1015.5892 1014.5822 1 -0.28 160.18 29.33 35.0 (M:35.0) 1 1 1 K.TALVQDGKR.K Dimethyl: 8

972 false 2674 1015.5921 1014.571 1 13.63 209.37 34.67 17.8 (M:17.8) 1 3 1 K.EEELKVLR.T



973 false 3531 1015.5959 1014.5822 1 6.36 104.46 57.33 18.1 (M:18.1) 1 10 1 R.VLEGKSNLR.L

974 true 510 1015.5961 1014.599 1 -9.96 57.7 19.67 18.2 (M:18.2) 1 1 0 R.YYEHVIK.A Dimethyl:2H(4): 1, 7

975 true 602 1015.6042 1014.5913 1 5.54 168.09 21.17 44.8 (M:44.8) 1 1 0 R.HGSLGFLPR.K Dimethyl:2H(4): 1

976 true 1436 1016.5336 1015.5277 1 -1.35 105.33 41.33 20.5 (M:20.5) 1 1 0 R.AFFSEVER.R Dimethyl:2H(4): 1



977 false 1958 1016.5399 1015.555 1 -21.94 99.93 34.33 20.7 (M:20.7) 1 5 1 K.KDLENEIK.G Dimethyl: 8

978 true 1958 1016.5399 1015.555 1 -21.94 106.91 34.33 33.5 (M:33.5) 1 89.91 1 1 R.DQAKEELK.N Dimethyl: 4, 8

979 true 505 1016.5642 1015.5338 1 22.65 176.57 29.67 29.8 (M:29.8) 1 1 0 R.HLTGEFEK.K Dimethyl: 1, 8

980 true 3698 1016.5712 1015.564 1 -0.11 159.85 44 16.6 (M:16.6) 1 1 0 R.SDFISLFR.N Dimethyl:2H(4): 1



981 true 273 1016.5778 1015.5662 1 4.24 62.6 20.83 28.2 (M:28.2) 1 1 0 R.SAINEVVTR.E Dimethyl: 1

982 true 3209 1017.4846 1016.479 1 -1.65 206.86 32.83 17.5 (M:17.5) 2 1 0 R.YPPYYMR.R Dimethyl: 1

983 true 2749 1017.5501 1016.5437 1 -0.88 347.94 40.5 20.2 (M:20.2) 1 1 1 K.AEKCNVIR.E
Carbamidomethyl: 4; 
Dimethyl: 1

984 true 454 1017.588 1016.5804 1 0.29 81.56 35 42.9 (M:42.9) 1 1 0 K.LTPVAEEAR.D Dimethyl:2H(4): 1



985 false 5793 1017.6009 1016.5689 1 24.39 166.12 50.83 20.9 (M:20.9) 1 2 1 -.MSAPAAKVSK.K Dimethyl: 10

986 true 3448 1017.6036 1016.5844 1 11.65 165.29 34 25.1 (M:25.1) 1 1 0 K.NISSVFYK.K
Dimethyl:2H(4): 8; 
Dimethyl: 1

987 true 2204 1017.6116 1016.6019 1 2.42 17.18 28.33 53.2 (M:53.2) 11 1 0 K.VFLENVIR.D Dimethyl: 1

988 true 3396 1018.4926 1017.4954 1 -9.81 140.07 39.5 36.3 (M:36.3) 1 1 0 R.DFMPPDLR.Q Dimethyl: 1



989 true 328 1018.5269 1017.5182 1 1.42 190.43 28.17 47.0 (M:47.0) 1 1 0 K.HVDEFSPR.A Dimethyl:2H(4): 1

990 true 1918 1018.5518 1017.5342 1 10.14 292.53 36.17 17.4 (M:17.4) 1 1 0 R.GEALSALDSK.A Dimethyl: 10

991 true 2920 1018.5659 1017.5681 1 -9.28 204.1 31.67 21.8 (M:21.8) 1 1 0 K.APGFAQMLK.E Dimethyl: 1, 9

992 true 1941 1018.5731 1017.5644 1 1.41 135.51 44.83 31.7 (M:31.7) 2 1 0 R.LTPEEIER.M Dimethyl:2H(4): 1



993 true 1027 1018.5903 1017.5831 1 0 103.52 38.17 35.5 (M:35.5) 1 1 0 K.EMVELPLR.H Dimethyl:2H(4): 1

994 true 1439 1019.574 1018.5555 1 10.99 85.76 24.67 44.9 (M:44.9) 1 1 0 K.LLCDMIAK.H
Carbamidomethyl: 3; 
Dimethyl: 1, 8

995 true 880 1019.6142 1018.6303 1 -22.92 248.28 22.5 24.3 (M:24.3) 1 1 0 K.ALVAYYQK.Y Dimethyl:2H(4): 1, 8

996 true 1064 1020.5391 1019.5437 1 -11.59 72.3 30.5 34.1 (M:34.1) 1 1 0 K.LIEVDDER.K Dimethyl:2H(4): 1



997 true 324 1020.5658 1019.5736 1 -14.72 206.21 27.17 43.4 (M:43.4) 1 1 0 R.NECVVVIR.V
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

998 true 105 1020.5893 1019.5913 1 -9.1 53.94 20.83 36.3 (M:36.3) 1 1 0 R.SAINEVVTR.E Dimethyl:2H(4): 1

999 true 626 1021.4776 1020.4777 1 -7.24 131.92 20.5 48.8 (M:48.8) 1 1 0 R.ASFNHFDR.K Dimethyl: 1

1000 true 1300 1021.511 1020.5041 1 -0.36 188.63 25.17 15.4 (M:15.4) 1 1 0 R.YPPYYMR.R Dimethyl:2H(4): 1



1001 true 654 1021.5334 1020.5401 1 -13.7 223.94 30.17 23.9 (M:23.9) 1 1 0 R.FTTGDAMSK.R Dimethyl:2H(4): 1, 9

1002 false 702 1021.581 1020.5638 1 9.76 178.28 21.83 25.1 (M:25.1) 1 2 1 R.KLSSAMSAAK.A Dimethyl: 10

1003 true 702 1021.581 1020.5757 1 -1.87 182.8 21.83 26.2 (M:26.2) 3 1 0 K.NVPYVFVR.S Dimethyl: 1

1004 true 1536 1021.6042 1020.5978 1 -0.84 167.06 25.33 19.1 (M:19.1) 4 1 1 R.VARGSGVSTR.D Dimethyl:2H(4): 1



1005 true 2749 1021.6213 1020.5906 1 22.94 129.67 31 26.8 (M:26.8) 1 1 0 R.SPIAEAVFR.K Dimethyl:2H(4): 1

1006 true 1894 1021.6332 1020.627 1 -1 164.91 28.17 44.2 (M:44.2) 8 1 0 K.VFLENVIR.D Dimethyl:2H(4): 1

1007 true 3102 1022.5258 1021.5205 1 -1.91 128.36 39.5 24.7 (M:24.7) 1 1 0 R.DFMPPDLR.Q Dimethyl:2H(4): 1

1008 true 2560 1022.5899 1021.5758 1 6.64 162.94 30.17 39.9 (M:39.9) 2 1 0 K.GMAYIEFK.T Dimethyl:2H(4): 1, 8



1009 true 2609 1022.6031 1021.5961 1 -0.23 194.91 30.83 38.3 (M:38.3) 2 1 0 K.VFQFLNAK.C Dimethyl: 1, 8

1010 true 483 1023.4748 1022.4669 1 0.62 102.94 28.33 35.1 (M:35.1) 1 1 0 R.DAEDAVYGR.D Dimethyl: 1

1011 true 3187 1024.5248 1023.5237 1 -5.99 168.71 38.67 25.1 (M:25.1) 1 1 0 K.DLTEYLSR.F Dimethyl: 1

1012 true 2361 1024.5351 1023.5178 1 9.81 230.49 28 38.9 (M:38.9) 2 1 0 K.YHPGYFGK.V Dimethyl: 1, 8



1013 true 149 1024.5431 1023.5349 1 0.88 142.34 32.83 42.0 (M:42.0) 2 1 0 K.DIDIHEVR.V Dimethyl: 1

1014 true 3173 1024.5928 1023.5753 1 9.99 233.05 32.17 20.6 (M:20.6) 1 1 0 R.GNVGFVFTK.E Dimethyl: 1, 9

1015 true 382 1025.4928 1024.4726 1 12.61 90.72 21.33 57.3 (M:57.3) 2 1 0 R.GGNFGFGDAR.G Dimethyl: 1

1016 true 589 1025.5031 1024.5028 1 -6.88 97.41 20.5 48.7 (M:48.7) 1 1 0 R.ASFNHFDR.K Dimethyl:2H(4): 1



1017 true 2987 1025.5477 1024.5342 1 6.13 273.25 42 61.6 (M:61.6) 3 1 0 K.DASVVGFFR.D Dimethyl: 1

1018 true 2432 1025.5817 1024.5706 1 3.73 235.52 31.17 34.1 (M:34.1) 1 1 0 R.AGFITIGYR.G Dimethyl: 1

1019 true 704 1025.606 1024.607 1 -7.99 166.08 21.83 16.4 (M:16.4) 1 1 0 R.QLALWNPK.N Dimethyl: 1, 8

1020 true 1311 1025.6163 1024.6008 1 8.11 145.12 27.83 38.8 (M:38.8) 3 1 0 K.NVPYVFVR.S Dimethyl:2H(4): 1



1021 false 1311 1025.6163 1024.5855 1 22.98 198.63 27.83 16.1 (M:16.1) 2 2 0 K.NANTLFSVK.L Dimethyl:2H(4): 1

1022 true 816 1026.4139 1025.4124 1 -5.6 123.51 29.5 33.6 (M:33.6) 1 1 0 R.DYDDMSPR.R Dimethyl: 1

1023 true 2701 1026.593 1025.5848 1 0.93 159.03 30.33 21.1 (M:21.1) 1 1 0 K.IYFEVPAR.S Dimethyl:2H(4): 1

1024 false 2701 1026.593 1025.5618 1 23.32 218.52 30.33 16.5 (M:16.5) 1 3 1 R.RGEVPAELR.R



1025 false 5004 1026.5932 1025.5982 1 -11.97 95.93 46.5 16.4 (M:16.4) 1 2 1 R.QQKSNPIR.E Dimethyl: 1, 3

1026 false 2742 1026.6031 1025.5869 1 8.62 219.53 39.17 15.4 (M:15.4) 1 6 1 R.QLSDHSKK.G Dimethyl: 1, 7, 8

1027 true 2742 1026.6031 1025.591 1 4.7 235.11 39.17 38.3 (M:38.3) 1 1 0 K.EPHYALLK.E Dimethyl: 1, 8

1028 true 1603 1026.6142 1025.6031 1 3.7 145.3 25.33 15.4 (M:15.4) 1 1 1 K.MKVDPNSK.E
Dimethyl:2H(4): 1, 2; 
Oxidation: 1; Dimethyl: 8



1029 true 3091 1026.6195 1025.6183 1 -5.98 184.48 31.67 22.2 (M:22.2) 1 1 0 K.APGFAQMLK.E Dimethyl:2H(4): 1, 9

1030 true 81 1026.6247 1025.5997 1 17.28 135.35 20.17 22.1 (M:22.1) 1 1 0 R.THVSYDIK.G Dimethyl:2H(4): 1, 8

1031 true 1164 1026.6357 1025.6361 1 -7.51 31.46 23.67 41.6 (M:41.6) 1 1 0 K.QVFLGGVDK.H Dimethyl:2H(4): 1, 9

1032 true 484 1027.4964 1026.492 1 -2.84 127.57 28.33 27.8 (M:27.8) 1 1 0 R.DAEDAVYGR.D Dimethyl:2H(4): 1



1033 true 829 1027.5238 1026.5134 1 3.02 189.42 22.67 16.3 (M:16.3) 1 1 0 R.AVFSEYQR.M Dimethyl: 1

1034 true 3041 1027.5721 1026.5572 1 7.37 210.96 31.5 26.3 (M:26.3) 1 1 0 R.LFCVGFTK.K
Carbamidomethyl: 3; 
Dimethyl: 1, 8

1035 true 1758 1028.5366 1027.5124 1 16.43 161.75 33.5 15.6 (M:15.6) 1 1 0 K.FELDTSER.K Dimethyl:2H(4): 1

1036 true 2273 1028.5463 1027.56 1 -20.4 138.41 45.83 36.7 (M:36.7) 2 1 0 K.DIDIHEVR.V Dimethyl:2H(4): 1



1037 true 1415 1028.6151 1027.6026 1 5.08 51.69 24.67 31.1 (M:31.1) 1 1 0 R.VLSIGDGIAR.V Dimethyl: 1

1038 true 6 1029.5298 1028.4977 1 24.07 93.54 23 59.4 (M:59.4) 2 1 0 R.GGNFGFGDAR.G Dimethyl:2H(4): 1

1039 true 2953 1029.5714 1028.5593 1 4.72 289.12 41.83 61.5 (M:61.5) 4 1 0 K.DASVVGFFR.D Dimethyl:2H(4): 1

1040 false 2921 1029.5978 1028.5957 1 -5.02 235.36 31.17 16.0 (M:16.0) 1 3 0 R.AGFITIGYR.G Dimethyl:2H(4): 1



1041 true 1244 1029.6095 1028.5866 1 15.18 151.32 24 42.5 (M:42.5) 1 1 0 K.GQLEQITGK.G Dimethyl: 1, 9

1042 false 1244 1029.6095 1028.5866 1 15.18 145.18 24 21.1 (M:21.1) 1 2 0 R.EILAELTGR.K Dimethyl: 1

1043 true 817 1030.4371 1029.4375 1 -7.47 70.86 29.5 29.5 (M:29.5) 1 1 0 R.DYDDMSPR.R Dimethyl:2H(4): 1

1044 true 329 1030.5074 1029.5131 1 -12.6 234.31 27.83 19.5 (M:19.5) 1 1 0 R.FHVEEEGK.G Dimethyl: 1, 8



1045 true 671 1030.5738 1029.5641 1 2.31 113.63 22 19.3 (M:19.3) 1 1 0 R.IAQLICER.I
Carbamidomethyl: 6; 
Dimethyl: 1

1046 true 2740 1030.6007 1029.5893 1 4 141.82 49.5 34.2 (M:34.2) 1 1 0 K.EMVLELIR.D Dimethyl: 1

1047 true 2015 1031.6061 1030.5811 1 17.13 251.8 36.67 46.4 (M:46.4) 3 1 0 R.GDLPFVVTR.R Dimethyl: 1

1048 false 2015 1031.6061 1030.6209 1 -21.41 200.87 36.67 19.8 (M:19.8) 3 2 0 K.ATIIVMVTR.C Dimethyl: 1



1049 true 2968 1031.6202 1030.6063 1 6.44 156.77 32.5 48.9 (M:48.9) 2 1 0 R.LPLQDVYK.I Dimethyl: 1, 8

1050 true 2968 1031.6202 1030.6063 1 6.44 156.77 32.5 48.9 (M:48.9) 2 1 0 R.LPLQDVYK.I Dimethyl: 1, 8

1051 true 2951 1031.624 1030.6175 1 -0.72 187.66 31.17 56.1 (M:56.1) 1 1 0 K.IGLFGGAGVGK.T Dimethyl: 1, 11

1052 false 2592 1031.6245 1030.6023 1 14.53 175.28 30 16.1 (M:16.1) 2 2 0 K.TVISTAGNLK.K Dimethyl: 10



1053 true 1184 1031.632 1030.6321 1 -7.17 103.28 39.33 18.1 (M:18.1) 1 1 1 -.MLSRLVLR.A Oxidation: 1; Dimethyl: 1

1054 true 5511 1032.5766 1031.5764 1 -6.86 180.48 49 24.4 (M:24.4) 1 1 0 K.AAALEFLNR.F Dimethyl: 1

1055 true 2175 1032.5828 1031.568 1 7.23 93.98 28 27.5 (M:27.5) 1 1 0 K.YHPGYFGK.V Dimethyl:2H(4): 1, 8

1056 true 2743 1032.6196 1031.6015 1 10.48 244.29 40 44.6 (M:44.6) 2 1 0 K.QLFDQVVK.T Dimethyl: 1, 8



1057 false 2743 1032.6196 1031.6379 1 -24.76 219.85 40 18.1 (M:18.1) 1 63.58 8 1 K.KFIDIAAAK.E Dimethyl: 1, 9

1058 true 3174 1032.6279 1031.6255 1 -4.72 220.1 32.17 62.7 (M:62.7) 1 1 0 R.GNVGFVFTK.E Dimethyl:2H(4): 1, 9

1059 true 903 1032.6286 1031.6277 1 -6.2 45.07 24.67 46.6 (M:46.6) 1 1 0 R.VLSIGDGIAR.V Dimethyl:2H(4): 1

1060 true 2987 1033.5112 1032.4916 1 11.92 292.6 40.67 59.6 (M:59.6) 2 1 0 R.DYFGQYGK.I Dimethyl: 1, 8



1061 false 2090 1033.5381 1032.5161 1 14.21 230.96 37.83 15.7 (M:15.7) 1 5 0 R.LVEDMENK.I Dimethyl: 1, 8

1062 true 2090 1033.5381 1032.5352 1 -4.26 251.72 37.83 32.6 (M:32.6) 1 1 0 K.NIDNFLNR.Y Dimethyl: 1

1063 true 249 1033.5812 1032.5866 1 -12.18 252.46 27.17 29.7 (M:29.7) 1 1 1 K.LREEIEGR.G Dimethyl:2H(4): 1

1064 false 3353 1033.5844 1032.5525 1 23.75 300.72 44 15.1 (M:15.1) 1 6 0 K.DLNLMDIK.I Oxidation: 5; Dimethyl: 1, 8



1065 true 943 1034.5441 1033.5495 1 -12.23 210.88 30.17 33.6 (M:33.6) 1 1 0 R.DIVEAHYR.A Dimethyl:2H(4): 1

1066 true 1421 1034.5452 1033.5444 1 -6.3 121.43 41.83 37.1 (M:37.1) 1 1 0 K.YPSLELER.R Dimethyl: 1

1067 true 907 1034.5602 1033.5706 1 -17.1 76.53 30.83 43.2 (M:43.2) 1 1 0 R.ADVDAATLAR.I Dimethyl:2H(4): 1

1068 false 907 1034.5602 1033.5478 1 4.94 124.17 30.83 19.1 (M:19.1) 1 2 0 K.MLVSGAGDIK.L Oxidation: 1; Dimethyl: 10



1069 false 907 1034.5602 1033.5556 1 -2.66 65.65 30.83 16.5 (M:16.5) 1 4 0 K.ETGAAAFLAR.F Dimethyl: 1

1070 true 463 1034.6005 1033.5892 1 3.86 137.47 22 30.7 (M:30.7) 1 1 0 R.IAQLICER.I
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1071 true 2786 1034.6254 1033.6144 1 3.67 199.31 49.67 18.7 (M:18.7) 1 1 0 K.QMVEILNK.H
Dimethyl:2H(4): 1; 
Dimethyl: 8

1072 true 1382 1035.5126 1034.5284 1 -22.3 120.17 32.5 22.1 (M:22.1) 1 1 0 R.AELEEFNK.S Dimethyl: 1, 8



1073 true 3438 1035.5401 1034.5397 1 -6.57 90.34 39.67 16.2 (M:16.2) 1 1 0 R.DFSLEQLR.E Dimethyl: 1

1074 false 4475 1035.5643 1034.5811 1 -23.24 230.89 44 15.3 (M:15.3) 1 2 1 K.ATGDWKGLR.I Dimethyl:2H(4): 6

1075 true 207 1035.5934 1034.5888 1 -2.6 94.27 20.5 39.6 (M:39.6) 1 1 0 K.GTADYAVFK.V Dimethyl:2H(4): 1, 9

1076 true 2952 1035.616 1034.6074 1 1.25 209.96 31.5 43.7 (M:43.7) 1 1 0 R.LFCVGFTK.K
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 8



1077 true 1702 1035.6205 1034.6062 1 6.71 204.44 27.67 45.4 (M:45.4) 5 1 0 R.GDLPFVVTR.R Dimethyl:2H(4): 1

1078 true 1350 1035.6206 1034.6059 1 7.13 197.84 23.33 21.7 (M:21.7) 1 1 0 K.LVCIHPIR.Y
Carbamidomethyl: 3; 
Dimethyl: 1

1079 true 2035 1035.6244 1034.6165 1 0.65 207.52 31.17 39.6 (M:39.6) 2 1 0 K.FPLLQSFK.A Dimethyl: 1, 8

1080 true 205 1036.5485 1035.5287 1 12.07 171.62 28.17 15.4 (M:15.4) 1 1 0 K.DVDSYIHR.S Dimethyl:2H(4): 1



1081 true 1604 1036.6233 1035.6015 1 14.01 81.18 25.17 36.0 (M:36.0) 1 1 0 K.QIFLGGVDR.H Dimethyl:2H(4): 1

1082 true 297 1037.4578 1036.4614 1 -10.48 277.66 27.67 45.3 (M:45.3) 1 1 0 K.YHEEFER.S Dimethyl: 1

1083 true 2174 1037.5705 1036.5603 1 2.76 300.13 37.83 28.8 (M:28.8) 1 1 0 K.NIDNFLNR.Y Dimethyl:2H(4): 1

1084 true 2500 1037.5824 1036.5917 1 -15.94 143.44 36.17 32.2 (M:32.2) 1 1 0 K.EDAVPILPR.C Dimethyl: 1



1085 true 2583 1037.5863 1036.5706 1 8.14 154.82 30 43.8 (M:43.8) 3 1 0 R.AENFFILR.R Dimethyl: 1

1086 true 3486 1037.5872 1036.5739 1 5.78 263.5 36.33 47.9 (M:47.9) 2 1 0 R.FLSILCTR.S
Carbamidomethyl: 6; 
Dimethyl: 1

1087 false 3486 1037.5872 1036.5661 1 13.36 307.79 36.33 16.5 (M:16.5) 1 3 1 R.EMMLKSAK.G
Oxidation: 3; Dimethyl: 1, 5, 
8

1088 false 1617 1037.5883 1036.5593 1 20.9 194.68 27 15.3 (M:15.3) 1 3 0 K.AENIYFPK.K Dimethyl: 1, 8



1089 true 714 1038.5172 1037.5291 1 -18.48 102.04 29.17 15.7 (M:15.7) 1 1 1 K.STDEVDGKR.L Dimethyl:2H(4): 8

1090 true 1827 1038.6217 1037.6395 1 -24.09 302.08 35.83 30.2 (M:30.2) 1 1 0 R.MNVLADALK.S Dimethyl:2H(4): 1, 9

1091 true 1066 1039.5306 1038.5346 1 -10.86 79.76 30.5 15.8 (M:15.8) 1 1 0 K.IDVGEPEPR.T Dimethyl: 1

1092 true 287 1039.6112 1038.5896 1 13.8 160.98 21.17 29.2 (M:29.2) 1 1 0 K.MVINHLEK.L Dimethyl: 1, 8



1093 true 1076 1039.6214 1038.631 1 -16.25 185.11 23 17.1 (M:17.1) 1 1 0 K.LVCIHPIR.Y
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

1094 true 1088 1039.6386 1038.6565 1 -24.25 122.78 25.17 28.1 (M:28.1) 1 1 0 R.LPLQDVYK.I Dimethyl:2H(4): 1, 8

1095 true 1088 1039.6386 1038.6565 1 -24.25 122.78 25.17 28.1 (M:28.1) 1 1 0 R.LPLQDVYK.I Dimethyl:2H(4): 1, 8

1096 false 1109 1040.6266 1039.639 1 -18.87 141.24 23.33 15.8 (M:15.8) 1 3 0 R.GLIITSAIPR.V



1097 true 1109 1040.6266 1039.6026 1 16.1 100.23 23.33 36.3 (M:36.3) 1 1 0 K.VIATGPGLER.G Dimethyl: 1

1098 false 3435 1040.6279 1039.6026 1 17.33 222.36 44.67 17.0 (M:17.0) 1 7 0 K.DQAILSPIR.E Dimethyl: 1

1099 false 3435 1040.6279 1039.639 1 -17.63 205.39 44.67 36.0 (M:36.0) 1 2 0 R.NEALIALLR.E Dimethyl: 1

1100 false 3770 1040.6435 1039.6154 1 20.01 168.15 45 20.4 (M:20.4) 1 7 1 K.DPKGGFDIK.V Dimethyl:2H(4): 1, 9



1101 true 3770 1040.6435 1039.6517 1 -14.96 212.91 45 66.2 (M:66.2) 1 1 0 K.DNLLNFIK.S Dimethyl:2H(4): 1, 8

1102 true 1614 1041.4494 1040.4597 1 -16.87 159.82 32.5 20.9 (M:20.9) 1 1 0 R.GGDLMSYDR.R Dimethyl: 1

1103 true 298 1041.4871 1040.4865 1 -6.4 274.66 27.67 35.4 (M:35.4) 1 1 0 K.YHEEFER.S Dimethyl:2H(4): 1

1104 true 326 1041.5045 1040.4927 1 4.32 300.91 27.83 37.1 (M:37.1) 1 1 0 K.DGPGFYTTR.C Dimethyl: 1



1105 true 1257 1041.5628 1040.5419 1 13.12 81.93 24 44.9 (M:44.9) 3 1 0 R.DYFGQYGK.I Dimethyl:2H(4): 1, 8

1106 true 304 1041.5665 1040.5655 1 -5.96 127.2 18.5 23.3 (M:23.3) 1 1 0 K.IYHPNVDK.L Dimethyl: 1, 8

1107 true 3540 1041.6039 1040.5957 1 0.94 240.55 43.5 40.1 (M:40.1) 1 1 0 R.DFLAGLAFR.V Dimethyl:2H(4): 1

1108 true 3894 1041.6105 1040.6027 1 0.5 314.86 44.83 41.3 (M:41.3) 1 1 0 R.DDILNMLK.D
Dimethyl:2H(4): 1, 8; 
Oxidation: 6



1109 true 1428 1041.612 1040.5957 1 8.7 113.29 27 52.5 (M:52.5) 3 1 0 R.AENFFILR.R Dimethyl:2H(4): 1

1110 false 2544 1041.6144 1040.5841 1 22.09 185.36 30 28.0 (M:28.0) 2 2 1 R.AGMIFYRK.G Dimethyl: 1, 8

1111 true 818 1042.419 1041.4073 1 4.23 104.99 29.5 18.8 (M:18.8) 1 1 0 R.DYDDMSPR.R Oxidation: 5; Dimethyl: 1

1112 true 1067 1043.5534 1042.5597 1 -12.97 80.84 30.5 15.2 (M:15.2) 1 1 0 K.IDVGEPEPR.T Dimethyl:2H(4): 1



1113 true 2514 1043.5941 1042.5771 1 9.27 585.87 29.33 19.7 (M:19.7) 1 1 1 K.AKLAEQAER.Y Dimethyl: 2

1114 true 2514 1043.5941 1042.5771 1 9.27 585.87 29.33 19.7 (M:19.7) 1 1 1 K.AKLAEQAER.Y Dimethyl: 2

1115 true 2514 1043.5941 1042.5771 1 9.27 585.87 29.33 19.7 (M:19.7) 1 1 1 K.AKLAEQAER.Y Dimethyl: 2

1116 false 1529 1043.5943 1042.6023 1 -14.62 200.28 34.17 19.6 (M:19.6) 1 2 1 R.DKLEEILR.G Dimethyl: 1



1117 true 1529 1043.5943 1042.5771 1 9.48 239.45 34.17 22.7 (M:22.7) 1 1 0 R.DLTGVQNLR.K Dimethyl: 1

1118 false 3064 1044.5847 1043.5876 1 -9.71 120.19 32 17.8 (M:17.8) 3 3 1 M.ARSGVLFPR.S Acetyl: 1

1119 false 1790 1044.5863 1043.5863 1 -6.99 111.37 30 15.2 (M:15.2) 1 2 0 R.DLNDILSAK.A Dimethyl: 1, 9

1120 false 1068 1044.5946 1043.6128 1 -24.4 71.64 28 18.1 (M:18.1) 1 4 1 K.GGFDIKVPR.R Dimethyl: 1, 6



1121 false 3680 1044.6178 1043.6277 1 -16.43 224.72 45.67 37.7 (M:37.7) 3 2 0 K.DQAILSPIR.E Dimethyl:2H(4): 1

1122 true 1013 1044.6442 1043.6277 1 8.86 98.78 23.33 54.4 (M:54.4) 1 1 0 K.VIATGPGLER.G Dimethyl:2H(4): 1

1123 true 409 1045.5204 1044.5178 1 -4.52 184.78 27.83 16.8 (M:16.8) 1 1 0 K.DGPGFYTTR.C Dimethyl:2H(4): 1

1124 true 299 1045.5288 1044.5352 1 -13.1 203.01 27.83 18.7 (M:18.7) 1 1 0 K.HADPIPDPR.A Dimethyl: 1



1125 true 2170 1045.5821 1044.5943 1 -18.6 135.63 45.83 21.3 (M:21.3) 1 1 0 K.ETAEAYLGK.K Dimethyl:2H(4): 1, 9

1126 true 1802 1045.6302 1044.6219 1 0.9 106.23 26.17 27.5 (M:27.5) 1 93.94 1 1 K.EIPDFIKK.I Dimethyl: 1, 8

1127 true 704 1045.6348 1044.6253 1 2.11 95.27 22.83 15.2 (M:15.2) 1 1 1 K.IMKDILEK.K Dimethyl: 1, 8

1128 true 819 1046.4396 1045.4324 1 -0.14 118.32 29.5 29.1 (M:29.1) 1 1 0 R.DYDDMSPR.R
Dimethyl:2H(4): 1; 
Oxidation: 5



1129 true 1489 1046.5095 1045.5226 1 -19.54 171.91 32.17 55.6 (M:55.6) 2 1 0 K.ELVLDNCR.S
Carbamidomethyl: 7; 
Dimethyl: 1

1130 true 3160 1046.5657 1045.5556 1 2.69 231.49 41.33 45.3 (M:45.3) 1 1 0 K.DTPGFIVNR.L Dimethyl: 1

1131 true 47 1046.5843 1045.5895 1 -11.94 91.73 21.33 33.8 (M:33.8) 1 1 0 K.SGTSEFLNK.M Dimethyl:2H(4): 1, 9

1132 true 1123 1046.62 1045.6185 1 -5.58 226.68 22.5 23.8 (M:23.8) 1 1 0 R.LHPFHVIR.I Dimethyl: 1



1133 false 1123 1046.62 1045.6082 1 4.31 239.51 22.5 16.7 (M:16.7) 1 2 0 K.IQASSMAFK.Q Dimethyl:2H(4): 1, 9

1134 true 2515 1046.6472 1045.6536 1 -13.08 253.37 29.33 35.9 (M:35.9) 1 1 0 R.LSNIFVIGK.G Dimethyl: 1, 9

1135 true 2137 1047.541 1046.5397 1 -5.69 180.37 34.67 35.9 (M:35.9) 2 1 0 K.GDYPLEAVR.M Dimethyl: 1

1136 true 2999 1047.566 1046.5521 1 6.37 289.86 33.33 26.3 (M:26.3) 1 1 0 K.IYFMAGASR.K Dimethyl:2H(4): 1



1137 false 1061 1047.5985 1046.6022 1 -10.51 204.48 23.67 16.2 (M:16.2) 1 3 0 R.DLTGVQNLR.K Dimethyl:2H(4): 1

1138 true 960 1047.6073 1046.5922 1 7.52 80.11 24 59.9 (M:59.9) 2 1 0 K.ATYLDCIK.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 8

1139 true 1020 1047.6081 1046.5873 1 12.93 150.39 26 49.3 (M:49.3) 2 1 0 R.SALFAQINR.G Dimethyl: 1

1140 true 1670 1047.6269 1046.6386 1 -18.15 167.71 29.5 15.3 (M:15.3) 1 1 1 K.TALVQDGKR.K
Dimethyl:2H(4): 1; 
Dimethyl: 8



1141 true 1766 1048.6029 1047.5713 1 23.18 56.4 25.83 31.2 (M:31.2) 1 1 0 R.EQLFQSLR.E Dimethyl: 1

1142 true 1972 1048.6222 1047.6005 1 13.74 266.89 36.5 37.0 (M:37.0) 1 1 0 R.FLYPDIPK.D Dimethyl: 1, 8

1143 true 2959 1048.6492 1047.6478 1 -5.56 147.43 31.5 20.7 (M:20.7) 1 1 1 R.DDKTQILK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 3, 8

1144 true 1092 1049.5277 1048.5302 1 -9.31 204.71 32.5 32.9 (M:32.9) 1 1 0 M.SSAPPGPAAPR.L Acetyl: 1



1145 false 3239 1049.5786 1048.5702 1 1.03 323.05 44 15.6 (M:15.6) 1 5 0 R.QPDSGISSVK.S Dimethyl:2H(4): 1

1146 true 3239 1049.5786 1048.5739 1 -2.48 285.96 44 40.6 (M:40.6) 1 1 0 R.FDILCVVR.D
Carbamidomethyl: 5; 
Dimethyl: 1

1147 false 163 1049.5832 1048.5587 1 16.43 237.58 16.33 18.9 (M:18.9) 1 2 1 K.AGEIQTKMK.V Oxidation: 8; Dimethyl: 9

1148 true 1599 1049.5881 1048.5889 1 -7.7 164.26 42.17 21.0 (M:21.0) 1 1 0 K.VLEGMDVVR.K Dimethyl:2H(4): 1



1149 true 2960 1049.5926 1048.6066 1 -20.26 150.53 31.5 17.1 (M:17.1) 1 1 1 R.EKIETELR.D Dimethyl:2H(4): 1

1150 true 1371 1049.6065 1048.5917 1 7.14 261.83 34.17 42.6 (M:42.6) 1 1 0 K.NILTEIYR.I Dimethyl: 1

1151 true 305 1049.6163 1048.6157 1 -6.33 108.02 18.5 32.6 (M:32.6) 1 1 0 K.IYHPNVDK.L Dimethyl:2H(4): 1, 8

1152 true 824 1049.6196 1048.6216 1 -8.83 209.41 21.33 28.4 (M:28.4) 1 1 0 K.LLCIHPIR.Y
Carbamidomethyl: 3; 
Dimethyl: 1



1153 true 139 1049.6332 1048.6393 1 -12.74 155.42 20.33 24.7 (M:24.7) 1 1 0 R.HIILLAEGR.L Dimethyl: 1

1154 true 2280 1049.638 1048.6504 1 -18.78 135.32 30.33 16.9 (M:16.9) 1 1 1 K.DMKLLDVK.V
Dimethyl:2H(4): 1; 
Dimethyl: 3, 8

1155 true 1803 1049.6417 1048.647 1 -12.03 92.63 26 18.4 (M:18.4) 1 1 1 K.EIPDFIKK.I
Dimethyl:2H(4): 1; 
Dimethyl: 8

1156 false 1918 1049.642 1048.6408 1 -5.85 261.58 27.33 16.9 (M:16.9) 1 4 0 R.WPVDLVEK.L Dimethyl:2H(4): 1, 8



1157 true 1534 1050.5323 1049.5477 1 -21.58 122.33 32.17 43.4 (M:43.4) 1 1 0 K.ELVLDNCR.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1158 true 1442 1050.5506 1049.5294 1 13.24 189.52 26.33 49.0 (M:49.0) 1 1 0 R.DTHSLFFR.S Dimethyl: 1

1159 true 727 1050.5617 1049.5546 1 -0.14 141.79 22 47.0 (M:47.0) 1 1 0 K.HLTDAYFK.K Dimethyl: 1, 8

1160 true 2744 1050.5892 1049.5808 1 1.12 241.33 41.33 55.1 (M:55.1) 2 1 0 K.DTPGFIVNR.L Dimethyl:2H(4): 1



1161 true 1114 1050.6166 1049.6233 1 -13.29 72.58 24.67 17.8 (M:17.8) 1 1 0 R.LLHIEELR.E Dimethyl: 1

1162 true 1174 1050.6363 1049.6436 1 -13.91 250.76 22.5 22.0 (M:22.0) 1 1 0 R.LHPFHVIR.I Dimethyl:2H(4): 1

1163 true 2095 1051.5604 1050.5648 1 -11.08 137.92 34.67 27.7 (M:27.7) 2 1 0 K.GDYPLEAVR.M Dimethyl:2H(4): 1

1164 true 1973 1051.578 1050.5532 1 16.71 293.39 36.83 26.1 (M:26.1) 1 1 0 K.FICISDLR.A
Carbamidomethyl: 3; 
Dimethyl: 1



1165 false 1973 1051.578 1050.5906 1 -18.86 269.6 36.83 15.4 (M:15.4) 1 5 1 -.AQRSAAMLR.L
Dimethyl:2H(4): 1; 
Oxidation: 7

1166 false 1973 1051.578 1050.5899 1 -18.21 248 36.83 20.8 (M:20.8) 1 2 0 K.DTWIDTLK.T
Dimethyl:2H(4): 1; 
Dimethyl: 8

1167 true 3534 1051.5837 1050.5685 1 7.6 284.61 34.33 36.9 (M:36.9) 2 1 0 K.FLNVPMFR.N Dimethyl: 1

1168 true 1202 1051.6267 1050.6124 1 6.71 233.79 23.67 20.9 (M:20.9) 1 1 0 R.SALFAQINR.G Dimethyl:2H(4): 1



1169 true 3808 1052.5773 1051.5702 1 -0.2 271.96 44.33 35.8 (M:35.8) 1 1 0 K.NAFAELFGK.K Dimethyl: 1, 9

1170 true 306 1052.5807 1051.5774 1 -3.86 101.93 18.5 16.4 (M:16.4) 1 1 0 R.VGDQVTHIR.I Dimethyl: 1

1171 false 315 1052.6092 1051.5848 1 16.2 98.28 21.17 15.9 (M:15.9) 1 2 1 K.MVSAAKYAR.A Dimethyl: 1, 6

1172 true 544 1052.6096 1051.6154 1 -12.34 240.69 28 24.1 (M:24.1) 1 1 0 R.SHIFIDEK.H Dimethyl:2H(4): 1, 8



1173 false 4674 1052.6104 1051.6066 1 -3.36 233.44 53.83 20.9 (M:20.9) 1 2 0 K.DIFLFITR.Q Dimethyl: 1

1174 true 1767 1052.6229 1051.5964 1 18.27 57.28 25.83 24.2 (M:24.2) 1 1 0 R.EQLFQSLR.E Dimethyl:2H(4): 1

1175 true 673 1052.6241 1051.6328 1 -15.21 266.16 21 45.9 (M:45.9) 3 1 0 K.TNSILFIGR.L Dimethyl:2H(4): 1

1176 false 1540 1052.6456 1051.6249 1 12.68 252.97 28.67 15.1 (M:15.1) 1 2 1 K.VEMKITQK.R
Dimethyl:2H(4): 4; 
Oxidation: 3; Dimethyl: 8



1177 true 3542 1053.6055 1052.599 1 -0.75 221.11 44 59.2 (M:59.2) 2 1 0 R.FDILCVVR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

1178 true 1372 1053.6305 1052.6168 1 6.14 206.38 34.17 23.4 (M:23.4) 1 1 0 K.NILTEIYR.I Dimethyl:2H(4): 1

1179 true 472 1053.6436 1052.6342 1 2.03 233.13 22.17 48.9 (M:48.9) 2 1 0 K.IGGIGTVPVGR.V Dimethyl: 1

1180 true 472 1053.6436 1052.6342 1 2.03 233.13 22.17 48.9 (M:48.9) 2 1 0 K.IGGIGTVPVGR.V Dimethyl: 1



1181 true 210 1053.6534 1052.6644 1 -17.39 123.75 20.33 29.4 (M:29.4) 1 1 0 R.HIILLAEGR.L Dimethyl:2H(4): 1

1182 true 3764 1054.5343 1053.5416 1 -13.86 135.56 41.17 49.6 (M:49.6) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

1183 true 3764 1054.5343 1053.5416 1 -13.86 135.56 41.17 49.6 (M:49.6) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

1184 true 3764 1054.5343 1053.5416 1 -13.86 135.56 41.17 49.6 (M:49.6) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8



1185 true 3764 1054.5343 1053.5416 1 -13.86 135.56 41.17 49.6 (M:49.6) 1 1 0 R.DLTDYLMK.I Dimethyl: 1, 8

1186 true 1717 1054.5612 1053.5545 1 -0.62 153.62 26.33 50.7 (M:50.7) 1 1 0 R.DTHSLFFR.S Dimethyl:2H(4): 1

1187 true 598 1054.6159 1053.6158 1 -6.79 86.77 34.67 17.8 (M:17.8) 1 1 0 K.GSGTAEVELK.K Dimethyl:2H(4): 1, 10

1188 true 3451 1054.6359 1053.6223 1 5.98 185.91 34 19.0 (M:19.0) 1 1 0 R.YTILLFTR.A Dimethyl: 1



1189 true 3451 1054.6359 1053.6223 1 5.98 185.91 34 19.0 (M:19.0) 1 1 0 K.YTILLFTR.A Dimethyl: 1

1190 true 4096 1054.6409 1053.6546 1 -19.94 217.64 46 37.9 (M:37.9) 1 1 0 K.IDIGGVALLR.A Dimethyl: 1

1191 false 2970 1054.641 1053.6434 1 -9.13 161.54 31.83 21.6 (M:21.6) 1 2 1 K.LDGKLIDPK.R Dimethyl: 1, 9

1192 true 2970 1054.641 1053.6182 1 14.72 209.15 31.83 42.3 (M:42.3) 2 1 0 K.AVDSLVPIGR.G Dimethyl: 1



1193 false 2922 1054.6422 1053.6546 1 -18.67 187.84 31.17 23.5 (M:23.5) 1 2 1 R.TKSSILLHK.E Dimethyl: 9

1194 false 2922 1054.6422 1053.6409 1 -5.64 200.21 31.17 23.5 (M:23.5) 1 2 0 K.IPMFIIHK.K Dimethyl: 1, 8

1195 true 2063 1055.6023 1054.5783 1 15.8 284.97 36.83 16.4 (M:16.4) 1 1 0 K.FICISDLR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

1196 false 821 1055.6289 1054.6274 1 -5.44 269.83 31.5 26.1 (M:26.1) 1 2 0 K.VPLSLEEIK.A Dimethyl: 9



1197 true 2138 1056.4932 1055.4924 1 -6.1 161.94 34.67 27.3 (M:27.3) 1 1 0 K.FTDFDEVR.Q Dimethyl: 1

1198 true 331 1056.5501 1055.5539 1 -10.45 276.37 27.83 29.7 (M:29.7) 1 1 1 R.YKEEFEK.N Dimethyl: 1, 2, 7

1199 true 8 1056.5569 1055.5434 1 5.91 89.69 20.33 28.4 (M:28.4) 1 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl: 1

1200 true 8 1056.5569 1055.5434 1 5.91 89.69 20.33 28.4 (M:28.4) 1 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl: 1



1201 true 8 1056.5569 1055.5434 1 5.91 89.69 20.33 28.4 (M:28.4) 1 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl: 1

1202 true 1304 1056.5919 1055.5736 1 10.48 182.91 25.17 18.1 (M:18.1) 1 1 0 K.TYAICGAIR.R
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

1203 true 2559 1056.6102 1055.6066 1 -3.41 258.17 29.67 23.8 (M:23.8) 2 1 0 K.FGLAGGVFTR.Y Dimethyl:2H(4): 1

1204 true 3219 1056.6226 1055.6161 1 -0.81 242.66 32.17 20.5 (M:20.5) 1 1 0 R.VTLMQLPAR.Q Dimethyl: 1



1205 true 256 1056.6283 1055.6128 1 7.77 255.22 16.5 24.3 (M:24.3) 1 1 0 R.YALIQHQK.S Dimethyl: 1, 8

1206 true 2017 1056.655 1055.6507 1 -2.85 342.26 36.5 25.1 (M:25.1) 1 1 0 R.FLYPDIPK.D Dimethyl:2H(4): 1, 8

1207 false 1587 1057.6351 1056.604 1 22.58 259.98 24.67 17.7 (M:17.7) 1 5 1 M.SRSALAALAR.G Acetyl: 1

1208 true 1587 1057.6351 1056.6365 1 -8.19 218.17 24.67 31.9 (M:31.9) 1 1 0 R.LACGVIGIAK.C
Carbamidomethyl: 3; 
Dimethyl: 1, 10



1209 true 1779 1057.6372 1056.6307 1 -0.67 211.66 43.33 57.6 (M:57.6) 1 1 0 K.EIAEAYLGK.T Dimethyl:2H(4): 1, 9

1210 true 1779 1057.6372 1056.6307 1 -0.67 211.66 43.33 57.6 (M:57.6) 1 1 0 K.EIAEAYLGK.K Dimethyl:2H(4): 1, 9

1211 true 1676 1057.6373 1056.604 1 24.63 267.36 29.5 17.4 (M:17.4) 1 1 1 R.IGVITNRER.H

1212 true 700 1058.5361 1057.5164 1 11.75 75.43 22.17 24.1 (M:24.1) 1 1 0 K.ENFSCLTR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



1213 true 465 1058.6127 1057.6048 1 0.64 164.82 22 28.9 (M:28.9) 1 1 0 K.HLTDAYFK.K Dimethyl:2H(4): 1, 8

1214 true 229 1058.6177 1057.6132 1 -2.55 63.84 23 21.3 (M:21.3) 1 1 0 R.LIVENLSSR.C Dimethyl: 1

1215 true 2416 1059.5243 1058.4967 1 19.17 313.89 38 32.6 (M:32.6) 1 1 0 M.MQAHDLFR.H Acetyl: 1

1216 true 624 1059.5405 1058.5356 1 -2.27 114.42 29.17 57.2 (M:57.2) 1 1 0 K.DADLSVAQGR.I Dimethyl: 1



1217 true 830 1059.5885 1058.572 1 8.69 165.69 22.83 48.3 (M:48.3) 2 1 0 K.ALSSELANAR.D Dimethyl: 1

1218 true 2954 1059.6188 1058.6062 1 4.95 218.94 31.5 18.9 (M:18.9) 2 1 0 K.SYAVIFATR.V Dimethyl:2H(4): 1

1219 true 9 1060.5836 1059.5685 1 7.36 114.68 20.33 39.9 (M:39.9) 1 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

1220 true 9 1060.5836 1059.5685 1 7.36 114.68 20.33 39.9 (M:39.9) 1 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



1221 true 9 1060.5836 1059.5685 1 7.36 114.68 20.33 39.9 (M:39.9) 1 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

1222 true 1155 1060.6068 1059.6189 1 -18.33 132.04 30.83 24.6 (M:24.6) 1 1 0 R.YRPGTVALR.E Dimethyl: 1

1223 true 3771 1060.6141 1059.6204 1 -12.81 296.85 44.33 43.5 (M:43.5) 1 1 0 K.NAFAELFGK.K Dimethyl:2H(4): 1, 9

1224 true 806 1061.5481 1060.5603 1 -18.43 332.95 30.17 15.2 (M:15.2) 1 1 0 R.EEALHQFR.S Dimethyl:2H(4): 1



1225 true 3715 1062.5823 1061.5918 1 -15.82 163.18 41.17 57.1 (M:57.1) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

1226 true 3715 1062.5823 1061.5918 1 -15.82 163.18 41.17 57.1 (M:57.1) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

1227 true 3715 1062.5823 1061.5918 1 -15.82 163.18 41.17 57.1 (M:57.1) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

1228 true 3715 1062.5823 1061.5918 1 -15.82 163.18 41.17 57.1 (M:57.1) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8



1229 false 35 1062.6048 1061.5994 1 -1.77 142.5 23.33 15.3 (M:15.3) 1 2 1 -.MPNWGGGKK.C
Dimethyl:2H(4): 1; 
Dimethyl: 8, 9

1230 true 2477 1062.6154 1061.5997 1 7.88 220.07 38.5 22.2 (M:22.2) 1 1 0 K.NFSEVFQK.L Dimethyl:2H(4): 1, 8

1231 false 2569 1062.6288 1061.6383 1 -15.77 113.93 48.17 22.1 (M:22.1) 1 3 1 K.SEDRAALLK.K
Dimethyl:2H(4): 1; 
Dimethyl: 9

1232 false 1281 1063.5368 1062.5193 1 9.61 152.79 40.33 17.3 (M:17.3) 1 3 0 K.LTSSEEEIR.E



1233 true 1281 1063.5368 1062.5346 1 -4.74 164.36 40.33 33.1 (M:33.1) 1 1 0 K.NVFEEEIR.E Dimethyl: 1

1234 false 2631 1063.5572 1062.557 1 -6.65 169.36 37.17 15.4 (M:15.4) 1 5 1 K.SNKNQFNR.G Dimethyl: 1, 3

1235 true 2631 1063.5572 1062.571 1 -19.73 156.47 37.17 34.0 (M:34.0) 1 1 0 K.DILIQYDR.T Dimethyl: 1

1236 true 831 1063.6144 1062.5971 1 9.42 139.16 22.83 26.7 (M:26.7) 2 1 0 K.ALSSELANAR.D Dimethyl:2H(4): 1



1237 false 831 1063.6144 1062.5971 1 9.42 160.07 22.83 22.6 (M:22.6) 2 60.05 2 1 K.AKQALESER.A Dimethyl:2H(4): 1

1238 false 831 1063.6144 1062.5862 1 19.68 104.59 22.83 20.0 (M:20.0) 1 5 0 R.FLTWILDR.H

1239 true 2466 1064.5815 1063.5634 1 10.21 327.02 29.33 16.6 (M:16.6) 1 1 1 K.DPAAEARMK.V
Dimethyl:2H(4): 1; 
Oxidation: 8; Dimethyl: 9

1240 false 2990 1064.5895 1063.5947 1 -11.74 317.73 40.5 15.2 (M:15.2) 1 4 1 K.QTEKMLSK.T
Oxidation: 5; Dimethyl: 1, 4, 
8



1241 true 2990 1064.5895 1063.5662 1 15.05 281.49 40.5 41.7 (M:41.7) 1 1 0 R.QILFSADSR.V Dimethyl: 1

1242 false 2990 1064.5895 1063.5699 1 11.57 338.51 40.5 18.6 (M:18.6) 1 2 1 K.QEEDKEAK.V
Dimethyl:2H(4): 5; 
Dimethyl: 1, 8

1243 true 961 1065.4498 1064.4451 1 -2.42 178.26 30 18.6 (M:18.6) 1 1 0 R.YEEYDYR.Y Dimethyl: 1

1244 true 1726 1065.5906 1064.5838 1 -0.44 104.57 42.33 19.7 (M:19.7) 1 1 0 K.VLEGMDVVR.K
Dimethyl:2H(4): 1; 
Oxidation: 5



1245 false 2805 1065.615 1064.6128 1 -4.76 200.34 39.67 17.5 (M:17.5) 1 7 0 K.AGITTTLNSR.C Dimethyl:2H(4): 1

1246 false 2805 1065.615 1064.628 1 -19.08 280.23 39.67 20.8 (M:20.8) 1 5 0 K.NFVVNVVSR.L Dimethyl:2H(4): 1

1247 true 107 1066.5619 1065.5529 1 1.64 147.62 21.33 20.0 (M:20.0) 1 1 0 R.VEICQAYK.S
Carbamidomethyl: 4; 
Dimethyl: 1, 8

1248 true 257 1066.5827 1065.5931 1 -16.55 213.3 16.83 20.0 (M:20.0) 1 1 0 R.SGQQIVGPPR.K Dimethyl: 1



1249 true 308 1066.6181 1065.6182 1 -6.93 136.85 18.67 31.1 (M:31.1) 1 1 0 K.AVVGHDVSVK.V Dimethyl: 1, 10

1250 true 1020 1066.6412 1065.6182 1 14.73 103.25 23.17 48.8 (M:48.8) 2 1 0 R.IPVGPETLGR.I Dimethyl: 1

1251 true 602 1066.6565 1065.6521 1 -2.7 159.32 34.67 20.2 (M:20.2) 1 1 0 K.LITEDVQGK.N Dimethyl:2H(4): 1, 9

1252 true 7 1067.5457 1066.5407 1 -2.14 184.76 25.83 51.7 (M:51.7) 3 1 0 K.EGIPPDQQR.L Dimethyl: 1



1253 false 1211 1067.5529 1066.5481 1 -2.3 137.5 42.17 18.0 (M:18.0) 1 2 0 K.YLEAVGMLR.D Oxidation: 7

1254 true 429 1067.5776 1066.5669 1 3.19 235.68 28.5 16.0 (M:16.0) 1 1 1 K.NSRSTDSIR.L Dimethyl:2H(4): 1

1255 true 2714 1067.5879 1066.5961 1 -14.43 173.59 37.17 41.2 (M:41.2) 1 1 0 K.DILIQYDR.T Dimethyl:2H(4): 1

1256 true 2605 1067.6357 1066.6175 1 10.23 278.46 35.33 52.0 (M:52.0) 3 1 0 R.YLTVAAVFR.G Dimethyl: 1



1257 true 2605 1067.6357 1066.6175 1 10.23 278.46 35.33 52.0 (M:52.0) 3 1 0 R.YLTVAAVFR.G Dimethyl: 1

1258 true 1315 1068.5584 1067.5508 1 0.33 223.62 27.67 33.6 (M:33.6) 1 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl: 1, 9

1259 true 1315 1068.5584 1067.5508 1 0.33 223.62 27.67 33.6 (M:33.6) 1 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl: 1, 9

1260 false 2749 1068.6146 1067.6089 1 -1.54 223.76 40.67 15.5 (M:15.5) 1 4 0 R.FDMIFIVK.D Dimethyl: 1, 8



1261 false 2749 1068.6146 1067.595 1 11.47 347.72 40.67 18.1 (M:18.1) 1 57.48 2 1 K.QEEDKEAK.V
Dimethyl:2H(4): 1, 5; 
Dimethyl: 8

1262 false 2749 1068.6146 1067.6021 1 4.86 417.57 40.67 15.4 (M:15.4) 1 5 1 R.NMPMSKLK.Q

Dimethyl:2H(4): 6; 
Oxidation: 2, 4; Dimethyl: 1, 
8

1263 true 2749 1068.6146 1067.5913 1 14.94 275.74 40.67 37.9 (M:37.9) 1 1 0 R.QILFSADSR.V Dimethyl:2H(4): 1

1264 true 332 1068.6253 1067.6292 1 -10.52 325.04 27.83 24.1 (M:24.1) 1 1 1 R.YKEEFEK.N Dimethyl:2H(4): 1, 2, 7



1265 false 728 1068.6363 1067.6339 1 -4.57 125.39 22.17 15.4 (M:15.4) 1 2 0 K.IVNTPEVIR.V Dimethyl: 1

1266 true 4388 1068.6489 1067.6165 1 23.58 267.59 43.67 49.4 (M:49.4) 1 1 0 M.SDQALSFLK.D
Dimethyl:2H(4): 9; 
Dimethyl: 1

1267 false 466 1069.56 1068.5753 1 -21.1 225.52 27.83 18.7 (M:18.7) 1 4 0 K.AVLAESYER.I Dimethyl:2H(4): 1

1268 true 1312 1069.5669 1068.5386 1 19.68 320.04 33.33 19.5 (M:19.5) 1 1 0 K.HDLDLICR.A
Carbamidomethyl: 7; 
Dimethyl: 1



1269 true 1312 1069.5669 1068.5386 1 19.68 320.04 33.33 19.5 (M:19.5) 1 1 0 R.HDLDLICR.A
Carbamidomethyl: 7; 
Dimethyl: 1

1270 true 1998 1069.5765 1068.5753 1 -5.74 207.94 44.33 28.5 (M:28.5) 1 1 0 R.YLDGLTAER.T Dimethyl:2H(4): 1

1271 true 706 1069.5784 1068.5576 1 12.67 147.2 23.33 18.8 (M:18.8) 1 1 1 K.MDERAFPK.G
Dimethyl:2H(4): 1; 
Oxidation: 1; Dimethyl: 8

1272 true 73 1069.5931 1068.575 1 10.15 322.68 15.67 23.1 (M:23.1) 1 1 0 R.AVLCPQPTR.T
Carbamidomethyl: 4; 
Dimethyl: 1



1273 true 167 1069.5972 1068.5943 1 -4.12 210.32 16.17 17.9 (M:17.9) 1 1 0 R.YYSIASSSK.V Dimethyl:2H(4): 1, 9

1274 true 1116 1069.6012 1068.5855 1 7.83 115.5 24.83 18.8 (M:18.8) 1 1 0 K.EFTNVYIK.N Dimethyl: 1, 8

1275 true 1116 1069.6012 1068.5855 1 7.83 115.5 24.83 18.8 (M:18.8) 1 1 0 K.EFTNVYIK.N Dimethyl: 1, 8

1276 true 3356 1069.6167 1068.6291 1 -18.46 272.92 44.33 52.7 (M:52.7) 1 1 0 K.NLAAALAELR.T Dimethyl: 1



1277 true 3766 1070.5384 1069.5365 1 -5.05 236.4 41.17 36.3 (M:36.3) 2 1 0 R.DLTDYLMK.I Oxidation: 7; Dimethyl: 1, 8

1278 true 3766 1070.5384 1069.5365 1 -5.05 236.4 41.17 36.3 (M:36.3) 2 1 0 R.DLTDYLMK.I Oxidation: 7; Dimethyl: 1, 8

1279 true 3766 1070.5384 1069.5365 1 -5.05 236.4 41.17 36.3 (M:36.3) 2 1 0 R.DLTDYLMK.I Oxidation: 7; Dimethyl: 1, 8

1280 true 3766 1070.5384 1069.5365 1 -5.05 236.4 41.17 36.3 (M:36.3) 2 1 0 R.DLTDYLMK.I Oxidation: 7; Dimethyl: 1, 8



1281 true 4793 1070.5738 1069.563 1 3.24 303.93 54.33 30.7 (M:30.7) 1 1 0 K.DIFMFITR.Q Dimethyl: 1

1282 true 37 1070.6541 1069.6434 1 3.24 183.73 21 47.1 (M:47.1) 1 1 0 R.IPVGPETLGR.I Dimethyl:2H(4): 1

1283 true 1503 1071.534 1070.5284 1 -1.59 150.36 41.33 19.6 (M:19.6) 1 1 0 R.GLFDEYGSK.K Dimethyl: 1, 9

1284 true 11 1071.5718 1070.5658 1 -1.23 178.71 25.83 56.0 (M:56.0) 3 1 0 K.EGIPPDQQR.L Dimethyl:2H(4): 1



1285 false 2015 1071.5848 1070.572 1 5.15 250.49 31.5 15.9 (M:15.9) 1 6 1 K.AEGSRAPAEK.R Dimethyl: 1, 10

1286 true 2015 1071.5848 1070.5549 1 21.11 255.94 31.5 44.7 (M:44.7) 2 1 0 R.AFGYYGPLR.S Dimethyl: 1

1287 true 405 1071.6109 1070.5922 1 10.69 76.37 22 38.8 (M:38.8) 1 1 0 K.MPSGYIPDK.S Dimethyl:2H(4): 1, 9

1288 true 1779 1071.6114 1070.6068 1 -2.49 247.89 25.5 23.7 (M:23.7) 1 1 0 K.SCNCLLLK.V
Carbamidomethyl: 2, 4; 
Dimethyl:2H(4): 1, 8



1289 true 520 1071.622 1070.6124 1 2.13 150.09 21.83 63.4 (M:63.4) 2 1 0 K.LIQQAWEK.A Dimethyl: 1, 8

1290 true 1381 1071.644 1070.6488 1 -11.27 272.2 28.17 48.9 (M:48.9) 2 1 0 K.QLITGLWGK.V Dimethyl: 1, 9

1291 true 2956 1071.6521 1070.6336 1 10.49 364.13 40.33 81.1 (M:81.1) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

1292 true 2956 1071.6521 1070.6336 1 10.49 364.13 40.33 81.1 (M:81.1) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10



1293 true 2956 1071.6521 1070.6336 1 10.49 364.13 40.33 81.1 (M:81.1) 2 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

1294 true 1677 1071.6561 1070.6426 1 5.78 266.54 30.17 33.9 (M:33.9) 2 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1

1295 true 1677 1071.6561 1070.6426 1 5.78 266.54 30.17 33.9 (M:33.9) 2 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1

1296 true 250 1072.4653 1071.4808 1 -21.23 329.79 27 32.9 (M:32.9) 1 1 0 K.FDNLYGCR.E
Carbamidomethyl: 7; 
Dimethyl: 1



1297 true 1713 1072.5465 1071.556 1 -15.72 103.71 32.67 33.6 (M:33.6) 1 1 0 R.VDALNDEIR.Q Dimethyl: 1

1298 true 3265 1072.6532 1071.6369 1 8.5 237.97 33 22.6 (M:22.6) 1 1 0 K.FYSFLVLK.K Dimethyl: 1, 8

1299 true 1246 1072.6536 1071.6416 1 4.4 112.2 23.83 56.6 (M:56.6) 1 1 0 R.VFATVGSAEK.R Dimethyl:2H(4): 1, 10

1300 true 2801 1072.6573 1071.654 1 -3.69 -1 30.83 18.8 (M:18.8) 1 1 1 K.KLLEATELK.G Dimethyl: 9



1301 true 1491 1073.569 1072.5593 1 2.26 222.98 27.33 27.1 (M:27.1) 1 1 0 K.GFGFVSFEK.H Dimethyl: 1, 9

1302 true 866 1073.5858 1072.5815 1 -2.73 95.12 29.67 18.7 (M:18.7) 1 1 0 R.DVLNEQAPR.A Dimethyl:2H(4): 1

1303 true 3436 1073.6421 1072.6543 1 -18.08 239.98 44.33 35.0 (M:35.0) 1 1 0 K.NLAAALAELR.T Dimethyl:2H(4): 1

1304 false 1600 1074.5617 1073.5539 1 0.49 197.31 42.17 25.6 (M:25.6) 1 2 0 K.MAQALEDLR.N Dimethyl: 1



1305 true 1600 1074.5617 1073.5617 1 -6.7 137.62 42.17 34.9 (M:34.9) 1 1 0 K.MYSEIDIK.V
Dimethyl:2H(4): 1; 
Oxidation: 1; Dimethyl: 8

1306 false 411 1074.6007 1073.6081 1 -13.64 181.32 27.33 18.4 (M:18.4) 1 2 1 R.NSGLSKEQK.E Dimethyl: 1, 6, 9

1307 true 461 1074.6167 1073.5869 1 20.88 78.43 23.17 61.9 (M:61.9) 3 1 0 K.VPITAENFR.A Dimethyl: 1

1308 true 1015 1074.6184 1073.6031 1 7.52 152.19 23.17 23.6 (M:23.6) 1 1 0 R.VEICQAYK.S
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 8



1309 true 1116 1074.6435 1073.6395 1 -3.06 292.32 22.83 31.7 (M:31.7) 1 1 0 K.SLYQMIQK.D Dimethyl:2H(4): 1, 8

1310 true 2344 1075.6011 1074.58 1 12.84 293.46 31.5 32.0 (M:32.0) 1 1 0 R.AFGYYGPLR.S Dimethyl:2H(4): 1

1311 true 1375 1075.6425 1074.6437 1 -7.9 267.15 34 22.9 (M:22.9) 1 1 0 R.FLGTEVLLR.L Dimethyl: 1

1312 true 1205 1075.6527 1074.6565 1 -10.27 306.13 23.17 15.6 (M:15.6) 1 1 0 K.YLPSLGYAK.R Dimethyl:2H(4): 1, 9



1313 true 251 1076.4914 1075.5059 1 -20.2 307.02 27 36.3 (M:36.3) 1 1 0 K.FDNLYGCR.E
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1314 true 934 1076.6201 1075.601 1 11.01 252.43 22.17 33.8 (M:33.8) 1 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 9

1315 true 934 1076.6201 1075.601 1 11.01 252.43 22.17 33.8 (M:33.8) 1 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 9

1316 true 1065 1076.6283 1075.5998 1 19.77 76 23.5 17.6 (M:17.6) 1 1 0 R.IMSIVDPNR.M Dimethyl:2H(4): 1



1317 true 5124 1077.5237 1076.506 1 9.7 308.04 46.83 31.1 (M:31.1) 1 1 0 K.ENEIEMEK.Q Dimethyl: 1, 8

1318 true 1663 1077.5576 1076.5474 1 2.69 383.36 27.17 19.5 (M:19.5) 1 1 0 K.LGMLDPDER.D Dimethyl:2H(4): 1

1319 true 1430 1077.5874 1076.5593 1 19.32 180.23 27.33 43.7 (M:43.7) 1 1 0 K.GFGFVSFER.H Dimethyl:2H(4): 1

1320 true 1430 1077.5874 1076.5844 1 -4.02 167.95 27.33 43.7 (M:43.7) 1 1 0 K.GFGFVSFEK.H
Dimethyl:2H(4): 1; 
Dimethyl: 9



1321 true 139 1078.4716 1077.4623 1 1.85 281.24 16.17 22.1 (M:22.1) 1 1 0 K.YTCSFCGK.T
Carbamidomethyl: 3, 6; 
Dimethyl: 1, 8

1322 true 374 1078.4882 1077.4769 1 3.73 333.2 27.67 47.7 (M:47.7) 1 1 0 R.MMIPDCQR.R
Carbamidomethyl: 6; 
Dimethyl: 1

1323 true 2043 1078.5849 1077.579 1 -1.3 256.07 45.83 54.5 (M:54.5) 2 1 0 K.LQEEMLQR.E Dimethyl:2H(4): 1

1324 true 3767 1078.589 1077.5868 1 -4.71 226.72 41.17 46.1 (M:46.1) 2 1 0 R.DLTDYLMK.I
Dimethyl:2H(4): 1, 8; 
Oxidation: 7



1325 true 3767 1078.589 1077.5868 1 -4.71 226.72 41.17 46.1 (M:46.1) 2 1 0 R.DLTDYLMK.I
Dimethyl:2H(4): 1, 8; 
Oxidation: 7

1326 true 3767 1078.589 1077.5868 1 -4.71 226.72 41.17 46.1 (M:46.1) 2 1 0 R.DLTDYLMK.I
Dimethyl:2H(4): 1, 8; 
Oxidation: 7

1327 true 3767 1078.589 1077.5868 1 -4.71 226.72 41.17 46.1 (M:46.1) 2 1 0 R.DLTDYLMK.I
Dimethyl:2H(4): 1, 8; 
Oxidation: 7

1328 true 2668 1078.6075 1077.5893 1 10.17 322.52 40.33 37.5 (M:37.5) 1 1 0 K.CVDFQILK.L
Carbamidomethyl: 1; 
Dimethyl: 1, 8



1329 true 2140 1078.6167 1077.6154 1 -5.53 376.66 37.67 46.2 (M:46.2) 1 1 0 K.CDIIIISGR.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1330 true 41 1078.6323 1077.6121 1 12.01 222.89 21.17 70.6 (M:70.6) 2 1 0 K.VPITAENFR.A Dimethyl:2H(4): 1

1331 true 946 1079.4971 1078.472 1 16.58 332.63 31.67 45.0 (M:45.0) 1 1 0 R.NYDYYASR.I Dimethyl: 1

1332 true 1158 1079.5159 1078.5267 1 -16.72 193.02 30.67 25.7 (M:25.7) 1 1 0 K.AELDDTPMR.G Dimethyl:2H(4): 1



1333 true 42 1079.5211 1078.523 1 -8.45 258.1 20 31.6 (M:31.6) 1 1 0 R.GDFCIQVGR.N
Carbamidomethyl: 4; 
Dimethyl: 1

1334 false 3001 1079.5791 1078.5808 1 -8.37 345.82 33.17 15.7 (M:15.7) 1 4 0 K.AAVISAEGDSK.A Dimethyl:2H(4): 1

1335 true 1282 1079.5847 1078.5786 1 -1.08 211.91 41.33 46.0 (M:46.0) 2 1 0 R.GLFDEYGSK.K Dimethyl:2H(4): 1, 9

1336 true 708 1079.5879 1078.5749 1 5.27 339.7 23.5 71.2 (M:71.2) 4 1 0 K.YFGYTGALR.C Dimethyl:2H(4): 1



1337 true 1536 1080.5333 1079.5449 1 -17.45 140.26 32 39.0 (M:39.0) 1 1 0 R.EDMAPYYK.E Dimethyl:2H(4): 1, 8

1338 true 2257 1080.5705 1079.54 1 21.46 324.54 39.17 56.3 (M:56.3) 1 1 0 K.NTPAFFAER.L Dimethyl: 1

1339 true 414 1080.5746 1079.5724 1 -4.65 313.37 28 67.5 (M:67.5) 2 1 0 R.VHIDIGADGR.A Dimethyl: 1

1340 true 2228 1080.587 1079.5533 1 24.53 166.2 38.33 24.9 (M:24.9) 1 1 1 R.LKETMDSGK.L Oxidation: 5; Dimethyl: 2, 9



1341 true 577 1080.6024 1079.5913 1 3.48 155.1 21.5 17.8 (M:17.8) 1 1 0 R.GSEPFVTGVR.G Dimethyl:2H(4): 1

1342 true 3496 1081.601 1080.5968 1 -2.78 293.73 44.17 56.9 (M:56.9) 1 1 0 R.FLVFSDLGR.S Dimethyl: 1

1343 true 846 1081.6347 1080.6419 1 -13.36 177.21 22.17 42.3 (M:42.3) 1 1 0 R.EYTINIHK.R Dimethyl:2H(4): 1, 8

1344 true 415 1082.513 1081.502 1 3.44 355.65 27.67 22.0 (M:22.0) 1 1 0 R.MMIPDCQR.R
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



1345 true 585 1082.5458 1081.5478 1 -8.56 130.43 29 15.5 (M:15.5) 1 1 0 K.TTFQCIEK.D
Carbamidomethyl: 5; 
Dimethyl: 1, 8

1346 true 1651 1082.5517 1081.5444 1 0.03 154.5 42.17 16.5 (M:16.5) 1 1 0 R.FLPTEYER.T Dimethyl: 1

1347 true 906 1083.5205 1082.4971 1 14.89 337.74 31.67 39.7 (M:39.7) 1 1 0 R.NYDYYASR.I Dimethyl:2H(4): 1

1348 true 2958 1083.5694 1082.5481 1 12.99 318.26 40.17 29.2 (M:29.2) 2 1 0 R.GDFCIQVGR.N
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



1349 false 2547 1083.6293 1082.6096 1 11.49 180.33 29.83 15.1 (M:15.1) 1 3 0 R.TFVLEVMGR.H Dimethyl:2H(4): 1

1350 true 2547 1083.6293 1082.6017 1 18.75 151.36 29.83 20.2 (M:20.2) 1 54.65 1 1 R.EAMEMLKK.E
Dimethyl:2H(4): 7; 
Oxidation: 5; Dimethyl: 1, 8

1351 false 2547 1083.6293 1082.6096 1 11.49 180.33 29.83 15.1 (M:15.1) 1 3 0 R.TFVLEVMGR.H Dimethyl:2H(4): 1

1352 true 1678 1083.6576 1082.6448 1 5.13 97.13 29.5 16.4 (M:16.4) 1 1 1 K.TPSPVTAVKR.T Dimethyl: 9



1353 true 1590 1083.6647 1082.6728 1 -14.21 296.31 24.83 26.1 (M:26.1) 1 1 0 K.VHVIFNYK.G Dimethyl:2H(4): 1, 8

1354 true 163 1084.5617 1083.556 1 -1.48 246.35 16.33 31.1 (M:31.1) 1 1 0 K.VYSTSVTGSR.E Dimethyl: 1

1355 true 729 1084.572 1083.5685 1 -3.49 171.65 22.17 37.1 (M:37.1) 2 1 0 K.VYIQDVCR.E
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1356 true 330 1084.5961 1083.5975 1 -8 315.07 28 60.7 (M:60.7) 1 1 0 R.VHIDIGADGR.A Dimethyl:2H(4): 1



1357 false 330 1084.5961 1083.5673 1 19.83 312.69 28 20.4 (M:20.4) 1 2 1 K.DKVPNENGR.N Dimethyl: 1, 2

1358 true 2359 1084.5991 1083.5651 1 24.6 303.14 39.17 48.0 (M:48.0) 1 1 0 K.NTPAFFAER.L Dimethyl:2H(4): 1

1359 true 2181 1084.6185 1083.6015 1 8.98 165.05 28.67 43.2 (M:43.2) 2 1 0 R.IGFFQGDIR.L Dimethyl:2H(4): 1

1360 true 2721 1085.5526 1084.5559 1 -9.67 197.31 30.5 15.2 (M:15.2) 1 1 1 R.DKNMTCIK.I

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 8



1361 true 3497 1085.6164 1084.6219 1 -11.8 328.13 44.33 43.0 (M:43.0) 1 1 0 R.FLVFSDLGR.S Dimethyl:2H(4): 1

1362 true 709 1085.6597 1084.6757 1 -21.44 175.9 21.67 20.9 (M:20.9) 1 1 1 R.AGLFKGLAPR.L Dimethyl: 1, 5

1363 true 2163 1085.6622 1084.6645 1 -8.82 249.14 32.17 32.1 (M:32.1) 2 1 1 K.KGIWLEAGK.A Dimethyl: 1, 1, 9

1364 false 2163 1085.6622 1084.6645 1 -8.82 285.53 32.17 18.5 (M:18.5) 1 6 1 K.QLLEKWLK.E Dimethyl: 1



1365 true 140 1086.5232 1085.5126 1 3.06 296.67 16.17 31.3 (M:31.3) 1 1 0 K.YTCSFCGK.T
Carbamidomethyl: 3, 6; 
Dimethyl:2H(4): 1, 8

1366 true 3157 1086.5586 1085.5518 1 -0.41 249.27 51.67 39.2 (M:39.2) 1 1 0 R.FFPDIEMR.A Dimethyl:2H(4): 1

1367 true 934 1086.5885 1085.5767 1 4.11 116.96 36.83 27.4 (M:27.4) 1 1 0 R.ALDDDRPPR.R Dimethyl:2H(4): 1

1368 true 1031 1086.6167 1085.6267 1 -15.88 285.36 22 25.0 (M:25.0) 1 1 1 -.AMAVKALNPK.A Oxidation: 2; Dimethyl: 10



1369 true 2312 1086.6535 1085.6361 1 9.32 260.21 29 15.9 (M:15.9) 1 1 0 R.VVGNPFDFK.T Dimethyl:2H(4): 1, 9

1370 true 2711 1086.6581 1085.6395 1 10.42 309.47 40.33 39.2 (M:39.2) 1 1 0 K.CVDFQILK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8

1371 true 2319 1087.5117 1086.5168 1 -11.43 438.82 38.5 42.8 (M:42.8) 1 1 0 R.NFMIDTYR.L Dimethyl: 1

1372 true 1062 1087.5405 1086.5353 1 -1.83 243.09 30.67 16.3 (M:16.3) 1 1 1 M.AAVRGCGSGPR.L Carbamidomethyl: 6



1373 true 457 1087.5764 1086.5934 1 -22.31 158.86 34 27.2 (M:27.2) 1 1 1 K.EGGVRSLWR.G Dimethyl: 1

1374 false 2042 1087.586 1086.5557 1 21.15 340.28 37 24.9 (M:24.9) 1 69.86 5 1 K.KTDNEEAPK.E Dimethyl: 1, 9

1375 false 2042 1087.586 1086.557 1 19.92 312.97 37 23.8 (M:23.8) 1 7 1 R.GSLWERSPR.L

1376 false 2042 1087.586 1086.5856 1 -6.31 337.87 37 43.8 (M:43.8) 1 2 0 K.NVDCVLLAR.H
Carbamidomethyl: 4; 
Dimethyl: 1



1377 true 3670 1087.588 1086.5921 1 -10.41 236.35 40.67 16.7 (M:16.7) 1 1 0 R.SEVDLLDIR.A Dimethyl: 1

1378 true 1427 1087.5995 1086.5896 1 2.46 280.43 26.5 48.3 (M:48.3) 1 1 0 K.QLLDMHFK.R Dimethyl: 1, 8

1379 true 2548 1087.6411 1086.6269 1 6.41 184.3 29.83 20.1 (M:20.1) 1 54.36 1 1 R.EAMEMLKK.E
Dimethyl:2H(4): 1, 7; 
Oxidation: 5; Dimethyl: 8

1380 true 1394 1088.4976 1087.4943 1 -3.7 350.72 24 19.5 (M:19.5) 1 1 0 K.MYANMFQR.L Dimethyl: 1



1381 true 1165 1088.5591 1087.56 1 -7.53 171.81 23.67 15.7 (M:15.7) 1 1 0 R.FLENFSSGR.R Dimethyl:2H(4): 1

1382 true 1519 1088.5622 1087.5338 1 19.36 372.43 34.33 50.3 (M:50.3) 1 1 0 R.DFGSFANFK.E Dimethyl: 1, 9

1383 true 1126 1088.5942 1087.5964 1 -8.75 333.45 22.5 19.4 (M:19.4) 1 1 0 R.GVFYQTVSR.K Dimethyl:2H(4): 1

1384 true 759 1088.6468 1087.6288 1 9.88 148.85 22.5 35.8 (M:35.8) 2 1 0 K.IDVLVNNGGR.S Dimethyl:2H(4): 1



1385 true 1299 1089.5176 1088.5251 1 -13.57 178.25 32.67 31.3 (M:31.3) 1 1 0 M.GEYGIAPGQR.V Acetyl: 1

1386 true 823 1089.5781 1088.5764 1 -5.08 152.39 29.5 17.6 (M:17.6) 1 1 0 K.DNPITVNER.I Dimethyl:2H(4): 1

1387 true 2180 1090.5241 1089.528 1 -10.29 205.62 34.83 20.6 (M:20.6) 1 1 0 K.LEDTYFDR.D Dimethyl:2H(4): 1

1388 true 247 1090.5596 1089.5505 1 1.67 186.29 19 24.0 (M:24.0) 1 1 0 K.DYGNSPLHR.F Dimethyl:2H(4): 1



1389 true 701 1090.6044 1089.6104 1 -12.14 93.42 35.17 15.3 (M:15.3) 1 1 1 -.VDASDKMLK.Y Dimethyl: 1, 6, 9

1390 true 2320 1091.542 1090.5419 1 -6.57 401.43 38.5 20.7 (M:20.7) 1 1 0 R.NFMIDTYR.L Dimethyl:2H(4): 1

1391 true 345 1091.5571 1090.5295 1 18.62 213.08 33.67 26.3 (M:26.3) 1 1 0 R.FESPEVAER.A Dimethyl: 1

1392 true 1204 1091.5694 1090.5407 1 19.61 237.69 24 46.6 (M:46.6) 1 1 0 R.GVNTFSPEGR.L Dimethyl: 1



1393 true 373 1091.5911 1090.5821 1 1.58 270.59 17.33 44.3 (M:44.3) 1 1 0 K.NLNHVSYGR.L Dimethyl:2H(4): 1

1394 false 2043 1091.6079 1090.6107 1 -9.21 369.33 37 26.0 (M:26.0) 1 2 0 K.NVDCVLLAR.H
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

1395 false 2043 1091.6079 1090.5808 1 18.15 311.77 37 21.5 (M:21.5) 1 67.78 7 1 K.KTDNEEAPK.E
Dimethyl:2H(4): 1; 
Dimethyl: 9

1396 true 2724 1092.5266 1091.5256 1 -5.74 230.96 32.5 17.1 (M:17.1) 1 1 0 -.MMPFGGIAAR.L Acetyl: 1



1397 true 1571 1092.568 1091.5611 1 -0.39 246.29 42.17 31.2 (M:31.2) 1 1 0 R.TNEGVIEFR.S Dimethyl: 1

1398 true 406 1092.5682 1091.5651 1 -3.86 170.23 21.33 49.2 (M:49.2) 1 1 0 R.FEPYANPAK.R Dimethyl: 1, 9

1399 false 3123 1092.5707 1091.54 1 21.47 262.3 32.17 21.5 (M:21.5) 1 3 0 K.HQYEGGVFK.I Dimethyl: 9

1400 false 3123 1092.5707 1091.5583 1 4.71 219.46 32.17 23.5 (M:23.5) 1 2 1 K.DLCPEDKR.R

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Dimethyl: 7



1401 true 3123 1092.5707 1091.5692 1 -5.23 239.68 32.17 42.6 (M:42.6) 1 1 0 K.FGFYEVFK.I Dimethyl: 1, 8

1402 true 258 1092.5849 1091.5724 1 4.8 275.57 16.5 19.6 (M:19.6) 1 1 0 K.QFIAAQGSSR.S Dimethyl: 1

1403 true 3055 1092.6425 1091.6529 1 -16.11 245.16 32.5 21.0 (M:21.0) 1 1 0 K.VTFAGEAIPK.T
Dimethyl:2H(4): 10; 
Dimethyl: 1

1404 true 2912 1092.6449 1091.6227 1 13.69 351.59 40.5 68.7 (M:68.7) 7 1 0 K.VLTSFGDAVK.N Dimethyl: 1, 10



1405 false 2912 1092.6449 1091.6227 1 13.69 270.38 40.5 19.6 (M:19.6) 3 2 0 K.VLSSFGEAVK.N Dimethyl: 1, 10

1406 true 2164 1092.6528 1091.659 1 -12.36 312.32 31.67 25.8 (M:25.8) 1 1 0 K.STLINTLFK.S Dimethyl: 1, 9

1407 true 507 1093.4723 1092.4515 1 12.45 359.2 29.67 36.0 (M:36.0) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl: 1

1408 true 507 1093.4723 1092.4515 1 12.45 359.2 29.67 36.0 (M:36.0) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl: 1



1409 true 507 1093.4723 1092.4515 1 12.45 359.2 29.67 36.0 (M:36.0) 1 1 0 R.NMMAACDPR.R
Carbamidomethyl: 6; 
Dimethyl: 1

1410 true 507 1093.4723 1092.4515 1 12.45 359.2 29.67 36.0 (M:36.0) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl: 1

1411 false 2258 1093.525 1092.5423 1 -22.51 212.06 35.5 15.2 (M:15.2) 1 2 0 K.LGMLDPDER.D
Dimethyl:2H(4): 1; 
Oxidation: 3

1412 true 1258 1093.5353 1092.5502 1 -20.29 170.93 31.83 21.1 (M:21.1) 1 1 0 K.NFGDQPDIR.C Dimethyl:2H(4): 1



1413 false 1832 1093.5474 1092.5451 1 -4.6 148.51 33.17 16.9 (M:16.9) 1 3 0 R.QLYDEELR.E Dimethyl: 1

1414 true 522 1093.6065 1092.6018 1 -2.41 158.17 22.33 18.4 (M:18.4) 1 1 0 R.FHEQFVVR.E Dimethyl:2H(4): 1

1415 true 2132 1093.6688 1092.6404 1 19.35 200.31 31.5 19.5 (M:19.5) 1 1 1 R.ILRGHGADVK.C Dimethyl: 10

1416 false 3418 1093.6729 1092.6543 1 10.36 248.18 34.17 15.1 (M:15.1) 1 2 0 K.SLTYLSILR.N Dimethyl: 1



1417 true 2715 1094.5359 1093.5376 1 -8.14 181.87 37.5 20.9 (M:20.9) 1 1 0 R.DNLADDIMR.L Dimethyl:2H(4): 1

1418 true 523 1094.6523 1093.6244 1 18.87 188.99 22.33 37.5 (M:37.5) 1 1 0 K.TALIHDGLAR.G Dimethyl: 1

1419 true 248 1095.5868 1094.572 1 6.81 267 20 30.2 (M:30.2) 1 1 0 K.NTIVTSYNR.N Dimethyl: 1

1420 true 730 1095.5996 1094.5658 1 24.17 231.49 24 35.4 (M:35.4) 1 1 0 R.GVNTFSPEGR.L Dimethyl:2H(4): 1



1421 true 167 1095.6165 1094.6084 1 0.71 191.25 20.5 44.5 (M:44.5) 1 1 0 R.IAQITGPPDR.C Dimethyl: 1

1422 true 2496 1095.6238 1094.6161 1 0.31 162.59 29.67 18.8 (M:18.8) 1 1 0 K.DVDLDFLAK.M
Dimethyl:2H(4): 1; 
Dimethyl: 9

1423 true 1845 1095.6288 1094.6274 1 -5.32 314.18 27.83 15.8 (M:15.8) 1 1 0 R.VPDYTSLLR.G Dimethyl:2H(4): 1

1424 true 2963 1095.6357 1094.6124 1 14.57 192.96 31.5 39.5 (M:39.5) 1 1 0 K.FIGLESVFR.A Dimethyl: 1



1425 true 1405 1095.6569 1094.6448 1 4.4 264.51 25.17 70.1 (M:70.1) 3 1 0 K.ESTLHLVLR.L Dimethyl: 1

1426 true 1921 1095.662 1094.6376 1 15.65 224.58 27.33 37.3 (M:37.3) 1 1 0 R.AVALYFIDK.L Dimethyl: 1, 9

1427 true 1681 1096.594 1095.5862 1 0.44 235.81 42.17 19.7 (M:19.7) 1 1 0 R.TNEGVIEFR.S Dimethyl:2H(4): 1

1428 true 1720 1096.5996 1095.5713 1 19.18 176.12 25.67 39.8 (M:39.8) 1 1 0 K.QFYINVER.E Dimethyl: 1



1429 true 1377 1096.6038 1095.5841 1 11.34 364.81 34.33 64.5 (M:64.5) 2 1 0 R.DFGSFANFK.E Dimethyl:2H(4): 1, 9

1430 true 2247 1096.6334 1095.6328 1 -6.08 389.72 32.5 51.3 (M:51.3) 2 1 0 K.FSFAGLTIGK.T Dimethyl: 1, 10

1431 false 2247 1096.6334 1095.6513 1 -22.89 371.75 32.5 15.7 (M:15.7) 1 2 1 K.SAASPAKRPR.L Dimethyl: 1, 7

1432 false 578 1096.6735 1095.6764 1 -9.34 189.61 21.67 16.3 (M:16.3) 1 4 1 R.IRGINGVSPK.V Dimethyl: 1, 10



1433 true 1128 1097.4458 1096.443 1 -4.04 339.04 31.17 33.6 (M:33.6) 1 1 0 R.DFSCPQCR.T
Carbamidomethyl: 4, 7; 
Dimethyl: 1

1434 true 508 1097.4945 1096.4766 1 9.75 308.19 29.67 42.2 (M:42.2) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1435 true 508 1097.4945 1096.4766 1 9.75 308.19 29.67 42.2 (M:42.2) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1436 true 508 1097.4945 1096.4766 1 9.75 308.19 29.67 42.2 (M:42.2) 1 1 0 R.NMMAACDPR.R
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



1437 true 508 1097.4945 1096.4766 1 9.75 308.19 29.67 42.2 (M:42.2) 1 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1438 false 706 1097.5594 1096.5764 1 -22.16 332.36 29.33 16.3 (M:16.3) 1 3 0 K.DIVHVDSEK.E Dimethyl: 1, 9

1439 true 1800 1097.578 1096.5702 1 0.46 242.2 33.17 31.0 (M:31.0) 1 1 0 R.QLYDEELR.E Dimethyl:2H(4): 1

1440 false 2464 1097.6611 1096.6717 1 -16.29 219.01 49 17.9 (M:17.9) 1 8 0 R.GLASRPSLLR.L Dimethyl: 1



1441 true 2464 1097.6611 1096.6492 1 4.18 285.44 49 56.5 (M:56.5) 1 1 0 K.LSPEELLLR.W Dimethyl: 1

1442 false 2464 1097.6611 1096.6566 1 -2.55 238.4 49 20.9 (M:20.9) 1 5 0 -.MPTPVILLK.E
Acetyl: 1; Oxidation: 1; 
Dimethyl: 9

1443 true 2464 1097.6611 1096.6492 1 4.18 285.44 49 56.5 (M:56.5) 1 1 0 R.LSPEELLLR.W Dimethyl: 1

1444 true 1618 1098.5057 1097.5142 1 -14.31 204.38 32.5 18.9 (M:18.9) 2 1 0 K.FLYDDNQR.V Dimethyl: 1



1445 true 3807 1098.5622 1097.5645 1 -8.74 215.88 41.17 69.5 (M:69.5) 1 1 0 K.DVIEEYFK.C Dimethyl: 1, 8

1446 true 701 1098.6438 1097.6495 1 -11.85 220.2 22.17 38.1 (M:38.1) 1 1 0 K.TALIHDGLAR.G Dimethyl:2H(4): 1

1447 false 3875 1098.67 1097.6808 1 -16.52 545.33 35.83 17.9 (M:17.9) 1 3 1 R.TSNIPNIKK.F Dimethyl: 1, 8, 9

1448 true 779 1098.6739 1097.6557 1 9.95 283.53 21.33 20.6 (M:20.6) 1 1 0 K.ALAAGGVGSIVR.V Dimethyl: 1



1449 false 2361 1099.5746 1098.5921 1 -22.57 373.94 37.83 17.9 (M:17.9) 1 2 0 K.SGLVEVDPAGK.N Dimethyl: 11

1450 true 1893 1099.602 1098.6033 1 -7.85 233.96 43.5 19.4 (M:19.4) 1 1 0 K.QGDQIEIIR.L Dimethyl: 1

1451 true 108 1099.6381 1098.6335 1 -2.45 182.01 20.5 36.7 (M:36.7) 1 1 0 R.IAQITGPPDR.C Dimethyl:2H(4): 1

1452 false 3559 1099.6445 1098.6285 1 7.93 243.78 37.33 23.1 (M:23.1) 1 2 1 K.LEDNPKSLK.S Dimethyl: 6, 9



1453 true 1955 1099.6541 1098.6397 1 6.5 149.56 32.17 22.9 (M:22.9) 3 66.1 1 1 R.LKLSPSPSSR.V Dimethyl: 2

1454 false 1412 1099.6561 1098.6397 1 8.31 250.8 29.5 17.0 (M:17.0) 1 3 1 R.TGTAPLDRLK.V Dimethyl: 10

1455 true 2538 1099.6611 1098.6649 1 -10.04 337.89 39.5 50.8 (M:50.8) 1 1 0 R.NLLQVDLTK.R Dimethyl: 1, 9

1456 false 2379 1100.589 1099.5662 1 14.05 284.24 28.67 15.8 (M:15.8) 1 2 1 K.SFTKSFLDR.H



1457 true 3017 1100.5909 1099.5624 1 19.35 357.72 52 30.3 (M:30.3) 1 1 0 R.MVFDEYLK.I Dimethyl: 1, 8

1458 true 3124 1100.6195 1099.6194 1 -6.55 225.55 32.17 29.8 (M:29.8) 1 1 0 K.FGFYEVFK.I Dimethyl:2H(4): 1, 8

1459 false 1260 1100.6802 1099.6729 1 0.06 151.36 24.17 20.6 (M:20.6) 1 2 0 K.VLSSFGEAVK.N Dimethyl:2H(4): 1, 10

1460 true 1260 1100.6802 1099.6729 1 0.06 191.29 24.17 62.2 (M:62.2) 2 1 0 K.VLTSFGDAVK.N Dimethyl:2H(4): 1, 10



1461 false 1260 1100.6802 1099.6729 1 0.06 155.38 24.17 18.0 (M:18.0) 1 3 0 K.IVADFSASVK.K Dimethyl:2H(4): 1, 10

1462 true 3487 1100.7175 1099.6853 1 22.69 281.11 34 18.5 (M:18.5) 1 1 1 K.ELLKASVEK.F Dimethyl: 1, 4, 9

1463 true 3057 1100.7632 1099.7456 1 9.37 291.22 31.83 36.1 (M:36.1) 1 1 0 R.LLAEPVPGIK.A Dimethyl:2H(4): 1, 10

1464 true 1917 1101.5349 1100.5138 1 12.49 249.01 45.17 19.6 (M:19.6) 1 1 0 R.STAEYFAER.L Dimethyl: 1



1465 true 2866 1101.5801 1100.5655 1 6.68 374.96 31.83 47.0 (M:47.0) 1 1 0 R.AFSYYGPLR.T Dimethyl: 1

1466 true 1340 1101.6853 1100.7008 1 -20.72 142.94 24.83 16.3 (M:16.3) 1 1 1 K.IKHVGNFVK.K
Dimethyl:2H(4): 2; 
Dimethyl: 9

1467 true 2381 1101.686 1100.6743 1 3.97 315.36 49 44.2 (M:44.2) 1 1 0 R.LSPEELLLR.W Dimethyl:2H(4): 1

1468 true 2381 1101.686 1100.6743 1 3.97 315.36 49 44.2 (M:44.2) 1 1 0 K.LSPEELLLR.W Dimethyl:2H(4): 1



1469 true 1591 1102.5301 1101.5277 1 -4.46 334.55 24.67 23.1 (M:23.1) 1 1 0 K.YAGLSTCFR.Q
Carbamidomethyl: 7; 
Dimethyl: 1

1470 false 3093 1102.6005 1101.5918 1 1.31 167.23 32.17 17.7 (M:17.7) 1 3 0 R.ISNLDELDK.E Dimethyl: 1, 9

1471 false 1615 1102.6064 1101.5852 1 12.58 360.81 27.33 15.3 (M:15.3) 1 3 0 K.GTMITIEGPR.F Dimethyl: 1

1472 false 3273 1102.6096 1101.603 1 -0.57 239.29 43.67 17.4 (M:17.4) 1 2 1 R.LTIAEERDK.R Dimethyl: 1



1473 true 3273 1102.6096 1101.6216 1 -17.47 314.76 43.67 43.2 (M:43.2) 2 1 0 K.CLIEILASR.T
Carbamidomethyl: 1; 
Dimethyl: 1

1474 false 4772 1102.65 1101.6216 1 19.15 371.29 54 15.9 (M:15.9) 1 50 7 1 R.KAMDLLNNK.V Dimethyl: 1, 9

1475 true 2306 1102.6664 1101.6546 1 4.08 284.94 28.67 31.0 (M:31.0) 1 1 0 K.SVALPIFTAR.I Dimethyl: 1

1476 false 1870 1102.6708 1101.6808 1 -15.67 162.55 30.5 15.4 (M:15.4) 1 4 1 K.QNAELAKLR.Q
Dimethyl:2H(4): 1; 
Dimethyl: 7



1477 false 1359 1102.6716 1101.691 1 -24.17 178.23 29.67 15.3 (M:15.3) 1 7 1 K.ELFLGALRK.E Dimethyl: 1, 9

1478 true 1359 1102.6716 1101.6587 1 5.18 219.56 29.67 39.6 (M:39.6) 1 1 0 R.EFLLIFHK.A Dimethyl: 1, 8

1479 true 1736 1102.6875 1101.6798 1 0.44 297.29 25.33 32.7 (M:32.7) 1 1 0 K.VTLDFAKPK.G Dimethyl: 1, 7, 9

1480 true 668 1102.6945 1101.6808 1 5.8 254.04 21.33 41.7 (M:41.7) 1 1 0 K.ALAAGGVGSIVR.V Dimethyl:2H(4): 1



1481 true 348 1103.5766 1102.5619 1 6.79 177.14 36 26.2 (M:26.2) 1 1 0 K.LAGESESNLR.K Dimethyl: 1

1482 true 505 1103.5768 1102.5699 1 -0.38 85.2 21.83 39.4 (M:39.4) 2 1 0 K.YVSQYYPK.L Dimethyl: 1, 8

1483 true 292 1103.5873 1102.5593 1 18.72 292.85 21.33 45.0 (M:45.0) 1 1 0 K.MLQHIDYR.M Dimethyl: 1

1484 true 673 1103.6042 1102.5998 1 -2.57 173.76 29.17 16.8 (M:16.8) 1 1 0 R.YESLTDPSK.L Dimethyl:2H(4): 1, 9



1485 true 673 1103.6042 1102.5998 1 -2.57 173.76 29.17 16.8 (M:16.8) 1 1 0 R.YESLTDPSK.L Dimethyl:2H(4): 1, 9

1486 true 2665 1103.6188 1102.6023 1 8.38 319.63 39 35.5 (M:35.5) 1 1 0 K.NLPFSVENK.W Dimethyl: 1, 9

1487 true 2329 1103.6544 1102.6536 1 -5.81 313 30.17 40.3 (M:40.3) 2 1 0 R.SNTPILVDGK.D
Dimethyl:2H(4): 1; 
Dimethyl: 10

1488 true 1922 1103.6996 1102.6878 1 4.07 156.26 27.33 34.3 (M:34.3) 1 1 0 R.AVALYFIDK.L Dimethyl:2H(4): 1, 9



1489 true 2045 1104.5908 1103.5947 1 -10.11 315.14 45.83 21.6 (M:21.6) 1 1 0 R.ILGEPMQER.K Dimethyl:2H(4): 1

1490 false 3929 1104.6289 1103.6488 1 -24.61 100.87 41.67 15.2 (M:15.2) 1 2 0 R.SEIDLLNIR.G Dimethyl:2H(4): 1

1491 true 711 1104.6664 1103.683 1 -21.63 338.69 21.33 27.9 (M:27.9) 1 1 0 K.YGLAAAVFTK.D Dimethyl:2H(4): 1, 10

1492 true 185 1105.5563 1104.5564 1 -6.63 376.79 27 25.4 (M:25.4) 4 1 1 K.IREEYPDR.I Dimethyl: 1



1493 true 185 1105.5563 1104.5564 1 -6.63 376.79 27 25.4 (M:25.4) 4 1 1 K.IREEYPDR.I Dimethyl: 1

1494 true 185 1105.5563 1104.5564 1 -6.63 376.79 27 25.4 (M:25.4) 4 1 1 K.IREEYPDR.I Dimethyl: 1

1495 true 185 1105.5563 1104.5564 1 -6.63 376.79 27 25.4 (M:25.4) 4 1 1 K.IREEYPDR.I Dimethyl: 1

1496 true 675 1105.5939 1104.604 1 -15.71 156.87 21 39.0 (M:39.0) 1 1 0 K.GHAVGDIPGVR.F Dimethyl: 1



1497 true 3044 1105.6017 1104.5906 1 3.45 328.02 31.83 27.7 (M:27.7) 1 1 0 R.AFSYYGPLR.T Dimethyl:2H(4): 1

1498 true 4034 1105.6259 1104.6328 1 -12.83 336.35 42.33 59.1 (M:59.1) 1 1 0 R.SEIDLLDIR.H Dimethyl:2H(4): 1

1499 true 3225 1105.6748 1104.6671 1 0.38 308.71 32.5 28.9 (M:28.9) 1 1 0 K.VIEGSFVYK.G Dimethyl:2H(4): 1, 9

1500 true 76 1105.6968 1104.6755 1 12.68 188.98 15.17 17.4 (M:17.4) 1 1 1 K.AKFENLCK.I
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 2, 8



1501 true 878 1106.5228 1105.5193 1 -3.4 317.41 29.83 34.7 (M:34.7) 1 1 0 K.YPHVEDYR.R Dimethyl: 1

1502 true 2459 1106.5289 1105.4968 1 22.43 222.67 36 50.8 (M:50.8) 1 1 0 R.DYFEEYGK.I Dimethyl: 1, 8

1503 true 1551 1106.5549 1105.5528 1 -4.74 271.46 24.67 18.3 (M:18.3) 1 1 0 K.YAGLSTCFR.Q
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1504 true 390 1106.5858 1105.5781 1 0.35 246.8 17.17 27.3 (M:27.3) 2 1 0 R.HFNAPSHIR.R Dimethyl: 1



1505 true 4305 1106.601 1105.574 1 17.84 158.99 44.5 15.5 (M:15.5) 1 1 0 -.MATEIGSPPR.F
Dimethyl:2H(4): 1; 
Oxidation: 1

1506 true 3768 1106.6072 1105.6147 1 -13.31 231.09 41.17 39.6 (M:39.6) 1 1 0 K.DVIEEYFK.C Dimethyl:2H(4): 1, 8

1507 true 169 1106.6213 1105.6259 1 -10.72 117.35 21.33 18.6 (M:18.6) 1 1 0 R.FGQVYTEAK.R Dimethyl:2H(4): 1, 9

1508 true 1715 1106.6286 1105.6383 1 -15.38 319.25 35.33 50.9 (M:50.9) 1 1 0 K.SITGDFALVK.A Dimethyl: 1, 10



1509 false 1715 1106.6286 1105.643 1 -19.63 326.61 35.33 22.0 (M:22.0) 1 2 1 R.GHMHKLIVK.Y Oxidation: 3; Dimethyl: 9

1510 true 3335 1106.636 1105.6467 1 -16.3 384.36 45.67 50.8 (M:50.8) 1 1 0 K.CLIEILASR.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1511 true 2307 1106.6919 1105.6797 1 4.41 333.82 28.67 33.0 (M:33.0) 1 1 0 K.SVALPIFTAR.I Dimethyl:2H(4): 1

1512 true 332 1107.5888 1106.587 1 -4.94 186.1 36 20.7 (M:20.7) 1 1 0 K.LAGESESNLR.K Dimethyl:2H(4): 1



1513 true 150 1107.616 1106.5845 1 21.95 271.16 21.33 45.2 (M:45.2) 1 1 0 K.MLQHIDYR.M Dimethyl:2H(4): 1

1514 true 1850 1107.6501 1106.6488 1 -5.43 219.6 25.67 22.8 (M:22.8) 1 1 0 R.GYPTLLLFR.G Dimethyl: 1

1515 true 2805 1107.6832 1106.6812 1 -4.78 303.86 30.67 17.6 (M:17.6) 1 1 0 K.GISPIPINLR.V Dimethyl: 1

1516 true 533 1107.7091 1106.6939 1 7.14 306.02 20.5 25.9 (M:25.9) 1 1 0 K.AANLPLPGYK.A Dimethyl:2H(4): 1, 10



1517 false 2539 1107.7123 1106.7001 1 4.38 370.54 39.5 24.7 (M:24.7) 1 2 1 R.LLNKFGLDK.I
Dimethyl:2H(4): 1; 
Dimethyl: 9

1518 true 2539 1107.7123 1106.7151 1 -9.1 337.83 39.5 46.9 (M:46.9) 1 1 0 R.NLLQVDLTK.R Dimethyl:2H(4): 1, 9

1519 false 626 1108.5811 1107.571 1 2.61 183.68 29 16.5 (M:16.5) 1 2 0 R.QVSEDLTER.A Dimethyl:2H(4): 1

1520 true 1831 1108.6035 1107.5874 1 7.92 467.62 36.33 42.9 (M:42.9) 1 1 0 R.NECFLSFK.V
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 8



1521 true 2437 1108.6142 1107.5899 1 15.34 401.08 30 48.2 (M:48.2) 1 1 0 K.VFCVGPVFR.A
Carbamidomethyl: 3; 
Dimethyl: 1

1522 true 3120 1108.6218 1107.6226 1 -7.34 286.31 51.83 28.0 (M:28.0) 1 1 0 K.INEGFDLLR.T Dimethyl:2H(4): 1

1523 true 260 1109.5701 1108.5587 1 3.73 307.53 16.5 43.5 (M:43.5) 1 1 0 K.STCIYGGAPK.G
Carbamidomethyl: 3; 
Dimethyl: 1, 10

1524 true 260 1109.5701 1108.5587 1 3.73 307.53 16.5 43.5 (M:43.5) 1 1 0 K.STCIYGGAPK.G
Carbamidomethyl: 3; 
Dimethyl: 1, 10



1525 true 186 1109.5833 1108.5815 1 -4.95 415.85 27 41.4 (M:41.4) 3 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

1526 true 186 1109.5833 1108.5815 1 -4.95 415.85 27 41.4 (M:41.4) 3 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

1527 true 186 1109.5833 1108.5815 1 -4.95 415.85 27 41.4 (M:41.4) 3 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

1528 false 186 1109.5833 1108.5811 1 -4.65 491.38 27 15.7 (M:15.7) 1 8 0 K.LQLSGHAMPR.L



1529 true 186 1109.5833 1108.5815 1 -4.95 415.85 27 41.4 (M:41.4) 3 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

1530 true 1509 1109.5848 1108.5665 1 9.89 223.03 24.83 20.1 (M:20.1) 1 1 0 K.FAFQAEVNR.M Dimethyl: 1

1531 false 861 1109.589 1108.5764 1 4.8 284.18 36.83 16.3 (M:16.3) 2 51.44 3 1 K.EAADYKTQK.E Dimethyl: 6, 9

1532 true 1572 1109.6044 1108.5917 1 4.85 370.37 34.67 34.9 (M:34.9) 1 1 0 R.YDLTVPFAR.Y Dimethyl: 1



1533 true 882 1109.6139 1108.6001 1 5.9 291.17 22.33 18.1 (M:18.1) 1 1 0 K.MVFVPSNQR.F Dimethyl:2H(4): 1

1534 true 676 1109.621 1108.6291 1 -13.87 147.29 21 41.7 (M:41.7) 1 1 0 K.GHAVGDIPGVR.F Dimethyl:2H(4): 1

1535 true 1120 1109.626 1108.6281 1 -8.44 342.79 23.17 51.5 (M:51.5) 2 1 0 R.QIFNGTFVK.L Dimethyl: 1, 9

1536 true 1487 1109.708 1108.6968 1 3.51 331.9 24.67 29.3 (M:29.3) 2 1 0 R.VVLIGGKPDR.V Dimethyl: 1, 7



1537 true 1335 1109.7131 1108.7096 1 -3.42 284.46 23.67 20.5 (M:20.5) 1 1 0 K.QPGITFIAAK.F Dimethyl:2H(4): 1, 10

1538 true 824 1109.7137 1108.6922 1 12.87 113.43 22.5 19.7 (M:19.7) 1 1 1 K.KELDYFAK.A Dimethyl:2H(4): 1, 1, 8

1539 true 833 1110.5466 1109.5444 1 -4.55 372.45 29.83 33.5 (M:33.5) 1 1 0 K.YPHVEDYR.R Dimethyl:2H(4): 1

1540 true 2147 1110.5502 1109.5353 1 6.89 290.45 45.67 28.7 (M:28.7) 1 1 0 R.ESFEGSISAR.I Dimethyl: 1



1541 false 3313 1110.5714 1109.5754 1 -10.18 248.1 34 18.8 (M:18.8) 1 4 0 R.LASTSDIDEK.E Dimethyl:2H(4): 10

1542 true 2065 1110.5779 1109.5506 1 18.1 397.82 37.5 58.1 (M:58.1) 1 1 0 K.FNPFVTSDR.S Dimethyl: 1

1543 false 4506 1110.5833 1109.5829 1 -6.22 512.59 52.33 15.9 (M:15.9) 1 4 0 R.AQSELAAHQK.K Dimethyl: 10

1544 false 2537 1110.6075 1109.5791 1 19.08 182.79 29 15.8 (M:15.8) 1 52.7 2 1 R.DMEQKFIK.E Oxidation: 2; Dimethyl: 5, 8



1545 true 234 1110.622 1109.6032 1 10.38 288.1 16.17 20.3 (M:20.3) 1 1 0 R.HFNAPSHIR.R Dimethyl:2H(4): 1

1546 true 478 1110.6576 1109.6457 1 4.16 337.98 20.33 24.1 (M:24.1) 2 1 0 R.LGLMPPPEPK.V Dimethyl:2H(4): 1

1547 true 334 1111.541 1110.5458 1 -10.84 332.41 27.67 32.5 (M:32.5) 1 1 0 K.HPPGDEIYR.K Dimethyl: 1

1548 true 269 1111.57 1110.5607 1 1.77 182.63 33.5 26.9 (M:26.9) 1 1 0 R.NVIDYNGER.T Dimethyl:2H(4): 1



1549 true 2004 1111.625 1110.6186 1 -0.78 191.64 27.33 33.6 (M:33.6) 1 1 0 K.DLPFIVSHR.L Dimethyl: 1

1550 true 2364 1111.6642 1110.6525 1 3.97 319.3 39 43.2 (M:43.2) 1 1 0 K.NLPFSVENK.W Dimethyl:2H(4): 1, 9

1551 true 1851 1111.6692 1110.6739 1 -10.81 170.65 25.67 18.6 (M:18.6) 1 1 0 R.GYPTLLLFR.G Dimethyl:2H(4): 1

1552 true 824 1112.5507 1111.5448 1 -1.22 231.22 30.33 22.9 (M:22.9) 1 1 0 K.FEENTLDGR.K Dimethyl:2H(4): 1



1553 true 458 1112.564 1111.555 1 1.6 249.25 34 53.2 (M:53.2) 1 1 0 K.FINDQYEK.Y Dimethyl: 1, 8

1554 true 2583 1112.6381 1111.615 1 14.19 404.73 30 22.8 (M:22.8) 1 1 0 K.VFCVGPVFR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

1555 false 4300 1112.6515 1111.6713 1 -24.42 331.38 46.67 20.2 (M:20.2) 1 2 1 K.NVLINKDIR.C Dimethyl: 1

1556 true 50 1112.6805 1111.6729 1 0.27 261.8 21.5 56.6 (M:56.6) 1 1 0 R.LTPYAENLK.N Dimethyl:2H(4): 1, 9



1557 true 1964 1113.5502 1112.5502 1 -6.57 281.62 34.5 31.5 (M:31.5) 2 1 0 K.EQIYDVYR.Y Dimethyl: 1

1558 true 1442 1113.6073 1112.5917 1 7.5 251.65 24.83 51.6 (M:51.6) 1 1 0 K.FAFQAEVNR.M Dimethyl:2H(4): 1

1559 true 1573 1113.6317 1112.6168 1 6.87 421.87 34.67 32.7 (M:32.7) 1 1 0 R.YDLTVPFAR.Y Dimethyl:2H(4): 1

1560 false 4116 1113.6431 1112.6554 1 -17.54 327.46 42.83 22.9 (M:22.9) 1 3 1 R.ELAQQIQKK.L Dimethyl: 1



1561 true 2213 1113.6788 1112.6554 1 14.48 347.95 28.83 54.1 (M:54.1) 1 1 0 R.GETLGIIGLGR.V Dimethyl: 1

1562 true 2213 1113.6788 1112.6554 1 14.48 347.95 28.83 54.1 (M:54.1) 1 1 0 R.GETLGIIGLGR.V Dimethyl: 1

1563 true 2460 1114.5447 1113.547 1 -8.63 266.56 36 44.1 (M:44.1) 1 1 0 R.DYFEEYGK.I Dimethyl:2H(4): 1, 8

1564 true 2046 1114.5767 1113.5604 1 8.12 266.08 45.67 28.7 (M:28.7) 1 1 0 R.ESFEGSISAR.I Dimethyl:2H(4): 1



1565 true 1345 1114.5815 1113.5852 1 -9.89 244.34 40.33 24.3 (M:24.3) 1 1 0 K.VELDNMPLR.G Dimethyl: 1

1566 true 3963 1114.5917 1113.5859 1 -1.34 384.83 45.33 26.1 (M:26.1) 2 1 0 K.FYLDLYPR.E Dimethyl: 1

1567 true 1522 1114.5994 1113.5757 1 14.8 401.83 37.5 74.5 (M:74.5) 1 1 0 K.FNPFVTSDR.S Dimethyl:2H(4): 1

1568 true 660 1114.6062 1113.603 1 -3.68 277.23 35.33 49.5 (M:49.5) 1 1 0 K.NVNVVEQEK.I Dimethyl: 1, 9



1569 true 2005 1115.6468 1114.6437 1 -3.74 227.59 27.33 23.2 (M:23.2) 1 1 0 K.DLPFIVSHR.L Dimethyl:2H(4): 1

1570 true 1310 1115.6954 1114.676 1 10.81 333.75 23.33 15.5 (M:15.5) 1 1 0 K.GAVALAQAVQR.A Dimethyl:2H(4): 1

1571 true 151 1115.7295 1114.695 1 24.43 272.51 20.33 38.2 (M:38.2) 1 1 0 K.QHADVVAAIK.A Dimethyl:2H(4): 1, 10

1572 true 631 1116.5862 1115.5925 1 -12.22 20.34 20.83 18.3 (M:18.3) 1 1 0 R.MYYDVKPH.- Dimethyl:2H(4): 1, 6



1573 true 545 1116.6283 1115.6009 1 18.04 411.78 30.17 74.0 (M:74.0) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl: 1, 11

1574 true 545 1116.6283 1115.6009 1 18.04 411.78 30.17 74.0 (M:74.0) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl: 1, 11

1575 true 1871 1116.7011 1115.6954 1 -1.46 221.06 30.33 22.7 (M:22.7) 1 1 0 R.QLYLPVLSK.V Dimethyl: 1, 9

1576 true 140 1116.7044 1115.6852 1 10.7 231.3 20.67 34.7 (M:34.7) 1 1 0 K.LITPAVVSER.L Dimethyl:2H(4): 1



1577 true 2070 1117.5758 1116.5753 1 -6.13 240.38 34.5 21.5 (M:21.5) 1 1 0 K.EQIYDVYR.Y Dimethyl:2H(4): 1

1578 false 3769 1117.5957 1116.6139 1 -22.77 168.18 41 17.2 (M:17.2) 1 2 1 K.KDGTEVTVLR.N

1579 true 51 1117.6147 1116.6151 1 -6.83 159.11 20 20.7 (M:20.7) 1 1 0 K.HPMDLSTIK.R
Dimethyl:2H(4): 1; 
Oxidation: 3; Dimethyl: 9

1580 false 4117 1117.6677 1116.6399 1 18.36 207.91 42.83 19.6 (M:19.6) 1 63.9 7 0 R.IKPVLMMNK.M Oxidation: 6; Dimethyl: 9



1581 false 4117 1117.6677 1116.6805 1 -17.93 345.33 42.83 30.3 (M:30.3) 1 3 1 K.EIRLAEQVK.A Dimethyl:2H(4): 1

1582 true 2052 1117.6759 1116.6543 1 12.82 337.07 27.17 29.3 (M:29.3) 3 1 0 K.QLITSVWSK.V Dimethyl: 1, 9

1583 true 3964 1117.6788 1116.6805 1 -7.99 382.56 45.33 37.0 (M:37.0) 1 1 0 R.DLASVQALLR.K Dimethyl:2H(4): 1

1584 false 3964 1117.6788 1116.6553 1 14.51 316.44 45.33 18.5 (M:18.5) 1 2 1 K.DSPLGTARLR.S Dimethyl:2H(4): 1



1585 true 1207 1117.6829 1116.6783 1 -2.38 343.05 23.17 52.4 (M:52.4) 1 1 0 R.QIFNGTFVK.L Dimethyl:2H(4): 1, 9

1586 true 1998 1117.6881 1116.6805 1 0.31 262.87 28.67 26.9 (M:26.9) 2 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

1587 true 1998 1117.6881 1116.6805 1 0.31 262.87 28.67 26.9 (M:26.9) 2 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

1588 true 3141 1117.6911 1116.6805 1 3.02 307.24 32.17 20.9 (M:20.9) 1 1 0 R.GELVLVTGAAR.G Dimethyl:2H(4): 1



1589 true 1488 1117.7593 1116.747 1 4.42 360.67 24.67 24.1 (M:24.1) 1 1 0 R.VVLIGGKPDR.V Dimethyl:2H(4): 1, 7

1590 true 564 1118.5608 1117.555 1 -1.28 317.12 29.67 18.4 (M:18.4) 1 1 0 K.NVMATNDVVR.Y

1591 true 231 1118.567 1117.555 1 4.25 226.84 20.83 44.8 (M:44.8) 2 1 0 K.VTMQNLNDR.L Dimethyl: 1

1592 true 1346 1118.608 1117.6103 1 -8.64 283.16 40.33 16.9 (M:16.9) 1 1 0 K.VELDNMPLR.G Dimethyl:2H(4): 1



1593 true 3134 1118.6081 1117.6132 1 -11.05 442.34 41 67.2 (M:67.2) 1 1 0 K.NGQELGVAFK.I Dimethyl: 1, 10

1594 true 2725 1118.6318 1117.611 1 12.13 299.89 30.67 17.1 (M:17.1) 1 1 0 K.FYLDLYPR.E Dimethyl:2H(4): 1

1595 true 2366 1118.6517 1117.6467 1 -2.06 311.15 38.83 37.3 (M:37.3) 1 96.02 1 1 K.AAIKDCPVGK.E

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Dimethyl: 10

1596 true 3512 1119.5757 1118.5642 1 3.79 237.63 40.17 42.4 (M:42.4) 1 1 0 R.SEIDMLDIR.E Dimethyl: 1



1597 true 295 1119.5828 1118.5543 1 18.99 181.19 21.33 22.6 (M:22.6) 1 1 0 K.MLQHIDYR.M Oxidation: 1; Dimethyl: 1

1598 false 229 1119.5903 1118.587 1 -3.53 194.79 27 16.1 (M:16.1) 1 3 0 K.VEAAAAAAEER.V Dimethyl:2H(4): 1

1599 true 2812 1119.6128 1118.6233 1 -15.96 233.66 37.33 20.2 (M:20.2) 1 1 0 K.DQGGELLSLR.Y Dimethyl:2H(4): 1

1600 true 608 1119.6132 1118.6084 1 -2.2 387.46 22.5 51.6 (M:51.6) 1 1 0 K.GLSQSALPYR.R Dimethyl: 1



1601 true 2584 1119.6227 1118.6084 1 6.31 302.53 31.83 24.1 (M:24.1) 1 1 0 K.SIAFPSIGSGR.N Dimethyl: 1

1602 false 2584 1119.6227 1118.6192 1 -3.31 360.79 31.83 15.1 (M:15.1) 1 6 1 K.IAPMMAKTIK.A Oxidation: 4

1603 true 3931 1119.6517 1118.6314 1 11.68 313.04 47 19.3 (M:19.3) 1 1 0 R.DLGFFGLYK.G
Dimethyl:2H(4): 9; 
Dimethyl: 1

1604 true 2451 1119.6878 1118.6849 1 -3.87 303.27 33.5 34.1 (M:34.1) 3 1 1 R.VLDGKLSAEK.S
Dimethyl:2H(4): 10; 
Dimethyl: 5



1605 false 166 1120.5867 1119.5896 1 -9.08 151.56 32.67 16.7 (M:16.7) 1 2 0 R.ILGEPMQER.K
Dimethyl:2H(4): 1; 
Oxidation: 6

1606 true 320 1120.6002 1119.5822 1 9.58 156.43 27.5 30.1 (M:30.1) 1 1 0 R.QDVDNASLAR.L Dimethyl:2H(4): 1

1607 true 161 1120.6016 1119.6037 1 -8.34 388.18 27.33 52.5 (M:52.5) 1 1 0 R.VHIEIGPDGR.V Dimethyl: 1

1608 true 1037 1120.6031 1119.5924 1 2.99 284.57 38.5 37.1 (M:37.1) 1 1 0 K.AELNEFLTR.E Dimethyl: 1



1609 true 3458 1120.6179 1119.6111 1 -0.38 381.62 43.17 34.2 (M:34.2) 2 1 0 R.DMILQFIGR.E Dimethyl: 1

1610 true 2716 1120.7078 1119.7128 1 -10.97 284.4 31.67 32.2 (M:32.2) 2 1 1 R.VGLKAPGIIPR.I

1611 true 723 1121.5597 1120.5513 1 1.05 238.51 35.83 40.7 (M:40.7) 1 1 0 R.IADGYEQAAR.I Dimethyl: 1

1612 true 2116 1121.5633 1120.5513 1 4.24 291.44 45.33 43.6 (M:43.6) 2 1 0 K.FADLSEAANR.N Dimethyl: 1



1613 true 2410 1121.5715 1120.5764 1 -10.88 237.82 36 27.3 (M:27.3) 1 1 0 K.YLVLDEADR.M Dimethyl: 1

1614 true 620 1121.6401 1120.6281 1 4.2 322.43 22.67 30.6 (M:30.6) 1 1 0 K.NKPAFFADK.L Dimethyl: 1, 2, 9

1615 true 411 1121.6435 1120.6212 1 13.32 241.75 23.33 44.3 (M:44.3) 1 1 0 K.VMEQLSNLR.E Dimethyl:2H(4): 1

1616 false 411 1121.6435 1120.6464 1 -9.1 191.87 23.33 18.7 (M:18.7) 1 7 1 K.DMNPKATLK.E
Dimethyl:2H(4): 5; 
Oxidation: 2; Dimethyl: 1, 9



1617 true 1511 1121.7089 1120.6984 1 2.92 416.03 28.67 56.6 (M:56.6) 3 1 0 K.FYTVISSLK.T Dimethyl:2H(4): 1, 9

1618 true 1341 1122.4955 1121.5023 1 -12.52 160.97 31.33 15.3 (M:15.3) 1 1 0 R.MGESDDSILR.L

1619 true 2296 1122.5091 1121.4911 1 9.61 247.98 35.5 27.8 (M:27.8) 1 1 0 R.MEVQGEEEK.R Oxidation: 1; Dimethyl: 9

1620 true 232 1122.5912 1121.5801 1 3.41 238.6 20.67 18.6 (M:18.6) 1 1 0 K.VTMQNLNDR.L Dimethyl:2H(4): 1



1621 true 394 1122.6531 1121.6532 1 -6.6 311.94 35.5 64.0 (M:64.0) 1 1 0 K.NVNVVEQEK.I Dimethyl:2H(4): 1, 9

1622 true 3513 1123.5854 1122.5893 1 -9.88 274.72 40.17 20.1 (M:20.1) 1 1 0 R.SEIDMLDIR.E Dimethyl:2H(4): 1

1623 false 5043 1123.5963 1122.607 1 -16.06 376.17 46.67 17.6 (M:17.6) 1 3 0 R.TVEGTTENIK.H Dimethyl:2H(4): 1

1624 true 4252 1123.6216 1122.6073 1 6.2 365.87 46.67 21.3 (M:21.3) 1 1 0 K.TFDPYAIIR.A Dimethyl: 1



1625 true 479 1123.6352 1122.6335 1 -4.98 395.14 22.5 54.6 (M:54.6) 1 1 0 K.GLSQSALPYR.R Dimethyl:2H(4): 1

1626 false 479 1123.6352 1122.6257 1 2.02 449.75 22.5 18.2 (M:18.2) 1 5 1 K.LMIDSDKNK.D
Dimethyl:2H(4): 1; 
Dimethyl: 9

1627 true 3337 1123.6483 1122.6565 1 -13.78 358.37 42 47.2 (M:47.2) 2 1 0 R.DLGFFGLYK.G Dimethyl:2H(4): 1, 9

1628 true 3003 1123.6552 1122.6369 1 9.83 392.1 33.33 15.3 (M:15.3) 1 1 1 K.MAENIKLTR.D
Dimethyl:2H(4): 6; 
Oxidation: 1



1629 true 1607 1123.6638 1122.6335 1 20.51 202.29 25.33 56.4 (M:56.4) 2 1 0 -.VNFTVDQIR.A Dimethyl:2H(4): 1

1630 true 1517 1123.7258 1122.7252 1 -5.98 316.11 24.33 18.7 (M:18.7) 1 1 0 R.YGVIIVGNPK.A Dimethyl:2H(4): 1, 10

1631 true 2176 1124.5369 1123.5332 1 -3.15 284.43 45.83 29.2 (M:29.2) 2 1 0 K.YADGEVVMGR.W Dimethyl: 1

1632 false 3540 1124.6098 1123.6125 1 -8.82 314.93 34.33 17.7 (M:17.7) 2 4 1 K.TFLTDDKTK.I Dimethyl: 1, 9



1633 true 3540 1124.6098 1123.5954 1 6.39 336.9 34.33 53.5 (M:53.5) 1 1 0 K.TFLYSYFK.D Dimethyl: 1, 8

1634 true 1038 1124.6271 1123.6175 1 2.03 267.87 38.5 33.8 (M:33.8) 1 1 0 K.AELNEFLTR.E Dimethyl:2H(4): 1

1635 true 207 1124.6286 1123.6288 1 -6.65 429.26 27.33 59.3 (M:59.3) 1 1 0 R.VHIEIGPDGR.V Dimethyl:2H(4): 1

1636 false 207 1124.6286 1123.6461 1 -22.02 416.24 27.33 17.0 (M:17.0) 1 2 1 K.DDTMLLKGK.G
Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 7, 9



1637 true 3544 1124.639 1123.6362 1 -3.93 377.42 43.17 24.1 (M:24.1) 1 1 0 R.DMILQFIGR.E Dimethyl:2H(4): 1

1638 true 633 1124.6438 1123.635 1 1.41 265.28 21.83 24.9 (M:24.9) 1 1 0 K.HLLIGVSSDR.G Dimethyl: 1

1639 true 251 1124.6694 1123.6689 1 -5.96 350.35 27.17 18.0 (M:18.0) 1 1 1 R.KLLEGEESR.I Dimethyl:2H(4): 1, 1

1640 true 251 1124.6694 1123.6689 1 -5.96 350.35 27.17 18.0 (M:18.0) 1 1 1 R.KLLEGEESR.L Dimethyl:2H(4): 1, 1



1641 true 2141 1124.6697 1123.6573 1 4.54 275.97 28.67 25.2 (M:25.2) 1 1 1 K.LGSISCKSLK.G
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1642 true 546 1124.6794 1123.6511 1 18.73 399.86 30.17 88.5 (M:88.5) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11

1643 false 546 1124.6794 1123.6791 1 -6.14 347.28 30.17 15.2 (M:15.2) 1 5 1 K.FKTIDEVIK.R Dimethyl:2H(4): 9

1644 true 546 1124.6794 1123.6511 1 18.73 399.86 30.17 88.5 (M:88.5) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11



1645 true 1918 1125.5861 1124.5764 1 2.17 376.35 45.33 62.3 (M:62.3) 2 1 0 K.FADLSEAANR.N Dimethyl:2H(4): 1

1646 true 605 1125.5866 1124.5764 1 2.6 282.98 35.83 31.1 (M:31.1) 1 1 0 R.IADGYEQAAR.I Dimethyl:2H(4): 1

1647 true 2411 1125.6002 1124.6015 1 -7.64 258.28 35.83 17.9 (M:17.9) 1 1 0 K.YLVLDEADR.M Dimethyl:2H(4): 1

1648 true 2592 1125.6258 1124.6077 1 9.55 347.39 49.67 23.0 (M:23.0) 1 1 0 K.ISFTGSTATGK.I Dimethyl: 1, 11



1649 true 2478 1125.6856 1124.6706 1 6.85 390.88 31 40.6 (M:40.6) 1 1 0 K.LHLGFIEIR.E Dimethyl: 1

1650 false 2478 1125.6856 1124.6554 1 20.4 342.31 31 19.6 (M:19.6) 1 3 1 K.ATSLEKQHK.H Dimethyl: 1, 6, 9

1651 true 1620 1126.4682 1125.4761 1 -13.48 265.27 32.5 60.9 (M:60.9) 1 1 0 K.GSDFDCELR.L
Carbamidomethyl: 6; 
Dimethyl: 1

1652 true 1976 1127.5698 1126.5515 1 9.83 374.8 37.33 30.9 (M:30.9) 1 1 0 K.YMTDGMLLR.E Dimethyl: 1



1653 true 2550 1127.6278 1126.6097 1 9.62 221.49 30 35.2 (M:35.2) 2 1 0 K.VFDAIMTFK.K Dimethyl: 1, 9

1654 true 3998 1127.6506 1126.6346 1 7.73 339 45.5 17.3 (M:17.3) 1 1 0 R.GGIVDEGALLR.A Dimethyl: 1

1655 true 53 1127.6767 1126.6838 1 -12.71 300.9 20 44.5 (M:44.5) 2 1 0 K.GVQYLNEIK.D Dimethyl:2H(4): 1, 9

1656 true 2350 1127.6879 1126.6598 1 18.52 349.83 28.83 22.2 (M:22.2) 1 1 0 M.EDVVIAGIAGK.L Dimethyl: 1, 11



1657 false 3228 1127.6949 1126.6648 1 20.26 398.88 32.5 20.0 (M:20.0) 1 2 0 K.LLTQHENIK.N Dimethyl:2H(4): 9

1658 true 1988 1127.7004 1126.7114 1 -16.25 336.12 26.67 21.6 (M:21.6) 1 1 0 K.IPGLLGVFQK.L Dimethyl: 1, 10

1659 true 966 1128.5984 1127.6047 1 -12.05 206.32 30.17 17.7 (M:17.7) 1 1 1 R.GNSGASQRAPK.S Dimethyl: 1, 11

1660 false 1379 1128.5989 1127.5831 1 7.57 329.95 34.17 19.9 (M:19.9) 1 5 1 K.NYILMRMK.S Oxidation: 5, 7; Dimethyl: 8



1661 true 1379 1128.5989 1127.5863 1 4.77 374.9 34.17 55.9 (M:55.9) 2 1 0 K.NSTFSELFK.K Dimethyl: 1, 9

1662 false 2439 1128.6157 1127.5935 1 13.26 472.28 29.33 15.1 (M:15.1) 1 3 1 R.APVNSEDRLK.R

1663 false 423 1128.665 1127.6601 1 -2.05 230.28 21.83 15.1 (M:15.1) 1 2 0 K.HLLIGVSSDR.G Dimethyl:2H(4): 1

1664 false 3896 1128.6684 1127.655 1 5.38 470.63 45 16.2 (M:16.2) 1 3 1 K.DQDNKIAIK.N Dimethyl: 1, 5, 9



1665 true 1248 1128.6713 1127.655 1 8.01 237.14 23.83 21.3 (M:21.3) 1 1 0 K.AANGVVLATEK.K Dimethyl: 1, 11

1666 true 676 1129.5633 1128.5524 1 3.24 300.89 29.17 55.8 (M:55.8) 1 1 0 M.AAQGSAGDAALR.R Acetyl: 1

1667 true 54 1129.6153 1128.6089 1 -0.73 292.77 21.33 36.7 (M:36.7) 1 1 0 R.GFSIPECQK.L
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 9

1668 true 214 1129.6201 1128.6114 1 1.24 410.23 16.67 25.0 (M:25.0) 1 1 0 K.MEIYRPHK.A Dimethyl: 1, 8



1669 true 2300 1129.6355 1128.6291 1 -0.84 364.31 27.67 42.3 (M:42.3) 1 1 0 R.HYGALTGLNK.A Dimethyl: 1, 10

1670 true 973 1129.6462 1128.6179 1 18.56 350.16 23 24.7 (M:24.7) 1 1 0 R.AAGVFESAPPK.- Dimethyl: 1, 11

1671 false 2849 1129.6676 1128.6419 1 16.28 398.61 30.83 22.0 (M:22.0) 1 2 0 R.AFNDPFVQK.E Dimethyl:2H(4): 1, 9

1672 true 1621 1130.4931 1129.5012 1 -13.59 332.48 32.5 51.1 (M:51.1) 1 1 0 K.GSDFDCELR.L
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



1673 true 852 1130.5617 1129.5292 1 22.39 290.16 22.17 15.0 (M:15.0) 1 1 0 K.ALGADDSYYK.A Dimethyl: 10

1674 true 3311 1130.5996 1129.5979 1 -4.9 312.44 39.17 41.3 (M:41.3) 1 1 0 R.SLEAEVADLR.A Dimethyl: 1

1675 true 2582 1130.6128 1129.6231 1 -15.5 312.79 36.5 42.6 (M:42.6) 1 1 0 K.DLSLEEIQK.K Dimethyl: 1, 9

1676 true 2048 1130.6317 1129.6281 1 -3.27 285.28 44.67 17.2 (M:17.2) 1 1 0 R.AIAEELAPER.G Dimethyl:2H(4): 1



1677 true 2846 1130.7602 1129.7674 1 -12.87 370.43 30.67 48.9 (M:48.9) 1 1 0 K.IGIVGLPNVGK.S Dimethyl:2H(4): 1, 11

1678 true 1489 1131.6183 1130.6022 1 7.76 431.45 24.17 47.9 (M:47.9) 1 1 0 K.GYTQQLAYR.K Dimethyl:2H(4): 1

1679 false 4774 1131.6762 1130.6964 1 -24.34 383.45 54.17 37.2 (M:37.2) 1 3 1 K.FWRVLLNK.S Dimethyl: 1, 8

1680 true 497 1132.483 1131.4767 1 -0.86 385.67 17.83 29.1 (M:29.1) 1 1 0 R.YGCGNYGASR.Q
Carbamidomethyl: 3; 
Dimethyl: 1



1681 true 2673 1132.5225 1131.5309 1 -13.8 290.58 36.83 37.7 (M:37.7) 1 1 0 M.SAGGDFGNPLR.K Acetyl: 1

1682 true 1539 1132.5884 1131.6077 1 -23.42 240.47 25.33 58.2 (M:58.2) 1 1 0 K.IGFPWSEIR.N Dimethyl: 1

1683 true 1864 1132.6019 1131.5924 1 1.96 261.89 43.67 31.1 (M:31.1) 1 1 0 K.FVADTPLGER.Q Dimethyl: 1

1684 true 1796 1133.5743 1132.5699 1 -2.54 505.89 36.17 45.1 (M:45.1) 2 1 0 K.DPNNLFMVR.L Dimethyl: 1



1685 false 1895 1134.5611 1133.5751 1 -18.73 294.72 33.5 20.5 (M:20.5) 1 4 1 K.SREDMIDIK.L Dimethyl: 9

1686 true 1895 1134.5611 1133.5387 1 13.34 356.09 33.5 41.5 (M:41.5) 1 1 0 R.NTDEMVELR.I Dimethyl: 1

1687 false 1895 1134.5611 1133.5499 1 3.44 255.27 33.5 18.5 (M:18.5) 1 5 1 -.MADREEALR.E Oxidation: 1; Dimethyl: 1

1688 false 2419 1135.6134 1134.6005 1 4.93 373.5 38.17 15.4 (M:15.4) 1 2 1 R.DKDGMPLTAR.V Dimethyl:2H(4): 1



1689 true 2875 1135.6297 1134.6033 1 16.81 308.37 31 17.2 (M:17.2) 1 1 0 K.AGLSQSLFER.L Dimethyl: 1

1690 true 470 1136.5093 1135.5018 1 0.18 412.77 17.83 48.4 (M:48.4) 3 1 0 R.YGCGNYGASR.Q
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

1691 true 305 1136.5141 1135.5186 1 -10.36 267.78 33 18.9 (M:18.9) 1 1 0 K.YVYYDTER.I Dimethyl: 1

1692 true 2549 1136.5772 1135.5914 1 -18.84 367.98 51.17 55.8 (M:55.8) 1 1 0 R.APFDLFENK.K Dimethyl: 1, 9



1693 true 211 1136.5777 1135.5808 1 -9.11 280.24 18 45.3 (M:45.3) 1 1 0 K.EMQPTHPIR.L Dimethyl: 1

1694 true 211 1136.5777 1135.5808 1 -9.11 280.24 18 45.3 (M:45.3) 1 1 0 K.EMQPTHPIR.L Dimethyl: 1

1695 true 211 1136.5777 1135.5808 1 -9.11 280.24 18 45.3 (M:45.3) 1 1 0 K.EMQPTHPIR.L Dimethyl: 1

1696 true 1865 1136.6046 1135.6175 1 -17.74 317.17 43.67 20.5 (M:20.5) 1 1 0 K.FVADTPLGER.Q Dimethyl:2H(4): 1



1697 true 1066 1136.6094 1135.6113 1 -8.15 400.7 31.17 58.8 (M:58.8) 1 1 0 K.DSNVPEHFK.L Dimethyl:2H(4): 1, 9

1698 true 1540 1136.6122 1135.6328 1 -24.51 223.13 25.33 21.3 (M:21.3) 1 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

1699 true 2500 1136.6203 1135.5986 1 12.75 284.5 28.67 15.4 (M:15.4) 1 1 0 K.NTVIATGGYGR.T Dimethyl: 1

1700 true 1380 1136.6505 1135.6365 1 5.94 515.37 34.17 58.7 (M:58.7) 1 1 0 K.NSTFSELFK.K Dimethyl:2H(4): 1, 9



1701 true 1249 1136.6995 1135.7052 1 -11.46 257.34 23.83 30.6 (M:30.6) 1 1 0 K.AANGVVLATEK.K Dimethyl:2H(4): 1, 11

1702 true 4098 1137.5927 1136.5978 1 -10.88 469.32 45.83 33.6 (M:33.6) 1 1 0 K.DLFQVAFNR.V Dimethyl: 1

1703 false 417 1137.6068 1136.595 1 3.96 364.05 27.83 16.2 (M:16.2) 1 9 1 K.MYEEHLKR.M Dimethyl:2H(4): 1

1704 true 417 1137.6068 1136.6077 1 -7.22 444.39 27.83 70.3 (M:70.3) 2 1 0 R.TLSDYNIQK.E Dimethyl: 1, 9



1705 false 3588 1137.6116 1136.623 1 -16.42 426.69 45.17 45.1 (M:45.1) 1 2 0 R.NIFDFNALK.E Dimethyl: 1, 9

1706 true 1663 1137.613 1136.595 1 9.4 459.36 36.17 40.3 (M:40.3) 2 1 0 K.DPNNLFMVR.L Dimethyl:2H(4): 1

1707 true 1022 1137.6437 1136.6162 1 17.84 209.43 23.33 28.3 (M:28.3) 1 1 0 K.VMEQLSNLR.E
Dimethyl:2H(4): 1; 
Oxidation: 2

1708 true 264 1137.6672 1136.6616 1 -1.43 343.11 16.67 16.1 (M:16.1) 1 1 0 K.MEIYRPHK.A Dimethyl:2H(4): 1, 8



1709 true 703 1137.6815 1136.6893 1 -13.22 217.11 35.33 27.0 (M:27.0) 1 1 0 R.IQEAGTEVVK.A Dimethyl:2H(4): 1, 10

1710 true 1541 1137.6882 1136.6794 1 1.35 408.31 24.17 19.3 (M:19.3) 2 1 0 R.HYGALTGLNK.A Dimethyl:2H(4): 1, 10

1711 true 535 1137.6967 1136.6666 1 20.08 388.16 21.33 46.0 (M:46.0) 1 1 0 K.GLLQAGQIPGR.E Dimethyl: 1

1712 false 4775 1137.7104 1136.6856 1 15.42 208.84 54.17 17.3 (M:17.3) 1 57.71 4 1 K.FKAQTQLNK.K
Dimethyl:2H(4): 2; 
Dimethyl: 9



1713 true 672 1137.742 1136.7281 1 5.79 394.79 20.83 33.4 (M:33.4) 1 1 0 K.VDIRPQLLK.N Dimethyl: 1, 9

1714 true 1896 1138.5824 1137.5638 1 9.96 319.82 33.5 19.8 (M:19.8) 1 1 0 R.NTDEMVELR.I Dimethyl:2H(4): 1

1715 true 3550 1138.6191 1137.6332 1 -18.77 285.48 40.17 39.9 (M:39.9) 1 1 0 R.DVVFLVDGSR.Y Dimethyl:2H(4): 1

1716 true 1165 1138.6401 1137.6295 1 2.9 302.4 24 32.2 (M:32.2) 1 1 0 R.FNDIHVPIR.L Dimethyl: 1



1717 true 2883 1138.6711 1137.6484 1 13.51 281.97 31.33 44.9 (M:44.9) 2 1 0 K.EFPNLAFIR.L Dimethyl:2H(4): 1

1718 true 4592 1139.5891 1138.591 1 -8.07 336.26 44.67 54.2 (M:54.2) 1 1 0 R.GEFIDLFDK.S Dimethyl: 1, 9

1719 true 460 1139.5966 1138.592 1 -2.39 259.65 34.5 18.8 (M:18.8) 1 1 0 K.AQYEEIAQR.S Dimethyl:2H(4): 1

1720 true 3037 1139.5968 1138.5771 1 10.9 425.73 40.83 41.0 (M:41.0) 1 1 0 R.QDIAFAYQR.R Dimethyl: 1



1721 true 3066 1139.6933 1138.6962 1 -8.89 526.08 42.17 65.9 (M:65.9) 1 1 0 K.NADPLLISLK.H Dimethyl: 1, 10

1722 false 3066 1139.6933 1138.7074 1 -18.75 496.55 42.17 27.6 (M:27.6) 1 63.05 3 1 K.DGKLPLLLSR.M Dimethyl: 3

1723 false 2664 1139.735 1138.7074 1 17.81 271.84 30.5 18.7 (M:18.7) 1 4 0 R.ELLIIGGVAAR.D Dimethyl: 1

1724 false 1950 1140.6027 1139.6087 1 -11.68 326.67 51.17 16.8 (M:16.8) 1 10 0 R.VEVGPHSFIR.Q



1725 true 1950 1140.6027 1139.6165 1 -18.46 361.27 51.17 75.0 (M:75.0) 2 1 0 R.APFDLFENK.K
Dimethyl:2H(4): 1; 
Dimethyl: 9

1726 true 212 1140.6028 1139.6059 1 -9.13 290.34 18 48.9 (M:48.9) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

1727 true 212 1140.6028 1139.6059 1 -9.13 290.34 18 48.9 (M:48.9) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

1728 true 212 1140.6028 1139.6059 1 -9.13 290.34 18 48.9 (M:48.9) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1



1729 true 3217 1140.6282 1139.6227 1 -1.49 343.89 32.83 22.6 (M:22.6) 1 1 0 K.YGVSGYPTLK.I Dimethyl: 1, 10

1730 false 399 1140.6359 1139.6237 1 4.3 289.17 21.17 18.4 (M:18.4) 1 2 0 K.NTVIATGGYGR.T Dimethyl:2H(4): 1

1731 true 2541 1140.6505 1139.6161 1 23.76 346.73 31.17 20.8 (M:20.8) 1 1 1 K.FMKLYGTPR.N Dimethyl: 3

1732 true 1193 1140.6794 1139.6451 1 23.7 311.61 25.5 34.3 (M:34.3) 1 1 0 K.FAGIHDAILR.M Dimethyl: 1



1733 true 58 1140.7036 1139.7042 1 -6.84 302.73 20 46.5 (M:46.5) 3 1 0 K.VLLPEYGGTK.I Dimethyl:2H(4): 1, 10

1734 true 1286 1140.7056 1139.7042 1 -5.16 178.11 39.67 25.7 (M:25.7) 1 1 0 R.IVAEGFEIAK.E Dimethyl:2H(4): 1, 10

1735 true 1552 1141.5932 1140.5889 1 -2.63 408.14 27 58.8 (M:58.8) 3 1 0 R.MFTTYPPTK.T Dimethyl: 1, 9

1736 true 4063 1141.6093 1140.623 1 -18.34 429.28 45.83 24.1 (M:24.1) 1 1 0 K.DLFQVAFNR.V Dimethyl:2H(4): 1



1737 true 781 1141.6705 1140.6453 1 15.72 468.98 24.33 24.3 (M:24.3) 1 1 0 R.IMGPNYTPGK.K Dimethyl:2H(4): 1, 10

1738 true 1343 1142.5764 1141.5728 1 -3.14 331.5 31.33 17.1 (M:17.1) 2 1 0 R.SGSPGPGELSVR.V

1739 true 1952 1142.6247 1141.5914 1 22.75 278.88 27.5 16.9 (M:16.9) 1 1 0 R.LVDGPGLCAGR.L
Carbamidomethyl: 8; 
Dimethyl: 1

1740 false 3489 1142.697 1141.6819 1 6.86 421.02 34 22.6 (M:22.6) 1 2 1 K.IGDRVLVGGTK.A Dimethyl: 11



1741 false 3489 1142.697 1141.7183 1 -24.98 367.07 34 18.0 (M:18.0) 1 6 1 R.LVTRAAVLSGK.V Dimethyl: 11

1742 true 3489 1142.697 1141.6707 1 16.69 294.19 34 26.8 (M:26.8) 1 71.92 1 1 K.LKLVEDQNK.D Dimethyl: 2, 9

1743 false 3489 1142.697 1141.6819 1 6.86 341.08 34 18.0 (M:18.0) 1 7 1 R.ILRSQEIQK.A Dimethyl: 9

1744 false 3489 1142.697 1141.6707 1 16.69 432.36 34 16.1 (M:16.1) 2 10 1 R.IIAIDINKDK.F



1745 false 3489 1142.697 1141.6707 1 16.69 432.36 34 16.1 (M:16.1) 2 10 1 R.IIAIDINKDK.F

1746 true 2312 1142.7216 1141.7071 1 6.36 205 29 27.1 (M:27.1) 1 1 0 R.VLITTDLLAR.G Dimethyl: 1

1747 true 1897 1143.6134 1142.5932 1 11.35 295.67 33.5 41.4 (M:41.4) 2 1 0 K.VELQELNDR.F Dimethyl: 1

1748 true 1897 1143.6134 1142.5932 1 11.35 295.67 33.5 41.4 (M:41.4) 2 1 0 K.VELQELNDR.F Dimethyl: 1



1749 true 3632 1143.6672 1142.6675 1 -6.57 297.79 40.5 20.2 (M:20.2) 1 1 0 R.EDAVLEYLK.I Dimethyl:2H(4): 1, 9

1750 true 673 1143.6741 1142.6812 1 -12.56 334.57 21 24.0 (M:24.0) 2 1 1 K.LRVDPVNFK.L Dimethyl: 1, 9

1751 false 2406 1143.6761 1142.6911 1 -19.45 332.46 30.67 19.0 (M:19.0) 1 2 0 R.VIGTLLGTVDK.H Dimethyl: 1

1752 false 2797 1143.6964 1142.671 1 15.84 268.76 30.83 15.5 (M:15.5) 1 8 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1



1753 false 2797 1143.6964 1142.671 1 15.84 268.76 30.83 15.5 (M:15.5) 1 8 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1

1754 true 2797 1143.6964 1142.6659 1 20.25 262.96 30.83 35.2 (M:35.2) 1 1 0 R.IALTDNSLIR.K Dimethyl: 1

1755 false 1006 1144.6079 1143.6077 1 -6.19 305.6 23.33 16.1 (M:16.1) 1 2 0 R.DYLHYHIK.C Dimethyl: 1, 8

1756 true 4864 1144.6469 1143.6499 1 -8.99 295.05 45.67 22.2 (M:22.2) 1 1 0 K.DAILDLITSR.S Dimethyl: 1



1757 false 335 1145.5611 1144.5625 1 -7.61 478.02 27.83 18.1 (M:18.1) 1 2 0 K.NFRPDDPTR.K Dimethyl: 1

1758 true 1824 1145.613 1144.6029 1 2.48 359.67 26.67 35.0 (M:35.0) 3 1 0 K.YFDLGLPHR.D Dimethyl: 1

1759 true 523 1145.6571 1144.658 1 -7.13 223.07 21.5 65.9 (M:65.9) 2 1 0 R.TLSDYNIQK.E Dimethyl:2H(4): 1, 9

1760 true 3406 1145.6612 1144.6732 1 -16.82 465.57 45.17 76.7 (M:76.7) 1 1 0 R.NIFDFNALK.E Dimethyl:2H(4): 1, 9



1761 false 1767 1145.6709 1144.6641 1 -0.45 512.36 35.5 15.8 (M:15.8) 1 4 0 M.EDVVIAGIAGK.L
Dimethyl:2H(4): 11; Acetyl: 
1

1762 true 2101 1145.6726 1144.6732 1 -6.88 379.82 29 44.1 (M:44.1) 2 1 0 K.LLQDFFNGK.E Dimethyl:2H(4): 1, 9

1763 true 2101 1145.6726 1144.6732 1 -6.88 379.82 29 44.1 (M:44.1) 2 1 0 K.LLQDFFNGK.E Dimethyl:2H(4): 1, 9

1764 true 3459 1145.6785 1144.6856 1 -12.56 439.9 45.17 55.1 (M:55.1) 2 1 0 R.DAVLLVFANK.Q Dimethyl: 1, 10



1765 false 4493 1145.694 1144.6828 1 3.41 451.27 54 30.0 (M:30.0) 1 4 0 R.QQILPEVMK.N
Dimethyl:2H(4): 1; 
Dimethyl: 9

1766 true 4493 1145.694 1144.693 1 -5.51 452.92 54 41.2 (M:41.2) 1 1 0 R.FLILPDMLK.N Dimethyl: 1, 9

1767 false 4493 1145.694 1144.6717 1 13.09 484.83 54 33.6 (M:33.6) 1 3 1 R.GRFQNLLNK.I Dimethyl: 1, 9

1768 true 2351 1145.7733 1144.7824 1 -14.3 436.42 28.5 29.2 (M:29.2) 1 1 0 K.THILLFLPK.S Dimethyl:2H(4): 1, 9



1769 true 952 1146.5824 1145.5801 1 -4.33 368.22 30 35.4 (M:35.4) 1 1 0 K.MDHLDSQIR.L Dimethyl:2H(4): 1

1770 false 3306 1146.6395 1145.618 1 12.39 308.56 36.67 20.6 (M:20.6) 1 8 0 R.EGTDLVDTLK.F Dimethyl: 1, 10

1771 false 3306 1146.6395 1145.6081 1 21.02 238.69 36.67 20.6 (M:20.6) 1 7 0 R.ALEPFATELR.E

1772 true 4902 1146.6463 1145.6445 1 -4.74 387.55 46.33 47.9 (M:47.9) 1 1 0 K.DFGVIVEALR.K Dimethyl: 1



1773 false 2991 1146.6504 1145.6606 1 -15.23 437.29 41.83 17.1 (M:17.1) 1 2 1 -.FDASDKMLK.Y
Dimethyl:2H(4): 6, 9; 
Dimethyl: 1

1774 true 2991 1146.6504 1145.6606 1 -15.23 473.82 41.83 50.0 (M:50.0) 1 1 0 R.NSYLDVMLK.M Dimethyl:2H(4): 1, 9

1775 true 2440 1146.7363 1145.7285 1 0.53 375.97 31.5 35.2 (M:35.2) 2 1 0 R.LLSIPIHGIR.A Dimethyl: 1

1776 false 846 1146.7364 1145.726 1 2.74 328.47 21.83 15.7 (M:15.7) 1 2 0 K.LGGIVLPNDGK.C Dimethyl:2H(4): 1, 11



1777 false 2313 1146.7454 1145.7322 1 5.21 202.64 29 16.4 (M:16.4) 1 5 0 K.ILVTVLEATR.D Dimethyl:2H(4): 1

1778 true 2313 1146.7454 1145.7322 1 5.21 218.98 29 53.5 (M:53.5) 2 1 0 R.VLITTDLLAR.G Dimethyl:2H(4): 1

1779 true 2806 1146.7643 1145.7511 1 5.11 322.67 50 67.6 (M:67.6) 1 1 0 K.ALALPEDLIK.M Dimethyl:2H(4): 1, 10

1780 true 1208 1146.7655 1145.7449 1 11.57 245.34 23.83 22.8 (M:22.8) 1 1 1 K.IAAYDKLEK.T Dimethyl:2H(4): 1, 6, 9



1781 false 343 1147.5487 1146.5492 1 -6.77 180.95 21 15.3 (M:15.3) 1 2 0 K.YMIVDEGHR.M Dimethyl: 1

1782 true 407 1147.5815 1146.5819 1 -6.69 245.99 28.33 27.2 (M:27.2) 1 1 0 K.ATPENLDEAR.K Dimethyl:2H(4): 1

1783 true 1444 1147.6115 1146.6183 1 -12.21 316.44 33.5 57.3 (M:57.3) 1 1 0 K.VELQELNDR.F Dimethyl:2H(4): 1

1784 true 1444 1147.6115 1146.6183 1 -12.21 316.44 33.5 57.3 (M:57.3) 1 1 0 K.VELQELNDR.F Dimethyl:2H(4): 1



1785 false 1444 1147.6115 1146.6043 1 -0.08 261.42 33.5 20.5 (M:20.5) 1 10 1 K.INQERENGR.I Dimethyl:2H(4): 1

1786 true 4390 1147.6435 1146.6412 1 -4.37 347.86 44.67 34.7 (M:34.7) 1 1 0 R.GEFIDLFDK.S Dimethyl:2H(4): 1, 9

1787 false 4390 1147.6435 1146.6179 1 15.95 431.51 44.67 20.9 (M:20.9) 1 2 1 K.RQQQLTAMK.V Oxidation: 8; Dimethyl: 1

1788 false 4390 1147.6435 1146.6558 1 -17.09 185.65 44.67 15.1 (M:15.1) 1 3 1 K.GLFKGGDMSK.N
Dimethyl:2H(4): 1, 10; 
Oxidation: 8; Dimethyl: 4



1789 true 2728 1147.6526 1146.6689 1 -20.54 219.13 30.5 32.8 (M:32.8) 1 1 0 K.TEILPPFFK.H Dimethyl: 1, 9

1790 true 3319 1147.6985 1146.6889 1 2.08 363.62 33.33 20.2 (M:20.2) 2 1 0 R.YQGVNLYVK.N Dimethyl:2H(4): 1, 9

1791 true 3319 1147.6985 1146.6889 1 2.08 363.62 33.33 20.2 (M:20.2) 2 1 0 R.YQGVNLYVK.N Dimethyl:2H(4): 1, 9

1792 true 2753 1147.718 1146.691 1 17.2 340.44 30.83 37.0 (M:37.0) 1 1 0 R.IALTDNSLIR.K Dimethyl:2H(4): 1



1793 false 1806 1147.7281 1146.7162 1 4.04 243.41 26.17 15.7 (M:15.7) 1 7 1 K.IVKTQEELK.D
Dimethyl:2H(4): 1; 
Dimethyl: 3

1794 true 3068 1147.7483 1146.7464 1 -4.7 499.01 42.17 73.0 (M:73.0) 1 1 0 K.NADPLLISLK.H Dimethyl:2H(4): 1, 10

1795 true 3565 1148.62 1147.639 1 -22.88 362.23 44.83 27.4 (M:27.4) 2 1 0 R.DIVQFVPFR.Q Dimethyl: 1

1796 true 3222 1148.6312 1147.6387 1 -12.82 295.42 51.83 18.7 (M:18.7) 1 1 0 K.AATNDDQLLK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 10



1797 true 1157 1148.6572 1147.635 1 13 296.34 23 24.1 (M:24.1) 1 1 0 K.TAVLTAFANGR.S Dimethyl: 1

1798 false 4865 1148.6697 1147.675 1 -10.95 253.24 45.67 18.3 (M:18.3) 1 3 0 K.DAILDLITSR.S Dimethyl:2H(4): 1

1799 true 4865 1148.6697 1147.6474 1 13.13 313.17 45.67 20.1 (M:20.1) 1 1 1 K.FHRSIMGPK.G
Dimethyl:2H(4): 1; 
Oxidation: 6; Dimethyl: 9

1800 true 3218 1148.6848 1147.6729 1 4.01 429.87 32.83 48.3 (M:48.3) 2 1 0 K.YGVSGYPTLK.I Dimethyl:2H(4): 1, 10



1801 true 704 1149.5607 1148.5615 1 -6.99 323.51 21 20.2 (M:20.2) 1 1 0 K.GYLPSHYER.V Dimethyl: 1

1802 true 1809 1149.6154 1148.6077 1 0.3 369.01 45.83 104.3 (M:104.3) 3 1 0 K.ALAAGGYDVEK.N Dimethyl: 1, 11

1803 true 1809 1149.6154 1148.6077 1 0.3 369.01 45.83 104.3 (M:104.3) 3 1 0 K.ALAAGGYDVEK.N Dimethyl: 1, 11

1804 true 2666 1149.621 1148.5978 1 13.84 357.25 30.5 33.7 (M:33.7) 1 1 0 K.EQGVLSFWR.G Dimethyl: 1



1805 true 1719 1149.6373 1148.628 1 1.71 415.4 26.67 22.8 (M:22.8) 1 1 0 K.YFDLGLPHR.D Dimethyl:2H(4): 1

1806 true 1737 1149.6458 1148.6391 1 -0.54 402.23 27 36.6 (M:36.6) 2 1 0 R.MFTTYPPTK.T Dimethyl:2H(4): 1, 9

1807 true 1706 1149.6541 1148.6492 1 -2.02 247.78 25.67 20.6 (M:20.6) 1 1 0 K.ELLQTPNFR.I Dimethyl:2H(4): 1

1808 true 1706 1149.6541 1148.6492 1 -2.02 247.78 25.67 20.6 (M:20.6) 1 1 0 K.ELLQTPNFR.I Dimethyl:2H(4): 1



1809 false 775 1149.6626 1148.6777 1 -19.49 200.45 29.5 16.0 (M:16.0) 1 4 1 K.LVKEGLGDMK.L
Dimethyl:2H(4): 1; 
Dimethyl: 10

1810 true 1261 1150.559 1149.5666 1 -12.96 333.5 31.17 55.9 (M:55.9) 1 1 0 R.VEQDEYALR.S Dimethyl: 1

1811 true 1746 1150.5772 1149.5778 1 -6.87 480.21 35.17 33.3 (M:33.3) 1 1 0 K.NQGDFSLSVR.V Dimethyl: 1

1812 true 726 1150.5808 1149.575 1 -1.31 280.8 35.67 23.7 (M:23.7) 1 1 0 K.VNEAACDIAR.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



1813 false 726 1150.5808 1149.5666 1 6 338.41 35.67 17.6 (M:17.6) 1 2 0 K.VFVSEEGAER.E Dimethyl: 1

1814 true 1416 1150.6401 1149.6344 1 -1.39 227.99 24.67 29.6 (M:29.6) 1 1 0 K.QFAEMYVAK.F Dimethyl:2H(4): 1, 9

1815 true 4832 1150.6569 1149.6696 1 -17.3 501.14 46.17 30.4 (M:30.4) 1 1 0 K.DFGVIVEALR.K Dimethyl:2H(4): 1

1816 false 4832 1150.6569 1149.6478 1 1.63 608.02 46.17 17.6 (M:17.6) 1 2 1 K.IGLNSKMPSR.F
Dimethyl:2H(4): 1; 
Oxidation: 7



1817 true 1610 1150.7213 1149.7121 1 1.63 351.38 25.67 54.4 (M:54.4) 1 1 0 R.LEILQIHTK.N Dimethyl: 1, 9

1818 true 3412 1150.7715 1149.7737 1 -8.21 332.99 37.5 57.8 (M:57.8) 1 1 0 K.LLEPVLLLGK.E Dimethyl: 1, 10

1819 true 1445 1151.4379 1150.4567 1 -22.68 319.17 31.83 35.0 (M:35.0) 1 1 0 R.DGYDYDGYR.L Dimethyl: 1

1820 true 812 1151.5726 1150.5619 1 3.04 243.02 36 55.0 (M:55.0) 1 1 0 R.TAQEVEQYR.S Dimethyl: 1



1821 false 1807 1151.6193 1150.5951 1 14.71 104.07 26.17 17.8 (M:17.8) 1 2 1 -.MSAMLRAALR.R Oxidation: 1, 4

1822 true 1680 1151.6788 1150.6863 1 -12.76 398.51 24.67 24.2 (M:24.2) 1 1 0 R.IFAPNHVVAK.S Dimethyl: 1, 10

1823 true 2318 1151.7082 1150.69 1 9.49 304.11 46.33 21.0 (M:21.0) 1 1 0 R.LVTLEEFLR.A Dimethyl:2H(4): 1

1824 true 2282 1151.7196 1150.7074 1 4.28 336.62 28.67 36.9 (M:36.9) 1 1 0 R.VGQVLELPLR.I Dimethyl: 1



1825 true 303 1152.5374 1151.5365 1 -5.55 405.57 27.5 19.3 (M:19.3) 1 1 0 R.DGNTMVACPR.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

1826 true 213 1152.5716 1151.5757 1 -9.87 293.79 18 23.4 (M:23.4) 1 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

1827 true 213 1152.5716 1151.5757 1 -9.87 293.79 18 23.4 (M:23.4) 1 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

1828 true 213 1152.5716 1151.5757 1 -9.87 293.79 18 23.4 (M:23.4) 1 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1



1829 false 3159 1152.6287 1151.6083 1 11.45 323.95 52.33 19.0 (M:19.0) 1 6 0 K.MGVPYCIIK.S
Carbamidomethyl: 6; 
Oxidation: 1; Dimethyl: 1, 9

1830 true 3159 1152.6287 1151.6227 1 -1.03 492.02 52.33 55.7 (M:55.7) 2 1 0 K.FADENFILK.H Dimethyl: 1, 9

1831 true 3433 1152.6632 1151.6641 1 -7.11 441.84 44.5 42.2 (M:42.2) 2 1 0 R.DIVQFVPFR.Q Dimethyl:2H(4): 1

1832 true 1904 1152.665 1151.6311 1 23.09 219.89 26.83 44.7 (M:44.7) 2 1 0 K.MTPLVQEFR.E Dimethyl:2H(4): 1



1833 false 3399 1152.6773 1151.6886 1 -16.11 268.37 36.67 21.5 (M:21.5) 1 3 1 K.LGSISCKSLK.G

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Dimethyl: 10

1834 true 3878 1152.6885 1151.7067 1 -22.11 280.14 35.83 24.4 (M:24.4) 1 1 0 K.AWGAVVPLVGK.L Dimethyl: 1, 11

1835 false 4510 1152.6964 1151.6914 1 -2.02 309.53 44.17 16.5 (M:16.5) 1 2 0 R.VDILDPALLR.S Dimethyl: 1

1836 true 704 1152.6973 1151.6824 1 6.65 184.14 22.17 39.1 (M:39.1) 1 1 0 K.LVIVGDGACGK.T
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 11



1837 true 854 1152.6994 1151.6964 1 -3.78 309.1 22.5 45.0 (M:45.0) 1 1 0 R.VLVAHIPSER.R Dimethyl:2H(4): 1

1838 false 2216 1152.7538 1151.7468 1 -0.17 285.04 28.5 17.6 (M:17.6) 1 3 1 K.VLTLDLYKK.L
Dimethyl:2H(4): 1; 
Dimethyl: 9

1839 true 2216 1152.7538 1151.7406 1 5.21 297.62 28.5 51.7 (M:51.7) 1 1 0 K.VVDLLAPYAK.G Dimethyl:2H(4): 1, 10

1840 true 705 1153.5942 1152.604 1 -14.84 365.97 21 29.2 (M:29.2) 1 1 0 R.EPQLAFHQR.I Dimethyl: 1



1841 false 2327 1153.6173 1152.6251 1 -13.05 453.65 37.83 16.0 (M:16.0) 1 50 2 1 K.KGQGQSPGGGPK.G Dimethyl: 1, 12

1842 true 3899 1153.7309 1152.7358 1 -10.53 453.67 45.17 48.7 (M:48.7) 2 1 0 R.DAVLLVFANK.Q Dimethyl:2H(4): 1, 10

1843 true 4531 1153.7459 1152.7432 1 -3.96 492.34 54 38.5 (M:38.5) 1 1 0 R.FLILPDMLK.N Dimethyl:2H(4): 1, 9

1844 false 4531 1153.7459 1152.7219 1 14.51 497.92 54 29.7 (M:29.7) 1 2 1 R.GRFQNLLNK.I Dimethyl:2H(4): 1, 9



1845 true 1262 1154.5816 1153.5917 1 -15.08 359.52 31.17 45.8 (M:45.8) 1 1 0 R.VEQDEYALR.S Dimethyl:2H(4): 1

1846 false 1262 1154.5816 1153.5801 1 -5.06 352.86 31.17 25.6 (M:25.6) 1 71.85 2 1 K.AMKEYSVGNK.S Dimethyl: 1

1847 false 2382 1154.5901 1153.5838 1 -0.91 420.83 51.17 25.6 (M:25.6) 1 2 0 R.DNISELMEK.C
Dimethyl:2H(4): 1; 
Oxidation: 7; Dimethyl: 9

1848 false 2382 1154.5901 1153.5914 1 -7.43 395.75 51.17 22.3 (M:22.3) 1 3 1 K.EHLKDPGMR.D Oxidation: 8; Dimethyl: 1, 4



1849 true 1532 1154.6082 1153.588 1 11.18 494.36 34.33 56.9 (M:56.9) 5 1 0 K.LHVDPENFR.L Dimethyl: 1

1850 true 1532 1154.6082 1153.588 1 11.18 494.36 34.33 56.9 (M:56.9) 5 1 0 K.LHVDPENFR.L Dimethyl: 1

1851 true 1233 1154.6302 1153.6281 1 -4.46 296.77 39.67 33.2 (M:33.2) 1 1 0 K.NYITVDELR.R Dimethyl:2H(4): 1

1852 true 424 1154.6496 1153.6244 1 15.54 353.47 21.33 24.5 (M:24.5) 1 1 0 K.HPDYAILAAR.I Dimethyl: 1



1853 true 609 1154.6576 1153.6244 1 22.47 346.24 22.67 29.0 (M:29.0) 1 1 0 K.FAVLHGETPR.I Dimethyl: 1

1854 true 1252 1154.7817 1153.7674 1 6.01 355.69 24.33 47.1 (M:47.1) 1 1 0 K.ALIVLAHPEK.T Dimethyl:2H(4): 1, 10

1855 true 2955 1155.4373 1154.4516 1 -18.67 323.38 37.83 41.9 (M:41.9) 1 1 0 M.ADFDPYDDR.A Acetyl: 1

1856 true 1446 1155.4635 1154.4818 1 -22.15 295.4 31.83 36.9 (M:36.9) 1 1 0 R.DGYDYDGYR.L Dimethyl:2H(4): 1



1857 false 1951 1155.5691 1154.5642 1 -2.06 252.87 43.83 16.6 (M:16.6) 1 3 1 R.MKVTNEDFK.K Oxidation: 1; Dimethyl: 9

1858 true 1685 1155.5718 1154.5804 1 -13.73 351.83 29.5 18.6 (M:18.6) 1 1 1 R.MGAHAGKHSSP.-
Dimethyl:2H(4): 7; 
Oxidation: 1; Dimethyl: 1

1859 true 746 1155.5972 1154.587 1 2.61 268.09 36 31.5 (M:31.5) 1 1 0 R.TAQEVEQYR.S Dimethyl:2H(4): 1

1860 true 3999 1155.5999 1154.5794 1 11.42 440.5 46.33 39.9 (M:39.9) 1 1 0 R.FDTMPFTLR.A Dimethyl: 1



1861 false 847 1155.6592 1154.6386 1 11.5 427.32 22.33 17.9 (M:17.9) 1 4 0 K.NFTYNVLPR.I Dimethyl:2H(4): 1

1862 true 3095 1155.7308 1154.7151 1 7.34 378.7 32 28.6 (M:28.6) 1 1 0 K.IIQNVFTEK.L Dimethyl:2H(4): 1, 9

1863 true 2012 1155.7495 1154.7151 1 23.53 303.43 28.17 73.0 (M:73.0) 1 1 0 K.AVNLFTDAIK.L Dimethyl:2H(4): 1, 10

1864 true 1386 1156.5954 1155.5685 1 17.01 461.05 37.83 48.5 (M:48.5) 4 1 0 R.DYFIPCPGR.G
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



1865 true 2142 1156.5969 1155.593 1 -2.91 347.4 35.33 19.6 (M:19.6) 1 58.1 1 1 R.LSEGKMMER.R
Dimethyl:2H(4): 1; 
Oxidation: 7; Dimethyl: 5

1866 true 214 1156.5973 1155.6008 1 -9.33 296.79 18 32.9 (M:32.9) 1 1 0 K.EMQPTHPIR.L
Dimethyl:2H(4): 1; 
Oxidation: 2

1867 true 214 1156.5973 1155.6008 1 -9.33 296.79 18 32.9 (M:32.9) 1 1 0 K.EMQPTHPIR.L
Dimethyl:2H(4): 1; 
Oxidation: 2

1868 true 214 1156.5973 1155.6008 1 -9.33 296.79 18 32.9 (M:32.9) 1 1 0 K.EMQPTHPIR.L
Dimethyl:2H(4): 1; 
Oxidation: 2



1869 false 174 1156.6081 1155.6149 1 -12.18 212.7 33.33 15.9 (M:15.9) 1 2 1 R.RGAEGPGFPLR.C

1870 true 3195 1156.6316 1155.6478 1 -20.23 419.79 52.17 35.7 (M:35.7) 1 56.75 1 0 K.FADENFILK.H
Dimethyl:2H(4): 1; 
Dimethyl: 9

1871 false 3195 1156.6316 1155.6334 1 -7.79 332.53 52.17 17.0 (M:17.0) 1 5 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; 
Dimethyl:2H(4): 9; 
Oxidation: 1; Dimethyl: 1

1872 true 3673 1156.6463 1155.6372 1 1.56 238.24 40.67 22.6 (M:22.6) 1 1 0 M.APGEMGPKPGR.W
Dimethyl:2H(4): 8; 
Dimethyl: 1



1873 false 3542 1156.7133 1155.6976 1 7.3 344.73 34.17 17.0 (M:17.0) 1 2 0 K.SLAVSGLGVIGR.D Dimethyl: 1

1874 true 4511 1156.7216 1155.7165 1 -1.93 323.17 44.17 36.3 (M:36.3) 1 1 0 R.VDILDPALLR.S Dimethyl:2H(4): 1

1875 true 2309 1157.5517 1156.5724 1 -24.21 549.82 28.5 17.7 (M:17.7) 2 1 0 K.DDVLVADPGTR.C

1876 true 3651 1157.5723 1156.5522 1 11.09 467.28 35 31.3 (M:31.3) 2 1 0 K.MCLFAGFQR.K
Carbamidomethyl: 2; 
Dimethyl: 1



1877 true 625 1157.5905 1156.5838 1 -0.52 341.82 24.17 21.9 (M:21.9) 1 1 0 R.MFTTYPPTK.T Oxidation: 1; Dimethyl: 1, 9

1878 true 2479 1157.623 1156.5961 1 16.95 405.47 38.17 19.4 (M:19.4) 1 1 1 R.CRFTGSEIR.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1879 true 678 1157.6254 1156.6291 1 -9.52 278.14 21 35.9 (M:35.9) 1 1 0 R.EPQLAFHQR.I Dimethyl:2H(4): 1

1880 true 175 1157.6602 1156.658 1 -4.31 289.95 32.67 60.1 (M:60.1) 2 1 0 K.ALAAGGYDVEK.N Dimethyl:2H(4): 1, 11



1881 true 175 1157.6602 1156.658 1 -4.31 289.95 32.67 60.1 (M:60.1) 2 1 0 K.ALAAGGYDVEK.N Dimethyl:2H(4): 1, 11

1882 false 2002 1157.6611 1156.6692 1 -13.27 333.01 45.83 15.5 (M:15.5) 1 2 1 K.AKNYEEALR.L Dimethyl:2H(4): 1, 2

1883 false 171 1157.6806 1156.6816 1 -7.14 482.61 16.33 16.2 (M:16.2) 1 6 1 K.GDIGAKGLTGLK.G Dimethyl: 1

1884 false 2914 1157.7071 1156.7067 1 -5.97 285.99 31.5 35.9 (M:35.9) 1 79.47 2 1 R.TKELQELLK.E Dimethyl: 1, 9



1885 false 2914 1157.7071 1156.7067 1 -5.97 247.14 31.5 29.2 (M:29.2) 1 4 1 K.SLAEDKILLK.S Dimethyl: 10

1886 true 2914 1157.7071 1156.6816 1 15.76 297.58 31.5 49.8 (M:49.8) 1 1 0 R.TQGLLSEILR.K Dimethyl: 1

1887 true 1836 1158.5612 1157.5717 1 -15.38 269.15 33.17 15.0 (M:15.0) 1 1 0 R.GYSFVTTAER.E Dimethyl: 1

1888 true 1836 1158.5612 1157.5717 1 -15.38 269.15 33.17 15.0 (M:15.0) 1 1 0 R.GYSFVTTAER.E Dimethyl: 1



1889 true 1119 1158.6219 1157.5863 1 24.42 327.48 23.5 50.6 (M:50.6) 2 1 0 R.ALVDGPCSGVR.R
Carbamidomethyl: 7; 
Dimethyl: 1

1890 true 1387 1158.6304 1157.6131 1 8.67 499.86 41.83 48.3 (M:48.3) 4 1 0 K.LHVDPENFR.L Dimethyl:2H(4): 1

1891 true 1387 1158.6304 1157.6131 1 8.67 499.86 41.83 48.3 (M:48.3) 4 1 0 K.LHVDPENFR.L Dimethyl:2H(4): 1

1892 true 1447 1158.6381 1157.6193 1 9.93 297.17 24.83 62.5 (M:62.5) 3 1 0 R.FPGQLNADLR.K Dimethyl: 1



1893 true 1447 1158.6381 1157.6193 1 9.93 297.17 24.83 62.5 (M:62.5) 3 1 0 R.FPGQLNADLR.K Dimethyl: 1

1894 true 1447 1158.6381 1157.6193 1 9.93 297.17 24.83 62.5 (M:62.5) 3 1 0 R.FPGQLNADLR.K Dimethyl: 1

1895 true 1447 1158.6381 1157.6193 1 9.93 297.17 24.83 62.5 (M:62.5) 3 1 0 R.FPGQLNADLR.K Dimethyl: 1

1896 false 4833 1158.6523 1157.664 1 -16.39 449.62 45.67 17.3 (M:17.3) 1 2 0 R.ATEMMASLLK.D Dimethyl:2H(4): 1, 10



1897 true 715 1158.6627 1157.6768 1 -18.5 357.78 30.83 26.2 (M:26.2) 1 1 0 K.IASVNSTGLIR.G Dimethyl: 1

1898 true 1611 1158.7734 1157.7624 1 3.25 335.28 26.67 73.8 (M:73.8) 2 1 0 K.ELGITALHIK.L Dimethyl:2H(4): 1, 10

1899 false 1611 1158.7734 1157.7736 1 -6.45 320.77 26.67 20.1 (M:20.1) 1 4 1 R.ELGPAARPKK.R
Dimethyl:2H(4): 1, 9; 
Dimethyl: 10

1900 false 331 1158.7802 1157.7686 1 3.77 375.13 21.17 16.8 (M:16.8) 1 4 1 K.GALAKLVEAVK.T
Dimethyl:2H(4): 1; 
Dimethyl: 11



1901 true 3293 1158.8285 1157.8239 1 -2.32 292.44 37.5 67.4 (M:67.4) 2 1 0 K.LLEPVLLLGK.E Dimethyl:2H(4): 1, 10

1902 false 2657 1159.6767 1158.6406 1 24.88 259.66 30.33 17.1 (M:17.1) 1 5 1 K.DSEKNMSIK.K
Dimethyl:2H(4): 1, 4; 
Oxidation: 6; Dimethyl: 9

1903 true 3856 1159.6909 1158.7012 1 -15.24 422.82 46.67 52.8 (M:52.8) 2 1 0 R.DAVLLLFANK.Q Dimethyl: 1, 10

1904 false 1682 1159.7372 1158.7162 1 11.86 585.98 24.83 17.5 (M:17.5) 1 2 0 K.LSLTQDPVVK.V
Dimethyl:2H(4): 1; 
Dimethyl: 10



1905 true 1682 1159.7372 1158.7365 1 -5.64 447.06 24.83 39.1 (M:39.1) 1 1 0 R.IFAPNHVVAK.S Dimethyl:2H(4): 1, 10

1906 true 554 1160.5842 1159.551 1 22.34 366.36 22.5 45.2 (M:45.2) 2 1 0 R.GYSFTTTAER.E Dimethyl: 1

1907 true 554 1160.5842 1159.551 1 22.34 366.36 22.5 45.2 (M:45.2) 2 1 0 R.GYSFTTTAER.E Dimethyl: 1

1908 false 2315 1160.6731 1159.6449 1 18.11 392.69 29.33 15.4 (M:15.4) 1 3 1 K.EGTTLKEAAIK.L



1909 false 3051 1160.6838 1159.6585 1 15.57 440.44 52.33 19.5 (M:19.5) 1 3 0 K.MGVPYCIIK.S

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 9; 
Oxidation: 1

1910 false 3051 1160.6838 1159.6875 1 -9.41 450.24 52.33 15.2 (M:15.2) 1 9 1 R.TRDAFVMLK.N
Dimethyl:2H(4): 1, 9; 
Oxidation: 7

1911 true 3051 1160.6838 1159.6729 1 3.17 506.65 52.33 55.9 (M:55.9) 1 1 0 K.FADENFILK.H Dimethyl:2H(4): 1, 9

1912 false 3051 1160.6838 1159.6725 1 3.46 566.89 52.33 26.2 (M:26.2) 1 2 0 R.ILNFLMHPK.S
Dimethyl:2H(4): 9; 
Oxidation: 6



1913 true 1252 1160.7009 1159.6965 1 -2.47 381.07 23.33 29.0 (M:29.0) 1 1 0 K.QQLLIGAYAK.A Dimethyl: 1, 10

1914 true 3058 1160.8007 1159.778 1 13.29 366.54 32.17 34.7 (M:34.7) 1 1 0 K.LKPLEVELR.R Dimethyl:2H(4): 1, 2

1915 false 2145 1161.5998 1160.6149 1 -19.29 334.28 29.33 19.2 (M:19.2) 1 6 1 K.VSVKSEGGSQR.D Dimethyl: 1

1916 false 2145 1161.5998 1160.619 1 -22.75 24.51 29.33 18.1 (M:18.1) 1 8 0 R.VNEVNQFAGK.L Dimethyl: 1, 10



1917 true 4156 1161.6107 1160.5978 1 4.79 477.13 46.33 57.7 (M:57.7) 1 1 0 R.FDPFGPLGAGR.A Dimethyl: 1

1918 false 4156 1161.6107 1160.6223 1 -16.3 521.6 46.33 15.1 (M:15.1) 1 9 0 R.SSGVLLNNAMK.G Dimethyl: 1

1919 true 883 1161.6346 1160.6302 1 -2.5 422.1 21.5 22.8 (M:22.8) 1 1 0 R.FGVQLQATNR.E Dimethyl: 1

1920 false 3835 1161.6535 1160.6441 1 1.78 329.82 44.5 16.4 (M:16.4) 1 8 1 R.LDPTGVFEKK.M Dimethyl: 1



1921 true 1919 1161.6799 1160.6703 1 1.99 397.87 45.17 37.0 (M:37.0) 1 1 0 R.LVTDVQEAVR.T Dimethyl:2H(4): 1

1922 false 4718 1161.6907 1160.6879 1 -3.88 478.31 54 28.8 (M:28.8) 1 2 0 R.FLILPDMLK.N Oxidation: 7; Dimethyl: 1, 9

1923 false 2607 1161.7369 1160.7107 1 16.27 414.27 29.83 20.5 (M:20.5) 1 74.82 2 1 K.IWKLADIDK.D
Dimethyl:2H(4): 9; 
Dimethyl: 3

1924 true 2607 1161.7369 1160.7169 1 10.94 434.03 29.83 54.0 (M:54.0) 1 1 0 K.SLNILASFLK.K Dimethyl: 1, 10



1925 true 2099 1162.5364 1161.5302 1 -0.95 422.68 34.5 28.5 (M:28.5) 1 1 0 K.QPEDDLFDR.L Dimethyl: 1

1926 false 2099 1162.5364 1161.5448 1 -13.51 369.76 34.5 23.4 (M:23.4) 1 2 1 R.SGKGGPELMDR.G Oxidation: 9

1927 false 1300 1162.5734 1161.5924 1 -22.63 372.12 31.5 17.3 (M:17.3) 1 3 1 K.NVMVSTGRDR.Q Dimethyl: 1

1928 false 1300 1162.5734 1161.5812 1 -12.96 378.79 31.5 17.4 (M:17.4) 1 2 0 K.NVMATNDVVR.Y Oxidation: 3; Dimethyl: 1



1929 true 233 1162.608 1161.6114 1 -9.16 320.38 21 48.5 (M:48.5) 2 1 0 R.ALVDGPCSGVR.R
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1930 true 145 1162.6184 1161.5968 1 12.33 391.77 20.67 46.8 (M:46.8) 1 1 0 R.GYSFVTTAER.E Dimethyl:2H(4): 1

1931 true 145 1162.6184 1161.5968 1 12.33 391.77 20.67 46.8 (M:46.8) 1 1 0 R.GYSFVTTAER.E Dimethyl:2H(4): 1

1932 true 1770 1162.6236 1161.6142 1 1.77 537.19 35.33 51.2 (M:51.2) 1 1 0 R.DAGLQLQAYR.Y Dimethyl: 1



1933 true 1132 1162.6244 1161.6304 1 -11.36 482.72 31.17 40.3 (M:40.3) 1 1 0 R.CGPPPEISGGK.V
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11

1934 true 1448 1162.6635 1161.6444 1 10.17 303.66 24.83 61.0 (M:61.0) 3 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

1935 true 1448 1162.6635 1161.6444 1 10.17 303.66 24.83 61.0 (M:61.0) 3 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

1936 true 1448 1162.6635 1161.6444 1 10.17 303.66 24.83 61.0 (M:61.0) 3 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1



1937 true 1448 1162.6635 1161.6444 1 10.17 303.66 24.83 61.0 (M:61.0) 3 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

1938 true 1326 1162.6726 1161.6506 1 12.62 325.74 27.67 50.8 (M:50.8) 2 1 0 R.NTIFTNVGLR.S Dimethyl: 1

1939 false 718 1162.6938 1161.6982 1 -10.08 348.19 23 15.5 (M:15.5) 1 2 0 R.QLHLNQLIR.T Dimethyl: 1

1940 false 2248 1162.73 1161.706 1 14.46 614.48 38.17 15.6 (M:15.6) 1 7 1 K.IWDLASGKLK.L Dimethyl:2H(4): 1



1941 false 2248 1162.73 1161.7249 1 -1.85 517.87 38.17 19.9 (M:19.9) 1 3 1 R.DYYKILGVK.R Dimethyl:2H(4): 1, 4

1942 true 1069 1163.5852 1162.5652 1 10.94 465.31 30.67 15.3 (M:15.3) 1 1 0 R.TCVADANTQK.Q
Carbamidomethyl: 2; 
Dimethyl: 1, 10

1943 true 3361 1163.6013 1162.6135 1 -16.7 426.07 44.17 41.8 (M:41.8) 1 1 0 K.NGFLLDGFPR.T Dimethyl: 1

1944 true 108 1163.6213 1162.6135 1 0.48 272.33 18.67 45.9 (M:45.9) 2 1 0 K.FVATGHGQYK.R Dimethyl: 1, 10



1945 true 2914 1163.6493 1162.6346 1 6.36 496.03 40.83 25.2 (M:25.2) 1 1 0 R.QFVTATDVVR.G Dimethyl: 1

1946 true 2410 1163.6524 1162.657 1 -10.17 525.91 29.33 40.0 (M:40.0) 1 1 0 K.LQNELDMLK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 9

1947 true 910 1163.6538 1162.6474 1 -0.77 256.2 23 48.5 (M:48.5) 1 1 0 K.FFENLSGTGK.A Dimethyl:2H(4): 1, 10

1948 false 719 1163.678 1162.6933 1 -19.4 439.96 21.33 15.2 (M:15.2) 1 9 1 R.CVVEVLKEK.S

Carbamidomethyl: 1; 
Dimethyl:2H(4): 7; 
Dimethyl: 9



1949 true 2667 1163.6855 1162.6962 1 -15.41 406.88 31.67 62.5 (M:62.5) 1 1 0 R.VFSGLVSTGLK.V Dimethyl: 1, 11

1950 false 2667 1163.6855 1162.6933 1 -12.98 363.4 31.67 17.4 (M:17.4) 1 7 1 K.IKSVSVMDPK.Q
Dimethyl:2H(4): 2; 
Dimethyl: 10

1951 false 485 1164.5706 1163.5796 1 -13.96 460.48 30.5 18.0 (M:18.0) 1 3 0 K.QHGPAQAGASGR.T Dimethyl: 1

1952 true 3109 1164.6016 1163.6233 1 -24.93 386.03 42.5 16.6 (M:16.6) 1 1 1 K.MVVSFNRGAR.G Dimethyl: 1



1953 true 3109 1164.6016 1163.6233 1 -24.93 386.03 42.5 16.6 (M:16.6) 1 1 1 K.MVVSFNRGAR.G Dimethyl: 1

1954 false 2601 1164.6514 1163.622 1 18.99 634.33 40.17 18.2 (M:18.2) 1 3 1 K.GMTQKDLATK.I Oxidation: 2; Dimethyl: 1, 10

1955 true 1166 1165.5831 1164.5924 1 -14.23 336.79 31 70.5 (M:70.5) 1 1 0 K.GAGTDDDTLIR.V Dimethyl:2H(4): 1

1956 true 2066 1165.6286 1164.6089 1 10.7 553.24 36.83 46.0 (M:46.0) 1 1 0 R.NCFASVFEK.Y
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 9



1957 true 4126 1165.6319 1164.623 1 1.47 504.78 46.33 44.9 (M:44.9) 1 1 0 R.FDPFGPLGAGR.A Dimethyl:2H(4): 1

1958 true 217 1165.6529 1164.6325 1 11.21 519.5 16.33 20.7 (M:20.7) 1 1 1 -.MSKAHPPELK.K Dimethyl: 10

1959 true 830 1165.6646 1164.663 1 -4.91 175.52 24.17 50.8 (M:50.8) 2 1 0 K.YQLSVSNYK.G Dimethyl:2H(4): 1, 9

1960 true 3294 1165.729 1164.7158 1 5.03 385.45 34.33 59.5 (M:59.5) 3 1 0 R.IAIYELLFK.E Dimethyl: 1, 9



1961 false 3294 1165.729 1164.7169 1 4.16 390.09 34.33 22.1 (M:22.1) 1 63.05 8 1 K.SKDIINLFR.T
Dimethyl:2H(4): 2; 
Dimethyl: 1

1962 true 1988 1166.5975 1165.5914 1 -0.99 444.32 26.33 29.6 (M:29.6) 1 1 0 R.YGCLSGVQVR.S
Carbamidomethyl: 3; 
Dimethyl: 1

1963 true 1747 1166.6359 1165.6393 1 -9.19 593.72 35.33 68.1 (M:68.1) 2 1 0 R.DAGLQLQAYR.Y Dimethyl:2H(4): 1

1964 true 2044 1166.6529 1165.6455 1 0.06 449.92 36.83 19.3 (M:19.3) 1 1 0 K.HGDVLTIIDR.S Dimethyl: 1



1965 true 4086 1166.6796 1165.6608 1 9.94 391.89 48 34.7 (M:34.7) 1 1 1 K.GYYNLRKPK.V Dimethyl: 9

1966 false 2057 1166.6801 1165.6747 1 -1.61 342.31 27.83 17.6 (M:17.6) 1 2 0 K.LQYEGIFIK.D Dimethyl: 1, 9

1967 true 721 1166.6837 1165.6757 1 0.63 490.78 21.83 79.2 (M:79.2) 5 1 0 R.NTIFTNVGLR.S Dimethyl:2H(4): 1

1968 false 2441 1166.6844 1165.6679 1 7.97 569.44 31.5 18.0 (M:18.0) 1 61.04 4 1 K.ICATLSAKDK.R

Carbamidomethyl: 2; 
Dimethyl:2H(4): 8; 
Dimethyl: 10



1969 false 1069 1166.6859 1165.6532 1 21.73 476.04 32.83 21.2 (M:21.2) 1 3 0 R.LTAPEDVFSK.L
Dimethyl:2H(4): 1; 
Dimethyl: 10

1970 true 315 1167.5371 1166.5407 1 -9.32 507.47 18.83 19.0 (M:19.0) 1 1 0 R.DYGHGGYGGPR.S Dimethyl:2H(4): 1

1971 true 2584 1167.5604 1166.5788 1 -22 411.38 36.67 32.0 (M:32.0) 1 97.84 1 1 R.MIMAKSSAER.K Oxidation: 3; Dimethyl: 5

1972 true 2003 1167.5757 1166.5608 1 6.5 349.76 45 39.9 (M:39.9) 1 1 0 R.YYPTEDVPR.K Dimethyl: 1



1973 true 3362 1167.629 1166.6386 1 -14.46 435.39 44.17 50.4 (M:50.4) 1 1 0 K.NGFLLDGFPR.T Dimethyl:2H(4): 1

1974 true 4368 1167.6332 1166.6336 1 -6.57 467.16 47.17 25.1 (M:25.1) 2 1 0 R.NIIGYFEQK.D Dimethyl: 1, 9

1975 true 1230 1167.658 1166.6597 1 -7.71 236.28 23.83 17.4 (M:17.4) 1 1 0 R.QFVTATDVVR.G Dimethyl:2H(4): 1

1976 false 2061 1167.6986 1166.7063 1 -12.87 299.62 27.33 16.1 (M:16.1) 1 3 0 R.EIQPPFKPK.V Dimethyl: 1, 7, 9



1977 true 576 1167.7061 1166.7023 1 -3.02 311.53 18.5 16.7 (M:16.7) 1 1 0 K.VGNAKPEIQK.V Dimethyl: 1, 5, 10

1978 true 3097 1167.7218 1166.6958 1 16.03 450.26 42.67 19.9 (M:19.9) 1 61.09 1 1 K.LIMGIGHRVK.S Oxidation: 3; Dimethyl: 10

1979 true 3857 1167.7456 1166.7515 1 -11.29 419.9 46.67 81.6 (M:81.6) 2 1 0 R.DAVLLLFANK.Q Dimethyl:2H(4): 1, 10

1980 false 2859 1168.6388 1167.6107 1 17.82 477.47 39.83 15.5 (M:15.5) 1 4 1 R.SQDEIKNMK.A
Dimethyl:2H(4): 6; 
Oxidation: 8; Dimethyl: 9



1981 true 2859 1168.6388 1167.626 1 4.77 474.64 39.83 30.3 (M:30.3) 2 1 0 K.MTPLVQEFR.E
Dimethyl:2H(4): 1; 
Oxidation: 1

1982 true 1131 1168.6561 1167.64 1 7.51 275.6 24 24.1 (M:24.1) 1 1 0 R.VEVGPHSFIR.Q Dimethyl: 1

1983 true 266 1168.6779 1167.6612 1 8.05 299.55 20.5 37.5 (M:37.5) 2 1 0 K.VVEGLPLSNGR.K Dimethyl: 1

1984 true 3931 1168.696 1167.7088 1 -17.18 464.18 45 33.6 (M:33.6) 1 1 1 R.NNIRQQVLK.S Dimethyl: 1, 9



1985 true 1212 1168.7529 1167.7467 1 -0.91 417.77 23.33 41.9 (M:41.9) 2 1 0 K.QQLLIGAYAK.A Dimethyl:2H(4): 1, 10

1986 true 516 1169.5789 1168.5849 1 -11.35 491.55 28.17 41.5 (M:41.5) 1 1 0 R.FTNVGPDTMR.V Dimethyl:2H(4): 1

1987 true 1083 1169.6124 1168.5877 1 14.94 534.61 22.5 18.1 (M:18.1) 1 1 0 R.GEPGNIGFPGPK.G

1988 false 1083 1169.6124 1168.5811 1 20.52 529.88 22.5 17.6 (M:17.6) 1 2 0 R.HFLMGAPGPAR.S Oxidation: 4



1989 false 2709 1169.694 1168.6968 1 -8.61 397.22 49.17 23.9 (M:23.9) 1 2 0 K.GAPTGFILPIR.D Dimethyl: 1

1990 true 4719 1169.7361 1168.7381 1 -7.91 464.64 54 24.6 (M:24.6) 1 1 0 R.FLILPDMLK.N
Dimethyl:2H(4): 1, 9; 
Oxidation: 7

1991 true 2999 1170.5493 1169.5539 1 -10.19 336.53 38.17 39.2 (M:39.2) 1 1 0 R.FFDDLCAVR.N
Carbamidomethyl: 6; 
Dimethyl: 1

1992 true 2081 1170.5943 1169.5751 1 10.22 566.12 28.83 15.3 (M:15.3) 1 1 0 K.QMIGYNLSTK.Q Oxidation: 2



1993 false 2218 1170.6017 1169.5757 1 16.02 423.73 28.5 15.2 (M:15.2) 1 2 0 K.EFEWYLQK.I Dimethyl: 8

1994 true 5799 1170.6233 1169.6292 1 -11.22 439.41 50.83 39.8 (M:39.8) 1 1 0 M.AEAVVELLER.A Acetyl: 1

1995 true 413 1170.6303 1169.6193 1 3.18 237.13 21.33 21.3 (M:21.3) 1 1 0 K.LLEAQEHFR.K Dimethyl: 1

1996 false 413 1170.6303 1169.6153 1 6.62 274.21 21.33 17.6 (M:17.6) 1 2 1 R.LSPEEQQRR.L Dimethyl: 1



1997 true 3017 1170.6661 1169.6332 1 21.91 456.45 31.5 43.9 (M:43.9) 1 1 0 K.AFIEGSSYLK.G Dimethyl: 1, 10

1998 true 830 1170.69 1169.6768 1 5.04 415.25 21.5 19.8 (M:19.8) 1 1 0 R.LSPQAVSAITR.R Dimethyl: 1

1999 true 307 1170.7633 1169.7595 1 -2.97 398.99 20.33 25.1 (M:25.1) 1 1 1 K.QKVELMQAK.L Dimethyl:2H(4): 1, 2, 9

2000 true 1721 1171.5904 1170.5881 1 -4.26 171.75 32.83 36.9 (M:36.9) 1 1 0 K.IGDPLQEDTR.M Dimethyl: 1



2001 true 1952 1171.6014 1170.5859 1 7.02 351.39 45 46.4 (M:46.4) 1 1 0 R.YYPTEDVPR.K Dimethyl:2H(4): 1

2002 false 470 1171.6282 1170.6357 1 -12.59 80.39 27.67 20.5 (M:20.5) 1 2 0 K.ESAAINQILGR.R

2003 true 470 1171.6282 1170.6357 1 -12.59 80.32 27.67 42.7 (M:42.7) 1 1 0 R.SLNDQAVQIR.V Dimethyl: 1

2004 false 1049 1171.6323 1170.6518 1 -22.89 79.2 30.67 17.1 (M:17.1) 1 2 1 R.CLSSLKDER.V
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 6



2005 true 899 1171.6558 1170.6761 1 -23.54 104.17 38.5 18.1 (M:18.1) 1 1 0 K.FSPAGPVLSIR.V Dimethyl: 1

2006 true 1852 1171.6575 1170.6583 1 -6.95 102.16 29.33 63.9 (M:63.9) 4 1 0 K.LAVNMVPFPR.L Dimethyl: 1

2007 true 1852 1171.6575 1170.6583 1 -6.95 102.16 29.33 63.9 (M:63.9) 4 1 0 K.LAVNMVPFPR.L Dimethyl: 1

2008 true 1852 1171.6575 1170.6583 1 -6.95 102.16 29.33 63.9 (M:63.9) 4 1 0 K.LAVNMVPFPR.L Dimethyl: 1



2009 true 1852 1171.6575 1170.6583 1 -6.95 102.16 29.33 63.9 (M:63.9) 4 1 0 K.LAVNMVPFPR.L Dimethyl: 1

2010 true 2263 1171.6629 1170.6509 1 4.02 52.28 27.5 37.9 (M:37.9) 1 1 0 R.FATHAAALSVR.N Dimethyl: 1

2011 true 473 1171.6701 1170.6637 1 -0.73 71.27 17.67 38.3 (M:38.3) 1 1 0 K.FVATGHGQYK.R Dimethyl:2H(4): 1, 10

2012 true 3099 1171.7483 1170.7464 1 -4.54 39.83 31.67 60.8 (M:60.8) 1 1 0 R.VFSGLVSTGLK.V Dimethyl:2H(4): 1, 11



2013 true 1896 1172.5975 1171.5947 1 -3.86 65.21 27.17 81.6 (M:81.6) 3 1 0 R.MFTTYPQTK.T Dimethyl: 1, 9

2014 false 595 1172.6046 1171.6209 1 -20.12 82.69 22.67 21.4 (M:21.4) 2 2 1 K.EDMTYAVRK.L
Dimethyl:2H(4): 1; 
Dimethyl: 9

2015 true 717 1172.6435 1171.6271 1 7.75 111.4 30.83 65.5 (M:65.5) 1 1 0 K.LKPDVEMER.V Dimethyl: 1, 2

2016 false 717 1172.6435 1171.6635 1 -23.28 78.75 30.83 15.8 (M:15.8) 1 2 1 K.IEPKLEMLR.C Oxidation: 7; Dimethyl: 1



2017 true 1132 1172.646 1171.6172 1 18.4 36.72 25.17 49.2 (M:49.2) 1 1 0 R.VVHIMDFQR.G Dimethyl: 1

2018 true 2567 1172.6549 1171.6511 1 -2.96 87.24 39.83 37.5 (M:37.5) 1 1 0 R.NLFNVVDCK.L
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 9

2019 true 213 1172.6957 1171.6863 1 1.87 76.98 20.5 29.9 (M:29.9) 1 1 0 K.VVEGLPLSNGR.K Dimethyl:2H(4): 1

2020 true 2878 1173.6779 1172.6554 1 13.02 148.3 31.67 19.0 (M:19.0) 1 1 0 K.VFASLPQVER.G Dimethyl: 1



2021 true 2966 1173.6963 1172.6954 1 -5.51 63.69 31.5 16.2 (M:16.2) 1 1 1 K.IPADILDKEK.F Dimethyl:2H(4): 1

2022 true 1976 1173.7175 1172.7219 1 -10.01 108.81 28.33 35.6 (M:35.6) 1 1 0 K.GAPTGFILPIR.D Dimethyl:2H(4): 1

2023 true 2657 1173.7204 1172.738 1 -21.25 109.37 49.17 22.1 (M:22.1) 1 1 1 K.KTTTIAVEVK.K Dimethyl: 1, 1, 10

2024 true 3318 1173.7794 1172.766 1 5.15 61.34 34.33 40.6 (M:40.6) 1 1 0 R.IAIYELLFK.E Dimethyl:2H(4): 1, 9



2025 false 3000 1174.6017 1173.6104 1 -13.56 87.63 38.5 22.3 (M:22.3) 1 4 0 R.YTVYCSLLK.V
Carbamidomethyl: 5; 
Dimethyl: 9

2026 true 3000 1174.6017 1173.6129 1 -15.69 87.48 38.5 43.4 (M:43.4) 1 1 0 R.GDEELDSLIK.A Dimethyl: 1, 10

2027 false 3000 1174.6017 1173.6176 1 -19.7 87.62 38.5 15.8 (M:15.8) 1 8 0 K.NAEIMGNILR.N Oxidation: 5; Dimethyl: 1

2028 false 1854 1174.6404 1173.6154 1 15.09 196.99 27 15.3 (M:15.3) 1 5 0 -.MPLSADPHFK.K Dimethyl:2H(4): 10



2029 true 234 1174.6467 1173.6444 1 -4.21 119.2 21.33 45.8 (M:45.8) 1 1 0 K.LLEAQEHFR.K Dimethyl:2H(4): 1

2030 true 71 1174.6882 1173.6546 1 22.36 445.73 18.17 21.6 (M:21.6) 1 1 0 K.YSVGVHFLPK.K Dimethyl: 10

2031 true 3089 1174.714 1173.691 1 13.34 128.34 32.33 38.1 (M:38.1) 1 1 0 R.GIPPIYPHPK.L Dimethyl: 1, 10

2032 false 1473 1174.7371 1173.7318 1 -1.65 110.32 30 15.6 (M:15.6) 1 2 1 -.MAVVAAGRVLR.L Dimethyl:2H(4): 1



2033 true 4063 1174.7448 1173.7647 1 -23.14 146.52 47.83 57.2 (M:57.2) 1 1 0 R.DPLLLAMIPK.Y Dimethyl:2H(4): 1, 10

2034 true 2103 1174.7621 1173.7271 1 23.59 135.42 27.83 30.5 (M:30.5) 1 92.12 1 1 R.IKENLEQLK.I
Dimethyl:2H(4): 1; 
Dimethyl: 9

2035 true 212 1175.4737 1174.4899 1 -20.03 203.16 26.5 23.9 (M:23.9) 1 1 0 K.FDNLYCCR.E
Carbamidomethyl: 6, 7; 
Dimethyl: 1

2036 true 942 1175.5432 1174.523 1 11.06 140.68 21.67 33.2 (M:33.2) 1 1 0 K.YGCGYFGAPR.R
Carbamidomethyl: 3; 
Dimethyl: 1



2037 false 1671 1175.599 1174.6066 1 -12.68 112.23 32.83 20.0 (M:20.0) 1 2 0 K.LLCGGNPAADR.G
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2038 true 1671 1175.599 1174.6132 1 -18.23 82.81 32.83 49.1 (M:49.1) 1 1 0 K.IGDPLQEDTR.M Dimethyl:2H(4): 1

2039 false 1390 1175.68 1174.6445 1 24 134.26 34 15.9 (M:15.9) 1 2 1 K.SSDEKEVLLK.G Dimethyl: 5

2040 true 1491 1175.6835 1174.6834 1 -6.11 99.74 29.33 66.7 (M:66.7) 4 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1



2041 true 1491 1175.6835 1174.6834 1 -6.11 99.74 29.33 66.7 (M:66.7) 4 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

2042 true 1491 1175.6835 1174.6834 1 -6.11 99.74 29.33 66.7 (M:66.7) 4 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

2043 true 1491 1175.6835 1174.6834 1 -6.11 99.74 29.33 66.7 (M:66.7) 4 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

2044 true 4369 1175.6844 1174.6838 1 -5.66 103.3 47.17 54.2 (M:54.2) 2 1 0 R.NIIGYFEQK.D Dimethyl:2H(4): 1, 9



2045 true 712 1176.5749 1175.5873 1 -16.72 96.27 28.67 17.3 (M:17.3) 1 1 0 K.FDAIVGHGSNQ.- Dimethyl:2H(4): 1

2046 true 1454 1176.655 1175.6423 1 4.63 41.25 25.17 23.5 (M:23.5) 1 1 0 R.VVHIMDFQR.G Dimethyl:2H(4): 1

2047 true 1608 1176.6592 1175.6398 1 10.3 193.07 25.17 18.4 (M:18.4) 1 1 1 K.DGKGISDSTLK.A Dimethyl: 1, 11

2048 true 278 1176.6637 1175.655 1 1.2 46.59 20.33 63.1 (M:63.1) 2 1 0 K.STTTGHLIYK.C Dimethyl: 1, 10



2049 true 278 1176.6637 1175.655 1 1.2 46.59 20.33 63.1 (M:63.1) 2 1 0 K.STTTGHLIYK.C Dimethyl: 1, 10

2050 true 3128 1176.6913 1175.6954 1 -9.66 53.86 32.17 53.6 (M:53.6) 1 1 0 K.FFPLIELNK.V Dimethyl: 1, 9

2051 true 1136 1176.7629 1175.7518 1 3.29 13.89 26.83 25.6 (M:25.6) 1 1 0 R.FNVIQPGPIK.T Dimethyl:2H(4): 1, 10

2052 true 3932 1176.7641 1175.7729 1 -13.69 104.2 45 71.8 (M:71.8) 1 1 0 K.DLIGVQNLLK.K Dimethyl:2H(4): 1, 10



2053 false 3932 1176.7641 1175.759 1 -1.86 118.07 45 23.1 (M:23.1) 1 2 1 R.NNIRQQVLK.S Dimethyl:2H(4): 1, 9

2054 true 679 1177.5463 1176.5411 1 -1.8 46.46 29 22.4 (M:22.4) 1 1 0 K.EYEVGDPGQR.T Dimethyl: 1

2055 true 3001 1177.6049 1176.6139 1 -13.83 88.52 38 15.5 (M:15.5) 1 1 0 R.FDAGELITQR.E Dimethyl: 1

2056 false 4308 1177.6384 1176.639 1 -6.74 188.07 43.5 17.7 (M:17.7) 1 2 0 R.QEYEQLIAK.N Dimethyl: 1, 9



2057 true 2850 1177.7038 1176.6805 1 13.61 58.57 31.67 33.5 (M:33.5) 1 1 0 K.VFASLPQVER.G Dimethyl:2H(4): 1

2058 true 1346 1178.5687 1177.5615 1 -0.12 91.38 31.33 33.5 (M:33.5) 1 1 0 K.EAESSPFVER.L Dimethyl: 1

2059 true 1871 1178.5971 1177.5914 1 -1.33 177.62 25.67 41.5 (M:41.5) 4 1 0 K.CPFTGNVSIR.G
Carbamidomethyl: 1; 
Dimethyl: 1

2060 true 840 1178.5999 1177.5991 1 -5.47 308.64 23 24.6 (M:24.6) 1 1 0 K.GIYFADMVSK.S
Dimethyl:2H(4): 1; 
Oxidation: 7



2061 true 1554 1178.642 1177.6471 1 -10.48 59.67 41.83 39.1 (M:39.1) 1 1 0 R.QETEFYLGK.R Dimethyl:2H(4): 1, 9

2062 true 3223 1178.6568 1177.6645 1 -12.69 151.43 52.83 16.0 (M:16.0) 1 1 0 R.ALEPFATELR.E Dimethyl:2H(4): 1

2063 true 1650 1178.6989 1177.6931 1 -1.27 86.95 24.67 23.6 (M:23.6) 1 1 0 R.VLIAAHGNSLR.G Dimethyl: 1

2064 true 213 1179.5096 1178.5151 1 -10.79 146.34 26.5 19.8 (M:19.8) 1 1 0 K.FDNLYCCR.E
Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1



2065 true 796 1179.5563 1178.5481 1 0.8 92.37 25.33 74.4 (M:74.4) 3 1 0 K.YGCGYFGAPR.R
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2066 true 2884 1179.6031 1178.576 1 16.8 90.61 31.33 37.2 (M:37.2) 1 1 0 R.YEGFFGLYR.G Dimethyl: 1

2067 true 37 1179.6383 1178.6118 1 16.28 97.55 15 47.5 (M:47.5) 3 1 0 K.IGVAAQNCYK.V
Carbamidomethyl: 8; 
Dimethyl: 1, 10

2068 true 650 1180.6004 1179.5822 1 9.22 136.99 30.67 82.0 (M:82.0) 1 1 0 R.HSFLTDESGR.V Dimethyl:2H(4): 1



2069 true 2138 1180.6434 1179.6449 1 -7.51 81.39 27.17 42.1 (M:42.1) 2 1 0 R.MFTTYPQTK.T Dimethyl:2H(4): 1, 9

2070 true 970 1180.6722 1179.6612 1 3.21 119.36 23 19.7 (M:19.7) 1 1 0 R.ALEATIEHIR.Q Dimethyl: 1

2071 true 27 1180.6739 1179.6836 1 -14.4 65.8 20.33 16.0 (M:16.0) 1 1 1 R.SLGRHISQVR.H Dimethyl: 1

2072 true 1577 1180.7204 1179.7016 1 9.76 65.59 25.5 35.5 (M:35.5) 1 1 0 K.ELLQHPFLK.L Dimethyl: 1, 9



2073 true 3002 1181.6254 1180.639 1 -17.65 50.17 38 23.7 (M:23.7) 1 1 0 R.FDAGELITQR.E Dimethyl:2H(4): 1

2074 true 2756 1181.7041 1180.6754 1 18.17 61.39 31 51.1 (M:51.1) 1 1 0 R.IALLQYGSER.E Dimethyl:2H(4): 1

2075 true 3463 1181.7578 1180.7671 1 -14.08 116.02 42.67 21.7 (M:21.7) 1 1 0 R.DAIILIFANK.Q Dimethyl:2H(4): 1, 10

2076 false 2536 1182.5345 1181.5387 1 -9.72 111.82 36.33 17.4 (M:17.4) 1 2 1 K.MEFDEKDLR.R



2077 false 1303 1182.583 1181.561 1 12.47 151.19 31.33 16.3 (M:16.3) 1 3 0 K.EDCMPETLK.N

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Dimethyl: 9

2078 false 1303 1182.583 1181.5536 1 18.72 50.96 31.33 16.5 (M:16.5) 1 2 0 R.EAEDIAAMER.L
Dimethyl:2H(4): 1; 
Oxidation: 8

2079 true 1303 1182.583 1181.5866 1 -9.2 46 31.33 37.9 (M:37.9) 1 1 0 K.EAESSPFVER.L Dimethyl:2H(4): 1

2080 true 757 1182.6329 1181.6165 1 7.72 30.73 23.83 53.9 (M:53.9) 3 1 0 K.CPFTGNVSIR.G
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



2081 true 1159 1182.6385 1181.6445 1 -11.2 87.97 23 32.1 (M:32.1) 1 1 0 R.QVYGLNFASK.E Dimethyl: 1, 10

2082 true 3360 1182.6476 1181.6383 1 1.73 66.02 53.17 18.0 (M:18.0) 1 1 0 K.FAEAFEAIPR.A Dimethyl:2H(4): 1

2083 true 1287 1182.6654 1181.6591 1 -0.77 71.93 26 45.4 (M:45.4) 1 1 0 R.SLHDAIMIVR.R Dimethyl: 1

2084 false 1818 1182.7005 1181.7094 1 -13.69 129.34 28.67 16.1 (M:16.1) 1 2 0 R.DPLLLAMIPK.Y Oxidation: 7; Dimethyl: 1, 10



2085 true 1818 1182.7005 1181.6842 1 7.58 140.99 28.67 48.3 (M:48.3) 2 1 0 R.IVIPMESPIR.V Dimethyl: 1

2086 true 1651 1182.7034 1181.7182 1 -18.7 65.16 24.67 21.6 (M:21.6) 1 1 0 R.VLIAAHGNSLR.G Dimethyl:2H(4): 1

2087 true 777 1183.5527 1182.5517 1 -5.31 97.27 29.33 23.6 (M:23.6) 1 1 0 K.SGVDADVSYSR.K Dimethyl: 1

2088 true 2885 1183.6284 1182.6012 1 16.88 54.01 31.33 15.2 (M:15.2) 1 1 0 R.YEGFFGLYR.G Dimethyl:2H(4): 1



2089 true 1387 1183.6574 1182.6431 1 5.93 147 24.33 22.4 (M:22.4) 1 1 0 R.MIGGPVLPSER.S Dimethyl: 1

2090 true 501 1183.7065 1182.7274 1 -23.85 185.38 30.17 23.5 (M:23.5) 1 1 0 K.AAAATHELVIK.E
Dimethyl:2H(4): 1; 
Dimethyl: 11

2091 true 1115 1184.5082 1183.5163 1 -13.03 51.74 30.5 22.4 (M:22.4) 1 1 0 R.YDDMASCMK.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 9

2092 true 3249 1184.6013 1183.5656 1 24.03 64.87 41.83 16.6 (M:16.6) 1 1 1 -.MSGKEGSGGFR.K Oxidation: 1; Dimethyl: 1, 4



2093 true 3233 1184.6234 1183.5873 1 24.3 124.45 32.5 55.1 (M:55.1) 1 1 0 K.GEFGGFGSVSGK.I Dimethyl: 1, 12

2094 false 146 1184.6554 1183.6673 1 -16.19 115.13 21 18.5 (M:18.5) 1 3 1 R.EDQINRLIR.R Dimethyl: 1

2095 true 146 1184.6554 1183.6424 1 4.89 42.48 21 67.5 (M:67.5) 1 1 0 K.HFVQMLPEK.D Dimethyl: 1, 9

2096 true 593 1184.6597 1183.6611 1 -7.36 52.67 20 26.2 (M:26.2) 1 1 0 K.QLGDHVTNLR.K Dimethyl:2H(4): 1



2097 true 3237 1184.673 1183.6812 1 -13.1 57.81 38.83 18.3 (M:18.3) 1 1 0 K.LVIIEGDLER.T Dimethyl: 1

2098 true 1391 1184.6857 1183.6925 1 -11.9 145.27 34.33 41.1 (M:41.1) 1 1 0 K.QVNDLISVLR.E Dimethyl: 1

2099 true 91 1184.6983 1183.7087 1 -14.92 40.37 20.33 26.7 (M:26.7) 1 1 1 R.SLGRHISQVR.H Dimethyl:2H(4): 1

2100 true 97 1184.7178 1183.7052 1 4.48 105.97 16.17 81.1 (M:81.1) 2 1 0 K.STTTGHLIYK.C Dimethyl:2H(4): 1, 10



2101 true 97 1184.7178 1183.7052 1 4.48 105.97 16.17 81.1 (M:81.1) 2 1 0 K.STTTGHLIYK.C Dimethyl:2H(4): 1, 10

2102 true 1066 1184.721 1183.7239 1 -8.59 84.96 22.67 59.7 (M:59.7) 1 1 0 K.FLMANGQLVK.M Dimethyl:2H(4): 1, 10

2103 true 725 1185.5563 1184.5244 1 20.76 133.48 29.33 15.1 (M:15.1) 1 1 0 K.GEAGEMGPQGPR.G

2104 true 584 1185.5858 1184.5546 1 20.15 155.43 29.33 17.9 (M:17.9) 1 1 0 K.DSGVQACFNR.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



2105 false 1605 1185.6171 1184.6077 1 1.74 66.14 42.33 19.6 (M:19.6) 1 2 0 K.YLETYEAIR.V Dimethyl: 1

2106 true 1898 1185.6314 1184.6149 1 7.78 78.4 33.5 27.3 (M:27.3) 1 1 0 R.QGVDADINGLR.Q Dimethyl: 1

2107 true 2413 1185.6369 1184.6529 1 -19.64 77.47 35.83 37.9 (M:37.9) 1 1 0 R.EEDIQNFVK.F Dimethyl:2H(4): 1, 9

2108 true 1085 1185.6483 1184.6426 1 -1.37 153.91 22.5 52.6 (M:52.6) 2 1 0 R.HFLMGAPGPAR.S Dimethyl:2H(4): 1



2109 true 465 1185.6695 1184.6641 1 -1.61 52.16 34 20.6 (M:20.6) 1 1 1 R.QLFEADKDR.F Dimethyl:2H(4): 1, 7

2110 true 2442 1185.6792 1184.6917 1 -16.76 157.22 29.67 66.2 (M:66.2) 2 1 0 K.FSPAGPILSIR.V Dimethyl: 1

2111 true 2761 1185.683 1184.6893 1 -11.44 60.93 37.33 57.6 (M:57.6) 2 1 0 R.EYQDLLNVK.M Dimethyl:2H(4): 1, 9

2112 true 2761 1185.683 1184.6893 1 -11.44 60.93 37.33 57.6 (M:57.6) 2 1 0 R.EYQDLLNVK.M Dimethyl:2H(4): 1, 9



2113 false 1260 1185.6854 1184.7045 1 -22.26 86.97 39.83 15.2 (M:15.2) 1 2 0 K.ENLQFFPVK.G Dimethyl:2H(4): 1, 9

2114 false 854 1185.7631 1184.7795 1 -19.92 182.34 24.33 15.1 (M:15.1) 1 2 1 K.VVLIQANKLGV.- Dimethyl:2H(4): 1

2115 true 3809 1186.6852 1185.6969 1 -15.99 82.31 46.17 64.9 (M:64.9) 1 1 0 K.NLASAVSDLLK.T Dimethyl: 1, 11

2116 true 1237 1186.6865 1185.6842 1 -4.14 57.52 26 51.2 (M:51.2) 1 1 0 R.SLHDAIMIVR.R Dimethyl:2H(4): 1



2117 false 1237 1186.6865 1185.6717 1 6.34 102.19 26 21.5 (M:21.5) 1 2 1 K.KIQDAASQGLK.F Dimethyl: 11

2118 true 2615 1186.6973 1185.687 1 2.55 133.15 30 38.8 (M:38.8) 1 1 0 R.GFLIGPSLAQR.L Dimethyl: 1

2119 true 1832 1186.709 1185.7031 1 -1.21 82.83 31.67 19.6 (M:19.6) 1 1 0 K.CGSGIVGVFVK.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11

2120 true 1749 1186.7262 1185.7093 1 8.12 75.37 28.67 69.6 (M:69.6) 2 1 0 R.IVIPMESPIR.V Dimethyl:2H(4): 1



2121 true 633 1187.5723 1186.5768 1 -9.87 29.21 29.33 27.4 (M:27.4) 1 1 0 K.SGVDADVSYSR.K Dimethyl:2H(4): 1

2122 false 3044 1187.6498 1186.6268 1 13.26 163.76 38.17 18.0 (M:18.0) 1 4 0 R.ENMEAISPLK.N Dimethyl: 1, 10

2123 true 1818 1187.6611 1186.6532 1 0.49 77.94 29.33 26.8 (M:26.8) 1 1 0 K.LAVNMVPFPR.L Oxidation: 5; Dimethyl: 1

2124 true 1818 1187.6611 1186.6532 1 0.49 77.94 29.33 26.8 (M:26.8) 1 1 0 K.LAVNMVPFPR.L Oxidation: 5; Dimethyl: 1



2125 true 1818 1187.6611 1186.6532 1 0.49 77.94 29.33 26.8 (M:26.8) 1 1 0 K.LAVNMVPFPR.L Oxidation: 5; Dimethyl: 1

2126 true 1818 1187.6611 1186.6532 1 0.49 77.94 29.33 26.8 (M:26.8) 1 1 0 K.LAVNMVPFPR.L Oxidation: 5; Dimethyl: 1

2127 true 1322 1187.6839 1186.6682 1 7.1 86.26 24.17 28.7 (M:28.7) 1 1 0 R.MIGGPVLPSER.S Dimethyl:2H(4): 1

2128 true 38 1187.6863 1186.662 1 14.3 145.48 15 67.8 (M:67.8) 2 1 0 K.IGVAAQNCYK.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 10



2129 true 484 1187.7025 1186.6822 1 10.92 68.65 20.5 28.5 (M:28.5) 2 1 1 R.RGDLPFVVTR.R Dimethyl: 1

2130 true 2870 1188.5883 1187.5798 1 1.09 137.28 31 32.1 (M:32.1) 3 1 0 K.YYAVNFPMR.D Dimethyl: 1

2131 true 2182 1188.6038 1187.5896 1 5.81 140.45 27.17 24.1 (M:24.1) 2 1 0 R.MFTTYPQTK.T Oxidation: 1; Dimethyl: 1, 9

2132 true 3315 1188.6299 1187.6087 1 11.64 177.45 39.67 19.1 (M:19.1) 1 1 0 R.QFLDPIWNR.H



2133 true 3411 1188.6363 1187.651 1 -18.47 273.26 33.17 15.2 (M:15.2) 1 50 1 1 K.KNQDNISSVK.Y Dimethyl: 1, 10

2134 true 214 1188.6642 1187.6601 1 -2.64 46.42 20.5 35.1 (M:35.1) 1 1 0 R.HITIFSPEGR.L Dimethyl:2H(4): 1

2135 true 1044 1188.7141 1187.7063 1 0.38 67.54 38.17 33.2 (M:33.2) 2 1 0 K.LVIIEGDLER.T Dimethyl:2H(4): 1

2136 false 2316 1188.7182 1187.7315 1 -17.29 108.03 29 16.7 (M:16.7) 1 3 0 K.DLLDLLVEAK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 10



2137 true 2015 1188.7259 1187.6914 1 22.92 59.57 28.17 42.3 (M:42.3) 1 1 0 R.IYVISLAEPR.L Dimethyl: 1

2138 true 1392 1188.7334 1187.7176 1 7.21 128.25 34.33 35.8 (M:35.8) 2 1 0 K.QVNDLISVLR.E Dimethyl:2H(4): 1

2139 false 2230 1188.7582 1187.7791 1 -23.73 71.81 38.33 39.0 (M:39.0) 1 2 0 K.TIVGALIQSVK.K
Dimethyl:2H(4): 1; 
Dimethyl: 11

2140 true 1579 1188.771 1187.7518 1 10.05 61.97 25.5 24.1 (M:24.1) 1 1 0 K.ELLQHPFLK.L Dimethyl:2H(4): 1, 9



2141 true 1116 1189.5204 1188.5259 1 -10.74 92.86 30.5 47.8 (M:47.8) 1 1 0 K.NLDDGIDDER.L Dimethyl: 1

2142 true 1116 1189.5204 1188.5259 1 -10.74 92.86 30.5 47.8 (M:47.8) 1 1 0 K.NLDDGIDDER.L Dimethyl: 1

2143 true 913 1189.6151 1188.6114 1 -3 53.44 29.83 26.5 (M:26.5) 1 1 0 K.NYTDNELEK.I Dimethyl:2H(4): 1, 9

2144 true 1575 1189.6408 1188.6328 1 0.54 64.46 42.33 17.3 (M:17.3) 1 1 0 K.YLETYEAIR.V Dimethyl:2H(4): 1



2145 true 1899 1189.6511 1188.6401 1 3.2 58.01 33.5 18.7 (M:18.7) 1 1 0 R.QGVDADINGLR.Q Dimethyl:2H(4): 1

2146 true 3102 1189.6896 1188.6917 1 -7.87 156.83 32.33 26.6 (M:26.6) 1 1 0 K.LGVPIGQGGFGR.L Dimethyl:2H(4): 1

2147 true 2312 1189.7188 1188.7169 1 -4.45 172.55 29.67 74.1 (M:74.1) 2 1 0 K.FSPAGPILSIR.V Dimethyl:2H(4): 1

2148 false 1005 1190.5982 1189.5761 1 12.46 140.38 32.67 16.7 (M:16.7) 1 3 1 R.SGKGGPELMDR.G Oxidation: 9; Dimethyl: 1



2149 true 1005 1190.5982 1189.5979 1 -5.84 142.9 32.67 89.7 (M:89.7) 1 1 0 R.DAVTYTEHAK.R Dimethyl: 1, 10

2150 true 511 1190.6333 1189.6241 1 1.66 33.66 34.67 31.5 (M:31.5) 1 1 0 K.IANPVEGSTDR.Q Dimethyl:2H(4): 1

2151 false 1990 1190.6497 1189.6707 1 -23.73 251.27 36.67 19.6 (M:19.6) 1 4 0 K.LQELNYNLK.V Dimethyl: 1, 9

2152 true 2329 1190.7059 1189.6834 1 12.73 113.57 38 37.5 (M:37.5) 1 1 0 R.FDVSGYPTIK.I Dimethyl:2H(4): 1, 10



2153 true 2669 1190.722 1189.7121 1 2.16 70.45 30 24.7 (M:24.7) 1 1 0 R.GFLIGPSLAQR.L Dimethyl:2H(4): 1

2154 true 5765 1191.6059 1190.6118 1 -11.04 104.07 50.67 26.7 (M:26.7) 1 1 0 -.MENIFQLVR.N Acetyl: 1

2155 true 1880 1191.6785 1190.6784 1 -6.01 114.76 29.33 17.8 (M:17.8) 1 1 0 K.LAVNMVPFPR.L
Dimethyl:2H(4): 1; 
Oxidation: 5

2156 true 1880 1191.6785 1190.6784 1 -6.01 114.76 29.33 17.8 (M:17.8) 1 1 0 K.LAVNMVPFPR.L
Dimethyl:2H(4): 1; 
Oxidation: 5



2157 true 1880 1191.6785 1190.6784 1 -6.01 114.76 29.33 17.8 (M:17.8) 1 1 0 K.LAVNMVPFPR.L
Dimethyl:2H(4): 1; 
Oxidation: 5

2158 true 1880 1191.6785 1190.6784 1 -6.01 114.76 29.33 17.8 (M:17.8) 1 1 0 K.LAVNMVPFPR.L
Dimethyl:2H(4): 1; 
Oxidation: 5

2159 true 989 1191.6898 1190.6772 1 4.51 89.23 24 36.5 (M:36.5) 1 1 0 R.AITGHIPDALR.N Dimethyl: 1

2160 true 1495 1191.6991 1190.6911 1 0.61 120.89 34.17 30.9 (M:30.9) 1 1 0 K.SDGIYIINLK.R Dimethyl: 1, 10



2161 true 2871 1192.6193 1191.6049 1 6.04 149.9 31 25.4 (M:25.4) 1 1 0 K.YYAVNFPMR.D Dimethyl:2H(4): 1

2162 true 2791 1192.6366 1191.6322 1 -2.4 140.61 40.83 35.5 (M:35.5) 1 1 0 K.NLQLFMENK.Q Dimethyl: 1, 9

2163 true 2313 1192.6474 1191.6434 1 -2.74 130.97 28.5 31.1 (M:31.1) 1 1 0 K.AIACLLFGGSR.K
Carbamidomethyl: 4; 
Dimethyl: 1

2164 true 3235 1192.6563 1191.6376 1 9.63 116.16 32.5 40.6 (M:40.6) 2 1 0 K.GEFGGFGSVSGK.I Dimethyl:2H(4): 1, 12



2165 true 668 1192.6862 1191.6761 1 2.34 53.6 22.83 26.7 (M:26.7) 1 1 0 K.IDATAATALASR.F Dimethyl:2H(4): 1

2166 true 67 1192.7055 1191.6926 1 4.7 46.09 21.17 54.5 (M:54.5) 1 1 0 K.HFVQMLPEK.D Dimethyl:2H(4): 1, 9

2167 true 2104 1192.7472 1191.7165 1 19.62 38.04 28.33 33.5 (M:33.5) 1 1 0 R.IYVISLAEPR.L Dimethyl:2H(4): 1

2168 true 2279 1193.6153 1192.6088 1 -0.67 87.79 45.83 16.2 (M:16.2) 2 1 0 R.LENEIQTYR.S Dimethyl: 1



2169 true 1939 1193.6554 1192.6274 1 17.35 221.79 37.5 46.4 (M:46.4) 1 1 0 R.FLICTDVAAR.G
Carbamidomethyl: 4; 
Dimethyl: 1

2170 true 3267 1193.7135 1192.7347 1 -23.89 116.32 33 57.6 (M:57.6) 2 1 0 K.FPLFTTIYK.I Dimethyl:2H(4): 1, 9

2171 true 151 1193.717 1192.7168 1 -5.9 20.9 17.33 32.0 (M:32.0) 1 1 0 K.HLLQHAPADK.K Dimethyl:2H(4): 1, 10

2172 true 677 1193.7174 1192.7019 1 6.9 83.01 20.83 24.1 (M:24.1) 1 1 0 R.HPFPGPGLAIR.V Dimethyl:2H(4): 1



2173 false 262 1194.6682 1193.6881 1 -22.72 111.42 17.17 16.3 (M:16.3) 1 2 1 R.GPRGSTGKPGPK.G Dimethyl: 1, 12

2174 true 2599 1194.7322 1193.7132 1 9.83 121.81 30.67 42.6 (M:42.6) 2 1 0 R.AVAQALEVIPR.T Dimethyl: 1

2175 true 3810 1194.7405 1193.7471 1 -11.61 101.68 46.17 59.4 (M:59.4) 1 1 0 K.NLASAVSDLLK.T Dimethyl:2H(4): 1, 11

2176 true 2788 1195.5752 1194.5492 1 15.65 172.61 39.5 63.5 (M:63.5) 1 1 0 K.DYAFVHMER.A Dimethyl: 1



2177 true 376 1195.6102 1194.6033 1 -0.3 144.83 17.17 36.4 (M:36.4) 1 1 0 K.GKPYDYSGPR.E Dimethyl: 1, 2

2178 true 235 1195.6147 1194.6067 1 0.61 122.28 20.67 26.0 (M:26.0) 1 1 1 R.KVEEMFNSR.C Dimethyl: 1, 1

2179 true 1133 1195.6846 1194.6873 1 -8.4 154.02 23.17 31.6 (M:31.6) 2 1 0 R.VVPGYGHAVLR.K Dimethyl: 1

2180 true 1338 1195.6981 1194.691 1 -0.21 81.57 23.83 29.8 (M:29.8) 1 1 0 K.TLTPLASAYAR.S Dimethyl:2H(4): 1



2181 true 1009 1195.7132 1194.7023 1 3.06 38.29 24 21.0 (M:21.0) 1 1 0 R.AITGHIPDALR.N Dimethyl:2H(4): 1

2182 true 969 1196.5401 1195.5357 1 -2.44 45.73 30.17 68.5 (M:68.5) 1 1 0 K.EDTEEYNLR.E Dimethyl: 1

2183 true 2504 1196.5485 1195.551 1 -8.13 70.97 36.17 20.0 (M:20.0) 1 1 0 K.YEWDVTEAR.K Dimethyl: 1

2184 true 3005 1196.661 1195.6462 1 6.28 105.7 32.17 46.3 (M:46.3) 1 1 0 K.TGPNLHGLFGR.K Dimethyl: 1



2185 false 39 1196.712 1195.6886 1 13.43 310.18 15 15.5 (M:15.5) 1 5 0 R.VTIMGIYSIK.K Oxidation: 4; Dimethyl: 1, 10

2186 true 1770 1197.5917 1196.59 1 -4.68 182.97 36 42.6 (M:42.6) 1 1 0 R.CNSIPFEFK.R
Carbamidomethyl: 1; 
Dimethyl: 1, 9

2187 true 894 1197.6215 1196.614 1 0.17 82.91 21.83 40.2 (M:40.2) 1 1 0 R.YNFFTGCPK.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 9

2188 true 2211 1197.6418 1196.6339 1 0.51 43.54 45.83 17.9 (M:17.9) 2 1 0 R.LENEIQTYR.S Dimethyl:2H(4): 1



2189 true 2602 1197.6934 1196.6877 1 -1.3 170.08 40 59.2 (M:59.2) 1 1 0 R.NGGQILIADLR.G Dimethyl: 1

2190 true 1915 1197.7324 1196.7241 1 0.85 104.65 32.17 46.8 (M:46.8) 2 1 0 K.NTLLIAGLQAR.N Dimethyl: 1

2191 true 1263 1198.6478 1197.6481 1 -6.3 85.97 32.67 38.0 (M:38.0) 1 1 0 R.DAVTYTEHAK.R Dimethyl:2H(4): 1, 10

2192 true 1289 1198.6671 1197.654 1 4.85 86.52 26 28.4 (M:28.4) 1 1 0 R.SLHDAIMIVR.R Oxidation: 7; Dimethyl: 1



2193 true 1506 1198.708 1197.7097 1 -7.45 53.64 41.67 64.2 (M:64.2) 1 1 0 K.LEEAFITSPK.D Dimethyl:2H(4): 1, 10

2194 true 2617 1198.7273 1197.7121 1 6.6 139.29 29.83 39.4 (M:39.4) 1 1 0 K.GVLLFGPPGTGK.T Dimethyl: 1, 12

2195 true 2182 1198.7455 1197.7383 1 -0.04 76.97 30.67 51.4 (M:51.4) 2 1 0 R.AVAQALEVIPR.T Dimethyl:2H(4): 1

2196 true 2812 1199.6001 1198.5743 1 15.43 157.01 39.67 41.4 (M:41.4) 1 1 0 K.DYAFVHMER.A Dimethyl:2H(4): 1



2197 true 1292 1199.6834 1198.671 1 4.25 62.19 29 29.6 (M:29.6) 1 1 0 R.IGAEVYHNLK.N Dimethyl: 1, 10

2198 true 3787 1199.691 1198.69 1 -5.2 82.98 56.83 18.1 (M:18.1) 1 1 0 K.ELYLFDVLR.A Dimethyl:2H(4): 1

2199 true 1612 1199.692 1198.667 1 14.81 91.48 26 34.5 (M:34.5) 1 1 0 K.ESAAINQILGR.R Dimethyl: 1

2200 false 1925 1199.6987 1198.6856 1 4.87 75.93 27.67 18.2 (M:18.2) 1 2 1 R.LNKCGVISPR.F
Carbamidomethyl: 4; 
Dimethyl: 1, 3



2201 true 2473 1199.7129 1198.7058 1 -0.13 134.26 29.5 25.5 (M:25.5) 1 1 0 K.VFVMPNGMLK.S Dimethyl:2H(4): 1, 10

2202 true 1037 1199.7189 1198.7124 1 -0.66 120.82 23.17 38.5 (M:38.5) 2 1 0 R.VVPGYGHAVLR.K Dimethyl:2H(4): 1

2203 true 2341 1199.7524 1198.7413 1 3.24 91.63 29 49.3 (M:49.3) 3 1 0 K.SDGIYIINLK.R Dimethyl:2H(4): 1, 10

2204 true 970 1200.5658 1199.5608 1 -1.86 48.25 30.17 51.6 (M:51.6) 1 1 0 K.EDTEEYNLR.E Dimethyl:2H(4): 1



2205 true 1287 1200.5664 1199.5645 1 -4.48 124.03 40.33 28.2 (M:28.2) 1 1 0 K.FVMQEEFSR.D Dimethyl: 1

2206 false 1287 1200.5664 1199.5349 1 20.21 248.56 40.33 16.1 (M:16.1) 1 3 0 R.MALLMAEMSR.L Oxidation: 1, 5, 8

2207 true 859 1200.6509 1199.656 1 -10.36 46.98 22.17 19.6 (M:19.6) 1 1 0 K.DNHVGLSLSAR.T Dimethyl:2H(4): 1

2208 true 68 1200.6561 1199.6373 1 9.64 55.05 20 28.4 (M:28.4) 1 1 0 K.HFVQMLPEK.D Oxidation: 5; Dimethyl: 1, 9



2209 true 3006 1200.6889 1199.6713 1 8.61 110.89 32.17 58.0 (M:58.0) 2 1 0 K.TGPNLHGLFGR.K Dimethyl:2H(4): 1

2210 false 2594 1200.7071 1199.6914 1 7.01 109.29 48 15.1 (M:15.1) 1 10 0 R.GLALALFGGEPK.N Dimethyl: 12

2211 false 1940 1200.7083 1199.6762 1 20.72 196.41 36.33 15.1 (M:15.1) 1 2 0 R.QVTDAETKPK.S Dimethyl: 1, 8, 10

2212 true 1940 1200.7083 1199.6874 1 11.36 175.5 36.33 52.7 (M:52.7) 1 1 0 K.QLSDAISIIGR.E Dimethyl: 1



2213 true 146 1201.5122 1200.4994 1 4.62 103.44 16.17 15.6 (M:15.6) 1 1 0 R.YQCYCYGR.G
Carbamidomethyl: 3, 5; 
Dimethyl:2H(4): 1

2214 true 3193 1201.6286 1200.639 1 -14.72 107.43 39.67 37.8 (M:37.8) 1 1 0 M.AIPPSYADLGK.S Acetyl: 1; Dimethyl: 11

2215 true 4867 1201.6369 1200.6099 1 16.4 128.35 45.67 15.5 (M:15.5) 1 1 1 R.EANEGLADAKR.R Dimethyl: 1

2216 true 342 1201.6434 1200.6251 1 9.2 46.65 22 50.9 (M:50.9) 1 1 0 K.QTDVGITHFR.S Dimethyl: 1



2217 true 2193 1201.6462 1200.6291 1 8.17 108.24 33 50.5 (M:50.5) 1 1 0 K.NIFSFYLNR.D Dimethyl: 1

2218 true 1545 1201.6601 1200.6503 1 2.11 118.49 24.17 16.6 (M:16.6) 1 1 0 R.GSTAPVGGGAFPK.I Dimethyl: 1, 13

2219 true 2603 1201.7199 1200.7128 1 -0.18 87.71 40 42.9 (M:42.9) 1 1 0 R.NGGQILIADLR.G Dimethyl:2H(4): 1

2220 true 2188 1201.7465 1200.7318 1 6.22 118.6 28.17 20.8 (M:20.8) 1 1 1 R.YGGKVTGNVSK.K
Dimethyl:2H(4): 1, 4; 
Dimethyl: 11



2221 true 1751 1201.7612 1200.7492 1 3.91 92.99 32.17 54.9 (M:54.9) 3 1 0 K.NTLLIAGLQAR.N Dimethyl:2H(4): 1

2222 true 1290 1202.6891 1201.6791 1 2.31 63.37 26 19.8 (M:19.8) 1 1 0 R.SLHDAIMIVR.R
Dimethyl:2H(4): 1; 
Oxidation: 7

2223 true 347 1202.7052 1201.6968 1 0.87 85.95 22 22.4 (M:22.4) 1 1 0 R.ELTPQVVSAAR.I Dimethyl:2H(4): 1

2224 true 399 1202.7072 1201.7059 1 -4.95 37.6 19 61.3 (M:61.3) 1 1 0 K.FVHDSIGVHK.E Dimethyl:2H(4): 1, 10



2225 true 2219 1202.7163 1201.7042 1 3.94 118.16 28.67 20.0 (M:20.0) 1 1 0 R.IVIPMESPIR.V
Dimethyl:2H(4): 1; 
Oxidation: 5

2226 true 2718 1203.6132 1202.6295 1 -19.6 84.78 37.17 40.9 (M:40.9) 1 1 0 R.DEFLIQASPR.D Dimethyl: 1

2227 true 312 1203.6622 1202.6535 1 1.13 136.39 17.17 46.4 (M:46.4) 1 1 0 K.GKPYDYSGPR.E Dimethyl:2H(4): 1, 2

2228 true 886 1203.6921 1202.6569 1 23.16 148.6 22.33 30.7 (M:30.7) 1 1 0 R.GCTATLGNFAK.A
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 11



2229 true 852 1203.6975 1202.7151 1 -20.64 111.99 21.83 44.6 (M:44.6) 1 1 0 R.YTPGIVSAFGK.I Dimethyl:2H(4): 1, 11

2230 true 273 1204.5645 1203.5376 1 16.28 115.56 35.5 29.9 (M:29.9) 1 1 0 R.LECVEPNCR.S
Carbamidomethyl: 3, 8; 
Dimethyl: 1

2231 true 1168 1204.593 1203.5896 1 -3.21 97.36 40.33 15.6 (M:15.6) 1 1 0 K.FVMQEEFSR.D Dimethyl:2H(4): 1

2232 true 69 1204.6623 1203.6583 1 -2.76 106.69 20 26.0 (M:26.0) 1 1 0 R.GVEICIATPGR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



2233 true 69 1204.6623 1203.6583 1 -2.76 106.69 20 26.0 (M:26.0) 1 1 0 R.GVEICIATPGR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2234 true 2709 1204.6764 1203.6612 1 6.56 135.42 30.83 46.5 (M:46.5) 1 1 0 K.GDFILTVQQR.G Dimethyl: 1

2235 true 1837 1204.7005 1203.6991 1 -4.89 171.67 37 56.9 (M:56.9) 1 1 0 K.FDVTGYPTLK.I Dimethyl:2H(4): 1, 10

2236 true 349 1205.5763 1204.5659 1 2.59 63 21.17 35.6 (M:35.6) 1 1 0 R.EQPQFQNMR.Q Dimethyl: 1



2237 true 2315 1205.6627 1204.6526 1 2.39 91.28 29 48.2 (M:48.2) 2 1 0 K.AVIFCLSPDK.K
Carbamidomethyl: 5; 
Dimethyl: 1, 10

2238 true 486 1205.6826 1204.6502 1 20.84 67.85 22 21.3 (M:21.3) 1 1 0 K.QTDVGITHFR.S Dimethyl:2H(4): 1

2239 true 3359 1206.5658 1205.5598 1 -1.1 80.54 39.33 28.7 (M:28.7) 1 1 0 R.EGESLEDLMR.L Dimethyl: 1

2240 true 685 1206.5873 1205.5717 1 6.91 176.27 30.67 19.8 (M:19.8) 1 1 0 R.FEAFEHENK.F Dimethyl: 1, 9



2241 true 680 1207.5317 1206.5153 1 7.55 120.96 29.17 46.1 (M:46.1) 1 1 0 K.GEDPVDYDGGR.T Dimethyl: 1

2242 true 1839 1207.6367 1206.6245 1 4.1 99.74 43.67 33.5 (M:33.5) 1 1 0 K.YEELQITAGR.H Dimethyl: 1

2243 true 2880 1207.6414 1206.6172 1 14 130.08 31.67 65.8 (M:65.8) 5 1 0 K.ESYSIYVYK.V Dimethyl: 1, 9

2244 true 2763 1207.6421 1206.6546 1 -16.41 75.33 37.17 35.0 (M:35.0) 1 1 0 R.DEFLIQASPR.D Dimethyl:2H(4): 1



2245 true 1293 1207.7333 1206.7212 1 3.94 75.67 29 54.5 (M:54.5) 3 1 0 R.IGAEVYHNLK.N Dimethyl:2H(4): 1, 10

2246 true 1458 1207.7965 1206.7787 1 8.65 117.66 23.67 59.8 (M:59.8) 2 1 0 R.VLTVINQTQK.E Dimethyl:2H(4): 1, 10

2247 true 398 1208.5777 1207.5627 1 6.33 29.44 35.5 25.1 (M:25.1) 1 1 0 R.LECVEPNCR.S
Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1

2248 true 729 1208.58 1207.5972 1 -20.27 35.75 31.33 43.5 (M:43.5) 1 1 0 K.YIDEEELNK.T Dimethyl: 1, 9



2249 true 29 1208.6297 1207.5954 1 22.37 131.11 20.17 50.9 (M:50.9) 1 1 0 R.HEHQVMLMR.Q Dimethyl: 1

2250 true 1046 1208.6532 1207.6449 1 0.85 79.2 40.83 82.9 (M:82.9) 8 1 0 R.ISGLIYEETR.G Dimethyl: 1

2251 false 215 1208.6935 1207.6875 1 -1.04 52.38 21.17 28.2 (M:28.2) 1 2 0 K.HFVQMLPEK.D
Dimethyl:2H(4): 1, 9; 
Oxidation: 5

2252 true 2530 1208.7147 1207.6863 1 17.53 113.21 30.83 53.6 (M:53.6) 3 1 0 K.GDFILTVQQR.G Dimethyl:2H(4): 1



2253 true 1631 1209.641 1208.6339 1 -0.13 59.48 41.83 27.3 (M:27.3) 1 1 0 K.NLAPYSDELR.Q Dimethyl:2H(4): 1

2254 true 3783 1209.6578 1208.6262 1 20.09 270.39 46.33 17.6 (M:17.6) 1 1 1 K.GAKEHGAVAVDR.T

2255 true 971 1209.677 1208.674 1 -3.53 62.51 30 30.3 (M:30.3) 1 1 0 R.IEEAADELQK.M Dimethyl:2H(4): 1, 10

2256 true 1496 1209.712 1208.7005 1 3.47 135.52 24.17 52.8 (M:52.8) 1 1 0 R.GSTAPVGGGAFPK.I Dimethyl:2H(4): 1, 13



2257 true 2368 1209.719 1208.7005 1 9.31 88.63 28 19.9 (M:19.9) 1 1 0 R.QPSQGPTFGVK.G Dimethyl:2H(4): 1, 11

2258 true 3194 1210.5996 1209.5849 1 6.14 90.02 39.33 18.6 (M:18.6) 1 1 0 R.EGESLEDLMR.L Dimethyl:2H(4): 1

2259 true 5371 1210.6182 1209.6281 1 -14.21 149.3 48.17 27.5 (M:27.5) 1 1 0 K.DIFQEIFDK.H Dimethyl: 1, 9

2260 false 3836 1210.6199 1209.6097 1 2.38 244.06 45.17 15.6 (M:15.6) 1 2 1 K.MMEQKSSAVK.A Oxidation: 1; Dimethyl: 5, 10



2261 true 1395 1210.6333 1209.6182 1 6.39 186.5 34.17 64.8 (M:64.8) 6 1 0 K.APDFVFYAPR.L Dimethyl: 1

2262 true 567 1210.6562 1209.6655 1 -13.72 79.52 21.67 24.4 (M:24.4) 1 1 0 R.EYQTQLIQR.V Dimethyl:2H(4): 1

2263 true 186 1210.6627 1209.6655 1 -8.39 124.64 32.67 22.3 (M:22.3) 2 1 0 K.AANPIPPEVDR.W Dimethyl:2H(4): 1

2264 true 1984 1210.6768 1209.6546 1 12.27 79.76 30.83 39.9 (M:39.9) 1 1 0 K.YAFVNWINK.A Dimethyl: 1, 9



2265 true 1984 1210.6768 1209.6546 1 12.27 79.76 30.83 39.9 (M:39.9) 1 1 0 K.YAFVNWINK.A Dimethyl: 1, 9

2266 false 476 1210.7421 1209.7606 1 -21.36 78.85 21.33 17.6 (M:17.6) 1 3 1 K.TMAALAKAIEK.N Dimethyl:2H(4): 1, 7

2267 true 476 1210.7421 1209.7243 1 8.69 47 21.33 59.7 (M:59.7) 1 1 0 R.AATNMVVIEAK.M Dimethyl:2H(4): 1, 11

2268 false 1256 1210.7604 1209.7361 1 14.04 127.75 23.33 27.8 (M:27.8) 1 2 0 K.YSVGVHFLPK.K Dimethyl:2H(4): 1, 10



2269 true 1256 1210.7604 1209.7573 1 -3.41 101.24 23.33 27.9 (M:27.9) 1 1 0 R.YPINSVNVLK.A Dimethyl:2H(4): 1, 10

2270 true 358 1211.5574 1210.5404 1 8.05 38.29 29.17 85.8 (M:85.8) 1 1 0 K.GEDPVDYDGGR.T Dimethyl:2H(4): 1

2271 true 2758 1211.6226 1210.6016 1 11.3 177.56 39.17 29.9 (M:29.9) 1 1 0 K.FNVTTVDMTR.K Dimethyl: 1

2272 true 1821 1211.644 1210.6331 1 2.95 99.02 25.5 20.7 (M:20.7) 1 1 0 K.GHFGPIHCVR.F
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



2273 true 1811 1211.6653 1210.6496 1 6.99 74.06 43.67 25.9 (M:25.9) 1 1 0 K.YEELQITAGR.H Dimethyl:2H(4): 1

2274 true 1023 1211.6808 1210.6492 1 20.08 120.65 25.33 37.6 (M:37.6) 1 1 0 R.SIHDALCVIR.C
Carbamidomethyl: 7; 
Dimethyl: 1

2275 true 1023 1211.6808 1210.6492 1 20.08 120.65 25.33 37.6 (M:37.6) 1 1 0 R.SLHDALCVIR.N
Carbamidomethyl: 7; 
Dimethyl: 1

2276 true 1668 1211.6822 1210.671 1 3.24 190.73 36.5 31.3 (M:31.3) 1 1 0 K.FDLTGIPPAPR.G Dimethyl: 1



2277 true 1686 1212.5238 1211.5176 1 -0.86 205.42 24.67 56.3 (M:56.3) 2 1 0 R.SGQGAFGNMCR.G
Carbamidomethyl: 10; 
Dimethyl: 1

2278 true 596 1212.6053 1211.6047 1 -5.55 41.83 20 26.2 (M:26.2) 1 1 0 R.GGHQLVEGYPR.A

2279 true 92 1212.6545 1211.6205 1 21.98 80.81 20.17 44.3 (M:44.3) 1 1 0 R.HEHQVMLMR.Q Dimethyl:2H(4): 1

2280 true 350 1212.6558 1211.651 1 -2.01 30.26 33.33 18.6 (M:18.6) 1 1 0 R.IQETQAELPR.G Dimethyl: 1



2281 true 1954 1212.6838 1211.67 1 5.38 260.56 36.67 56.4 (M:56.4) 4 1 0 R.ISGLIYEETR.G Dimethyl:2H(4): 1

2282 true 3099 1212.6863 1211.6824 1 -2.8 136.64 32 24.4 (M:24.4) 1 1 0 R.GVFNVQMEPK.V Dimethyl:2H(4): 1, 10

2283 true 2357 1212.7204 1211.7278 1 -12.12 176.48 28.5 49.9 (M:49.9) 1 1 0 R.GILLFGPPGTGK.S Dimethyl: 1, 12

2284 true 2532 1213.7112 1212.6826 1 17.56 151.59 38.5 33.9 (M:33.9) 1 1 0 K.DLQNVNITLR.I Dimethyl: 1



2285 true 2220 1213.7118 1212.7028 1 1.41 83 29 50.9 (M:50.9) 2 1 0 K.AVIFCLSPDK.K
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 10

2286 true 2626 1213.7377 1212.7442 1 -11.32 70.89 30.17 31.0 (M:31.0) 1 1 0 K.TAVETAVLLLR.I Dimethyl: 1

2287 true 720 1214.6353 1213.6219 1 5.04 183.58 30.67 44.5 (M:44.5) 1 1 0 R.FEAFEHENK.F Dimethyl:2H(4): 1, 9

2288 true 2148 1214.6749 1213.6434 1 19.99 139.7 29.5 89.0 (M:89.0) 7 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1



2289 true 87 1214.6984 1213.6707 1 16.84 182.87 26 33.4 (M:33.4) 1 1 0 K.FVHASEDLLK.Q Dimethyl: 1, 10

2290 true 682 1214.7163 1213.7071 1 1.61 156.68 20.83 20.4 (M:20.4) 1 1 0 K.GVILYGPPGTGK.T Dimethyl: 1, 12

2291 true 682 1214.7163 1213.7071 1 1.61 156.68 20.83 20.4 (M:20.4) 1 1 0 K.GVLLYGPPGTGK.T Dimethyl: 1, 12

2292 true 3595 1214.7831 1213.7686 1 5.97 102.75 37.67 28.9 (M:28.9) 1 1 0 R.VVLPTFILEK.R Dimethyl: 1, 10



2293 true 2465 1215.6018 1214.5965 1 -1.62 108.58 36.17 26.0 (M:26.0) 1 1 0 R.EAMNDPLLER.Y Dimethyl: 1

2294 false 5704 1215.6534 1214.6619 1 -12.98 167.55 50.33 15.4 (M:15.4) 1 6 1 K.VSDLEKAAAQR.K Dimethyl: 1

2295 false 3594 1215.6764 1214.6871 1 -14.71 90.96 55.5 18.2 (M:18.2) 1 3 0 R.EALGISDTLIR.L Dimethyl: 1

2296 false 3594 1215.6764 1214.6983 1 -23.95 130.63 55.5 16.7 (M:16.7) 1 5 1 K.DSGLQSALKLR.Q Dimethyl: 1



2297 true 2382 1215.6916 1214.6772 1 5.92 146.26 32.33 61.5 (M:61.5) 1 1 0 K.GPLQSVQVFGR.K Dimethyl: 1

2298 false 1024 1215.7047 1214.7172 1 -16.29 101.16 25.33 23.0 (M:23.0) 1 3 0 R.ASPQLNDAVLK.L
Dimethyl:2H(4): 1; 
Dimethyl: 11

2299 true 1024 1215.7047 1214.6743 1 19 127.17 25.33 61.4 (M:61.4) 1 1 0 R.SLHDALCVIR.N
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

2300 false 1024 1215.7047 1214.6743 1 19 127.17 25.33 59.8 (M:59.8) 1 2 0 R.SIHDALCVIR.C
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



2301 true 2881 1215.7065 1214.6961 1 2.58 110.18 31.83 30.6 (M:30.6) 1 1 0 R.VDLVQPPYPR.S Dimethyl:2H(4): 1

2302 true 526 1215.7141 1214.6911 1 12.99 90.04 21.5 17.4 (M:17.4) 1 50 1 1 K.KDVETFVPPK.V Dimethyl: 1, 10

2303 true 1687 1216.5585 1215.5427 1 7.01 142.75 24.67 35.9 (M:35.9) 2 1 0 R.SGQGAFGNMCR.G
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

2304 true 1200 1216.6107 1215.5856 1 14.65 134.61 33.17 51.3 (M:51.3) 1 1 0 R.NSLSYDCIGR.L
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



2305 true 1020 1216.6265 1215.6474 1 -23.16 46.96 31.17 46.0 (M:46.0) 1 1 0 K.YIDEEELNK.T Dimethyl:2H(4): 1, 9

2306 true 2918 1216.6507 1215.6645 1 -17.36 148.7 41.33 25.0 (M:25.0) 1 1 0 K.DLQMVNISLR.V Dimethyl: 1

2307 true 1656 1216.653 1215.6437 1 1.64 82.72 42.17 17.6 (M:17.6) 2 1 0 K.EVLDQVYYR.V Dimethyl:2H(4): 1

2308 true 474 1216.6733 1215.6823 1 -13.39 92.98 27.67 25.1 (M:25.1) 1 1 0 R.VLVDQTTGLSR.G Dimethyl: 1



2309 true 3148 1216.6752 1215.6711 1 -2.6 93.33 39.83 39.7 (M:39.7) 1 1 0 K.IDTIEIITDR.Q Dimethyl: 1

2310 true 73 1216.6907 1215.6863 1 -2.42 76.69 18.33 26.5 (M:26.5) 1 1 1 K.NYVPPKGETK.K Dimethyl: 1, 6, 10

2311 true 3109 1216.6962 1215.6903 1 -1.21 127.04 32.67 48.7 (M:48.7) 2 1 0 K.TYGVSFFLVK.E Dimethyl: 1, 10

2312 true 1579 1216.7056 1215.6976 1 0.66 185.29 35.33 71.4 (M:71.4) 1 1 0 K.QIDQFLVVAR.S Dimethyl: 1



2313 true 2407 1216.7255 1215.7311 1 -10.59 142.42 29.33 29.9 (M:29.9) 1 1 0 K.GGIVGMTLPIAR.D Dimethyl:2H(4): 1

2314 true 2221 1216.7462 1215.7355 1 2.85 58.07 28.5 39.9 (M:39.9) 1 1 0 K.VSIIEPGYFK.T Dimethyl:2H(4): 1, 10

2315 true 3567 1217.6154 1216.6274 1 -15.89 156.46 45 23.7 (M:23.7) 2 1 0 -.MFSAVTPLPGR.T Acetyl: 1

2316 true 784 1217.665 1216.6353 1 18.41 145.39 21.33 26.7 (M:26.7) 1 1 0 K.HSQFIGYPIR.L



2317 true 1128 1217.6739 1216.6737 1 -5.85 45.65 23.67 64.0 (M:64.0) 1 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

2318 true 1128 1217.6739 1216.6737 1 -5.85 45.65 23.67 64.0 (M:64.0) 1 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

2319 true 1128 1217.6739 1216.6737 1 -5.85 45.65 23.67 64.0 (M:64.0) 1 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

2320 true 1128 1217.6739 1216.6737 1 -5.85 45.65 23.67 64.0 (M:64.0) 1 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11



2321 true 4064 1217.6771 1216.6849 1 -12.41 196.82 48.17 61.0 (M:61.0) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

2322 true 4064 1217.6771 1216.6849 1 -12.41 196.82 48.17 61.0 (M:61.0) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

2323 true 4064 1217.6771 1216.6849 1 -12.41 196.82 48.17 61.0 (M:61.0) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

2324 true 4064 1217.6771 1216.6849 1 -12.41 196.82 48.17 61.0 (M:61.0) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1



2325 true 2533 1217.7367 1216.7077 1 17.81 170.09 38.5 53.9 (M:53.9) 1 1 0 K.DLQNVNITLR.I Dimethyl:2H(4): 1

2326 false 2590 1217.7647 1216.7693 1 -9.76 150.16 30.17 18.1 (M:18.1) 1 3 1 M.ATIISEKLIR.A Dimethyl:2H(4): 7; Acetyl: 1

2327 false 2590 1217.7647 1216.7693 1 -9.76 75.98 30.17 19.9 (M:19.9) 1 2 0 K.TAVETAVLLLR.I Dimethyl:2H(4): 1

2328 true 3054 1218.6501 1217.6404 1 1.92 152.23 51.5 55.7 (M:55.7) 1 1 0 K.NVFENALEVR.L Dimethyl: 1



2329 false 3577 1218.7866 1217.7937 1 -11.76 50 37.83 22.5 (M:22.5) 1 2 0 R.VVLPTFILEK.R
Dimethyl:2H(4): 1; 
Dimethyl: 10

2330 true 549 1219.6279 1218.6278 1 -5.9 211.17 28 47.3 (M:47.3) 1 1 0 R.DMVGIAQTGSGK.T Dimethyl: 1, 12

2331 true 274 1219.6306 1218.6245 1 -0.9 102.1 33 53.6 (M:53.6) 1 1 0 R.LAPEYEAAATR.L Dimethyl: 1

2332 true 220 1219.6516 1218.6151 1 23.98 189.55 16.67 29.6 (M:29.6) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 11; 
Oxidation: 5



2333 true 220 1219.6516 1218.6151 1 23.98 189.55 16.67 29.6 (M:29.6) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 11; 
Oxidation: 5

2334 true 220 1219.6516 1218.6151 1 23.98 189.55 16.67 29.6 (M:29.6) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 11; 
Oxidation: 5

2335 true 220 1219.6516 1218.6151 1 23.98 189.55 16.67 29.6 (M:29.6) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 11; 
Oxidation: 5

2336 false 3623 1219.7009 1218.687 1 5.42 132.56 55.67 24.7 (M:24.7) 1 2 1 K.VSDLEKAAAQR.K Dimethyl:2H(4): 1



2337 true 2963 1219.707 1218.7023 1 -2.07 167.51 32.33 45.4 (M:45.4) 1 1 0 K.GPLQSVQVFGR.K Dimethyl:2H(4): 1

2338 false 4064 1219.7243 1218.742 1 -20.48 185.32 45.67 17.0 (M:17.0) 1 2 1 K.MVIRNIAAAGK.F
Dimethyl:2H(4): 1; 
Oxidation: 1; Dimethyl: 11

2339 true 1211 1220.5721 1219.5833 1 -15.12 93.62 31 50.3 (M:50.3) 1 1 0 R.DETNYGIPQR.A Dimethyl: 1

2340 true 1136 1220.64 1219.6237 1 7.41 61.8 24 35.3 (M:35.3) 1 1 0 R.FPSHFSSDLK.D Dimethyl: 1, 10



2341 true 3045 1220.6769 1219.6962 1 -21.76 68.78 39.83 35.2 (M:35.2) 1 1 0 K.IDTIEIITDR.Q Dimethyl:2H(4): 1

2342 true 2018 1220.6897 1219.6713 1 9.06 48.98 30.83 27.7 (M:27.7) 2 1 0 R.QINWTVLYR.R Dimethyl: 1

2343 true 728 1220.695 1219.6875 1 0.22 111.48 21.83 68.8 (M:68.8) 2 1 0 K.QQYFCGILK.Q
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 9

2344 true 1496 1220.7271 1219.7227 1 -2.34 184.49 35.33 38.5 (M:38.5) 1 1 0 K.QIDQFLVVAR.S Dimethyl:2H(4): 1



2345 true 2023 1220.7611 1219.7529 1 0.83 113.67 26.67 32.8 (M:32.8) 1 1 0 K.NVEVPFKPAR.V Dimethyl:2H(4): 1, 7

2346 true 611 1221.6125 1220.6037 1 1.22 79.74 35 38.6 (M:38.6) 1 1 0 K.AIEENNNFSK.M Dimethyl: 1, 10

2347 true 1169 1221.6498 1220.6401 1 2 100.33 39 18.9 (M:18.9) 1 1 0 K.ALELDSNLYR.I Dimethyl: 1

2348 true 4478 1221.7154 1220.7101 1 -1.56 179.8 54.33 66.6 (M:66.6) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1



2349 true 4478 1221.7154 1220.7101 1 -1.56 179.8 54.33 66.6 (M:66.6) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

2350 true 4478 1221.7154 1220.7101 1 -1.56 179.8 54.33 66.6 (M:66.6) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

2351 true 4478 1221.7154 1220.7101 1 -1.56 179.8 54.33 66.6 (M:66.6) 2 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

2352 true 2862 1222.6313 1221.6097 1 11.66 199.11 39.67 50.1 (M:50.1) 1 1 0 R.DVCTTLGLCK.G
Carbamidomethyl: 3, 9; 
Dimethyl: 1, 10



2353 true 3021 1222.6761 1221.6655 1 2.69 139.2 51.5 47.4 (M:47.4) 1 1 0 K.NVFENALEVR.L Dimethyl:2H(4): 1

2354 true 800 1222.7266 1221.7234 1 -3.32 143.11 24.67 69.3 (M:69.3) 8 1 0 R.NLPLPPPPPPR.G Dimethyl: 1

2355 true 88 1222.749 1221.7209 1 17.01 233.74 26 61.3 (M:61.3) 1 1 0 K.FVHASEDLLK.Q Dimethyl:2H(4): 1, 10

2356 true 2467 1222.7513 1221.7271 1 13.87 33.76 29.67 37.0 (M:37.0) 1 1 0 R.TLDLPIYVTR.V Dimethyl:2H(4): 1



2357 true 3626 1222.856 1221.8188 1 24.49 83.75 37.83 35.1 (M:35.1) 1 1 0 R.VVLPTFILEK.R Dimethyl:2H(4): 1, 10

2358 true 1347 1223.6192 1222.6244 1 -10.19 50.65 31.33 32.2 (M:32.2) 1 1 0 K.VDAQFGGVDQR.K Dimethyl:2H(4): 1

2359 true 189 1223.6593 1222.6496 1 1.98 44.98 33 64.0 (M:64.0) 2 1 0 R.LAPEYEAAATR.L Dimethyl:2H(4): 1

2360 true 2343 1223.7067 1222.7074 1 -6.55 35.29 29.17 38.1 (M:38.1) 1 1 0 R.QLPEPIVPFR.M Dimethyl: 1



2361 true 2928 1223.7357 1222.7223 1 4.99 168.89 31.5 38.6 (M:38.6) 1 1 0 K.LSILYPATTGR.N Dimethyl:2H(4): 1

2362 true 280 1224.5462 1223.5393 1 -0.3 48.88 20.83 26.8 (M:26.8) 1 1 0 R.YCDAVFHER.Y
Carbamidomethyl: 2; 
Dimethyl: 1

2363 true 714 1224.5792 1223.5856 1 -11.2 169.52 28.67 27.1 (M:27.1) 1 1 0 K.STGCDFAVSPK.L
Carbamidomethyl: 4; 
Dimethyl: 1, 11

2364 true 216 1224.6378 1223.651 1 -16.75 187.98 26.67 45.5 (M:45.5) 2 1 0 K.QVHPDTGISSK.A Dimethyl: 1, 11



2365 true 216 1224.6378 1223.651 1 -16.75 187.98 26.67 45.5 (M:45.5) 2 1 0 K.QVHPDTGISSK.A Dimethyl: 1, 11

2366 true 1161 1224.708 1223.6954 1 4.29 156.24 23.17 18.2 (M:18.2) 1 1 0 R.KPFPDFVYK.R Dimethyl: 1, 1, 9

2367 true 147 1225.6036 1224.6173 1 -17.05 91.47 26.83 15.8 (M:15.8) 1 1 1 K.VYKNMEELR.T Oxidation: 5; Dimethyl: 3

2368 true 2004 1225.6434 1224.6123 1 19.43 28.65 27.17 56.8 (M:56.8) 1 1 0 K.FMMFESQNK.D Dimethyl:2H(4): 1, 9



2369 false 1398 1225.6912 1224.7016 1 -14.45 201.17 36.17 15.8 (M:15.8) 1 2 0 K.FTVSVNIAAGSK.V Dimethyl:2H(4): 1

2370 true 807 1225.7265 1224.69 1 23.79 93.43 23.5 33.1 (M:33.1) 1 1 0 R.MAQEVLTHLK.E Dimethyl: 1, 10

2371 true 217 1225.73 1224.7239 1 -0.99 82.3 20.5 76.5 (M:76.5) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

2372 true 217 1225.73 1224.7239 1 -0.99 82.3 20.5 76.5 (M:76.5) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11



2373 true 217 1225.73 1224.7239 1 -0.99 82.3 20.5 76.5 (M:76.5) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

2374 true 217 1225.73 1224.7239 1 -0.99 82.3 20.5 76.5 (M:76.5) 3 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

2375 true 2110 1225.7438 1224.719 1 14.27 75.59 27.5 33.0 (M:33.0) 1 1 0 R.LLLNNDNLLR.E Dimethyl: 1

2376 true 2110 1225.7438 1224.719 1 14.27 75.59 27.5 33.0 (M:33.0) 1 1 0 R.LLLNNDNLLR.E Dimethyl: 1



2377 true 2658 1225.7735 1224.7693 1 -2.57 102.45 48.5 44.1 (M:44.1) 1 1 0 K.ILLAELEQLK.G Dimethyl: 1, 10

2378 false 2658 1225.7735 1224.7603 1 4.79 115.57 48.5 17.9 (M:17.9) 1 2 1 K.MKEVLEQIK.D
Dimethyl:2H(4): 1, 2; 
Oxidation: 1; Dimethyl: 9

2379 true 684 1225.7762 1224.7693 1 -0.34 72.3 21.83 30.1 (M:30.1) 1 1 0 R.VKPDLVITEK.G Dimethyl: 1, 2, 10

2380 true 452 1226.525 1225.5034 1 11.69 87.75 29.67 67.1 (M:67.1) 1 1 0 K.NDQCYDDIR.V
Carbamidomethyl: 4; 
Dimethyl: 1



2381 true 477 1226.5871 1225.5733 1 5.29 202.46 29.17 21.6 (M:21.6) 1 1 0 K.CIVNMEGNNK.L

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1; 
Oxidation: 5

2382 true 4276 1226.5947 1225.5979 1 -8.53 162.27 43.17 21.6 (M:21.6) 1 1 0 K.DIFQEIYDR.E Dimethyl: 1

2383 true 1072 1226.6393 1225.6199 1 9.87 105.26 26.17 15.8 (M:15.8) 1 1 0 K.MLFSSNGGMVK.G Dimethyl: 1, 11

2384 false 3023 1226.6545 1225.6281 1 15.6 254.99 32 17.1 (M:17.1) 1 2 0 K.GDGGVYGWDLK.R
Dimethyl:2H(4): 1; 
Dimethyl: 11



2385 true 3023 1226.6545 1225.6495 1 -1.89 129.72 32 25.1 (M:25.1) 1 1 0 K.YPENFFLLR.G Dimethyl: 1

2386 true 3023 1226.6545 1225.6495 1 -1.89 129.72 32 25.1 (M:25.1) 1 1 0 K.YPENFFLLR.G Dimethyl: 1

2387 true 972 1226.7245 1225.703 1 11.59 69.54 23 40.0 (M:40.0) 2 1 0 K.ETQALVLAPTR.E Dimethyl: 1

2388 true 218 1226.7589 1225.7485 1 2.54 104.61 22 63.2 (M:63.2) 5 1 0 R.NLPLPPPPPPR.G Dimethyl:2H(4): 1



2389 true 100 1227.6313 1226.6264 1 -1.92 104.29 16.67 67.6 (M:67.6) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

2390 true 100 1227.6313 1226.6264 1 -1.92 104.29 16.67 67.6 (M:67.6) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

2391 true 100 1227.6313 1226.6264 1 -1.92 104.29 16.67 67.6 (M:67.6) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

2392 true 100 1227.6313 1226.6264 1 -1.92 104.29 16.67 67.6 (M:67.6) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11



2393 true 2212 1227.6472 1226.6118 1 22.94 186.92 38.33 58.9 (M:58.9) 2 1 0 K.YFVDAGAMAVR.R Dimethyl: 1

2394 true 1399 1227.7045 1226.6983 1 -0.86 224.22 35.5 83.2 (M:83.2) 2 1 0 K.DAGTIAGLNVLR.I Dimethyl: 1

2395 true 2159 1227.7261 1226.7325 1 -11.14 61.27 29.17 33.7 (M:33.7) 1 1 0 R.QLPEPIVPFR.M Dimethyl:2H(4): 1

2396 true 1137 1228.6846 1227.6739 1 2.75 61.56 24 43.9 (M:43.9) 1 1 0 R.FPSHFSSDLK.D Dimethyl:2H(4): 1, 10



2397 true 854 1228.7051 1227.6976 1 0.19 155.76 21.83 54.2 (M:54.2) 2 1 0 K.SILFVPNSAPR.G Dimethyl: 1

2398 true 2929 1228.7248 1227.7227 1 -4.21 102.73 32 54.6 (M:54.6) 1 1 0 R.GILLYGPPGTGK.T Dimethyl: 1, 12

2399 true 1547 1228.7407 1227.7227 1 8.74 51.83 25.67 81.7 (M:81.7) 1 1 0 R.GLALALFGGEPK.N Dimethyl: 1, 12

2400 true 176 1228.8255 1227.798 1 16.47 102.45 15.83 15.8 (M:15.8) 1 1 0 K.AIYKPGQEVK.F Dimethyl:2H(4): 1, 4, 10



2401 true 2764 1229.6235 1228.6122 1 3.28 115.01 37.17 35.7 (M:35.7) 1 1 0 R.EGPLCDELIR.N
Carbamidomethyl: 5; 
Dimethyl: 1

2402 true 3343 1229.7443 1228.7329 1 3.38 137.44 52.83 31.0 (M:31.0) 1 1 0 R.AEVSELPAIIR.D Dimethyl:2H(4): 1

2403 true 2591 1229.7518 1228.7431 1 1.16 88.46 30.5 59.5 (M:59.5) 1 1 0 K.FSLAPVAVELK.A Dimethyl: 1, 11

2404 true 827 1230.5399 1229.5285 1 3.36 55.6 29.67 24.6 (M:24.6) 1 1 0 K.NDQCYDDIR.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



2405 true 2076 1230.5605 1229.5471 1 5.02 80.88 45 46.7 (M:46.7) 1 1 0 R.CAEENCFIR.V
Carbamidomethyl: 1, 6; 
Dimethyl:2H(4): 1

2406 true 4238 1230.6241 1229.623 1 -5.05 165.77 43.17 34.1 (M:34.1) 1 1 0 K.DIFQEIYDR.E Dimethyl:2H(4): 1

2407 true 973 1230.7512 1229.7281 1 12.79 45.69 23 31.3 (M:31.3) 2 1 0 K.ETQALVLAPTR.E Dimethyl:2H(4): 1

2408 true 1219 1231.5801 1230.5993 1 -21.52 220.32 32 36.1 (M:36.1) 1 1 0 R.YLHDESGLNR.R Dimethyl: 1



2409 true 3530 1231.6455 1230.6166 1 17.56 127.08 37.17 19.6 (M:19.6) 1 1 0 K.DEIMLADQPK.D Oxidation: 4; Dimethyl: 1, 10

2410 true 272 1231.6575 1230.6515 1 -1.06 158.99 16.5 50.1 (M:50.1) 1 97.78 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 11; 
Dimethyl: 1

2411 true 272 1231.6575 1230.6515 1 -1.06 158.99 16.5 50.1 (M:50.1) 1 97.78 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 11; 
Dimethyl: 1

2412 true 272 1231.6575 1230.6515 1 -1.06 158.99 16.5 50.1 (M:50.1) 1 97.78 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 11; 
Dimethyl: 1



2413 true 272 1231.6575 1230.6515 1 -1.06 158.99 16.5 50.1 (M:50.1) 1 97.78 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 11; 
Dimethyl: 1

2414 true 2261 1231.6674 1230.6369 1 18.88 139.83 38.33 56.4 (M:56.4) 2 1 0 K.YFVDAGAMAVR.R Dimethyl:2H(4): 1

2415 true 2184 1231.682 1230.6721 1 2.15 123.34 27.5 59.1 (M:59.1) 4 1 0 K.FAAATGATPIAGR.F Dimethyl: 1

2416 true 3464 1231.6983 1230.6761 1 12.12 137.72 46.67 49.7 (M:49.7) 1 1 0 K.FLVGPDGVPFR.R Dimethyl: 1



2417 true 1401 1231.7304 1230.7234 1 -0.2 172.82 35.5 83.8 (M:83.8) 2 1 0 K.DAGTIAGLNVLR.I Dimethyl:2H(4): 1

2418 true 3352 1231.7558 1230.7588 1 -8.3 108.55 36 52.5 (M:52.5) 1 1 0 K.VENFIISLIK.E Dimethyl: 1, 10

2419 true 3168 1231.8011 1230.7849 1 7.22 71.74 34.33 24.6 (M:24.6) 1 1 1 K.TREVLIEIAK.K
Dimethyl:2H(4): 1; 
Dimethyl: 10

2420 true 781 1232.6391 1231.6346 1 -2.27 85.4 29.5 17.6 (M:17.6) 1 1 0 K.DLPVSEQQER.A Dimethyl:2H(4): 1



2421 true 1178 1232.7373 1231.7227 1 6 146.54 27.83 62.3 (M:62.3) 3 1 0 K.SILFVPNSAPR.G Dimethyl:2H(4): 1

2422 false 1440 1232.7547 1231.7478 1 -0.28 133.47 24.83 15.5 (M:15.5) 1 2 0 R.GLALALFGGEPK.N
Dimethyl:2H(4): 1; 
Dimethyl: 12

2423 false 2636 1233.617 1232.6248 1 -12.26 184.15 37.17 16.6 (M:16.6) 1 2 0 K.DDGSTQVINTK.N Dimethyl: 1, 11

2424 true 2636 1233.617 1232.6401 1 -24.63 112.63 37.17 20.9 (M:20.9) 1 1 0 R.DFEQPLTISR.V Dimethyl: 1



2425 true 25 1233.6549 1232.6686 1 -17.04 23.45 23.67 26.2 (M:26.2) 2 1 0 K.EITALAPSTMK.I
Oxidation: 10; Dimethyl: 1, 
11

2426 true 25 1233.6549 1232.6686 1 -17.04 23.45 23.67 26.2 (M:26.2) 2 1 0 K.EITALAPSTMK.I
Oxidation: 10; Dimethyl: 1, 
11

2427 true 25 1233.6549 1232.6686 1 -17.04 23.45 23.67 26.2 (M:26.2) 2 1 0 K.EITALAPSTMK.I
Oxidation: 10; Dimethyl: 1, 
11

2428 true 25 1233.6549 1232.6686 1 -17.04 23.45 23.67 26.2 (M:26.2) 2 1 0 K.EITALAPSTMK.I
Oxidation: 10; Dimethyl: 1, 
11



2429 true 3434 1233.658 1232.6492 1 1.25 191.06 43.67 52.2 (M:52.2) 1 1 0 R.QDGYVFGLFR.V Dimethyl:2H(4): 1

2430 false 1875 1233.6581 1232.6587 1 -6.39 135.54 26.67 16.5 (M:16.5) 1 2 1 K.ADKVTMLWNK.K Dimethyl: 10

2431 true 1875 1233.6581 1232.6492 1 1.36 92.63 26.67 41.8 (M:41.8) 1 1 0 K.SDFHLFGPPGK.K Dimethyl:2H(4): 11

2432 true 40 1233.671 1232.6564 1 5.93 166.61 17 46.6 (M:46.6) 3 1 0 K.HQSLGGQYGVR.G Dimethyl:2H(4): 1



2433 true 1657 1233.6726 1232.6663 1 -0.78 94.48 42.17 50.6 (M:50.6) 1 1 0 R.QSVEADINGLR.R Dimethyl:2H(4): 1

2434 false 1657 1233.6726 1232.6653 1 0.05 138.65 42.17 16.4 (M:16.4) 1 3 1 K.ELPFGDKDTK.S Dimethyl: 1, 7, 10

2435 true 3688 1233.6735 1232.6799 1 -11.08 184.3 48.17 25.8 (M:25.8) 1 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

2436 true 3688 1233.6735 1232.6799 1 -11.08 184.3 48.17 25.8 (M:25.8) 1 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1



2437 true 3688 1233.6735 1232.6799 1 -11.08 184.3 48.17 25.8 (M:25.8) 1 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

2438 true 3688 1233.6735 1232.6799 1 -11.08 184.3 48.17 25.8 (M:25.8) 1 1 0 K.DSTLIMQLLR.D Oxidation: 6; Dimethyl: 1

2439 false 3243 1233.693 1232.6765 1 7.46 217.33 43.33 15.7 (M:15.7) 1 6 0 K.NQQSLDLFIK.S Dimethyl: 10

2440 true 3975 1233.7113 1232.6958 1 6.66 190.28 36.33 36.0 (M:36.0) 1 1 0 K.YPHYFPLLK.K Dimethyl: 1, 9



2441 true 2550 1233.8301 1232.8195 1 2.7 103.91 48.5 39.8 (M:39.8) 1 1 0 K.ILLAELEQLK.G Dimethyl:2H(4): 1, 10

2442 true 190 1234.6455 1233.6481 1 -8.05 154.91 27 34.8 (M:34.8) 1 1 0 K.YGYEKPEER.W Dimethyl:2H(4): 1, 5

2443 true 1027 1234.6913 1233.6701 1 11.24 80.09 26.17 37.3 (M:37.3) 2 1 0 K.MLFSSNGGMVK.G Dimethyl:2H(4): 1, 11

2444 false 2873 1234.7922 1233.7809 1 3.23 198.63 30.83 17.4 (M:17.4) 1 2 0 K.IPGIVIAATPVR.A Dimethyl: 1



2445 true 1220 1235.6061 1234.6244 1 -20.7 217.81 32.17 53.9 (M:53.9) 1 1 0 R.YLHDESGLNR.R Dimethyl:2H(4): 1

2446 true 1422 1235.61 1234.5982 1 3.6 77.29 41.33 37.5 (M:37.5) 1 1 0 R.FPFESPEAQR.L Dimethyl: 1

2447 true 101 1235.683 1234.6766 1 -0.68 140.55 16.67 75.4 (M:75.4) 3 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2448 true 101 1235.683 1234.6766 1 -0.68 140.55 16.67 75.4 (M:75.4) 3 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11



2449 true 101 1235.683 1234.6766 1 -0.68 140.55 16.67 75.4 (M:75.4) 3 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2450 true 101 1235.683 1234.6766 1 -0.68 140.55 16.67 75.4 (M:75.4) 3 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2451 false 43 1235.6843 1234.6958 1 -15.2 157.89 15.5 26.0 (M:26.0) 3 2 1 K.LKGTEDELDK.Y
Dimethyl:2H(4): 10; 
Dimethyl: 1, 2

2452 false 3309 1235.6877 1234.6526 1 22.48 184.77 52.83 15.1 (M:15.1) 1 3 1 K.MTNRQGMLLK.K Oxidation: 1; Dimethyl: 10



2453 true 1598 1235.7067 1234.6972 1 1.81 118.2 27.5 43.7 (M:43.7) 3 1 0 K.FAAATGATPIAGR.F Dimethyl:2H(4): 1

2454 true 3730 1235.7187 1234.7012 1 8.26 167.77 46.67 64.9 (M:64.9) 1 1 0 K.FLVGPDGVPFR.R Dimethyl:2H(4): 1

2455 true 636 1235.7462 1234.7525 1 -11.04 54.07 20.83 32.7 (M:32.7) 1 1 0 K.VLVAQHDVYK.G Dimethyl:2H(4): 1, 10

2456 true 3445 1235.755 1234.7472 1 0.43 138.17 33.17 20.6 (M:20.6) 1 1 0 R.VICILSHPIK.N
Carbamidomethyl: 3; 
Dimethyl: 1, 10



2457 true 3731 1236.61 1235.5935 1 7.47 196.79 44.17 17.3 (M:17.3) 1 1 0 K.IFSSDHDIFR.E

2458 true 1452 1236.6707 1235.651 1 10.06 51.06 25 31.7 (M:31.7) 1 1 0 K.QGYVLSSIEGR.V Dimethyl: 1

2459 true 1446 1236.7445 1235.7278 1 7.59 120.75 30 47.1 (M:47.1) 2 1 0 K.EPPHLLSLFK.N Dimethyl: 1, 10

2460 false 3105 1236.7791 1235.7427 1 23.55 155.22 32 20.8 (M:20.8) 1 3 0 K.LGGNEIVSFLK.G
Dimethyl:2H(4): 1; 
Dimethyl: 11



2461 true 3105 1236.7791 1235.7729 1 -0.86 134.49 32 80.6 (M:80.6) 1 1 0 R.GILLYGPPGTGK.T Dimethyl:2H(4): 1, 12

2462 true 1637 1236.7917 1235.7729 1 9.3 35.84 25.67 44.4 (M:44.4) 1 1 0 R.GLALALFGGEPK.N Dimethyl:2H(4): 1, 12

2463 false 1637 1236.7917 1235.8128 1 -22.95 216.33 25.67 16.3 (M:16.3) 1 3 1 K.LVRVVAHALAR.K Dimethyl:2H(4): 1

2464 true 1108 1237.5484 1236.5523 1 -9.04 167.62 30.83 45.6 (M:45.6) 1 1 0 K.DGAFHTEYNR.A Dimethyl: 1



2465 true 2715 1237.5932 1236.5995 1 -10.94 211.88 40.33 22.6 (M:22.6) 1 1 0 R.CLDLYLCPR.Q
Carbamidomethyl: 1, 7; 
Dimethyl: 1

2466 true 2765 1237.6428 1236.6652 1 -23.97 112.75 37.17 26.9 (M:26.9) 1 1 0 R.DFEQPLTISR.V Dimethyl:2H(4): 1

2467 true 351 1237.6818 1236.6764 1 -1.52 75.25 21 17.5 (M:17.5) 1 1 0 K.VIDQQNGLYR.C Dimethyl:2H(4): 1

2468 true 3752 1237.6961 1236.705 1 -13.03 172.61 48.17 24.7 (M:24.7) 3 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6



2469 true 3752 1237.6961 1236.705 1 -13.03 172.61 48.17 24.7 (M:24.7) 3 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6

2470 true 3752 1237.6961 1236.705 1 -13.03 172.61 48.17 24.7 (M:24.7) 3 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6

2471 true 3752 1237.6961 1236.705 1 -13.03 172.61 48.17 24.7 (M:24.7) 3 1 0 K.DSTLIMQLLR.D
Dimethyl:2H(4): 1; 
Oxidation: 6

2472 true 1229 1237.7866 1236.7682 1 9 80 27.33 52.2 (M:52.2) 2 1 0 K.QALGIPAAASFK.H Dimethyl:2H(4): 1, 12



2473 true 2670 1237.8093 1236.7933 1 7 54.08 30.5 82.1 (M:82.1) 1 1 0 K.FSLAPVAVELK.A Dimethyl:2H(4): 1, 11

2474 true 685 1237.8529 1236.8446 1 0.79 73.08 21.83 42.0 (M:42.0) 1 1 0 R.VKPDLVITEK.G Dimethyl:2H(4): 1, 2, 10

2475 true 731 1238.6158 1237.619 1 -8.47 114.51 35.5 16.3 (M:16.3) 1 1 0 R.YLSEVASGDNK.Q Dimethyl: 1, 11

2476 true 1433 1238.6344 1237.6244 1 2.24 130.19 26.33 57.3 (M:57.3) 1 1 0 K.FYVHNDIFR.Y Dimethyl: 1



2477 true 1658 1238.6605 1237.6527 1 0.37 126.48 42.17 16.6 (M:16.6) 1 1 1 K.RAQSELAAHQK.K

2478 true 2874 1238.8158 1237.806 1 2.07 141.87 31 29.2 (M:29.2) 1 1 0 K.IPGIVIAATPVR.A Dimethyl:2H(4): 1

2479 true 525 1239.6195 1238.5838 1 22.96 125.25 22.33 48.0 (M:48.0) 1 1 0 K.DLCCHLAYR.M
Carbamidomethyl: 3, 4; 
Dimethyl:2H(4): 1

2480 true 1446 1239.632 1238.6233 1 1.14 132.54 41.33 20.4 (M:20.4) 1 1 0 R.FPFESPEAQR.L Dimethyl:2H(4): 1



2481 true 3344 1239.64 1238.6295 1 2.54 131.29 53 34.7 (M:34.7) 1 1 0 K.YQQLFEDLR.A Dimethyl: 1

2482 true 3621 1239.648 1238.6659 1 -20.34 208.08 45.17 41.0 (M:41.0) 1 1 0 K.DITIHANPFAL.- Dimethyl: 1

2483 true 1097 1239.6658 1238.6809 1 -17.99 125.11 25.17 30.7 (M:30.7) 1 1 0 M.ATYVQLNTGAK.M
Dimethyl:2H(4): 11; Acetyl: 
1

2484 true 1497 1240.5442 1239.5526 1 -12.63 106.92 32 28.2 (M:28.2) 1 1 0 R.ENCCILDER.F
Carbamidomethyl: 3, 4; 
Dimethyl:2H(4): 1



2485 true 1769 1240.6007 1239.574 1 15.61 45.02 25.83 25.7 (M:25.7) 1 1 0 R.MGLAMGSNFER.T Dimethyl: 1

2486 true 1328 1240.7256 1239.7187 1 -0.32 93.02 24.33 26.4 (M:26.4) 1 1 0 R.ETQALILAPTR.E Dimethyl: 1

2487 true 1074 1241.5633 1240.5775 1 -17.28 177.77 30.83 37.8 (M:37.8) 1 1 0 K.DGAFHTEYNR.A Dimethyl:2H(4): 1

2488 true 2716 1241.6191 1240.6246 1 -10.29 152.17 40.33 29.3 (M:29.3) 1 1 0 R.CLDLYLCPR.Q
Carbamidomethyl: 1, 7; 
Dimethyl:2H(4): 1



2489 true 618 1241.7041 1240.6928 1 3.26 171.83 21.67 35.1 (M:35.1) 2 1 0 K.IHPTSIIGGYR.L Dimethyl: 1

2490 true 1132 1241.7166 1240.7188 1 -7.7 32.97 23.67 45.0 (M:45.0) 3 1 0 K.EITALAPSTMK.I
Dimethyl:2H(4): 1, 11; 
Oxidation: 10

2491 true 1132 1241.7166 1240.7188 1 -7.7 32.97 23.67 45.0 (M:45.0) 3 1 0 K.EITALAPSTMK.I
Dimethyl:2H(4): 1, 11; 
Oxidation: 10

2492 true 1132 1241.7166 1240.7188 1 -7.7 32.97 23.67 45.0 (M:45.0) 3 1 0 K.EITALAPSTMK.I
Dimethyl:2H(4): 1, 11; 
Oxidation: 10



2493 true 1132 1241.7166 1240.7188 1 -7.7 32.97 23.67 45.0 (M:45.0) 3 1 0 K.EITALAPSTMK.I
Dimethyl:2H(4): 1, 11; 
Oxidation: 10

2494 true 3501 1241.7578 1240.7543 1 -3.05 205.34 43.17 45.5 (M:45.5) 1 1 0 K.QEVPIIIVFR.A Dimethyl: 1

2495 true 2334 1242.5881 1241.6012 1 -16.39 89.24 35.67 45.3 (M:45.3) 2 1 0 K.QDFMLEASNR.L Dimethyl:2H(4): 1

2496 true 382 1242.6291 1241.6348 1 -10.41 193.61 29 59.8 (M:59.8) 1 1 0 K.CIVNMEGNNK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 10



2497 true 1371 1242.661 1241.6495 1 3.42 128.5 26.33 66.5 (M:66.5) 1 1 0 K.FYVHNDIFR.Y Dimethyl:2H(4): 1

2498 true 556 1242.7414 1241.7343 1 -0.19 103.31 18.5 23.1 (M:23.1) 1 1 1 M.VLSAADKNNVK.G Dimethyl: 1, 7, 11

2499 true 273 1243.626 1242.6213 1 -2.1 199.47 16.67 42.0 (M:42.0) 1 82.72 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

2500 true 273 1243.626 1242.6213 1 -2.1 199.47 16.67 42.0 (M:42.0) 1 82.72 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11



2501 true 273 1243.626 1242.6213 1 -2.1 199.47 16.67 42.0 (M:42.0) 1 82.72 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

2502 true 273 1243.626 1242.6213 1 -2.1 199.47 16.67 42.0 (M:42.0) 1 82.72 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

2503 true 3361 1243.6654 1242.6546 1 2.76 168.76 53 19.9 (M:19.9) 1 1 0 K.YQQLFEDLR.A Dimethyl:2H(4): 1

2504 true 3590 1243.6676 1242.691 1 -24.7 206.12 45.17 30.1 (M:30.1) 1 1 0 K.DITIHANPFAL.- Dimethyl:2H(4): 1



2505 true 978 1243.6932 1242.682 1 3.17 58.12 37.33 88.2 (M:88.2) 1 1 0 K.IVQAEGEATAAK.M Dimethyl: 1, 12

2506 true 2171 1243.7181 1242.691 1 15.89 137.41 29.5 16.8 (M:16.8) 1 1 0 R.GLFEGYVGTLR.R Dimethyl:2H(4): 1

2507 true 984 1244.6364 1243.6521 1 -18.44 217.22 30.33 31.0 (M:31.0) 1 1 0 K.QQSELQSQIR.Y Dimethyl: 1

2508 true 1498 1244.6381 1243.6561 1 -20.28 84.38 32.17 15.5 (M:15.5) 1 1 0 R.IAAFPGDLVGER.L



2509 true 577 1244.6612 1243.6611 1 -5.79 113.64 20.5 78.6 (M:78.6) 3 1 0 R.GGHQLVEGYPR.A Dimethyl:2H(4): 1

2510 true 3364 1244.6838 1243.6958 1 -15.49 241.5 44 41.6 (M:41.6) 1 1 0 R.DLSLLQIQMR.D Dimethyl: 1

2511 true 2546 1244.7166 1243.6999 1 7.62 175.73 31.33 62.7 (M:62.7) 1 1 0 K.SAEFLLHMLK.N Dimethyl: 1, 10

2512 true 2262 1245.6671 1244.6547 1 4.12 224.64 37.33 25.4 (M:25.4) 1 1 0 K.DAGTIAGLNVMR.I Dimethyl: 1



2513 true 1959 1245.6922 1244.699 1 -11.28 99.72 27.17 24.1 (M:24.1) 1 1 1 M.RKPTTFQPSR.S Dimethyl: 2

2514 true 857 1245.6933 1244.6666 1 15.57 126.31 25 47.7 (M:47.7) 5 1 0 K.HSQFIGYPIR.L Dimethyl: 1

2515 true 1726 1245.7141 1244.6877 1 15.35 59.02 26.83 46.3 (M:46.3) 1 1 0 K.QVAEQFLNIR.S Dimethyl: 1

2516 true 3814 1246.6557 1245.6639 1 -12.41 180.32 42.33 51.1 (M:51.1) 1 1 0 K.IEVIEIMTDR.G Dimethyl: 1



2517 true 2492 1246.6662 1245.6717 1 -10.29 213.19 39.5 51.8 (M:51.8) 2 1 0 K.DANLYISGLPR.S Dimethyl: 1

2518 true 829 1246.6767 1245.6577 1 9.4 46.38 23.17 15.5 (M:15.5) 1 1 0 R.YVMTTTTLER.T Dimethyl:2H(4): 1

2519 true 1155 1246.7144 1245.6768 1 24.32 110.49 25.5 38.9 (M:38.9) 1 1 0 R.SNLNIHVFDR.N Dimethyl:2H(4): 1

2520 true 1911 1246.7178 1245.6875 1 18.41 54.45 27 17.8 (M:17.8) 1 1 1 K.MELPMIHKR.A
Dimethyl:2H(4): 8; 
Oxidation: 1, 5; Dimethyl: 1



2521 true 1561 1246.7363 1245.7081 1 16.77 32.44 25.17 64.0 (M:64.0) 2 1 0 R.VAQLEQVYIR.G Dimethyl: 1

2522 true 3658 1246.7861 1245.7697 1 7.35 164 34.83 76.4 (M:76.4) 1 1 0 K.VANVSLLALYK.G Dimethyl: 1, 11

2523 true 2958 1247.6676 1246.6707 1 -8.33 94.8 38.33 22.3 (M:22.3) 1 1 0 K.DILLQVDDER.R Dimethyl:2H(4): 1

2524 true 101 1247.682 1246.6769 1 -1.74 181.91 26.5 79.1 (M:79.1) 1 1 1 K.ISEKEEVTTR.E Dimethyl: 1, 4



2525 false 101 1247.682 1246.6656 1 7.26 196.92 26.5 20.3 (M:20.3) 1 4 1 K.ETVKEEELSK.S Dimethyl: 1, 4

2526 true 2112 1247.6884 1246.6716 1 7.68 230.52 37.67 26.3 (M:26.3) 1 1 0 K.CEPIIMTVPR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

2527 true 438 1247.7117 1246.6972 1 5.77 138.54 22.83 31.6 (M:31.6) 1 1 0 R.AEYVGSALLHR.G Dimethyl:2H(4): 1

2528 true 937 1247.7216 1246.7084 1 4.77 247.31 26.17 31.6 (M:31.6) 1 1 0 K.GIPHLVTHDAR.T Dimethyl:2H(4): 1



2529 false 920 1247.7231 1246.7074 1 6.78 114.97 25.5 18.8 (M:18.8) 2 2 0 K.DRPFYPGLVK.Y Dimethyl: 1, 10

2530 true 920 1247.7231 1246.7285 1 -10.16 72.75 25.5 20.4 (M:20.4) 1 1 1 K.DKITAFIVER.D Dimethyl: 1, 2

2531 true 1774 1248.5961 1247.618 1 -23.36 258.77 35.33 44.9 (M:44.9) 1 1 0 K.QITISNCGQLS.-
Carbamidomethyl: 7; 
Dimethyl: 1

2532 true 1578 1248.6475 1247.651 1 -8.6 82.86 41.83 32.1 (M:32.1) 1 1 0 R.ESVFIVEGGQR.A Dimethyl: 1



2533 true 1822 1248.6683 1247.6594 1 1.25 136.52 25.5 15.7 (M:15.7) 1 1 0 K.GASQAGMLAPGTR.R Dimethyl:2H(4): 1

2534 true 3365 1248.7068 1247.7209 1 -17.19 226.34 44 51.6 (M:51.6) 1 1 0 R.DLSLLQIQMR.D Dimethyl:2H(4): 1

2535 true 3181 1248.7232 1247.6986 1 13.86 187.96 32.33 38.6 (M:38.6) 1 1 0 K.HLSINDLPVGR.S Dimethyl: 1

2536 true 2280 1248.8233 1247.7941 1 17.62 191.66 29.83 35.0 (M:35.0) 1 1 0 R.GPVGIEGLLTTK.W Dimethyl:2H(4): 1, 12



2537 true 1213 1249.572 1248.5735 1 -7 105.49 31 48.3 (M:48.3) 1 1 0 K.QEGGDNDFIAR.V Dimethyl: 1

2538 true 2450 1249.6474 1248.6575 1 -13.89 147.49 29.5 17.9 (M:17.9) 1 1 1 K.QDFTSARLQR.G Dimethyl: 1

2539 true 219 1249.6507 1248.6536 1 -8.21 -1 20.17 20.8 (M:20.8) 1 1 1 K.ADKVTMLWNK.K Oxidation: 6; Dimethyl: 10

2540 false 219 1249.6507 1248.6322 1 8.95 249.78 20.17 16.9 (M:16.9) 1 4 1 R.EKNPDMVAGEK.R Dimethyl:2H(4): 2



2541 true 2323 1249.6649 1248.6798 1 -17.73 206.32 38.67 43.5 (M:43.5) 2 1 0 K.DAGTIAGLNVMR.I Dimethyl:2H(4): 1

2542 true 497 1249.7104 1248.6917 1 9.11 166.28 21.33 66.8 (M:66.8) 5 1 0 K.HSQFIGYPIR.L Dimethyl:2H(4): 1

2543 true 610 1249.7126 1248.6966 1 7.05 158.69 30.33 40.4 (M:40.4) 1 1 1 R.KLEVEYEQK.R Dimethyl: 1, 1, 9

2544 true 1022 1249.7132 1248.6976 1 6.67 53.2 23.17 37.2 (M:37.2) 1 1 0 K.AVENSSTAIGIR.C Dimethyl:2H(4): 1



2545 true 1938 1249.7304 1248.7128 1 8.25 54.11 26.83 62.4 (M:62.4) 1 1 0 K.QVAEQFLNIR.S Dimethyl:2H(4): 1

2546 true 328 1249.7319 1248.7206 1 3.22 78.12 20.67 25.3 (M:25.3) 1 1 0 K.IGEGTYGVVYK.G Dimethyl:2H(4): 1, 11

2547 false 174 1249.7903 1248.774 1 7.19 139.27 16.33 18.3 (M:18.3) 1 4 0 -.MPALRPLVKPK.I

2548 true 3837 1250.6402 1249.6489 1 -12.8 179.64 46.5 34.6 (M:34.6) 1 1 0 K.NLICAFLTDR.E
Carbamidomethyl: 4; 
Dimethyl: 1



2549 true 2025 1250.6844 1249.6489 1 22.61 213.39 36.5 25.5 (M:25.5) 1 1 0 R.DIICQIAYAR.I
Carbamidomethyl: 4; 
Dimethyl: 1

2550 true 2493 1250.6873 1249.6968 1 -13.43 196.68 39.5 33.0 (M:33.0) 1 1 0 K.DANLYISGLPR.S Dimethyl:2H(4): 1

2551 true 3455 1250.7223 1249.7111 1 3.17 207.82 34 45.2 (M:45.2) 2 1 0 R.FPPVVFYTPK.E Dimethyl: 1, 10

2552 true 2804 1250.7476 1249.7332 1 5.67 171.46 31.83 31.6 (M:31.6) 1 1 0 R.VAQLEQVYIR.G Dimethyl:2H(4): 1



2553 true 3341 1251.6426 1250.6482 1 -10.25 238.56 42.17 63.6 (M:63.6) 2 1 0 K.FDGILGMAFPR.I Dimethyl: 1

2554 true 754 1251.6558 1250.6507 1 -1.74 80.44 35.5 34.2 (M:34.2) 1 1 1 K.EKYEITEQR.K Dimethyl: 1, 2

2555 true 1748 1251.6621 1250.6619 1 -5.63 308.01 35.33 53.0 (M:53.0) 1 1 0 R.AGVLAHLEEER.D Dimethyl: 1

2556 true 274 1251.6708 1250.6715 1 -6.38 158.85 16.67 33.0 (M:33.0) 1 63.79 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5



2557 true 274 1251.6708 1250.6715 1 -6.38 158.85 16.67 33.0 (M:33.0) 1 63.79 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5

2558 true 274 1251.6708 1250.6715 1 -6.38 158.85 16.67 33.0 (M:33.0) 1 63.79 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5

2559 true 274 1251.6708 1250.6715 1 -6.38 158.85 16.67 33.0 (M:33.0) 1 63.79 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; 
Oxidation: 5

2560 true 970 1251.7454 1250.7322 1 4.73 82.72 37.33 48.4 (M:48.4) 1 1 0 K.IVQAEGEATAAK.M Dimethyl:2H(4): 1, 12



2561 true 420 1252.5776 1251.6017 1 -25.02 30.5 28.83 30.2 (M:30.2) 1 90.7 1 1 R.MTSPSDEASKK.Q Oxidation: 1; Dimethyl: 1, 11

2562 true 995 1252.6281 1251.6079 1 10.29 167.51 32 84.2 (M:84.2) 2 1 0 R.DNSTMGYMAAK.K Dimethyl:2H(4): 1, 11

2563 true 522 1252.6688 1251.6724 1 -8.71 57.66 20 22.0 (M:22.0) 1 1 0 K.YIHSADIIHR.D Dimethyl: 1

2564 true 2758 1252.7194 1251.6863 1 20.58 115.38 30.5 44.8 (M:44.8) 1 1 0 R.LVQAFQFTDK.H Dimethyl: 1, 10



2565 true 467 1252.7313 1251.7274 1 -2.69 36.24 22.17 88.6 (M:88.6) 1 1 0 K.SISEIVQNGNK.F Dimethyl:2H(4): 1, 11

2566 true 3182 1252.7419 1251.7237 1 8.71 146.31 32.33 35.1 (M:35.1) 1 1 0 K.HLSINDLPVGR.S Dimethyl:2H(4): 1

2567 true 2333 1252.7677 1251.7501 1 8.24 125.48 31.33 79.1 (M:79.1) 1 1 0 K.SAEFLLHMLK.N Dimethyl:2H(4): 1, 10

2568 true 1673 1252.7694 1251.7775 1 -12.33 136.39 27 23.2 (M:23.2) 1 1 1 R.GRLNVLANVIR.K Dimethyl: 1



2569 true 883 1253.5802 1252.587 1 -11.27 218.01 29.67 37.1 (M:37.1) 1 1 0 R.QAATLQDCYR.M
Carbamidomethyl: 8; 
Dimethyl: 1

2570 true 1214 1253.587 1252.5986 1 -15.09 90.31 31 51.9 (M:51.9) 1 1 0 K.QEGGDNDFIAR.V Dimethyl:2H(4): 1

2571 true 3849 1253.6098 1252.6088 1 -4.99 80.6 41.33 24.6 (M:24.6) 1 1 0 R.AFFDVDIGGER.V Dimethyl: 1

2572 true 2286 1253.7022 1252.6788 1 12.91 48.32 28.83 46.8 (M:46.8) 1 1 0 R.EVSPTAMAIFR.K Dimethyl:2H(4): 1



2573 true 1907 1253.7323 1252.7139 1 8.86 241.92 37.67 74.9 (M:74.9) 1 1 0 R.QITINDLPVGR.S Dimethyl: 1

2574 true 234 1254.5769 1253.5776 1 -6.34 90.69 27 35.6 (M:35.6) 1 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11

2575 true 234 1254.5769 1253.5776 1 -6.34 90.69 27 35.6 (M:35.6) 1 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11

2576 true 234 1254.5769 1253.5776 1 -6.34 90.69 27 35.6 (M:35.6) 1 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11



2577 true 234 1254.5769 1253.5776 1 -6.34 90.69 27 35.6 (M:35.6) 1 1 0 K.DSYVGDEAQSK.R Dimethyl: 1, 11

2578 true 1258 1254.6794 1253.6706 1 1.2 185.9 23.67 30.2 (M:30.2) 2 1 0 R.TFGGGTSPVFPR.A Dimethyl:2H(4): 1

2579 true 2192 1254.6892 1253.6881 1 -4.92 90.55 28.17 36.9 (M:36.9) 2 1 0 K.DGLAFNALIHR.H Dimethyl: 1

2580 true 1981 1254.6993 1253.674 1 14.34 215.1 36.5 45.5 (M:45.5) 1 1 0 R.DIICQIAYAR.I
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



2581 true 1372 1254.7407 1253.7343 1 -0.71 171.92 26.33 46.0 (M:46.0) 2 1 0 K.APILIATDVASR.G Dimethyl: 1

2582 true 1372 1254.7407 1253.7343 1 -0.71 171.92 26.33 46.0 (M:46.0) 2 1 0 K.APILIATDVASR.G Dimethyl: 1

2583 true 2273 1254.8123 1253.8199 1 -11.81 234.39 28.33 63.7 (M:63.7) 2 1 0 K.VANVSLLALYK.G Dimethyl:2H(4): 1, 11

2584 true 1450 1255.4602 1254.4823 1 -23.36 81.04 31.67 29.8 (M:29.8) 1 1 0 K.NFGEDMDDER.L Dimethyl: 1



2585 true 1529 1255.5764 1254.5703 1 -0.97 113.14 42.5 57.3 (M:57.3) 1 1 0 R.EVCGFAPYER.R
Carbamidomethyl: 3; 
Dimethyl: 1

2586 true 910 1255.6657 1254.6496 1 7.06 174.12 32.33 60.7 (M:60.7) 1 1 1 R.KGEFETGFEK.G Dimethyl: 1, 1, 10

2587 true 3342 1255.6681 1254.6733 1 -9.89 201.56 42.17 65.7 (M:65.7) 3 1 0 K.FDGILGMAFPR.I Dimethyl:2H(4): 1

2588 true 1749 1255.6884 1254.687 1 -4.7 256.73 35.33 68.9 (M:68.9) 1 1 0 R.AGVLAHLEEER.D Dimethyl:2H(4): 1



2589 true 138 1255.7296 1254.7271 1 -3.78 276.25 26.5 83.4 (M:83.4) 1 1 1 K.ISEKEEVTTR.E Dimethyl:2H(4): 1, 4

2590 true 2794 1255.7452 1254.7424 1 -3.52 270.22 41 66.2 (M:66.2) 1 1 0 K.NQVSIDQIFK.D Dimethyl:2H(4): 1, 10

2591 false 2794 1255.7452 1254.7499 1 -9.52 281.21 41 18.7 (M:18.7) 1 2 1 K.WHRVAISVQK.K Dimethyl:2H(4): 1

2592 true 731 1255.7607 1254.7576 1 -3.32 199.12 24.17 49.1 (M:49.1) 3 1 0 K.DRPFYPGLVK.Y Dimethyl:2H(4): 1, 10



2593 true 3111 1256.5904 1255.5795 1 2.89 115.75 38.33 45.2 (M:45.2) 1 1 0 K.DLFPYEECK.E
Carbamidomethyl: 8; 
Dimethyl: 1, 9

2594 true 86 1256.6098 1255.5802 1 17.82 203.65 15.5 44.6 (M:44.6) 1 1 0 R.SPPPGMGMGQNR.G Dimethyl: 1

2595 true 278 1256.6607 1255.6521 1 1.07 79.99 34 54.5 (M:54.5) 2 1 0 R.VEIIANDQGNR.I Dimethyl: 1

2596 true 278 1256.6607 1255.6521 1 1.07 79.99 34 54.5 (M:54.5) 2 1 0 K.VEIIANDQGNR.T Dimethyl: 1



2597 true 278 1256.6607 1255.6521 1 1.07 79.99 34 54.5 (M:54.5) 2 1 0 K.VEIIANDQGNR.T Dimethyl: 1

2598 true 157 1257.5554 1256.558 1 -7.86 88.33 17.33 17.8 (M:17.8) 1 1 0 K.EYVTCHTCR.S
Carbamidomethyl: 5, 8; 
Dimethyl:2H(4): 1

2599 true 3163 1257.6276 1256.619 1 1.04 250.8 51.83 54.2 (M:54.2) 1 1 0 R.FFEQFLEGGR.S Dimethyl: 1

2600 true 3850 1257.633 1256.6339 1 -6.53 132.83 41.33 45.3 (M:45.3) 2 1 0 R.AFFDVDIGGER.V Dimethyl:2H(4): 1



2601 true 2096 1257.6515 1256.6715 1 -21.64 250.84 37.17 26.2 (M:26.2) 1 1 0 R.HEMLPEFYK.T Dimethyl:2H(4): 1, 9

2602 true 1715 1257.6529 1256.6223 1 18.51 109.01 27.67 88.7 (M:88.7) 2 1 0 R.ISEQFTAMFR.R Dimethyl: 1

2603 true 1715 1257.6529 1256.6223 1 18.51 109.01 27.67 88.7 (M:88.7) 2 1 0 R.ISEQFTAMFR.R Dimethyl: 1

2604 true 1715 1257.6529 1256.6223 1 18.51 109.01 27.67 88.7 (M:88.7) 2 1 0 R.ISEQFTAMFR.R Dimethyl: 1



2605 true 1670 1257.7584 1256.739 1 9.64 256.4 37.67 72.8 (M:72.8) 1 1 0 R.QITINDLPVGR.S Dimethyl:2H(4): 1

2606 true 778 1258.6252 1257.6297 1 -9.35 214.76 29 30.4 (M:30.4) 1 1 0 K.CIVNMEGNNK.L

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 10; 
Oxidation: 5

2607 true 501 1258.6369 1257.6027 1 21.38 89.69 28.67 18.4 (M:18.4) 1 1 0 K.DSYVGDEAQSK.R
Dimethyl:2H(4): 11; 
Dimethyl: 1

2608 true 501 1258.6369 1257.6027 1 21.38 89.69 28.67 18.4 (M:18.4) 1 1 0 K.DSYVGDEAQSK.R
Dimethyl:2H(4): 11; 
Dimethyl: 1



2609 true 501 1258.6369 1257.6027 1 21.38 89.69 28.67 18.4 (M:18.4) 1 1 0 K.DSYVGDEAQSK.R
Dimethyl:2H(4): 11; 
Dimethyl: 1

2610 true 501 1258.6369 1257.6027 1 21.38 89.69 28.67 18.4 (M:18.4) 1 1 0 K.DSYVGDEAQSK.R
Dimethyl:2H(4): 11; 
Dimethyl: 1

2611 true 920 1258.6404 1257.6362 1 -2.46 91.67 29.83 23.3 (M:23.3) 1 1 0 K.ESDVGACLDTK.E
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 11

2612 true 1924 1258.6814 1257.7041 1 -23.78 93.74 36.17 17.7 (M:17.7) 1 1 0 R.VANIGTQTISAR.V Dimethyl: 1



2613 true 2193 1258.7117 1257.7132 1 -6.98 104.11 28.17 42.4 (M:42.4) 2 1 0 K.DGLAFNALIHR.H Dimethyl:2H(4): 1

2614 true 2222 1258.7211 1257.7243 1 -8.31 137.83 29 43.0 (M:43.0) 1 1 0 K.IACLDFSLQK.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 10

2615 true 1739 1258.7282 1257.6904 1 24.26 127.53 30.83 28.7 (M:28.7) 1 1 0 K.SLCIPFQPLR.E
Carbamidomethyl: 3; 
Dimethyl: 1

2616 false 2760 1258.7426 1257.742 1 -5.33 111.05 31.33 18.3 (M:18.3) 1 2 1 K.SGKYSIPEGTK.F
Dimethyl:2H(4): 1, 3; 
Dimethyl: 11



2617 false 1574 1258.7659 1257.7544 1 3.37 152.02 25.83 15.4 (M:15.4) 1 9 1 R.LLTAEADKTIK.V Dimethyl: 8, 11

2618 true 1373 1258.7661 1257.7594 1 -0.53 176.26 26.33 48.2 (M:48.2) 2 1 0 K.APILIATDVASR.G Dimethyl:2H(4): 1

2619 true 1373 1258.7661 1257.7594 1 -0.53 176.26 26.33 48.2 (M:48.2) 2 1 0 K.APILIATDVASR.G Dimethyl:2H(4): 1

2620 true 1392 1259.484 1258.5074 1 -24.36 73.69 31.67 23.9 (M:23.9) 1 1 0 K.NFGEDMDDER.L Dimethyl:2H(4): 1



2621 true 2871 1259.5567 1258.5652 1 -12.57 122.48 37.5 53.6 (M:53.6) 1 1 0 K.DYLLCDYNR.D
Carbamidomethyl: 5; 
Dimethyl: 1

2622 true 1447 1259.6045 1258.5954 1 1.44 128.37 42.5 49.4 (M:49.4) 1 1 0 R.EVCGFAPYER.R
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2623 false 1447 1259.6045 1258.5835 1 10.88 99.58 42.5 18.2 (M:18.2) 1 2 0 K.EVTSSIEMCR.K

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1; 
Oxidation: 8

2624 true 712 1259.6458 1258.6306 1 6.33 43.98 22.33 28.7 (M:28.7) 1 1 0 R.SLGTADVHFER.K Dimethyl: 1



2625 true 4204 1259.6957 1258.6859 1 2 182.64 46.5 16.7 (M:16.7) 1 1 0 R.DQLFSSLVYR.D Dimethyl:2H(4): 1

2626 false 3102 1259.7187 1258.7133 1 -1.5 147.57 32.5 17.2 (M:17.2) 1 3 0 K.ISGTTALQEALK.E Dimethyl: 1

2627 true 2628 1259.7381 1258.7285 1 1.8 60.32 31.67 26.6 (M:26.6) 1 1 0 K.SGAYLIPLLER.L Dimethyl: 1

2628 true 1787 1259.7395 1258.7373 1 -3.99 132.07 25.5 54.2 (M:54.2) 1 1 0 R.QTVTNSFTLGK.E Dimethyl:2H(4): 1, 11



2629 true 592 1259.7498 1258.7111 1 24.96 123.24 25.5 16.3 (M:16.3) 1 1 1 M.PPKFDPTEVK.V
Dimethyl:2H(4): 10; Acetyl: 
1; Dimethyl: 3

2630 true 328 1260.6239 1259.6258 1 -7.36 110.58 18.5 54.3 (M:54.3) 1 1 0 K.ITGETSGHFQR.L Dimethyl: 1

2631 true 285 1260.6386 1259.6292 1 1.67 78.36 20.83 34.8 (M:34.8) 1 1 0 R.ILQDSLGGNCR.T
Carbamidomethyl: 10; 
Dimethyl: 1

2632 true 538 1260.6415 1259.6519 1 -13.99 36.54 28.67 26.4 (M:26.4) 1 85.74 1 1 R.MTSPSDEASKK.Q
Dimethyl:2H(4): 1, 11; 
Oxidation: 1



2633 true 193 1260.6852 1259.6772 1 0.57 66.72 34 82.2 (M:82.2) 1 1 0 R.VEIIANDQGNR.I Dimethyl:2H(4): 1

2634 true 193 1260.6852 1259.6772 1 0.57 66.72 34 82.2 (M:82.2) 1 1 0 K.VEIIANDQGNR.T Dimethyl:2H(4): 1

2635 true 193 1260.6852 1259.6772 1 0.57 66.72 34 82.2 (M:82.2) 1 1 0 K.VEIIANDQGNR.T Dimethyl:2H(4): 1

2636 false 193 1260.6852 1259.6656 1 9.74 66 34 22.7 (M:22.7) 1 3 1 -.MALVETAVRGR.L Acetyl: 1; Oxidation: 1



2637 true 1667 1260.6912 1259.6973 1 -10.6 250.28 35 35.6 (M:35.6) 1 1 0 R.EDLTAIVSVGTK.F Dimethyl: 12

2638 true 2712 1260.7424 1259.7365 1 -1.1 154.86 30.5 29.8 (M:29.8) 1 1 0 R.LVQAFQFTDK.H Dimethyl:2H(4): 1, 10

2639 true 2976 1261.6552 1260.6441 1 3.01 175.1 51.83 28.0 (M:28.0) 1 1 0 R.FFEQFLEGGR.S Dimethyl:2H(4): 1

2640 true 2217 1261.704 1260.6863 1 8.27 90.75 35.17 17.5 (M:17.5) 1 1 0 R.LDIDSEPTIAR.N Dimethyl:2H(4): 1



2641 true 1685 1261.7566 1260.7529 1 -2.82 134.7 42.17 24.7 (M:24.7) 1 1 0 K.ALGLPDDQIQK.G Dimethyl:2H(4): 1, 11

2642 true 2671 1261.7661 1260.7442 1 11.63 94.75 30.33 67.4 (M:67.4) 2 1 0 R.IFGVTTLDIVR.A Dimethyl: 1

2643 true 612 1261.7818 1260.7719 1 2.09 374.53 30.33 39.7 (M:39.7) 1 1 1 R.KLEVEYEQK.R Dimethyl:2H(4): 1, 1, 9

2644 true 2417 1262.6064 1261.6224 1 -18.41 168.71 36.67 49.9 (M:49.9) 1 1 0 K.IETIEVMEDR.Q Dimethyl: 1



2645 true 236 1262.6249 1261.6278 1 -8.06 116.18 27 23.5 (M:23.5) 1 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

2646 true 236 1262.6249 1261.6278 1 -8.06 116.18 27 23.5 (M:23.5) 1 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

2647 true 236 1262.6249 1261.6278 1 -8.06 116.18 27 23.5 (M:23.5) 1 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

2648 true 236 1262.6249 1261.6278 1 -8.06 116.18 27 23.5 (M:23.5) 1 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11



2649 true 3068 1262.6351 1261.6348 1 -5.54 127.02 31.83 21.8 (M:21.8) 1 1 0 K.SLSTYMEMLR.K Dimethyl:2H(4): 1

2650 true 576 1262.66 1261.6564 1 -2.95 110.89 34.5 20.3 (M:20.3) 1 1 0 R.TNQELNEINR.V Dimethyl:2H(4): 1

2651 false 2379 1262.6601 1261.6751 1 -17.62 341.47 39 15.3 (M:15.3) 1 2 0 R.NGLNNGNCLVK.F

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1; 
Dimethyl: 11

2652 true 3864 1262.6724 1261.6523 1 10.18 289.41 44.67 16.0 (M:16.0) 1 50 1 0 -.GNMMAALQAALK.N Oxidation: 3; Dimethyl: 12



2653 true 1515 1262.6941 1261.674 1 10.12 78.83 24.83 19.6 (M:19.6) 1 1 0 K.QAGVFEPTMVK.T Dimethyl: 1, 11

2654 true 1845 1262.7111 1261.7155 1 -9.2 191.25 30.83 19.9 (M:19.9) 2 1 0 K.SLCIPFQPLR.E
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2655 true 503 1263.5563 1262.5527 1 -2.91 137.74 17.83 43.2 (M:43.2) 1 1 0 R.FSSSSGYGGGSSR.V Dimethyl: 1

2656 true 2824 1263.5827 1262.5903 1 -11.83 114.24 37.5 33.4 (M:33.4) 1 1 0 K.DYLLCDYNR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



2657 true 194 1263.5956 1262.5747 1 10.74 75.54 33.33 34.4 (M:34.4) 1 1 0 R.AECMLQQAER.L
Carbamidomethyl: 3; 
Dimethyl: 1

2658 true 2304 1263.6242 1262.6255 1 -6.81 116.71 45.83 66.8 (M:66.8) 2 1 0 K.DQVANSAFVER.L Dimethyl: 1

2659 true 525 1263.6707 1262.6557 1 6.09 81.22 22.33 15.8 (M:15.8) 1 1 0 R.SLGTADVHFER.K Dimethyl:2H(4): 1

2660 true 1531 1263.6938 1262.6659 1 16.32 139.56 26.67 59.5 (M:59.5) 1 1 0 K.DSTGHVGFIFK.N Dimethyl: 1, 11



2661 true 92 1263.6992 1262.6665 1 20.14 135 26 17.0 (M:17.0) 1 1 0 K.CEPIIMTVPR.K

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1; 
Oxidation: 6

2662 true 2977 1263.743 1262.7122 1 18.59 180.08 31.5 33.0 (M:33.0) 1 1 0 K.ITVTSEVPFSK.R Dimethyl: 1, 11

2663 true 2971 1263.7756 1262.7536 1 11.62 95.04 31.67 31.5 (M:31.5) 1 1 0 K.SGAYLIPLLER.L Dimethyl:2H(4): 1

2664 true 1267 1264.5583 1263.5588 1 -6.09 124.69 32.17 40.1 (M:40.1) 1 1 0 K.EGVLCEENMR.G
Carbamidomethyl: 5; 
Dimethyl: 1



2665 false 2182 1264.6385 1263.6543 1 -18.29 183.33 45.67 15.2 (M:15.2) 1 2 0 K.GASQAGMLAPGTR.R
Dimethyl:2H(4): 1; 
Oxidation: 7

2666 true 2922 1264.6499 1263.6248 1 14.13 230.1 39.83 57.4 (M:57.4) 1 1 0 K.IFSSDHDIFR.E Dimethyl: 1

2667 true 280 1264.6516 1263.651 1 -5.23 109.91 18.5 89.1 (M:89.1) 2 1 0 K.ITGETSGHFQR.L Dimethyl:2H(4): 1

2668 true 3047 1264.6532 1263.6598 1 -10.99 124.84 38.5 31.3 (M:31.3) 1 1 0 R.VEVTEFEDIK.S Dimethyl: 1, 10



2669 true 28 1264.6603 1263.6543 1 -0.99 67.49 20.83 23.4 (M:23.4) 1 1 0 R.ILQDSLGGNCR.T
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

2670 true 842 1264.6613 1263.6499 1 3.19 108.42 22.67 34.3 (M:34.3) 2 1 0 K.AGNYYVPAEPK.L Dimethyl: 1, 11

2671 true 2620 1264.6827 1263.6724 1 2.38 213.65 29.83 15.0 (M:15.0) 1 1 0 K.LNAFGNAFLNR.F Dimethyl: 1

2672 true 2811 1264.7947 1263.7915 1 -3.17 166.33 31 20.7 (M:20.7) 1 1 0 K.ILITTVPPNLR.K Dimethyl: 1



2673 true 1731 1265.5906 1264.587 1 -2.9 141.47 42.83 29.5 (M:29.5) 1 1 0 K.EAFNMIDQNR.D Dimethyl: 1

2674 true 1101 1265.6971 1264.6965 1 -5.27 65.57 38.5 27.2 (M:27.2) 1 1 0 K.TVFGVEPDLTR.E Dimethyl:2H(4): 1

2675 true 1877 1265.708 1264.7056 1 -3.84 119.36 27 98.4 (M:98.4) 5 1 0 K.SDFHLFGPPGK.K Dimethyl:2H(4): 1, 11

2676 true 1295 1265.7633 1264.7543 1 1.3 161.59 25.83 46.8 (M:46.8) 1 1 0 K.FLLHEPIVNK.F Dimethyl: 1, 10



2677 true 2672 1265.7912 1264.7693 1 11.58 86.66 30.33 61.9 (M:61.9) 2 1 0 R.IFGVTTLDIVR.A Dimethyl:2H(4): 1

2678 true 2535 1266.5633 1265.5389 1 13.49 197.13 38.5 19.3 (M:19.3) 1 1 0 R.NPAMMQEMMR.N Dimethyl: 1

2679 true 2535 1266.5633 1265.5389 1 13.49 197.13 38.5 19.3 (M:19.3) 1 1 0 R.NPAMMQEMMR.N Dimethyl: 1

2680 true 2589 1266.6333 1265.6475 1 -16.95 123.2 36.67 35.3 (M:35.3) 1 1 0 K.IETIEVMEDR.Q Dimethyl:2H(4): 1



2681 true 734 1266.6452 1265.6391 1 -0.93 82.82 29.17 21.4 (M:21.4) 1 1 1 K.EDKYEEEIK.I Dimethyl: 1, 3, 9

2682 true 2762 1266.6525 1265.6438 1 1.09 206.5 40.83 70.1 (M:70.1) 1 1 0 R.NLVCTDLFTR.G
Carbamidomethyl: 4; 
Dimethyl: 1

2683 true 646 1266.6948 1265.6644 1 18.26 117.46 22.67 35.1 (M:35.1) 1 1 0 R.HPGDFGNFSPK.D Dimethyl:2H(4): 1, 11

2684 true 1306 1267.5954 1266.6142 1 -20.58 112.8 32.33 18.8 (M:18.8) 1 1 0 K.ALDGAFNEENR.E Dimethyl:2H(4): 1



2685 true 3343 1267.6292 1266.6431 1 -16.73 153.87 42.17 16.2 (M:16.2) 1 1 0 K.FDGILGMAFPR.I Oxidation: 7; Dimethyl: 1

2686 false 195 1267.6304 1266.5998 1 18.35 85.94 32.67 19.0 (M:19.0) 1 2 0 R.AECMLQQAER.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2687 true 195 1267.6304 1266.6506 1 -21.71 51.18 32.67 63.0 (M:63.0) 3 1 0 K.DQVANSAFVER.L Dimethyl:2H(4): 1

2688 true 862 1267.6601 1266.6357 1 13.55 237.69 31.33 36.8 (M:36.8) 1 1 0 K.HPSEIFPEQR.K Dimethyl: 1



2689 true 2606 1267.7234 1266.71 1 4.86 185.88 30.5 46.9 (M:46.9) 1 1 0 K.GFYIYQEGVK.N Dimethyl:2H(4): 1, 10

2690 true 1092 1267.757 1266.7249 1 19.53 168.05 32.33 37.3 (M:37.3) 1 1 1 R.KGEFETGFEK.G Dimethyl:2H(4): 1, 1, 10

2691 true 1353 1268.5771 1267.5839 1 -11.05 122.63 32.17 50.9 (M:50.9) 1 1 0 K.EGVLCEENMR.G
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2692 true 352 1268.6518 1267.6231 1 16.91 59.79 22 16.0 (M:16.0) 1 1 0 K.YLECSALTQR.G
Carbamidomethyl: 4; 
Dimethyl: 1



2693 true 2867 1268.6723 1267.6499 1 11.95 243.09 39.83 34.5 (M:34.5) 1 1 0 K.IFSSDHDIFR.E Dimethyl:2H(4): 1

2694 true 3263 1268.7002 1267.7148 1 -17.28 292.93 32.33 28.8 (M:28.8) 1 66.2 1 0 R.GLPYTGTMQLK.R
Dimethyl:2H(4): 11; 
Dimethyl: 1

2695 true 2069 1268.7211 1267.7176 1 -3.01 209.15 31.17 59.9 (M:59.9) 1 1 0 K.SIFNGFSVTIK.E Dimethyl: 1, 11

2696 true 2548 1268.7595 1267.745 1 5.72 200.02 31.33 25.7 (M:25.7) 1 1 0 K.SAEFLLHMLK.N
Dimethyl:2H(4): 1, 10; 
Oxidation: 8



2697 true 732 1268.7611 1267.755 1 -0.96 149.98 21 29.6 (M:29.6) 1 1 0 R.LNIPVSQVNPR.D Dimethyl:2H(4): 1

2698 true 338 1268.7987 1267.7904 1 0.81 124.09 21.17 25.8 (M:25.8) 1 1 0 K.NLFVPKPEIK.H Dimethyl: 1, 6, 10

2699 true 2621 1268.8041 1267.8166 1 -15.52 179.19 31 38.1 (M:38.1) 1 1 0 K.ILITTVPPNLR.K Dimethyl:2H(4): 1

2700 true 876 1269.55 1268.5455 1 -2.26 89.44 29.83 85.7 (M:85.7) 1 1 0 R.DGMDQGYGSVGR.M Dimethyl: 1



2701 true 1659 1269.6189 1268.6121 1 -0.43 116.21 42.83 27.3 (M:27.3) 2 1 0 K.EAFNMIDQNR.D Dimethyl:2H(4): 1

2702 true 1501 1269.6656 1268.6547 1 2.84 236.19 34.17 18.6 (M:18.6) 1 1 0 K.NIPPSDMAQIR.A Dimethyl: 1

2703 true 417 1269.6904 1268.6849 1 -1.42 109.22 21.33 43.1 (M:43.1) 1 1 0 K.ILHPEIAECR.V
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

2704 true 1179 1269.7055 1268.699 1 -0.59 255.6 23 50.2 (M:50.2) 1 1 0 K.GGGHVAQIYAIR.Q Dimethyl: 1



2705 true 2492 1269.7979 1268.7832 1 5.9 170.97 47.83 45.4 (M:45.4) 1 1 0 R.LISFLDELQK.S Dimethyl:2H(4): 1, 10

2706 true 295 1270.5252 1269.5482 1 -23.82 253.97 27 27.1 (M:27.1) 1 1 0 R.QSDYMNMTPR.H Dimethyl: 1

2707 true 1192 1270.59 1269.6136 1 -24.28 248.91 32 27.8 (M:27.8) 1 1 0 K.THEAQIQEMR.Q Dimethyl: 1

2708 true 2540 1270.6497 1269.6565 1 -11.1 112.22 36.5 51.2 (M:51.2) 1 1 0 R.EVDIGIPDATGR.L Dimethyl: 1



2709 true 1883 1270.6725 1269.6605 1 3.68 234.56 36.17 60.2 (M:60.2) 1 1 0 K.NLQYYDISAK.S Dimethyl: 1, 10

2710 true 2763 1270.6762 1269.6689 1 0.04 185.76 40.83 50.9 (M:50.9) 1 1 0 R.NLVCTDLFTR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

2711 true 2214 1270.7115 1269.7041 1 0.09 207.47 37.33 78.0 (M:78.0) 1 1 0 K.DAGQISGLNVLR.V Dimethyl: 1

2712 true 219 1270.7183 1269.7041 1 5.46 106.61 21 39.0 (M:39.0) 1 1 0 K.AGNLGGGVVTIER.S Dimethyl: 1



2713 true 2923 1270.7247 1269.7041 1 10.52 218.01 39.83 36.4 (M:36.4) 1 1 0 R.QDAGTAGLLLQR.E Dimethyl: 1

2714 true 1516 1270.7313 1269.7243 1 -0.19 64.48 24.83 51.2 (M:51.2) 1 1 0 K.QAGVFEPTMVK.T Dimethyl:2H(4): 1, 11

2715 true 3226 1270.7517 1269.7405 1 3.06 142.77 32.83 18.8 (M:18.8) 1 1 0 K.QQISLATQVVR.M Dimethyl: 1

2716 true 2218 1271.5743 1270.583 1 -12.54 166.56 35 46.3 (M:46.3) 1 1 0 K.FEDYLNAESR.V Dimethyl: 1



2717 true 2915 1271.6644 1270.6769 1 -15.56 142.51 37.83 64.4 (M:64.4) 1 1 0 R.IQLVEEELDR.A Dimethyl: 1

2718 true 4128 1271.6753 1270.6682 1 -0.16 199.02 46.33 27.1 (M:27.1) 2 1 0 K.FDGILGMAFPR.I
Dimethyl:2H(4): 1; 
Oxidation: 7

2719 true 1784 1271.7152 1270.7034 1 3.6 134.26 26.33 28.2 (M:28.2) 1 1 0 R.LLFSHDLVSGR.Y Dimethyl: 1

2720 true 1374 1271.7369 1270.7161 1 10.63 178.16 26.67 79.1 (M:79.1) 1 1 0 K.DSTGHVGFIFK.N Dimethyl:2H(4): 1, 11



2721 true 2978 1271.7939 1270.7624 1 19.07 163.23 31.5 41.5 (M:41.5) 1 1 0 K.ITVTSEVPFSK.R Dimethyl:2H(4): 1, 11

2722 true 2767 1272.6057 1271.6084 1 -7.89 135.39 37.33 25.6 (M:25.6) 1 1 0 K.INFDDNAEFR.Q Dimethyl:2H(4): 1

2723 true 1930 1272.6444 1271.651 1 -10.91 138.65 34.33 83.0 (M:83.0) 1 1 0 M.AAQGEPQVQFK.L Acetyl: 1; Dimethyl: 11

2724 true 628 1272.6716 1271.6482 1 12.7 57.61 22 15.8 (M:15.8) 1 1 0 K.YLECSALTQR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



2725 true 3152 1272.703 1271.71 1 -11.24 140.06 38.5 56.9 (M:56.9) 1 1 0 R.VEVTEFEDIK.S Dimethyl:2H(4): 1, 10

2726 false 1925 1272.7033 1271.6874 1 6.77 266.23 36.17 20.0 (M:20.0) 1 2 0 K.NFGIGQDIQPK.R Dimethyl: 1, 11

2727 true 3009 1272.7302 1271.7399 1 -13.31 199.04 32.5 79.2 (M:79.2) 1 1 0 R.GLPYTGTMQLK.R Dimethyl:2H(4): 1, 11

2728 false 3009 1272.7302 1271.7023 1 16.22 65.42 32.5 16.4 (M:16.4) 1 2 0 K.LDDDGLIAPGVR.V Dimethyl:2H(4): 1



2729 true 529 1272.7319 1271.7002 1 19.24 136.67 22.33 39.2 (M:39.2) 2 1 0 K.AGNYYVPAEPK.L Dimethyl:2H(4): 1, 11

2730 true 594 1273.5797 1272.5707 1 1.39 71.96 29.83 50.1 (M:50.1) 1 1 0 R.DGMDQGYGSVGR.M Dimethyl:2H(4): 1

2731 false 3840 1273.6518 1272.6609 1 -12.85 219.97 45.17 20.2 (M:20.2) 1 50 2 1 K.KAIQCIDGGQR.F
Carbamidomethyl: 5; 
Dimethyl: 1

2732 true 2211 1273.7019 1272.719 1 -19.12 72.46 28.33 44.5 (M:44.5) 1 1 0 K.VIQQLFDNLR.N Dimethyl: 1



2733 true 1233 1273.7301 1272.7241 1 -0.95 218.17 23 74.5 (M:74.5) 1 1 0 K.GGGHVAQIYAIR.Q Dimethyl:2H(4): 1

2734 true 913 1273.768 1272.734 1 20.98 126.4 22.83 35.2 (M:35.2) 2 1 0 R.LQVAGEITTGPR.V Dimethyl:2H(4): 1

2735 true 1243 1273.8018 1272.8046 1 -7.88 153.29 25.83 17.4 (M:17.4) 1 1 0 K.FLLHEPIVNK.F Dimethyl:2H(4): 1, 10

2736 true 1170 1274.6145 1273.6387 1 -24.66 261.5 32 60.6 (M:60.6) 1 1 0 K.THEAQIQEMR.Q Dimethyl:2H(4): 1



2737 true 443 1274.6716 1273.6751 1 -8.4 188.63 27.67 47.7 (M:47.7) 1 1 0 K.DCAAPVVLQGGR.A
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

2738 true 1941 1274.7343 1273.7292 1 -1.73 226.68 37.33 59.9 (M:59.9) 2 1 0 K.DAGQISGLNVLR.V Dimethyl:2H(4): 1

2739 true 2924 1274.7379 1273.7292 1 1.09 193.59 39.83 32.9 (M:32.9) 1 1 0 R.QDAGTAGLLLQR.E Dimethyl:2H(4): 1

2740 true 3227 1274.7816 1273.7656 1 6.88 169.3 32.83 30.1 (M:30.1) 2 1 0 K.QQISLATQVVR.M Dimethyl:2H(4): 1



2741 true 2231 1274.8087 1273.7798 1 16.93 108.34 38.83 44.1 (M:44.1) 1 1 0 R.NVFLLGFIPAK.A Dimethyl: 1, 11

2742 true 2184 1275.6071 1274.6081 1 -6.49 144.6 35 30.1 (M:30.1) 1 1 0 K.FEDYLNAESR.V Dimethyl:2H(4): 1

2743 true 921 1275.6081 1274.6242 1 -18.33 93.25 29.83 35.4 (M:35.4) 1 1 0 K.EQLTEEDLDK.R Dimethyl: 1, 10

2744 true 2178 1275.674 1274.6693 1 -2.05 237.89 37.67 16.8 (M:16.8) 1 1 0 K.CAVVDVPFGGAK.A
Carbamidomethyl: 1; 
Dimethyl: 1, 12



2745 true 2663 1275.6777 1274.6547 1 12.33 194.38 30.17 32.6 (M:32.6) 1 1 0 R.AAYFGIYDTAK.G Dimethyl: 1, 11

2746 false 2872 1275.6928 1274.6591 1 20.75 151.19 37.67 17.7 (M:17.7) 1 10 0 -.MAAPEAVEGNVR.R Dimethyl:2H(4): 1

2747 true 2872 1275.6928 1274.702 1 -12.89 151.07 37.67 85.6 (M:85.6) 1 1 0 R.IQLVEEELDR.A Dimethyl:2H(4): 1

2748 true 2425 1275.7101 1274.6955 1 5.74 220.83 38.67 64.8 (M:64.8) 1 1 0 R.QITMNDLPVGR.S Dimethyl:2H(4): 1



2749 true 1135 1275.7146 1274.6983 1 7.08 244.86 22.33 15.8 (M:15.8) 1 1 0 K.AQASVPLTAAYR.A Dimethyl: 1

2750 true 1408 1275.7271 1274.7234 1 -2.8 247.88 34.17 63.1 (M:63.1) 2 1 0 K.DFLAGGVAAAISK.T Dimethyl: 1, 13

2751 false 1408 1275.7271 1274.7365 1 -13.06 221.81 34.17 15.3 (M:15.3) 1 3 1 R.DFLWFFGKK.F
Dimethyl:2H(4): 8; 
Dimethyl: 1, 9

2752 true 1503 1275.7592 1274.7459 1 4.71 226.35 24.17 34.8 (M:34.8) 1 1 1 K.INLIPNKHDR.T Dimethyl: 1, 7



2753 true 1220 1276.6612 1275.6857 1 -24.9 116.89 30.83 19.0 (M:19.0) 1 1 1 K.IMSSPLSKELR.Q Oxidation: 2

2754 true 2039 1276.6685 1275.6761 1 -11.66 103.29 34.33 66.7 (M:66.7) 1 1 0 M.AAQGEPQVQFK.L
Dimethyl:2H(4): 11; Acetyl: 
1

2755 true 1581 1276.6787 1275.6612 1 8.04 284.85 34.67 30.0 (M:30.0) 1 1 0 R.FNPDIFSPGVR.F Dimethyl: 1

2756 true 3388 1276.6866 1275.6711 1 6.46 128.96 53.17 35.6 (M:35.6) 1 1 0 R.LTPYEVEELR.R Dimethyl: 1



2757 true 1172 1276.6927 1275.6823 1 2.45 66.95 24.67 55.6 (M:55.6) 1 1 0 K.FTITPGSEQIR.A Dimethyl: 1

2758 true 3424 1276.7733 1275.7678 1 -1.41 198.48 34.5 64.3 (M:64.3) 2 1 0 K.SIFNGFSVTIK.E Dimethyl:2H(4): 1, 11

2759 true 3107 1277.5841 1276.5767 1 0.13 219.8 31.83 42.1 (M:42.1) 3 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; 
Dimethyl: 1

2760 true 3107 1277.5841 1276.5767 1 0.13 219.8 31.83 42.1 (M:42.1) 3 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; 
Dimethyl: 1



2761 true 1411 1277.6108 1276.5984 1 3.97 131.24 30.67 54.6 (M:54.6) 3 1 0 K.CMPTFQFYK.N
Carbamidomethyl: 1; 
Dimethyl: 1, 9

2762 true 2761 1277.6546 1276.6452 1 1.67 220.71 40.17 65.1 (M:65.1) 1 1 0 K.NYGFVHIEDK.T Dimethyl: 1, 10

2763 true 2212 1277.7231 1276.7441 1 -22.14 82.87 28.33 28.5 (M:28.5) 1 1 0 K.VIQQLFDNLR.N Dimethyl:2H(4): 1

2764 true 4278 1277.786 1276.7882 1 -7.43 162.5 43.17 38.4 (M:38.4) 1 1 0 R.DVPLPEVAFVK.E Dimethyl:2H(4): 1, 11



2765 true 735 1278.7175 1277.7144 1 -3.25 84.56 29.17 33.3 (M:33.3) 1 1 1 K.EDKYEEEIK.I Dimethyl:2H(4): 1, 3, 9

2766 true 1884 1278.7228 1277.7107 1 3.78 293.53 36.17 57.8 (M:57.8) 1 1 0 K.NLQYYDISAK.S Dimethyl:2H(4): 1, 10

2767 true 1395 1279.5955 1278.5728 1 12.05 149.11 32.67 32.1 (M:32.1) 1 1 0 K.EAAFDDAVEER.V Dimethyl: 1

2768 false 877 1279.6331 1278.6493 1 -18.36 105.68 29.83 15.4 (M:15.4) 1 2 0 K.EQLTEEDLDK.R
Dimethyl:2H(4): 1; 
Dimethyl: 10



2769 true 958 1279.6748 1278.6692 1 -1.35 132.12 23 27.6 (M:27.6) 1 1 0 R.YIGSMVADVHR.T Dimethyl:2H(4): 1

2770 true 768 1279.7076 1278.687 1 10.4 72.42 22.5 16.3 (M:16.3) 1 1 0 R.QQAAPISETFR.Q Dimethyl:2H(4): 1

2771 true 2426 1279.7166 1278.6904 1 14.77 246.68 38 31.7 (M:31.7) 2 1 0 K.DAGTITGLNVMR.I Dimethyl:2H(4): 1

2772 true 1417 1279.7724 1278.7547 1 8.14 259.22 33.83 43.6 (M:43.6) 1 1 0 K.IKPEILPEER.I Dimethyl: 1, 2



2773 true 4038 1280.6617 1279.6669 1 -9.74 273.04 45.67 66.5 (M:66.5) 1 1 0 R.FQDMLMQLAK.A Dimethyl: 1, 10

2774 true 1498 1280.7087 1279.6863 1 11.83 229.29 34.67 46.7 (M:46.7) 1 1 0 R.FNPDIFSPGVR.F Dimethyl:2H(4): 1

2775 true 1457 1280.7146 1279.7074 1 -0.03 56.29 24.67 70.2 (M:70.2) 1 1 0 K.FTITPGSEQIR.A Dimethyl:2H(4): 1

2776 true 1704 1280.7324 1279.7376 1 -9.74 266.71 36.17 33.3 (M:33.3) 1 1 0 K.NFGIGQDIQPK.R Dimethyl:2H(4): 1, 11



2777 true 2622 1280.7365 1279.7285 1 0.54 262.76 30.17 16.3 (M:16.3) 1 1 1 R.NSSGKIVSIDTK.L Dimethyl:2H(4): 1

2778 true 3732 1280.7387 1279.7484 1 -13.21 207.77 44.17 67.2 (M:67.2) 1 1 0 K.CGPMVLDALIK.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11

2779 false 3732 1280.7387 1279.7108 1 16.14 311.83 44.17 16.3 (M:16.3) 1 6 1 R.AMTKDNNLLGK.F
Dimethyl:2H(4): 11; 
Oxidation: 2; Dimethyl: 1

2780 false 3732 1280.7387 1279.7108 1 16.14 311.83 44.17 16.3 (M:16.3) 1 6 1 R.AMTKDNNLLGK.F
Dimethyl:2H(4): 11; 
Oxidation: 2; Dimethyl: 1



2781 true 339 1280.8733 1279.8657 1 0.25 91.66 21.17 38.7 (M:38.7) 3 1 0 K.NLFVPKPEIK.H Dimethyl:2H(4): 1, 6, 10

2782 true 3108 1281.6113 1280.6018 1 1.73 230.06 31.83 35.0 (M:35.0) 3 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1

2783 true 3108 1281.6113 1280.6018 1 1.73 230.06 31.83 35.0 (M:35.0) 3 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1

2784 true 3933 1281.6416 1280.6401 1 -4.5 158.51 41.83 49.6 (M:49.6) 2 1 0 R.FEELNADLFR.G Dimethyl: 1



2785 true 3933 1281.6416 1280.6401 1 -4.5 158.51 41.83 49.6 (M:49.6) 2 1 0 R.FEELNADLFR.G Dimethyl: 1

2786 true 501 1281.7512 1280.7402 1 2.91 182.26 20.83 15.7 (M:15.7) 1 1 0 K.VMLPPNSFQGK.V Dimethyl:2H(4): 1, 11

2787 true 1884 1281.7733 1280.7816 1 -12.16 243.08 29.17 56.4 (M:56.4) 2 1 0 K.GLTPSQIGVILR.D Dimethyl: 1

2788 true 2265 1282.6213 1281.5911 1 17.91 181.37 36.83 63.1 (M:63.1) 1 1 0 R.LGDLYEEEMR.E Dimethyl: 1



2789 true 493 1282.7391 1281.7227 1 7.06 136.95 21.83 49.0 (M:49.0) 2 1 0 K.NMVPQQALVVR.N Dimethyl: 1

2790 true 1672 1283.5929 1282.5979 1 -9.56 122.6 32.67 26.9 (M:26.9) 1 1 0 K.EAAFDDAVEER.V Dimethyl:2H(4): 1

2791 true 1914 1283.7075 1282.6682 1 24.94 149.68 26.83 43.2 (M:43.2) 1 1 0 R.MVNHFIAEFK.R
Dimethyl:2H(4): 10; 
Oxidation: 1

2792 true 2146 1283.7146 1282.7195 1 -9.53 252.39 37.67 67.0 (M:67.0) 1 1 0 K.CAVVDVPFGGAK.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12



2793 true 2534 1283.7186 1282.7049 1 5.02 162.35 30.17 85.1 (M:85.1) 1 1 0 R.AAYFGIYDTAK.G Dimethyl:2H(4): 1, 11

2794 true 845 1283.7224 1282.7034 1 9.18 95.08 23.17 37.4 (M:37.4) 1 1 0 R.HRPELIDYGK.L Dimethyl: 1, 10

2795 true 890 1283.7272 1282.7357 1 -12.31 143.67 21.5 22.2 (M:22.2) 1 1 0 R.AQAALAVNISAAR.G Dimethyl: 1

2796 false 1836 1283.7415 1282.7079 1 20.51 145.06 31.67 17.2 (M:17.2) 1 2 0 R.LGLMEMIAFAR.I Dimethyl:2H(4): 1



2797 true 1409 1283.7537 1282.7737 1 -21.22 181.91 34.17 90.5 (M:90.5) 2 1 0 K.DFLAGGVAAAISK.T Dimethyl:2H(4): 1, 13

2798 true 1504 1283.8202 1282.7961 1 13.11 230.13 24.17 48.1 (M:48.1) 2 1 1 K.INLIPNKHDR.T Dimethyl:2H(4): 1, 7

2799 true 1632 1284.6211 1283.6146 1 -0.62 162.7 43 40.0 (M:40.0) 1 1 0 R.YLAEFATGNDR.K Dimethyl: 1

2800 true 1261 1284.6661 1283.6622 1 -2.64 133.38 24.5 18.6 (M:18.6) 1 1 0 K.SSDLALHFNPR.F Dimethyl: 1



2801 true 3043 1284.6781 1283.651 1 15.44 267.68 40.83 18.6 (M:18.6) 1 1 1 R.DKVTFSFEAGR.R Dimethyl: 1

2802 true 1375 1284.7356 1283.7449 1 -12.93 177.27 26.33 38.9 (M:38.9) 1 1 0 K.ADLVNNLGTIAK.S Dimethyl: 1, 12

2803 true 1375 1284.7356 1283.7449 1 -12.93 177.27 26.33 38.9 (M:38.9) 1 1 0 K.ADLVNNLGTIAK.S Dimethyl: 1, 12

2804 true 1121 1285.6638 1284.6487 1 6.15 144.8 30.67 64.7 (M:64.7) 3 1 0 K.CMPTFQFYK.N
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 9



2805 true 736 1285.6666 1284.6689 1 -7.49 74.27 29.17 46.0 (M:46.0) 1 1 0 K.TYEPSEDPGVK.S Dimethyl:2H(4): 1, 11

2806 true 263 1285.6728 1284.6575 1 6.25 113.47 16.33 18.7 (M:18.7) 1 1 1 R.GNPGGEFGPNKR.R Dimethyl: 1, 11

2807 true 2816 1285.6758 1284.6954 1 -20.88 250.24 40.17 54.1 (M:54.1) 1 1 0 K.NYGFVHIEDK.T Dimethyl:2H(4): 1, 10

2808 true 2788 1285.6829 1284.6652 1 8.09 204.66 50.83 59.0 (M:59.0) 2 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1



2809 true 2788 1285.6829 1284.6652 1 8.09 204.66 50.83 59.0 (M:59.0) 2 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1

2810 true 340 1285.748 1284.7385 1 1.67 134.42 21.17 40.2 (M:40.2) 1 1 0 K.CCSGAIIVLTK.S
Carbamidomethyl: 1, 2; 
Dimethyl:2H(4): 1, 11

2811 true 1857 1285.7651 1284.7482 1 7.49 109.86 27 22.3 (M:22.3) 1 1 0 R.IFVFEPPPGVK.A Dimethyl: 1, 11

2812 true 2638 1286.6043 1285.6162 1 -14.94 176.25 36.83 56.6 (M:56.6) 1 1 0 R.LGDLYEEEMR.E Dimethyl:2H(4): 1



2813 true 1871 1286.6094 1285.5826 1 15.16 199.65 33.33 59.4 (M:59.4) 1 1 0 K.YDPTIEDSYR.K Dimethyl: 1

2814 true 621 1286.6719 1285.6717 1 -5.48 301.88 22.5 68.8 (M:68.8) 2 1 0 K.AQGFLQSGYQR.E Dimethyl:2H(4): 1

2815 true 2219 1286.6768 1285.6601 1 7.27 127.8 28.5 30.4 (M:30.4) 1 1 0 K.DGLGFCALIHR.H
Carbamidomethyl: 6; 
Dimethyl: 1

2816 true 4627 1286.6933 1285.703 1 -13.24 248.68 46.83 49.0 (M:49.0) 1 1 0 M.SADPIVFVAAVR.T Acetyl: 1



2817 true 3547 1286.7231 1285.7316 1 -12.26 243.43 43 51.8 (M:51.8) 1 1 0 K.MNIPVLSDLTK.Q Dimethyl: 1, 11

2818 true 440 1286.7636 1285.7478 1 6.57 101.16 21.83 35.6 (M:35.6) 1 1 0 K.NMVPQQALVVR.N Dimethyl:2H(4): 1

2819 true 1170 1287.5915 1286.599 1 -11.48 97.45 30.83 35.9 (M:35.9) 1 1 0 K.IDEPLEGSEDR.I Dimethyl: 1

2820 true 1072 1287.6072 1286.5965 1 2.67 52.29 23.5 71.1 (M:71.1) 1 1 0 K.TEYMVGSYGPR.A Dimethyl: 1



2821 true 159 1287.6374 1286.6408 1 -8.29 86.73 19.33 22.1 (M:22.1) 1 1 0 K.DGPFKPDHYR.Y Dimethyl: 1, 5

2822 true 1418 1287.8224 1286.805 1 7.92 223.86 33.83 38.6 (M:38.6) 1 1 0 K.IKPEILPEER.I Dimethyl:2H(4): 1, 2

2823 true 2201 1287.8628 1286.8777 1 -17.27 177.43 27.83 31.6 (M:31.6) 1 1 0 K.GIAVALPQLTLK.Q Dimethyl:2H(4): 1, 12

2824 true 2318 1288.6335 1287.6248 1 1.08 229.83 29 30.7 (M:30.7) 1 1 0 K.GNFNYIEFTR.I Dimethyl: 1



2825 true 1660 1288.6469 1287.6397 1 -0.04 182.89 43 43.1 (M:43.1) 1 1 0 R.YLAEFATGNDR.K Dimethyl:2H(4): 1

2826 true 1170 1288.6928 1287.6873 1 -1.4 109.24 24.5 42.9 (M:42.9) 1 1 0 K.SSDLALHFNPR.F Dimethyl:2H(4): 1

2827 true 3631 1288.6977 1287.7009 1 -8.16 224.63 44.17 53.8 (M:53.8) 3 1 0 K.VPDGMVGFIIGR.G Dimethyl: 1

2828 true 1788 1288.7051 1287.7237 1 -20.13 206.56 25.5 19.0 (M:19.0) 1 1 0 R.NITHFGPTTLR.S Dimethyl:2H(4): 1



2829 true 3264 1288.7157 1287.7348 1 -20.46 218.84 32.5 17.3 (M:17.3) 1 1 0 R.GLPYTGTMQLK.R
Dimethyl:2H(4): 1, 11; 
Oxidation: 8

2830 true 2008 1288.7188 1287.7009 1 8.23 97.05 29.67 26.5 (M:26.5) 1 1 1 K.DYPLRPPKMK.F Oxidation: 9; Dimethyl: 1

2831 false 2915 1288.7225 1287.7221 1 -5.33 94.02 31.5 16.8 (M:16.8) 1 2 1 R.AMTKDNNLLGK.F Dimethyl: 1, 4, 11

2832 false 2915 1288.7225 1287.7221 1 -5.33 94.02 31.5 16.8 (M:16.8) 1 2 1 R.AMTKDNNLLGK.F Dimethyl: 1, 4, 11



2833 false 3589 1288.7437 1287.7561 1 -15.28 157.07 55 16.9 (M:16.9) 1 2 1 K.VRQQAADLISR.T Dimethyl:2H(4): 1

2834 true 2023 1288.7576 1287.7339 1 12.7 230.29 27.17 24.2 (M:24.2) 1 1 0 R.LLIVYPWTQR.F

2835 true 2023 1288.7576 1287.7339 1 12.7 230.29 27.17 24.2 (M:24.2) 1 1 0 R.LLIVYPWTQR.F

2836 true 1577 1289.6283 1288.6023 1 14.52 373.89 24.17 21.5 (M:21.5) 1 1 0 K.HPFPCPTSYR.T
Carbamidomethyl: 5; 
Dimethyl: 1



2837 true 1772 1289.6535 1288.6623 1 -12.49 112.78 25.83 15.3 (M:15.3) 1 1 1 R.LKNGTISDEER.D Dimethyl: 1

2838 true 1507 1289.6536 1288.6445 1 1.37 125.31 41.67 19.6 (M:19.6) 1 1 0 K.CAGNEDIITLR.A
Carbamidomethyl: 1; 
Dimethyl: 1

2839 true 2427 1289.6591 1288.6268 1 19.4 274.59 38.17 34.0 (M:34.0) 1 1 0 R.LMMDPLSGQNR.G Dimethyl: 1

2840 true 1094 1289.6789 1288.6462 1 19.72 250.56 32.67 82.9 (M:82.9) 1 1 0 K.DHGQDFLVGNR.L Dimethyl:2H(4): 1



2841 true 1942 1289.6808 1288.6519 1 16.73 237.64 36.33 16.3 (M:16.3) 1 1 0 R.VVDLMVHMASK.E Oxidation: 5, 8; Dimethyl: 11

2842 true 102 1289.697 1288.6888 1 0.75 176.89 21.17 29.4 (M:29.4) 1 1 0 K.VSVHIIEGDHR.T Dimethyl: 1

2843 true 2468 1289.7044 1288.7111 1 -10.84 83.87 29.5 40.5 (M:40.5) 1 1 0 K.VSPADALALMNR.N Dimethyl:2H(4): 1

2844 true 1265 1289.7266 1288.7139 1 4.19 94.99 24 35.1 (M:35.1) 1 1 1 K.RNEFLGELQK.K Dimethyl: 1, 10



2845 true 1265 1289.7266 1288.7139 1 4.19 94.99 24 35.1 (M:35.1) 1 1 1 K.RNEFLGELQK.K Dimethyl: 1, 10

2846 true 3740 1289.7433 1288.7391 1 -2.36 124.76 56.33 52.9 (M:52.9) 1 1 0 K.AFLTLAEDILR.K Dimethyl: 1

2847 true 31 1290.639 1289.6398 1 -6.23 70.66 20.33 27.0 (M:27.0) 1 1 0 R.VIGSGCNLDTAR.F
Carbamidomethyl: 6; 
Dimethyl: 1

2848 true 1872 1290.6396 1289.6078 1 19.04 137.46 33.33 49.4 (M:49.4) 1 1 0 K.YDPTIEDSYR.K Dimethyl:2H(4): 1



2849 true 2220 1290.6993 1289.6852 1 5.27 86.38 28.5 39.0 (M:39.0) 1 1 0 K.DGLGFCALIHR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

2850 true 526 1290.709 1289.698 1 2.9 45.17 22.17 66.9 (M:66.9) 2 1 0 K.VAGQDGSVVQFK.I Dimethyl: 1, 12

2851 true 1837 1290.7166 1289.7166 1 -5.65 102.25 32 28.0 (M:28.0) 1 1 0 R.NQALFAACVLK.N
Carbamidomethyl: 8; 
Dimethyl: 1, 11

2852 true 2595 1290.7766 1289.7595 1 7.63 66.83 30.17 75.0 (M:75.0) 1 1 0 K.FLSAVSAVLAEK.Y Dimethyl: 1, 12



2853 true 417 1291.5962 1290.5663 1 17.55 216.12 28.33 34.4 (M:34.4) 1 1 0 K.HDSYIPCSER.I
Carbamidomethyl: 7; 
Dimethyl: 1

2854 true 1171 1291.6175 1290.6241 1 -10.73 139.01 30.83 30.5 (M:30.5) 1 1 0 K.IDEPLEGSEDR.I Dimethyl:2H(4): 1

2855 true 914 1291.6326 1290.6216 1 2.88 65.72 23.5 56.6 (M:56.6) 1 1 0 K.TEYMVGSYGPR.A Dimethyl:2H(4): 1

2856 false 3641 1291.6967 1290.7081 1 -14.47 262.93 45.5 16.3 (M:16.3) 1 2 1 R.SGAVDRQELEK.A
Dimethyl:2H(4): 1; 
Dimethyl: 11



2857 true 1583 1291.6973 1290.6795 1 8.2 169.59 27 65.1 (M:65.1) 1 1 0 R.MVNHFIAEFK.R Dimethyl: 1, 10

2858 true 1042 1291.7269 1290.7085 1 8.64 107.53 23.5 17.2 (M:17.2) 1 1 0 K.HFTILDAPGHK.S Dimethyl: 1, 11

2859 true 1411 1291.7393 1290.7234 1 6.65 240.24 34.33 35.5 (M:35.5) 1 1 0 K.NPFLAVVTENR.K Dimethyl:2H(4): 1

2860 true 1027 1291.7739 1290.7536 1 10.12 98.93 23.17 49.4 (M:49.4) 1 1 0 R.HRPELIDYGK.L Dimethyl:2H(4): 1, 10



2861 true 2253 1292.5183 1291.5325 1 -16.65 347.43 38.17 15.4 (M:15.4) 1 1 0 K.NSNSYDMFMR.G Dimethyl: 1

2862 true 265 1292.5763 1291.5945 1 -19.78 262.17 27 51.8 (M:51.8) 1 1 0 K.QHFVNFDSDR.S Dimethyl: 1

2863 true 2768 1292.5875 1291.5901 1 -7.61 193.93 37.83 62.4 (M:62.4) 4 1 0 K.EGMNVVEAMER.C Dimethyl: 1

2864 false 721 1292.6079 1291.5714 1 22.55 228.19 30.83 18.2 (M:18.2) 1 3 0 K.EGNLSEEEMAR.T Dimethyl: 1



2865 false 721 1292.6079 1291.5932 1 5.7 294.07 30.83 19.6 (M:19.6) 1 2 0 K.EFQEGDAPTDK.R Dimethyl: 1, 11

2866 true 1963 1292.6769 1291.6499 1 15.24 221.8 29 27.6 (M:27.6) 1 1 0 K.GNFNYIEFTR.I Dimethyl:2H(4): 1

2867 true 2009 1292.6879 1291.6925 1 -9.2 62.63 27.5 21.8 (M:21.8) 1 1 1 R.RAPFDLFENK.K Dimethyl: 1, 10

2868 true 1576 1292.703 1291.726 1 -23.46 103.3 25.5 26.0 (M:26.0) 3 1 0 K.VPDGMVGFIIGR.G Dimethyl:2H(4): 1



2869 true 4206 1292.7159 1291.693 1 12.11 268.94 46.67 58.2 (M:58.2) 1 1 0 R.LMMDPLTGLNR.G Dimethyl:2H(4): 1

2870 true 2886 1292.8339 1291.7951 1 24.39 221.83 31.17 81.0 (M:81.0) 4 1 0 K.ADLVNNLGTIAK.S Dimethyl:2H(4): 1, 12

2871 true 2886 1292.8339 1291.7951 1 24.39 221.83 31.17 81.0 (M:81.0) 4 1 0 K.ADLVNNLGTIAK.S Dimethyl:2H(4): 1, 12

2872 true 1575 1293.6046 1292.5934 1 3.07 120.95 30.67 29.6 (M:29.6) 1 1 0 K.CMPTFQFYK.N
Carbamidomethyl: 1; 
Oxidation: 2; Dimethyl: 1, 9



2873 true 2336 1293.6138 1292.6361 1 -22.83 145.43 35.67 70.5 (M:70.5) 1 1 0 K.DGNGYISAAELR.H Dimethyl: 1

2874 true 1380 1293.705 1292.706 1 -6.41 93.7 24.33 21.0 (M:21.0) 1 51.44 1 1 K.GLATVVDCDKR.F

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1; 
Dimethyl: 10

2875 true 331 1293.7183 1292.7176 1 -5.08 142.75 18.5 25.0 (M:25.0) 1 1 0 K.SVSSIASQHGEK.L Dimethyl:2H(4): 1, 12

2876 true 915 1293.7188 1292.6852 1 20.33 77.56 22.83 19.5 (M:19.5) 1 1 0 R.SFENNLNTYK.L Dimethyl:2H(4): 1, 10



2877 true 235 1293.7205 1292.7139 1 -0.53 194.65 21.17 47.9 (M:47.9) 1 1 0 K.VSVHIIEGDHR.T Dimethyl:2H(4): 1

2878 true 409 1293.7537 1292.7436 1 2.19 180.73 21.33 26.9 (M:26.9) 1 1 0 R.VVDLMVHMASK.E Dimethyl:2H(4): 1, 11

2879 true 1782 1293.7967 1292.7984 1 -6.96 112.47 27 30.4 (M:30.4) 1 1 0 R.IFVFEPPPGVK.A Dimethyl:2H(4): 1, 11

2880 true 1972 1294.5994 1293.6201 1 -21.61 132.88 33.83 66.9 (M:66.9) 1 1 0 K.EVFGDTLNESR.D Dimethyl: 1



2881 true 32 1294.664 1293.6649 1 -6.33 87.03 20.33 44.4 (M:44.4) 2 1 0 R.VIGSGCNLDTAR.F
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

2882 true 3502 1294.678 1293.6717 1 -0.78 224.26 44.5 70.2 (M:70.2) 3 1 0 R.DFTPSGIVGAFR.R Dimethyl: 1

2883 true 1450 1294.6789 1293.69 1 -14.23 83.5 41 32.9 (M:32.9) 1 1 0 R.TIAMDGTEGLVR.G Dimethyl:2H(4): 1

2884 true 1213 1294.6825 1293.6466 1 22.13 115.99 24 71.4 (M:71.4) 1 1 0 K.DHGHDFLVGNK.L Dimethyl: 1, 11



2885 true 2889 1294.6845 1293.654 1 17.99 90.5 31.17 21.8 (M:21.8) 1 1 0 K.WSMVDVQFVR.M Dimethyl: 1

2886 true 2333 1294.7468 1293.7081 1 24.23 111.29 40.5 47.9 (M:47.9) 1 1 0 R.NANFSLANFLK.R Dimethyl: 1, 11

2887 true 1396 1295.5974 1294.5646 1 19.71 118.8 31.5 15.9 (M:15.9) 1 1 0 K.MAQASQEMEAR.L Oxidation: 1; Dimethyl: 1

2888 true 2074 1295.6439 1294.6455 1 -6.89 173.86 34.5 77.9 (M:77.9) 1 1 0 K.EEAENNLAAFR.A Dimethyl:2H(4): 1



2889 true 959 1295.6621 1294.6642 1 -7.18 88.62 23.5 20.4 (M:20.4) 1 1 0 R.YIGSMVADVHR.T
Dimethyl:2H(4): 1; 
Oxidation: 5

2890 true 1419 1295.6659 1294.6591 1 -0.38 249.64 33.67 28.0 (M:28.0) 1 1 1 R.KVDYGIMEER.G Dimethyl: 1, 1

2891 false 3165 1295.6858 1294.6591 1 14.95 264.82 51.67 21.1 (M:21.1) 1 2 1 R.QQSEKTFMPK.Q Oxidation: 8; Dimethyl: 5, 10

2892 true 467 1295.6888 1294.691 1 -7.28 128.62 19.33 37.0 (M:37.0) 1 1 0 K.DGPFKPDHYR.Y Dimethyl:2H(4): 1, 5



2893 true 924 1296.571 1295.5816 1 -13.78 171.49 31 56.8 (M:56.8) 1 1 0 R.YLAEVACGDDR.K
Carbamidomethyl: 7; 
Dimethyl: 1

2894 true 219 1296.5983 1295.6197 1 -22.09 296.07 27 39.5 (M:39.5) 1 1 0 K.QHFVNFDSDR.S Dimethyl:2H(4): 1

2895 true 2917 1296.6036 1295.6152 1 -14.52 192.23 37.83 57.0 (M:57.0) 3 1 0 K.EGMNVVEAMER.C Dimethyl:2H(4): 1

2896 true 2152 1296.656 1295.6431 1 4.29 202.31 45.33 27.6 (M:27.6) 1 1 0 K.MELEQTYQAK.L Dimethyl: 1, 10



2897 true 3195 1296.662 1295.6622 1 -5.8 260.06 41.33 38.4 (M:38.4) 1 1 0 K.DLQHPNEFIR.G Dimethyl: 1

2898 true 1820 1296.7174 1295.7176 1 -5.77 190.98 29.5 35.1 (M:35.1) 2 1 1 R.RAPFDLFENK.K
Dimethyl:2H(4): 1; 
Dimethyl: 10

2899 true 2337 1297.629 1296.631 1 -7.16 109.8 36.33 40.0 (M:40.0) 1 1 0 M.AAPAGGLDDAELR.E Acetyl: 1

2900 true 3816 1297.6654 1296.6652 1 -5.45 148.79 41.33 35.9 (M:35.9) 1 1 0 R.LEFGDPGVFER.M Dimethyl:2H(4): 1



2901 true 1044 1297.687 1296.6764 1 2.55 121.32 23.67 41.7 (M:41.7) 1 1 0 K.SVIDYQTHFR.L Dimethyl:2H(4): 1

2902 true 327 1297.7031 1296.7013 1 -4.21 141.06 27.33 44.3 (M:44.3) 1 1 0 K.VGGTSDVEVNEK.K Dimethyl:2H(4): 1, 12

2903 true 2321 1297.7954 1296.7653 1 17.61 193.75 46.83 23.2 (M:23.2) 1 1 1 R.GKLDSNPELIK.F Dimethyl: 1, 2, 11

2904 true 1973 1298.621 1297.6452 1 -24.22 136.08 33.83 18.7 (M:18.7) 1 1 0 K.EVFGDTLNESR.D Dimethyl:2H(4): 1



2905 true 3667 1298.6911 1297.6968 1 -10.03 239.25 44.5 65.0 (M:65.0) 1 1 0 R.DFTPSGIVGAFR.R Dimethyl:2H(4): 1

2906 true 714 1298.7623 1297.7482 1 5.3 73.77 22.17 34.1 (M:34.1) 1 1 0 K.VAGQDGSVVQFK.I Dimethyl:2H(4): 1, 12

2907 true 1921 1298.7834 1297.7668 1 7.16 120.92 32 23.7 (M:23.7) 1 1 0 R.NQALFAACVLK.N
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11

2908 true 2629 1298.8269 1297.8097 1 7.65 82.91 30.17 58.7 (M:58.7) 1 1 0 K.FLSAVSAVLAEK.Y Dimethyl:2H(4): 1, 12



2909 true 1296 1299.7514 1298.7297 1 11.12 192.59 27 80.3 (M:80.3) 1 1 0 R.MVNHFIAEFK.R Dimethyl:2H(4): 1, 10

2910 true 1120 1300.5966 1299.6067 1 -13.4 98.55 30.83 71.7 (M:71.7) 1 1 0 R.YLAEVACGDDR.K
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

2911 true 198 1300.6165 1299.6033 1 4.52 88.62 33.33 26.0 (M:26.0) 3 1 0 K.FPEDGSSPYGGR.Y Dimethyl:2H(4): 1

2912 true 2185 1300.6245 1299.6319 1 -11.26 134.63 35 46.1 (M:46.1) 1 1 0 R.VAEMYEEELR.E Dimethyl:2H(4): 1



2913 true 2810 1300.6798 1299.6661 1 4.96 149.02 49.5 33.4 (M:33.4) 1 1 0 K.YGMAEYLFDK.H Dimethyl:2H(4): 1, 10

2914 true 1074 1300.7139 1299.6873 1 14.82 48.6 23.33 20.6 (M:20.6) 1 1 0 K.DLQHPNEFIR.G Dimethyl:2H(4): 1

2915 true 1639 1300.7141 1299.6761 1 23.6 199.41 30 65.5 (M:65.5) 4 1 0 R.GTVTAFSPFDAR.A Dimethyl:2H(4): 1

2916 true 2917 1300.8053 1299.7712 1 20.6 160.74 31.33 28.9 (M:28.9) 1 1 0 K.TLQIFNIEMK.S Dimethyl:2H(4): 1, 10



2917 true 1576 1301.6544 1300.6436 1 2.75 163.05 30.67 35.0 (M:35.0) 2 1 0 K.CMPTFQFYK.N

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 9; 
Oxidation: 2

2918 true 2552 1301.683 1300.6703 1 4.16 180.29 48.17 57.7 (M:57.7) 1 1 0 K.FTFLEQAFDK.L Dimethyl: 1, 10

2919 true 687 1301.6925 1300.6937 1 -6.47 118.9 21.83 19.8 (M:19.8) 1 1 0 K.GFEPSGVMASQK.K Dimethyl:2H(4): 1, 12

2920 true 103 1301.7231 1300.7139 1 1.42 182 16.5 51.8 (M:51.8) 2 1 0 K.YELGRPPANTK.I Dimethyl: 1, 11



2921 true 3286 1301.7382 1300.7577 1 -20.56 123.01 36.67 52.7 (M:52.7) 3 1 0 R.ECLPLIIFLR.N
Carbamidomethyl: 2; 
Dimethyl: 1

2922 true 629 1302.6393 1301.6252 1 5.24 106.76 21.83 23.5 (M:23.5) 1 1 0 R.FLAEYGSGTSSR.L Dimethyl: 1

2923 true 1922 1302.6699 1301.655 1 5.81 139.55 32.17 36.5 (M:36.5) 2 1 0 R.NWMNSLGVTPR.V Dimethyl: 1

2924 true 429 1302.7064 1301.6968 1 1.75 150.66 24 82.9 (M:82.9) 1 1 0 K.DHGHDFLVGNK.L Dimethyl:2H(4): 1, 11



2925 true 1133 1303.6087 1302.5914 1 7.66 68.89 23.5 22.0 (M:22.0) 1 1 0 K.TEYMVGSYGPR.A Oxidation: 4; Dimethyl: 1

2926 true 629 1303.6513 1302.6608 1 -12.88 271.41 28.5 39.7 (M:39.7) 1 1 0 R.EFIAQHPDYK.Q Dimethyl: 1, 10

2927 true 1096 1303.7212 1302.7093 1 3.49 280.28 33.67 52.6 (M:52.6) 1 1 1 R.KVDYGIMEER.G Dimethyl:2H(4): 1, 1

2928 true 2115 1303.7771 1302.7675 1 1.74 195.03 29.17 61.1 (M:61.1) 2 1 0 R.GPYFLTAETLK.S Dimethyl:2H(4): 1, 11



2929 true 668 1304.5905 1303.5681 1 11.65 105.97 35 19.6 (M:19.6) 1 1 0 K.SYSSGGEDGYVR.I Dimethyl: 1

2930 true 1611 1304.7358 1303.7388 1 -7.83 297.83 34.83 41.5 (M:41.5) 1 1 1 K.KFDQLLAEEK.N Dimethyl: 1, 1, 10

2931 true 2262 1305.7064 1304.6877 1 8.7 220.16 28.83 50.1 (M:50.1) 2 1 0 K.AALNAAFAPEFR.Q Dimethyl: 1

2932 true 3287 1305.7628 1304.7828 1 -20.93 138.68 36.5 63.8 (M:63.8) 2 1 0 R.ECLPLIIFLR.N
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



2933 false 2406 1305.8377 1304.804 1 20.29 115.3 47 17.5 (M:17.5) 1 4 1 R.EMLQQSKILK.V
Dimethyl:2H(4): 1; 
Dimethyl: 7, 10

2934 false 2406 1305.8377 1304.8155 1 11.43 153.53 47 18.1 (M:18.1) 1 2 1 R.GKLDSNPELIK.F
Dimethyl:2H(4): 1, 2; 
Dimethyl: 11

2935 true 572 1306.6637 1305.6503 1 4.67 117.65 21.83 49.8 (M:49.8) 1 1 0 R.FLAEYGSGTSSR.L Dimethyl:2H(4): 1

2936 true 342 1306.7721 1305.7656 1 -0.61 165.75 21.17 58.4 (M:58.4) 3 1 0 M.SHTILLVQPTK.R Acetyl: 1; Dimethyl: 11



2937 true 804 1306.7825 1305.7809 1 -4.32 232.54 21.83 35.3 (M:35.3) 3 1 0 K.VLPPPAGYVPIR.T Dimethyl: 1

2938 true 1298 1307.6919 1306.6744 1 7.81 185.73 27 23.2 (M:23.2) 1 1 0 R.MVNHFIAEFK.R Oxidation: 1; Dimethyl: 1, 10

2939 true 690 1307.9107 1306.8977 1 4.35 252.79 20.83 43.4 (M:43.4) 1 1 0 K.GIKPVTLELGGK.S Dimethyl:2H(4): 1, 3, 12

2940 true 1503 1308.6687 1307.6544 1 5.36 278.42 34 64.7 (M:64.7) 1 1 0 R.CFVVGADNVGSK.Q
Carbamidomethyl: 1; 
Dimethyl: 1, 12



2941 true 1490 1308.675 1307.6762 1 -6.42 155.21 41.33 37.7 (M:37.7) 1 1 0 K.YGEPGEVFINK.G Dimethyl: 1, 11

2942 true 280 1308.7063 1307.7085 1 -7.23 250.73 27.83 35.5 (M:35.5) 1 1 1 K.KSPALEEPPER.K Dimethyl: 1, 1

2943 true 1903 1308.7187 1307.7114 1 0.01 248.92 26.33 33.4 (M:33.4) 1 1 0 K.RPGYGAYDAFK.H Dimethyl:2H(4): 1, 11

2944 true 1726 1308.7426 1307.7322 1 2.36 170.17 26.67 42.8 (M:42.8) 1 1 0 K.LCLAALEHPPR.Q
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



2945 false 4039 1308.8129 1307.7912 1 11.01 268.82 45.83 17.7 (M:17.7) 1 3 1 R.SMFSDKQLIK.L
Dimethyl:2H(4): 1, 6, 10; 
Oxidation: 2

2946 true 2630 1308.8414 1307.8177 1 12.54 135.44 30.33 62.0 (M:62.0) 3 1 0 K.ELLLQPVIISR.N Dimethyl: 1

2947 true 2372 1309.6356 1308.65 1 -16.53 190.27 35.67 38.1 (M:38.1) 1 1 0 K.YDPQIEEDLR.N Dimethyl:2H(4): 1

2948 true 623 1309.6822 1308.6621 1 9.81 264.66 21.17 30.6 (M:30.6) 2 1 0 R.SYTVGVPMMHR.T Dimethyl:2H(4): 1



2949 true 1874 1309.6963 1308.6764 1 9.62 284.9 37.17 49.2 (M:49.2) 1 1 0 R.DYAQHFDLLR.H Dimethyl:2H(4): 1

2950 true 1418 1309.6983 1308.686 1 3.84 149.66 28.33 40.7 (M:40.7) 4 1 0 K.NIVLSGGSTMFR.D Dimethyl: 1

2951 true 3230 1309.7342 1308.719 1 6.07 291.02 34 47.1 (M:47.1) 2 1 0 R.FVLNLTSFNAR.F Dimethyl: 1

2952 true 2319 1309.7434 1308.7128 1 17.81 268.78 28.83 25.0 (M:25.0) 1 1 0 K.AALNAAFAPEFR.Q Dimethyl:2H(4): 1



2953 true 104 1309.7758 1308.7641 1 3.31 308.38 16.5 45.8 (M:45.8) 2 1 0 K.YELGRPPANTK.I Dimethyl:2H(4): 1, 11

2954 true 1579 1310.5469 1309.5609 1 -16.22 174.27 32.17 64.4 (M:64.4) 1 1 0 K.FCNVDDDELR.E
Carbamidomethyl: 2; 
Dimethyl: 1

2955 false 1579 1310.5469 1309.5721 1 -24.79 205.69 32.17 17.2 (M:17.2) 1 2 1 K.ENKCDNFDLR.V Carbamidomethyl: 4

2956 true 237 1310.5521 1309.5422 1 1.97 125.12 27.17 56.2 (M:56.2) 1 1 0 R.DGEESGTYDGPR.T Dimethyl: 1



2957 true 3444 1310.6556 1309.6774 1 -22.23 319.01 44.17 33.4 (M:33.4) 1 1 0 K.CMQLTDFVLK.F
Carbamidomethyl: 1; 
Dimethyl: 1, 10

2958 true 1040 1310.7438 1309.7292 1 5.57 278.17 22.17 18.5 (M:18.5) 1 1 0 K.AVANQTSATFLR.V Dimethyl:2H(4): 1

2959 true 447 1310.795 1309.7969 1 -7.02 231.24 17.5 84.8 (M:84.8) 1 1 0 K.LAEAVAATQKPK.K Dimethyl: 1, 10, 12

2960 true 2673 1310.8054 1309.806 1 -6.02 267.35 31.5 31.8 (M:31.8) 1 1 0 K.VLPPPAGYVPIR.T Dimethyl:2H(4): 1



2961 true 1035 1310.8067 1309.7907 1 6.59 203.01 26 66.6 (M:66.6) 3 1 0 M.SHTILLVQPTK.R
Dimethyl:2H(4): 11; Acetyl: 
1

2962 true 1955 1311.6711 1310.6634 1 0.33 189.05 44.5 35.4 (M:35.4) 1 1 0 K.FDTQYPYGEK.Q Dimethyl:2H(4): 1, 10

2963 true 630 1311.693 1310.7111 1 -19.28 285.21 28.5 56.5 (M:56.5) 1 1 0 R.EFIAQHPDYK.Q Dimethyl:2H(4): 1, 10

2964 true 1705 1311.7019 1310.6983 1 -2.76 301.36 35 18.5 (M:18.5) 1 1 0 K.HRPDLIDFDK.L Dimethyl: 1, 10



2965 true 593 1311.7195 1310.7144 1 -1.67 140.51 21.83 75.0 (M:75.0) 1 1 0 K.GPIIYPDAGGCK.H
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 12

2966 true 716 1311.7391 1310.7306 1 0.88 70.19 23.17 18.3 (M:18.3) 1 1 0 K.QAVQAAAQELVR.F Dimethyl: 1

2967 false 4208 1311.7497 1310.7306 1 9.01 190.09 46.83 15.2 (M:15.2) 1 3 1 R.TKTPGPGAQSALR.A Dimethyl: 1

2968 false 2624 1311.7544 1310.7306 1 12.55 183.12 31.17 16.7 (M:16.7) 1 2 0 K.LSAISLGQGQGPR.A Dimethyl: 1



2969 true 505 1312.5786 1311.5765 1 -3.93 133.58 28.5 27.1 (M:27.1) 1 1 0 R.EMDAPGGPPEER.G Dimethyl: 1

2970 true 1621 1312.7523 1311.7387 1 4.84 292.22 24.33 17.2 (M:17.2) 1 1 0 K.VYVGNLGNNGNK.T Dimethyl:2H(4): 1, 12

2971 true 2631 1312.8639 1311.8428 1 10.56 176.84 30.33 46.9 (M:46.9) 3 1 0 K.ELLLQPVIISR.N Dimethyl:2H(4): 1

2972 true 105 1313.6176 1312.5983 1 9.15 261.44 15.83 16.2 (M:16.2) 1 1 0 K.TRPDGNCFYR.A
Carbamidomethyl: 7; 
Dimethyl: 1



2973 true 3051 1313.6316 1312.6278 1 -2.65 148.74 38.17 23.6 (M:23.6) 1 1 0 K.EDIPYYYYR.D Dimethyl:2H(4): 1

2974 true 2153 1313.736 1312.7351 1 -4.84 214.21 45.33 49.8 (M:49.8) 1 1 1 K.KEEELQAALAR.V Dimethyl: 1, 1

2975 true 1682 1313.7391 1312.7111 1 15.74 225.11 32.33 63.2 (M:63.2) 4 1 0 K.NIVLSGGSTMFR.D Dimethyl:2H(4): 1

2976 true 1041 1313.7585 1312.7463 1 3.74 273.64 22.17 41.0 (M:41.0) 1 1 0 K.AINQGGLTSVAVR.G Dimethyl: 1



2977 true 1129 1313.7663 1312.7616 1 -1.9 301.87 22.83 36.5 (M:36.5) 1 1 0 K.NFDLRPGVIVR.D Dimethyl: 1

2978 true 2633 1313.7987 1312.7842 1 5.51 281.83 38.67 24.3 (M:24.3) 1 1 0 R.YLGDLSGGQVLK.K Dimethyl:2H(4): 1, 12

2979 true 238 1314.5708 1313.5673 1 -2.94 139.51 27.17 52.5 (M:52.5) 1 1 0 R.DGEESGTYDGPR.T Dimethyl:2H(4): 1

2980 true 1580 1314.5828 1313.586 1 -7.96 147.33 32.17 39.8 (M:39.8) 1 1 0 K.FCNVDDDELR.E
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



2981 true 229 1314.5927 1313.5972 1 -8.98 132.37 17.83 93.3 (M:93.3) 1 1 0 K.TCTSDASTHFR.L
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

2982 true 3480 1314.6124 1313.6074 1 -1.73 201.3 39.83 68.5 (M:68.5) 1 1 0 K.DFMIQGGDFTR.G Dimethyl: 1

2983 true 355 1314.7329 1313.7493 1 -17.95 55.85 21 19.3 (M:19.3) 1 1 0 K.VIEGEPQIIER.E Dimethyl:2H(4): 1

2984 true 1609 1314.7608 1313.7682 1 -11.21 125.3 41.83 27.1 (M:27.1) 1 1 0 K.QVVDSAYEVIK.L Dimethyl:2H(4): 1, 11



2985 true 3556 1315.5846 1314.5881 1 -8.13 209.38 40.33 22.4 (M:22.4) 1 1 0 K.FDSDAFDFPAR.D Dimethyl: 1

2986 true 2124 1315.7193 1314.7212 1 -6.96 193.08 28.17 54.4 (M:54.4) 1 1 0 K.FDASFFGVHPK.Q Dimethyl:2H(4): 1, 11

2987 true 3226 1315.7281 1314.7246 1 -2.88 282.71 32.33 39.1 (M:39.1) 1 1 0 K.GVLFYGPPGCGK.T
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12

2988 true 1299 1315.7525 1314.7246 1 15.71 189.45 27 73.4 (M:73.4) 1 1 0 R.MVNHFIAEFK.R
Dimethyl:2H(4): 1, 10; 
Oxidation: 1



2989 true 977 1315.7582 1314.7558 1 -3.65 61.74 23.17 22.1 (M:22.1) 1 1 0 K.QAVQAAAQELVR.F Dimethyl:2H(4): 1

2990 true 2322 1315.7681 1314.7547 1 4.65 254.22 46.5 63.2 (M:63.2) 1 1 0 K.LEDILPLAFTR.L Dimethyl: 1

2991 false 4209 1315.7779 1314.7558 1 11.27 242.43 46.83 15.0 (M:15.0) 1 2 1 R.TKTPGPGAQSALR.A Dimethyl:2H(4): 2

2992 true 354 1316.6266 1315.619 1 0.17 146.82 34 41.9 (M:41.9) 1 1 0 R.INISEGNCPER.I
Carbamidomethyl: 8; 
Dimethyl: 1



2993 true 3817 1316.6289 1315.6499 1 -21.49 286.81 42.5 51.1 (M:51.1) 1 1 0 R.DFVFQPNDFR.L Dimethyl:2H(4): 1

2994 true 289 1316.6403 1315.638 1 -3.81 129.12 21 16.9 (M:16.9) 1 1 0 K.TVDNMPYSTTR.C Dimethyl:2H(4): 1

2995 true 1530 1316.7159 1315.7264 1 -13.47 199.49 41.33 16.5 (M:16.5) 1 1 0 K.YGEPGEVFINK.G Dimethyl:2H(4): 1, 11

2996 true 1464 1316.7166 1315.7046 1 3.59 339.93 34 72.2 (M:72.2) 1 1 0 R.CFVVGADNVGSK.Q
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12



2997 true 2918 1316.7182 1315.7285 1 -13.36 185.91 38 69.1 (M:69.1) 1 1 0 K.DIPGLTDTTVPR.R Dimethyl:2H(4): 1

2998 true 2763 1316.7266 1315.6918 1 20.87 278.32 31.17 56.8 (M:56.8) 1 1 0 R.GLCAIAQAESLR.Y
Carbamidomethyl: 3; 
Dimethyl: 1

2999 true 347 1316.7435 1315.7587 1 -17.09 320.22 27.83 29.4 (M:29.4) 1 1 1 K.KSPALEEPPER.K Dimethyl:2H(4): 1, 1

3000 true 1854 1316.758 1315.7652 1 -11 303.81 26.67 72.1 (M:72.1) 5 1 0 R.LLIVYPWTQR.F Dimethyl: 1



3001 true 1854 1316.758 1315.7652 1 -11 303.81 26.67 72.1 (M:72.1) 5 1 0 R.LLIVYPWTQR.F Dimethyl: 1

3002 true 1727 1316.7879 1315.7774 1 2.51 183.46 26.17 34.5 (M:34.5) 1 1 0 K.QMVIDVLHPGK.A
Dimethyl:2H(4): 1, 11; 
Oxidation: 2

3003 true 1670 1316.8274 1315.8141 1 4.59 333.59 34.83 65.2 (M:65.2) 1 1 1 K.KFDQLLAEEK.N Dimethyl:2H(4): 1, 1, 10

3004 true 2160 1316.8355 1315.8315 1 -2.5 182.99 27.83 30.4 (M:30.4) 1 1 0 R.ITLQDVVLHSK.K Dimethyl:2H(4): 1, 11



3005 false 2160 1316.8355 1315.8315 1 -2.5 184.74 27.83 15.9 (M:15.9) 1 2 1 K.QLEISHEKLK.H
Dimethyl:2H(4): 1, 8; 
Dimethyl: 10

3006 true 106 1317.6412 1316.6234 1 8.03 236.05 15.83 20.7 (M:20.7) 1 1 0 K.TRPDGNCFYR.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3007 true 430 1317.6859 1316.6663 1 9.38 162.2 21.67 35.4 (M:35.4) 1 1 0 R.GYSEFVQTAQR.Y Dimethyl:2H(4): 1

3008 true 1042 1317.7848 1316.7714 1 4.62 261.89 22.17 51.3 (M:51.3) 1 1 0 K.AINQGGLTSVAVR.G Dimethyl:2H(4): 1



3009 true 1145 1317.8102 1316.7867 1 12.33 141.96 26.83 19.1 (M:19.1) 2 1 0 K.NFDLRPGVIVR.D Dimethyl:2H(4): 1

3010 true 664 1318.527 1317.5448 1 -19.01 268.86 28.5 25.9 (M:25.9) 1 1 0 K.TFDHYCEYR.R
Carbamidomethyl: 6; 
Dimethyl: 1

3011 true 3405 1318.6384 1317.6325 1 -1.03 233.06 39.83 51.1 (M:51.1) 1 1 0 K.DFMIQGGDFTR.G Dimethyl:2H(4): 1

3012 true 3416 1318.7056 1317.7276 1 -22.24 289.82 44.17 61.8 (M:61.8) 1 1 0 K.CMQLTDFVLK.F
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 10



3013 true 1173 1318.7529 1317.7343 1 8.57 167.63 24 35.8 (M:35.8) 1 1 0 R.LNIIATDHAYR.R Dimethyl:2H(4): 1

3014 true 2150 1318.8145 1317.7784 1 21.82 153.84 28.17 31.9 (M:31.9) 1 1 0 R.ALVLTGFGGYEK.V Dimethyl:2H(4): 1, 12

3015 true 1661 1319.6923 1318.6881 1 -2.33 195.99 43 24.6 (M:24.6) 1 1 0 K.YLQEEININR.K Dimethyl: 1

3016 true 1706 1319.7457 1318.7485 1 -7.66 368.24 35 16.6 (M:16.6) 1 1 0 K.HRPDLIDFDK.L Dimethyl:2H(4): 1, 10



3017 true 3295 1319.768 1318.7649 1 -3.18 249.54 35.17 73.2 (M:73.2) 1 1 0 R.AYLVPAELLFR.I Dimethyl: 1

3018 true 355 1320.6527 1319.6442 1 0.95 139.98 34 75.8 (M:75.8) 1 1 0 R.INISEGNCPER.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

3019 false 3669 1320.6983 1319.6643 1 20.27 224.92 43.67 17.1 (M:17.1) 1 4 0 R.VLGESGEMDALK.I Oxidation: 8; Dimethyl: 1, 12

3020 true 3402 1320.7099 1319.7271 1 -18.54 273.51 42.33 19.7 (M:19.7) 1 1 0 K.LAGMSDGLFLLR.Q Dimethyl: 1



3021 true 1323 1320.714 1319.7085 1 -1.38 245.02 41 48.9 (M:48.9) 1 1 0 K.QVVESAYEVIR.L Dimethyl: 1

3022 true 2500 1320.7506 1319.7169 1 20.01 322.3 31.17 85.4 (M:85.4) 2 1 0 R.GLCAIAQAESLR.Y
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

3023 true 2550 1320.757 1319.7489 1 0.62 294.25 31.17 32.5 (M:32.5) 1 1 0 R.AFITNIPFDVK.W Dimethyl: 1, 11

3024 true 2020 1320.7715 1319.7903 1 -19.76 313.96 32.33 48.1 (M:48.1) 3 1 0 R.LLIVYPWTQR.F Dimethyl:2H(4): 1



3025 true 2020 1320.7715 1319.7903 1 -19.76 313.96 32.33 48.1 (M:48.1) 3 1 0 R.LLIVYPWTQR.F Dimethyl:2H(4): 1

3026 true 2267 1321.6271 1320.6384 1 -14.03 226.31 36.67 44.4 (M:44.4) 1 1 0 R.IEYDCELVPR.R
Carbamidomethyl: 5; 
Dimethyl: 1

3027 true 479 1321.6847 1320.6547 1 17.22 231.04 22.67 15.6 (M:15.6) 1 1 0 R.NLSGQPNFPCR.V
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

3028 true 2021 1321.7302 1320.7112 1 8.94 134.81 27.5 19.4 (M:19.4) 1 1 0 R.IQLSEALCGFK.K
Carbamidomethyl: 8; 
Dimethyl: 1, 11



3029 true 2719 1321.732 1320.7289 1 -3.21 219.95 30.17 15.2 (M:15.2) 1 50 1 1 R.KGSISVFEVDGK.K Dimethyl: 1, 12

3030 true 1551 1321.7593 1320.7839 1 -24.17 167.87 28.83 25.2 (M:25.2) 1 1 1 -.MQIFVKTLTGK.T Dimethyl: 6, 11

3031 true 2120 1321.7985 1320.7853 1 4.5 187.07 45.33 38.9 (M:38.9) 1 1 1 K.KEEELQAALAR.V Dimethyl:2H(4): 1, 1

3032 false 4354 1322.655 1321.6449 1 2.14 203.38 43.67 16.0 (M:16.0) 1 5 1 K.KMAGFGANVEDR.R Dimethyl: 1



3033 true 1499 1322.739 1321.7366 1 -3.68 282.04 34.83 48.0 (M:48.0) 1 1 0 K.FLVGTDGVPVMR.W Dimethyl:2H(4): 1

3034 true 2808 1322.7536 1321.7292 1 12.93 196.4 30.67 21.2 (M:21.2) 1 1 0 K.VQQTVQDLFGR.A Dimethyl:2H(4): 1

3035 true 2125 1322.7949 1321.7969 1 -7.07 130.42 27.67 40.2 (M:40.2) 2 1 0 R.EASIGILHSIVK.R Dimethyl: 1, 12

3036 true 2634 1323.6628 1322.6255 1 22.65 294.99 38.83 64.1 (M:64.1) 1 1 0 K.DFSTALAHYDR.A Dimethyl: 1



3037 true 3569 1323.7076 1322.6943 1 4.56 296.79 43.83 18.4 (M:18.4) 2 1 1 K.VEQHVVDGKER.T Dimethyl: 1

3038 true 1813 1323.7176 1322.7132 1 -2.19 219.02 43 24.2 (M:24.2) 1 1 0 K.YLQEEININR.K Dimethyl:2H(4): 1

3039 true 3296 1323.7973 1322.79 1 0.02 221.22 35.17 76.7 (M:76.7) 1 1 0 R.AYLVPAELLFR.I Dimethyl:2H(4): 1

3040 true 1999 1324.6214 1323.6307 1 -12.45 172.22 34 36.3 (M:36.3) 1 1 0 R.EEAESTLQSFR.Q Dimethyl: 1



3041 true 454 1324.6514 1323.658 1 -10.53 72.21 29 39.3 (M:39.3) 1 1 0 R.NIPEDNADMNK.Q Dimethyl:2H(4): 1, 11

3042 true 3416 1324.6917 1323.6935 1 -6.91 212.11 33 31.7 (M:31.7) 1 1 0 K.LLYNNVSNFGR.L Dimethyl: 1

3043 true 2276 1324.7137 1323.7227 1 -12.31 208.85 28.5 33.2 (M:33.2) 1 1 0 R.GFPTIYFAPAGK.K Dimethyl: 1, 12

3044 false 3101 1324.7164 1323.7187 1 -7.26 87.28 32.17 16.7 (M:16.7) 1 4 0 K.VHPSTTVWELK.G Dimethyl: 11



3045 true 1236 1324.7415 1323.7336 1 0.47 105.81 41 71.0 (M:71.0) 2 1 0 K.QVVESAYEVIR.L Dimethyl:2H(4): 1

3046 true 1242 1324.7758 1323.7551 1 10.13 84.63 28.67 29.5 (M:29.5) 1 1 0 R.NAVLAIYTIYR.N Dimethyl: 1

3047 true 2593 1325.6488 1324.6635 1 -16.57 176.66 36.67 37.0 (M:37.0) 1 1 0 R.IEYDCELVPR.R
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

3048 true 1391 1325.6685 1324.6412 1 15.14 119.24 24.33 45.9 (M:45.9) 1 1 0 R.SANTIPYDFNR.V Dimethyl: 1



3049 true 1872 1325.7178 1324.7363 1 -19.41 76.29 32.33 17.6 (M:17.6) 1 1 0 R.IQLSEALCGFK.K

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1; 
Dimethyl: 11

3050 true 78 1325.7202 1324.7099 1 2.27 172.43 20.5 35.1 (M:35.1) 1 1 0 R.GIGGGNASIPGIER.M Dimethyl: 1

3051 true 528 1325.7351 1324.7211 1 5.04 204.45 18.17 20.2 (M:20.2) 1 1 0 K.QRPQATAEQIR.L Dimethyl: 1

3052 true 2014 1325.7924 1324.7867 1 -1.19 176.23 27.33 67.6 (M:67.6) 2 1 1 R.IKDLEVLFHR.S Dimethyl: 1, 2



3053 true 1049 1326.6207 1325.6041 1 7.08 183.69 38.17 43.6 (M:43.6) 1 1 0 K.DYAFVHFEDR.G Dimethyl: 1

3054 true 671 1326.6967 1325.684 1 4.05 219.3 22.67 52.1 (M:52.1) 1 1 0 R.AANFEQALAAHR.H Dimethyl: 1

3055 true 3705 1326.6971 1325.6802 1 7.23 321.58 44.83 36.2 (M:36.2) 1 1 0 K.DFIFQQTMLR.V Dimethyl: 1

3056 true 981 1326.7566 1325.7377 1 8.72 111.26 23.17 46.1 (M:46.1) 1 1 0 K.KPLMTAEVPER.T Dimethyl: 1, 1



3057 true 348 1327.6634 1326.668 1 -8.99 261.69 27.83 51.4 (M:51.4) 1 1 0 K.HHPEDVEPALR.K Dimethyl: 1

3058 true 2584 1327.6715 1326.6506 1 10.21 241.33 38.83 85.5 (M:85.5) 1 1 0 K.DFSTALAHYDR.A Dimethyl:2H(4): 1

3059 true 2213 1327.6902 1326.6904 1 -5.58 56.23 28.33 25.4 (M:25.4) 1 1 0 R.TGELNFVSCLR.Q
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

3060 true 1564 1327.7168 1326.682 1 20.72 42.75 26 91.3 (M:91.3) 1 1 0 R.STGEAFVQFASK.E Dimethyl: 1, 12



3061 true 744 1327.7227 1326.7078 1 5.76 109.3 23.33 25.2 (M:25.2) 1 1 0 R.CTVIAAANPIGGR.Y
Carbamidomethyl: 1; 
Dimethyl: 1

3062 true 625 1327.7943 1326.7809 1 4.6 223.42 20.83 23.2 (M:23.2) 1 1 0 R.VTTPLSPPTNLR.L Dimethyl:2H(4): 1

3063 true 1932 1328.6454 1327.6558 1 -13.27 170.27 34 58.6 (M:58.6) 1 1 0 R.EEAESTLQSFR.Q Dimethyl:2H(4): 1

3064 true 1910 1328.6832 1327.6561 1 14.9 287.01 36.33 44.7 (M:44.7) 1 1 0 K.FITYPFDQNR.F Dimethyl: 1



3065 true 2962 1328.8287 1327.8315 1 -7.6 226.3 41.5 33.3 (M:33.3) 1 1 0 K.HLLGVEDLLQK.H Dimethyl:2H(4): 1, 11

3066 true 362 1329.6412 1328.6296 1 3.28 104.37 19.33 40.2 (M:40.2) 1 1 0 K.HTNYTMEHIR.V Dimethyl: 1

3067 true 1421 1329.6982 1328.6663 1 18.52 104.47 24.5 32.3 (M:32.3) 1 1 0 R.SANTIPYDFNR.V Dimethyl:2H(4): 1

3068 true 100 1329.7119 1328.7027 1 1.46 293.14 27.5 70.7 (M:70.7) 1 1 0 R.EIASPPHDLYR.S Dimethyl:2H(4): 1



3069 false 2923 1329.7404 1328.753 1 -14.93 225.52 41.33 16.1 (M:16.1) 1 2 1 K.IDFDLKEYAK.D
Dimethyl:2H(4): 6; 
Dimethyl: 1, 10

3070 true 79 1329.7464 1328.735 1 3.1 156.05 20.5 55.1 (M:55.1) 1 1 0 R.GIGGGNASIPGIER.M Dimethyl:2H(4): 1

3071 true 529 1329.753 1328.7463 1 -0.42 163.26 18.17 18.6 (M:18.6) 1 1 0 K.QRPQATAEQIR.L Dimethyl:2H(4): 1

3072 true 1966 1329.7712 1328.7614 1 1.89 107.64 27.5 65.5 (M:65.5) 1 1 0 R.IQLSEALCGFK.K
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11



3073 true 2852 1329.7914 1328.7704 1 10.36 48.76 34.67 70.6 (M:70.6) 5 1 0 M.ASISLAPVNIFK.A Acetyl: 1; Dimethyl: 12

3074 true 928 1329.848 1328.8267 1 10.55 209 25.33 55.6 (M:55.6) 1 1 0 K.QQHVIETLIGK.K Dimethyl:2H(4): 1, 11

3075 true 1051 1330.6356 1329.6292 1 -0.66 167.7 38.17 29.6 (M:29.6) 1 1 0 K.DYAFVHFEDR.G Dimethyl:2H(4): 1

3076 true 863 1330.6967 1329.7041 1 -11 72.51 22.17 27.1 (M:27.1) 1 1 0 K.YAVTTGDHGIIR.T Dimethyl: 1



3077 true 3842 1330.7153 1329.7053 1 2.04 286.17 44.83 32.4 (M:32.4) 1 1 0 K.DFIFQQTMLR.V Dimethyl:2H(4): 1

3078 true 347 1330.7215 1329.7091 1 3.84 146.99 22.67 85.8 (M:85.8) 1 1 0 R.AANFEQALAAHR.H Dimethyl:2H(4): 1

3079 true 4577 1330.7457 1329.7405 1 -1.58 258.95 54.17 57.6 (M:57.6) 2 1 0 K.DVAQIFNNILR.R Dimethyl: 1

3080 false 917 1330.7728 1329.7554 1 7.59 95.53 23.5 19.3 (M:19.3) 1 2 1 R.AAGASEPGKEVVR.G
Dimethyl:2H(4): 1; 
Dimethyl: 9



3081 true 334 1330.7897 1329.7656 1 12.6 113.68 20.83 53.6 (M:53.6) 2 1 0 K.EDLYLKPIQR.T Dimethyl: 1, 6

3082 true 2126 1330.8518 1329.8472 1 -1.98 111 27.67 40.5 (M:40.5) 1 1 0 R.EASIGILHSIVK.R Dimethyl:2H(4): 1, 12

3083 true 307 1331.6901 1330.6932 1 -7.79 318.02 27.83 51.8 (M:51.8) 1 1 0 K.HHPEDVEPALR.K Dimethyl:2H(4): 1

3084 true 3738 1331.7078 1330.7067 1 -4.68 288.61 45.5 70.6 (M:70.6) 1 1 0 K.NVFNMVVEVPR.W Dimethyl: 1



3085 true 1268 1331.7079 1330.6965 1 3.05 80.05 24.17 57.0 (M:57.0) 2 1 0 R.GVPNQLDAAMAGR.I Dimethyl:2H(4): 1

3086 true 1829 1331.7449 1330.7282 1 7.04 212.4 27.67 16.5 (M:16.5) 1 1 0 K.IIQEESGSSPPK.F
Dimethyl:2H(4): 1; 
Dimethyl: 12

3087 true 2764 1331.7471 1330.7245 1 11.51 203.84 30.67 41.3 (M:41.3) 1 1 0 R.LGQSSLEPVAFR.A Dimethyl: 1

3088 true 1415 1331.765 1330.7609 1 -2.4 272.87 34 83.2 (M:83.2) 2 1 0 R.FLAVGLVDNTVR.I Dimethyl: 1



3089 true 1217 1331.7766 1330.7507 1 13.99 118.31 23.83 34.8 (M:34.8) 1 1 0 R.ALIQQGVEQGTR.K Dimethyl:2H(4): 1

3090 true 1858 1331.7773 1330.753 1 12.77 94.75 27.17 88.3 (M:88.3) 1 1 0 R.AITGASLAEIMAK.R Dimethyl: 1, 13

3091 true 1359 1331.7787 1330.7391 1 24.28 216.72 24.67 17.9 (M:17.9) 1 1 1 K.GAVLRSMNAALGK.T Oxidation: 7; Dimethyl: 1

3092 true 2041 1332.612 1331.614 1 -6.91 206.3 34.33 108.5 (M:108.5) 1 1 0 -.ASGVQVADEVCR.I
Carbamidomethyl: 11; 
Acetyl: 1



3093 true 691 1332.6676 1331.6292 1 23.32 254.34 30.83 19.0 (M:19.0) 1 1 1 K.IMWPRTDEER.A

3094 true 383 1332.6946 1331.7136 1 -19.69 325.54 28.17 34.7 (M:34.7) 1 1 0 R.QDIYGPQPQVR.V Dimethyl:2H(4): 1

3095 true 1911 1332.7037 1331.6812 1 11.41 385.66 36.33 31.6 (M:31.6) 1 1 0 K.FITYPFDQNR.F Dimethyl:2H(4): 1

3096 true 1300 1332.7423 1331.7387 1 -2.8 201.09 26 17.3 (M:17.3) 1 1 0 K.APSPVLSTPEFR.V Dimethyl:2H(4): 1



3097 true 1694 1332.7651 1331.7729 1 -11.29 314.11 28.5 77.6 (M:77.6) 1 1 0 R.GFPTIYFAPAGK.K Dimethyl:2H(4): 1, 12

3098 true 558 1332.7695 1331.7649 1 -1.99 329.13 30 55.9 (M:55.9) 1 1 0 K.NNPGVVVVGNDGK.L Dimethyl:2H(4): 1, 13

3099 true 3055 1332.7759 1331.7701 1 -1.05 241.85 33.5 20.5 (M:20.5) 1 1 1 K.LEPVYTELGKK.Y Dimethyl: 1, 11

3100 true 2826 1333.6501 1332.65 1 -5.35 163.4 39 26.6 (M:26.6) 1 1 0 R.DYTYDELLNR.V Dimethyl:2H(4): 1



3101 true 471 1333.6552 1332.6547 1 -5.06 91.28 19.33 37.9 (M:37.9) 1 1 0 K.HTNYTMEHIR.V Dimethyl:2H(4): 1

3102 true 81 1333.7145 1332.7122 1 -3.68 158.6 22.17 17.0 (M:17.0) 1 1 1 -.RLEPEMVGAGAR.G
Dimethyl:2H(4): 1; 
Oxidation: 6

3103 true 3105 1333.7227 1332.715 1 0.31 311.38 40.83 31.9 (M:31.9) 1 1 0 K.IHIDLPNEQAR.L Dimethyl: 1

3104 false 4181 1333.744 1332.7137 1 17.28 404.49 49.67 20.6 (M:20.6) 1 2 1 K.ADDTSAATIEKK.A Dimethyl: 1, 11, 12



3105 false 4181 1333.744 1332.7439 1 -5.36 331.14 49.67 15.7 (M:15.7) 1 8 1 K.DAQEKLELAEK.K
Dimethyl:2H(4): 1; 
Dimethyl: 5

3106 false 3328 1333.7473 1332.7187 1 15.98 268.54 34.83 17.2 (M:17.2) 1 2 1 K.AADIDQEVKER.A
Dimethyl:2H(4): 1; 
Dimethyl: 9

3107 true 3328 1333.7473 1332.7071 1 24.65 308.37 34.83 21.3 (M:21.3) 2 1 1 R.AKSQGMALSLGDK.I Dimethyl: 13

3108 true 2078 1333.7671 1332.7765 1 -12.54 149.42 27.33 52.2 (M:52.2) 1 1 0 R.ISHLPLVEELR.S Dimethyl: 1



3109 false 2554 1333.7706 1332.7551 1 6.2 345.1 29.83 15.8 (M:15.8) 1 4 1 K.GAANAEAGSEKLK.E
Dimethyl:2H(4): 1; 
Dimethyl: 11, 13

3110 true 121 1333.802 1332.7754 1 14.53 34.58 16.83 15.1 (M:15.1) 1 1 0 K.IPVHPNDHVNK.S Dimethyl:2H(4): 1, 11

3111 true 2850 1333.8039 1332.7955 1 0.81 125.65 34.67 62.9 (M:62.9) 2 1 0 M.ASISLAPVNIFK.A
Dimethyl:2H(4): 12; Acetyl: 
1

3112 true 2015 1333.8419 1332.8369 1 -1.72 194.23 27.33 32.8 (M:32.8) 1 1 1 R.IKDLEVLFHR.S Dimethyl:2H(4): 1, 2



3113 true 3447 1334.6346 1333.6274 1 -0.05 197.89 39.83 49.1 (M:49.1) 1 1 0 K.DFMIQGGDFTR.G
Dimethyl:2H(4): 1; 
Oxidation: 3

3114 true 1976 1334.6498 1333.6675 1 -18.72 146 34 80.0 (M:80.0) 1 1 0 R.FDDSVVQSDMK.H Dimethyl:2H(4): 1, 11

3115 true 3330 1334.6982 1333.7225 1 -23.66 244.85 44.17 46.2 (M:46.2) 1 1 0 K.CMQLTDFVLK.F

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 10; 
Oxidation: 2

3116 true 864 1334.7201 1333.7292 1 -12.31 88.2 22.17 28.9 (M:28.9) 1 1 0 K.YAVTTGDHGIIR.T Dimethyl:2H(4): 1



3117 true 3756 1334.7442 1333.7493 1 -9.25 233.36 46 40.2 (M:40.2) 1 1 0 R.STQAIFEILEK.S Dimethyl: 1, 11

3118 true 481 1334.7507 1333.7354 1 6.03 118.25 21.33 36.4 (M:36.4) 1 1 0 K.GSAAPGPVPEGVIR.L Dimethyl: 1

3119 true 4744 1334.7703 1333.7656 1 -1.96 248.39 54.17 29.6 (M:29.6) 1 1 0 K.DVAQIFNNILR.R Dimethyl:2H(4): 1

3120 true 2413 1334.7961 1333.7755 1 9.95 252.32 29.83 19.4 (M:19.4) 1 1 1 K.DSKPSTPASKTK.T
Dimethyl:2H(4): 3; 
Dimethyl: 1, 12



3121 false 1725 1335.6594 1334.6579 1 -4.32 263.2 32.67 15.7 (M:15.7) 1 4 1 K.GETGPPGPKGEPGR.R

3122 true 134 1335.6987 1334.7194 1 -20.98 320.37 26.5 96.8 (M:96.8) 2 1 0 K.GEHPGLSIGDVAK.K Dimethyl: 1, 13

3123 true 759 1335.7224 1334.7194 1 -3.2 131.5 35.67 21.3 (M:21.3) 1 1 0 K.QDLPAPEEKPR.I Dimethyl: 1, 9

3124 false 759 1335.7224 1334.7132 1 1.43 121.24 35.67 16.7 (M:16.7) 1 2 0 R.GPPPPPTASEPTR.R Dimethyl:2H(4): 1



3125 true 3467 1335.7307 1334.7318 1 -6.32 303.85 45.5 61.8 (M:61.8) 1 1 0 K.NVFNMVVEVPR.W Dimethyl:2H(4): 1

3126 true 1618 1335.7564 1334.7322 1 12.69 78.84 26 28.6 (M:28.6) 1 1 0 R.STGEAFVQFASK.E Dimethyl:2H(4): 1, 12

3127 true 2810 1335.7728 1334.7496 1 11.94 234.39 30.67 24.1 (M:24.1) 1 1 0 R.LGQSSLEPVAFR.A Dimethyl:2H(4): 1

3128 true 2725 1335.7801 1334.7632 1 7.23 36.46 36.67 106.6 (M:106.6) 4 1 0 K.FLCAVGTVLTAK.Y
Carbamidomethyl: 3; 
Dimethyl: 1, 12



3129 true 1416 1335.788 1334.786 1 -3.95 312.72 34.17 37.8 (M:37.8) 2 1 0 R.FLAVGLVDNTVR.I Dimethyl:2H(4): 1

3130 true 3198 1336.6571 1335.6571 1 -5.49 334 41.5 28.7 (M:28.7) 1 1 0 K.NFIAQGPYENR.T Dimethyl: 1

3131 true 2105 1336.7972 1335.765 1 18.66 732.81 35.67 24.4 (M:24.4) 1 1 1 K.SYEDVTKIVVK.A Dimethyl: 1, 7

3132 true 3738 1336.8509 1335.8126 1 23.23 175.85 41.17 18.5 (M:18.5) 1 1 1 K.LQTAPPAVKAEK.K Dimethyl: 1, 9, 12



3133 true 1500 1337.5724 1336.5531 1 8.95 207.53 32 30.4 (M:30.4) 1 1 0 M.SDVEENNFEGR.E Acetyl: 1

3134 true 3366 1337.6647 1336.6623 1 -3.67 199.36 39.5 68.2 (M:68.2) 1 1 0 K.DVLSVAFSSDNR.Q Dimethyl: 1

3135 true 1879 1337.667 1336.6564 1 2.48 150.84 26.67 57.6 (M:57.6) 1 1 0 K.YLDPSFFQHR.I Dimethyl: 1

3136 true 1750 1337.678 1336.6759 1 -3.89 189.39 25.33 60.0 (M:60.0) 2 1 0 R.YMAAAFPSACGK.T
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12



3137 true 3137 1337.7455 1336.7401 1 -1.38 274.79 40.83 41.1 (M:41.1) 1 1 0 K.IHIDLPNEQAR.L Dimethyl:2H(4): 1

3138 true 1810 1337.7862 1336.7653 1 10.24 56.2 26 15.6 (M:15.6) 1 1 0 K.QLIQSSFVVER.Q Dimethyl:2H(4): 1

3139 true 1510 1338.6676 1337.6616 1 -0.95 205.04 41.5 28.2 (M:28.2) 1 1 0 R.YGEPSEVFINR.D Dimethyl: 1

3140 true 631 1338.6684 1337.6554 1 4.26 92.38 21.83 17.5 (M:17.5) 1 1 0 R.QYASYEYVQR.L Dimethyl:2H(4): 1



3141 true 928 1338.6717 1337.6616 1 2.17 145.73 22.83 47.8 (M:47.8) 1 1 0 R.NFGSYVTHETK.H Dimethyl: 1, 11

3142 true 3024 1338.6745 1337.6517 1 11.59 278.75 31.67 48.0 (M:48.0) 1 1 0 R.NHFYQFGEIR.T Dimethyl: 1

3143 true 1171 1338.7129 1337.7231 1 -13.05 196.34 39.17 64.1 (M:64.1) 1 1 0 K.EAAPEFPLSPPK.K Dimethyl: 1, 12

3144 false 2919 1338.7437 1337.7129 1 17.58 133.76 31.5 18.2 (M:18.2) 1 4 1 K.DVKEEFAEALR.D Dimethyl:2H(4): 3



3145 false 2919 1338.7437 1337.7228 1 10.19 93.72 31.5 15.1 (M:15.1) 1 7 1 K.LSSEDKETIEK.A
Dimethyl:2H(4): 6; 
Dimethyl: 1

3146 true 2919 1338.7437 1337.7265 1 7.44 112.51 31.5 28.6 (M:28.6) 1 53.05 1 0 K.TVTAMDVVYALK.R Dimethyl: 12

3147 true 221 1338.8317 1337.8159 1 6.38 184.06 20.83 58.9 (M:58.9) 2 1 0 K.EDLYLKPIQR.T Dimethyl:2H(4): 1, 6

3148 true 1083 1339.5925 1338.5939 1 -6.53 248.57 31 71.7 (M:71.7) 1 1 0 K.EDQTEYLEER.R Dimethyl: 1



3149 true 1083 1339.5925 1338.5939 1 -6.53 248.57 31 71.7 (M:71.7) 1 1 0 K.EDQTEYLEER.R Dimethyl: 1

3150 true 1668 1339.6953 1338.7118 1 -17.74 206.53 25.83 46.6 (M:46.6) 1 1 0 R.LVHFEPSMVPR.K Dimethyl: 1

3151 true 918 1339.701 1338.6779 1 11.79 125.89 23 25.2 (M:25.2) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl: 1

3152 true 918 1339.701 1338.6779 1 11.79 125.89 23 25.2 (M:25.2) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl: 1



3153 true 1875 1339.7271 1338.7482 1 -21.19 153.31 34.33 20.7 (M:20.7) 1 1 0 R.ELISNASDALDK.I Dimethyl:2H(4): 1, 12

3154 true 1875 1339.7271 1338.7482 1 -21.19 153.31 34.33 20.7 (M:20.7) 1 1 0 R.ELISNASDALDK.I Dimethyl:2H(4): 1, 12

3155 true 3019 1339.7476 1338.737 1 2.51 245.66 32.17 15.2 (M:15.2) 1 1 0 R.YIFTMLSPLAR.L Dimethyl: 1

3156 true 3662 1339.8263 1338.7883 1 22.95 257.92 34.83 20.9 (M:20.9) 1 1 0 K.FLCAVGTVLTAK.Y

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; 
Dimethyl: 12



3157 false 3662 1339.8263 1338.8185 1 0.41 235.86 34.83 18.4 (M:18.4) 1 2 0 K.LNPCLAILYAK.R
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 11

3158 true 1859 1339.8305 1338.8032 1 14.92 175.84 27.17 87.0 (M:87.0) 2 1 0 R.AITGASLAEIMAK.R Dimethyl:2H(4): 1, 13

3159 false 1859 1339.8305 1338.8111 1 9.05 163.73 27.17 15.8 (M:15.8) 1 2 1 R.RVYGDVIPASAK.D Dimethyl:2H(4): 1, 12

3160 true 3090 1340.6526 1339.6197 1 19.1 330.36 52.33 51.0 (M:51.0) 1 1 0 K.DYAFIHFDER.D Dimethyl: 1



3161 true 425 1340.6825 1339.6893 1 -10.53 129.5 27.83 24.7 (M:24.7) 1 1 0 K.MQVDQDEGVQK.S Dimethyl:2H(4): 1, 11

3162 true 3003 1340.684 1339.6823 1 -4.12 296.1 41.5 39.8 (M:39.8) 1 1 0 K.NFIAQGPYENR.T Dimethyl:2H(4): 1

3163 true 625 1340.7497 1339.7282 1 10.58 134.72 23.33 28.6 (M:28.6) 1 1 0 K.CLATGPGIAPTVR.T
Carbamidomethyl: 1; 
Dimethyl: 1

3164 true 2025 1340.7872 1339.8075 1 -20.6 277.73 37.17 39.7 (M:39.7) 1 1 1 R.KLVIIEGDLER.T Dimethyl: 1, 1



3165 false 2454 1340.8231 1339.7873 1 21.32 158.53 29.83 19.0 (M:19.0) 1 2 0 R.LQSLDALLEMK.S
Dimethyl:2H(4): 1, 11; 
Oxidation: 10

3166 true 2454 1340.8231 1339.7864 1 21.97 248.49 29.83 28.7 (M:28.7) 1 1 1 K.LPFPIIADKDR.E Dimethyl: 1, 9

3167 true 1084 1341.5612 1340.5667 1 -9.5 166 30.33 48.2 (M:48.2) 1 1 0 K.FSGDLDDQTCR.E
Carbamidomethyl: 10; 
Dimethyl: 1

3168 true 4667 1341.6329 1340.6435 1 -13.27 273.56 45 43.2 (M:43.2) 1 1 0 K.FEELNMDLFR.S Dimethyl: 1



3169 true 3368 1341.6903 1340.6874 1 -3.23 213.66 39.5 79.9 (M:79.9) 1 1 0 K.DVLSVAFSSDNR.Q Dimethyl:2H(4): 1

3170 true 1880 1341.6951 1340.6815 1 4.71 203.05 26.67 43.3 (M:43.3) 1 1 0 K.YLDPSFFQHR.I Dimethyl:2H(4): 1

3171 true 2371 1341.6992 1340.6926 1 -0.53 293.19 29 32.7 (M:32.7) 1 1 0 R.GYPTICYFEK.G
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 10

3172 true 574 1342.6047 1341.5983 1 -0.68 182.88 28.5 35.2 (M:35.2) 1 1 0 K.GCPEQDIENPR.G
Carbamidomethyl: 2; 
Dimethyl: 1



3173 true 1531 1342.6865 1341.6867 1 -5.58 208.47 41.5 17.5 (M:17.5) 1 1 0 R.YGEPSEVFINR.D Dimethyl:2H(4): 1

3174 true 2153 1342.7094 1341.6969 1 3.88 194.69 28.67 59.3 (M:59.3) 1 1 0 R.AAVFNPYTEFK.E Dimethyl: 1, 11

3175 true 1074 1342.7482 1341.7326 1 6.2 205.37 23.33 20.9 (M:20.9) 1 1 0 K.KPLMTAEVPER.T Oxidation: 4; Dimethyl: 1, 1

3176 true 2744 1342.7612 1341.7616 1 -5.72 840.5 35.83 18.3 (M:18.3) 1 1 0 R.AGVQSGTNAVLVVK.H



3177 true 3761 1342.7694 1341.769 1 -5.1 213.84 56.5 34.9 (M:34.9) 2 1 0 R.VLQDLVMDILR.V Dimethyl: 1

3178 true 2443 1342.7734 1341.7516 1 10.81 181.47 31.33 18.8 (M:18.8) 1 1 0 K.TVTAMDVVYALK.R Dimethyl:2H(4): 12

3179 true 3757 1342.7962 1341.7995 1 -7.88 251.77 46 67.8 (M:67.8) 1 1 0 R.STQAIFEILEK.S Dimethyl:2H(4): 1, 11

3180 true 1222 1343.6103 1342.619 1 -11.95 234.47 31 68.3 (M:68.3) 1 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1



3181 true 1222 1343.6103 1342.619 1 -11.95 234.47 31 68.3 (M:68.3) 1 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1

3182 true 3781 1343.6201 1342.6234 1 -7.85 276.24 44.17 22.5 (M:22.5) 1 1 0 R.DFSYNYFGFK.T Dimethyl: 1, 10

3183 true 357 1343.7034 1342.7031 1 -5.19 68.27 23 28.6 (M:28.6) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl:2H(4): 1

3184 true 357 1343.7034 1342.7031 1 -5.19 68.27 23 28.6 (M:28.6) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl:2H(4): 1



3185 true 1617 1343.7458 1342.7369 1 1.18 188.94 25.83 44.4 (M:44.4) 2 1 0 R.LVHFEPSMVPR.K Dimethyl:2H(4): 1

3186 true 1619 1343.747 1342.7195 1 15.02 82.62 25.17 59.7 (M:59.7) 1 1 0 R.MVNHFVEEFK.R Dimethyl:2H(4): 1, 10

3187 true 2218 1343.7472 1342.7497 1 -7.25 311.41 37.83 44.2 (M:44.2) 1 1 0 K.HALIIYDDLSK.Q Dimethyl: 1, 11

3188 true 2734 1343.7675 1342.7537 1 4.89 115.45 31.17 22.9 (M:22.9) 1 1 0 R.VFYYLVQDLK.C Dimethyl: 1, 10



3189 true 3869 1343.772 1342.7948 1 -22.4 292.45 44.67 32.9 (M:32.9) 1 1 0 R.QSSFALLGDLTK.A Dimethyl:2H(4): 1, 12

3190 true 709 1343.7723 1342.7696 1 -3.44 147.2 35.67 55.7 (M:55.7) 1 1 0 K.QDLPAPEEKPR.I Dimethyl:2H(4): 1, 9

3191 true 3260 1344.6537 1343.6448 1 1.17 274.8 52.33 27.6 (M:27.6) 1 1 0 K.DYAFIHFDER.D Dimethyl:2H(4): 1

3192 true 108 1344.6904 1343.6805 1 1.94 237.14 16 27.4 (M:27.4) 1 1 0 K.YICTSSAIQNR.F
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



3193 true 1067 1344.7268 1343.7434 1 -17.73 207.22 25.17 20.2 (M:20.2) 1 1 1 R.HWRMGIVSQAK.T Dimethyl:2H(4): 1

3194 true 600 1344.7594 1343.7533 1 -0.85 72.71 23.33 28.6 (M:28.6) 2 1 0 K.CLATGPGIAPTVR.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3195 true 1027 1345.5972 1344.5918 1 -1.36 211.67 30.33 46.5 (M:46.5) 1 1 0 K.FSGDLDDQTCR.E
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

3196 true 558 1345.6473 1344.6561 1 -11.96 280.9 28 20.0 (M:20.0) 1 1 0 K.DISTNYYASQK.K Dimethyl: 1, 11



3197 true 4628 1345.6578 1344.6686 1 -13.43 283.94 45 56.2 (M:56.2) 2 1 0 K.FEELNMDLFR.S Dimethyl:2H(4): 1

3198 true 409 1345.6802 1344.6826 1 -7.25 198.86 20 45.2 (M:45.2) 1 1 0 R.SYHEEFRPPK.E Dimethyl: 1, 10

3199 true 792 1345.7123 1344.705 1 0.02 207.32 22.17 31.1 (M:31.1) 1 66.72 1 1 K.LREDMAPYYK.E
Dimethyl:2H(4): 10; 
Dimethyl: 1

3200 true 1856 1345.7568 1344.7249 1 18.31 267.31 26.83 16.2 (M:16.2) 1 1 1 K.EVELKASETQR.S Dimethyl: 1, 5



3201 true 735 1345.7748 1344.7554 1 8.98 324.47 21.33 32.4 (M:32.4) 1 1 0 K.GFVEFAAKPPAR.K Dimethyl: 1, 8

3202 true 2321 1345.8478 1344.8291 1 8.51 237.42 28.83 51.1 (M:51.1) 1 1 0 K.AVPCLVEPVLGK.E
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 12

3203 true 542 1346.6304 1345.6234 1 -0.23 153.61 28.5 43.9 (M:43.9) 2 1 0 K.GCPEQDIENPR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

3204 true 231 1346.6564 1345.6677 1 -13.78 161.78 17.83 22.7 (M:22.7) 1 1 0 R.EANHNVSAPYGR.I Dimethyl:2H(4): 1



3205 true 2354 1346.6931 1345.699 1 -9.79 312.62 38.83 48.2 (M:48.2) 1 1 0 R.NPAILSAASFDGR.L Dimethyl: 1

3206 true 633 1346.7302 1345.7354 1 -9.28 110.32 22.17 48.8 (M:48.8) 1 1 0 K.IDSVLEGHPVPR.Q Dimethyl: 1

3207 true 1418 1346.7905 1345.7718 1 8.53 361.97 34.5 88.6 (M:88.6) 2 1 0 K.LDPHLVLDQLR.C Dimethyl: 1

3208 true 479 1346.8129 1345.8082 1 -1.88 230.74 17.83 77.2 (M:77.2) 1 1 0 K.KPAIDHAAVAAAK.Q Dimethyl: 1, 1, 13



3209 true 1052 1347.6493 1346.6394 1 1.9 201.75 38.17 17.4 (M:17.4) 1 1 0 R.GYFEYIEENK.Y Dimethyl: 1, 10

3210 true 1582 1347.6751 1346.6929 1 -18.59 163.42 32.67 32.4 (M:32.4) 1 1 0 R.ELISNSSDALDK.I Dimethyl: 1, 12

3211 true 2670 1347.7523 1346.7446 1 0.36 166.58 30.17 36.4 (M:36.4) 1 1 0 K.GPFTDVVTTNLK.L Dimethyl: 1, 12

3212 true 2675 1347.7661 1346.7496 1 6.81 152.89 30.33 41.9 (M:41.9) 1 1 0 R.LGLDSLSPFNPR.E Dimethyl:2H(4): 1



3213 true 1644 1347.7907 1346.7558 1 20.48 178.62 26.33 32.3 (M:32.3) 2 1 0 R.GAAGALLVYDITR.R Dimethyl: 1

3214 true 1355 1348.6859 1347.6932 1 -10.82 274.25 31.33 35.3 (M:35.3) 1 1 0 K.AADAEAEVASLNR.R Dimethyl:2H(4): 1

3215 true 2322 1348.7813 1347.789 1 -11.07 265.21 30.33 50.3 (M:50.3) 1 1 0 R.VYGTGALALYEK.A Dimethyl:2H(4): 1, 12

3216 true 2026 1348.8405 1347.8577 1 -18.17 301.92 37.17 73.9 (M:73.9) 1 1 1 R.KLVIIEGDLER.T Dimethyl:2H(4): 1, 1



3217 true 2828 1349.6861 1348.6959 1 -12.65 244.99 37.33 33.9 (M:33.9) 1 1 0 K.EGVECEVINLR.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

3218 true 310 1349.7356 1348.7602 1 -23.6 357.66 27.67 46.9 (M:46.9) 1 1 0 R.KPALPADEPAEK.A Dimethyl: 1, 1, 12

3219 true 157 1349.7402 1348.7301 1 2.12 216.67 22.17 65.2 (M:65.2) 2 1 1 K.LREDMAPYYK.E Dimethyl:2H(4): 1, 10

3220 true 2117 1349.7416 1348.7351 1 -0.59 328.25 37 35.5 (M:35.5) 2 1 0 K.VLATAFDTTLGGR.K Dimethyl: 1



3221 true 673 1349.751 1348.7401 1 2.67 269.86 23.33 51.0 (M:51.0) 2 1 0 R.NVNGVNYVSPVR.N Dimethyl:2H(4): 1

3222 false 3505 1349.7696 1348.7727 1 -7.69 294.96 43 15.7 (M:15.7) 1 4 1 R.NIKMPSPPSYK.V
Dimethyl:2H(4): 1; 
Dimethyl: 3, 11

3223 true 2355 1350.7181 1349.7241 1 -9.81 346.96 38.83 64.9 (M:64.9) 1 1 0 R.NPAILSAASFDGR.L Dimethyl:2H(4): 1

3224 true 473 1350.7197 1349.7442 1 -23.53 392.81 29 30.9 (M:30.9) 1 1 1 K.LLEQYKEESK.K Dimethyl: 1, 6, 10



3225 true 645 1350.7264 1349.7303 1 -8.3 161.24 20.5 16.7 (M:16.7) 1 1 0 R.GGLVHPSLQDSGK.K Dimethyl: 1, 13

3226 true 2979 1350.744 1349.7526 1 -11.76 191.36 31.83 22.6 (M:22.6) 1 1 1 R.IVEKSPMETIR.K
Dimethyl:2H(4): 4; 
Oxidation: 7

3227 true 135 1350.7457 1349.7163 1 16.43 431.77 26.83 18.3 (M:18.3) 1 1 1 K.EEAAVAKEQCK.Q

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1; 
Dimethyl: 7, 11

3228 true 2022 1350.7581 1349.7471 1 2.73 231.43 28.67 48.5 (M:48.5) 2 1 0 R.AAVFNPYTEFK.E Dimethyl:2H(4): 1, 11



3229 false 3570 1350.7667 1349.7595 1 -0.07 289.36 43.33 22.1 (M:22.1) 1 3 0 K.LFSGIVSDLFPK.I Dimethyl: 12

3230 true 1419 1350.815 1349.7969 1 8.03 344.31 34.5 91.7 (M:91.7) 2 1 0 K.LDPHLVLDQLR.C Dimethyl:2H(4): 1

3231 true 3347 1351.6895 1350.6758 1 4.8 329.79 52.67 17.8 (M:17.8) 1 1 0 R.LFYATFATDDR.K Dimethyl:2H(4): 1

3232 false 615 1351.6938 1350.6636 1 16.96 418.23 30.33 15.8 (M:15.8) 1 2 1 K.LDMECKNLTR.E
Carbamidomethyl: 5; 
Oxidation: 3; Dimethyl: 1, 6



3233 true 3682 1351.7051 1350.7081 1 -7.64 178.88 40.67 35.8 (M:35.8) 1 1 0 K.NVDEAIEFINR.R Dimethyl:2H(4): 1

3234 true 2026 1351.7391 1350.7268 1 3.73 301.37 36.67 22.0 (M:22.0) 1 1 0 K.NVFNMVVEVPR.W
Dimethyl:2H(4): 1; 
Oxidation: 5

3235 true 2154 1351.7548 1350.7507 1 -2.33 213.89 45.33 25.4 (M:25.4) 1 1 0 K.QDLPALEEKPR.N Dimethyl: 1, 9

3236 true 2154 1351.7548 1350.7507 1 -2.33 213.89 45.33 25.4 (M:25.4) 1 1 0 K.QDLPALEEKPR.N Dimethyl: 1, 9



3237 true 2219 1351.7934 1350.7999 1 -10.16 342.02 37.83 76.8 (M:76.8) 1 1 0 K.HALIIYDDLSK.Q Dimethyl:2H(4): 1, 11

3238 true 1645 1351.8219 1350.7809 1 24.95 144.71 26.33 65.1 (M:65.1) 3 1 0 R.GAAGALLVYDITR.R Dimethyl:2H(4): 1

3239 true 2870 1352.6849 1351.6628 1 10.91 215.67 50.5 23.1 (M:23.1) 1 1 0 K.FLEMCDGLLAR.V
Carbamidomethyl: 5; 
Dimethyl: 1

3240 true 1094 1352.6881 1351.6823 1 -1.03 225.14 23.67 41.8 (M:41.8) 1 1 0 K.SFNTFVHTDPR.N Dimethyl:2H(4): 1



3241 false 3346 1352.7359 1351.717 1 8.64 309.36 44 15.8 (M:15.8) 2 6 0 R.LTLSMSVAVEFR.D

3242 false 3307 1352.7521 1351.7472 1 -1.73 213.13 37.83 15.2 (M:15.2) 1 3 1 K.IWDVSSGKCLK.T

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1; 
Dimethyl: 11

3243 true 2920 1352.7575 1351.7388 1 8.45 185.45 31.5 21.2 (M:21.2) 1 1 0 K.DSIYGPIGIYVK.T Dimethyl: 12

3244 true 797 1353.7068 1352.7064 1 -5.05 270.02 31.83 54.7 (M:54.7) 1 1 0 K.DISTNYYASQK.K Dimethyl:2H(4): 1, 11



3245 true 1053 1353.7286 1352.7238 1 -1.79 192.76 38.67 30.4 (M:30.4) 1 1 0 K.STQLIDNEVFR.A Dimethyl:2H(4): 1

3246 true 411 1353.7307 1352.7328 1 -6.93 189.43 20 40.8 (M:40.8) 1 1 0 R.SYHEEFRPPK.E Dimethyl:2H(4): 1, 10

3247 true 1944 1353.75 1352.7602 1 -12.88 252.69 37 26.4 (M:26.4) 1 1 0 K.VLATAFDTTLGGR.K Dimethyl:2H(4): 1

3248 true 2853 1353.7716 1352.7523 1 8.87 189.8 30.83 18.4 (M:18.4) 1 1 1 K.LQEMESAVKSK.Y
Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 9, 11



3249 true 736 1353.821 1352.8056 1 6.02 301.08 21.33 46.7 (M:46.7) 1 1 0 K.GFVEFAAKPPAR.K Dimethyl:2H(4): 1, 8

3250 true 2375 1354.6428 1353.6503 1 -10.9 230.23 36 67.3 (M:67.3) 1 1 0 R.FDDGALDPGYPR.D Dimethyl:2H(4): 1

3251 true 2489 1354.6853 1353.6503 1 20.44 327.47 38.5 50.8 (M:50.8) 1 1 0 K.QYDSFTFTASR.N Dimethyl:2H(4): 1

3252 true 1183 1354.7496 1353.7343 1 5.96 293.82 22.67 18.9 (M:18.9) 1 1 0 R.VSFAYPTRPER.L Dimethyl:2H(4): 1



3253 true 1953 1354.7699 1353.7769 1 -10.51 160.19 26.17 49.4 (M:49.4) 2 1 0 R.NVLLVNQHYAK.I Dimethyl: 1, 11

3254 true 1581 1354.795 1353.7868 1 0.74 330.42 34.33 20.1 (M:20.1) 1 1 1 R.LPIDKEEVSLR.R Dimethyl: 1, 5

3255 true 2422 1355.7196 1354.7133 1 -0.68 216.9 28.17 41.0 (M:41.0) 1 1 0 R.YVSASPGGVYATK.A Dimethyl: 1, 13

3256 true 1673 1355.728 1354.7431 1 -16.55 230.37 32.5 69.1 (M:69.1) 1 1 0 R.ELISNSSDALDK.I Dimethyl:2H(4): 1, 12



3257 true 165 1355.7352 1354.7217 1 4.64 375.89 18.33 43.6 (M:43.6) 1 1 0 K.VLQSEFCTAIR.E
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3258 true 2671 1355.788 1354.7948 1 -10.38 236.9 30.17 37.5 (M:37.5) 1 1 0 K.GPFTDVVTTNLK.L Dimethyl:2H(4): 1, 12

3259 true 870 1355.7907 1354.7696 1 10.14 311.58 32.33 59.9 (M:59.9) 1 1 1 K.FKGDIANEEIR.E Dimethyl:2H(4): 1, 2

3260 true 790 1355.7996 1354.7932 1 -0.66 339.44 22.17 69.9 (M:69.9) 3 1 0 K.VLQATVVAVGSGAR.G Dimethyl: 1



3261 true 1622 1355.8019 1354.7643 1 22.43 183.36 26.67 57.1 (M:57.1) 1 1 0 K.AELGSVALPAIMR.T Dimethyl: 1

3262 true 1684 1355.8069 1354.7973 1 1.73 174.7 31.17 31.8 (M:31.8) 1 1 0 K.NFVPGINLVQAK.K Dimethyl: 1, 12

3263 true 924 1355.8862 1354.8614 1 12.95 165.17 25.33 32.5 (M:32.5) 1 1 0 K.DSSGKPFPAIIK.E Dimethyl:2H(4): 1, 5, 12

3264 true 2148 1356.6302 1355.6357 1 -9.46 265.9 34.67 36.1 (M:36.1) 1 1 0 R.AFEDSYIQAER.A Dimethyl: 1



3265 true 3071 1356.7129 1355.6834 1 16.37 280.66 40.67 42.6 (M:42.6) 1 1 0 K.SHPVDDFVGLSR.L Dimethyl: 1

3266 false 2547 1356.7769 1355.7499 1 14.5 334.34 39.5 16.8 (M:16.8) 1 2 1 K.LFEGGKGSVFQR.V Dimethyl:2H(4): 1

3267 true 112 1357.6858 1356.6898 1 -8.32 253.06 17 25.9 (M:25.9) 1 1 0 R.HTDPLHQQTPR.I Dimethyl: 1

3268 true 1266 1357.7414 1356.715 1 14.07 216.89 23.33 16.4 (M:16.4) 1 1 0 R.WALSQSNPSALR.E Dimethyl: 1



3269 true 2574 1357.8011 1356.7952 1 -0.95 321.25 31.67 57.4 (M:57.4) 3 1 0 K.VMVQPINLIFR.Y Dimethyl: 1

3270 true 1812 1358.6732 1357.6452 1 15.24 172.57 33.17 25.6 (M:25.6) 1 1 0 K.YGGDDIPSSPYR.I Dimethyl:2H(4): 1

3271 true 1897 1358.6799 1357.6838 1 -8.21 217.18 43.5 18.0 (M:18.0) 1 1 0 R.GATQQILDEAER.S Dimethyl: 1

3272 true 1728 1358.7415 1357.7304 1 2.78 171.29 26.17 52.7 (M:52.7) 2 1 0 K.ADFCIIHYAGK.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 11



3273 true 3294 1358.7758 1357.7639 1 3.42 150.37 36.83 34.0 (M:34.0) 3 1 1 K.DALEKVDLMLR.Q Dimethyl: 1, 5

3274 false 3150 1358.7761 1357.7639 1 3.61 239.42 37.83 23.6 (M:23.6) 1 5 1 R.IVEKSPMETIR.K Dimethyl: 1, 4

3275 true 2641 1358.7849 1357.7465 1 22.9 292.38 32 41.8 (M:41.8) 3 1 0 K.TVTAMDVVYALK.R
Dimethyl:2H(4): 12; 
Oxidation: 5

3276 false 3179 1358.8358 1357.8523 1 -17.47 176.43 34.33 15.2 (M:15.2) 1 2 0 M.SSILPFTPPIVK.R
Dimethyl:2H(4): 12; 
Dimethyl: 1



3277 true 507 1358.8901 1357.8835 1 -0.47 415.91 18 49.9 (M:49.9) 2 1 0 K.KPAIDHAAVAAAK.Q Dimethyl:2H(4): 1, 1, 13

3278 true 427 1359.6365 1358.6314 1 -1.57 176.82 27.83 49.4 (M:49.4) 1 1 0 R.QLEEAEEEAQR.A Dimethyl: 1

3279 true 3422 1359.7638 1358.7666 1 -7.37 170.78 36.33 56.9 (M:56.9) 1 1 0 K.ALLCMLLGGVEK.V
Carbamidomethyl: 4; 
Dimethyl: 1, 12

3280 true 1823 1359.8049 1358.7894 1 6.04 245.09 26.67 66.0 (M:66.0) 1 1 0 K.AELGSVALPAIMR.T Dimethyl:2H(4): 1



3281 false 2156 1359.8083 1358.8173 1 -12.03 211.31 45.33 16.4 (M:16.4) 1 3 1 R.EYLKNLPLLTK.Y Dimethyl: 11

3282 true 2156 1359.8083 1358.8009 1 0.03 283.32 45.33 56.2 (M:56.2) 1 1 0 K.QDLPALEEKPR.N Dimethyl:2H(4): 1, 9

3283 true 2156 1359.8083 1358.8009 1 0.03 283.32 45.33 56.2 (M:56.2) 1 1 0 K.QDLPALEEKPR.N Dimethyl:2H(4): 1, 9

3284 true 626 1359.8244 1358.8184 1 -0.88 345.76 22.17 69.8 (M:69.8) 3 1 0 K.VLQATVVAVGSGAR.G Dimethyl:2H(4): 1



3285 false 626 1359.8244 1358.8145 1 1.95 312.11 22.17 16.6 (M:16.6) 1 4 1 K.DEVLKIMPVQK.Q
Dimethyl:2H(4): 5; 
Dimethyl: 11

3286 true 1223 1360.6464 1359.6592 1 -14.78 190.5 32.33 45.3 (M:45.3) 1 1 0 M.SDKPDMAEIEK.F Acetyl: 1; Dimethyl: 3, 11

3287 true 2110 1360.6575 1359.6609 1 -7.81 239.77 34.67 53.0 (M:53.0) 1 1 0 R.AFEDSYIQAER.A Dimethyl:2H(4): 1

3288 true 1518 1360.7433 1359.7398 1 -2.82 147.53 25 21.6 (M:21.6) 1 1 0 K.FLIPNASQAESK.V Dimethyl: 1, 12



3289 true 806 1360.7724 1359.7663 1 -0.89 267.46 22.67 35.4 (M:35.4) 2 1 0 R.FVFDRPLPVSR.L Dimethyl: 1

3290 true 2575 1360.7923 1359.8014 1 -12.02 307.1 32.33 23.0 (M:23.0) 1 1 1 K.LEPVYTELGKK.Y Dimethyl: 1, 10, 11

3291 true 1257 1360.8167 1359.7962 1 9.75 44.4 24 41.4 (M:41.4) 1 1 0 K.GPLQQQAADQIK.K Dimethyl:2H(4): 1, 12

3292 true 3369 1360.8375 1359.8577 1 -20.22 269.83 44 75.3 (M:75.3) 1 1 0 R.NIPGITLLDVNK.L Dimethyl:2H(4): 1, 12



3293 true 2121 1361.7249 1360.7248 1 -5.29 228.91 45.17 36.1 (M:36.1) 1 1 0 R.GEGGILINSQGER.F Dimethyl:2H(4): 1

3294 true 3311 1361.7735 1360.7788 1 -9.3 294.36 32.67 67.5 (M:67.5) 2 1 1 K.AVIFCLSPDKK.C
Carbamidomethyl: 5; 
Dimethyl: 1, 10, 11

3295 true 2614 1361.8093 1360.7813 1 15.16 97.12 30 16.7 (M:16.7) 1 1 1 K.SESEIVSSKVLK.S Dimethyl: 9, 12

3296 true 2229 1361.8094 1360.7715 1 22.56 194.47 28.5 35.0 (M:35.0) 1 1 0 K.LFVTNDAATILR.E Dimethyl: 1



3297 true 2927 1361.8103 1360.8203 1 -12.67 356.92 31.67 28.7 (M:28.7) 1 1 0 K.VMVQPINLIFR.Y Dimethyl:2H(4): 1

3298 true 311 1361.8236 1360.8355 1 -14.11 292.29 27.67 42.6 (M:42.6) 1 1 0 R.KPALPADEPAEK.A Dimethyl:2H(4): 1, 1, 12

3299 true 53 1361.8746 1360.8468 1 15.09 372.46 15.5 45.3 (M:45.3) 1 1 1 R.GKDGEIHPVSVK.V Dimethyl:2H(4): 1, 2, 12

3300 true 2875 1362.6407 1361.6497 1 -11.91 242.86 37.5 44.0 (M:44.0) 1 1 0 K.DLMVGDEASELR.S Dimethyl: 1



3301 true 573 1362.6589 1361.67 1 -13.49 102.41 21.67 19.7 (M:19.7) 1 1 0 R.DPHLACVAYER.G
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3302 true 281 1362.6632 1361.6575 1 -1.19 214.29 33.33 20.3 (M:20.3) 1 1 0 K.IYIDSNNNPER.F Dimethyl: 1

3303 true 5682 1362.6739 1361.6939 1 -20.04 361.07 50.17 50.0 (M:50.0) 1 1 0 M.ASALEQFVNSVR.Q Acetyl: 1

3304 true 983 1362.6987 1361.684 1 5.42 98.04 22.83 22.6 (M:22.6) 1 1 0 K.HGPVNFLHEER.T Dimethyl: 1



3305 false 4541 1362.7159 1361.729 1 -14.94 230.07 53.33 16.1 (M:16.1) 1 3 1 K.LSSEDKETIEK.A Dimethyl: 1, 6, 11

3306 true 2430 1362.766 1361.7303 1 20.87 389.64 38.33 67.8 (M:67.8) 2 1 0 K.SVLQGGALDGVYR.L Dimethyl: 1

3307 true 3054 1362.7675 1361.7377 1 16.53 270.5 31.5 17.0 (M:17.0) 1 1 0 R.LLYMAIDGVAPR.A Oxidation: 4; Dimethyl: 1

3308 true 2727 1362.7867 1361.789 1 -7.08 196.16 32.5 22.6 (M:22.6) 1 1 1 K.DALEKVDLMLR.Q
Dimethyl:2H(4): 5; 
Dimethyl: 1



3309 true 2323 1362.8141 1361.8031 1 2.71 292.83 29 51.8 (M:51.8) 1 1 0 K.AGVAPLEVVVAGPR.G Dimethyl: 1

3310 true 382 1363.6577 1362.6565 1 -4.47 200.63 27.83 67.0 (M:67.0) 1 1 0 R.QLEEAEEEAQR.A Dimethyl:2H(4): 1

3311 true 905 1363.6885 1362.6707 1 7.69 184.91 38.33 63.3 (M:63.3) 1 1 0 R.YALYDASFETK.E Dimethyl: 1, 11

3312 false 165 1363.7433 1362.7479 1 -8.68 149.82 21.33 18.5 (M:18.5) 1 58.44 2 1 R.ELCEKAIEVGR.E

Carbamidomethyl: 3; 
Dimethyl:2H(4): 5; 
Dimethyl: 1



3313 true 165 1363.7433 1362.7078 1 20.72 175.33 21.33 53.3 (M:53.3) 1 1 0 R.NMSVIAHVDHGK.S Dimethyl: 1, 12

3314 true 807 1363.7476 1362.7435 1 -2.32 272.5 25.33 65.5 (M:65.5) 3 1 1 R.KESYSIYVYK.V Dimethyl: 1, 1, 10

3315 false 2573 1363.7668 1362.7908 1 -22.92 123.6 29.83 15.8 (M:15.8) 1 9 0 K.QEDSVVLSSIVK.G
Dimethyl:2H(4): 1; 
Dimethyl: 12

3316 true 1729 1363.8601 1362.8475 1 3.91 227.98 31.17 29.3 (M:29.3) 1 1 0 K.NFVPGINLVQAK.K Dimethyl:2H(4): 1, 12



3317 true 2782 1363.8731 1362.8726 1 -4.99 64.94 33.17 26.9 (M:26.9) 1 1 0 R.GLFIIDPNGIIK.H Dimethyl:2H(4): 1, 12

3318 true 2009 1364.6449 1363.6408 1 -2.38 280.89 44.5 22.6 (M:22.6) 1 1 0 K.FYEEVHDLER.K Dimethyl: 1

3319 true 2872 1364.6732 1363.6628 1 2.26 291.96 51 69.5 (M:69.5) 1 1 0 R.MLDMGFEPQIR.K Dimethyl: 1

3320 true 2872 1364.6732 1363.6628 1 2.26 291.96 51 69.5 (M:69.5) 1 1 0 R.MLDMGFEPQIR.K Dimethyl: 1



3321 true 2872 1364.6732 1363.6628 1 2.26 291.96 51 69.5 (M:69.5) 1 1 0 R.MLDMGFEPQIR.R Dimethyl: 1

3322 false 3674 1364.7227 1363.7203 1 -3.6 340.12 43.83 17.1 (M:17.1) 1 2 0 R.VALDMTTLTIMR.Y

3323 true 1172 1364.7261 1363.746 1 -19.92 229.12 39.17 21.1 (M:21.1) 1 1 0 R.IGGNEGIDVPIPR.F Dimethyl: 1

3324 true 3448 1364.7353 1363.75 1 -16.12 227.21 39.67 36.7 (M:36.7) 1 1 0 R.DPPVFIPAPVER.Y Dimethyl: 1



3325 true 870 1364.7492 1363.746 1 -2.99 196.45 24 20.1 (M:20.1) 1 1 1 K.RISGLIYEETR.G Dimethyl: 1

3326 false 3047 1364.7572 1363.7683 1 -13.43 373.76 42 20.8 (M:20.8) 1 4 1 K.NLKEMQSPLTK.K
Dimethyl:2H(4): 1; 
Oxidation: 5; Dimethyl: 11

3327 false 223 1364.7741 1363.75 1 12.32 236.68 20.83 15.6 (M:15.6) 1 50 5 1 K.KDGISYLHFTK.K Dimethyl: 1, 11

3328 true 3014 1364.7825 1363.7914 1 -11.9 344.11 32.33 26.1 (M:26.1) 2 1 0 R.FVFDRPLPVSR.L Dimethyl:2H(4): 1



3329 true 652 1364.8159 1363.7823 1 19.27 201.82 22.67 45.3 (M:45.3) 1 1 0 R.QAILGIHNEVSK.I Dimethyl: 1, 12

3330 true 3294 1365.6602 1364.6765 1 -17.28 349.94 43.67 54.4 (M:54.4) 2 1 0 K.DLGYIYFYQR.I Dimethyl: 1

3331 true 87 1365.761 1364.725 1 21.05 225.5 20.17 17.4 (M:17.4) 1 1 1 K.LREDMAPYYK.E
Dimethyl:2H(4): 1, 10; 
Oxidation: 5

3332 true 2268 1366.6067 1365.6235 1 -17.61 229.78 35.17 54.6 (M:54.6) 1 1 0 K.DYEEIGPSICR.H
Carbamidomethyl: 10; 
Dimethyl: 1



3333 true 1760 1366.6393 1365.6347 1 -1.97 276.08 43.33 37.4 (M:37.4) 1 1 0 K.GISQEQMNEFR.A Dimethyl: 1

3334 true 2829 1366.6633 1365.6748 1 -13.72 270.21 37.5 16.2 (M:16.2) 1 1 0 K.DLMVGDEASELR.S Dimethyl:2H(4): 1

3335 true 203 1366.6925 1365.6826 1 1.87 163.74 33.33 20.4 (M:20.4) 1 1 0 K.IYIDSNNNPER.F Dimethyl:2H(4): 1

3336 false 3545 1366.7216 1365.7041 1 7.5 192.31 50.17 20.6 (M:20.6) 3 2 1 K.ERYPTFVDALR.D



3337 false 3644 1366.728 1365.7541 1 -24.42 203.49 45.5 17.5 (M:17.5) 3 5 1 K.LSSEDKETIEK.A
Dimethyl:2H(4): 6; 
Dimethyl: 1, 11

3338 true 4461 1366.7486 1365.7578 1 -12.02 278.47 52.5 101.2 (M:101.2) 10 1 0 K.TVTAMDVVYALK.R Dimethyl: 1, 12

3339 true 808 1366.7529 1365.7445 1 0.81 285.4 21.83 46.1 (M:46.1) 2 1 1 K.KAPDFVFYAPR.L Dimethyl: 1, 1

3340 false 1312 1366.7705 1365.7541 1 6.66 223.3 23.83 15.1 (M:15.1) 1 3 1 K.LSSEDKETIEK.A
Dimethyl:2H(4): 11; 
Dimethyl: 1, 6



3341 true 1734 1366.7793 1365.7439 1 20.57 131.02 25.83 43.2 (M:43.2) 2 1 0 K.GCDVVVIPAGVPR.K
Carbamidomethyl: 2; 
Dimethyl: 1

3342 true 2431 1366.7851 1365.7554 1 16.41 267.79 38.33 55.3 (M:55.3) 1 1 0 K.SVLQGGALDGVYR.L Dimethyl:2H(4): 1

3343 false 3180 1366.8189 1365.8141 1 -1.84 92.37 34.33 20.4 (M:20.4) 1 2 1 K.DALEKVDLMLR.Q Dimethyl:2H(4): 1, 5

3344 true 5237 1366.8216 1365.8207 1 -4.63 274.7 47.33 32.2 (M:32.2) 1 1 0 R.SLDLDSIIAEVK.A Dimethyl:2H(4): 1, 12



3345 true 5237 1366.8216 1365.8207 1 -4.63 274.7 47.33 32.2 (M:32.2) 1 1 0 R.SLDLDSIIAEVK.A Dimethyl:2H(4): 1, 12

3346 true 1860 1366.8357 1365.8282 1 0.15 320.11 29 64.0 (M:64.0) 2 1 0 K.AGVAPLEVVVAGPR.G Dimethyl:2H(4): 1

3347 true 1962 1367.7469 1366.7391 1 0.37 259.7 27 33.2 (M:33.2) 1 1 0 K.GLQHILTEICR.L
Carbamidomethyl: 10; 
Dimethyl: 1

3348 true 4378 1367.7588 1366.7624 1 -7.96 324.45 47.17 64.0 (M:64.0) 1 1 0 R.FYSLLDPSYAK.N Dimethyl:2H(4): 1, 11



3349 false 1905 1367.7975 1366.782 1 5.97 258.43 27.5 18.4 (M:18.4) 1 68.73 3 1 R.GKDIGKPLETGPK.G Dimethyl: 1

3350 true 1585 1367.8055 1366.7871 1 8.18 396.85 34.5 60.5 (M:60.5) 1 1 0 R.HLVLIAQEEGAR.Y Dimethyl:2H(4): 1

3351 true 2051 1367.8305 1366.7973 1 18.99 312.49 29.83 81.7 (M:81.7) 1 1 0 K.VHLVGIDIFNGK.K Dimethyl: 1, 12

3352 true 2024 1367.8412 1366.8184 1 11.38 246.65 27.67 73.9 (M:73.9) 2 1 0 R.IASLILNTPELR.K Dimethyl: 1



3353 false 2024 1367.8412 1366.8548 1 -15.22 202.12 27.67 15.9 (M:15.9) 1 4 1 R.VGNAKIPLSSGIK.Q Dimethyl: 1, 5, 13

3354 true 1279 1368.5856 1367.5742 1 3.03 437.69 32.83 81.1 (M:81.1) 1 1 0 R.DYSDHPSGGSYR.D Dimethyl: 1

3355 true 1959 1368.6701 1367.6659 1 -2.24 303.69 44.5 34.4 (M:34.4) 1 1 0 K.FYEEVHDLER.K Dimethyl:2H(4): 1

3356 true 1585 1368.6929 1367.7094 1 -17.36 256.61 32.33 73.3 (M:73.3) 1 1 0 M.SDKPDMAEIEK.F
Dimethyl:2H(4): 3, 11; 
Acetyl: 1



3357 false 3783 1368.6993 1367.7169 1 -18.17 282.55 45.33 16.3 (M:16.3) 1 2 0 K.LHDPDGMGIIPR.I
Dimethyl:2H(4): 1; 
Oxidation: 7

3358 false 3783 1368.6993 1367.6916 1 0.31 317.02 45.33 15.5 (M:15.5) 1 3 0 K.LYMVSDASGSMK.L
Dimethyl:2H(4): 1, 12; 
Oxidation: 11

3359 true 2770 1368.7058 1367.6879 1 7.7 317.89 51 50.2 (M:50.2) 1 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1

3360 true 2770 1368.7058 1367.6879 1 7.7 317.89 51 50.2 (M:50.2) 1 1 0 R.MLDMGFEPQIR.R Dimethyl:2H(4): 1



3361 true 2770 1368.7058 1367.6879 1 7.7 317.89 51 50.2 (M:50.2) 1 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1

3362 true 2736 1368.7245 1367.6874 1 21.83 214.06 31.5 44.2 (M:44.2) 2 1 0 K.YSFLQFDPAPR.R Dimethyl: 1

3363 true 1519 1368.7829 1367.79 1 -10.54 166.23 24.83 42.2 (M:42.2) 1 1 0 K.FLIPNASQAESK.V Dimethyl:2H(4): 1, 12

3364 true 2959 1368.7954 1367.7853 1 2.02 92.7 36.5 39.6 (M:39.6) 1 1 0 K.NYLSLAPLFFK.L Dimethyl: 1, 11



3365 true 3295 1369.6852 1368.7016 1 -17.28 362.64 43.67 20.3 (M:20.3) 1 1 0 K.DLGYIYFYQR.I Dimethyl:2H(4): 1

3366 true 109 1369.7019 1368.6898 1 3.5 311.5 16.17 90.6 (M:90.6) 3 1 0
R.FGQGGAGPVGGQGPR.
G Dimethyl: 1

3367 false 3468 1369.7224 1368.6997 1 11.23 419.77 42.67 17.9 (M:17.9) 1 3 0 K.EVSPAQQPASISR.R

3368 true 2474 1369.768 1368.7653 1 -3.32 279.81 33.83 82.7 (M:82.7) 3 1 0 K.TSFFQALGITTK.I Dimethyl: 1, 12



3369 false 2978 1369.7716 1368.7915 1 -19.84 314.04 31.83 17.8 (M:17.8) 1 50 2 1 R.KSGDYVITLGTR.F
Dimethyl:2H(4): 1; 
Dimethyl: 1

3370 false 2501 1369.7988 1368.8138 1 -16.28 272.91 29.83 15.1 (M:15.1) 1 3 0 K.AIAVTVQEMVTK.S
Dimethyl:2H(4): 1, 12; 
Oxidation: 9

3371 true 2223 1370.6396 1369.6486 1 -11.88 246.04 35.17 44.5 (M:44.5) 1 1 0 K.DYEEIGPSICR.H
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

3372 true 1091 1370.705 1369.6853 1 9.08 217.61 28.5 34.3 (M:34.3) 2 1 0 R.CSFGYPFPLVR.R
Carbamidomethyl: 1; 
Dimethyl: 1



3373 true 1334 1370.7617 1369.7515 1 2.11 136.06 24.17 39.9 (M:39.9) 1 1 0 R.YVDIAIPCNNK.G
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11

3374 true 1439 1370.7856 1369.7969 1 -13.55 283.07 27.83 58.0 (M:58.0) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl: 1, 12

3375 true 1439 1370.7856 1369.7969 1 -13.55 283.07 27.83 58.0 (M:58.0) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl: 1, 12

3376 true 2767 1370.8042 1369.769 1 20.42 322.14 31.17 74.4 (M:74.4) 3 1 0 K.GCDVVVIPAGVPR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



3377 true 458 1371.6375 1370.6475 1 -12.61 193.92 28.83 61.3 (M:61.3) 1 1 0 K.EAMEDGEIDGNK.V Dimethyl:2H(4): 1, 12

3378 true 1055 1371.7277 1370.7209 1 -0.38 232.37 38.33 76.8 (M:76.8) 1 1 0 R.YALYDASFETK.E Dimethyl:2H(4): 1, 11

3379 true 1717 1371.7356 1370.7306 1 -1.73 331.89 27.5 60.1 (M:60.1) 1 1 0 R.DNTINLIHTFR.D Dimethyl: 1

3380 true 1029 1371.7549 1370.7278 1 14.41 132.2 23.33 33.4 (M:33.4) 1 1 0 R.LLIDADNCLHR.L
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



3381 true 2763 1371.7578 1370.7414 1 6.64 358.43 31.17 22.8 (M:22.8) 1 50 1 1 R.KCEPIIMTVPR.K
Carbamidomethyl: 2; 
Dimethyl: 1

3382 true 1964 1371.7622 1370.7642 1 -6.79 242.8 27 36.0 (M:36.0) 1 1 0 K.GLQHILTEICR.L
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

3383 true 351 1371.7867 1370.758 1 15.62 262.99 21.33 90.2 (M:90.2) 1 1 0 R.NMSVIAHVDHGK.S Dimethyl:2H(4): 1, 12

3384 false 1650 1371.8066 1370.7922 1 5.23 341.07 25.17 19.0 (M:19.0) 1 6 0 R.FDNLRPLIVEK.M Dimethyl: 11



3385 true 1650 1371.8066 1370.7972 1 1.55 327.59 25.17 41.2 (M:41.2) 1 1 1 K.RVDLVQPPYPR.S Dimethyl:2H(4): 1

3386 false 1824 1371.8682 1370.8799 1 -13.79 145.61 27.67 21.8 (M:21.8) 1 74.91 3 1 R.VGNAKIPLSSGIK.Q
Dimethyl:2H(4): 5; 
Dimethyl: 1, 13

3387 true 1824 1371.8682 1370.8435 1 12.73 209.99 27.67 60.0 (M:60.0) 2 1 0 R.IASLILNTPELR.K Dimethyl:2H(4): 1

3388 true 1295 1372.611 1371.5993 1 3.23 324.25 32.83 46.0 (M:46.0) 1 1 0 R.DYSDHPSGGSYR.D Dimethyl:2H(4): 1



3389 true 2737 1372.7215 1371.7125 1 1.22 189.57 30.67 45.4 (M:45.4) 2 1 0 K.YSFLQFDPAPR.R Dimethyl:2H(4): 1

3390 true 1662 1372.7326 1371.7486 1 -16.93 242.05 42.17 27.2 (M:27.2) 1 1 0 K.GTEFTVNDLQGK.T Dimethyl:2H(4): 1, 12

3391 true 267 1372.7455 1371.742 1 -2.77 505.02 16.33 58.3 (M:58.3) 1 1 0 K.AYQQQVVANCK.T
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 11

3392 true 334 1372.7564 1371.7623 1 -9.59 196.58 18.83 54.3 (M:54.3) 1 1 0 K.EAQLHAAQAHLK.L Dimethyl: 1, 12



3393 true 995 1372.7602 1371.751 1 1.33 240.41 22.17 25.2 (M:25.2) 1 1 0 R.AYTAISGVPAPAAR.A Dimethyl: 1

3394 true 929 1372.7752 1371.7526 1 11.18 223.8 22.83 32.8 (M:32.8) 1 1 0 R.VEYYPTTGGPPK.Q Dimethyl:2H(4): 1, 12

3395 false 3604 1372.8563 1371.8388 1 7.45 215.36 34.5 15.9 (M:15.9) 1 5 1 K.EIVDLVLDRIR.K Dimethyl:2H(4): 1

3396 true 653 1372.8659 1371.8326 1 19 198.4 22.67 44.8 (M:44.8) 1 1 0 R.QAILGIHNEVSK.I Dimethyl:2H(4): 1, 12



3397 true 3297 1373.7223 1372.7384 1 -17.03 328.45 44.5 67.1 (M:67.1) 1 1 0 R.GNSIIMLEALER.V Dimethyl: 1

3398 true 110 1373.7276 1372.715 1 3.93 335.53 16.33 97.7 (M:97.7) 3 1 0
R.FGQGGAGPVGGQGPR.
G Dimethyl:2H(4): 1

3399 true 1943 1373.7634 1372.7289 1 19.81 115.15 26.67 15.1 (M:15.1) 1 1 0 K.QETFYTAIVNR.T Dimethyl:2H(4): 1

3400 true 3784 1373.7696 1372.7788 1 -12.04 336.04 44.17 41.9 (M:41.9) 1 1 0 R.FLMDLINQVPK.I Dimethyl: 1, 11



3401 true 1836 1373.7863 1372.7497 1 21.38 726.68 26.5 15.9 (M:15.9) 1 1 1 R.QRLEMNLGLQK.I Oxidation: 5; Dimethyl: 11

3402 true 690 1374.7413 1373.7303 1 2.68 192.4 22 28.3 (M:28.3) 1 75.3 1 1 K.ADVVPKTAENFR.A Dimethyl: 6

3403 true 3459 1374.7914 1373.7588 1 18.4 96.34 46.5 26.6 (M:26.6) 1 1 1 K.DALEKVDLMLR.Q Oxidation: 9; Dimethyl: 1, 5

3404 true 2570 1374.797 1373.8031 1 -9.72 325.55 39.67 38.0 (M:38.0) 1 1 0 K.HLLLVDPEGVVR.T Dimethyl: 1



3405 true 744 1374.7985 1373.7947 1 -2.57 322.61 21.83 79.1 (M:79.1) 1 1 1 K.KAPDFVFYAPR.L Dimethyl:2H(4): 1, 1

3406 true 3348 1374.8007 1373.808 1 -10.6 342.68 43.83 76.6 (M:76.6) 6 1 0 K.TVTAMDVVYALK.R Dimethyl:2H(4): 1, 12

3407 true 3603 1374.9139 1373.8734 1 24.18 252.09 37.67 70.5 (M:70.5) 1 1 0 R.GGPNIITLADIVK.D Dimethyl:2H(4): 1, 13

3408 true 1479 1375.6514 1374.6537 1 -6.91 319.07 24.33 32.7 (M:32.7) 2 1 0 K.NMSVHLSPCFR.D
Carbamidomethyl: 9; 
Dimethyl: 1



3409 false 2507 1375.7043 1374.7215 1 -17.85 184.15 36.33 16.0 (M:16.0) 1 2 1 K.NNQSKSANSTLR.L Dimethyl: 1, 5

3410 false 2159 1375.7239 1374.7177 1 -0.76 268.97 28 16.3 (M:16.3) 1 4 1 -.MVLSAADKNNVK.G
Acetyl: 1; Oxidation: 1; 
Dimethyl: 12

3411 true 4310 1375.737 1374.7556 1 -18.8 265.85 43.5 33.1 (M:33.1) 1 1 0 R.DMVDVYLETVK.A Dimethyl:2H(4): 1, 11

3412 true 1718 1375.7608 1374.7558 1 -1.63 297.61 27.5 35.8 (M:35.8) 1 1 0 R.DNTINLIHTFR.D Dimethyl:2H(4): 1



3413 false 1718 1375.7608 1374.7217 1 23.1 311.1 27.5 16.2 (M:16.2) 1 2 1 K.VKIFEEMDHK.A
Oxidation: 7; Dimethyl: 1, 2, 
10

3414 true 3115 1375.7655 1374.7581 1 0.11 255.34 31.83 40.8 (M:40.8) 3 1 0 R.IMNTFSVVPSPK.V Dimethyl: 1, 12

3415 true 3115 1375.7655 1374.7581 1 0.11 255.34 31.83 40.8 (M:40.8) 3 1 0 R.IMNTFSVVPSPK.V Dimethyl: 1, 12

3416 true 3115 1375.7655 1374.7581 1 0.11 255.34 31.83 40.8 (M:40.8) 3 1 0 R.IMNTFSVVPSPK.V Dimethyl: 1, 12



3417 true 616 1375.8211 1374.8148 1 -0.73 237.09 34.83 83.3 (M:83.3) 1 1 1 R.YLAEVAAGDDKK.G Dimethyl:2H(4): 1, 11, 12

3418 true 1752 1375.8228 1374.8188 1 -2.39 314.57 25.33 39.7 (M:39.7) 1 1 1 R.KESYSIYVYK.V Dimethyl:2H(4): 1, 1, 10

3419 true 2241 1375.8791 1374.8475 1 17.7 344.92 29.83 88.2 (M:88.2) 1 1 0 K.VHLVGIDIFNGK.K Dimethyl:2H(4): 1, 12

3420 true 1628 1376.6463 1375.6541 1 -10.99 221.33 32.33 20.4 (M:20.4) 1 1 0 M.SDKPDMAEIEK.F
Acetyl: 1; Oxidation: 6; 
Dimethyl: 3, 11



3421 true 1173 1376.668 1375.6831 1 -16.24 147.81 30.67 39.5 (M:39.5) 1 1 0 K.VVTDTDETELAR.Q Dimethyl: 1

3422 true 2220 1376.6984 1375.6884 1 1.91 344.19 38 38.5 (M:38.5) 1 1 0 K.HFSVEGQLEFR.A Dimethyl: 1

3423 true 3604 1376.835 1375.7991 1 20.75 152.33 37.83 44.7 (M:44.7) 1 1 0 K.LPDVYGVFQFK.V Dimethyl:2H(4): 1, 11

3424 true 1150 1377.6151 1376.6143 1 -4.69 281.77 31.33 28.7 (M:28.7) 1 1 0 R.IHCDTFASGGER.S
Carbamidomethyl: 3; 
Dimethyl: 1



3425 true 951 1377.6986 1376.6936 1 -1.63 206.02 37.17 35.3 (M:35.3) 1 1 1 R.NAEQFKDQADK.A Dimethyl: 1, 6, 11

3426 true 40 1377.7176 1376.6775 1 23.82 256.87 20 15.1 (M:15.1) 1 1 0 K.YFLHQSHEER.E Dimethyl:2H(4): 1

3427 true 2042 1377.7188 1376.701 1 7.68 210.63 34.33 15.6 (M:15.6) 1 1 0 K.ADDGTPFVQMIK.D Dimethyl: 1, 12

3428 true 1455 1377.7337 1376.7551 1 -20.84 318.3 43.33 29.8 (M:29.8) 1 1 1 K.GVDVKFSIEDLK.A Dimethyl: 12



3429 false 1455 1377.7337 1376.7551 1 -20.84 319.5 43.33 21.1 (M:21.1) 1 3 1 K.QVYVDKLEDLK.K Dimethyl: 11

3430 true 3245 1377.7419 1376.7635 1 -21.02 338.87 44.5 73.0 (M:73.0) 1 1 0 R.GNSIIMLEALER.V Dimethyl:2H(4): 1

3431 false 3785 1377.7466 1376.7057 1 24.44 245 44.33 15.2 (M:15.2) 1 4 1 R.GEVLRLCFPMR.L Carbamidomethyl: 7

3432 true 3785 1377.7466 1376.7452 1 -4.26 248.83 44.33 30.4 (M:30.4) 1 1 0 K.VLGTAFDPFLGGR.N Dimethyl: 1



3433 false 3785 1377.7466 1376.7147 1 17.89 200.76 44.33 20.9 (M:20.9) 1 2 1 K.GTAEEISSKTGNK.V Dimethyl: 9, 13

3434 true 2230 1377.7779 1376.7374 1 24.16 329.62 29.83 90.6 (M:90.6) 1 1 0 K.GAFTGEISPAMIK.D Dimethyl: 1, 13

3435 true 3724 1377.8235 1376.8155 1 0.48 144.76 41.17 65.8 (M:65.8) 3 1 0 K.TSFFQALGITTK.I Dimethyl:2H(4): 1, 12

3436 true 1356 1378.6559 1377.6624 1 -9.94 212.85 31.67 100.2 (M:100.2) 1 1 0 R.GLSEDTTEETLR.E Dimethyl: 1



3437 true 1961 1378.6631 1377.6565 1 -0.47 248.87 44.33 54.6 (M:54.6) 1 1 0 K.FYEEVHELER.K Dimethyl: 1

3438 true 1808 1378.8441 1377.8472 1 -7.47 364.4 27.83 92.4 (M:92.4) 2 1 0 R.EHALLAYTLGVK.Q Dimethyl:2H(4): 1, 12

3439 true 1808 1378.8441 1377.8472 1 -7.47 364.4 27.83 92.4 (M:92.4) 2 1 0 R.EHALLAYTLGVK.Q Dimethyl:2H(4): 1, 12

3440 true 1808 1379.7155 1378.7027 1 3.98 273.57 29.83 39.4 (M:39.4) 1 1 0 R.CSVLAAANSVFGR.W
Carbamidomethyl: 1; 
Dimethyl: 1



3441 true 2873 1379.7234 1378.7071 1 6.58 263.26 50.83 51.7 (M:51.7) 1 1 0 K.YFDAAVTEYLR.K Dimethyl:2H(4): 1

3442 false 4072 1379.7347 1378.7497 1 -16.11 330.76 46.67 15.1 (M:15.1) 1 5 1 K.QFAPEYEKIAK.T Dimethyl: 1, 11

3443 true 4072 1379.7347 1378.7279 1 -0.32 290.01 46.67 51.4 (M:51.4) 1 1 0 K.CVSIQYLEAIR.R
Carbamidomethyl: 1; 
Dimethyl: 1

3444 true 2572 1379.7971 1378.7932 1 -2.51 376.14 40 96.8 (M:96.8) 1 1 0 K.NQAGLAPVIDVVR.S Dimethyl: 1



3445 false 861 1379.8462 1378.8184 1 14.87 261.31 24.83 21.2 (M:21.2) 1 3 0 K.QIGENLIVPGGVK.T Dimethyl: 1, 13

3446 true 1123 1380.6908 1379.7082 1 -17.9 211.61 30.67 21.4 (M:21.4) 1 1 0 K.VVTDTDETELAR.Q Dimethyl:2H(4): 1

3447 true 722 1380.7141 1379.7045 1 1.71 371.27 30.67 101.3 (M:101.3) 1 1 0 K.NDHPGLSIGDTAK.K Dimethyl: 1, 13

3448 true 2182 1380.7177 1379.7136 1 -2.29 409.49 38 29.9 (M:29.9) 1 1 0 K.HFSVEGQLEFR.A Dimethyl:2H(4): 1



3449 false 1688 1380.7539 1379.766 1 -14.07 262.11 42.5 18.5 (M:18.5) 1 3 1 R.AAQLESSKSFTK.S Dimethyl: 1, 8, 12

3450 true 1698 1381.7083 1380.7071 1 -4.45 357.22 24.67 105.6 (M:105.6) 2 1 0 R.IIYGGSVTGGNCK.E
Carbamidomethyl: 12; 
Dimethyl: 1, 13

3451 true 1529 1381.7568 1380.7402 1 6.81 407.62 34.67 60.1 (M:60.1) 1 1 0 R.FIDTSQFILNR.L Dimethyl: 1

3452 true 1809 1381.7764 1380.7625 1 4.81 350.11 28 18.4 (M:18.4) 1 1 0 K.GAFTGEISPAMIK.D
Dimethyl:2H(4): 1; 
Dimethyl: 13



3453 true 2363 1381.8032 1380.7911 1 3.43 368.69 31.83 48.4 (M:48.4) 4 1 0 K.LVILANNCPALR.K
Carbamidomethyl: 8; 
Dimethyl: 1

3454 false 2322 1381.804 1380.8228 1 -18.86 137.41 28.83 17.6 (M:17.6) 1 3 1 K.LKKPPTDEEIK.E Dimethyl: 2, 3, 11

3455 false 746 1381.8149 1380.7837 1 17.31 408.64 27.33 18.8 (M:18.8) 1 7 1 R.DIQSLPRNAALR.K Dimethyl: 1

3456 false 746 1381.8149 1380.7915 1 11.72 402 27.33 18.5 (M:18.5) 1 8 1 K.QPTPPSEPAAAKK.K
Dimethyl:2H(4): 1; 
Dimethyl: 12



3457 true 746 1381.8149 1380.8089 1 -0.89 389.68 27.33 74.6 (M:74.6) 7 1 0 R.DNIQGITKPAIR.R Dimethyl: 1, 8

3458 false 537 1381.8159 1380.7915 1 12.43 348.71 22.33 17.5 (M:17.5) 1 7 1 K.NLDNIKNTYAK.L
Dimethyl:2H(4): 6; 
Dimethyl: 1, 11

3459 false 1238 1381.8205 1380.8089 1 3.15 418.85 23.67 15.2 (M:15.2) 1 7 1 K.NILDNKPAANKK.S Dimethyl: 1, 12

3460 false 1238 1381.8205 1380.8453 1 -23.18 358.44 23.67 17.5 (M:17.5) 1 3 1 K.DLVVKAQVLAGGR.G Dimethyl: 1, 5



3461 true 1400 1382.6701 1381.6875 1 -17.84 193.69 31.67 86.2 (M:86.2) 1 1 0 R.GLSEDTTEETLR.E Dimethyl:2H(4): 1

3462 true 1962 1382.6916 1381.6816 1 1.97 249.26 44.33 45.3 (M:45.3) 1 1 0 K.FYEEVHELER.K Dimethyl:2H(4): 1

3463 false 2931 1382.6935 1381.7062 1 -14.49 316.9 31.17 15.1 (M:15.1) 1 3 1 K.GVRGDPGSPGASGLR.G

3464 true 2335 1382.7254 1381.7359 1 -12.86 293.36 37.83 27.4 (M:27.4) 1 90.83 1 1 K.CSKPANMKSAGK.V

Carbamidomethyl: 1; 
Dimethyl:2H(4): 3; 
Oxidation: 7; Dimethyl: 1, 12



3465 false 1346 1382.7421 1381.7438 1 -6.51 114.29 25.17 20.7 (M:20.7) 2 4 1 K.IGSGRGMVSAYPR.Q Dimethyl:2H(4): 1

3466 true 3403 1382.748 1381.7527 1 -8.63 275.48 43.83 67.2 (M:67.2) 11 1 0 K.TVTAMDVVYALK.R Oxidation: 5; Dimethyl: 1, 12

3467 false 3403 1382.748 1381.7606 1 -14.32 275.58 43.83 27.5 (M:27.5) 6 3 0 R.TPSFSSILYALR.V Dimethyl: 1

3468 false 3403 1382.748 1381.7425 1 -1.25 250.33 43.83 21.2 (M:21.2) 7 38.74 6 1 K.AKDEQSAVSMLK.K
Dimethyl:2H(4): 1; 
Oxidation: 10; Dimethyl: 12



3469 false 2856 1382.7664 1381.7425 1 12.07 165.13 31.83 25.9 (M:25.9) 7 85.65 2 1 K.AKDEQSAVSMLK.K
Dimethyl:2H(4): 2; 
Oxidation: 10; Dimethyl: 12

3470 true 2903 1382.8033 1381.7929 1 2.27 252.85 50.33 45.2 (M:45.2) 1 1 0 K.LVAIVDVIDQNR.A Dimethyl: 1

3471 false 3182 1382.82 1381.8091 1 2.67 132.39 34.33 17.0 (M:17.0) 1 6 1 K.DALEKVDLMLR.Q
Dimethyl:2H(4): 1, 5; 
Oxidation: 9

3472 false 3349 1383.7274 1382.7166 1 2.58 323.13 42.67 20.2 (M:20.2) 1 2 1 R.VADEKAACNFVK.S
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



3473 true 3349 1383.7274 1382.7268 1 -4.8 366.36 42.67 80.7 (M:80.7) 1 1 0 R.FVFSLVDAMNGK.E Dimethyl: 1, 12

3474 true 1540 1383.7407 1382.7278 1 4.02 261.6 30.67 16.4 (M:16.4) 1 1 0 R.CSVLAAANSVFGR.W
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3475 true 4102 1383.7523 1382.753 1 -5.74 294.39 46.67 46.3 (M:46.3) 1 1 0 K.CVSIQYLEAIR.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3476 true 2323 1383.8066 1382.8261 1 -19.32 264.97 46.17 63.8 (M:63.8) 1 1 0 R.SQFEGIVADLIK.R Dimethyl:2H(4): 1, 12



3477 true 2495 1383.8219 1382.8184 1 -2.69 401.1 40 97.2 (M:97.2) 2 1 0 K.NQAGLAPVIDVVR.S Dimethyl:2H(4): 1

3478 false 2495 1383.8219 1382.8224 1 -5.6 378.46 40 17.5 (M:17.5) 1 6 0 R.LLPPAPPAVYSAR.A Dimethyl:2H(4): 1

3479 false 2495 1383.8219 1382.8184 1 -2.69 388.84 40 22.4 (M:22.4) 1 4 1 K.NPPINTKNQAVK.D
Dimethyl:2H(4): 1; 
Dimethyl: 12

3480 true 2830 1384.6402 1383.6468 1 -10.01 242.78 37.5 27.0 (M:27.0) 1 1 0 R.DASGDAYSEFMK.A Dimethyl:2H(4): 1, 12



3481 true 1151 1384.6544 1383.667 1 -14.42 363.41 31.5 60.6 (M:60.6) 1 1 0 R.ADTQTYQPYNK.D Dimethyl: 1, 11

3482 true 1589 1384.6901 1383.7043 1 -15.55 317.71 32.33 65.5 (M:65.5) 2 1 0 M.SDKPDMAEIEK.F
Dimethyl:2H(4): 3, 11; 
Acetyl: 1; Oxidation: 6

3483 true 397 1384.6975 1383.6944 1 -3.03 229.34 17.17 18.3 (M:18.3) 1 1 0 K.YTQSNSVCYAK.D
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11

3484 true 434 1384.7204 1383.7034 1 7.01 190.35 21.5 21.6 (M:21.6) 1 1 0 R.INVYYNEATGGK.Y Dimethyl: 1, 12



3485 true 4357 1384.7505 1383.7722 1 -20.92 355.64 44.67 16.7 (M:16.7) 1 1 1 K.AIEQLKEQAAAGK.Q Dimethyl: 13

3486 true 2118 1384.7643 1383.7544 1 1.87 400.22 37 78.7 (M:78.7) 1 1 0 K.NLVVAPGMSAELR.C Dimethyl: 1

3487 true 771 1384.7709 1383.7638 1 -0.12 139.08 22.83 33.1 (M:33.1) 1 1 0 K.LEHEYIQNFK.V Dimethyl:2H(4): 1, 10

3488 false 2511 1384.7759 1383.774 1 -3.87 149.34 29.83 16.5 (M:16.5) 1 2 0 R.YVWLVYEQPK.Q
Dimethyl:2H(4): 10; 
Dimethyl: 1



3489 true 2511 1384.7759 1383.7438 1 17.93 172.02 29.83 30.5 (M:30.5) 1 1 0 K.YAALYQPLFDK.R Dimethyl: 1, 11

3490 true 2511 1384.7759 1383.7438 1 17.93 172.02 29.83 30.5 (M:30.5) 1 1 0 K.YAALYQPLFDK.R Dimethyl: 1, 11

3491 true 3517 1385.7269 1384.7512 1 -22.8 215.3 40.17 19.9 (M:19.9) 1 1 0 K.ADDGTPFVQMIK.D Dimethyl:2H(4): 1, 12

3492 true 1422 1385.7782 1384.7653 1 4.11 327.58 34.67 47.5 (M:47.5) 1 1 0 R.FIDTSQFILNR.L Dimethyl:2H(4): 1



3493 true 1899 1385.8234 1384.8162 1 -0.11 282.17 31.83 56.1 (M:56.1) 2 1 0 K.LVILANNCPALR.K
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

3494 false 159 1385.8235 1384.834 1 -12.83 200.35 20.17 21.3 (M:21.3) 1 23.98 2 0 R.DNIQGITKPAIR.R
Dimethyl:2H(4): 8; 
Dimethyl: 1

3495 true 2070 1385.8252 1384.7876 1 21.88 264.21 29.83 100.0 (M:100.0) 2 1 0 K.GAFTGEISPAMIK.D Dimethyl:2H(4): 1, 13

3496 true 1243 1385.8277 1384.8078 1 9.09 292.23 30.67 45.8 (M:45.8) 2 1 0 K.QYPISLVLAPTR.E Dimethyl: 1



3497 true 2763 1385.8341 1384.834 1 -5.21 286.65 39.33 36.7 (M:36.7) 2 1 0 R.DNIQGITKPAIR.R
Dimethyl:2H(4): 1; 
Dimethyl: 8

3498 false 2763 1385.8341 1384.8592 1 -23.36 263.95 39.33 15.7 (M:15.7) 1 3 1 K.DNAALKVTLPQK.V
Dimethyl:2H(4): 1; 
Dimethyl: 6, 12

3499 true 1350 1386.7686 1385.7667 1 -3.85 345.41 24 59.2 (M:59.2) 4 1 0 K.YGINPGPIVATTR.K Dimethyl: 1

3500 true 1204 1386.7722 1385.7565 1 6.07 340.69 33 56.1 (M:56.1) 1 1 0 R.NQLQVITNDPGR.V Dimethyl:2H(4): 1



3501 true 2676 1386.7786 1385.7667 1 3.32 221.46 30.5 52.7 (M:52.7) 2 1 0 R.ASGQAFELILGPR.S Dimethyl: 1

3502 true 1454 1386.8119 1385.7878 1 12.09 247.72 26.5 15.6 (M:15.6) 1 1 1 R.VNVELSTNVQKK.G Dimethyl: 12

3503 true 2904 1386.8285 1385.818 1 2.29 321.45 50.33 32.2 (M:32.2) 1 1 0 K.LVAIVDVIDQNR.A Dimethyl:2H(4): 1

3504 false 1056 1387.6996 1386.7103 1 -12.94 356.28 42.17 26.7 (M:26.7) 1 69.61 2 1 R.EKLQESASGTGPR.M Dimethyl: 2



3505 true 1056 1387.6996 1386.6925 1 -0.14 306.34 42.17 93.0 (M:93.0) 2 1 0 K.VNVAECGAEALAR.L
Carbamidomethyl: 6; 
Dimethyl: 1

3506 true 447 1387.7328 1386.7289 1 -2.46 259.1 22.5 52.4 (M:52.4) 1 1 0 R.NTGIICTIGPASR.S
Carbamidomethyl: 6; 
Dimethyl: 1

3507 true 2480 1387.8389 1386.8458 1 -10.26 213.92 29.17 17.4 (M:17.4) 1 1 1 K.LGALPMEEVKLK.M
Dimethyl:2H(4): 10; 
Dimethyl: 1

3508 false 91 1387.8496 1386.8082 1 24.54 230.84 20.17 16.1 (M:16.1) 1 2 1 R.KISGTTALQEALK.E Dimethyl: 13



3509 true 91 1387.8496 1386.8748 1 -23.43 207.12 20.17 16.4 (M:16.4) 1 1 1 R.VKNASDAVGVVLK.E
Dimethyl:2H(4): 1; 
Dimethyl: 2, 13

3510 false 578 1387.8526 1386.8272 1 13.06 328.85 22.33 24.7 (M:24.7) 3 88.7 2 1 K.LIPDSIGKDIEK.A
Dimethyl:2H(4): 1; 
Dimethyl: 12

3511 false 2233 1387.8543 1386.8384 1 6.21 401.44 27.33 15.8 (M:15.8) 1 5 0 R.LQTQASATVAIPK.E
Dimethyl:2H(4): 1; 
Dimethyl: 13

3512 true 105 1388.6788 1387.6884 1 -12.17 378.6 26.5 77.6 (M:77.6) 1 1 0 K.NFYVEHPEVAR.L Dimethyl: 1



3513 true 3370 1388.7008 1387.6955 1 -1.46 218.99 39.5 22.0 (M:22.0) 1 1 0 R.SAFDTDVITMTR.F Dimethyl:2H(4): 1

3514 true 4480 1388.7396 1387.7195 1 9.22 319.04 44 40.2 (M:40.2) 1 1 0 R.EGDVLTLLESER.E Dimethyl: 1

3515 true 2119 1388.7874 1387.7795 1 0.46 343.91 37 61.0 (M:61.0) 1 1 0 K.NLVVAPGMSAELR.C Dimethyl:2H(4): 1

3516 true 5376 1389.6663 1388.6758 1 -12.09 354.22 48.5 75.0 (M:75.0) 1 1 0 M.AAMEGPLAVFGER.T Acetyl: 1



3517 true 3513 1389.7114 1388.7334 1 -21.06 295.55 44.5 25.3 (M:25.3) 1 1 0 R.GNSIIMLEALER.V Oxidation: 6; Dimethyl: 1

3518 true 1493 1389.7478 1388.7156 1 17.92 218.7 40.83 18.9 (M:18.9) 1 1 0 R.LALDVMACEVLR.V Carbamidomethyl: 8

3519 true 1099 1389.7498 1388.7452 1 -1.98 199.29 23.67 31.0 (M:31.0) 1 1 0 R.LYHDIAQQAFK.F Dimethyl: 1, 11

3520 true 1184 1389.7625 1388.7412 1 10.11 138.16 23.83 78.5 (M:78.5) 2 1 0 R.IQTQPGYANTLR.Q Dimethyl: 1



3521 true 952 1389.7775 1388.7689 1 0.95 225.39 37.17 20.8 (M:20.8) 1 1 1 R.NAEQFKDQADK.A Dimethyl:2H(4): 1, 6, 11

3522 true 3407 1389.8122 1388.8068 1 -1.32 320.84 36.5 60.6 (M:60.6) 1 1 0 K.LPLTEFPLYLR.L Dimethyl: 1

3523 true 1993 1389.8405 1388.8329 1 0.23 312.56 30.67 39.6 (M:39.6) 1 1 0 K.QYPISLVLAPTR.E Dimethyl:2H(4): 1

3524 true 538 1389.8696 1388.8591 1 2.32 242.11 22.33 70.2 (M:70.2) 4 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 1, 8



3525 false 1414 1389.8721 1388.8541 1 7.72 338.95 23.67 22.0 (M:22.0) 1 4 0 K.AAIVNISSIGGSIK.E
Dimethyl:2H(4): 1; 
Dimethyl: 14

3526 false 1414 1389.8721 1388.8905 1 -18.46 308.72 23.67 15.6 (M:15.6) 1 9 1 R.AVKTVISTAGNLK.K
Dimethyl:2H(4): 1; 
Dimethyl: 3, 13

3527 true 1404 1390.7922 1389.7918 1 -4.94 307.68 24 39.4 (M:39.4) 1 1 0 K.YGINPGPIVATTR.K Dimethyl:2H(4): 1

3528 false 3676 1390.7942 1389.8129 1 -18.7 289.43 43.83 18.0 (M:18.0) 1 2 1 K.NNSAEVTLKNLK.E
Dimethyl:2H(4): 9; 
Dimethyl: 12



3529 true 3034 1390.812 1389.8029 1 1.28 187.4 31.67 43.3 (M:43.3) 5 1 0 K.TVTAMDVVYALK.R
Dimethyl:2H(4): 1, 12; 
Oxidation: 5

3530 true 2103 1390.8295 1389.8384 1 -11.65 278.99 31.67 28.9 (M:28.9) 2 1 0 K.LKPDGLIFYLR.E Dimethyl: 1, 2

3531 true 2343 1391.597 1390.619 1 -21.09 234.03 35.67 22.0 (M:22.0) 1 1 0 K.YTGEDFDEDLR.T Dimethyl:2H(4): 1

3532 true 3186 1391.7341 1390.7279 1 -0.78 233.28 32 20.7 (M:20.7) 1 1 0 K.LNISFPATGCQK.L
Carbamidomethyl: 10; 
Dimethyl: 1, 12



3533 false 2003 1391.7413 1390.7354 1 -1.03 183.26 34.33 21.8 (M:21.8) 2 2 1 R.EKLQESASGTGPR.M Dimethyl:2H(4): 2

3534 true 1103 1391.7487 1390.7456 1 -3.03 250.22 43.17 84.3 (M:84.3) 3 1 1 R.EIAQDFKTDLR.F Dimethyl: 1, 7

3535 false 1103 1391.7487 1390.7606 1 -13.77 235.17 43.17 21.1 (M:21.1) 2 9 0 K.VIDPSTASSVDLR.D Dimethyl:2H(4): 1

3536 false 1561 1391.7593 1390.7354 1 11.94 244.37 25 17.3 (M:17.3) 1 56.98 2 1 R.EKLQESASGTGPR.M Dimethyl:2H(4): 1



3537 true 223 1391.7676 1390.754 1 4.48 235.79 22.5 94.5 (M:94.5) 3 1 0 R.NTGIICTIGPASR.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3538 true 3199 1391.7737 1390.777 1 -7.58 330.76 42.67 76.4 (M:76.4) 1 1 0 R.FVFSLVDAMNGK.E Dimethyl:2H(4): 1, 12

3539 true 1423 1391.7852 1390.7932 1 -10.99 330.46 36.17 36.0 (M:36.0) 1 1 0 R.QHVEQLVELIR.R Dimethyl: 1

3540 true 583 1392.6922 1391.6906 1 -4.02 288.53 18.67 43.6 (M:43.6) 2 1 0
R.SVQAGNPGGPGGPGGR.
G Dimethyl: 1



3541 true 1174 1392.6998 1391.7173 1 -17.78 368.98 31.5 16.4 (M:16.4) 1 1 0 R.ADTQTYQPYNK.D Dimethyl:2H(4): 1, 11

3542 true 106 1392.7074 1391.7136 1 -9.67 408.51 26.5 61.6 (M:61.6) 1 1 0 K.NFYVEHPEVAR.L Dimethyl:2H(4): 1

3543 true 2870 1392.7456 1391.7231 1 10.92 345.15 39.83 32.8 (M:32.8) 1 1 0 K.QLVAEQVMYQR.N Dimethyl: 1

3544 false 2496 1392.7581 1391.7409 1 7.15 252.88 48.83 18.9 (M:18.9) 1 7 1 R.DIRAQYESIAAK.N Dimethyl: 12



3545 true 2496 1392.7581 1391.7449 1 4.26 266.5 48.83 99.0 (M:99.0) 1 1 0 R.LFLDEFQSIPR.I Dimethyl: 1

3546 true 4440 1392.761 1391.7446 1 6.6 362.65 44 46.5 (M:46.5) 1 1 0 R.EGDVLTLLESER.E Dimethyl:2H(4): 1

3547 false 4440 1392.761 1391.7493 1 3.22 301.15 44 17.2 (M:17.2) 1 6 1 K.TPSDIVTCVRGR.G
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

3548 true 2513 1392.8111 1391.7941 1 7.01 188.03 29.67 60.8 (M:60.8) 1 1 0 K.YAALYQPLFDK.R Dimethyl:2H(4): 1, 11



3549 true 2513 1392.8111 1391.7941 1 7.01 188.03 29.67 60.8 (M:60.8) 1 1 0 K.YAALYQPLFDK.R Dimethyl:2H(4): 1, 11

3550 true 433 1393.6739 1392.6634 1 2.33 245.2 34 27.1 (M:27.1) 1 1 0 R.SQYEQLAEQNR.K Dimethyl: 1

3551 true 1278 1393.7802 1392.7663 1 4.71 358.39 23.83 54.3 (M:54.3) 2 1 0 R.IQTQPGYANTLR.Q Dimethyl:2H(4): 1

3552 false 1278 1393.7802 1392.7659 1 5.05 325.02 23.83 16.9 (M:16.9) 1 5 0 R.LPLMECVQVTK.D

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; 
Oxidation: 4; Dimethyl: 11



3553 true 3722 1393.8017 1392.7839 1 7.51 303.76 35 17.1 (M:17.1) 1 1 0 R.VVVCNLYPFVK.T
Carbamidomethyl: 4; 
Dimethyl: 1, 11

3554 true 3455 1393.8462 1392.8319 1 5.08 269.23 36.5 50.1 (M:50.1) 1 1 0 K.LPLTEFPLYLR.L Dimethyl:2H(4): 1

3555 true 2817 1393.8666 1392.8792 1 -14.22 365.27 30.67 100.4 (M:100.4) 1 1 0 K.AAIVNISSIGGSIK.E Dimethyl:2H(4): 1, 14

3556 true 3843 1394.7109 1393.7064 1 -2.01 378.83 44.67 36.8 (M:36.8) 1 1 0 K.NPFYSLEMPIR.C Dimethyl: 1



3557 true 1107 1394.7569 1393.7314 1 13.1 303.99 25.33 57.9 (M:57.9) 1 1 0 K.NPDSALSSIVHAR.R Dimethyl: 1

3558 true 3518 1395.6316 1394.6289 1 -3.25 247.28 40 42.5 (M:42.5) 1 1 0 K.CDPVFDFGTGPR.N
Carbamidomethyl: 1; 
Dimethyl: 1

3559 true 1739 1395.7791 1394.7707 1 0.8 310.88 43.33 36.5 (M:36.5) 1 98.49 1 1 R.EIAQDFKTDLR.F
Dimethyl:2H(4): 1; 
Dimethyl: 7

3560 true 1876 1395.8115 1394.8184 1 -10.16 347.25 36.17 54.4 (M:54.4) 1 1 0 R.QHVEQLVELIR.R Dimethyl:2H(4): 1



3561 true 2948 1396.7031 1395.6857 1 7.26 298.92 50.83 59.7 (M:59.7) 1 1 0 R.YLLEQDFPGMR.I Dimethyl: 1

3562 true 282 1396.7147 1395.7122 1 -3.4 229.25 33.33 15.5 (M:15.5) 1 1 0 K.HQEGEIFDTEK.E Dimethyl:2H(4): 1, 11

3563 true 365 1396.724 1395.7157 1 0.78 283.33 17.5 25.3 (M:25.3) 1 1 0
R.SVQAGNPGGPGGPGGR.
G Dimethyl:2H(4): 1

3564 true 2112 1396.7328 1395.7217 1 2.68 178.71 35.33 19.2 (M:19.2) 1 1 0 K.GILAADESVGSMAK.R
Dimethyl:2H(4): 1; 
Oxidation: 12



3565 true 1178 1396.7474 1395.7231 1 12.19 273.28 23.83 64.2 (M:64.2) 1 1 0 R.CLALATHDNPPR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3566 true 1462 1396.7492 1395.7482 1 -4.49 175.57 24.67 19.5 (M:19.5) 1 1 0 K.QLVAEQVMYQR.N Dimethyl:2H(4): 1

3567 true 1812 1396.7735 1395.7544 1 8.47 319.8 29.17 61.7 (M:61.7) 5 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl: 1

3568 true 1812 1396.7735 1395.7544 1 8.47 319.8 29.17 61.7 (M:61.7) 5 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl: 1



3569 false 1689 1396.7792 1395.7834 1 -8.23 264.72 42.17 16.6 (M:16.6) 1 3 1 K.VGVEAKQPNSAIR.K Dimethyl: 6

3570 true 1547 1397.6683 1396.6772 1 -11.63 241.16 32 33.1 (M:33.1) 1 1 0 K.EEAQAEIEQYR.L Dimethyl:2H(4): 1

3571 true 434 1397.6948 1396.6885 1 -0.65 232.54 34 44.7 (M:44.7) 1 1 0 R.SQYEQLAEQNR.K Dimethyl:2H(4): 1

3572 true 3987 1397.7858 1396.7755 1 2.2 103.44 36.33 45.3 (M:45.3) 2 1 1 K.GSFKYAWVLDK.L Dimethyl: 1, 4, 11



3573 true 3987 1397.7858 1396.7755 1 2.2 103.44 36.33 45.3 (M:45.3) 2 1 1 K.GSFKYAWVLDK.L Dimethyl: 1, 4, 11

3574 false 1581 1397.7947 1396.7686 1 13.48 354.16 43.33 19.9 (M:19.9) 1 3 1 R.EVSPTAMAIFRK.L
Dimethyl:2H(4): 12; 
Oxidation: 7

3575 true 1054 1397.7969 1396.7954 1 -4.2 197.47 23.67 27.8 (M:27.8) 1 1 0 R.LYHDIAQQAFK.F Dimethyl:2H(4): 1, 11

3576 false 1054 1397.7969 1396.8115 1 -15.71 116.94 23.67 16.2 (M:16.2) 1 2 1 R.LSYEKQDTLLK.L
Dimethyl:2H(4): 1; 
Dimethyl: 11



3577 true 649 1398.6367 1397.6217 1 5.52 207.55 29 20.4 (M:20.4) 1 1 0 K.ATEDVCQDCIR.L
Carbamidomethyl: 6, 9; 
Dimethyl:2H(4): 1

3578 true 2642 1398.6737 1397.6939 1 -19.66 398.92 40.5 38.8 (M:38.8) 1 1 0 R.NLDLSTFYQNR.A Dimethyl: 1

3579 true 1108 1398.7896 1397.7565 1 18.45 242.47 25.33 41.9 (M:41.9) 1 1 0 K.NPDSALSSIVHAR.R Dimethyl:2H(4): 1

3580 true 1648 1398.9285 1397.9098 1 8.18 175.15 25.67 57.9 (M:57.9) 1 1 0 R.GLLPQLLGVAPEK.A Dimethyl:2H(4): 1, 13



3581 true 3519 1399.6646 1398.654 1 2.39 243.95 40 35.4 (M:35.4) 1 1 0 K.CDPVFDFGTGPR.N
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3582 true 4838 1399.7394 1398.7467 1 -10.44 228.5 45.5 22.1 (M:22.1) 1 1 1 K.AQNGERELTTPK.L Dimethyl: 1, 12

3583 true 3187 1399.7952 1398.7781 1 7.05 347.28 32 67.5 (M:67.5) 1 1 0 K.LNISFPATGCQK.L
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12

3584 true 995 1399.7962 1398.8032 1 -10.24 274.01 22.33 19.6 (M:19.6) 1 1 0 R.IMNTFSVVPSPK.V
Dimethyl:2H(4): 1, 12; 
Oxidation: 2



3585 false 995 1399.7962 1398.8207 1 -22.69 198.66 22.33 17.5 (M:17.5) 1 50 2 1 R.KCQLPADVLAPK.K

Carbamidomethyl: 2; 
Dimethyl:2H(4): 12; 
Dimethyl: 1

3586 true 995 1399.7962 1398.8032 1 -10.24 274.01 22.33 19.6 (M:19.6) 1 1 0 R.IMNTFSVVPSPK.V
Dimethyl:2H(4): 1, 12; 
Oxidation: 2

3587 true 995 1399.7962 1398.8032 1 -10.24 274.01 22.33 19.6 (M:19.6) 1 1 0 R.IMNTFSVVPSPK.V
Dimethyl:2H(4): 1, 12; 
Oxidation: 2

3588 true 559 1400.6895 1399.6844 1 -1.58 303.09 28.33 86.4 (M:86.4) 1 1 0 K.TIHFVEGGDAGNR.E Dimethyl: 1



3589 true 2905 1400.7256 1399.7108 1 5.38 293.98 50.83 30.9 (M:30.9) 1 1 0 R.YLLEQDFPGMR.I Dimethyl:2H(4): 1

3590 true 1590 1400.7266 1399.7435 1 -17.23 203.73 32.33 87.1 (M:87.1) 1 1 0 R.DLYDQGGEQAIK.E Dimethyl:2H(4): 1, 12

3591 true 88 1400.7759 1399.747 1 15.48 135.9 16 15.2 (M:15.2) 1 1 0 K.NNRPSEGPLQTR.L Dimethyl:2H(4): 1

3592 false 2574 1400.7862 1399.7711 1 5.57 289.97 47.83 17.7 (M:17.7) 1 2 0 K.FLELLEPLNER.K Dimethyl: 1



3593 true 2118 1400.8065 1399.7795 1 14.06 335.45 29.17 44.4 (M:44.4) 4 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3594 true 2118 1400.8065 1399.7795 1 14.06 335.45 29.17 44.4 (M:44.4) 4 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3595 true 1134 1400.8167 1399.8187 1 -6.64 279.24 24.83 47.2 (M:47.2) 3 1 0 R.TFIAIKPDGVQR.G Dimethyl: 1, 6

3596 true 1709 1401.6325 1400.6345 1 -6.6 386.15 36 58.9 (M:58.9) 1 1 0 K.CDPAGYYCGFK.A
Carbamidomethyl: 1, 8; 
Dimethyl:2H(4): 1, 11



3597 true 2574 1401.8154 1400.7825 1 18.27 239.29 29.83 52.1 (M:52.1) 1 1 0 K.GAFTGEISPAMIK.D
Dimethyl:2H(4): 1, 13; 
Oxidation: 11

3598 false 2574 1401.8154 1400.7904 1 12.66 326.22 29.83 16.8 (M:16.8) 1 2 1 R.DYGVQIKFPDR.E Dimethyl:2H(4): 1, 7

3599 true 42 1401.8652 1400.8417 1 11.57 260.1 20.17 23.9 (M:23.9) 1 1 1 K.GKEDESIRPFK.I Dimethyl:2H(4): 1, 2, 11

3600 true 3055 1402.661 1401.6565 1 -1.94 266.01 38.33 44.2 (M:44.2) 2 1 0 K.YGEYFPGTGDLR.D Dimethyl: 1



3601 true 2643 1402.7007 1401.719 1 -18.27 405.68 40.5 61.2 (M:61.2) 1 1 0 R.NLDLSTFYQNR.A Dimethyl:2H(4): 1

3602 true 3437 1402.7516 1401.7472 1 -2.07 329.65 36.5 31.4 (M:31.4) 1 1 0 K.GEGLQLMNLMLR.E Dimethyl: 1

3603 true 80 1403.7054 1402.7103 1 -8.68 323.23 26.33 15.5 (M:15.5) 1 1 0 K.NSRPEANEGLER.G Dimethyl:2H(4): 1

3604 true 2304 1403.7593 1402.7507 1 0.96 370.21 37.67 34.9 (M:34.9) 1 1 0 R.QFNLTDDHLLR.Y Dimethyl:2H(4): 1



3605 true 2514 1403.7999 1402.782 1 7.53 210.43 29.83 38.3 (M:38.3) 2 1 0 K.SIDLPIQASLYR.Q Dimethyl: 1

3606 true 560 1404.7007 1403.7095 1 -11.49 342.52 28.33 56.1 (M:56.1) 1 1 0 K.TIHFVEGGDAGNR.E Dimethyl:2H(4): 1

3607 true 1463 1404.7291 1403.7409 1 -13.58 257.52 25 18.3 (M:18.3) 1 1 1 K.AELRSQEGYVPK.N Dimethyl: 12

3608 true 1931 1404.8412 1403.8152 1 13.32 239.02 27.67 42.4 (M:42.4) 1 1 0 K.GSVPLDTITFYK.V Dimethyl:2H(4): 1, 12



3609 true 2242 1404.854 1403.8417 1 3.61 307.24 30.33 63.2 (M:63.2) 1 1 0 K.NFLIEPFVPHK.Q Dimethyl:2H(4): 1, 11

3610 true 2553 1404.8832 1403.9091 1 -23.57 107.82 48 30.7 (M:30.7) 1 1 0 K.IILDLISESPIK.G Dimethyl:2H(4): 1, 12

3611 true 1904 1405.6481 1404.631 1 7.01 252.42 33.5 52.8 (M:52.8) 1 1 0 K.FFYSDQNVDSR.D Dimethyl: 1

3612 true 5421 1405.661 1404.6708 1 -12.15 356.71 48.5 26.2 (M:26.2) 1 1 0 M.AAMEGPLAVFGER.T Acetyl: 1; Oxidation: 3



3613 true 549 1405.6655 1404.6535 1 3.39 439.94 23.17 90.2 (M:90.2) 3 1 0 R.GGGGNFGPGPGSNFR.G Dimethyl: 1

3614 true 2773 1405.6857 1404.7013 1 -16.27 312.88 37.17 39.7 (M:39.7) 1 1 0 K.NFEEVAFDENK.N Dimethyl:2H(4): 1, 11

3615 true 774 1405.708 1404.6854 1 10.94 165.52 22.5 27.0 (M:27.0) 1 1 0 R.MLVIEQCQNSR.A
Carbamidomethyl: 7; 
Dimethyl: 1

3616 false 197 1405.725 1404.7283 1 -7.5 510.46 27 16.3 (M:16.3) 1 7 1 R.EVCQKASATIDK.A
Carbamidomethyl: 3; 
Dimethyl: 5, 12



3617 false 197 1405.725 1404.7031 1 10.4 423.97 27 15.6 (M:15.6) 1 53.16 9 1 R.KCSNISIGDEVR.F
Carbamidomethyl: 2; 
Dimethyl: 1

3618 true 197 1405.725 1404.7259 1 -5.82 449.17 27 31.9 (M:31.9) 1 1 1 R.INVENTEENRR.A Dimethyl:2H(4): 1

3619 true 460 1405.7305 1404.7147 1 6.07 92.53 28.17 16.5 (M:16.5) 1 1 0 K.QLTAEQEDAAAAR.N Dimethyl:2H(4): 1

3620 true 525 1405.7343 1404.7184 1 6.18 254.59 21.83 46.7 (M:46.7) 1 1 0 R.CSVLAAANPVYGR.Y
Carbamidomethyl: 1; 
Dimethyl: 1



3621 true 1803 1405.7763 1404.7898 1 -14.76 392.05 35.67 39.2 (M:39.2) 1 1 0 R.TLTIVDTGIGMTK.A Dimethyl: 1, 13

3622 true 1950 1405.7903 1404.7725 1 7.45 395.65 31.17 28.0 (M:28.0) 3 1 0 R.TTNFAGILSQGLR.I Dimethyl: 1

3623 true 2598 1405.8082 1404.772 1 20.52 285.16 48.17 15.3 (M:15.3) 1 1 1 K.IMMKAGLESIPK.T
Oxidation: 2, 3; Dimethyl: 4, 
12

3624 true 3988 1405.8373 1404.8257 1 3.06 318.07 36.33 44.6 (M:44.6) 1 64.22 1 1 K.GSFKYAWVLDK.L
Dimethyl:2H(4): 4, 11; 
Dimethyl: 1



3625 true 3988 1405.8373 1404.8257 1 3.06 318.07 36.33 44.6 (M:44.6) 1 64.22 1 1 K.GSFKYAWVLDK.L
Dimethyl:2H(4): 4, 11; 
Dimethyl: 1

3626 true 3596 1405.8562 1404.8792 1 -21.53 398.34 45 70.1 (M:70.1) 1 1 0 R.NDGVLLLQQLTK.S Dimethyl:2H(4): 1, 12

3627 true 832 1406.6478 1405.6507 1 -7.27 251.47 30.17 34.8 (M:34.8) 1 1 0 K.AVSEMAAASDEAAR.A Dimethyl: 1

3628 true 3116 1406.6863 1405.6816 1 -1.84 240.56 38.33 26.4 (M:26.4) 2 1 0 K.YGEYFPGTGDLR.D Dimethyl:2H(4): 1



3629 true 929 1406.7956 1405.7752 1 9.34 315.06 25.5 78.0 (M:78.0) 2 1 1 K.QYKGIIDCVVR.I
Carbamidomethyl: 8; 
Dimethyl: 1, 3

3630 true 929 1406.7956 1405.7752 1 9.34 315.06 25.5 78.0 (M:78.0) 2 1 1 K.QYKGIIDCVVR.I
Carbamidomethyl: 8; 
Dimethyl: 1, 3

3631 false 274 1406.877 1405.8454 1 17.27 355.31 20.5 15.4 (M:15.4) 1 3 0 K.IPMAITAENLAAK.H Dimethyl:2H(4): 1, 13

3632 false 274 1406.877 1405.8533 1 11.68 332.01 20.5 16.6 (M:16.6) 1 2 1 R.NKQFHTGIEIK.V
Dimethyl:2H(4): 1, 2; 
Dimethyl: 11



3633 true 112 1407.6392 1406.6062 1 18.23 252.94 27.67 48.9 (M:48.9) 1 1 0 R.FDDGAGGDNEVQR.T Dimethyl: 1

3634 true 2096 1407.81 1406.7716 1 22.08 319.29 27.33 16.3 (M:16.3) 1 1 0 K.FTVLLMPNGPMR.I Dimethyl:2H(4): 1

3635 true 2554 1407.8212 1406.8071 1 4.8 185.36 29.83 57.4 (M:57.4) 2 1 0 K.SIDLPIQASLYR.Q Dimethyl:2H(4): 1

3636 true 2724 1408.6968 1407.7184 1 -20.48 318.59 37 38.8 (M:38.8) 1 1 0 K.DYIPVDQEELR.D Dimethyl:2H(4): 1



3637 true 2324 1408.8349 1407.8337 1 -4.34 276.29 46.17 47.8 (M:47.8) 1 1 0 K.LTLIDPETLLPR.L Dimethyl: 1

3638 true 2153 1408.8349 1407.8086 1 13.56 330.94 29.5 82.7 (M:82.7) 1 1 0 K.SLGELIHTLNGAK.L Dimethyl: 1, 13

3639 false 3236 1408.8818 1407.8941 1 -13.92 330.95 32.83 23.8 (M:23.8) 1 2 0 R.ALKPGIFVQTDK.A
Dimethyl:2H(4): 1, 3; 
Dimethyl: 12

3640 true 550 1408.8855 1407.8689 1 6.58 364.57 21.17 67.7 (M:67.7) 4 1 0 R.TFIAIKPDGVQR.G Dimethyl:2H(4): 1, 6



3641 true 1877 1409.6731 1408.6561 1 6.91 222.73 33.5 33.6 (M:33.6) 1 1 0 K.FFYSDQNVDSR.D Dimethyl:2H(4): 1

3642 true 1125 1409.6831 1408.6947 1 -13.35 221.63 30.67 44.3 (M:44.3) 1 1 0 R.DGAPVGGGEPQELR.I Dimethyl: 1

3643 true 1047 1409.6946 1408.6786 1 6.18 451.7 23.17 51.6 (M:51.6) 3 1 0 R.GGGGNFGPGPGSNFR.G Dimethyl:2H(4): 1

3644 true 775 1409.7262 1408.7105 1 5.99 121.5 22.5 21.0 (M:21.0) 1 1 0 R.MLVIEQCQNSR.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



3645 false 264 1409.7331 1408.7388 1 -9.19 364.61 27.17 16.7 (M:16.7) 1 50 2 1 K.KTYEPSEDPGVK.S
Dimethyl:2H(4): 1; 
Dimethyl: 12

3646 true 1175 1409.7408 1408.7211 1 8.76 198.56 24 47.7 (M:47.7) 1 1 0 K.DTGQLYAALHHR.I Dimethyl: 1

3647 true 366 1409.7561 1408.7423 1 4.65 297.77 17.67 31.3 (M:31.3) 1 1 0 K.VTGQPTHSGLQTR.K Dimethyl: 1

3648 false 366 1409.7561 1408.7198 1 20.58 367.71 17.67 19.1 (M:19.1) 1 2 1 R.TEEEKYTAVQR.N Dimethyl: 1, 5



3649 true 2216 1409.7567 1408.7653 1 -11.23 133.12 28.5 89.4 (M:89.4) 2 1 0 K.VLPNFDYPGSIR.D Dimethyl:2H(4): 1

3650 false 2216 1409.7567 1408.7542 1 -3.42 196.22 28.5 17.9 (M:17.9) 1 4 1 R.LLGPCMDIMKR.N

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1; 
Oxidation: 6; Dimethyl: 10

3651 true 499 1409.7671 1408.7435 1 11.62 306.49 21.83 17.0 (M:17.0) 1 1 0 R.CSVLAAANPVYGR.Y
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3652 true 2936 1409.8413 1408.8 1 24.14 316.98 31.17 35.1 (M:35.1) 1 1 0 K.ILLTEPPMNPTK.N Dimethyl: 1, 12



3653 true 2726 1409.9037 1408.9017 1 -3.78 132.19 35.17 38.9 (M:38.9) 3 1 0 R.NLQNLLILTAIK.A Dimethyl: 1, 12

3654 true 1030 1410.6781 1409.6759 1 -3.56 252.94 30.17 36.0 (M:36.0) 1 1 0 K.AVSEMAAASDEAAR.A Dimethyl:2H(4): 1

3655 true 981 1410.6819 1409.6787 1 -2.87 171.15 37.67 57.1 (M:57.1) 1 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

3656 true 981 1410.6819 1409.6787 1 -2.87 171.15 37.67 57.1 (M:57.1) 1 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11



3657 true 981 1410.6819 1409.6787 1 -2.87 171.15 37.67 57.1 (M:57.1) 1 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

3658 true 981 1410.6819 1409.6787 1 -2.87 171.15 37.67 57.1 (M:57.1) 1 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

3659 true 983 1410.824 1409.8003 1 11.7 235.79 25.5 56.1 (M:56.1) 1 96.43 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1; 
Dimethyl: 3

3660 true 983 1410.824 1409.8003 1 11.7 235.79 25.5 56.1 (M:56.1) 1 96.43 1 1 K.QYKGIIDCVVR.I

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1; 
Dimethyl: 3



3661 true 3327 1410.8628 1409.8242 1 22.16 280.82 33.33 15.8 (M:15.8) 1 1 1 R.GDIIGVVGNPGKTK.K Dimethyl: 1, 14

3662 true 113 1411.6599 1410.6313 1 15.09 224.14 27.67 42.7 (M:42.7) 1 1 0 R.FDDGAGGDNEVQR.T Dimethyl:2H(4): 1

3663 true 398 1411.7918 1410.7579 1 18.87 192.55 20.83 29.1 (M:29.1) 2 1 0 R.GNQALAAGDIGAAVR.H Dimethyl: 1

3664 true 4162 1412.7241 1411.7136 1 2.3 413.23 46.5 54.2 (M:54.2) 1 1 0 K.NVGQFSGFPFEK.G Dimethyl: 1, 12



3665 true 2375 1412.7998 1411.7908 1 1.26 347.18 29 69.9 (M:69.9) 1 1 0 R.HVGMAVAGLLADAR.S Dimethyl:2H(4): 1

3666 true 2191 1412.807 1411.8035 1 -2.68 304.89 27.17 30.2 (M:30.2) 1 1 0 K.SVIQSITPQQQK.E Dimethyl: 1, 12

3667 true 1710 1412.924 1411.9192 1 -1.79 398.93 25 52.7 (M:52.7) 3 1 0 R.ALKPGIFVQTDK.A Dimethyl:2H(4): 1, 3, 12

3668 true 1772 1413.6257 1412.6208 1 -1.67 260.61 32.83 39.4 (M:39.4) 1 1 0 R.EYQAGDFEAAER.H Dimethyl: 1



3669 true 908 1413.6688 1412.6532 1 5.86 218.75 36.83 37.2 (M:37.2) 1 1 0 R.NIEEHASSDVER.M Dimethyl: 1

3670 true 1175 1413.7042 1412.7198 1 -16.16 247.75 30.67 20.4 (M:20.4) 1 1 0 R.DGAPVGGGEPQELR.I Dimethyl:2H(4): 1

3671 true 596 1413.7286 1412.7372 1 -11.19 300.23 28.33 71.3 (M:71.3) 1 1 0 K.DGQVIGIGAGQQSR.I Dimethyl: 1

3672 true 1147 1413.7331 1412.7334 1 -5.3 232.63 39.33 57.7 (M:57.7) 2 1 0 R.IMNVIGEPIDER.G Dimethyl: 1



3673 true 227 1413.7522 1412.7412 1 2.65 252.61 20.5 32.9 (M:32.9) 1 1 0 K.LINANFPTNPER.M Dimethyl: 1

3674 true 1176 1413.7576 1412.7463 1 2.9 225.91 24 42.8 (M:42.8) 1 1 0 K.DTGQLYAALHHR.I Dimethyl:2H(4): 1

3675 true 1671 1413.7666 1412.7664 1 -4.97 392.71 34.83 26.2 (M:26.2) 1 1 0 R.HVDYVVDQVVGK.L Dimethyl: 1, 12

3676 true 1804 1413.821 1412.84 1 -18.62 372.52 35.67 89.7 (M:89.7) 1 1 0 R.TLTIVDTGIGMTK.A Dimethyl:2H(4): 1, 13



3677 true 735 1414.6218 1413.6161 1 -1.08 272.41 35.83 39.3 (M:39.3) 1 1 0 R.SGYGYNEPEQSR.F Dimethyl: 1

3678 true 1504 1414.6519 1413.6347 1 7.02 377.23 34.17 32.2 (M:32.2) 1 1 0 R.NMDNGGYYISPR.V Dimethyl: 1

3679 true 1059 1414.7715 1413.765 1 -0.53 283.79 38.17 36.8 (M:36.8) 1 1 0 K.VVIEVICENVGR.D
Carbamidomethyl: 7; 
Dimethyl: 1

3680 true 3238 1414.7785 1413.7628 1 5.96 285.35 36.17 38.5 (M:38.5) 2 1 0 K.ISFDPMLIFSGR.T Dimethyl:2H(4): 1



3681 true 2186 1414.806 1413.7762 1 15.89 313.61 28.33 20.1 (M:20.1) 1 1 0 R.GQCVRPLTGAVTK.S
Carbamidomethyl: 3; 
Dimethyl: 13

3682 true 1865 1414.834 1413.8595 1 -23.22 389.72 28.33 69.6 (M:69.6) 3 1 0 R.IITLAGPTNAIFK.A Dimethyl: 1, 13

3683 true 2113 1415.6317 1414.6337 1 -6.5 234.95 34.67 31.2 (M:31.2) 1 1 0 R.GGAEQFMEETER.S Dimethyl:2H(4): 1

3684 false 58 1415.7146 1414.7165 1 -6.44 329.06 26 18.2 (M:18.2) 1 2 1 K.AQQELEEQTRR.A Dimethyl: 1



3685 true 1426 1415.7278 1414.6965 1 16.96 399.75 34.67 23.7 (M:23.7) 1 1 0 R.DVVDMLFHHDR.F Dimethyl:2H(4): 1

3686 false 399 1415.8047 1414.797 1 0.32 369.42 20.83 18.8 (M:18.8) 1 3 0 K.LLTSDKPLPDER.C Dimethyl:2H(4): 1

3687 true 399 1415.8047 1414.783 1 10.15 286.97 20.83 64.6 (M:64.6) 1 1 0 R.GNQALAAGDIGAAVR.H Dimethyl:2H(4): 1

3688 true 286 1416.7124 1415.7054 1 -0.15 187.06 27.17 42.9 (M:42.9) 1 1 1 K.MKDTDSEEEIR.E Dimethyl:2H(4): 1, 2



3689 true 5100 1416.7699 1415.7773 1 -10.34 330.17 46.83 68.5 (M:68.5) 1 1 0 K.LDNLVAIFDVNR.L Dimethyl: 1

3690 false 2611 1416.7718 1415.7744 1 -6.98 316.35 31.83 17.2 (M:17.2) 1 3 0 K.VGSTNISHMLTPK.G Dimethyl:2H(4): 1

3691 true 1903 1416.8299 1415.7984 1 17.13 245.8 26.5 17.0 (M:17.0) 1 1 1 R.GKATISNDGATILK.L Dimethyl: 14

3692 true 2174 1416.8896 1415.8588 1 16.64 333.04 29.5 64.1 (M:64.1) 1 1 0 K.SLGELIHTLNGAK.L Dimethyl:2H(4): 1, 13



3693 true 909 1417.7007 1416.6783 1 10.67 266.12 36.83 24.8 (M:24.8) 1 1 0 R.NIEEHASSDVER.M Dimethyl:2H(4): 1

3694 true 284 1417.7012 1416.6932 1 0.53 369.2 16.67 48.9 (M:48.9) 2 1 0 R.QAHLTNQYMQR.M Dimethyl: 1

3695 true 237 1417.7067 1416.7296 1 -21.31 247.11 19.83 20.1 (M:20.1) 1 58.49 1 1 R.KAHLTNQYMQR.I Dimethyl: 1

3696 false 1636 1417.7102 1416.7096 1 -4.72 237.26 42.17 17.2 (M:17.2) 1 3 0 R.ITAGGTDNEENLK.R Dimethyl: 1, 13



3697 false 561 1417.7547 1416.7398 1 5.36 395.79 28.33 15.8 (M:15.8) 1 6 1 K.DIPKEAEGNDNK.K
Dimethyl:2H(4): 1; 
Dimethyl: 4, 12

3698 true 561 1417.7547 1416.7623 1 -10.48 391.46 28.33 59.0 (M:59.0) 3 1 0 K.DGQVIGIGAGQQSR.I Dimethyl:2H(4): 1

3699 true 1104 1417.7586 1416.7585 1 -5.02 298.63 39.33 50.3 (M:50.3) 2 1 0 R.IMNVIGEPIDER.G Dimethyl:2H(4): 1

3700 false 1878 1417.7659 1416.7697 1 -7.8 277.87 32 15.4 (M:15.4) 1 3 0 K.IVCTPGQGLGDLR.T
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



3701 true 1878 1417.7659 1416.7514 1 5.11 316.64 32 35.7 (M:35.7) 1 1 0 R.NFLGQQVPFPSR.L Dimethyl: 1

3702 true 1282 1417.7751 1416.7613 1 4.64 331.17 28.33 16.2 (M:16.2) 1 1 0 K.ASQGSADGIPFIVK.K Dimethyl: 1

3703 true 94 1417.7761 1416.7663 1 1.73 300.93 20.5 48.2 (M:48.2) 2 1 0 K.LINANFPTNPER.M Dimethyl:2H(4): 1

3704 true 1842 1417.8169 1416.7948 1 10.43 454.22 35.83 35.3 (M:35.3) 2 94.03 1 1 K.EMNIIELSHKK.M
Dimethyl:2H(4): 11; 
Oxidation: 2; Dimethyl: 1



3705 true 762 1418.6579 1417.6412 1 6.65 325.15 35.83 26.2 (M:26.2) 1 1 0 R.SGYGYNEPEQSR.F Dimethyl:2H(4): 1

3706 true 1762 1418.7242 1417.7329 1 -11.26 360.19 42.67 38.2 (M:38.2) 1 1 0 K.AFANPEDTASFGK.G Dimethyl:2H(4): 1, 13

3707 true 1497 1418.7605 1417.7354 1 12.54 252.31 25.5 34.4 (M:34.4) 2 1 0 K.YYITIIDAPGHR.D

3708 true 2575 1418.9138 1417.8744 1 22.63 357.41 30 81.9 (M:81.9) 1 1 0 K.AGQQGLLGVAIAEK.H Dimethyl:2H(4): 1, 14



3709 true 693 1419.6975 1418.6951 1 -3.49 215.29 35.33 48.3 (M:48.3) 1 1 0 K.EYSQALENCNK.A
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 11

3710 true 1144 1419.6978 1418.6579 1 23.01 386.31 32.5 46.4 (M:46.4) 1 1 0 K.NFTDVHPDYGAR.I Dimethyl: 1

3711 true 1335 1419.8059 1418.8031 1 -3.19 141.07 24.83 18.7 (M:18.7) 1 1 0 R.QAALSVAEQTITR.M Dimethyl:2H(4): 1

3712 true 659 1419.867 1418.8584 1 0.88 381.18 30.5 19.1 (M:19.1) 1 1 0 K.IIDGRPVEVTEK.K Dimethyl:2H(4): 1, 12



3713 true 4195 1420.6 1419.6134 1 -14.59 414.35 42.83 17.0 (M:17.0) 1 1 0 K.DMFQETMEAMR.I Dimethyl:2H(4): 1

3714 true 1275 1420.6302 1419.6419 1 -13.32 284.14 31.17 45.4 (M:45.4) 2 1 0 K.ADDFSHPAYVDR.R Dimethyl: 1

3715 true 181 1420.7561 1419.718 1 21.67 341.37 15.67 24.6 (M:24.6) 1 50 1 1 R.KMATGGNGSEWVK.H Dimethyl: 1, 13

3716 false 181 1420.7561 1419.7694 1 -14.46 296.13 15.67 16.0 (M:16.0) 1 3 0 K.AVTVIMDPASTQR.Y Dimethyl:2H(4): 1



3717 true 4212 1420.7725 1419.7638 1 0.99 358.89 46.5 43.6 (M:43.6) 1 1 0 K.NVGQFSGFPFEK.G Dimethyl:2H(4): 1, 12

3718 true 5101 1420.7931 1419.8024 1 -11.64 345.55 46.83 67.7 (M:67.7) 1 1 0 K.LDNLVAIFDVNR.L Dimethyl:2H(4): 1

3719 true 2193 1420.854 1419.8537 1 -4.93 187.1 27.17 41.3 (M:41.3) 1 1 0 K.SVIQSITPQQQK.E Dimethyl:2H(4): 1, 12

3720 true 601 1421.6592 1420.6454 1 4.61 204.23 28.67 19.7 (M:19.7) 1 1 0 K.MDCQETPEGYK.V
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 11



3721 true 3201 1421.7195 1420.7198 1 -5.36 314.94 38.67 23.1 (M:23.1) 1 1 0 K.EALTYDGALLGDR.S Dimethyl: 1

3722 true 902 1421.7243 1420.7211 1 -2.89 321.91 23.67 92.9 (M:92.9) 1 1 0 K.DSTHLGLHFNPR.F Dimethyl: 1

3723 true 212 1421.7308 1420.7183 1 3.66 232.7 19.83 31.2 (M:31.2) 3 1 0 R.QAHLTNQYMQR.M Dimethyl:2H(4): 1

3724 true 212 1421.7308 1420.7547 1 -21.93 188.95 19.83 31.2 (M:31.2) 2 50 1 1 R.KAHLTNQYMQR.I Dimethyl:2H(4): 1



3725 true 2906 1421.748 1420.7351 1 3.99 360.7 51.17 65.4 (M:65.4) 1 1 0 K.FVEGLPINDFSR.E Dimethyl: 1

3726 true 4042 1421.7596 1420.7535 1 -0.84 495.5 46 19.5 (M:19.5) 1 1 1 K.EAHNGNLQLRNK.D Dimethyl: 12

3727 true 2001 1421.7673 1420.7537 1 4.44 390.77 29.33 42.1 (M:42.1) 2 1 0 R.VTAVIPCFPYAR.Q
Carbamidomethyl: 7; 
Dimethyl: 1

3728 true 1841 1421.7897 1420.7765 1 4.15 313.33 32.17 28.8 (M:28.8) 2 1 0 R.NFLGQQVPFPSR.L Dimethyl:2H(4): 1



3729 true 2985 1421.799 1420.7715 1 14.29 220.77 31.5 67.6 (M:67.6) 2 1 0 K.VLATTFDPFLGGR.N Dimethyl: 1

3730 true 1094 1421.9448 1420.9257 1 8.31 87.43 28 39.8 (M:39.8) 1 1 0 K.GIPVLVGLLDHPK.K Dimethyl:2H(4): 1, 13

3731 true 2457 1422.6874 1421.6795 1 0.42 289.43 29.5 54.6 (M:54.6) 1 1 0 K.ACATFGIPCELR.V
Carbamidomethyl: 2, 9; 
Dimethyl: 1

3732 true 2673 1422.8035 1421.8242 1 -19.66 228.69 40.17 16.4 (M:16.4) 1 1 1 R.IEHQSITAPSKK.K Dimethyl: 1, 11, 12



3733 true 3468 1422.8038 1421.7969 1 -0.28 266.23 37 46.9 (M:46.9) 1 1 0 K.LNPQQFEVLFR.S Dimethyl:2H(4): 1

3734 false 3468 1422.8038 1421.7924 1 2.87 365.34 37 16.9 (M:16.9) 1 57.48 2 1 K.IIKQPMDMGTIK.R
Dimethyl:2H(4): 1; 
Oxidation: 8

3735 true 2282 1422.8902 1421.9098 1 -18.85 395.48 28.33 58.2 (M:58.2) 2 1 0 R.IITLAGPTNAIFK.A Dimethyl:2H(4): 1, 13

3736 true 1099 1423.7136 1422.683 1 16.4 413.31 32.5 47.0 (M:47.0) 1 1 0 K.NFTDVHPDYGAR.I Dimethyl:2H(4): 1



3737 true 3244 1423.7323 1422.7293 1 -2.99 349.43 39.33 68.5 (M:68.5) 2 1 0 K.EQLEEFEAQLR.C Dimethyl:2H(4): 1

3738 false 4359 1423.7633 1422.7657 1 -6.79 359.85 43.67 15.0 (M:15.0) 1 2 0 K.DVVFLIDGSDGVR.R Dimethyl:2H(4): 1

3739 true 777 1423.7839 1422.7958 1 -13.53 183.18 22.33 48.4 (M:48.4) 1 1 0 K.VIGQDSSEIHFK.V Dimethyl:2H(4): 1, 12

3740 true 1228 1424.6541 1423.667 1 -14.17 328.61 31.17 58.0 (M:58.0) 2 1 0 K.ADDFSHPAYVDR.R Dimethyl:2H(4): 1



3741 true 3543 1424.725 1423.75 1 -22.63 335.83 37.17 39.8 (M:39.8) 3 1 0 K.VEGFPTIYFAPR.D Dimethyl: 1

3742 true 2376 1424.7614 1423.7606 1 -4.55 371.71 29 22.9 (M:22.9) 1 1 0 R.HVGMAVAGLLADAR.S Oxidation: 4; Dimethyl: 1

3743 false 2376 1424.7614 1423.753 1 0.74 308.35 29 20.9 (M:20.9) 1 2 0 K.GILAADESVGSMAK.R
Dimethyl:2H(4): 1; 
Oxidation: 12; Dimethyl: 14

3744 true 3601 1424.7614 1423.7534 1 0.56 390.91 43.5 39.8 (M:39.8) 1 1 0 R.ITDYAMALPFVR.Q Dimethyl: 1



3745 false 2858 1424.7655 1423.7415 1 11.73 269.93 31.17 18.0 (M:18.0) 1 2 0 R.VALDMTTLTIMR.Y Oxidation: 5, 11; Dimethyl: 1

3746 true 2478 1424.779 1423.7711 1 0.43 292.63 47.5 25.6 (M:25.6) 1 1 0 R.YLDLILNDYVR.Q Dimethyl: 1

3747 true 3328 1424.8749 1423.865 1 1.8 374.74 33.33 90.6 (M:90.6) 8 1 0 R.KPAGPSVTELITK.A Dimethyl: 1, 1, 13

3748 true 3328 1424.8749 1423.865 1 1.8 374.74 33.33 90.6 (M:90.6) 8 1 0 R.KPAGPSVTELITK.A Dimethyl: 1, 1, 13



3749 true 416 1424.891 1423.8941 1 -7.28 208.06 18.67 33.8 (M:33.8) 1 1 0 K.APPPPDKPEKPR.K Dimethyl:2H(4): 1, 7, 10

3750 true 1256 1425.6626 1424.6467 1 6.05 327.83 32.67 71.9 (M:71.9) 1 1 0 K.NPQMGDAASVDHR.L Dimethyl: 1

3751 true 3202 1425.7242 1424.7449 1 -19.65 248.81 38.67 35.9 (M:35.9) 1 1 0 K.EALTYDGALLGDR.S Dimethyl:2H(4): 1

3752 true 903 1425.7497 1424.7463 1 -2.69 223.4 23.67 97.5 (M:97.5) 1 1 0 K.DSTHLGLHFNPR.F Dimethyl:2H(4): 1



3753 true 2610 1425.7713 1424.7602 1 2.69 315.05 51.17 78.4 (M:78.4) 1 1 0 K.FVEGLPINDFSR.E Dimethyl:2H(4): 1

3754 true 1323 1425.781 1424.7788 1 -3.58 362.65 29.33 50.9 (M:50.9) 2 1 0 R.VTAVIPCFPYAR.Q
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3755 true 2929 1425.8209 1424.7966 1 11.94 247.22 31.5 95.9 (M:95.9) 3 1 0 K.VLATTFDPFLGGR.N Dimethyl:2H(4): 1

3756 true 2187 1426.7327 1425.7046 1 14.56 392.88 29.5 37.1 (M:37.1) 2 1 0 K.ACATFGIPCELR.V
Carbamidomethyl: 2, 9; 
Dimethyl:2H(4): 1



3757 true 1082 1426.8505 1425.8319 1 7.93 189 23.33 42.2 (M:42.2) 1 1 0 K.YLIVNATQPESK.V Dimethyl:2H(4): 1, 12

3758 true 545 1427.6632 1426.6511 1 3.39 275.83 28.33 18.4 (M:18.4) 1 1 0 R.CLGAGEQPGPEER.K
Carbamidomethyl: 1; 
Dimethyl: 1

3759 true 2679 1427.689 1426.7064 1 -17.31 288.44 36.83 34.5 (M:34.5) 1 1 0 R.DFTPVCTTELGR.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3760 true 5514 1427.7822 1426.7854 1 -7.34 366.22 49 44.0 (M:44.0) 1 1 0 K.DLDIAILVGSMPR.R Dimethyl: 1



3761 true 245 1427.8116 1426.802 1 1.66 625.42 16.33 45.5 (M:45.5) 1 1 0 K.AYADQKPGTSGLR.K Dimethyl:2H(4): 1, 6

3762 true 693 1428.6053 1427.5971 1 0.63 229.51 29 98.4 (M:98.4) 1 1 0 R.DSYGAMADCCSK.A
Carbamidomethyl: 9, 10; 
Dimethyl:2H(4): 1, 12

3763 true 1360 1428.627 1427.6205 1 -0.5 211.82 31.33 22.0 (M:22.0) 1 1 0 R.VFNGEEEEEYR.Y Dimethyl: 1

3764 true 871 1428.7243 1427.7045 1 8.76 188.81 22.83 53.2 (M:53.2) 1 1 0 R.YIAFSNTATGEAR.D Dimethyl: 1



3765 true 949 1428.7713 1427.7629 1 0.83 343.34 22.5 41.8 (M:41.8) 3 1 0 K.MATQLSGPVMPIR.N Dimethyl: 1

3766 true 2571 1428.8016 1427.7751 1 13.45 309.69 31.5 96.0 (M:96.0) 4 1 0 K.VEGFPTIYFAPR.D Dimethyl:2H(4): 1

3767 true 3203 1429.6356 1428.6344 1 -4.26 339.84 38.83 66.0 (M:66.0) 1 1 0 R.EAGDVCYADVFR.D
Carbamidomethyl: 6; 
Dimethyl: 1

3768 true 1246 1429.6861 1428.7048 1 -18.13 403.09 32.5 25.7 (M:25.7) 1 1 0 R.AFHNEAQVNPDR.K Dimethyl:2H(4): 1



3769 true 2101 1429.7744 1428.801 1 -23.71 409.34 37.33 36.0 (M:36.0) 1 1 1 R.MKQEILEEVVR.E Dimethyl: 1, 2

3770 true 2115 1430.7762 1429.8028 1 -23.72 417.23 30.17 22.6 (M:22.6) 1 54.19 1 1 K.GDSLDSVEALIKK.H Dimethyl: 1, 13

3771 true 160 1430.8428 1429.8483 1 -8.89 198.06 20.5 20.9 (M:20.9) 1 1 0 K.IQEPNTFPALLK.S
Dimethyl:2H(4): 1; 
Dimethyl: 12

3772 true 835 1431.5845 1430.5772 1 0.01 222.9 29.67 60.1 (M:60.1) 1 1 0 K.SPDDAEYYCQR.A
Carbamidomethyl: 9; 
Dimethyl: 1



3773 true 1195 1431.6643 1430.6874 1 -21.21 384.61 31.83 80.5 (M:80.5) 1 1 0 K.QLCDDNGALHTR.R
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

3774 true 546 1431.6813 1430.6762 1 -1.5 290.62 28.33 18.0 (M:18.0) 2 1 0 R.CLGAGEQPGPEER.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3775 true 339 1431.6887 1430.6943 1 -8.97 358.83 27.33 39.0 (M:39.0) 1 1 0 K.NFYQEHPDVVR.R Dimethyl: 1

3776 true 2439 1431.7174 1430.683 1 18.93 368.4 39 58.9 (M:58.9) 1 1 0 R.YSGAYGDYLPAAR.V Dimethyl: 1



3777 true 3819 1431.7435 1430.7518 1 -10.89 285.58 41.33 28.1 (M:28.1) 1 1 0 R.DFLQLNELQQR.Y Dimethyl: 1

3778 true 533 1431.7483 1430.7456 1 -3.22 174.12 21.5 32.4 (M:32.4) 1 1 0 R.LGYEEHIPGQTR.D Dimethyl:2H(4): 1

3779 true 1929 1431.7559 1430.734 1 10.19 236.58 32 68.0 (M:68.0) 1 1 0 K.GISDLAQHYLMR.A Dimethyl: 1

3780 true 5515 1431.8083 1430.8105 1 -6.61 296.12 49 40.8 (M:40.8) 1 1 0 K.DLDIAILVGSMPR.R Dimethyl:2H(4): 1



3781 true 1499 1431.8361 1430.8155 1 9.27 318.82 26.67 82.1 (M:82.1) 1 1 0 K.DLAGCIHGLANVK.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 13

3782 true 5056 1432.7597 1431.7609 1 -5.94 307.36 46.5 34.8 (M:34.8) 1 1 0 K.IIDEDGLFDLVR.T Dimethyl: 1

3783 true 1961 1432.7612 1431.7722 1 -12.71 418.66 37 39.1 (M:39.1) 1 1 1 R.LTPYEVEELRR.K Dimethyl: 1

3784 false 1961 1432.7612 1431.7457 1 5.78 440.59 37 18.4 (M:18.4) 1 9 0 K.NATTTEIEALLEK.V



3785 true 282 1432.7618 1431.751 1 2.43 298.86 21.5 80.2 (M:80.2) 4 1 0 K.YYVTIIDAPGHR.D Dimethyl: 1

3786 true 421 1432.7677 1431.7296 1 21.51 224.97 23 21.8 (M:21.8) 1 1 0 R.YIAFSNTATGEAR.D Dimethyl:2H(4): 1

3787 true 3118 1432.7979 1431.788 1 1.88 411.21 32.17 47.0 (M:47.0) 3 1 0 K.MATQLSGPVMPIR.N Dimethyl:2H(4): 1

3788 true 3153 1433.6594 1432.6595 1 -5.16 373.79 38.83 54.1 (M:54.1) 1 1 0 R.EAGDVCYADVFR.D
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



3789 true 602 1433.6772 1432.662 1 5.51 338.84 29.17 40.6 (M:40.6) 1 1 0 K.APSPEEAAEESER.L Dimethyl:2H(4): 1

3790 true 2725 1433.8447 1432.8629 1 -17.76 304.35 37 44.2 (M:44.2) 1 1 0 K.ELEEVVQPIVSK.L Dimethyl:2H(4): 1, 12

3791 false 1509 1433.8539 1432.8261 1 14.26 476.4 24.17 16.9 (M:16.9) 1 7 1 K.GEMKGSAITGPVAK.E
Dimethyl:2H(4): 14; 
Dimethyl: 1, 4

3792 true 1509 1433.8539 1432.8489 1 -1.64 407.43 24.17 70.2 (M:70.2) 1 1 0 R.GAAQNIIPASTGAAK.A Dimethyl:2H(4): 1, 15



3793 true 1678 1433.8557 1432.8402 1 5.73 371.48 35 51.1 (M:51.1) 2 1 0 K.DGQILPVPNVVVR.D Dimethyl: 1

3794 true 2975 1433.8844 1432.8927 1 -10.91 331.9 31.17 69.7 (M:69.7) 1 1 0 K.LGPALATGNVVVMK.V Dimethyl:2H(4): 1, 14

3795 true 1079 1434.6558 1433.6693 1 -14.52 307.42 30.83 32.7 (M:32.7) 1 1 0 K.CQPQETCNLPR.L
Carbamidomethyl: 1, 7; 
Dimethyl:2H(4): 1

3796 true 340 1434.6795 1433.6939 1 -15.14 350.4 27.17 46.9 (M:46.9) 1 1 0 R.QQFAHFDSDVGK.F Dimethyl: 1, 12



3797 true 1370 1434.7178 1433.7052 1 3.75 258.34 24.67 26.5 (M:26.5) 2 1 0 K.AHGGYSVFAGVGER.T Dimethyl: 1

3798 true 1428 1434.775 1433.7412 1 18.5 388.96 34.67 29.2 (M:29.2) 1 1 1 K.EALQNLNDKSDR.L Dimethyl:2H(4): 9

3799 true 2674 1434.7959 1433.7991 1 -7.31 365.48 40.17 76.0 (M:76.0) 1 1 0 R.HENIIGINDIIR.A Dimethyl: 1

3800 true 1558 1434.8829 1433.8767 1 -0.74 253.31 28.67 48.0 (M:48.0) 1 1 0 K.TIIPLISQCTPK.V
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 12



3801 true 836 1435.6057 1434.6024 1 -2.74 309.11 29.5 60.9 (M:60.9) 1 1 0 K.SPDDAEYYCQR.A
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

3802 true 276 1435.7164 1434.7194 1 -7.13 471.55 27.33 61.0 (M:61.0) 1 1 0 K.NFYQEHPDVVR.R Dimethyl:2H(4): 1

3803 true 634 1435.7222 1434.7078 1 4.97 390.54 22 48.0 (M:48.0) 2 1 0 K.VYNYNHLMPTR.Y Dimethyl: 1

3804 true 3820 1435.7732 1434.7769 1 -7.65 314.81 41.33 44.0 (M:44.0) 1 1 0 R.DFLQLNELQQR.Y Dimethyl:2H(4): 1



3805 true 1930 1435.7784 1434.7591 1 8.37 284 32 26.4 (M:26.4) 1 1 0 K.GISDLAQHYLMR.A Dimethyl:2H(4): 1

3806 true 1525 1435.7808 1434.7769 1 -2.33 232.51 24.83 30.0 (M:30.0) 1 1 0 K.VQIGLAQYSGDPR.T Dimethyl:2H(4): 1

3807 true 2411 1435.7858 1434.7803 1 -1.19 341.34 47.17 17.1 (M:17.1) 1 1 1 K.VQVECSRGVDVK.A

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1; 
Dimethyl: 12

3808 true 4048 1436.6814 1435.6591 1 10.42 298.55 42.17 32.2 (M:32.2) 1 1 0 K.NAVEEYVYDMR.D
Dimethyl:2H(4): 1; 
Oxidation: 10



3809 false 4048 1436.6814 1435.6922 1 -12.56 268.48 42.17 31.1 (M:31.1) 1 2 0 K.NAVEEYVYDFR.D Dimethyl:2H(4): 1

3810 false 1962 1436.7859 1435.7973 1 -12.99 447.37 37 21.2 (M:21.2) 1 2 1 R.LTPYEVEELRR.K Dimethyl:2H(4): 1

3811 true 1501 1436.7918 1435.7762 1 5.8 363.98 25.33 101.2 (M:101.2) 5 1 0 K.YYVTIIDAPGHR.D Dimethyl:2H(4): 1

3812 true 2445 1436.8099 1435.8035 1 -0.62 426.82 29.83 59.7 (M:59.7) 1 1 0 K.AFLSTLTAQSLTR.E Dimethyl: 1



3813 true 3329 1436.9508 1435.9403 1 2.23 328.74 33.33 32.1 (M:32.1) 3 1 0 R.KPAGPSVTELITK.A Dimethyl:2H(4): 1, 1, 13

3814 true 3329 1436.9508 1435.9403 1 2.23 328.74 33.33 32.1 (M:32.1) 3 1 0 R.KPAGPSVTELITK.A Dimethyl:2H(4): 1, 1, 13

3815 true 244 1437.71 1436.7147 1 -8.32 249.06 28 40.3 (M:40.3) 1 1 0 K.SEPVPENNDGPVK.V Dimethyl: 1, 13

3816 true 760 1437.8014 1436.7949 1 -0.52 388.09 31 56.3 (M:56.3) 2 1 0 K.EAPPMEKPEVVK.T Dimethyl: 1, 7, 12



3817 true 2726 1437.8053 1436.8155 1 -12.2 400.04 30.33 65.9 (M:65.9) 1 1 0 R.GYISPYFINTAK.G Dimethyl:2H(4): 1, 12

3818 true 1679 1437.8651 1436.8653 1 -5.21 391.57 35 32.6 (M:32.6) 1 1 0 K.DGQILPVPNVVVR.D Dimethyl:2H(4): 1

3819 true 3008 1438.6746 1437.6558 1 8.01 341.82 38.33 29.4 (M:29.4) 1 1 0 R.CQSLQEDLDFR.K
Carbamidomethyl: 1; 
Dimethyl: 1

3820 true 198 1438.7103 1437.7113 1 -5.79 270.94 17.5 69.5 (M:69.5) 1 1 0 K.YHTINGHNAEVR.K Dimethyl: 1



3821 true 96 1438.7824 1437.7762 1 -0.75 285.13 20.17 39.7 (M:39.7) 1 1 0 K.VNGRPLEMIEPR.T Dimethyl: 1

3822 true 2644 1438.8295 1437.8242 1 -1.36 437.55 40.17 66.6 (M:66.6) 1 1 0 R.HENIIGINDIIR.A Dimethyl:2H(4): 1

3823 false 2644 1438.8295 1437.8349 1 -8.84 411.82 40.17 15.2 (M:15.2) 1 4 1 R.IRTVLMATAQMK.E
Dimethyl:2H(4): 12; 
Oxidation: 11; Dimethyl: 1

3824 false 1823 1439.7508 1438.7416 1 1.33 501.83 35.83 22.3 (M:22.3) 1 2 0 -.GILADATETAGQHK.D Dimethyl: 14



3825 true 636 1439.7511 1438.7329 1 7.59 437.84 22 53.4 (M:53.4) 2 1 0 K.VYNYNHLMPTR.Y Dimethyl:2H(4): 1

3826 true 3931 1439.7558 1438.7602 1 -8.12 270.57 36 16.0 (M:16.0) 1 1 1 K.IHEATGMPAGKQK.L
Oxidation: 7; Dimethyl: 11, 
13

3827 true 910 1440.7138 1439.7079 1 -0.92 211.65 36.5 54.5 (M:54.5) 1 1 0 R.MEELHNQEVQK.R Dimethyl: 1, 11

3828 true 1779 1440.7831 1439.7996 1 -16.46 129.01 25.83 37.2 (M:37.2) 1 90.12 1 0 K.TGKPMINLYTDK.D
Dimethyl:2H(4): 1; 
Dimethyl: 12



3829 false 3723 1440.8037 1439.8096 1 -9.13 342.66 45.83 16.5 (M:16.5) 1 3 1 R.LREAALPESLVSR.H

3830 true 638 1440.8221 1439.8286 1 -9.56 203.37 23 39.0 (M:39.0) 1 1 0 K.TITQAVPPPTDLR.F Dimethyl:2H(4): 1

3831 true 2056 1441.7351 1440.7299 1 -1.47 335.14 44.83 33.5 (M:33.5) 1 1 0 K.LPDGHEVEFPNR.H Dimethyl:2H(4): 1

3832 true 342 1442.7223 1441.7441 1 -20.2 382.98 27.17 54.0 (M:54.0) 1 1 0 R.QQFAHFDSDVGK.F Dimethyl:2H(4): 1, 12



3833 true 199 1442.7355 1441.7364 1 -5.66 282.69 17.5 55.5 (M:55.5) 1 1 0 K.YHTINGHNAEVR.K Dimethyl:2H(4): 1

3834 true 2102 1442.7409 1441.7565 1 -15.85 441.5 37.5 69.1 (M:69.1) 1 1 0 R.YGVIILDEAHER.T Dimethyl: 1

3835 false 2659 1442.8045 1441.7711 1 18.05 172.56 48.5 15.4 (M:15.4) 1 4 0 K.MANQVNGNAVQLK.E Dimethyl: 1, 13

3836 true 2659 1442.8045 1441.7963 1 0.62 283.09 48.5 25.5 (M:25.5) 1 1 0 R.IMVANIEEVLQR.G Dimethyl: 1



3837 true 97 1442.805 1441.8013 1 -2.51 288.07 20.17 45.3 (M:45.3) 1 1 0 K.VNGRPLEMIEPR.T Dimethyl:2H(4): 1

3838 true 4076 1442.8462 1441.8231 1 10.98 402.57 46 20.2 (M:20.2) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 12

3839 true 4076 1442.8462 1441.8231 1 10.98 402.57 46 20.2 (M:20.2) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 12

3840 true 4076 1442.8462 1441.8231 1 10.98 402.57 46 20.2 (M:20.2) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 12



3841 true 3009 1443.6539 1442.6565 1 -6.86 307.45 38.17 73.0 (M:73.0) 1 1 0 R.FTDEEVDELYR.E Dimethyl: 1

3842 true 2549 1443.753 1442.7374 1 5.77 375.1 40 42.1 (M:42.1) 1 1 0 R.NMPQADAMVLVAR.N Dimethyl: 1

3843 true 1622 1443.7761 1442.7518 1 11.83 209.53 25.17 60.6 (M:60.6) 1 1 0 K.IVLDNSVFSEHR.N Dimethyl: 1

3844 true 2969 1443.7944 1442.7853 1 1.22 444.01 41 36.9 (M:36.9) 1 1 0 R.QLDCGVVISAPPR.A
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



3845 true 2412 1443.8228 1442.8133 1 1.51 283.9 46.83 26.5 (M:26.5) 1 1 0 K.VDFPTAIGVVLER.D Dimethyl: 1

3846 true 1337 1444.7043 1443.6994 1 -1.68 211.92 24.17 19.9 (M:19.9) 1 1 0 K.QGTQYTFSSIER.E Dimethyl: 1

3847 true 4441 1444.7263 1443.7205 1 -1.02 406.85 43.83 21.8 (M:21.8) 1 1 0 M.ADGELNVDSLITR.L Acetyl: 1

3848 true 889 1444.75 1443.733 1 6.74 297.78 36.5 17.9 (M:17.9) 1 1 0 R.MEELHNQEVQK.R
Dimethyl:2H(4): 1; 
Dimethyl: 11



3849 true 4266 1444.7967 1443.7849 1 3.1 361.69 46.67 90.3 (M:90.3) 2 1 0 R.ADLASYIDTHFK.A Dimethyl:2H(4): 1, 12

3850 true 2445 1444.8158 1443.8086 1 -0.04 222.2 29.5 27.8 (M:27.8) 1 1 0 R.QLSEVFIQLPSR.K Dimethyl: 1

3851 false 3724 1444.8291 1443.7933 1 19.75 533.71 45.83 18.7 (M:18.7) 1 2 1 K.QTSENLKQALEK.I Dimethyl: 7, 12

3852 false 3724 1444.8291 1443.8096 1 8.48 502.2 45.83 18.2 (M:18.2) 1 3 1 K.QQDTAKKPAAAQR.Q Dimethyl:2H(4): 7



3853 true 245 1445.7457 1444.7649 1 -18.36 273.67 28 100.4 (M:100.4) 2 1 0 K.SEPVPENNDGPVK.V Dimethyl:2H(4): 1, 13

3854 true 2323 1445.8793 1444.8766 1 -3.15 404.16 30 64.7 (M:64.7) 1 1 0 R.VGVPVPVPALTVNR.L Dimethyl: 1

3855 true 4311 1446.7419 1445.7514 1 -11.65 353.12 43.5 38.8 (M:38.8) 1 1 0 K.GDDVGAFQLVELR.V Dimethyl: 1

3856 true 1173 1446.752 1445.7514 1 -4.63 251.77 39.17 20.9 (M:20.9) 1 1 0 K.GFSVVADTPELQR.I Dimethyl: 1



3857 true 1991 1446.756 1445.7303 1 12.69 377.03 38 78.2 (M:78.2) 1 1 0 R.YIDILPYDHNR.V Dimethyl: 1

3858 true 1908 1446.7653 1445.7611 1 -2.11 311.5 26.5 46.5 (M:46.5) 2 1 0 R.RPCFTAMGVDTK.Y
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 12

3859 true 2103 1446.7666 1445.7816 1 -15.39 417.05 37.5 73.9 (M:73.9) 1 1 0 R.YGVIILDEAHER.T Dimethyl:2H(4): 1

3860 true 1624 1446.8105 1445.7813 1 15.12 421.49 24.33 33.4 (M:33.4) 1 1 0 R.AHSSMVGVHLPQK.A Dimethyl: 1, 13



3861 false 967 1446.8545 1445.8214 1 17.83 248.82 23.17 20.9 (M:20.9) 1 60.05 2 1 K.VKEHINSVSAMK.L

Dimethyl:2H(4): 2; 
Oxidation: 11; Dimethyl: 1, 
12

3862 true 967 1446.8545 1445.8482 1 -0.71 251.08 23.17 101.5 (M:101.5) 1 1 0 R.AALHELPGQYGVK.T Dimethyl:2H(4): 1, 13

3863 true 3010 1447.6781 1446.6816 1 -7.46 353.85 38.17 35.2 (M:35.2) 1 1 0 R.FTDEEVDELYR.E Dimethyl:2H(4): 1

3864 true 2275 1447.7725 1446.7551 1 7.01 348.21 27.5 27.3 (M:27.3) 1 1 0 R.QLGCGAALSAPGSAR.F
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



3865 true 1623 1447.7972 1446.7769 1 8.97 226.67 25.17 81.2 (M:81.2) 1 1 0 K.IVLDNSVFSEHR.N Dimethyl:2H(4): 1

3866 false 3692 1447.8059 1446.7678 1 21.24 327.84 56 22.4 (M:22.4) 1 4 1 K.NLLSSDDVKATTR.L Dimethyl: 9

3867 true 3692 1447.8059 1446.8004 1 -1.23 371.63 56 71.8 (M:71.8) 1 1 0 R.SICTTVLELLDK.Y
Carbamidomethyl: 3; 
Dimethyl: 1, 12

3868 true 2479 1447.8186 1446.7958 1 10.7 233.83 29.5 43.7 (M:43.7) 1 1 0 K.SLNNQFASFIDK.V Dimethyl:2H(4): 1, 12



3869 true 1392 1448.7037 1447.6983 1 -1.33 344.16 41 55.6 (M:55.6) 1 1 0 K.DYTPEVHAAFDK.F Dimethyl: 1, 12

3870 true 2498 1448.7121 1447.7136 1 -6.05 464.03 39.33 66.7 (M:66.7) 1 1 0 K.HLWDYTFGPEK.L Dimethyl: 1, 11

3871 true 743 1448.7253 1447.6878 1 20.86 279.66 23 48.9 (M:48.9) 1 1 0 K.DMNHTNSYGIIR.G Dimethyl: 1

3872 true 3024 1448.8161 1447.8115 1 -1.88 406.04 32.33 56.7 (M:56.7) 2 1 0 R.FSPIPFPPLSYK.H Dimethyl: 1, 12



3873 false 2398 1448.8196 1447.8337 1 -14.72 409.4 33.33 17.0 (M:17.0) 1 4 0 R.QLSEVFIQLPSR.K Dimethyl:2H(4): 1

3874 true 2326 1448.8355 1447.8184 1 6.77 325.21 47 56.0 (M:56.0) 1 1 0 R.TSEAIVDAALSALR.S Dimethyl:2H(4): 1

3875 true 2119 1448.886 1447.8551 1 16.29 439.07 30 39.5 (M:39.5) 1 1 0 K.YAPLHLVPLIER.L Dimethyl: 1

3876 true 1501 1449.7603 1448.7384 1 10.11 338.18 26.83 24.5 (M:24.5) 1 1 0 K.DSSTLMLHFNPR.F Dimethyl:2H(4): 1



3877 true 1312 1449.8049 1448.8301 1 -22.38 290.3 25.33 29.9 (M:29.9) 1 1 0 R.IDAMHGVVGPYVK.K Dimethyl:2H(4): 1, 13

3878 true 3005 1449.8608 1448.869 1 -10.65 436.4 41.67 83.9 (M:83.9) 1 1 0 K.GVNLVLNSLAEEK.L Dimethyl:2H(4): 1, 13

3879 true 761 1449.8787 1448.8702 1 0.87 385.99 30.83 39.1 (M:39.1) 2 1 0 K.EAPPMEKPEVVK.T Dimethyl:2H(4): 1, 7, 12

3880 true 2446 1449.9141 1448.9017 1 3.52 420.6 30 79.8 (M:79.8) 1 1 0 R.VGVPVPVPALTVNR.L Dimethyl:2H(4): 1



3881 true 2582 1449.9302 1448.928 1 -3.53 320.3 29.67 56.2 (M:56.2) 1 1 0 R.MVVPVAALFTPLK.E Dimethyl:2H(4): 1, 13

3882 true 2874 1450.7246 1449.7078 1 6.59 322.52 50 16.9 (M:16.9) 1 1 0 K.NAVEEYVYEFR.D Dimethyl:2H(4): 1

3883 true 746 1450.7505 1449.7464 1 -2.19 296.32 22 43.6 (M:43.6) 1 1 0 K.GYDVIAQAQSGTGK.T Dimethyl: 1, 14

3884 true 4312 1450.7534 1449.7766 1 -20.94 372.09 43.5 24.2 (M:24.2) 1 1 0 K.GDDVGAFQLVELR.V Dimethyl:2H(4): 1



3885 true 2641 1450.7545 1449.7766 1 -20.21 370.96 36.67 60.2 (M:60.2) 1 1 0 R.ADYIPTQQDVLR.T Dimethyl:2H(4): 1

3886 true 2336 1450.78 1449.7554 1 11.93 437.63 38 65.2 (M:65.2) 1 1 0 R.YIDILPYDHNR.V Dimethyl:2H(4): 1

3887 true 1937 1451.6822 1450.694 1 -13.14 292.92 33.83 42.4 (M:42.4) 1 1 0 R.ELAEDGYSGVEVR.V Dimethyl: 1

3888 true 2544 1451.7769 1450.744 1 17.64 368.12 38.33 22.6 (M:22.6) 1 1 0 K.CIYNEGMPIYK.S
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11



3889 true 579 1452.7172 1451.7079 1 1.44 252.27 34.67 36.1 (M:36.1) 1 1 1 R.YLAEVACGDDRK.Q
Carbamidomethyl: 7; 
Dimethyl: 1, 12

3890 true 4382 1452.7904 1451.8024 1 -13.28 344.51 47 18.4 (M:18.4) 1 1 0 K.YQLSQDGVVLFK.K Dimethyl: 1, 12

3891 true 1239 1453.7046 1452.6997 1 -1.67 358.19 40.67 44.1 (M:44.1) 1 1 0 K.AEAGAGAATEFQFR.G Dimethyl: 1

3892 true 741 1453.7209 1452.7147 1 -0.7 299.1 29.33 49.6 (M:49.6) 1 1 0 R.AAEQAEQIDYQR.I Dimethyl:2H(4): 1



3893 true 247 1453.7497 1452.7548 1 -8.47 318.91 27 54.5 (M:54.5) 2 1 1 K.EQLEEEEEAKR.N Dimethyl:2H(4): 1, 10

3894 true 3138 1453.7754 1452.7864 1 -12.63 238.5 32.17 73.7 (M:73.7) 2 1 0 K.TETPASAFSLFVK.N Dimethyl: 1, 13

3895 true 1275 1454.762 1453.7475 1 4.99 256.52 24 17.1 (M:17.1) 1 1 0 K.GTINFLHADCDK.F
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12

3896 true 1625 1454.8587 1453.8315 1 13.66 431.08 24.33 69.2 (M:69.2) 1 1 0 R.AHSSMVGVHLPQK.A Dimethyl:2H(4): 1, 13



3897 true 1731 1455.7082 1454.7191 1 -12.51 293.05 33.83 69.3 (M:69.3) 1 1 0 R.ELAEDGYSGVEVR.V Dimethyl:2H(4): 1

3898 true 2638 1455.7716 1454.7518 1 8.62 402.65 38.83 58.0 (M:58.0) 1 1 0 K.NLYSDEIPHALR.E Dimethyl: 1

3899 true 427 1456.7245 1455.7358 1 -12.75 457.38 27.67 48.2 (M:48.2) 1 1 0 M.THQYPALTAEQK.K Acetyl: 1; Dimethyl: 12

3900 true 1532 1456.7471 1455.7486 1 -5.99 355.43 41.17 42.6 (M:42.6) 1 1 0 K.DYTPEVHAAFDK.F Dimethyl:2H(4): 1, 12



3901 true 2822 1456.7813 1455.766 1 5.49 476.04 40.67 89.5 (M:89.5) 1 1 0 M.THQFPALSPEQK.K
Dimethyl:2H(4): 12; Acetyl: 
1

3902 true 1791 1456.7996 1455.8036 1 -7.73 297.19 26.33 37.1 (M:37.1) 1 1 0 K.VIGMHYFSPVDK.M Dimethyl:2H(4): 1, 12

3903 true 2813 1456.8074 1455.8061 1 -4.11 347.1 49.67 25.8 (M:25.8) 1 1 0 K.SVGNLADFEAELK.A Dimethyl:2H(4): 1, 13

3904 true 3063 1456.8612 1455.8617 1 -5.38 373.5 32.33 34.7 (M:34.7) 1 1 0 R.FSPIPFPPLSYK.H Dimethyl:2H(4): 1, 12



3905 true 1675 1457.7238 1456.7409 1 -16.74 303.09 32.67 52.6 (M:52.6) 1 1 0 R.IEDVTPIPSDSTR.R Dimethyl: 1

3906 true 1148 1457.7338 1456.7248 1 1.12 372.78 40.67 97.6 (M:97.6) 1 1 0 K.AEAGAGAATEFQFR.G Dimethyl:2H(4): 1

3907 true 315 1457.7753 1456.7596 1 5.83 364 28.33 28.6 (M:28.6) 1 1 0 R.NQEQMKPLEEK.Q Dimethyl: 1, 6, 11

3908 true 2114 1458.6751 1457.6759 1 -5.53 257.62 34.67 34.9 (M:34.9) 1 1 0 R.AFSDDTLQMDQR.L Dimethyl:2H(4): 1



3909 true 1363 1458.8332 1457.8152 1 7.36 319.63 27.83 57.6 (M:57.6) 2 1 0 R.SLVANLAAANCYK.K
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 13

3910 true 2774 1459.6641 1458.6751 1 -12.52 382.97 37.17 31.8 (M:31.8) 1 1 0 K.FEEANTADMPFR.L Dimethyl:2H(4): 1

3911 true 4166 1459.7606 1458.7429 1 7.14 389.38 46.17 17.3 (M:17.3) 1 1 0 R.FTMFLTDSSNIK.E Dimethyl: 1, 12

3912 true 1932 1459.7831 1458.7781 1 -1.55 394.4 28.17 36.8 (M:36.8) 1 1 0 R.SMGFIGHYLDQK.R Dimethyl:2H(4): 1, 12



3913 true 2639 1459.796 1458.7769 1 8.1 411.73 38.83 50.4 (M:50.4) 1 1 0 K.NLYSDEIPHALR.E Dimethyl:2H(4): 1

3914 true 3113 1459.8381 1458.8082 1 15.49 432.1 42.5 24.3 (M:24.3) 1 1 1 R.KIEFSLPDLEGR.T Dimethyl: 1, 1

3915 false 428 1460.7508 1459.7705 1 -18.42 396.23 27.67 16.7 (M:16.7) 1 3 1 K.GVIVASNKEEACK.A
Carbamidomethyl: 12; 
Dimethyl: 1, 8

3916 true 428 1460.7508 1459.7609 1 -11.87 477.36 27.67 105.7 (M:105.7) 1 1 0 M.THQYPALTAEQK.K
Dimethyl:2H(4): 12; Acetyl: 
1



3917 true 2188 1460.7533 1459.746 1 0.05 339.83 28.67 41.7 (M:41.7) 4 1 0 R.APDALFSSPPQFR.H Dimethyl: 1

3918 true 74 1460.7571 1459.7547 1 -3.35 263.1 20.5 42.4 (M:42.4) 2 1 1 K.KFPEDGSSPYGGR.Y Dimethyl:2H(4): 1, 1

3919 true 527 1460.762 1459.7581 1 -2.32 344.63 34.67 29.3 (M:29.3) 1 1 1 R.YLAEVACGDDRK.Q
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 12

3920 true 4333 1460.8517 1459.8526 1 -5.63 468.04 47 72.3 (M:72.3) 1 1 0 K.YQLSQDGVVLFK.K Dimethyl:2H(4): 1, 12



3921 true 413 1460.8674 1459.8701 1 -6.77 405.78 19 15.1 (M:15.1) 1 1 1 K.HVKSVGAFISEVK.Y
Dimethyl:2H(4): 1; 
Dimethyl: 3

3922 true 117 1461.6774 1460.6681 1 1.34 228.58 26.5 33.2 (M:33.2) 1 1 0 R.EAGPEAAGDGAAEER.V Dimethyl:2H(4): 1

3923 true 1676 1461.7522 1460.766 1 -14.45 334.74 32.67 86.2 (M:86.2) 1 1 0 R.IEDVTPIPSDSTR.R Dimethyl:2H(4): 1

3924 true 1353 1461.8122 1460.8137 1 -6 288.54 40.33 25.2 (M:25.2) 1 1 0 R.TINEVENQILTR.D Dimethyl:2H(4): 1



3925 true 3609 1461.8709 1460.8366 1 18.46 133.96 37.83 77.3 (M:77.3) 3 1 0 K.TETPASAFSLFVK.N Dimethyl:2H(4): 1, 13

3926 true 98 1462.6988 1461.6857 1 3.99 334.85 20.33 59.9 (M:59.9) 1 1 0 K.HIMGQNVADYMR.Y Dimethyl: 1

3927 false 2871 1462.8092 1461.8191 1 -11.79 533.41 40.33 18.5 (M:18.5) 1 3 1 R.SYIPLAQRTTEK.W Dimethyl: 1, 12

3928 true 2871 1462.8092 1461.7878 1 9.64 492.59 40.33 75.3 (M:75.3) 2 1 0 R.FVIGGPQGDAGVTGR.K Dimethyl:2H(4): 1



3929 true 2264 1463.7459 1462.7061 1 22.23 355.26 28.83 46.9 (M:46.9) 1 1 0 K.LPCIFICENNR.Y
Carbamidomethyl: 3, 7; 
Dimethyl: 1

3930 true 2219 1463.7699 1462.778 1 -10.47 240.43 28.5 94.2 (M:94.2) 1 1 0 R.FTQAGSEVSALLGR.I Dimethyl: 1

3931 false 2219 1463.7699 1462.7817 1 -13 289.28 28.5 19.6 (M:19.6) 1 2 0 K.AAVVENGEVGTETK.S
Dimethyl:2H(4): 1; 
Dimethyl: 14

3932 true 1681 1463.7748 1462.7416 1 17.71 256.38 25.33 18.5 (M:18.5) 1 1 0 K.SAGASENPSVTLFR.E Dimethyl: 1



3933 false 1218 1463.778 1462.7636 1 4.86 809.04 28.67 23.4 (M:23.4) 1 2 1 K.LAEMKTNICVGR.A
Carbamidomethyl: 9; 
Oxidation: 4; Dimethyl: 1, 5

3934 true 1218 1463.778 1462.7643 1 4.41 548.25 28.67 26.7 (M:26.7) 1 1 0 K.NLSFFLNPPCAK.W
Carbamidomethyl: 10; 
Dimethyl: 1, 12

3935 true 554 1463.832 1462.8194 1 3.61 452.73 20.5 28.1 (M:28.1) 1 1 0 K.AQALGALQNVQYR.G Dimethyl:2H(4): 1

3936 false 554 1463.832 1462.7966 1 19.19 474.36 20.5 17.5 (M:17.5) 1 2 1 R.EMYGASKPLKGAR.I Dimethyl: 1, 7



3937 true 2183 1464.741 1463.7442 1 -7.18 419.35 37.83 65.7 (M:65.7) 1 1 0 K.NCIVLVDSTPYR.Q
Carbamidomethyl: 2; 
Dimethyl: 1

3938 true 1211 1464.7537 1463.7817 1 -24.06 305.34 33 20.3 (M:20.3) 1 1 1 R.GGDMASQLLASRAR.D Dimethyl:2H(4): 1

3939 true 2290 1464.7617 1463.7711 1 -11.33 414.25 28.67 43.1 (M:43.1) 1 1 0 R.APDALFSSPPQFR.H Dimethyl:2H(4): 1

3940 true 416 1464.8332 1463.8348 1 -6.07 213.23 19 37.0 (M:37.0) 1 1 0 R.EDSVKPGAHLTVK.K Dimethyl: 1, 5, 13



3941 true 1013 1465.705 1464.711 1 -9.07 414.57 30.33 36.3 (M:36.3) 1 1 0 K.LPGQDFQHDPQR.H Dimethyl: 1

3942 true 343 1465.7836 1464.7959 1 -13.34 409.26 27.17 34.1 (M:34.1) 1 1 0 R.AAAAVAQCQANQAK.L
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 14

3943 true 2589 1465.7912 1464.7685 1 10.5 422.27 39.5 47.4 (M:47.4) 1 1 0 R.IGNLQHDLSDGLR.L Dimethyl: 1

3944 true 1566 1465.7993 1464.7936 1 -1.08 380.18 24.67 88.1 (M:88.1) 3 1 0 R.YVTVQGISGTGSLR.V Dimethyl: 1



3945 true 99 1466.7239 1465.7108 1 3.98 331.58 20.33 45.8 (M:45.8) 2 1 0 K.HIMGQNVADYMR.Y Dimethyl:2H(4): 1

3946 true 1630 1466.8393 1465.8293 1 1.87 424.75 27.33 65.6 (M:65.6) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12

3947 true 1630 1466.8393 1465.8293 1 1.87 424.75 27.33 65.6 (M:65.6) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12

3948 true 1630 1466.8393 1465.8293 1 1.87 424.75 27.33 65.6 (M:65.6) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12



3949 true 564 1466.8696 1465.857 1 3.62 488.87 30 20.6 (M:20.6) 1 1 1 R.FPEHELVKDEK.R Dimethyl:2H(4): 1, 8, 11

3950 true 1862 1466.8729 1465.8617 1 2.67 274.04 27.33 42.9 (M:42.9) 1 1 0 R.IDILDSALLRPGR.I Dimethyl: 1

3951 true 2235 1467.7503 1466.7312 1 8.04 379.03 28.83 54.1 (M:54.1) 1 1 0 K.LPCIFICENNR.Y
Carbamidomethyl: 3, 7; 
Dimethyl:2H(4): 1

3952 true 1675 1467.7629 1466.7551 1 0.35 405.03 35 17.4 (M:17.4) 1 1 1 K.GVKFNVTTVDMTR.K



3953 true 1956 1467.7668 1466.763 1 -2.4 328.56 26.33 22.9 (M:22.9) 2 1 0 R.HASAAGFPLTSAGPR.A Dimethyl: 1

3954 true 2220 1467.7954 1466.8031 1 -10.23 204.22 28.5 89.7 (M:89.7) 1 1 0 R.FTQAGSEVSALLGR.I Dimethyl:2H(4): 1

3955 true 4168 1467.8093 1466.7931 1 6.09 372.35 46.17 44.6 (M:44.6) 1 1 0 R.FTMFLTDSSNIK.E Dimethyl:2H(4): 1, 12

3956 true 3489 1467.8262 1466.8133 1 3.85 282.57 37.5 44.0 (M:44.0) 1 1 0 R.VALTGLTVAEYFR.D Dimethyl: 1



3957 true 3114 1467.879 1466.8441 1 18.88 395.75 42.5 42.1 (M:42.1) 1 1 0 R.CDVIAQGIVMAVK.D
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

3958 true 248 1468.6593 1467.659 1 -4.72 285.4 27 30.3 (M:30.3) 1 1 0 R.NIDEHANEDVER.M Dimethyl: 1

3959 true 2184 1468.7662 1467.7694 1 -7.12 517.29 37.83 64.4 (M:64.4) 1 1 0 K.NCIVLVDSTPYR.Q
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

3960 false 2184 1468.7662 1467.7755 1 -11.34 456.95 37.83 17.3 (M:17.3) 1 2 1 K.MGFGGTLEIKTSR.E Oxidation: 1; Dimethyl: 1, 10



3961 false 1879 1468.8489 1467.8548 1 -9 215.41 26.33 15.6 (M:15.6) 1 2 1 K.ELKESGELLPILK.G

3962 true 1908 1468.906 1467.9115 1 -8.69 398.93 26.83 48.8 (M:48.8) 3 1 0 K.QPAPLVGPLLIYR.A Dimethyl:2H(4): 1

3963 true 4682 1468.9806 1467.988 1 -10.01 343.3 53.33 57.7 (M:57.7) 1 1 0 K.NALLPEAIPLLLK.Y Dimethyl:2H(4): 1, 13

3964 true 367 1469.6455 1468.6371 1 0.76 211.69 21.17 22.1 (M:22.1) 1 1 0 R.GGDYFYHSENPR.R Dimethyl: 1



3965 true 1014 1469.7093 1468.7361 1 -23.19 470.8 30.5 35.4 (M:35.4) 1 1 0 K.LPGQDFQHDPQR.H Dimethyl:2H(4): 1

3966 true 358 1469.736 1468.7099 1 12.81 346.93 22.17 68.9 (M:68.9) 1 1 0 K.GPDGYGFHLHGEK.G Dimethyl: 1, 13

3967 true 2164 1469.7885 1468.7512 1 20.4 217.18 28 43.5 (M:43.5) 2 1 0 K.TFSYAGFEMQPK.K Dimethyl:2H(4): 1, 12

3968 true 4213 1469.8163 1468.8053 1 2.47 416.31 46.83 37.0 (M:37.0) 1 1 0 K.SLYYFIQQDTK.G Dimethyl:2H(4): 1, 11



3969 true 1036 1469.8224 1468.8187 1 -2.45 422.84 24.67 61.5 (M:61.5) 3 1 0 R.YVTVQGISGTGSLR.V Dimethyl:2H(4): 1

3970 true 2792 1469.8268 1468.7936 1 17.62 410.96 39.5 74.0 (M:74.0) 1 1 0 R.IGNLQHDLSDGLR.L Dimethyl:2H(4): 1

3971 true 420 1469.8489 1468.8349 1 4.57 388.65 28.33 63.9 (M:63.9) 1 1 0 R.NQEQMKPLEEK.Q Dimethyl:2H(4): 1, 6, 11

3972 true 2133 1470.0122 1468.9833 1 14.76 419.61 27.5 46.7 (M:46.7) 1 1 0 K.LPVVGSQLVGLVPK.K Dimethyl:2H(4): 1, 14



3973 true 2148 1470.7148 1469.7263 1 -12.79 342.73 37.5 33.5 (M:33.5) 1 1 0 K.NVLFAHLDDNER.S Dimethyl: 1

3974 true 3373 1470.7158 1469.7038 1 3.2 302.95 39.33 30.9 (M:30.9) 1 1 0 K.EYATEVDVDFVR.K Dimethyl: 1

3975 true 3373 1470.7158 1469.7038 1 3.2 302.95 39.33 30.9 (M:30.9) 1 1 0 K.EYATEVDVDFVR.K Dimethyl: 1

3976 true 1512 1470.8554 1469.8242 1 16.28 380.94 23.83 21.5 (M:21.5) 1 1 0 K.GVPTGFILPISDVR.A



3977 true 1936 1470.8813 1469.8868 1 -8.65 252.99 27.33 28.6 (M:28.6) 1 1 0 R.IDILDSALLRPGR.I Dimethyl:2H(4): 1

3978 false 59 1470.8941 1469.9098 1 -15.61 376.43 15.17 15.5 (M:15.5) 1 4 1 R.AGVIDLSPFGKFK.V
Dimethyl:2H(4): 1, 11; 
Dimethyl: 13

3979 true 380 1471.7349 1470.7328 1 -3.49 339.17 18.33 45.5 (M:45.5) 2 1 0 M.SHPSPVERPGNPR.N Acetyl: 1

3980 true 1944 1471.7552 1470.7405 1 5.05 236.59 27 30.3 (M:30.3) 1 1 0 R.FPQLDANSFASSR.N Dimethyl:2H(4): 1



3981 true 1219 1471.8255 1470.8145 1 2.52 141.74 28.67 19.9 (M:19.9) 1 1 0 K.NLSFFLNPPCAK.W
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12

3982 true 3424 1471.8502 1470.8384 1 3.05 288.72 37.5 70.3 (M:70.3) 1 1 0 R.VALTGLTVAEYFR.D Dimethyl:2H(4): 1

3983 true 517 1471.8762 1470.8658 1 2.12 232.21 21.83 54.3 (M:54.3) 3 1 1 K.KGPIIYPDAGGCK.H
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 1, 13

3984 true 2556 1472.6729 1471.6831 1 -11.83 339.01 36.5 55.5 (M:55.5) 1 1 0 R.IFTSIGEDYDER.V Dimethyl: 1



3985 true 202 1472.6787 1471.6725 1 -0.73 387.94 27.33 27.4 (M:27.4) 1 1 1 M.AQDQGEKENPMR.E Acetyl: 1; Dimethyl: 7

3986 true 765 1472.6793 1471.6799 1 -5.39 362.01 35.67 67.0 (M:67.0) 1 1 0 R.MEELHNQEMQK.R Dimethyl: 1, 11

3987 true 422 1472.7586 1471.7453 1 4.08 274.18 21.17 67.4 (M:67.4) 1 1 0 K.QLTCNEPILSNR.S
Carbamidomethyl: 4; 
Dimethyl: 1

3988 true 1270 1472.8547 1471.8623 1 -10.1 395.2 23.33 46.0 (M:46.0) 2 1 0 K.QIGNVAALPGIVHR.S Dimethyl: 1



3989 true 368 1473.6668 1472.6622 1 -1.86 232.46 21.17 24.4 (M:24.4) 1 1 0 R.GGDYFYHSENPR.R Dimethyl:2H(4): 1

3990 true 4483 1473.6819 1472.6758 1 -0.85 418.55 44.17 20.6 (M:20.6) 1 1 0 -.MQAFQYPEVYR.D Acetyl: 1

3991 true 1464 1473.7846 1472.7987 1 -14.54 178.56 24.67 39.6 (M:39.6) 1 1 0 K.EKPTDLQNFGLR.T Dimethyl: 1, 2

3992 false 1930 1473.7996 1472.7835 1 6.01 402.98 36.17 17.7 (M:17.7) 1 2 0 K.TAIANASTLAEVER.L Dimethyl: 1



3993 true 4747 1473.8007 1472.8021 1 -5.88 458.72 53.67 21.5 (M:21.5) 1 1 0 K.SNEILTAIIQGMR.K Dimethyl: 1

3994 true 2932 1473.8249 1472.7966 1 14.27 229.5 31.5 53.2 (M:53.2) 1 1 0 R.YGLFPANYVELR.Q Dimethyl:2H(4): 1

3995 true 1971 1473.8466 1472.85 1 -7.29 395.41 28.33 18.9 (M:18.9) 1 1 0 K.LSLPVAALSSAQER.D Dimethyl:2H(4): 1

3996 true 2149 1474.744 1473.7514 1 -9.98 362.77 37.5 27.4 (M:27.4) 1 1 0 K.NVLFAHLDDNER.S Dimethyl:2H(4): 1



3997 true 5531 1474.772 1473.7749 1 -6.9 426.48 49 41.9 (M:41.9) 1 1 0 R.DICNDVLSLLEK.F
Carbamidomethyl: 3; 
Dimethyl: 1, 12

3998 false 5531 1474.772 1473.7509 1 9.34 513.38 49 18.9 (M:18.9) 1 59.27 2 1 K.LMATNDMYEAKK.I
Dimethyl:2H(4): 12; 
Dimethyl: 11

3999 true 2832 1474.7999 1473.7861 1 4.38 364.76 49.67 37.9 (M:37.9) 2 1 0 K.SDIGEVILVGGMTR.M Dimethyl: 1

4000 false 2832 1474.7999 1473.8191 1 -18 286.02 49.67 21.4 (M:21.4) 1 3 1 K.GGKEFVEAVIELR.K Dimethyl: 3



4001 true 1683 1474.8933 1473.8795 1 4.41 425.89 27.33 102.8 (M:102.8) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12

4002 true 1683 1474.8933 1473.8795 1 4.41 425.89 27.33 102.8 (M:102.8) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12

4003 true 1683 1474.8933 1473.8795 1 4.41 425.89 27.33 102.8 (M:102.8) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12

4004 true 2006 1475.7473 1474.7238 1 10.95 335.14 34 33.9 (M:33.9) 1 1 0 K.GMQVGPFTPEIQR.V Oxidation: 2



4005 true 2505 1475.7966 1474.7602 1 19.71 349.59 29.67 25.2 (M:25.2) 1 1 0 R.AVLNPLCQVDYR.A
Carbamidomethyl: 7; 
Dimethyl: 1

4006 true 1232 1476.6461 1475.6683 1 -19.96 250.38 23.83 89.1 (M:89.1) 1 1 0
R.MGPAMGQGMGAGIDR.
M Dimethyl: 1

4007 false 292 1476.696 1475.7 1 -7.63 390.55 27.33 18.9 (M:18.9) 1 54.25 2 0 K.QEELMLGDPCLK.D
Carbamidomethyl: 10; 
Oxidation: 5; Dimethyl: 12

4008 true 292 1476.696 1475.6976 1 -6.04 308.13 27.33 43.2 (M:43.2) 1 1 1 M.AQDQGEKENPMR.E Dimethyl:2H(4): 7; Acetyl: 1



4009 true 2557 1476.6993 1475.7082 1 -10.95 376.96 36.5 41.1 (M:41.1) 1 1 0 R.IFTSIGEDYDER.V Dimethyl:2H(4): 1

4010 true 2765 1476.7591 1475.7555 1 -2.47 404.26 40.83 53.0 (M:53.0) 1 1 0 K.NIVAVGAGFCDGLR.C
Carbamidomethyl: 10; 
Dimethyl: 1

4011 true 841 1476.7711 1475.7704 1 -4.44 245.12 22.67 31.4 (M:31.4) 1 1 0 K.QLTCNEPILSNR.S
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

4012 true 1730 1476.7771 1475.7521 1 12 429.81 36.33 60.4 (M:60.4) 1 1 0 K.NFIQGNVFEPGAR.N Dimethyl: 1



4013 true 2555 1476.8606 1475.85 1 2.19 224.72 29.83 81.6 (M:81.6) 1 1 0 K.IVIFPEHLDIPR.D Dimethyl: 1

4014 true 1271 1476.8992 1475.8874 1 3.02 368.53 23.33 21.7 (M:21.7) 1 1 0 K.QIGNVAALPGIVHR.S Dimethyl:2H(4): 1

4015 true 417 1476.9086 1475.9101 1 -5.96 273.43 19 53.7 (M:53.7) 1 1 0 R.EDSVKPGAHLTVK.K Dimethyl:2H(4): 1, 5, 13

4016 true 2877 1477.6344 1476.6377 1 -7.16 359.96 37.67 47.2 (M:47.2) 1 1 0 K.EMTDAAMFYTNR.I Dimethyl: 1



4017 true 2725 1477.7347 1476.7249 1 1.69 351.89 30.5 15.4 (M:15.4) 1 1 0 K.GVTQYYAYVTER.Q Dimethyl: 1

4018 true 535 1477.7819 1476.7601 1 9.84 349.2 22.17 46.4 (M:46.4) 1 1 0 K.GPDGYGFHLHGEK.G Dimethyl:2H(4): 1, 13

4019 true 2818 1478.7969 1477.7929 1 -2.21 307.16 31 61.4 (M:61.4) 2 1 0 R.LAQLQDPFSLYR.C Dimethyl: 1

4020 true 2771 1478.8233 1477.8112 1 3.24 423.67 49.67 51.1 (M:51.1) 2 1 0 K.SDIGEVILVGGMTR.M Dimethyl:2H(4): 1



4021 true 1888 1479.7266 1478.7044 1 10.13 316.21 27.17 24.8 (M:24.8) 1 1 0 K.AGGGCVMTIGEMLR.S
Carbamidomethyl: 5; 
Dimethyl: 1

4022 true 3156 1479.7423 1478.7405 1 -3.76 334.61 39 35.3 (M:35.3) 1 1 0 K.EPFPTIYVDSQR.E Dimethyl: 1

4023 true 186 1479.7441 1478.7374 1 -0.38 218.46 19.83 35.3 (M:35.3) 3 1 0 R.CLYACVLTAQPR.L
Carbamidomethyl: 1, 5; 
Dimethyl: 1

4024 true 4795 1479.7643 1478.7555 1 1.03 565.86 47.17 24.3 (M:24.3) 1 75.21 1 1 K.TKDDSNESPWIK.L
Dimethyl:2H(4): 12; 
Dimethyl: 1



4025 true 850 1479.7845 1478.7664 1 7.3 257.79 22.83 60.6 (M:60.6) 1 1 0 R.CLALATHDAPVQR.E
Carbamidomethyl: 1; 
Dimethyl: 1

4026 true 494 1479.8076 1478.8093 1 -6.08 238.06 22 19.6 (M:19.6) 1 1 0 R.IHSQIPQITSDGK.R Dimethyl: 1, 13

4027 true 2106 1479.8735 1478.8923 1 -17.66 214.6 31.5 16.3 (M:16.3) 1 1 1 K.HWYKEMLKPK.Y
Dimethyl:2H(4): 1, 4; 
Dimethyl: 8, 10

4028 true 2100 1479.8774 1478.8378 1 21.83 201.57 27.67 16.9 (M:16.9) 1 1 1 K.SISMSSSKLLLAAK.A Oxidation: 4; Dimethyl: 14



4029 true 2116 1480.7031 1479.7028 1 -4.72 324.39 34.67 49.9 (M:49.9) 2 1 0 K.QLICDPSYVSDR.V
Carbamidomethyl: 4; 
Dimethyl: 1

4030 true 1184 1480.7193 1479.6934 1 12.57 302.97 23.83 52.4 (M:52.4) 1 1 0
R.MGPAMGQGMGAGIDR.
M Dimethyl:2H(4): 1

4031 true 766 1480.7287 1479.7301 1 -5.89 288.35 35.67 48.8 (M:48.8) 1 1 0 R.MEELHNQEMQK.R Dimethyl:2H(4): 1, 11

4032 true 2798 1480.7885 1479.7806 1 0.39 432.78 40.83 37.2 (M:37.2) 1 1 0 K.NIVAVGAGFCDGLR.C
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1



4033 true 1914 1480.8054 1479.7772 1 14.14 515.06 36.33 74.0 (M:74.0) 1 1 0 K.NFIQGNVFEPGAR.N Dimethyl:2H(4): 1

4034 true 783 1480.8067 1479.8173 1 -12.07 479.88 29.17 57.7 (M:57.7) 1 1 0 R.FAHTSEEQLVQK.Y Dimethyl:2H(4): 1, 12

4035 true 2519 1480.887 1479.8751 1 3.08 292.83 29.83 73.2 (M:73.2) 1 1 0 K.IVIFPEHLDIPR.D Dimethyl:2H(4): 1

4036 true 2878 1481.6519 1480.6628 1 -12.27 338.01 37.67 46.0 (M:46.0) 1 1 0 K.EMTDAAMFYTNR.I Dimethyl:2H(4): 1



4037 true 1646 1481.7719 1480.7612 1 2.31 489.53 35 76.8 (M:76.8) 1 1 0 K.HFYDGSEIVVAGR.F Dimethyl:2H(4): 1

4038 true 3058 1481.7753 1480.7813 1 -9.01 336.73 51 35.4 (M:35.4) 2 1 0 R.YISPDQLADLYK.G Dimethyl: 1, 12

4039 true 4748 1481.7951 1480.8075 1 -13.28 374.65 45.33 36.7 (M:36.7) 1 1 0 R.LESLTDEINFLR.Q Dimethyl:2H(4): 1

4040 true 1177 1481.8085 1480.7998 1 0.98 230.34 24.17 23.8 (M:23.8) 1 1 0 K.SQIHDIVLVGGSTR.I



4041 true 2576 1481.8264 1480.8228 1 -2.44 386.19 48.83 34.3 (M:34.3) 1 1 0 K.GYELLFQPEVVR.I Dimethyl:2H(4): 1

4042 true 2308 1482.7123 1481.73 1 -16.87 326.14 35.33 39.6 (M:39.6) 1 1 0 K.TDFLQEGEPTSAR.C Dimethyl:2H(4): 1

4043 true 2057 1482.7191 1481.7072 1 3.09 301.02 44.67 17.2 (M:17.2) 1 50 1 1 R.KYDDPTVQSDMK.H Dimethyl: 1, 12

4044 true 848 1482.75 1481.7297 1 8.81 411.12 21.5 61.8 (M:61.8) 1 1 0
K.AGAGSATLSMAYAGAR.
F Dimethyl: 1



4045 true 672 1482.778 1481.7999 1 -19.71 341.42 28.5 59.4 (M:59.4) 1 1 0 R.CTGGEVGATSALAPK.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 15

4046 true 2819 1482.821 1481.818 1 -2.9 265.77 31 63.1 (M:63.1) 2 1 0 R.LAQLQDPFSLYR.C Dimethyl:2H(4): 1

4047 false 5532 1482.827 1481.8465 1 -18.06 390.89 49 17.4 (M:17.4) 1 3 1 K.QTMKLFAELEIK.R Dimethyl:2H(4): 12

4048 true 5532 1482.827 1481.8251 1 -3.6 388.04 49 52.9 (M:52.9) 1 1 0 R.DICNDVLSLLEK.F
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 12



4049 false 5532 1482.827 1481.8214 1 -1.1 540.13 49 15.6 (M:15.6) 1 5 1 K.AAQLGFKTVCVEK.N
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

4050 true 2982 1482.917 1481.8868 1 15.45 380.87 31.33 16.9 (M:16.9) 1 1 0 R.IETLDPALIRPGR.I Dimethyl:2H(4): 1

4051 true 1427 1483.7277 1482.7137 1 4.52 410.48 33.83 47.4 (M:47.4) 2 1 0 R.DLTTAGAVTQCYR.D
Carbamidomethyl: 11; 
Dimethyl: 1

4052 true 1000 1483.7355 1482.7625 1 -23.09 328.22 22.33 36.7 (M:36.7) 4 1 0 R.CLYACVLTAQPR.L
Carbamidomethyl: 1, 5; 
Dimethyl:2H(4): 1



4053 true 3285 1483.7593 1482.7657 1 -9.18 357.81 39 26.1 (M:26.1) 1 1 0 K.EPFPTIYVDSQR.E Dimethyl:2H(4): 1

4054 false 4313 1483.7732 1482.798 1 -21.63 232.95 43.5 15.2 (M:15.2) 1 2 1 K.DTQEPPEQPKVR.T
Dimethyl:2H(4): 1; 
Dimethyl: 10

4055 false 4313 1483.7732 1482.7868 1 -14.06 315.88 43.5 15.0 (M:15.0) 1 3 0 K.DVVFLIDSSDSVR.S Dimethyl:2H(4): 1

4056 true 452 1483.8939 1482.8982 1 -7.76 217.55 17.5 37.2 (M:37.2) 1 1 1 K.RKPQMTEEQIK.T Dimethyl:2H(4): 1, 2, 11



4057 true 1790 1483.895 1482.9122 1 -16.53 93.96 25.17 25.1 (M:25.1) 1 1 0 K.GSIHGDKPIIINR.I Dimethyl:2H(4): 1, 7

4058 true 2776 1484.7041 1483.6983 1 -1.04 163.85 39.5 59.3 (M:59.3) 1 1 0 K.YDEEFQPYLPR.F Dimethyl: 1

4059 true 2117 1484.7169 1483.7279 1 -12.3 132.36 34.67 39.8 (M:39.8) 2 1 0 K.QLICDPSYVSDR.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

4060 false 2117 1484.7169 1483.6977 1 8.04 167.72 34.67 16.8 (M:16.8) 1 2 1 R.IGESMKTFADVDR.Q Oxidation: 5



4061 true 175 1484.7409 1483.7419 1 -5.6 207.7 26.33 62.3 (M:62.3) 1 1 0 K.NIHVDSPYEINR.A Dimethyl: 1

4062 true 1806 1484.7564 1483.7163 1 22.07 160.93 35.5 22.5 (M:22.5) 1 1 0 R.CYLTMTQALEAR.L
Carbamidomethyl: 1; 
Dimethyl: 1

4063 true 419 1484.7845 1483.7783 1 -0.77 93.56 19 23.1 (M:23.1) 1 1 0 K.GAASRPIEHTDFK.M Dimethyl: 1, 13

4064 true 1408 1484.8447 1483.8432 1 -3.92 186.14 23.83 90.0 (M:90.0) 1 1 0 R.LVVPASQCGSLIGK.G
Carbamidomethyl: 8; 
Dimethyl: 1, 14



4065 true 2327 1484.8553 1483.8358 1 8.19 267.29 30.67 106.8 (M:106.8) 2 1 0 K.GQIQEIVLVGGSTR.I Dimethyl: 1

4066 true 2310 1484.8742 1483.8399 1 18.19 199.31 30 56.0 (M:56.0) 1 1 0 K.SHTDQLVLIFAGK.I Dimethyl: 1, 13

4067 false 2310 1484.8742 1483.8887 1 -14.69 218.2 30 22.9 (M:22.9) 1 50 2 1 K.FNKLVIFIMQR.K
Dimethyl:2H(4): 3; 
Oxidation: 9; Dimethyl: 1

4068 true 730 1485.7577 1484.721 1 19.82 72.04 22.33 24.1 (M:24.1) 1 1 0 R.SGCTFPEKPDFH.-
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 8



4069 true 3204 1485.7672 1484.7623 1 -1.65 154.89 38.67 66.6 (M:66.6) 2 1 0 K.ELPQFATGDNLPR.V Dimethyl: 1

4070 true 2328 1485.8175 1484.8223 1 -8.13 134.21 47 45.3 (M:45.3) 1 1 0 R.EEIFGPVMQIMK.F Dimethyl:2H(4): 1, 12

4071 true 244 1486.7604 1485.7704 1 -11.6 101.26 21.17 46.7 (M:46.7) 1 1 0 R.AAGDGVTYEFHQK.C Dimethyl:2H(4): 1, 13

4072 true 2187 1486.788 1485.7955 1 -9.96 127.62 45.17 17.7 (M:17.7) 1 1 0 K.YIDEHQDLYVK.R Dimethyl:2H(4): 1, 11



4073 true 2790 1486.7928 1485.7766 1 6.06 185.71 50.83 26.4 (M:26.4) 1 1 0 K.AEENYVFLLNSR.R Dimethyl:2H(4): 1

4074 true 4400 1486.84 1485.8453 1 -8.44 208.98 43.67 41.9 (M:41.9) 1 1 0 R.VDQLAAQLADLAAR.G Dimethyl:2H(4): 1

4075 true 3347 1486.855 1485.884 1 -24.42 60.98 35.17 24.0 (M:24.0) 1 1 0 R.IVSQLLTLMDGLK.Q Dimethyl: 1, 13

4076 true 2116 1486.8962 1485.8919 1 -2.03 167.14 27 32.2 (M:32.2) 1 1 1 K.KEDLYLKPIQR.T Dimethyl: 1, 1, 7



4077 true 293 1487.7476 1486.74 1 0.24 50.04 20.83 72.4 (M:72.4) 1 1 0 K.SEGVYCCGPAPVK.A
Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1, 13

4078 true 1428 1487.7534 1486.7388 1 4.95 227.76 33.83 71.9 (M:71.9) 1 1 0 R.DLTTAGAVTQCYR.D
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

4079 true 842 1487.8982 1486.8959 1 -3.31 37.61 22.5 19.0 (M:19.0) 1 1 0 K.EKPPITVVGDVGGR.I Dimethyl:2H(4): 1, 2

4080 true 2083 1488.6749 1487.6864 1 -12.62 102.58 35.5 28.2 (M:28.2) 1 1 0 K.TELSQSDMFDQR.L Dimethyl:2H(4): 1



4081 true 3056 1488.7321 1487.7235 1 0.93 161.67 39.5 45.1 (M:45.1) 1 1 0 K.YDEEFQPYLPR.F Dimethyl:2H(4): 1

4082 true 2218 1488.7449 1487.7256 1 8.05 199.51 37.17 19.1 (M:19.1) 1 1 0 R.TLSFGSDLNYSTR.E Dimethyl: 1

4083 true 1773 1488.7576 1487.7414 1 5.97 218.79 35.5 35.7 (M:35.7) 1 1 0 R.CYLTMTQALEAR.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4084 true 137 1488.7675 1487.767 1 -4.6 284.08 26.33 83.8 (M:83.8) 1 1 0 K.NIHVDSPYEINR.A Dimethyl:2H(4): 1



4085 true 1304 1488.7718 1487.7654 1 -0.59 131.31 26.67 16.2 (M:16.2) 1 1 1 K.AVEEMNGKDINGK.M Dimethyl: 1, 8, 13

4086 true 2028 1488.8815 1487.8609 1 8.91 198.08 30.67 107.8 (M:107.8) 2 1 0 K.GQIQEIVLVGGSTR.I Dimethyl:2H(4): 1

4087 true 814 1489.6852 1488.6718 1 4.1 274.03 29.33 34.6 (M:34.6) 1 1 0 K.DHFQDLTHECR.T
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

4088 true 2118 1489.7363 1488.7308 1 -1.18 132.44 34.5 69.1 (M:69.1) 1 1 0 K.ILDSVGIETDDER.L Dimethyl: 1



4089 false 1927 1489.7878 1488.7759 1 3.14 357.09 26.83 20.4 (M:20.4) 1 2 0 R.LSNRPAFMPSEGK.M Dimethyl: 1, 13

4090 false 1927 1489.7878 1488.7507 1 20.03 367.72 26.83 20.4 (M:20.4) 1 2 0 R.LSNRPAFMPSEGR.M Dimethyl: 1

4091 true 1061 1489.793 1488.7874 1 -1.15 124.41 38.17 31.8 (M:31.8) 2 1 0 K.ELPQFATGDNLPR.V Dimethyl:2H(4): 1

4092 true 3892 1489.825 1488.8316 1 -9.26 125.4 41.5 38.6 (M:38.6) 2 1 0 R.YISPDQLADLYK.G Dimethyl:2H(4): 1, 12



4093 false 2014 1490.775 1489.7574 1 6.92 157.36 44.67 15.9 (M:15.9) 1 50 2 1 R.KYDDPTVQSDMK.H Dimethyl:2H(4): 1, 12

4094 true 2014 1490.775 1489.7686 1 -0.61 157.35 44.67 17.4 (M:17.4) 1 1 1 R.RFDDSVVQSDMK.H Dimethyl:2H(4): 1, 12

4095 true 1750 1490.816 1489.8041 1 3.08 208.87 29.83 71.4 (M:71.4) 3 1 0 K.NPAFAVGTFVVANR.G Dimethyl: 1

4096 false 4874 1490.8185 1489.8028 1 5.66 192.29 45.83 15.4 (M:15.4) 1 2 0 K.LISQAYEVLSDPK.K Dimethyl: 13



4097 true 1252 1490.8549 1489.838 1 6.46 184.13 33.17 26.6 (M:26.6) 1 1 1 R.KIEFPPPNEEAR.L Dimethyl:2H(4): 1, 1

4098 true 3439 1490.8657 1489.8657 1 -4.86 132.3 36.5 23.6 (M:23.6) 1 1 0 R.VLPPPGPALLDAFR.L Dimethyl: 1

4099 true 1879 1491.776 1490.753 1 10.58 169.68 46 28.7 (M:28.7) 1 1 0 K.MFAVIDGFEGFAR.G Dimethyl:2H(4): 1

4100 true 1170 1491.7946 1490.7813 1 4.01 199.69 23.67 76.5 (M:76.5) 3 1 0 K.QVGCGSPLSALGSAR.Y
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



4101 true 4543 1491.8049 1490.8167 1 -12.81 197.25 52 63.2 (M:63.2) 1 1 0 K.CANLFEALVGTLK.A
Carbamidomethyl: 1; 
Dimethyl: 1, 13

4102 true 1057 1491.8228 1490.8245 1 -6.03 81.83 23.67 30.1 (M:30.1) 1 1 0 R.SLAPSIHGHEFIK.K Dimethyl: 1, 13

4103 true 1229 1492.7354 1491.7467 1 -12.46 135.89 30.83 59.3 (M:59.3) 1 1 0 R.AGTGVDNVDVDAATR.K Dimethyl:2H(4): 1

4104 false 1229 1492.7354 1491.7425 1 -9.67 169.93 30.83 22.4 (M:22.4) 1 2 1 K.MQASVDKGCSLPK.L
Carbamidomethyl: 9; 
Oxidation: 1; Dimethyl: 7, 13



4105 true 2781 1492.7756 1491.7829 1 -9.78 115.69 30.67 46.0 (M:46.0) 1 1 0 R.LALMVQSPMFDGK.V Dimethyl: 1, 13

4106 true 2075 1492.788 1491.8061 1 -16.96 251.35 36.67 57.9 (M:57.9) 2 1 0 K.LTFDTTFSPNTGK.K Dimethyl:2H(4): 1, 13

4107 true 1899 1492.804 1491.8173 1 -13.81 152.78 43.67 47.8 (M:47.8) 1 1 0 K.QAGGPVDVGPEFQK.D Dimethyl:2H(4): 1, 14

4108 true 3486 1492.8061 1491.8082 1 -6.31 166.9 40 72.6 (M:72.6) 1 1 0 K.SDIDEIVLVGGSTR.I Dimethyl:2H(4): 1



4109 true 1383 1492.8291 1491.8359 1 -9.42 155.76 26.17 23.8 (M:23.8) 1 1 0 R.QLFHPEQMITGK.E Dimethyl:2H(4): 1, 12

4110 true 2311 1492.9117 1491.8901 1 9.58 185.67 30 61.5 (M:61.5) 1 1 0 K.SHTDQLVLIFAGK.I Dimethyl:2H(4): 1, 13

4111 true 2269 1493.7606 1492.731 1 14.89 260.77 38.5 66.3 (M:66.3) 1 1 0 K.DITSNIHFEAYR.V Dimethyl: 1

4112 true 3157 1493.7756 1492.7857 1 -11.64 141.61 39.17 34.4 (M:34.4) 1 1 0 K.DIELVMSQANVSR.A Dimethyl:2H(4): 1



4113 true 5204 1493.7817 1492.7926 1 -12.16 224.25 47.17 63.6 (M:63.6) 2 1 0 K.EYLPIAGLADFTR.A Dimethyl: 1

4114 true 1590 1493.7863 1492.7674 1 7.78 194.42 26.83 46.9 (M:46.9) 1 1 0 K.YGYTHLSAGDLLR.D Dimethyl: 1

4115 true 289 1493.7933 1492.7998 1 -9.21 77.95 18.33 50.5 (M:50.5) 1 1 0 R.EDSQRPGAHLTVK.K Dimethyl: 1, 13

4116 true 1288 1493.7963 1492.7758 1 8.85 315.77 23.17 17.6 (M:17.6) 1 1 0 R.LSNRPAFMPSEGR.M Dimethyl:2H(4): 1



4117 true 1288 1493.7963 1492.801 1 -7.99 290.01 23.17 17.6 (M:17.6) 1 1 0 R.LSNRPAFMPSEGK.M
Dimethyl:2H(4): 1; 
Dimethyl: 13

4118 true 584 1493.8012 1492.8075 1 -9.1 105.84 22.33 16.5 (M:16.5) 1 1 1 K.DGSVIKWEVESGK.K
Dimethyl:2H(4): 6; 
Dimethyl: 13

4119 true 1192 1494.842 1493.8293 1 3.68 181.87 30.67 80.0 (M:80.0) 3 1 0 K.NPAFAVGTFVVANR.G Dimethyl:2H(4): 1

4120 true 3425 1494.8848 1493.8908 1 -8.85 202.75 36.67 17.7 (M:17.7) 1 1 0 R.VLPPPGPALLDAFR.L Dimethyl:2H(4): 1



4121 true 2193 1495.7646 1494.7248 1 21.79 94.86 34.83 15.2 (M:15.2) 1 1 0 -.MSDKPDMAEIEK.F
Dimethyl:2H(4): 4; Acetyl: 1; 
Dimethyl: 12

4122 true 1786 1495.8034 1494.7831 1 8.69 158.95 27 55.7 (M:55.7) 2 1 0 K.GTQGVVTNFEIFR.M Dimethyl: 1

4123 true 4383 1496.7327 1495.7381 1 -8.47 174.39 47.17 67.5 (M:67.5) 1 1 0 K.DHIMEIFSTYGK.I Dimethyl: 1, 12

4124 true 3469 1496.899 1495.8974 1 -3.79 120.81 36.83 97.8 (M:97.8) 1 1 0 K.ALQSVGQIVGEVLK.Q Dimethyl: 1, 14



4125 true 733 1497.7553 1496.7736 1 -17.09 319.67 21.33 17.3 (M:17.3) 1 1 0 K.LDYGQHVVAGTPGR.V Dimethyl: 1

4126 true 2546 1497.7863 1496.7561 1 15.26 222.82 38.5 38.2 (M:38.2) 1 1 0 K.DITSNIHFEAYR.V Dimethyl:2H(4): 1

4127 false 5163 1497.789 1496.781 1 0.52 226.96 47.17 15.4 (M:15.4) 1 3 1 K.NLPLLTKYCGYR.E Carbamidomethyl: 9

4128 true 5163 1497.789 1496.8177 1 -23.99 219.09 47.17 44.3 (M:44.3) 3 1 0 K.EYLPIAGLADFTR.A Dimethyl:2H(4): 1



4129 true 423 1497.8043 1496.8075 1 -6.97 87.43 19 31.1 (M:31.1) 1 1 0 K.IFSGSSHQDLSQK.I Dimethyl:2H(4): 1, 13

4130 true 1591 1497.812 1496.7925 1 8.16 193.58 26.83 67.5 (M:67.5) 1 1 0 K.YGYTHLSAGDLLR.D Dimethyl:2H(4): 1

4131 true 2117 1497.8341 1496.8261 1 0.47 86.63 26.83 15.3 (M:15.3) 1 1 0 R.LSNRPAFMPSEGK.M Dimethyl:2H(4): 1, 13

4132 true 1088 1497.8492 1496.8311 1 7.24 97.59 23.33 89.2 (M:89.2) 1 1 0 K.QISVLQQQAVEAR.K Dimethyl: 1



4133 true 3374 1498.6551 1497.6745 1 -17.77 226.81 44 45.5 (M:45.5) 1 1 0 K.HMTLDSFDAMFR.E Dimethyl: 1

4134 true 763 1498.6981 1497.6888 1 1.33 282.6 31 42.0 (M:42.0) 1 1 0 R.HFDGAYAYQNEK.E Dimethyl: 1, 12

4135 true 1058 1498.849 1497.8304 1 7.56 114.04 23.5 30.4 (M:30.4) 1 1 0 K.IVAQYHELVATAR.E Dimethyl: 1

4136 true 1460 1498.8897 1497.8555 1 17.96 113.58 25 63.2 (M:63.2) 1 1 0 K.GVPTGFILPISDVR.A Dimethyl: 1



4137 true 635 1498.9787 1497.9672 1 2.77 47.49 22.67 64.1 (M:64.1) 2 1 1 K.KEDLYLKPIQR.T Dimethyl:2H(4): 1, 1, 7

4138 true 4516 1499.7477 1498.7456 1 -3.49 180.8 44.17 68.1 (M:68.1) 1 1 0 K.DFYVAFQDLPTR.H Dimethyl: 1

4139 true 3681 1499.7798 1498.7602 1 8.19 221.29 46.83 62.0 (M:62.0) 1 1 0 -.MEALPIYHGGITR.E Acetyl: 1

4140 true 1527 1499.8118 1498.7908 1 9.15 52.38 25.33 71.6 (M:71.6) 1 1 0 K.SPYQEFTDHLAK.T Dimethyl:2H(4): 1, 12



4141 true 1719 1499.8289 1498.8082 1 8.94 152.27 27 48.3 (M:48.3) 1 1 0 K.GTQGVVTNFEIFR.M Dimethyl:2H(4): 1

4142 true 4544 1499.8498 1498.8669 1 -16.28 226.79 52 57.4 (M:57.4) 1 1 0 K.CANLFEALVGTLK.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

4143 true 2682 1500.685 1499.6755 1 1.46 254.22 40.33 47.0 (M:47.0) 1 1 0 R.GFCFLEYEDHK.S
Carbamidomethyl: 3; 
Dimethyl: 1, 11

4144 true 4749 1500.8236 1499.8348 1 -12.32 247.2 45.33 75.1 (M:75.1) 2 1 0 R.DYGVLLEGPGIALR.G Dimethyl: 1



4145 true 3118 1501.7209 1500.7068 1 4.56 210.87 38.5 18.7 (M:18.7) 1 1 0 K.VDFTEEEISNMR.L Dimethyl:2H(4): 1

4146 true 2418 1501.7574 1500.7544 1 -2.87 250.23 39.17 75.4 (M:75.4) 1 1 0 R.NLNVYDIGSTSMR.V Dimethyl:2H(4): 1

4147 true 597 1501.7998 1500.7936 1 -0.75 51.4 21.5 64.3 (M:64.3) 1 1 0 R.HQSFVLVGETGSGK.T Dimethyl: 1, 14

4148 true 291 1501.8439 1500.85 1 -8.93 139.77 18.33 63.2 (M:63.2) 2 1 0 R.EDSQRPGAHLTVK.K Dimethyl:2H(4): 1, 13



4149 true 1036 1501.8703 1500.8562 1 4.57 149.5 23.33 78.3 (M:78.3) 1 1 0 K.QISVLQQQAVEAR.K Dimethyl:2H(4): 1

4150 true 2431 1502.5534 1501.5636 1 -11.65 160.09 35.83 46.3 (M:46.3) 1 1 0 R.GANDFMCDEMER.S
Carbamidomethyl: 7; 
Dimethyl: 1

4151 true 1773 1502.7591 1501.7446 1 4.74 112.84 33.67 51.8 (M:51.8) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12

4152 true 1773 1502.7591 1501.7446 1 4.74 112.84 33.67 51.8 (M:51.8) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12



4153 true 1773 1502.7591 1501.7446 1 4.74 112.84 33.67 51.8 (M:51.8) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12

4154 true 2331 1502.8003 1501.7969 1 -2.63 166.45 33 82.7 (M:82.7) 3 1 0 R.YFPTQALNFAFK.D Dimethyl: 1, 12

4155 true 2331 1502.8003 1501.7969 1 -2.63 166.45 33 82.7 (M:82.7) 3 1 0 R.YFPTQALNFAFK.D Dimethyl: 1, 12

4156 true 4802 1502.8051 1501.7997 1 -1.22 232.5 54.17 37.8 (M:37.8) 1 1 0 K.TQMDGMSLLPLLR.G Dimethyl: 1



4157 true 424 1502.8319 1501.834 1 -6.25 45.05 19 36.6 (M:36.6) 1 1 0 K.ESPLHGTQNTINK.R Dimethyl:2H(4): 1, 13

4158 true 1466 1502.856 1501.8617 1 -8.6 53.48 24.83 58.3 (M:58.3) 1 1 0 K.ILDAVIAQEPLHR.G Dimethyl: 1

4159 true 1555 1502.862 1501.8806 1 -17.25 54.1 25.17 51.7 (M:51.7) 1 1 0 K.GVPTGFILPISDVR.A Dimethyl:2H(4): 1

4160 true 1059 1502.8726 1501.8555 1 6.58 72.53 23.5 17.6 (M:17.6) 1 1 0 K.IVAQYHELVATAR.E Dimethyl:2H(4): 1



4161 true 1677 1503.758 1502.7577 1 -4.62 170.25 32.5 59.9 (M:59.9) 1 1 0 R.ELVQNLTTTEDGR.I Dimethyl: 1

4162 true 1280 1503.7664 1502.7627 1 -2.36 190.77 32.67 52.1 (M:52.1) 1 1 0 R.NVVHASDSVETASR.E Dimethyl:2H(4): 1

4163 true 4517 1503.7718 1502.7707 1 -4.16 236.35 44.17 49.7 (M:49.7) 1 1 0 K.DFYVAFQDLPTR.H Dimethyl:2H(4): 1

4164 true 1001 1503.7971 1502.7981 1 -5.46 238.84 31.83 22.9 (M:22.9) 1 1 1 K.HKLDVTSVDDYK.A Dimethyl: 1, 2, 12



4165 true 2950 1503.8792 1502.8708 1 0.75 135.35 50.33 34.1 (M:34.1) 1 1 1 K.IEEIKDFLLTAR.R Dimethyl: 1, 5

4166 true 3671 1503.8923 1502.896 1 -7.26 213.54 55.67 37.7 (M:37.7) 1 1 0 K.IYVDDGLISLLVK.E Dimethyl: 1, 13

4167 true 764 1504.7474 1503.7289 1 7.44 246.5 32.17 86.5 (M:86.5) 1 1 0 K.SSLGEQEEGLHMR.I Dimethyl:2H(4): 1

4168 true 389 1504.7648 1503.7579 1 -0.26 145.06 27.83 51.7 (M:51.7) 1 1 0 R.GEQDQLAVQSQNR.T Dimethyl:2H(4): 1



4169 true 4417 1504.7703 1503.7883 1 -16.8 238.91 47.17 36.8 (M:36.8) 1 1 0 K.DHIMEIFSTYGK.I Dimethyl:2H(4): 1, 12

4170 true 4750 1504.8478 1503.8599 1 -12.86 236.4 45.33 57.9 (M:57.9) 1 1 0 R.DYGVLLEGPGIALR.G Dimethyl:2H(4): 1

4171 false 3470 1504.9491 1503.9224 1 12.91 229.17 36.83 16.7 (M:16.7) 1 3 1 R.IQAEIEVLKNQR.A Dimethyl:2H(4): 1, 9

4172 true 3470 1504.9491 1503.9476 1 -3.81 208.75 36.83 99.3 (M:99.3) 1 1 0 K.ALQSVGQIVGEVLK.Q Dimethyl:2H(4): 1, 14



4173 true 1230 1505.6814 1504.6952 1 -13.98 109.8 31.17 39.8 (M:39.8) 1 1 0 R.EECPIPVCGQER.T
Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1

4174 true 1890 1505.7918 1504.7468 1 25.02 141.01 27.83 97.8 (M:97.8) 3 1 0
K.AADFGPGPMGLMGPR.
G Dimethyl:2H(4): 1

4175 true 4215 1505.8163 1504.801 1 5.36 131.58 46.83 16.1 (M:16.1) 1 1 0 -.MEALPIYHGGITR.E
Dimethyl:2H(4): 1; 
Oxidation: 1

4176 true 2887 1505.855 1504.8514 1 -2.45 54.68 31.17 44.6 (M:44.6) 1 1 0 R.LPNNHIGISFIPR.E Dimethyl: 1



4177 true 2380 1506.579 1505.5887 1 -11.23 209.92 35.83 27.5 (M:27.5) 1 1 0 R.GANDFMCDEMER.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4178 true 882 1506.7128 1505.711 1 -3.69 143.56 29.67 35.4 (M:35.4) 1 1 0 K.AAGAEDYAQQEAVR.A Dimethyl: 1

4179 true 618 1506.7564 1505.7391 1 6.71 294.62 30.83 40.7 (M:40.7) 1 1 0 R.HFDGAYAYQNEK.E Dimethyl:2H(4): 1, 12

4180 true 1139 1506.7761 1505.7838 1 -9.92 274.57 31.17 38.1 (M:38.1) 1 1 0 K.QEAQSLHGDIPQK.Q Dimethyl: 1, 13



4181 true 4782 1506.8203 1505.8248 1 -7.78 210.58 54.17 23.9 (M:23.9) 1 1 0 K.TQMDGMSLLPLLR.G Dimethyl:2H(4): 1

4182 true 1816 1507.8031 1506.7828 1 8.68 129.69 33.17 89.4 (M:89.4) 1 1 0 R.ELVQNLTTTEDGR.I Dimethyl:2H(4): 1

4183 true 5241 1508.668 1507.6799 1 -12.72 274.47 47.67 91.8 (M:91.8) 1 1 0 -.MDQVMQFVEPSR.Q Acetyl: 1

4184 true 4701 1508.6869 1507.6983 1 -12.41 207 45.17 36.3 (M:36.3) 2 1 0 R.YLGDYEAFFEAR.E Dimethyl: 1



4185 true 2683 1508.7285 1507.7257 1 -2.96 249.64 40.33 47.2 (M:47.2) 1 1 0 R.GFCFLEYEDHK.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 11

4186 true 3172 1508.787 1507.7783 1 0.92 222.97 51.83 49.6 (M:49.6) 1 1 1 R.ARFEELNADLFR.G Dimethyl: 1

4187 true 3172 1508.787 1507.7783 1 0.92 222.97 51.83 49.6 (M:49.6) 1 1 1 R.ARFEELNADLFR.G Dimethyl: 1

4188 true 2404 1508.8225 1507.8296 1 -9.53 58.3 29.33 20.7 (M:20.7) 1 1 0 R.TDQQLGAALQYLR.S Dimethyl:2H(4): 1



4189 true 5752 1508.8552 1507.8738 1 -17.1 177.71 50.5 47.4 (M:47.4) 1 1 1 K.EGIPALDNFLDKL.- Dimethyl:2H(4): 1, 12

4190 true 1626 1509.8432 1508.8115 1 16.19 82.42 25.17 43.8 (M:43.8) 1 1 0 K.FAEVYFAQSQQK.V Dimethyl:2H(4): 1, 12

4191 true 1273 1509.8439 1508.8311 1 3.64 152.17 24.33 73.5 (M:73.5) 2 1 0 K.SQIHDIVLVGGSTR.I Dimethyl: 1

4192 true 598 1509.8469 1508.8439 1 -2.8 119.81 21.5 41.2 (M:41.2) 1 1 0 R.HQSFVLVGETGSGK.T Dimethyl:2H(4): 1, 14



4193 true 2888 1509.8839 1508.8765 1 0.03 228.22 31.17 35.4 (M:35.4) 1 1 0 R.LPNNHIGISFIPR.E Dimethyl:2H(4): 1

4194 true 2028 1510.7934 1509.7949 1 -5.8 229.17 36.67 39.4 (M:39.4) 1 1 0 K.GCQTQGPLSELEK.A
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 13

4195 true 1938 1510.8224 1509.7949 1 13.39 174.89 33.67 74.8 (M:74.8) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

4196 true 1938 1510.8224 1509.7949 1 13.39 174.89 33.67 74.8 (M:74.8) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12



4197 true 1938 1510.8224 1509.7949 1 13.39 174.89 33.67 74.8 (M:74.8) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

4198 true 1912 1510.8229 1509.8472 1 -20.89 276.31 26 69.2 (M:69.2) 3 1 0 R.YFPTQALNFAFK.D Dimethyl:2H(4): 1, 12

4199 true 1912 1510.8229 1509.8472 1 -20.89 276.31 26 69.2 (M:69.2) 3 1 0 R.YFPTQALNFAFK.D Dimethyl:2H(4): 1, 12

4200 true 1774 1510.8373 1509.8515 1 -14.18 277.82 35.33 37.4 (M:37.4) 1 1 0 R.DLVAGISLNAPASVR.Y Dimethyl: 1



4201 true 3200 1511.7567 1510.7456 1 2.52 239.79 41.33 53.8 (M:53.8) 1 1 0 K.FYHAGLEQTDFK.N Dimethyl: 1, 12

4202 true 2907 1511.7623 1510.7416 1 8.88 207.4 50.5 48.3 (M:48.3) 1 1 0 K.GSFSEQGINEFLR.E Dimethyl: 1

4203 true 2708 1511.7683 1510.7646 1 -2.33 182.37 32.33 57.8 (M:57.8) 5 1 0 M.ATAPYNYSYIFK.Y
Dimethyl:2H(4): 12; Acetyl: 
1

4204 true 887 1511.791 1510.7976 1 -9.23 127.12 25 15.7 (M:15.7) 1 1 0 R.GLHVSNNGPCLGVR.K
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1



4205 true 3644 1511.9487 1510.9462 1 -3.14 226.56 55.67 61.8 (M:61.8) 2 1 0 K.IYVDDGLISLLVK.E Dimethyl:2H(4): 1, 13

4206 true 4702 1512.7122 1511.7235 1 -12.24 241.98 45.17 15.9 (M:15.9) 1 1 0 R.YLGDYEAFFEAR.E Dimethyl:2H(4): 1

4207 true 387 1512.7268 1511.7191 1 0.28 241.08 27.17 41.2 (M:41.2) 1 1 0 K.YNPPDHDVVAMAR.K Dimethyl: 1

4208 false 4214 1512.7801 1511.7766 1 -2.49 320.61 48.83 16.1 (M:16.1) 1 55.05 3 1 K.GKGMQVGPDTPEIR.R Dimethyl: 2



4209 false 4214 1512.7801 1511.8105 1 -24.89 332.67 48.83 15.6 (M:15.6) 1 4 0 K.MSNALAVQVDAEGK.I
Dimethyl:2H(4): 1, 14; 
Oxidation: 1

4210 true 3125 1512.8082 1511.8034 1 -1.65 262.32 51.83 50.6 (M:50.6) 1 1 1 R.ARFEELNADLFR.G Dimethyl:2H(4): 1

4211 true 3125 1512.8082 1511.8034 1 -1.65 262.32 51.83 50.6 (M:50.6) 1 1 1 R.ARFEELNADLFR.G Dimethyl:2H(4): 1

4212 true 4582 1512.8238 1511.8348 1 -12.08 259.19 53.67 76.6 (M:76.6) 1 1 0 R.DALSDLALHFLNK.M Dimethyl: 1, 13



4213 false 4582 1512.8238 1511.8235 1 -4.65 280.61 53.67 16.4 (M:16.4) 1 4 0 K.SVISIDNISFSFK.V Dimethyl: 1, 13

4214 true 1584 1512.8477 1511.8348 1 3.71 130.23 25.5 29.9 (M:29.9) 1 1 0 K.GIHPTIISESFQK.A Dimethyl: 1, 13

4215 true 95 1513.6878 1512.6892 1 -5.71 94.89 16.67 79.7 (M:79.7) 1 1 0 K.YHTVNGHNCEVR.K
Carbamidomethyl: 9; 
Dimethyl: 1

4216 true 1534 1513.7989 1512.8275 1 -23.72 134.34 41.67 32.2 (M:32.2) 1 1 0 R.GNPTVEVDLYTNK.G Dimethyl:2H(4): 1, 13



4217 true 4146 1513.8135 1512.8228 1 -10.98 278.43 48.17 26.2 (M:26.2) 1 1 1 R.FKDIFQEIFDK.H Dimethyl: 1, 2, 11

4218 true 2084 1513.8166 1512.8126 1 -2.19 63.06 28.17 22.5 (M:22.5) 1 1 0 R.YGVSLDPYPTITR.I Dimethyl:2H(4): 1

4219 true 3437 1513.8303 1512.8238 1 -0.54 226.9 42.67 48.7 (M:48.7) 1 1 0 R.NEGVATYAAAVLFR.M Dimethyl:2H(4): 1

4220 true 2818 1513.8391 1512.8381 1 -4.14 184.53 35.5 56.4 (M:56.4) 2 1 0 R.TFFSFPAVVAPFK.C Dimethyl: 1, 13



4221 true 1217 1513.8701 1512.8562 1 4.39 115.42 24.33 88.2 (M:88.2) 2 1 0 K.SQIHDIVLVGGSTR.I Dimethyl:2H(4): 1

4222 true 3322 1513.879 1512.8949 1 -15.33 76.64 37.5 48.5 (M:48.5) 1 1 0 K.TVLIMELINNVAK.A Dimethyl: 1, 13

4223 true 240 1514.7682 1513.746 1 9.9 141.34 20.67 31.2 (M:31.2) 1 1 1 K.RDPHLACVAYER.G
Carbamidomethyl: 7; 
Dimethyl: 1

4224 true 1817 1514.7818 1513.7777 1 -2.07 165.88 43.33 67.8 (M:67.8) 1 1 0 R.HVFGESDELIGQK.V Dimethyl: 1, 13



4225 true 1140 1514.8241 1513.834 1 -11.33 245.29 31.17 73.3 (M:73.3) 1 1 0 K.QEAQSLHGDIPQK.Q Dimethyl:2H(4): 1, 13

4226 false 1140 1514.8241 1513.7963 1 13.58 278.82 31.17 15.2 (M:15.2) 1 2 1 K.NFAKSLYQMIQK.D Oxidation: 9; Dimethyl: 1

4227 true 3111 1514.8985 1513.8766 1 9.65 204.82 32.17 53.1 (M:53.1) 1 1 0 R.IQNILAEQPTVTR.I Dimethyl:2H(4): 1

4228 true 1174 1515.7291 1514.7253 1 -2.26 173.31 40.33 83.4 (M:83.4) 1 1 0 R.TTPSYVAFTDTER.L Dimethyl: 1



4229 true 1174 1515.7291 1514.7253 1 -2.26 173.31 40.33 83.4 (M:83.4) 1 1 0 R.TTPSYVAFTDTER.L Dimethyl: 1

4230 true 2442 1515.7783 1514.7551 1 10.49 301.7 38.17 36.7 (M:36.7) 1 1 0 -.MEALPIYHGGITR.E Acetyl: 1; Oxidation: 1

4231 true 2691 1515.7817 1514.7667 1 5.1 229.31 50.5 102.0 (M:102.0) 1 1 0 K.GSFSEQGINEFLR.E Dimethyl:2H(4): 1

4232 true 1635 1516.689 1515.6954 1 -8.99 142.06 32.33 75.0 (M:75.0) 1 1 0 K.QEYDESGPSIVHR.K



4233 true 1635 1516.689 1515.6954 1 -8.99 142.06 32.33 75.0 (M:75.0) 1 1 0 K.QEYDESGPSIVHR.K

4234 true 2048 1516.748 1515.7755 1 -22.94 234.39 37.17 34.7 (M:34.7) 1 1 1 R.KIEFPMPNEEAR.A Dimethyl: 1, 1

4235 true 4444 1516.8011 1515.7933 1 0.36 188.66 43.83 80.4 (M:80.4) 1 1 0 R.QYDPDLEQLLVR.W Dimethyl: 1

4236 true 102 1516.8503 1515.8522 1 -5.99 216.67 20 32.0 (M:32.0) 1 1 0 R.HEVLPANLIQAQR.D Dimethyl: 1



4237 true 96 1517.705 1516.7143 1 -10.9 137.41 16.67 84.0 (M:84.0) 1 1 0 K.YHTVNGHNCEVR.K
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

4238 true 2681 1517.785 1516.8035 1 -16.97 178.9 37.33 64.0 (M:64.0) 1 1 0 K.GVVDSDDLPLNVSR.E Dimethyl:2H(4): 1

4239 true 1568 1517.8037 1516.8038 1 -4.86 196.8 24.67 56.5 (M:56.5) 2 1 0 R.SQPIYIQFSNHK.E Dimethyl: 1, 12

4240 true 1844 1517.8292 1516.8038 1 11.92 156.34 32.33 25.9 (M:25.9) 1 1 0 K.NYGVIIPYPPSNR.Y Dimethyl: 1



4241 true 2354 1517.8499 1516.8199 1 14.97 35.88 29 63.0 (M:63.0) 1 1 0 K.VTPFFDNVMQQK.L Dimethyl:2H(4): 1, 12

4242 true 3456 1517.8748 1516.8726 1 -3.33 233.8 33.17 23.1 (M:23.1) 1 1 0 R.GTADLRPPLPIPSR.Q Dimethyl: 1

4243 true 1177 1518.7201 1517.7362 1 -15.41 168.8 30.83 28.8 (M:28.8) 1 1 0 K.DINAYNGDQPVEK.L Dimethyl: 1, 13

4244 true 2285 1518.8307 1517.8544 1 -20.37 163.65 30 22.5 (M:22.5) 1 1 0 K.NLIFSNFEPLHK.F
Dimethyl:2H(4): 12; 
Dimethyl: 1



4245 true 295 1519.7208 1518.6885 1 16.46 93.3 21.17 36.2 (M:36.2) 1 1 0 R.ALGNICYDSHEGR.S
Carbamidomethyl: 6; 
Dimethyl: 1

4246 true 2049 1519.725 1518.7405 1 -15.02 248.41 37.33 29.7 (M:29.7) 1 1 0 R.NPAIQNDFSYYR.R Dimethyl:2H(4): 1

4247 true 2642 1519.7396 1518.7678 1 -23.34 112.84 37 52.3 (M:52.3) 1 1 0 R.FLADQQSEIDGLR.A Dimethyl: 1

4248 true 1105 1519.756 1518.7504 1 -1.1 161.22 40.33 117.8 (M:117.8) 1 1 0 R.TTPSYVAFTDTER.L Dimethyl:2H(4): 1



4249 true 1105 1519.756 1518.7504 1 -1.1 161.22 40.33 117.8 (M:117.8) 1 1 0 R.TTPSYVAFTDTER.L Dimethyl:2H(4): 1

4250 true 2549 1519.7922 1518.7501 1 22.95 203.46 38.33 80.8 (M:80.8) 1 1 0 K.DIVHSGLAYTMER.S Dimethyl: 1

4251 true 3201 1519.7931 1518.7958 1 -6.6 222.27 41.33 36.8 (M:36.8) 1 1 0 K.FYHAGLEQTDFK.N Dimethyl:2H(4): 1, 12

4252 true 1799 1520.6881 1519.7056 1 -16.28 383 35.67 99.5 (M:99.5) 1 1 0 K.HPDSSVNFAEFSR.K Dimethyl: 1



4253 true 891 1520.7102 1519.7202 1 -11.33 315.36 29.67 70.3 (M:70.3) 1 1 0 K.EHDPVGQMVNNPR.I Dimethyl: 1

4254 true 346 1520.7561 1519.7631 1 -9.38 263.02 27.17 80.1 (M:80.1) 1 1 0 K.YNSDGTIAIASQPR.E Dimethyl: 1

4255 true 4401 1520.8199 1519.8184 1 -3.78 232.68 43.83 78.3 (M:78.3) 1 1 0 R.QYDPDLEQLLVR.W Dimethyl:2H(4): 1

4256 true 5447 1520.8428 1519.861 1 -16.73 168.07 48.5 45.2 (M:45.2) 1 1 0 K.ELPPGVEVLLAEAR.G Dimethyl: 1



4257 true 4748 1520.868 1519.885 1 -15.98 216.93 53.67 89.0 (M:89.0) 1 1 0 R.DALSDLALHFLNK.M Dimethyl:2H(4): 1, 13

4258 true 103 1520.8832 1519.8773 1 -0.87 226.77 20 39.6 (M:39.6) 2 1 0 R.HEVLPANLIQAQR.D Dimethyl:2H(4): 1

4259 true 1585 1520.8994 1519.885 1 4.7 129.39 25.5 53.8 (M:53.8) 2 1 0 K.GIHPTIISESFQK.A Dimethyl:2H(4): 1, 13

4260 true 2008 1521.7715 1520.7984 1 -22.45 116.22 34 17.5 (M:17.5) 1 1 0 K.EISTTLNADEAVAR.G Dimethyl:2H(4): 1



4261 true 1843 1521.8117 1520.8326 1 -18.5 347.82 35.83 101.5 (M:101.5) 2 1 0 K.DTNGSQFFITTVK.T Dimethyl:2H(4): 1, 13

4262 true 2085 1521.8255 1520.845 1 -17.58 42.02 27.33 49.1 (M:49.1) 1 1 0 R.IESLSYQLSGLQK.Q Dimethyl: 1, 13

4263 true 3657 1521.9158 1520.8883 1 13.3 460.99 39.33 34.9 (M:34.9) 1 1 0 R.TFFSFPAVVAPFK.C Dimethyl:2H(4): 1, 13

4264 true 2154 1521.921 1520.9178 1 -2.66 106.96 27 44.5 (M:44.5) 1 1 0 M.TESLVLSPAPAKPK.R Dimethyl: 1, 12, 14



4265 true 2449 1521.9232 1520.9228 1 -4.52 109.7 29.33 52.3 (M:52.3) 1 1 0 R.TLIGAENPPLPVLR.K Dimethyl:2H(4): 1

4266 true 3323 1521.9241 1520.9452 1 -18.61 90.66 37.5 50.1 (M:50.1) 1 1 0 K.TVLIMELINNVAK.A Dimethyl:2H(4): 1, 13

4267 true 51 1522.7652 1521.7787 1 -13.65 79.74 25.67 49.2 (M:49.2) 1 1 0 K.TATPQQAQEVHEK.L Dimethyl: 1, 13

4268 true 1640 1522.8003 1521.7759 1 11.26 168.14 42.17 64.6 (M:64.6) 1 1 0 K.GILAADESVGTMGNR.L Dimethyl:2H(4): 1



4269 true 3538 1522.8237 1521.8191 1 -1.8 156.48 55.17 57.6 (M:57.6) 1 1 0 K.INVNEIFYDLVR.Q Dimethyl: 1

4270 false 3538 1522.8237 1521.7895 1 17.67 151.69 55.17 15.1 (M:15.1) 1 2 0 R.LAVNNATMMGTVLK.M Oxidation: 8, 9; Dimethyl: 14

4271 true 2427 1522.8361 1521.8047 1 15.83 180.99 33.33 39.9 (M:39.9) 1 1 0 K.MMQINLTGFLNGK.N Dimethyl: 1, 13

4272 true 3066 1522.8787 1521.8589 1 8.21 242.16 34.83 92.0 (M:92.0) 3 1 1 K.TVTAMDVVYALKR.Q Dimethyl: 1, 12



4273 true 1732 1522.9081 1521.9006 1 0.1 130.81 26.33 82.2 (M:82.2) 1 1 0 K.VAFTGSTEVGHLIK.K Dimethyl:2H(4): 1, 14

4274 false 1732 1522.9081 1521.9015 1 -0.47 99.38 26.33 23.2 (M:23.2) 1 2 1 K.AAPGYHMAKMIIK.L
Dimethyl:2H(4): 1, 13; 
Dimethyl: 9

4275 true 2313 1522.9189 1521.8795 1 21.09 195.74 30 43.2 (M:43.2) 1 1 0 K.NLIFSNFEPLHK.F Dimethyl:2H(4): 1, 12

4276 true 1702 1523.7139 1522.6987 1 5.23 220.44 24.83 17.4 (M:17.4) 1 1 0 K.GHTSFVNSCYPAR.R
Carbamidomethyl: 9; 
Dimethyl: 1



4277 true 2729 1523.7692 1522.7929 1 -20.34 145.43 37 24.6 (M:24.6) 1 1 0 R.FLADQQSEIDGLR.A Dimethyl:2H(4): 1

4278 true 5206 1523.7712 1522.7814 1 -11.47 257.15 47.33 67.3 (M:67.3) 1 1 0 -.MDGPQAEALLAPLR.Q Acetyl: 1

4279 true 766 1523.799 1522.7926 1 -0.55 91.33 23.67 54.3 (M:54.3) 1 1 0 K.CPNLTHLNLSGNK.I
Carbamidomethyl: 1; 
Dimethyl: 1, 13

4280 true 2180 1523.8029 1522.7752 1 13.45 302.89 38.33 86.1 (M:86.1) 1 1 0 K.DIVHSGLAYTMER.S Dimethyl:2H(4): 1



4281 true 1979 1523.8667 1522.8703 1 -7.13 126.62 27.5 87.5 (M:87.5) 1 1 0 R.LPAAGVGDMVMATVK.K Dimethyl:2H(4): 1, 15

4282 true 3963 1524.7036 1523.6901 1 4.05 270.71 36.33 60.4 (M:60.4) 2 1 0 K.MSSYAFFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl: 1

4283 true 1827 1524.7106 1523.7307 1 -17.95 340.4 35.67 41.2 (M:41.2) 1 1 0 K.HPDSSVNFAEFSR.K Dimethyl:2H(4): 1

4284 true 892 1524.7323 1523.7453 1 -13.28 273.67 29.67 90.3 (M:90.3) 1 1 0 K.EHDPVGQMVNNPR.I Dimethyl:2H(4): 1



4285 true 2766 1524.7634 1523.7831 1 -17.69 273.46 40.67 34.2 (M:34.2) 1 1 0 R.GITASSFSIISEER.E Dimethyl: 1

4286 true 5164 1524.7644 1523.7773 1 -13.21 286.41 47.83 60.7 (M:60.7) 2 1 0 R.FDGLLGFPGGFVDR.R Dimethyl: 1

4287 true 347 1524.7811 1523.7882 1 -9.45 300.04 27.17 46.5 (M:46.5) 1 1 0 K.YNSDGTIAIASQPR.E Dimethyl:2H(4): 1

4288 true 544 1524.7866 1523.7817 1 -1.51 177.99 20 21.2 (M:21.2) 1 1 0 K.TSHIHTLVDCGPR.E
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1



4289 true 2050 1524.8028 1523.8258 1 -19.85 259.55 37.17 35.0 (M:35.0) 1 1 1 R.KIEFPMPNEEAR.A Dimethyl:2H(4): 1, 1

4290 true 2339 1524.808 1523.7847 1 10.52 254.66 30.17 69.9 (M:69.9) 1 1 0 R.FYTLIPHDFGMK.K Dimethyl: 1, 12

4291 true 5468 1524.8693 1523.8861 1 -15.82 207.29 48.5 30.7 (M:30.7) 1 1 0 K.ELPPGVEVLLAEAR.G Dimethyl:2H(4): 1

4292 true 2935 1524.8946 1523.8671 1 13.24 194.42 31.5 30.2 (M:30.2) 1 1 0 K.SLELNPSNAVALLR.K Dimethyl: 1



4293 true 1791 1525.7623 1524.7573 1 -1.48 152.05 43 60.2 (M:60.2) 1 1 0 K.FLDEHPGGEEVLR.E Dimethyl: 1

4294 true 676 1525.8222 1524.826 1 -7.25 69.34 22 48.0 (M:48.0) 1 1 0 K.QTLQSEQPLQVAR.C Dimethyl: 1

4295 true 1530 1525.8486 1524.854 1 -8.32 164.74 24.67 47.5 (M:47.5) 2 1 0 R.SQPIYIQFSNHK.E Dimethyl:2H(4): 1, 12

4296 false 1530 1525.8486 1524.8673 1 -17.02 175.33 24.67 17.0 (M:17.0) 1 2 1 R.NTEDEILKAAVMK.Y Dimethyl:2H(4): 1, 8



4297 true 4147 1525.8796 1524.8981 1 -16.89 238.52 48.17 27.5 (M:27.5) 1 1 1 R.FKDIFQEIFDK.H Dimethyl:2H(4): 1, 2, 11

4298 false 4981 1526.7173 1525.7353 1 -16.52 272.38 46.17 15.2 (M:15.2) 1 50 2 1 K.LNQQMAKMMDPR.V
Dimethyl:2H(4): 1; 
Oxidation: 5, 9

4299 true 1178 1526.7698 1525.7864 1 -15.65 149.6 30.67 56.5 (M:56.5) 1 1 0 K.DINAYNGDQPVEK.L Dimethyl:2H(4): 1, 13

4300 true 2499 1526.7977 1525.7777 1 8.39 153.8 47.67 38.5 (M:38.5) 1 1 0 R.ISTFINELDSGFR.L Dimethyl: 1



4301 true 1339 1526.8021 1525.7889 1 3.88 106.73 24.33 82.2 (M:82.2) 2 1 0 K.QADLYISEGLHPR.I Dimethyl: 1

4302 true 3615 1526.8464 1525.8442 1 -3.38 193.35 55.17 40.8 (M:40.8) 1 1 0 K.INVNEIFYDLVR.Q Dimethyl:2H(4): 1

4303 true 169 1527.7269 1526.73 1 -6.76 82.29 17.33 80.5 (M:80.5) 1 1 0 K.YHTINGHNCEVK.K
Carbamidomethyl: 9; 
Dimethyl: 1, 12

4304 true 1697 1527.9062 1526.9072 1 -5.42 148.6 29.5 84.3 (M:84.3) 4 1 0 K.LSPITYPQGLALAK.E Dimethyl: 1, 14



4305 true 5273 1528.7874 1527.8024 1 -14.55 253.98 47.83 71.7 (M:71.7) 2 1 0 R.FDGLLGFPGGFVDR.R Dimethyl:2H(4): 1

4306 true 2767 1528.7927 1527.8082 1 -14.9 248.51 40.67 34.5 (M:34.5) 1 1 0 R.GITASSFSIISEER.E Dimethyl:2H(4): 1

4307 true 1993 1528.8518 1527.8347 1 6.38 260.96 36.5 47.7 (M:47.7) 1 1 0 K.VLDFHNLPDGITR.T Dimethyl:2H(4): 1

4308 true 2936 1528.9209 1527.8922 1 13.96 81.72 31.5 28.8 (M:28.8) 1 1 0 K.SLELNPSNAVALLR.K Dimethyl:2H(4): 1



4309 true 1509 1528.9623 1527.9476 1 4.83 106.82 30.33 30.2 (M:30.2) 1 1 0 K.IPLLSDLTHQISK.D Dimethyl:2H(4): 1, 13

4310 true 2024 1529.6978 1528.6836 1 4.49 128.27 31 37.1 (M:37.1) 2 1 0 M.SIMSYNGGAVMAMR.G Acetyl: 1

4311 true 356 1529.7759 1528.7575 1 7.26 157.55 22.17 27.6 (M:27.6) 1 1 0 K.IWHHSFYNELR.I Dimethyl: 1

4312 true 1665 1529.788 1528.7824 1 -1.05 216.14 43 73.9 (M:73.9) 1 1 0 K.FLDEHPGGEEVLR.E Dimethyl:2H(4): 1



4313 true 536 1529.823 1528.8511 1 -23.12 140.26 22 40.3 (M:40.3) 1 1 0 K.QTLQSEQPLQVAR.C Dimethyl:2H(4): 1

4314 true 2747 1529.9019 1528.9051 1 -6.84 199.98 35.17 46.6 (M:46.6) 2 1 0 R.MLVPTQFVGAIIGK.E Dimethyl: 1, 14

4315 true 2824 1530.7364 1529.7275 1 1.04 247.37 32.17 73.7 (M:73.7) 3 1 0 R.YYCLQGTQFYR.F
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

4316 true 2500 1530.8199 1529.8028 1 6.42 99.81 47.67 23.9 (M:23.9) 1 1 0 R.ISTFINELDSGFR.L Dimethyl:2H(4): 1



4317 true 1089 1530.8269 1529.814 1 3.7 86.57 24.33 33.6 (M:33.6) 1 1 0 K.QADLYISEGLHPR.I Dimethyl:2H(4): 1

4318 true 2333 1531.817 1530.8116 1 -1.21 270.47 46 42.3 (M:42.3) 2 1 0 K.GTPLEITLPFEMR.R Dimethyl: 1

4319 true 873 1531.8573 1530.8406 1 6.15 57.99 22.67 28.5 (M:28.5) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl: 1, 12

4320 true 873 1531.8573 1530.8406 1 6.15 57.99 22.67 28.5 (M:28.5) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl: 1, 12



4321 true 696 1532.7726 1531.7569 1 5.5 230.6 30.83 47.8 (M:47.8) 1 1 0 K.QEYDEAGPSIVHR.K Dimethyl:2H(4): 1

4322 true 845 1532.9218 1531.8999 1 9.51 68.36 22.5 68.2 (M:68.2) 1 1 1 K.KGTEFTVNDLQGK.T Dimethyl:2H(4): 1, 1, 13

4323 true 2347 1533.712 1532.7107 1 -3.88 63.67 35.67 28.3 (M:28.3) 1 1 0 R.SPDFSNENPLETR.N Dimethyl: 1

4324 true 1316 1533.8173 1532.7826 1 17.88 151.13 24.5 15.6 (M:15.6) 1 1 0 K.IWHHSFYNELR.I Dimethyl:2H(4): 1



4325 true 1968 1533.8295 1532.8199 1 1.52 258.55 36.33 33.7 (M:33.7) 1 1 1 K.GVAINFVTEEDKR.I Dimethyl: 1, 12

4326 true 2577 1533.8558 1532.8232 1 16.47 228.3 30 18.8 (M:18.8) 1 50 1 1 R.KESMATGSIPITVR.H Oxidation: 4; Dimethyl: 1

4327 true 930 1534.5796 1533.5982 1 -16.89 142.35 30 38.9 (M:38.9) 1 1 1 R.ETCGCCDCEKR.C

Carbamidomethyl: 3, 5, 6, 8; 
Dimethyl:2H(4): 10; 
Dimethyl: 1

4328 true 474 1534.6791 1533.71 1 -24.85 134.02 34.67 74.1 (M:74.1) 1 1 0 K.EAYPDHTQFDQK.D Dimethyl: 1, 12



4329 true 4243 1534.8013 1533.7973 1 -2.2 267.32 49.33 63.8 (M:63.8) 1 1 0 K.CSAAALDVLANVFR.D
Carbamidomethyl: 1; 
Dimethyl: 1

4330 true 1381 1534.8186 1533.8039 1 4.83 203 33.5 33.2 (M:33.2) 1 1 1 K.NLTPTKDYEELR.T Dimethyl: 1, 6

4331 true 4485 1535.73 1534.7242 1 -0.93 272.78 44.17 16.7 (M:16.7) 1 1 0 R.SGFFSSDEPDLFR.D Dimethyl:2H(4): 1

4332 true 170 1535.7774 1534.7802 1 -6.56 266.65 17.33 54.1 (M:54.1) 1 1 0 K.YHTINGHNCEVK.K
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 12



4333 true 369 1535.7817 1534.7711 1 2.16 96.2 21.17 48.4 (M:48.4) 1 1 0 R.QLGCGEAISTPGSAR.F
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

4334 true 2334 1535.8396 1534.8367 1 -2.88 204.89 46 44.2 (M:44.2) 2 1 0 K.GTPLEITLPFEMR.R Dimethyl:2H(4): 1

4335 true 2523 1535.8537 1534.8467 1 -0.19 118.39 29.83 64.3 (M:64.3) 1 1 0 K.GGSEQVVALLHEIR.D Dimethyl: 1

4336 true 1698 1535.9527 1534.9574 1 -7.81 138.85 29.5 40.7 (M:40.7) 2 1 0 K.LSPITYPQGLALAK.E Dimethyl:2H(4): 1, 14



4337 true 2513 1536.6956 1535.7079 1 -12.72 131.52 36.33 66.3 (M:66.3) 1 1 0 K.DFTPECQAAWQK.L
Carbamidomethyl: 6; 
Dimethyl: 1, 12

4338 true 2009 1536.7171 1535.7253 1 -10.08 122.93 34.5 39.2 (M:39.2) 1 1 0 K.GEDLTDDEDGGIIR.R Dimethyl:2H(4): 1

4339 true 1741 1536.738 1535.7191 1 7.59 54.72 25.67 27.8 (M:27.8) 1 1 0 K.GEVAQMAAFYEHR.L Dimethyl: 1

4340 true 4797 1536.769 1535.7468 1 9.76 195.38 45.5 23.9 (M:23.9) 1 1 0 K.DAEGILEDLQSYR.G Dimethyl: 1



4341 true 1162 1536.8679 1535.8861 1 -16.59 144.45 28.17 15.1 (M:15.1) 1 1 1 R.AIKINPDSAQTYK.W
Dimethyl:2H(4): 13; 
Dimethyl: 1, 3

4342 true 2311 1537.7231 1536.7358 1 -12.97 165.27 35.83 15.2 (M:15.2) 1 1 0 R.SPDFSNENPLETR.N Dimethyl:2H(4): 1

4343 true 2877 1537.7922 1536.7685 1 10.67 280.48 39.67 46.5 (M:46.5) 1 1 0 R.EHQISPGDFPNLR.K Dimethyl: 1

4344 true 2762 1537.9585 1536.9553 1 -2.64 171.34 30.5 37.7 (M:37.7) 2 1 0 R.MLVPTQFVGAIIGK.E Dimethyl:2H(4): 1, 14



4345 true 3011 1538.6681 1537.6776 1 -10.89 190.91 38 16.7 (M:16.7) 1 1 0 R.DAGHPNYPFNDPY.- Dimethyl:2H(4): 1

4346 true 655 1538.7385 1537.746 1 -9.59 163.25 20.5 18.9 (M:18.9) 1 1 0 R.VCHAHPTVSEAFR.E
Carbamidomethyl: 2; 
Dimethyl: 1

4347 true 4244 1538.8297 1537.8225 1 -0.02 261.13 49.33 35.6 (M:35.6) 1 1 0 K.CSAAALDVLANVFR.D
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4348 true 3436 1538.8698 1537.8538 1 5.64 206.85 34.83 27.2 (M:27.2) 1 1 1 K.TVTAMDVVYALKR.Q Oxidation: 5; Dimethyl: 1, 12



4349 true 696 1539.7633 1538.7627 1 -4.35 85.14 29.33 48.8 (M:48.8) 1 1 0 R.DPNAPPGDAGEQAIR.Q Dimethyl:2H(4): 1

4350 true 3353 1539.8237 1538.8245 1 -5.25 156.75 42 30.4 (M:30.4) 2 1 0 K.DLGLAFEFPPHIR.N Dimethyl: 1

4351 true 2483 1539.8687 1538.8718 1 -6.75 121.45 29.83 40.0 (M:40.0) 1 1 0 K.GGSEQVVALLHEIR.D Dimethyl:2H(4): 1

4352 true 874 1539.91 1538.8908 1 7.77 58.13 22.67 89.6 (M:89.6) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl:2H(4): 1, 12



4353 false 874 1539.91 1538.8829 1 12.87 103.13 22.67 18.9 (M:18.9) 1 2 1 K.MELQEIQLKEAK.H
Dimethyl:2H(4): 1, 12; 
Oxidation: 1

4354 true 874 1539.91 1538.8908 1 7.77 58.13 22.67 89.6 (M:89.6) 1 1 0 R.FLEQQNQVLQTK.W Dimethyl:2H(4): 1, 12

4355 true 3542 1539.9717 1538.9396 1 16.11 461.13 36.67 21.7 (M:21.7) 1 1 0 R.ASITPGTVLILLTGR.H Dimethyl: 1

4356 true 545 1540.7027 1539.7075 1 -7.84 133.57 19.67 59.5 (M:59.5) 1 1 0 K.FHCPHCDTVIAR.K
Carbamidomethyl: 3, 6; 
Dimethyl: 1



4357 true 1201 1540.7089 1539.685 1 10.79 116.56 27.33 28.7 (M:28.7) 2 1 0 K.MSSYAYFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl: 1

4358 true 1178 1540.7693 1539.7893 1 -17.66 308.95 31.5 44.7 (M:44.7) 1 1 0 R.NIIHGSDSVESAQK.E Dimethyl: 1, 14

4359 true 5167 1540.8295 1539.8492 1 -17.53 230.21 47 49.1 (M:49.1) 1 1 0 K.LICCDILDVLDK.H
Carbamidomethyl: 3, 4; 
Dimethyl:2H(4): 1, 12

4360 true 3427 1540.8951 1539.9025 1 -9.49 210.4 36.33 51.5 (M:51.5) 1 1 0 K.ALDTVLFGPPLLTR.H Dimethyl: 1



4361 true 1697 1540.8991 1539.8901 1 1.13 146.97 31 15.1 (M:15.1) 1 1 0 R.GLVFDTHYGNLLK.V Dimethyl:2H(4): 1, 13

4362 true 2793 1541.7913 1540.7773 1 4.32 195.25 50 48.5 (M:48.5) 1 1 0 K.TIISYIDEQFER.Y Dimethyl: 1

4363 false 2793 1541.7913 1540.811 1 -17.54 180.51 50 19.1 (M:19.1) 1 2 1 R.RLQHALEDQIYR.I

4364 true 3248 1541.8037 1540.8097 1 -8.59 225.62 39 106.3 (M:106.3) 1 1 0 R.GVVDSEDLPLNISR.E Dimethyl: 1



4365 true 2824 1541.8165 1540.7936 1 10.13 291.5 39.67 39.3 (M:39.3) 1 1 0 R.EHQISPGDFPNLR.K Dimethyl:2H(4): 1

4366 true 1932 1541.8748 1540.8701 1 -1.66 337.4 36.33 62.0 (M:62.0) 1 1 1 K.GVAINFVTEEDKR.I Dimethyl:2H(4): 1, 12

4367 true 212 1542.7513 1541.7602 1 -10.51 123.58 34.67 81.9 (M:81.9) 1 1 0 K.EAYPDHTQFDQK.D Dimethyl:2H(4): 1, 12

4368 true 613 1542.7666 1541.7711 1 -7.6 155.14 20.5 38.9 (M:38.9) 1 1 0 R.VCHAHPTVSEAFR.E
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



4369 true 2744 1542.7927 1541.7766 1 5.73 157.58 49.17 35.3 (M:35.3) 1 1 0 R.GFAFVTFESPADAK.D Dimethyl: 1, 14

4370 true 1382 1542.8661 1541.8541 1 3.08 199.79 33.5 32.8 (M:32.8) 1 1 1 K.NLTPTKDYEELR.T Dimethyl:2H(4): 1, 6

4371 false 4862 1542.8931 1541.8538 1 20.78 148.84 54.83 16.0 (M:16.0) 1 53.05 2 1 R.AMGGTVTFKAALTAR.L
Dimethyl:2H(4): 1; 
Oxidation: 2

4372 false 2682 1542.9495 1541.9466 1 -2.88 182.19 34.67 15.3 (M:15.3) 1 3 1 K.KELIINEILVMK.E
Oxidation: 11; Dimethyl: 1, 
1, 12



4373 true 2806 1542.9586 1541.9545 1 -2.08 230.27 31 82.2 (M:82.2) 2 1 0 K.VISGVLQLGNIVFK.K Dimethyl: 1, 14

4374 true 371 1543.7161 1542.7072 1 1.09 120.48 21.83 43.9 (M:43.9) 1 1 0 K.HAEMVHAGFMTER.S Dimethyl: 1

4375 true 1015 1543.7832 1542.7732 1 1.8 190.9 24.83 84.1 (M:84.1) 4 1 0 K.IWHHTFYNELR.V Dimethyl: 1

4376 true 1015 1543.7832 1542.7732 1 1.8 190.9 24.83 84.1 (M:84.1) 4 1 0 K.IWHHTFYNELR.V Dimethyl: 1



4377 true 1015 1543.7832 1542.7732 1 1.8 190.9 24.83 84.1 (M:84.1) 4 1 0 K.IWHHTFYNELR.V Dimethyl: 1

4378 true 1069 1543.8418 1542.8307 1 2.47 159.93 25 24.7 (M:24.7) 1 1 0 R.VFVDALPHVPEHR.R Dimethyl: 1

4379 true 546 1544.7266 1543.7326 1 -8.61 118.1 19.67 23.5 (M:23.5) 1 1 0 K.FHCPHCDTVIAR.K
Carbamidomethyl: 3, 6; 
Dimethyl:2H(4): 1

4380 true 312 1544.7308 1543.7267 1 -2.02 138.55 34 107.4 (M:107.4) 6 1 0 K.QEYDESGPSIVHR.K Dimethyl: 1



4381 true 312 1544.7308 1543.7267 1 -2.02 138.55 34 107.4 (M:107.4) 6 1 0 K.QEYDESGPSIVHR.K Dimethyl: 1

4382 true 3409 1544.9241 1543.9276 1 -6.95 299.17 36.33 34.2 (M:34.2) 1 1 0 K.ALDTVLFGPPLLTR.H Dimethyl:2H(4): 1

4383 true 789 1545.6043 1544.6123 1 -9.91 152.48 29.5 67.0 (M:67.0) 1 1 0 K.TCNCETEDFGEK.F
Carbamidomethyl: 2, 4; 
Dimethyl: 1, 12

4384 true 1900 1545.7302 1544.7107 1 7.93 180.17 44.67 24.0 (M:24.0) 1 1 0 K.DEYEESGPSIVHR.K Dimethyl: 1



4385 true 2834 1545.8174 1544.8024 1 4.99 178.65 50 45.8 (M:45.8) 1 1 0 K.TIISYIDEQFER.Y Dimethyl:2H(4): 1

4386 false 3249 1545.8306 1544.8599 1 -23.69 162.59 39 15.9 (M:15.9) 1 50 6 1 R.KDVEVESVQPAEK.T
Dimethyl:2H(4): 1; 
Dimethyl: 1, 13

4387 false 3249 1545.8306 1544.7872 1 23.39 215.31 39 19.4 (M:19.4) 1 4 1 K.SFKDDGSASETTLK.D
Dimethyl:2H(4): 1; 
Dimethyl: 14

4388 true 3249 1545.8306 1544.8348 1 -7.42 192.78 39 107.3 (M:107.3) 1 1 0 R.GVVDSEDLPLNISR.E Dimethyl:2H(4): 1



4389 true 1102 1546.7892 1545.7722 1 6.28 240.16 22.17 62.1 (M:62.1) 1 1 0 R.HSSLAGCQIINYR.T
Carbamidomethyl: 7; 
Dimethyl: 1

4390 true 473 1547.7579 1546.7323 1 11.88 105.06 21.83 24.1 (M:24.1) 1 1 0 K.HAEMVHAGFMTER.S Dimethyl:2H(4): 1

4391 true 1129 1547.7672 1546.7889 1 -18.71 123.14 30.5 19.9 (M:19.9) 1 1 0 R.LNQIGVENTEENR.R Dimethyl:2H(4): 1

4392 true 359 1547.8136 1546.7983 1 5.17 134.06 22.17 67.2 (M:67.2) 2 1 0 K.IWHHTFYNELR.V Dimethyl:2H(4): 1



4393 true 359 1547.8136 1546.7983 1 5.17 134.06 22.17 67.2 (M:67.2) 2 1 0 K.IWHHTFYNELR.V Dimethyl:2H(4): 1

4394 true 359 1547.8136 1546.7983 1 5.17 134.06 22.17 67.2 (M:67.2) 2 1 0 K.IWHHTFYNELR.V Dimethyl:2H(4): 1

4395 true 1889 1547.8174 1546.7847 1 16.42 274.14 36.5 46.9 (M:46.9) 1 1 1 R.VKEGMNVVEAMER.C Dimethyl: 1, 2

4396 true 1030 1547.8643 1546.8558 1 0.81 146.2 25 29.4 (M:29.4) 1 1 0 R.VFVDALPHVPEHR.R Dimethyl:2H(4): 1



4397 true 2479 1547.9163 1546.9251 1 -10.35 211.94 33.67 24.2 (M:24.2) 2 1 0 K.SIIGVIPYFPYSK.Q Dimethyl:2H(4): 1, 13

4398 true 2388 1547.9211 1546.8993 1 9.38 310.75 37.83 108.0 (M:108.0) 1 1 0 K.QLGCGDAVLAPIAAK.F
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 15

4399 true 457 1548.7231 1547.729 1 -8.53 232.74 28.67 38.5 (M:38.5) 1 1 0 R.YVLHCQGTEEEK.I
Carbamidomethyl: 5; 
Dimethyl: 1, 12

4400 true 216 1548.7596 1547.7518 1 0.32 200.21 34 128.0 (M:128.0) 6 1 0 K.QEYDESGPSIVHR.K Dimethyl:2H(4): 1



4401 true 216 1548.7596 1547.7518 1 0.32 200.21 34 128.0 (M:128.0) 6 1 0 K.QEYDESGPSIVHR.K Dimethyl:2H(4): 1

4402 true 2600 1548.7836 1547.7711 1 3.37 125.54 30.17 45.8 (M:45.8) 1 1 0 K.FYGPDGPYGIFAGR.D Dimethyl:2H(4): 1

4403 true 3423 1548.8077 1547.8096 1 -5.94 228.46 33.17 37.8 (M:37.8) 1 1 0 R.GPGLAAGQLYSYPAR.R Dimethyl: 1

4404 false 1154 1548.8201 1547.7877 1 16.22 317.88 31.5 15.6 (M:15.6) 1 2 1 K.IPPEEMKEMEQK.L
Dimethyl:2H(4): 12; 
Dimethyl: 1



4405 true 1154 1548.8201 1547.8395 1 -17.22 288.19 31.5 148.2 (M:148.2) 1 1 0 R.NIIHGSDSVESAQK.E Dimethyl:2H(4): 1, 14

4406 true 2807 1548.9495 1547.9399 1 1.47 198.55 31 24.7 (M:24.7) 1 1 0 R.AVPLALALISVSNPR.L Dimethyl: 1

4407 true 3562 1549.746 1548.742 1 -2.1 172.98 40.17 19.2 (M:19.2) 1 1 0 K.AGTQIENIEEDFR.D Dimethyl: 1

4408 true 1249 1549.8014 1548.797 1 -1.89 147.8 27.33 58.9 (M:58.9) 1 1 0 R.CPNLTYLNLSGNK.I
Carbamidomethyl: 1; 
Dimethyl: 1, 13



4409 true 3991 1549.8227 1548.83 1 -9.41 278.66 47.5 59.0 (M:59.0) 1 1 0 K.NTLLSGAAIFFPDR.Q Dimethyl: 1

4410 true 2194 1550.7233 1549.7385 1 -14.47 160.98 35 57.2 (M:57.2) 1 1 0 K.YDPPLEDGAMPSAR.L Dimethyl:2H(4): 1

4411 true 1103 1550.8155 1549.7973 1 7.07 241.03 22.17 50.2 (M:50.2) 1 1 0 R.HSSLAGCQIINYR.T
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4412 true 2978 1550.825 1549.8079 1 6.37 241.69 50.5 18.6 (M:18.6) 1 1 0 K.LHEFVDDDLFIR.E Dimethyl:2H(4): 1



4413 true 1684 1550.842 1549.8191 1 10.1 94.91 25.33 39.4 (M:39.4) 1 1 0 R.AFALYDGHEQVLR.Y Dimethyl:2H(4): 1

4414 true 4829 1550.8583 1549.8578 1 -4.36 266.19 54.33 42.1 (M:42.1) 1 1 0 R.TFCQLILDPIFK.V
Carbamidomethyl: 3; 
Dimethyl: 1, 12

4415 true 752 1551.7062 1550.7114 1 -8.01 264.25 29.17 64.2 (M:64.2) 1 1 0 K.DVTNNVHYENYR.S Dimethyl: 1

4416 true 3553 1551.8237 1550.8205 1 -2.62 278.41 45.33 90.9 (M:90.9) 1 1 0 K.DIGAAWVILGHSER.R Dimethyl: 1



4417 true 3027 1551.8671 1550.8618 1 -1.28 159.76 51 17.9 (M:17.9) 1 1 0 K.GFLGPEQLPECLK.G
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 13

4418 true 4202 1552.7988 1551.7905 1 0.67 253.97 43 49.8 (M:49.8) 1 1 0 K.ETFDCGLPLAELR.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

4419 true 1463 1552.8224 1551.8045 1 6.8 146.28 25.67 112.7 (M:112.7) 1 1 0 R.VGNLGLATSFFNER.N Dimethyl: 1

4420 true 1568 1552.8878 1551.8922 1 -7.53 104.52 25 44.3 (M:44.3) 1 1 0 K.LISDNPPQLTPGIR.E Dimethyl:2H(4): 1



4421 true 2524 1552.8948 1551.8807 1 4.42 127.83 29.83 44.4 (M:44.4) 1 1 0 K.VVADQIPMLVQGVR.G Dimethyl: 1

4422 true 3714 1552.9946 1551.965 1 14.34 161.38 40.17 30.4 (M:30.4) 1 1 0 R.AVPLALALISVSNPR.L Dimethyl:2H(4): 1

4423 true 790 1553.6574 1552.6625 1 -7.97 98.52 29.5 44.7 (M:44.7) 1 1 0 K.TCNCETEDFGEK.F
Carbamidomethyl: 2, 4; 
Dimethyl:2H(4): 1, 12

4424 true 3563 1553.7715 1552.7671 1 -1.86 192.23 40.17 25.4 (M:25.4) 1 1 0 K.AGTQIENIEEDFR.D Dimethyl:2H(4): 1



4425 true 539 1553.8473 1552.8511 1 -7.14 107.61 21.5 28.5 (M:28.5) 1 1 0 R.AVASSPEDVVVVHGR.R Dimethyl:2H(4): 1

4426 true 3992 1553.8475 1552.8551 1 -9.59 255.1 47.5 44.0 (M:44.0) 1 1 0 K.NTLLSGAAIFFPDR.Q Dimethyl:2H(4): 1

4427 true 2894 1554.7556 1553.7548 1 -4.16 264.81 41.17 63.6 (M:63.6) 1 1 0 K.CPQVVISFYEER.L
Carbamidomethyl: 1; 
Dimethyl: 1

4428 true 1673 1554.8064 1553.8354 1 -23.37 169.75 27.67 43.3 (M:43.3) 2 1 0 K.EAFPNHLPLYVAR.L Dimethyl: 1



4429 false 2012 1554.8069 1553.7875 1 7.8 243.84 28.5 16.5 (M:16.5) 1 2 1 K.YELREGEDQDLK.S
Dimethyl:2H(4): 1; 
Dimethyl: 12

4430 true 2012 1554.8069 1553.7962 1 2.19 266.71 28.5 34.8 (M:34.8) 1 1 0 R.YHFNTGLLMAEAR.S Dimethyl:2H(4): 1

4431 true 383 1554.8601 1553.8653 1 -8.04 429.25 17.67 41.8 (M:41.8) 2 1 0 K.STSHQPSPVPPTQK.V Dimethyl:2H(4): 1, 14

4432 true 1336 1554.9158 1553.8712 1 24 215.82 26.17 16.0 (M:16.0) 1 1 1 R.VTLMQLPARQEIR.V



4433 true 802 1554.9824 1553.9934 1 -11.81 235.21 21.67 25.6 (M:25.6) 1 1 0 K.KPLPDHVSIVEPK.E Dimethyl:2H(4): 1, 1, 13

4434 true 1847 1555.7169 1554.6988 1 6.97 177.74 33.17 43.4 (M:43.4) 1 1 0 K.LGEEFDETTPDDR.N Dimethyl:2H(4): 1

4435 true 753 1555.7347 1554.7365 1 -5.81 294.06 29.17 49.7 (M:49.7) 1 1 0 K.DVTNNVHYENYR.S Dimethyl:2H(4): 1

4436 true 2642 1555.7807 1554.7628 1 6.78 284.43 38.83 39.6 (M:39.6) 1 1 0 R.CTVFYNPYGNEK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12



4437 true 2306 1555.7953 1554.8154 1 -17.61 362.68 38.5 37.1 (M:37.1) 1 1 0 K.HLQINQTFEELR.L Dimethyl: 1

4438 true 3710 1555.8426 1554.8456 1 -6.63 310.23 45.33 68.3 (M:68.3) 1 1 0 K.DIGAAWVILGHSER.R Dimethyl:2H(4): 1

4439 false 3710 1555.8426 1554.8555 1 -12.99 291.34 45.33 15.1 (M:15.1) 1 4 1 K.NLEAQHKELEEK.R
Dimethyl:2H(4): 1; 
Dimethyl: 7, 12

4440 true 1969 1555.851 1554.8349 1 5.67 306.46 36.5 55.0 (M:55.0) 1 1 1 R.VKEGMNVVEAMER.C Dimethyl:2H(4): 1, 2



4441 true 3059 1555.8663 1554.868 1 -5.77 97.7 31.5 54.1 (M:54.1) 1 1 0 K.GQILMPNIGYGSNK.K Dimethyl:2H(4): 1, 14

4442 true 288 1556.7789 1555.7792 1 -4.9 247.29 28.5 52.5 (M:52.5) 1 1 0 R.YVLHCQGTEEEK.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 12

4443 true 4754 1556.7913 1555.8007 1 -10.69 262.9 45.33 52.9 (M:52.9) 1 1 0 R.DAAMFPIQVEFTR.E Dimethyl:2H(4): 1

4444 true 1503 1556.8558 1555.8296 1 12.09 132.48 25.67 84.5 (M:84.5) 2 1 0 R.VGNLGLATSFFNER.N Dimethyl:2H(4): 1



4445 true 4111 1556.8604 1555.8722 1 -12.25 287.75 46 82.9 (M:82.9) 1 1 0 R.DPVQLNLLYVQAR.D Dimethyl: 1

4446 true 286 1556.8827 1555.8756 1 -0.1 195.63 16.67 32.3 (M:32.3) 1 1 1 R.RKPDTIEVQQMK.A Dimethyl: 1, 2, 12

4447 true 1812 1556.8941 1555.8694 1 11.22 35.45 26 47.0 (M:47.0) 1 1 0 K.TLINAENPPMAVVR.K Dimethyl:2H(4): 1

4448 false 2525 1556.9185 1555.8821 1 18.69 126.56 29.83 17.2 (M:17.2) 1 3 1 R.ASEEKLLDLAALQK.A Dimethyl: 14



4449 true 2525 1556.9185 1555.9058 1 3.48 87.9 29.83 55.6 (M:55.6) 1 1 0 K.VVADQIPMLVQGVR.G Dimethyl:2H(4): 1

4450 true 2550 1557.8326 1556.8199 1 3.5 282.6 38.5 65.6 (M:65.6) 1 1 0 R.TNQEIHDLVAAYK.D Dimethyl: 1, 13

4451 true 3510 1557.8628 1556.8596 1 -2.63 241.94 43.67 58.4 (M:58.4) 1 1 0 K.NIPMTLELLQTTR.I Dimethyl: 1

4452 true 2415 1557.8689 1556.8562 1 3.43 207.23 46.83 27.3 (M:27.3) 1 1 0 K.EVQLAQIFEPLSR.S Dimethyl: 1



4453 true 4494 1557.8901 1556.9054 1 -14.48 332.01 52.83 121.0 (M:121.0) 3 1 0 K.SDALSGFPLLQAFK.K Dimethyl:2H(4): 1, 14

4454 true 4156 1558.7232 1557.7351 1 -12.3 282.03 42.83 67.7 (M:67.7) 1 1 0 K.GFGFVDFSSPEDAK.A Dimethyl: 1, 14

4455 true 2683 1558.7768 1557.7616 1 5.04 119.3 30.33 39.6 (M:39.6) 1 1 0 K.FYGPEGPYGIFAGR.D Dimethyl: 1

4456 true 2895 1558.7793 1557.7799 1 -5.09 230.76 41.17 35.0 (M:35.0) 1 1 0 K.CPQVVISFYEER.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



4457 true 2135 1558.8693 1557.8606 1 0.93 138.67 27.67 24.0 (M:24.0) 1 1 0 K.EAFPNHLPLYVAR.L Dimethyl:2H(4): 1

4458 true 2307 1559.8138 1558.8405 1 -21.79 308.27 38.5 39.4 (M:39.4) 1 1 0 K.HLQINQTFEELR.L Dimethyl:2H(4): 1

4459 true 1175 1559.8145 1558.8243 1 -10.91 155.74 39.17 69.7 (M:69.7) 1 1 0 K.IFVGGLNPEATEEK.I Dimethyl: 1, 14

4460 true 3115 1559.8204 1558.8104 1 1.75 237.18 40.83 48.7 (M:48.7) 1 1 0 K.QIDNPQVALYQSR.F Dimethyl: 1



4461 true 2509 1559.8693 1558.8355 1 17.01 243.54 29.67 44.9 (M:44.9) 1 1 0 R.GLVVTAYSPLGSPDR.M Dimethyl: 1

4462 true 745 1560.7456 1559.7427 1 -2.82 138.25 29.33 115.6 (M:115.6) 2 1 0 K.AVTEQGAELSNEER.N Dimethyl: 1

4463 true 392 1560.8413 1559.8219 1 7.81 490.95 18 37.2 (M:37.2) 1 1 0 R.AQIAHPGSNIHNNR.D Dimethyl:2H(4): 1

4464 true 2661 1560.8437 1559.8348 1 1.07 205.62 48.83 56.3 (M:56.3) 1 1 0 K.VLFAGEEIPASPFR.V Dimethyl: 1



4465 true 4077 1560.8876 1559.8973 1 -10.89 367.28 46 64.9 (M:64.9) 1 1 0 R.DPVQLNLLYVQAR.D Dimethyl:2H(4): 1

4466 true 2676 1561.7754 1560.7685 1 -0.27 205.39 30.5 44.0 (M:44.0) 1 1 0 K.AQPNQTTFWEGVR.N Dimethyl: 1

4467 true 2123 1561.8771 1560.8851 1 -9.73 91.68 34.67 18.6 (M:18.6) 1 1 0 R.EVGIPPEQSLETAK.A Dimethyl:2H(4): 1, 14

4468 true 3605 1561.8858 1560.8847 1 -3.94 268.48 43.67 41.9 (M:41.9) 1 1 0 K.NIPMTLELLQTTR.I Dimethyl:2H(4): 1



4469 true 2454 1561.9024 1560.8813 1 8.83 162.08 46.83 24.5 (M:24.5) 1 1 0 K.EVQLAQIFEPLSR.S Dimethyl:2H(4): 1

4470 true 2281 1561.9075 1560.9156 1 -9.84 214.88 32.5 48.0 (M:48.0) 1 1 0 R.QVYQLPGLFAYAK.H Dimethyl:2H(4): 1, 13

4471 true 3252 1562.7334 1561.7643 1 -24.4 210.6 39.17 20.7 (M:20.7) 1 56.3 1 1 K.KCQPQETCNLPR.L
Carbamidomethyl: 2, 8; 
Dimethyl:2H(4): 1

4472 true 1180 1562.7465 1561.7457 1 -4.14 229.45 31.5 43.7 (M:43.7) 1 1 0 R.GHAGSVDSVAVDCTR.T
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1



4473 true 1948 1562.802 1561.7923 1 1.59 314.69 36.17 64.2 (M:64.2) 1 1 0 K.TDIQIALPAGCYGR.V
Carbamidomethyl: 11; 
Dimethyl: 1

4474 true 2684 1562.8037 1561.7867 1 6.22 147.52 30.33 50.9 (M:50.9) 1 1 0 K.FYGPEGPYGIFAGR.D Dimethyl:2H(4): 1

4475 true 2329 1562.8495 1561.8464 1 -2.68 227.69 29 103.4 (M:103.4) 1 1 0 K.LGSSLAGYGNVVELR.I Dimethyl: 1

4476 true 5209 1563.7245 1562.7399 1 -14.49 269.8 47.17 35.1 (M:35.1) 1 1 0 -.MDVGELLSYQPNR.G Acetyl: 1



4477 true 3413 1563.7899 1562.794 1 -7.32 264.35 39.67 80.7 (M:80.7) 1 1 0 K.YELVDISQDNALR.E Dimethyl: 1

4478 true 3073 1563.8501 1562.8355 1 4.74 337.92 40.83 60.2 (M:60.2) 2 1 0 K.QIDNPQVALYQSR.F Dimethyl:2H(4): 1

4479 true 2420 1563.8912 1562.8606 1 14.91 267.44 29.67 45.4 (M:45.4) 2 1 0 R.GLVVTAYSPLGSPDR.M Dimethyl:2H(4): 1

4480 false 547 1564.7633 1563.7563 1 -0.16 163.07 29.33 20.7 (M:20.7) 1 2 0 R.VLSGCEVTISNETR.E Carbamidomethyl: 5



4481 true 547 1564.7633 1563.7678 1 -7.55 136.21 29.33 105.8 (M:105.8) 3 1 0 K.AVTEQGAELSNEER.N Dimethyl:2H(4): 1

4482 true 3784 1564.7649 1563.7603 1 -1.7 132.26 41.33 42.5 (M:42.5) 2 1 0 K.MINFSVPDTIDER.T Dimethyl: 1

4483 true 3711 1564.7728 1563.7694 1 -2.48 222.33 44 72.9 (M:72.9) 2 1 0 R.TVPMDGNFFTFTR.H Dimethyl:2H(4): 1

4484 false 746 1564.7854 1563.7834 1 -3.4 154.14 29.17 15.8 (M:15.8) 1 3 1 K.DFWLVKNSWGER.F Dimethyl: 1



4485 true 2335 1564.8692 1563.8599 1 1.33 222.05 48.83 64.9 (M:64.9) 1 1 0 K.VLFAGEEIPASPFR.V Dimethyl:2H(4): 1

4486 true 4598 1565.7169 1564.7204 1 -6.83 225.75 44.5 18.2 (M:18.2) 1 1 0 R.TFEMCDFIVDTR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

4487 true 3472 1565.8403 1564.8494 1 -10.5 246.33 43.5 18.1 (M:18.1) 1 1 1 K.DLGSALKTMTTLSR.S Oxidation: 9; Dimethyl: 1, 7

4488 true 2877 1565.842 1564.8065 1 18.01 164.76 50.5 17.4 (M:17.4) 1 1 1 K.GGAKTLMNTIMQLR.K Oxidation: 7, 11



4489 true 2976 1565.8763 1564.8759 1 -4.41 320.54 31.17 26.5 (M:26.5) 1 1 0 K.AISALVPQGGPVLCR.D
Carbamidomethyl: 14; 
Dimethyl: 1

4490 true 1163 1565.881 1564.8865 1 -8.16 205.05 30.33 18.3 (M:18.3) 1 1 1 K.IQYLAVEGDFKVK.A Dimethyl: 1, 13

4491 false 1163 1565.881 1564.9014 1 -17.7 253.82 30.33 15.3 (M:15.3) 1 2 0 -.GALDLFTGIGLTEAK.A
Dimethyl:2H(4): 15; 
Dimethyl: 1

4492 true 1613 1566.701 1565.6966 1 -1.87 227.8 42.17 46.4 (M:46.4) 2 1 0 R.GLCFSAENEPVCR.M
Carbamidomethyl: 3, 12; 
Dimethyl: 1



4493 true 4157 1566.7765 1565.7853 1 -10.3 258.57 42.83 75.2 (M:75.2) 1 1 0 K.GFGFVDFSSPEDAK.A Dimethyl:2H(4): 1, 14

4494 true 5060 1566.7878 1565.809 1 -18.14 229.76 46.67 34.2 (M:34.2) 1 1 0 K.LAGFLDLTEQEFR.I Dimethyl: 1

4495 true 1949 1566.8069 1565.8174 1 -11.36 318.99 36.33 42.2 (M:42.2) 1 1 0 K.TDIQIALPAGCYGR.V
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

4496 true 728 1566.8438 1565.8289 1 4.82 255.01 30.83 46.2 (M:46.2) 1 1 0 K.TFPNEENDVGKPR.L Dimethyl:2H(4): 1, 11



4497 false 2265 1566.8756 1565.8901 1 -13.92 240.25 29 15.0 (M:15.0) 1 5 1 R.IRFMLQDVIDLR.R
Dimethyl:2H(4): 1; 
Oxidation: 4

4498 true 2265 1566.8756 1565.8715 1 -2.03 280.43 29 83.0 (M:83.0) 2 1 0 K.LGSSLAGYGNVVELR.I Dimethyl:2H(4): 1

4499 true 644 1566.923 1565.9141 1 1.02 144.57 22 25.3 (M:25.3) 1 1 0 K.VGQEIEVRPGIVSK.D Dimethyl: 1, 14

4500 false 122 1567.6975 1566.6845 1 3.63 103.19 26.5 20.2 (M:20.2) 1 2 0 K.HECQANGPEDLNR.A
Carbamidomethyl: 3; 
Dimethyl: 1



4501 true 3414 1567.8173 1566.8191 1 -5.79 252.81 39.67 80.7 (M:80.7) 1 1 0 K.YELVDISQDNALR.E Dimethyl:2H(4): 1

4502 true 1195 1567.8607 1566.8745 1 -13.41 112.66 39.17 16.0 (M:16.0) 1 1 0 K.IFVGGLNPEATEEK.I Dimethyl:2H(4): 1, 14

4503 true 3850 1567.9528 1566.9473 1 -1.14 214.56 35.67 60.4 (M:60.4) 1 1 0 R.SGALVPPVSLSTTFK.Q Dimethyl:2H(4): 1, 15

4504 true 3099 1568.7961 1567.7854 1 2.21 262.29 51.33 34.1 (M:34.1) 2 1 0 K.MINFSVPDTIDER.T Dimethyl:2H(4): 1



4505 true 2214 1568.9158 1567.9338 1 -16.06 161.47 27.83 30.1 (M:30.1) 1 1 0 R.GQVPPLVTTNFLVK.D Dimethyl: 1, 14

4506 true 228 1568.9575 1567.9509 1 -0.47 173.32 16.67 16.0 (M:16.0) 1 1 1 R.RKPDTIEVQQMK.A Dimethyl:2H(4): 1, 2, 12

4507 true 241 1569.9065 1568.9163 1 -10.85 275.67 27 16.1 (M:16.1) 1 1 1 K.SEVLQQEEQQKK.S Dimethyl:2H(4): 1, 11, 12

4508 true 1642 1570.7272 1569.7218 1 -1.19 212.86 42.17 30.2 (M:30.2) 1 1 0 R.GLCFSAENEPVCR.M
Carbamidomethyl: 3, 12; 
Dimethyl:2H(4): 1



4509 true 2453 1570.8746 1569.8705 1 -1.99 82.91 29.33 26.9 (M:26.9) 1 1 0 K.LYDAGVTPVFLTSR.Q Dimethyl:2H(4): 1

4510 true 3449 1570.8756 1569.9028 1 -21.97 243.28 44.33 59.4 (M:59.4) 1 1 0 K.LTPIAAQLQELEGR.V Dimethyl:2H(4): 1

4511 false 2332 1570.9519 1569.932 1 8.04 148.86 32.83 24.7 (M:24.7) 1 2 0 K.TYALLPTYLQLSK.K
Dimethyl:2H(4): 13; 
Dimethyl: 1

4512 true 31 1571.6943 1570.7096 1 -14.36 192.26 24.67 48.0 (M:48.0) 1 1 0 K.HECQANGPEDLNR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



4513 true 732 1571.8676 1570.8629 1 -1.65 78.1 22.17 70.2 (M:70.2) 1 1 0 K.VIQCFAETGQVQK.I
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 13

4514 true 851 1571.8743 1570.8552 1 7.54 265.7 21.5 70.5 (M:70.5) 2 1 0 K.THGQGCALVQVTLR.Y
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4515 true 2767 1572.8438 1571.8267 1 6.21 164.7 39.17 19.0 (M:19.0) 1 1 0 K.NNVNVASLTQSEIR.D Dimethyl: 1

4516 true 1016 1572.8908 1571.8784 1 3.25 128.27 23.5 74.5 (M:74.5) 1 1 0 K.LQAEAPHIVVGTPGR.V Dimethyl: 1



4517 true 2383 1573.7707 1572.7573 1 3.95 243.72 30.5 54.1 (M:54.1) 2 1 0 K.GAVYSFDPVGSYQR.D Dimethyl: 1

4518 true 803 1573.8142 1572.8009 1 3.87 224.96 31 20.7 (M:20.7) 1 1 0 K.HALLEADVAAHQDR.I Dimethyl: 1

4519 true 1196 1573.8171 1572.8198 1 -6.34 164.56 39.5 61.2 (M:61.2) 1 1 0 R.GEAHLAVNDFELAR.G Dimethyl:2H(4): 1

4520 true 4010 1573.8218 1572.8446 1 -19.12 276.77 42 15.2 (M:15.2) 1 1 1 K.INMKHTFIEQLR.K Oxidation: 3; Dimethyl: 1



4521 true 176 1573.8378 1572.8421 1 -7.36 300.6 26.33 33.7 (M:33.7) 1 1 0 K.SHLTEPQNLMPDK.T Dimethyl:2H(4): 1, 13

4522 true 3072 1574.8233 1573.7923 1 15.08 343.68 42 42.9 (M:42.9) 1 1 0 R.AMQNFLQLPEAER.D Dimethyl: 1

4523 true 4756 1574.8296 1573.7884 1 21.5 142.73 45.33 15.7 (M:15.7) 1 1 1 R.AFSSYMEAMKLPK.S Oxidation: 9; Dimethyl: 1, 13

4524 true 645 1574.9738 1573.9643 1 1.38 195.42 22 35.5 (M:35.5) 1 1 0 K.VGQEIEVRPGIVSK.D Dimethyl:2H(4): 1, 14



4525 true 756 1575.0028 1573.9919 1 2.28 260.93 21.33 119.3 (M:119.3) 3 1 0 R.LLIHQSLAGGIIGVK.G Dimethyl: 1, 15

4526 true 5132 1575.7724 1574.7741 1 -5.68 204.91 47 45.9 (M:45.9) 1 1 0 K.SDDGYFFPMPVIR.L Dimethyl:2H(4): 1

4527 true 2445 1575.8124 1574.7779 1 17.24 289.69 38.17 37.9 (M:37.9) 1 1 0 R.DEHFDFIQSHIR.R Dimethyl:2H(4): 1

4528 true 2985 1575.8637 1574.8544 1 1.25 292.36 31.83 109.7 (M:109.7) 2 1 0 K.AFQTASQEIFNQK.T Dimethyl:2H(4): 1, 13



4529 true 888 1576.7489 1575.7376 1 2.54 160.01 29.67 73.1 (M:73.1) 1 1 0 K.SVTEQGAELSNEER.N Dimethyl: 1

4530 true 2773 1576.8656 1575.8571 1 0.78 229.19 49.67 51.7 (M:51.7) 1 1 1 R.AKFEELNMDLFR.S Dimethyl:2H(4): 1, 2

4531 true 1017 1576.911 1575.9035 1 0.18 103 23.5 83.4 (M:83.4) 2 1 0 K.LQAEAPHIVVGTPGR.V Dimethyl:2H(4): 1

4532 true 2215 1576.9688 1575.984 1 -14.26 154.34 27.83 36.1 (M:36.1) 1 1 0 R.GQVPPLVTTNFLVK.D Dimethyl:2H(4): 1, 14



4533 true 78 1577.6728 1576.6762 1 -6.82 68.56 20.33 16.1 (M:16.1) 1 1 0 K.LFQECCPHSTDR.V
Carbamidomethyl: 5, 6; 
Dimethyl: 1

4534 true 877 1577.6981 1576.7126 1 -13.8 171.12 22.17 40.1 (M:40.1) 1 1 0 R.ELPGHTGYLSCCR.F
Carbamidomethyl: 11, 12; 
Dimethyl: 1

4535 true 2463 1577.7914 1576.7824 1 1.09 293.03 30.5 82.8 (M:82.8) 2 1 0 K.GAVYSFDPVGSYQR.D Dimethyl:2H(4): 1

4536 true 804 1577.8404 1576.826 1 4.51 280.57 31 45.1 (M:45.1) 1 1 0 K.HALLEADVAAHQDR.I Dimethyl:2H(4): 1



4537 true 2303 1577.9475 1576.9276 1 8.02 83.05 28.67 100.0 (M:100.0) 1 1 0 K.QTLPQSIEQLTQK.S Dimethyl:2H(4): 1, 13

4538 true 1242 1578.897 1577.894 1 -2.72 176.91 22.83 19.4 (M:19.4) 1 1 0 K.AGGVQINGLHASVAPR.R Dimethyl:2H(4): 1

4539 true 2692 1578.9198 1577.9141 1 -0.98 146.51 49 51.8 (M:51.8) 1 1 0 R.ALIAGGGAPEIELALR.L Dimethyl: 1

4540 true 1666 1579.7879 1578.789 1 -5.29 162.81 42.5 28.1 (M:28.1) 1 1 0 R.TYLVNSDGEEVAVR.T Dimethyl: 1



4541 true 1699 1579.8424 1578.8228 1 7.75 139.33 29.5 45.3 (M:45.3) 2 1 0 K.NVYVCTGPLYLPR.M
Carbamidomethyl: 5; 
Dimethyl: 1

4542 true 737 1579.8458 1578.8366 1 1.24 147.09 36.83 89.6 (M:89.6) 2 1 1 K.IQDKEGIPPDQQR.L Dimethyl: 1, 4

4543 true 168 1580.7504 1579.7701 1 -17.11 262.74 27.17 34.5 (M:34.5) 1 98.85 1 1 R.SSPVTDSPKNMEEK.N Dimethyl:2H(4): 14

4544 true 3265 1580.7697 1579.7614 1 0.62 276.31 52.67 34.5 (M:34.5) 1 1 1 K.NYDPMKDFEAMR.A Dimethyl:2H(4): 1, 6



4545 true 840 1580.7712 1579.7628 1 0.72 200 29.67 56.0 (M:56.0) 1 1 0 K.SVTEQGAELSNEER.N Dimethyl:2H(4): 1

4546 true 52 1580.8458 1579.8157 1 14.45 284.02 20 37.0 (M:37.0) 1 1 0 K.AQHEHERPEFIR.Y Dimethyl:2H(4): 1

4547 true 878 1581.7254 1580.7377 1 -12.4 144.98 22.17 15.1 (M:15.1) 1 1 0 R.ELPGHTGYLSCCR.F
Carbamidomethyl: 11, 12; 
Dimethyl:2H(4): 1

4548 true 71 1581.7307 1580.7332 1 -6.14 287.98 26.33 71.2 (M:71.2) 1 1 0 R.HHYEQQQEDLAR.N Dimethyl: 1



4549 true 3061 1581.7397 1580.7392 1 -4.31 172.2 38.33 37.9 (M:37.9) 1 1 0 K.FLEDSLSMTPEER.A Dimethyl: 1

4550 true 1994 1581.7877 1580.7623 1 11.42 323.66 37.67 77.1 (M:77.1) 1 1 0 R.EAYPGDVFYLHSR.L Dimethyl: 1

4551 true 184 1581.794 1580.7597 1 17.13 418.71 15.67 27.8 (M:27.8) 1 1 0 R.GQNHNVQGFHPYR.R Dimethyl: 1

4552 true 237 1581.8005 1580.8059 1 -8.06 245.22 18 22.1 (M:22.1) 1 1 1 R.AFHNEAQVNPDRK.N Dimethyl: 1, 13



4553 true 266 1581.8568 1580.861 1 -7.2 182.38 27.17 23.6 (M:23.6) 1 1 1 R.ITAGGTDNEENLKR.L Dimethyl:2H(4): 1, 13

4554 true 3192 1581.8655 1580.8506 1 4.81 240.79 32.33 106.1 (M:106.1) 1 1 0 K.NMLHVTDTGIGMTK.E Dimethyl:2H(4): 1, 14

4555 true 1532 1582.7114 1581.6884 1 9.92 228.52 25 59.3 (M:59.3) 1 1 0
R.MGQMGMGGTIGMNNR
.G Dimethyl: 1

4556 true 4078 1582.8168 1581.8403 1 -19.39 304.27 45.67 58.5 (M:58.5) 1 1 0 R.FLGTSGQNISDIFK.Y Dimethyl: 1, 14



4557 false 2057 1582.8413 1581.8197 1 9.06 450.36 28.67 15.5 (M:15.5) 1 50 5 1 R.KMMLDNHALYDK.S
Dimethyl:2H(4): 12; 
Oxidation: 3; Dimethyl: 1, 1

4558 true 4941 1583.7286 1582.7371 1 -9.98 202.82 46.17 68.1 (M:68.1) 1 1 0 K.MFVLDEADEMLSR.G Dimethyl: 1

4559 true 4218 1583.7479 1582.7272 1 8.44 256.43 46.5 64.0 (M:64.0) 1 1 0 K.LFDIFCTDTHMR.N
Carbamidomethyl: 6; 
Dimethyl: 1

4560 true 3936 1583.8417 1582.8547 1 -12.81 200.23 47 15.4 (M:15.4) 1 1 1 R.IKPVLMMNKMDR.A

Dimethyl:2H(4): 9; 
Oxidation: 6, 7, 10; 
Dimethyl: 1



4561 true 1662 1583.8621 1582.8479 1 4.37 135.69 31 27.6 (M:27.6) 2 1 0 K.NVYVCTGPLYLPR.M
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

4562 true 1504 1583.8657 1582.8467 1 7.4 199.88 28.83 83.8 (M:83.8) 2 1 0 K.VPPAINQFSQALDR.Q Dimethyl: 1

4563 true 1644 1583.9045 1582.8981 1 -0.54 242.31 35 55.7 (M:55.7) 1 1 0 K.DIVTSNGVIHLIDR.V Dimethyl:2H(4): 1

4564 true 932 1584.5774 1583.5741 1 -2.5 165.29 30 30.9 (M:30.9) 1 1 0 K.YCECDNFNCDR.S
Carbamidomethyl: 2, 4, 9; 
Dimethyl:2H(4): 1



4565 true 2338 1584.8116 1583.8018 1 1.6 221.72 48.83 95.9 (M:95.9) 4 1 0 K.VVIGMDVAASEFYR.D Dimethyl: 1

4566 true 1814 1584.8676 1583.8341 1 16.54 72.29 26.67 111.0 (M:111.0) 4 1 0 R.VPTPNVSVVDLTCR.L
Carbamidomethyl: 13; 
Dimethyl: 1

4567 true 1686 1584.8801 1583.8593 1 8.57 307.98 28.67 18.4 (M:18.4) 1 1 0 R.DPIVMGVVVEAGQVK.Q Oxidation: 5; Dimethyl: 15

4568 true 85 1585.743 1584.7583 1 -14.25 347.72 26.33 52.0 (M:52.0) 1 1 0 R.HHYEQQQEDLAR.N Dimethyl:2H(4): 1



4569 true 3062 1585.7657 1584.7643 1 -3.74 223.1 38.17 22.7 (M:22.7) 1 1 0 K.FLEDSLSMTPEER.A Dimethyl:2H(4): 1

4570 true 1538 1585.813 1584.7874 1 11.52 355.14 37.67 106.1 (M:106.1) 1 1 0 R.EAYPGDVFYLHSR.L Dimethyl:2H(4): 1

4571 true 3789 1585.8714 1584.8916 1 -17.33 236.21 46 27.7 (M:27.7) 1 1 0 K.HGFLEEFITPIVK.A Dimethyl: 1, 13

4572 true 852 1586.7298 1585.7135 1 5.66 250.54 21.33 20.7 (M:20.7) 1 1 0
R.MGQMGMGGTIGMNNR
.G Dimethyl:2H(4): 1



4573 true 1596 1586.759 1585.7708 1 -12.03 171.14 32.33 87.1 (M:87.1) 2 1 0 K.LENAIATQTDYCR.S
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

4574 true 3684 1586.7952 1585.7844 1 2.23 278.25 43.83 57.6 (M:57.6) 1 1 0 R.SMLGIVDSSSMLYR.L Dimethyl: 1

4575 true 4520 1586.8413 1585.7961 1 23.93 171.84 44.17 19.2 (M:19.2) 1 1 1 R.DVLSWGSGRQNSPR.M Dimethyl: 1

4576 true 4942 1587.7591 1586.7622 1 -6.56 269.4 46.17 77.3 (M:77.3) 1 1 0 K.MFVLDEADEMLSR.G Dimethyl:2H(4): 1



4577 true 2809 1587.7711 1586.7625 1 0.82 261.52 31 36.2 (M:36.2) 1 1 0 K.TSPPTTFFPMFMR.F Dimethyl: 1

4578 true 1647 1587.7889 1586.7689 1 8 303.22 34.83 78.0 (M:78.0) 1 1 0 R.VSQEQLAEHFESR.E Dimethyl: 1

4579 true 3039 1587.8475 1586.8344 1 3.65 140.01 31.83 50.6 (M:50.6) 1 1 0 R.FTSYYLSLPAELR.I Dimethyl: 1

4580 true 1466 1587.8886 1586.8718 1 5.94 230.83 28.83 126.3 (M:126.3) 2 1 0 K.VPPAINQFSQALDR.Q Dimethyl:2H(4): 1



4581 true 793 1587.8976 1586.8868 1 2.22 178.3 36.83 41.5 (M:41.5) 1 1 1 K.IQDKEGIPPDQQR.L Dimethyl:2H(4): 1, 4

4582 true 3252 1588.8092 1587.8269 1 -15.7 263.04 43.83 91.6 (M:91.6) 4 1 0 K.VVIGMDVAASEFYR.D Dimethyl:2H(4): 1

4583 true 3100 1588.8537 1587.8508 1 -2.77 237.32 51.67 37.2 (M:37.2) 1 1 0 K.LYTLVLTDPDAPSR.K Dimethyl: 1

4584 true 2126 1588.8677 1587.8592 1 0.74 318.78 37 106.0 (M:106.0) 5 1 0 R.VPTPNVSVVDLTCR.L
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1



4585 true 1734 1589.6116 1588.629 1 -15.5 179.79 32.83 73.4 (M:73.4) 1 1 0 R.ESSYACYYDDER.Q
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4586 true 2124 1589.752 1588.7555 1 -6.83 182.47 34.83 57.6 (M:57.6) 1 1 0 R.ELPPDQAEYCIAR.M
Carbamidomethyl: 10; 
Dimethyl: 1

4587 true 238 1589.8497 1588.8562 1 -8.64 75.19 18 21.8 (M:21.8) 1 1 1 R.AFHNEAQVNPDRK.N Dimethyl:2H(4): 1, 13

4588 true 2000 1590.0251 1589.0305 1 -7.99 136.33 26.5 37.9 (M:37.9) 1 1 0 K.LKPEAITQIQPQK.L Dimethyl:2H(4): 1, 2, 13



4589 true 3685 1590.8101 1589.8095 1 -4.17 294.21 43.67 20.8 (M:20.8) 1 1 0 R.SMLGIVDSSSMLYR.L Dimethyl:2H(4): 1

4590 true 3272 1590.8567 1589.8678 1 -11.53 236.43 32.5 16.2 (M:16.2) 1 1 0 R.GPSPFSPVQLHQLR.A Dimethyl: 1

4591 true 1376 1590.9342 1589.9129 1 8.79 267.46 23.5 22.8 (M:22.8) 1 1 0 K.GHISFKPTLDQQR.T Dimethyl:2H(4): 1, 6

4592 true 3977 1591.7701 1590.7777 1 -9.34 153.69 41.83 68.5 (M:68.5) 1 1 0 -.ADQLTEEQIAEFK.E Acetyl: 1; Dimethyl: 13



4593 true 1679 1591.8184 1590.794 1 10.79 240.95 34.83 27.1 (M:27.1) 1 1 0 R.VSQEQLAEHFESR.E Dimethyl:2H(4): 1

4594 true 3040 1591.8639 1590.8596 1 -1.82 112.64 31.83 49.6 (M:49.6) 1 1 0 R.FTSYYLSLPAELR.I Dimethyl:2H(4): 1

4595 false 1481 1591.8663 1590.8589 1 0.09 146.16 28.33 23.2 (M:23.2) 1 2 0 K.QLGCGTALSALPESK.Y

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1; 
Dimethyl: 15

4596 true 2897 1592.8149 1591.7817 1 16.3 268.58 31.5 85.3 (M:85.3) 1 1 0 K.HIGLVYSGMGPDYR.V Dimethyl: 1



4597 true 1053 1592.8277 1591.8107 1 6.14 206.92 22.17 19.5 (M:19.5) 1 1 0 R.INIYHNTATNTFR.V Dimethyl: 1

4598 true 3129 1592.8774 1591.8759 1 -3.63 204.19 51.67 21.5 (M:21.5) 1 1 0 K.LYTLVLTDPDAPSR.K Dimethyl:2H(4): 1

4599 true 675 1593.7492 1592.7471 1 -3.21 140.67 35 23.9 (M:23.9) 1 1 0 K.EYAQDDHIYQQK.I Dimethyl: 1, 12

4600 true 4123 1593.7686 1592.7505 1 6.8 259.99 42.67 18.1 (M:18.1) 1 1 0 R.CELFEEIQIGGDR.Y
Carbamidomethyl: 1; 
Dimethyl: 1



4601 true 1882 1593.7903 1592.7806 1 1.51 263.96 34.83 42.7 (M:42.7) 1 1 0 R.ELPPDQAEYCIAR.M
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

4602 true 2815 1593.8337 1592.8199 1 4.1 240.36 50 71.0 (M:71.0) 1 1 0 K.LPIGDVATQYFADR.D Dimethyl: 1

4603 true 1089 1593.8552 1592.8457 1 1.41 254.38 22.67 42.9 (M:42.9) 1 1 0 K.NVALLSQLCHSPAR.R
Carbamidomethyl: 9; 
Dimethyl: 1

4604 true 2932 1593.8604 1592.8864 1 -20.89 317.18 40.83 19.7 (M:19.7) 1 1 0 K.NADVGLKPVWYGSK.V
Dimethyl:2H(4): 1; 
Dimethyl: 14



4605 true 988 1594.8037 1593.7905 1 3.71 90.52 23 45.7 (M:45.7) 1 1 0 R.QVCEQLINGQMSR.F
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

4606 true 1064 1594.8105 1593.8039 1 -0.42 172 38.5 89.4 (M:89.4) 2 1 0 R.ITPSYVAFTPEGER.L Dimethyl: 1

4607 true 2662 1594.8513 1593.8403 1 2.35 157.85 48.67 29.4 (M:29.4) 1 1 0 K.LLPQLTYLDGYDR.D Dimethyl: 1

4608 true 2603 1594.9277 1593.9243 1 -2.41 83.61 30.33 58.0 (M:58.0) 1 1 0 R.QVAVVPQEPLLFAR.S Dimethyl: 1



4609 true 311 1595.7916 1594.7926 1 -5.21 196.08 22 35.0 (M:35.0) 1 1 0 K.VCEIHFHEINNK.M
Carbamidomethyl: 2; 
Dimethyl: 1, 12

4610 true 3978 1595.7963 1594.8028 1 -8.67 207.7 41.83 72.7 (M:72.7) 1 1 0 -.ADQLTEEQIAEFK.E
Dimethyl:2H(4): 13; Acetyl: 
1

4611 true 1532 1595.8578 1594.8144 1 22.65 79.43 25.5 44.6 (M:44.6) 1 1 1 K.LKDYAFVHFEDR.G Dimethyl: 1, 2

4612 true 2780 1596.7461 1595.758 1 -12.01 267.94 37.17 74.1 (M:74.1) 1 1 0 K.LEVEANNAFDQYR.D Dimethyl: 1



4613 false 251 1596.7732 1595.7651 1 0.55 295.62 27.17 16.9 (M:16.9) 1 4 1 R.SSPVTDSPKNMEEK.N
Dimethyl:2H(4): 9; 
Oxidation: 11

4614 true 4758 1596.7837 1595.78 1 -2.22 300.47 45.33 17.1 (M:17.1) 1 1 1 K.ADGGPLKNMMLFSR.Q Oxidation: 9, 10; Dimethyl: 1

4615 true 2222 1596.825 1595.7944 1 14.63 307.61 37.5 74.6 (M:74.6) 1 1 0 K.QGGPTYYIDTNALR.V Dimethyl: 1

4616 true 2898 1596.8393 1595.8068 1 15.76 323.87 31.5 58.6 (M:58.6) 1 1 0 K.HIGLVYSGMGPDYR.V Dimethyl:2H(4): 1



4617 true 4271 1596.8483 1595.8308 1 6.46 294.23 46.83 59.9 (M:59.9) 1 1 0 K.FLFDSVSSQNVGLR.E Dimethyl: 1

4618 true 1308 1597.7501 1596.7492 1 -4.01 259.98 33.33 84.1 (M:84.1) 1 1 0 K.DGSGQHVDVSPTSQR.L Dimethyl: 1

4619 true 2645 1597.8528 1596.845 1 0.38 181.65 50 70.5 (M:70.5) 1 1 0 K.LPIGDVATQYFADR.D Dimethyl:2H(4): 1

4620 true 1090 1597.878 1596.8708 1 -0.07 226.06 22.67 18.0 (M:18.0) 1 1 0 K.NVALLSQLCHSPAR.R
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



4621 true 1065 1598.8365 1597.829 1 0.14 245.7 38.67 96.7 (M:96.7) 2 1 0 R.ITPSYVAFTPEGER.L Dimethyl:2H(4): 1

4622 true 2663 1598.8687 1597.8654 1 -2.45 279.11 48.67 43.3 (M:43.3) 1 1 0 K.LLPQLTYLDGYDR.D Dimethyl:2H(4): 1

4623 true 2636 1598.9557 1597.9494 1 -0.57 119.02 30.33 79.0 (M:79.0) 1 1 0 R.QVAVVPQEPLLFAR.S Dimethyl:2H(4): 1

4624 true 1793 1599.8098 1598.8061 1 -2.26 192.64 25.33 19.3 (M:19.3) 1 1 0 R.MVDNWRPCQPLK.S
Carbamidomethyl: 8; 
Dimethyl: 1, 12



4625 true 3174 1599.8225 1598.8103 1 3.08 339.01 41 21.0 (M:21.0) 1 1 0 R.ANEHQGIGFLNDPR.R Dimethyl:2H(4): 1

4626 true 2530 1599.8585 1598.8764 1 -15.75 178.06 29.33 46.5 (M:46.5) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1, 14

4627 true 2530 1599.8585 1598.8764 1 -15.75 178.06 29.33 46.5 (M:46.5) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1, 14

4628 true 2530 1599.8585 1598.8764 1 -15.75 178.06 29.33 46.5 (M:46.5) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1, 14



4629 true 1734 1599.8603 1598.8714 1 -11.44 163.58 26.17 19.5 (M:19.5) 1 1 1 K.LKPEYDVMCKIK.T

Carbamidomethyl: 9; 
Dimethyl:2H(4): 2; 
Oxidation: 8; Dimethyl: 10

4630 true 2181 1599.9093 1598.878 1 15 276.28 29.5 105.1 (M:105.1) 1 1 0 K.VSHLLGINVTDFTR.G Dimethyl: 1

4631 true 2466 1599.9417 1598.9545 1 -12.58 195.14 47.67 40.4 (M:40.4) 2 1 0 R.TIAIIAEGIPEALTR.K Dimethyl:2H(4): 1

4632 true 1266 1600.7559 1599.7351 1 8.4 119.08 39.83 31.9 (M:31.9) 1 1 0 K.IYTFGCNDEGALGR.D
Carbamidomethyl: 6; 
Dimethyl: 1



4633 true 2730 1600.7715 1599.7831 1 -11.78 249.56 37.17 97.6 (M:97.6) 1 1 0 K.LEVEANNAFDQYR.D Dimethyl:2H(4): 1

4634 true 3857 1600.774 1599.7821 1 -9.6 182.96 41.33 24.9 (M:24.9) 1 1 0 K.GYAFVEFPTAEDAK.E Dimethyl: 1, 14

4635 true 2223 1600.8508 1599.8195 1 15.04 246.15 37.5 99.1 (M:99.1) 1 1 0 K.QGGPTYYIDTNALR.V Dimethyl:2H(4): 1

4636 true 4272 1600.8711 1599.8559 1 4.96 244.9 46.83 59.1 (M:59.1) 1 1 0 K.FLFDSVSSQNVGLR.E Dimethyl:2H(4): 1



4637 true 3255 1601.7665 1600.7767 1 -10.91 173.64 38.83 35.6 (M:35.6) 1 1 0 R.DVLICPDASLEDAR.K
Carbamidomethyl: 5; 
Dimethyl: 1

4638 true 289 1601.7679 1600.7783 1 -11.06 302.75 27.5 48.3 (M:48.3) 1 1 0 K.FESEPATHNEPGVR.L Dimethyl:2H(4): 1

4639 true 1309 1601.7747 1600.7743 1 -4.32 329.88 33.33 84.0 (M:84.0) 1 1 0 K.DGSGQHVDVSPTSQR.L Dimethyl:2H(4): 1

4640 true 1710 1603.8529 1602.8646 1 -11.84 105.52 25.5 24.4 (M:24.4) 1 1 1 K.LKDYAFVHFEDR.G Dimethyl:2H(4): 1, 2



4641 true 500 1603.8573 1602.8428 1 4.49 183.6 22 47.1 (M:47.1) 1 1 0 K.VCEIHFHEINNK.M
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 12

4642 true 2182 1603.9347 1602.9031 1 15.14 263.42 29.5 75.2 (M:75.2) 1 1 0 K.VSHLLGINVTDFTR.G Dimethyl:2H(4): 1

4643 true 1303 1604.7626 1603.7602 1 -3.08 155.99 39.83 24.7 (M:24.7) 1 1 0 K.IYTFGCNDEGALGR.D
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4644 true 3205 1604.8241 1603.8218 1 -3.1 207.75 53.17 37.2 (M:37.2) 1 1 0 K.VVIGMDVAASEFYR.D
Dimethyl:2H(4): 1; 
Oxidation: 5



4645 true 878 1604.8318 1603.819 1 3.48 74.42 22.67 26.6 (M:26.6) 1 1 0 R.LPACVVDCGTGYTK.L
Carbamidomethyl: 4, 8; 
Dimethyl:2H(4): 1, 14

4646 true 911 1604.923 1603.9297 1 -8.74 222.6 22.83 41.7 (M:41.7) 1 1 1 K.IKGEHPGLSIGDVAK.K Dimethyl: 1, 2, 15

4647 true 847 1605.8252 1604.7981 1 12.35 89.53 22.5 22.6 (M:22.6) 1 1 0 R.DDNGKPYVLNCVR.K
Carbamidomethyl: 11; 
Dimethyl: 1, 5

4648 true 1736 1605.8706 1604.8613 1 1.29 171.71 31.33 21.4 (M:21.4) 1 1 0 K.AGGLIYQLDHYAPR.S Dimethyl:2H(4): 1



4649 true 3050 1605.8723 1604.8926 1 -17.2 241.18 41.83 38.3 (M:38.3) 1 1 0 K.HPELFEALGIAQPK.G Dimethyl: 1, 14

4650 true 4913 1606.7062 1605.7127 1 -8.59 293.11 46 77.7 (M:77.7) 1 1 0 M.SDQQLDCALDLMR.R
Carbamidomethyl: 7; Acetyl: 
1

4651 true 1272 1606.7158 1605.7172 1 -5.37 300.8 32.5 84.3 (M:84.3) 1 1 0 K.QQAPGEHAGYDYSR.C Dimethyl: 1

4652 true 2987 1606.7707 1605.7392 1 15.09 240.5 31.5 71.5 (M:71.5) 1 1 0 K.NCLTNFHGMDLTR.D
Carbamidomethyl: 2; 
Dimethyl: 1



4653 true 1041 1606.828 1605.8111 1 6.01 250.23 32.17 64.4 (M:64.4) 1 1 0 R.SELEEIQVQHPNR.F Dimethyl: 1

4654 false 1917 1606.9444 1605.9606 1 -14.65 304.13 27 15.8 (M:15.8) 1 2 1 R.KAHQLWLSVEALK.Y Dimethyl: 1, 1, 13

4655 true 2905 1606.9744 1605.9606 1 4.05 257.05 33.67 71.5 (M:71.5) 2 1 0 K.LLGQFTLVGIPPAPR.G Dimethyl: 1

4656 true 429 1607.7189 1606.7198 1 -5.13 275.07 27.33 39.0 (M:39.0) 1 1 0 K.DEVCVNPYHYQR.V
Carbamidomethyl: 4; 
Dimethyl: 1



4657 true 1953 1608.8484 1607.8308 1 6.45 59.1 26.83 51.9 (M:51.9) 1 1 0 R.YGPLTGVNVVYDQR.T Dimethyl: 1

4658 true 1488 1609.0408 1608.0404 1 -4.24 210.37 24.17 55.2 (M:55.2) 1 1 0 K.AIIKPQYVDQIPK.A Dimethyl:2H(4): 1, 4, 13

4659 true 1124 1609.8799 1608.8674 1 3.23 225.42 25.17 53.1 (M:53.1) 1 1 0 K.DVVVQHVHFDGLGR.T Dimethyl:2H(4): 1

4660 true 1159 1610.7303 1609.7423 1 -11.96 279.48 32.5 83.3 (M:83.3) 1 1 0 K.QQAPGEHAGYDYSR.C Dimethyl:2H(4): 1



4661 false 2899 1610.7982 1609.7691 1 13.53 229.35 31.5 19.0 (M:19.0) 1 48.84 2 1 K.SKNQLEEMVMVDK.Q
Oxidation: 8, 10; Dimethyl: 
13

4662 true 2899 1610.7982 1609.7643 1 16.55 242.21 31.5 82.9 (M:82.9) 2 1 0 K.NCLTNFHGMDLTR.D
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

4663 false 1042 1610.8538 1609.8357 1 6.72 368.91 32.17 30.6 (M:30.6) 1 80.69 2 1 K.SKNQLEEMVMVDK.Q
Dimethyl:2H(4): 1; 
Dimethyl: 13

4664 true 1042 1610.8538 1609.8362 1 6.43 346.44 32.17 89.2 (M:89.2) 1 1 0 R.SELEEIQVQHPNR.F Dimethyl:2H(4): 1



4665 true 2575 1610.9034 1609.8862 1 6.17 268.81 31.5 114.3 (M:114.3) 1 1 0 R.SLHDALCVLAQTVK.D
Carbamidomethyl: 7; 
Dimethyl: 1, 14

4666 true 1702 1610.9106 1609.9135 1 -6.32 217.63 29.5 97.0 (M:97.0) 1 1 0 R.SVMAAAQIAGLNCLK.L
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 15

4667 true 2821 1610.9723 1609.9531 1 7.41 267.75 30.83 68.0 (M:68.0) 2 1 0 K.VLEQLTGQTPVFSK.A Dimethyl:2H(4): 1, 14

4668 true 2788 1610.9996 1609.9858 1 4.07 279.5 33.67 53.2 (M:53.2) 3 1 0 K.LLGQFTLVGIPPAPR.G Dimethyl:2H(4): 1



4669 true 985 1611.7423 1610.7536 1 -11.57 149.21 30.67 100.0 (M:100.0) 2 1 0 K.VDDEENEHQLSLR.T Dimethyl: 1

4670 true 89 1611.7621 1610.7649 1 -6.2 169.9 26.17 87.7 (M:87.7) 1 1 0 K.HNGPTDTTNDGTVVR.L Dimethyl: 1

4671 true 3253 1611.7815 1610.7729 1 0.82 236.56 43.5 45.2 (M:45.2) 1 1 0 K.LYENFISEFEHR.V Dimethyl: 1

4672 true 3790 1611.8369 1610.8304 1 -0.47 150.08 56.83 41.0 (M:41.0) 1 1 0 K.SSINVEEAFFTLAR.D Dimethyl: 1



4673 true 1954 1612.8759 1611.8559 1 7.94 115.05 26.83 70.6 (M:70.6) 1 1 0 R.YGPLTGVNVVYDQR.T Dimethyl:2H(4): 1

4674 true 2080 1612.8776 1611.8621 1 5.12 281.47 36.83 40.9 (M:40.9) 1 1 0 R.YAEIVHLTLPDGTR.R Dimethyl: 1

4675 true 2141 1612.9609 1611.96 1 -3.96 252.22 31.5 106.2 (M:106.2) 3 1 0 K.FTITPPTAQVAAVLK.I Dimethyl: 1, 15

4676 true 848 1613.8632 1612.8483 1 4.76 69.65 22.5 62.0 (M:62.0) 2 1 0 R.DDNGKPYVLNCVR.K
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 5



4677 true 1840 1613.8695 1612.8825 1 -12.51 144.57 27 32.2 (M:32.2) 1 1 0 K.LSSNPLASHDYILK.I Dimethyl: 1, 14

4678 true 187 1614.8338 1613.7984 1 17.44 403.92 15.83 91.3 (M:91.3) 1 1 0
R.GPMGGGPQGPGGPPGG
GPK.S Dimethyl: 1, 19

4679 true 3790 1614.8696 1613.8885 1 -16.19 223.01 46 82.1 (M:82.1) 1 1 0 K.CDAVLCTLPLGVLK.Q
Carbamidomethyl: 1, 6; 
Dimethyl: 1, 14

4680 true 2739 1614.9012 1613.8963 1 -1.5 255.85 31.67 39.9 (M:39.9) 2 1 0 R.INMPIPTFASLNLR.E Dimethyl: 1



4681 true 986 1615.7679 1614.7787 1 -11.19 191.15 30.67 102.0 (M:102.0) 2 1 0 K.VDDEENEHQLSLR.T Dimethyl:2H(4): 1

4682 true 4759 1615.7809 1614.793 1 -11.96 270.67 45.17 40.3 (M:40.3) 1 1 0 R.GFGFVTFENIDDAK.D Dimethyl: 1, 14

4683 true 964 1615.8044 1614.775 1 13.69 276.61 31.67 52.6 (M:52.6) 1 1 0 K.HQAFEAELSANQSR.I Dimethyl: 1

4684 true 3216 1615.8073 1614.798 1 1.22 330.72 43.33 32.2 (M:32.2) 1 1 0 K.LYENFISEFEHR.V Dimethyl:2H(4): 1



4685 true 800 1615.8075 1614.8011 1 -0.49 95.23 22.33 27.1 (M:27.1) 1 1 1 K.HFVQMLPEKDCR.Y
Carbamidomethyl: 11; 
Dimethyl: 1, 9

4686 true 485 1615.8129 1614.8165 1 -6.73 272.78 19.67 40.6 (M:40.6) 1 1 0 R.GDDTPLHLAASHGHR.D Dimethyl:2H(4): 1

4687 true 1914 1615.8903 1614.8916 1 -5.3 249.97 26.17 63.2 (M:63.2) 2 1 0 R.HHCPSTPIILVGTK.L
Carbamidomethyl: 3; 
Dimethyl: 1, 14

4688 true 1550 1615.9734 1614.9545 1 7.19 286 34.17 61.5 (M:61.5) 1 1 1 R.HEILLISAEQDKR.A Dimethyl:2H(4): 1, 12



4689 true 2035 1616.0263 1615.016 1 1.86 155.3 27.5 38.0 (M:38.0) 1 1 0 R.VLGVPIIVQASQAEK.N Dimethyl:2H(4): 1, 15

4690 true 3355 1616.8259 1615.8147 1 2.4 288.32 42.67 88.7 (M:88.7) 1 1 0 R.NFGPGEPFPNLFPR.K Dimethyl: 1

4691 false 3355 1616.8259 1615.7876 1 19.19 370.61 42.67 18.7 (M:18.7) 1 2 0 R.NQEPMVNGTEGQIK.E Oxidation: 5; Dimethyl: 1, 14

4692 true 1817 1616.8604 1615.8471 1 3.76 248.79 27.67 78.3 (M:78.3) 1 1 0 R.FQSGDFHVINGVLR.T Dimethyl: 1



4693 true 5424 1616.8697 1615.8934 1 -19.11 179.59 48.33 39.2 (M:39.2) 1 1 0 R.DLSLVNDQLLGFVR.E Dimethyl: 1

4694 true 1997 1616.9032 1615.8872 1 5.44 324 36.67 56.2 (M:56.2) 1 1 0 R.YAEIVHLTLPDGTR.R Dimethyl:2H(4): 1

4695 true 875 1616.9195 1615.9021 1 6.29 258.23 31.5 83.8 (M:83.8) 1 1 0 R.LSEIINQEHENVK.Y Dimethyl:2H(4): 1, 13

4696 true 1735 1617.7616 1616.7832 1 -17.84 157.32 32.83 24.4 (M:24.4) 1 1 0 K.IETSDEEIEDLHR.R Dimethyl:2H(4): 1



4697 true 2615 1617.8626 1616.8522 1 1.91 179.19 48.5 53.7 (M:53.7) 1 1 0 K.EAINVEQAFQTIAR.N Dimethyl: 1

4698 true 815 1618.7302 1617.7214 1 0.95 186 23.33 24.7 (M:24.7) 1 1 0 K.ALDYCHSMGIMHR.D
Carbamidomethyl: 5; 
Dimethyl: 1

4699 true 127 1618.7504 1617.742 1 0.66 223.25 26.5 57.2 (M:57.2) 1 1 0 K.AEEDPASGTAPQEER.S Dimethyl:2H(4): 1

4700 true 2363 1618.8774 1617.881 1 -6.76 149.07 29 49.4 (M:49.4) 2 1 0 K.LAAVDATVNQMLANR.Y Dimethyl:2H(4): 1



4701 true 320 1618.9184 1617.9202 1 -5.61 298.59 16.67 36.9 (M:36.9) 1 1 0 K.AKPHIQVDVGGGQTK.T Dimethyl: 1, 2, 15

4702 true 1879 1618.9394 1617.9342 1 -1.28 162.37 30.17 44.2 (M:44.2) 1 1 0 K.FTISPSTTQVAGILK.I Dimethyl: 1, 15

4703 true 2576 1618.9515 1617.9364 1 4.82 106.33 31.5 34.8 (M:34.8) 1 1 0 R.SLHDALCVLAQTVK.D
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 14

4704 true 3365 1619.8368 1618.8315 1 -1.19 211.37 52.67 23.5 (M:23.5) 1 1 0
K.GLLFVGSGVSGGEEGAR.
Y Dimethyl: 1



4705 true 2640 1619.8942 1618.917 1 -18.57 226.45 30.33 66.2 (M:66.2) 1 1 0 R.IVSFGSGYGGNSLLGK.K Dimethyl:2H(4): 1, 16

4706 true 3118 1620.7739 1619.7977 1 -19.23 234.44 40.83 40.0 (M:40.0) 1 98.09 1 1 K.NTYAKLSELHCEK.L
Carbamidomethyl: 11; 
Dimethyl: 1

4707 true 3511 1620.8601 1619.8398 1 8.03 332.81 42.83 42.1 (M:42.1) 1 1 0 R.NFGPGEPFPNLFPR.K Dimethyl:2H(4): 1

4708 true 1090 1620.8702 1619.8821 1 -11.81 165.15 30.33 59.0 (M:59.0) 1 1 0
M.AETAPAAAPAAAPAPA
AK.A

Dimethyl:2H(4): 18; Acetyl: 
1



4709 true 2137 1620.8808 1619.8722 1 0.83 210.34 27.67 26.0 (M:26.0) 1 1 0 R.FQSGDFHVINGVLR.T Dimethyl:2H(4): 1

4710 true 3516 1621.0156 1620.0102 1 -1.14 260.71 34.17 51.1 (M:51.1) 2 1 0 K.FTITPPTAQVAAVLK.I Dimethyl:2H(4): 1, 15

4711 true 4635 1621.8061 1620.7856 1 8.13 132.01 45.5 15.5 (M:15.5) 1 1 0 R.SIEDAVPGHTPNGGSR.H Dimethyl: 1

4712 true 2881 1621.8302 1620.8107 1 7.52 243.73 39.67 53.5 (M:53.5) 1 1 0 K.DAYGSNAPSLTSAALR.W Dimethyl: 1



4713 true 2637 1621.8629 1620.8495 1 3.74 161.25 30.33 38.0 (M:38.0) 1 1 0 R.FELGCYALCPSIK.V
Carbamidomethyl: 5, 9; 
Dimethyl:2H(4): 1, 13

4714 true 2558 1621.8871 1620.8773 1 1.57 213.1 48.5 26.4 (M:26.4) 1 1 0 K.EAINVEQAFQTIAR.N Dimethyl:2H(4): 1

4715 true 1841 1621.9413 1620.9327 1 0.82 235.06 26.5 46.4 (M:46.4) 1 1 0 K.LSSNPLASHDYILK.I Dimethyl:2H(4): 1, 14

4716 true 1794 1621.9429 1620.9439 1 -5.12 293.39 25.33 64.7 (M:64.7) 1 1 0 R.SQQAVAGTVHVSVFK.G Dimethyl:2H(4): 1, 15



4717 true 1775 1621.964 1620.9803 1 -14.5 263.87 27.5 60.0 (M:60.0) 1 1 0 K.LENLVLLDLHHNK.L Dimethyl:2H(4): 1, 13

4718 true 816 1622.7568 1621.7465 1 1.85 104.56 23.33 25.3 (M:25.3) 1 1 0 K.ALDYCHSMGIMHR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

4719 true 188 1622.877 1621.8486 1 13.02 426.77 15.83 62.4 (M:62.4) 1 1 0
R.GPMGGGPQGPGGPPGG
GPK.S Dimethyl:2H(4): 1, 19

4720 true 2189 1622.9075 1621.9201 1 -12.2 292.07 37.67 47.6 (M:47.6) 1 1 0 K.IVLTNPVCTEVGEK.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 14



4721 true 1743 1623.8489 1622.8242 1 10.72 93.24 26.83 21.4 (M:21.4) 1 1 0 K.VNQYDYVLTGYTR.D Dimethyl:2H(4): 1

4722 true 3391 1623.8621 1622.8566 1 -1.09 259.74 52.83 29.8 (M:29.8) 1 1 0
K.GLLFVGSGVSGGEEGAR.
Y Dimethyl:2H(4): 1

4723 true 1144 1623.9232 1622.9418 1 -15.93 277.61 22.5 25.6 (M:25.6) 1 1 0 R.HHCPSTPIILVGTK.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 14

4724 true 1934 1623.927 1622.9309 1 -6.86 370.96 36.17 23.6 (M:23.6) 1 1 1 K.ATLQEFYGEDVKK.C Dimethyl:2H(4): 1, 12, 13



4725 false 1842 1624.8526 1623.8832 1 -23.31 166.63 26.67 20.1 (M:20.1) 1 2 0 R.TGAIVDVPVGEELLGR.V

4726 true 1502 1624.8908 1623.8733 1 6.31 208.03 26.67 63.4 (M:63.4) 1 1 0 R.SYLHVPQDVGVNLR.S Dimethyl: 1

4727 true 3517 1624.9535 1623.9348 1 7 255.64 34.17 47.6 (M:47.6) 2 1 0 R.QIYPPINVLPSLSR.L Dimethyl: 1

4728 true 816 1624.9811 1623.9712 1 1.58 200.31 22.33 71.2 (M:71.2) 2 1 0 K.LVKPPIQVYGLEGR.Y Dimethyl: 1, 3



4729 true 4601 1625.7942 1624.8069 1 -12.28 276.03 44.67 95.8 (M:95.8) 1 1 0 R.DVSDLTGFPEMLGGR.V Dimethyl:2H(4): 1

4730 true 2597 1625.8522 1624.8359 1 5.57 284.6 39.67 70.8 (M:70.8) 1 1 0 K.DAYGSNAPSLTSAALR.W Dimethyl:2H(4): 1

4731 true 165 1626.7741 1625.777 1 -6.21 307.29 26.67 37.2 (M:37.2) 1 1 0 K.MLQENQESHEPPR.Q Dimethyl:2H(4): 1

4732 true 2364 1626.7743 1625.7694 1 -1.47 171.16 29.17 94.2 (M:94.2) 8 1 0 R.IIPGFMCQGGDFTR.H
Carbamidomethyl: 7; 
Dimethyl: 1



4733 true 848 1626.7789 1625.7645 1 4.39 205.18 36.83 74.2 (M:74.2) 2 1 0 K.AVTEQGHELSNEER.N Dimethyl: 1

4734 false 1507 1626.8067 1625.8236 1 -14.84 205.7 27.83 29.7 (M:29.7) 2 2 1 R.VIKDFMIQGGDFTR.G

4735 true 1107 1626.8301 1625.8413 1 -11.38 177.89 38.67 43.6 (M:43.6) 1 1 0 R.IVSHTDIDGFPELR.W Dimethyl: 1

4736 true 1628 1626.8681 1625.8526 1 5.1 134.61 25.17 16.8 (M:16.8) 1 1 0 K.QVLEEIHANLYNR.A Dimethyl: 1



4737 true 1880 1626.9918 1625.9844 1 0.1 204.6 30.17 62.0 (M:62.0) 1 1 0 K.FTISPSTTQVAGILK.I Dimethyl:2H(4): 1, 15

4738 true 2747 1627.7659 1626.7534 1 3.2 200.4 49.17 23.0 (M:23.0) 1 1 0 R.VMFSPFGQIEECR.I
Carbamidomethyl: 12; 
Dimethyl: 1

4739 true 3762 1627.8455 1626.8341 1 2.53 231.68 36.33 36.1 (M:36.1) 2 1 0 K.NVLNCFAAGFHPPK.I
Carbamidomethyl: 5; 
Dimethyl: 1, 14

4740 true 3257 1628.7806 1627.7988 1 -15.67 193.24 39 20.5 (M:20.5) 1 1 1 K.HEAMITDLEERLR.R Oxidation: 4



4741 true 1503 1628.9129 1627.8984 1 4.42 245.86 26.67 20.4 (M:20.4) 1 1 0 R.SYLHVPQDVGVNLR.S Dimethyl:2H(4): 1

4742 true 3470 1628.9771 1627.9599 1 6.06 300.62 34.17 52.9 (M:52.9) 3 1 0 R.QIYPPINVLPSLSR.L Dimethyl:2H(4): 1

4743 true 1169 1629.8049 1628.7837 1 8.58 202.36 26.17 33.0 (M:33.0) 1 1 0 R.MQIMTHMPAAISDR.L Dimethyl: 1

4744 true 1289 1629.8181 1628.8294 1 -11.41 153.61 33.17 15.4 (M:15.4) 1 1 0 K.ESEVTSSTDLVSTSK.E
Dimethyl:2H(4): 15; 
Dimethyl: 1



4745 true 3786 1629.8415 1628.8444 1 -6.2 181.12 41 63.0 (M:63.0) 1 1 0 R.AVLVDLEPGTMDSVR.S Dimethyl: 1

4746 true 2190 1629.8589 1628.8345 1 10.54 249.63 32.17 87.8 (M:87.8) 1 1 0 K.VALVYGQMNEPPGAR.A Dimethyl: 1

4747 true 2952 1629.8914 1628.8814 1 1.65 196.14 51 39.1 (M:39.1) 1 1 1 K.IVLEDKDYYLFR.D Dimethyl: 1, 6

4748 true 849 1630.8038 1629.7896 1 4.2 236.05 36.83 77.8 (M:77.8) 1 1 0 K.AVTEQGHELSNEER.N Dimethyl:2H(4): 1



4749 true 1413 1630.834 1629.7945 1 19.75 194.33 27.83 100.3 (M:100.3) 7 1 0 R.IIPGFMCQGGDFTR.H
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4750 true 3128 1630.8475 1629.8524 1 -7.45 178.34 38.33 23.5 (M:23.5) 1 1 1 K.DIEREDIEFICK.T
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 12

4751 true 1123 1630.8513 1629.8664 1 -13.76 180.64 38.67 22.3 (M:22.3) 1 1 0 R.IVSHTDIDGFPELR.W Dimethyl:2H(4): 1

4752 true 1570 1630.8866 1629.8777 1 1.02 111.45 25.17 26.3 (M:26.3) 1 1 0 K.QVLEEIHANLYNR.A Dimethyl:2H(4): 1



4753 true 1145 1630.9202 1629.909 1 2.42 159.96 22.33 20.8 (M:20.8) 1 1 0 K.VPTTDKPTVTVNFR.K Dimethyl: 1, 6

4754 true 287 1630.9979 1629.9956 1 -3.01 373.92 16.67 99.4 (M:99.4) 1 1 0 K.AKPHIQVDVGGGQTK.T Dimethyl:2H(4): 1, 2, 15

4755 true 2774 1631.7934 1630.8236 1 -22.98 278.27 50.17 16.8 (M:16.8) 1 1 0 R.AILVDLEPGTMDSVR.S Oxidation: 11

4756 true 2774 1631.7934 1630.8236 1 -22.98 278.27 50.17 16.8 (M:16.8) 1 1 0 R.AILVDLEPGTMDSVR.S Oxidation: 11



4757 true 3899 1631.8149 1630.8236 1 -9.8 216.74 42.67 47.9 (M:47.9) 1 1 0 R.SILVDLEPGTMDSVR.S

4758 true 109 1631.8264 1630.8414 1 -13.67 257.68 26.5 25.4 (M:25.4) 1 1 1 R.NQMAEKEEYEHK.Q Dimethyl:2H(4): 1, 6, 12

4759 true 1907 1631.829 1630.8256 1 -2.37 184.06 28 18.8 (M:18.8) 1 1 0 R.QWYEAHYALPLGR.K Dimethyl: 1

4760 true 3493 1632.9997 1632.0062 1 -8.41 173.09 37 134.6 (M:134.6) 1 1 0 R.LASQANIAQVLAELK.E Dimethyl:2H(4): 1, 15



4761 true 3493 1632.9997 1632.0062 1 -8.41 173.09 37 134.6 (M:134.6) 1 1 0 R.LASQANIAQVLAELK.E Dimethyl:2H(4): 1, 15

4762 true 1011 1633.0341 1632.0214 1 3.28 213.25 22.33 44.7 (M:44.7) 1 1 0 K.LVKPPIQVYGLEGR.Y Dimethyl:2H(4): 1, 3

4763 true 53 1633.6711 1632.6483 1 9.52 296.05 20 20.3 (M:20.3) 1 1 0 K.MMNGAHYCYSESR.V
Carbamidomethyl: 8; 
Dimethyl: 1

4764 true 2882 1633.8127 1632.8141 1 -5.34 266.29 39.67 38.9 (M:38.9) 1 1 1 K.AQEEMISELRQQK.F Oxidation: 5; Dimethyl: 13



4765 true 299 1633.8615 1632.8584 1 -2.52 91.61 21 87.3 (M:87.3) 1 1 0 R.VIPDGGPAAQSPQNVR.R Dimethyl: 1

4766 true 3739 1633.8731 1632.8695 1 -2.25 247.78 41 47.3 (M:47.3) 2 1 0 R.AVLVDLEPGTMDSVR.S Dimethyl:2H(4): 1

4767 true 1899 1633.885 1632.8596 1 11.09 305.15 32.17 100.1 (M:100.1) 2 1 0 K.VALVYGQMNEPPGAR.A Dimethyl:2H(4): 1

4768 true 3297 1633.9125 1632.8803 1 15.25 78.85 36.17 63.2 (M:63.2) 1 1 0 K.YEISSVPTFLFFK.N Dimethyl: 1, 13



4769 true 1074 1633.9884 1632.9855 1 -2.66 145.99 29.17 81.0 (M:81.0) 3 1 0 K.NILFVITKPDVYK.S Dimethyl: 1, 8, 13

4770 true 748 1634.7422 1633.7366 1 -1 186.56 29.33 65.8 (M:65.8) 2 1 0 K.EALNSCNNTEIEGR.A
Carbamidomethyl: 6; 
Dimethyl: 1

4771 true 2831 1634.7938 1633.777 1 5.82 359.23 40.67 116.4 (M:116.4) 1 1 0 K.NTFSQLSELHCDK.L
Carbamidomethyl: 11; 
Dimethyl: 1, 13

4772 false 2831 1634.7938 1633.81 1 -14.38 370.22 40.67 15.9 (M:15.9) 1 7 1 R.NEDVPTLFKWSDR.T Dimethyl: 9



4773 true 2023 1634.7977 1633.8213 1 -18.83 90.47 27 46.4 (M:46.4) 1 1 0 R.QGQVIFSFNGPEQR.I Dimethyl: 1

4774 true 515 1634.8375 1633.8218 1 5.18 408.78 22 113.4 (M:113.4) 2 1 0 R.SPCVASCNIPVVSGR.E
Carbamidomethyl: 3, 7; 
Dimethyl:2H(4): 1

4775 true 2514 1634.8902 1633.861 1 13.42 296.75 30.17 22.0 (M:22.0) 1 1 1 R.KCSAAALDVLANVFR.D Carbamidomethyl: 2

4776 false 2077 1634.9076 1633.8597 1 24.86 261.78 28.17 18.3 (M:18.3) 1 3 1 R.ISKTLNMTTSPEEK.R Dimethyl: 1, 3



4777 true 2077 1634.9076 1633.9164 1 -9.81 251.91 28.17 30.9 (M:30.9) 1 1 0 R.INMPIPTFASLNLR.E
Dimethyl:2H(4): 1; 
Oxidation: 3

4778 true 1724 1634.9297 1633.9164 1 3.73 138.52 26.67 31.8 (M:31.8) 2 1 0 R.LAVVDQLYGMQPIR.V Dimethyl:2H(4): 1

4779 true 2275 1635.7268 1634.7424 1 -13.99 186.5 35.33 43.6 (M:43.6) 1 1 1 M.ADKEAAFDDAVEER.V Acetyl: 1; Dimethyl: 3

4780 false 4405 1635.8152 1634.813 1 -3.09 245.83 43.83 18.2 (M:18.2) 1 2 0 R.ELPSAYDYIEFTR.S Dimethyl:2H(4): 1



4781 true 430 1635.8317 1634.8376 1 -8.05 223.94 27.33 38.3 (M:38.3) 1 1 0
M.AGDEAGVTLGQPHLSR.
Q Dimethyl: 1

4782 true 1177 1635.8357 1634.8417 1 -8.07 160.22 39.67 76.1 (M:76.1) 1 1 0 R.DQQLVLPEHFPER.S Dimethyl: 1

4783 true 855 1635.8782 1634.8678 1 1.91 227.23 22.83 64.1 (M:64.1) 2 1 0
K.GEIGPAGNVGPTGPAGP
R.G Dimethyl:2H(4): 1

4784 true 3630 1635.895 1634.8843 1 2.11 237.96 36.33 104.1 (M:104.1) 3 1 0 K.NVLNCFAAGFHPPK.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 14



4785 true 768 1636.7977 1635.7754 1 9.2 273.43 31 38.3 (M:38.3) 1 1 0 K.HQAFEAELHANADR.I Dimethyl: 1

4786 true 2559 1636.8024 1635.7905 1 2.81 166.38 47.83 32.3 (M:32.3) 1 1 0 K.TIPLDGDFFCYTR.H
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

4787 true 2837 1636.878 1635.8636 1 4.36 259.69 49.83 30.6 (M:30.6) 1 1 0 R.FGFPEGSVELYAEK.V Dimethyl:2H(4): 1, 14

4788 true 2598 1636.885 1635.8671 1 6.48 259.8 38.67 52.7 (M:52.7) 2 1 0
R.GDPGPVGPVGPAGAFGP
R.G Dimethyl:2H(4): 1



4789 true 2975 1637.7617 1636.7767 1 -13.61 136.7 38 19.4 (M:19.4) 1 1 0 K.TEMQDNTYPEILR.S Dimethyl: 1

4790 true 4548 1637.8111 1636.8139 1 -6.18 231.57 52 54.0 (M:54.0) 1 1 0
K.MVGLPAAFDMMLTGR.
N Dimethyl: 1

4791 true 1776 1637.8215 1636.8494 1 -21.48 257.2 35.5 82.9 (M:82.9) 2 1 0 K.TLLDLVQQSCNYK.Q
Carbamidomethyl: 10; 
Dimethyl: 1, 13

4792 true 1175 1637.8491 1636.8293 1 7.62 212.54 23 19.1 (M:19.1) 1 1 0 K.TSFNHAMAAAASSALR.D Dimethyl:2H(4): 1



4793 true 300 1637.8813 1636.8835 1 -5.79 78.69 21 33.3 (M:33.3) 1 1 0 R.VIPDGGPAAQSPQNVR.R Dimethyl:2H(4): 1

4794 true 1935 1637.9212 1636.9148 1 -0.54 239.63 36.17 28.9 (M:28.9) 1 1 1 K.HEKEDGAISTILIR.G Dimethyl: 1, 3

4795 true 2931 1637.9454 1636.9316 1 3.97 206.69 51 74.9 (M:74.9) 1 1 1 K.IVLEDKDYYLFR.D Dimethyl:2H(4): 1, 6

4796 true 463 1638.7538 1637.7617 1 -9.29 211.85 29.33 80.9 (M:80.9) 1 1 0 K.EALNSCNNTEIEGR.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



4797 true 1343 1638.8369 1637.8464 1 -10.23 71.48 27 34.9 (M:34.9) 1 1 0 R.QGQVIFSFNGPEQR.I Dimethyl:2H(4): 1

4798 true 1975 1638.9142 1637.9141 1 -4.4 167.51 27.67 37.2 (M:37.2) 1 1 0 K.FPSLLTHNENLVAK.V Dimethyl: 1, 14

4799 true 1588 1638.943 1637.9253 1 6.32 184.73 31 55.1 (M:55.1) 1 1 0 K.LVINGHAITIFQER.D Dimethyl: 1

4800 true 1146 1638.9668 1637.9592 1 0.17 130.33 22.33 71.7 (M:71.7) 1 1 0 K.VPTTDKPTVTVNFR.K Dimethyl:2H(4): 1, 6



4801 true 3903 1638.9719 1637.9956 1 -18.88 302.13 44.83 55.4 (M:55.4) 1 1 0 K.NEVDLQVLHLLGPK.T Dimethyl:2H(4): 1, 14

4802 true 1347 1639.6924 1638.7023 1 -10.43 346.61 33.5 76.1 (M:76.1) 1 1 1 R.DRDYSDHPSGGSYR.D Dimethyl: 1

4803 true 2276 1639.7488 1638.7675 1 -15.84 205.66 35.17 54.7 (M:54.7) 1 1 1 M.ADKEAAFDDAVEER.V Dimethyl:2H(4): 3; Acetyl: 1

4804 true 2391 1639.8324 1638.8002 1 15.18 317.95 38 54.8 (M:54.8) 1 1 0 R.NGYELSPTAAANFTR.R Dimethyl: 1



4805 true 1223 1639.876 1638.8668 1 1.22 205.47 39.67 30.4 (M:30.4) 1 1 0 R.DQQLVLPEHFPER.S Dimethyl:2H(4): 1

4806 true 5803 1639.9104 1638.9192 1 -9.85 258.59 51.67 42.3 (M:42.3) 1 1 0 M.AELSEALLSVLPSIR.V Acetyl: 1

4807 true 3254 1639.9802 1639.0048 1 -19.43 274.58 43.33 19.4 (M:19.4) 1 70.77 1 1 R.IESLQEEIAFLKK.V
Dimethyl:2H(4): 1, 12; 
Dimethyl: 13

4808 true 2994 1640.8171 1639.8068 1 1.78 151.26 31.67 72.4 (M:72.4) 2 1 0 R.SIQFVDWCPTGFK.V
Carbamidomethyl: 8; 
Dimethyl: 1, 13



4809 true 2994 1640.8171 1639.8068 1 1.78 151.26 31.67 72.4 (M:72.4) 2 1 0 R.SIQFVDWCPTGFK.V
Carbamidomethyl: 8; 
Dimethyl: 1, 13

4810 false 2994 1640.8171 1639.795 1 9.03 161.93 31.67 15.3 (M:15.3) 1 4 1 K.DKLFVINEVCEMK.N
Carbamidomethyl: 10; 
Oxidation: 12

4811 true 990 1640.8198 1639.7954 1 10.42 141.29 23 31.5 (M:31.5) 1 1 0 R.GPSLNPVVDYDHGSR.S Dimethyl: 1

4812 true 769 1640.8219 1639.8005 1 8.61 331.91 30.83 36.5 (M:36.5) 1 1 0 K.HQAFEAELHANADR.I Dimethyl:2H(4): 1



4813 true 2305 1640.8739 1639.8974 1 -18.75 249.92 32.67 48.1 (M:48.1) 2 1 0 R.FYAYNPLAGGLLTGK.Y Dimethyl: 1, 15

4814 true 1233 1641.04 1640.0389 1 -3.76 223.81 23.17 27.6 (M:27.6) 1 1 0 K.ALAVIKPPHLLQEK.E Dimethyl: 1, 6, 14

4815 true 170 1641.6666 1640.6708 1 -7.03 247.97 26.83 79.2 (M:79.2) 1 1 0 K.CDPVDQCQDSETR.T
Carbamidomethyl: 1, 7; 
Dimethyl:2H(4): 1

4816 true 1036 1641.7684 1640.7754 1 -8.74 237.15 31.33 88.8 (M:88.8) 1 1 0 R.QQLSDALQNNDDPR.D Dimethyl: 1



4817 true 879 1641.7944 1640.8271 1 -24.31 150.29 24.17 53.6 (M:53.6) 1 1 0 K.AVGISNFNHEQIER.I Dimethyl: 1

4818 true 3324 1641.8099 1640.839 1 -22.18 173.35 37.17 27.7 (M:27.7) 2 1 0
K.MVGLPAAFDMMLTGR.
N Dimethyl:2H(4): 1

4819 true 3298 1641.9021 1640.9305 1 -21.78 56.14 36.17 39.6 (M:39.6) 1 1 0 K.YEISSVPTFLFFK.N Dimethyl:2H(4): 1, 13

4820 true 1093 1641.9094 1640.8998 1 1.39 200.35 22.67 21.3 (M:21.3) 1 1 0 R.QLLASGNTHGSFLIR.E Dimethyl: 1



4821 true 2160 1641.9542 1640.9088 1 23.22 124.75 28 38.6 (M:38.6) 1 1 0 R.IAPPEAPVTGYMFGK.G Dimethyl:2H(4): 1, 15

4822 true 349 1642.7515 1641.7709 1 -16.21 361.85 27 61.1 (M:61.1) 1 1 0 K.EIYTHFTCATDTK.N
Carbamidomethyl: 8; 
Dimethyl: 1, 13

4823 true 349 1642.7515 1641.7709 1 -16.21 361.85 27 61.1 (M:61.1) 1 1 0 K.EIYTHFTCATDTK.N
Carbamidomethyl: 8; 
Dimethyl: 1, 13

4824 true 464 1642.7699 1641.742 1 12.54 214.03 28.17 50.4 (M:50.4) 1 1 0 R.SPQQSYEEEDSGVR.E Dimethyl:2H(4): 1



4825 true 2368 1642.7838 1641.7643 1 7.44 241.78 29.17 55.1 (M:55.1) 6 1 0 R.IIPGFMCQGGDFTR.H
Carbamidomethyl: 7; 
Oxidation: 6; Dimethyl: 1

4826 false 1998 1642.798 1641.8185 1 -16.91 257.4 37.17 23.9 (M:23.9) 2 2 1 R.VIKDFMIQGGDFTR.G Oxidation: 6

4827 true 3011 1642.8526 1641.8272 1 11 328.66 40.67 70.9 (M:70.9) 1 1 0 K.NTFSQLSELHCDK.L
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 13

4828 true 1103 1642.9176 1641.8814 1 17.64 307.74 32.33 22.0 (M:22.0) 1 1 1 K.KTDFLQEGEPTSAR.C Dimethyl:2H(4): 1, 1



4829 true 3494 1642.9341 1641.9301 1 -2.05 314.39 37 19.3 (M:19.3) 1 1 1 K.EVISEKGSDIIIVGR.G Dimethyl: 6

4830 true 1327 1642.9378 1641.933 1 -1.49 189.46 24.5 32.2 (M:32.2) 1 1 0 R.ITLPAPNPDHVGGYK.L Dimethyl:2H(4): 1, 15

4831 true 1355 1643.7133 1642.7274 1 -12.97 303.84 33.5 35.2 (M:35.2) 1 1 1 R.DRDYSDHPSGGSYR.D Dimethyl:2H(4): 1

4832 true 1104 1643.8441 1642.8171 1 12 144.63 25.33 20.8 (M:20.8) 1 1 1 R.HVLEMEAKMDQLR.A Oxidation: 9; Dimethyl: 8



4833 true 4084 1643.847 1642.86 1 -12.34 272.32 42.5 111.9 (M:111.9) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl: 1

4834 true 4084 1643.847 1642.86 1 -12.34 272.32 42.5 111.9 (M:111.9) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl: 1

4835 true 2392 1643.8578 1642.8253 1 15.32 305.56 38 48.4 (M:48.4) 1 1 0 R.NGYELSPTAAANFTR.R Dimethyl:2H(4): 1

4836 true 3360 1643.884 1642.8719 1 2.93 321.62 42.5 46.8 (M:46.8) 1 1 0 K.QLISDANYFYILR.C Dimethyl: 1



4837 true 110 1643.9223 1642.9116 1 2.05 109.26 20.17 19.7 (M:19.7) 1 1 0 R.LPRPPPPEMPESLK.K Dimethyl: 1, 14

4838 true 2516 1644.7715 1643.7806 1 -9.98 222.79 36.33 51.1 (M:51.1) 1 1 0 R.TGLYNYYDDEAEK.L Dimethyl:2H(4): 1, 13

4839 true 1213 1644.8115 1643.7903 1 8.45 388.43 33.17 118.0 (M:118.0) 2 1 0 K.AASHQEEFGAEALTR.M Dimethyl: 1

4840 true 1536 1645.7551 1644.7454 1 1.52 187 41.83 23.8 (M:23.8) 1 1 0 R.MVSSYVGENAEFER.Q Dimethyl: 1



4841 true 880 1645.8238 1644.8522 1 -21.68 183.32 24.17 73.5 (M:73.5) 1 1 0 K.AVGISNFNHEQIER.I Dimethyl:2H(4): 1

4842 true 548 1645.8402 1644.8294 1 2.15 44.74 21.5 18.3 (M:18.3) 1 1 0 K.VALVYGQMNEPPGAR.A Oxidation: 8; Dimethyl: 1

4843 true 3134 1645.9748 1644.9702 1 -1.63 358.1 42.67 43.0 (M:43.0) 1 1 1 R.KVESLQEEIVFLK.K Dimethyl: 1, 1, 13

4844 true 2414 1646.8064 1645.7894 1 5.87 229.22 29.17 36.1 (M:36.1) 3 1 0 R.IIPGFMCQGGDFTR.H

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1; 
Oxidation: 6



4845 true 3202 1646.9095 1645.8977 1 2.73 292.94 41.33 62.7 (M:62.7) 1 1 0 R.IFHTVTTTDDPVIR.K Dimethyl:2H(4): 1

4846 true 1976 1646.9666 1645.9643 1 -3.03 192.03 27.67 92.0 (M:92.0) 1 1 0 K.FPSLLTHNENLVAK.V Dimethyl:2H(4): 1, 14

4847 true 211 1647.7444 1646.757 1 -12.06 138.91 26.83 55.7 (M:55.7) 1 1 0 R.NTDQASMPDNTAAQK.V Dimethyl: 1, 15

4848 true 511 1647.805 1646.7748 1 13.92 114.89 28.17 39.7 (M:39.7) 1 1 0 K.VDNSSLTGESEPQTR.S Dimethyl: 1



4849 true 1108 1647.8546 1646.8566 1 -5.64 213.88 39 53.8 (M:53.8) 1 1 0 R.NALTQEFGPVPDTAR.Y Dimethyl:2H(4): 1

4850 true 4055 1647.8714 1646.8851 1 -12.76 333.31 42.5 84.9 (M:84.9) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl:2H(4): 1

4851 true 4055 1647.8714 1646.8851 1 -12.76 333.31 42.5 84.9 (M:84.9) 2 1 0 R.AILVDLEPGTMDSVR.S Dimethyl:2H(4): 1

4852 true 890 1647.9001 1646.8967 1 -2.36 187.15 29.83 88.9 (M:88.9) 1 1 0 K.IIAEGANGPTTPEADK.I Dimethyl:2H(4): 1, 16



4853 true 1214 1648.8416 1647.8155 1 11.44 376.5 33.17 113.2 (M:113.2) 1 1 0 K.AASHQEEFGAEALTR.M Dimethyl:2H(4): 1

4854 true 3042 1648.8689 1647.8571 1 2.78 144.12 31.67 22.3 (M:22.3) 1 1 0 R.SIQFVDWCPTGFK.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 13

4855 true 3042 1648.8689 1647.8571 1 2.78 144.12 31.67 22.3 (M:22.3) 1 1 0 R.SIQFVDWCPTGFK.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 13

4856 true 2740 1648.8861 1647.8596 1 11.66 254.68 32.5 82.8 (M:82.8) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1



4857 false 2740 1648.8861 1647.8596 1 11.66 258.5 32.5 32.1 (M:32.1) 1 2 0 R.LHFFMPGFAPLTAR.G Oxidation: 5; Dimethyl: 1

4858 true 2740 1648.8861 1647.8596 1 11.66 254.68 32.5 82.8 (M:82.8) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1

4859 true 2740 1648.8861 1647.8596 1 11.66 254.68 32.5 82.8 (M:82.8) 2 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1

4860 true 1920 1648.9226 1647.9476 1 -19.6 211.35 26.33 37.2 (M:37.2) 1 1 0 R.FYAYNPLAGGLLTGK.Y Dimethyl:2H(4): 1, 15



4861 true 1537 1649.7908 1648.7705 1 7.91 270.04 41.83 27.7 (M:27.7) 1 1 0 R.MVSSYVGENAEFER.Q Dimethyl:2H(4): 1

4862 true 2535 1649.7983 1648.7886 1 1.47 242.64 48.5 49.7 (M:49.7) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl: 1

4863 true 2535 1649.7983 1648.7886 1 1.47 242.64 48.5 49.7 (M:49.7) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl: 1

4864 true 663 1649.9073 1648.9148 1 -8.99 95.32 20.5 102.2 (M:102.2) 1 1 1 K.IKNDHPGLSIGDTAK.K Dimethyl: 1, 2, 15



4865 true 350 1650.8009 1649.8211 1 -16.61 363.46 27 83.2 (M:83.2) 1 1 0 K.EIYTHFTCATDTK.N
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 13

4866 true 350 1650.8009 1649.8211 1 -16.61 363.46 27 83.2 (M:83.2) 1 1 0 K.EIYTHFTCATDTK.N
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 13

4867 true 5212 1650.8593 1649.8737 1 -13.12 273.26 47.33 33.9 (M:33.9) 1 1 0 K.DQPPNSVEGLLNALR.Y Dimethyl: 1

4868 false 5212 1650.8593 1649.8447 1 4.44 373.07 47.33 16.3 (M:16.3) 1 2 0 K.DTYSGLIGTLVVCPR.H Carbamidomethyl: 13



4869 true 2126 1650.8737 1649.8526 1 8.4 348.1 28.67 19.4 (M:19.4) 1 1 0 R.GASLPAFPPLPGNNDR.N Dimethyl: 1

4870 true 465 1651.8152 1650.7999 1 4.85 164.52 28.17 33.5 (M:33.5) 1 1 0 K.VDNSSLTGESEPQTR.S Dimethyl:2H(4): 1

4871 true 1198 1651.8562 1650.8493 1 -0.22 195.42 40.33 41.9 (M:41.9) 1 1 1 K.SIYGDRFPDENFK.L Dimethyl:2H(4): 1, 13

4872 true 56 1651.8726 1650.845 1 12.32 225.85 20.17 53.4 (M:53.4) 1 1 0 R.CPAPAPLQHGTIDSR.D
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



4873 true 1071 1651.8852 1650.8651 1 7.77 296.3 32.33 58.9 (M:58.9) 1 1 1 K.DLEEDHACIPIKK.S
Carbamidomethyl: 8; 
Dimethyl: 1, 12, 13

4874 true 2415 1651.8962 1650.9255 1 -22.15 111.68 29.33 58.6 (M:58.6) 1 1 0 K.GEMLDLQHGSLFLK.T Dimethyl:2H(4): 1, 14

4875 true 111 1651.9737 1650.9619 1 2.78 121.17 20.17 52.7 (M:52.7) 1 1 0 R.LPRPPPPEMPESLK.K Dimethyl:2H(4): 1, 14

4876 true 1509 1652.7768 1651.8104 1 -24.74 234.22 31.83 22.6 (M:22.6) 1 1 1 R.FSDADIDRDPTAAAR.E Dimethyl:2H(4): 1



4877 true 2501 1652.8843 1651.8392 1 22.86 253.03 39.33 17.1 (M:17.1) 1 1 0 R.THLVSEVFSIAMFR.Q Oxidation: 12

4878 true 3106 1652.8976 1651.9008 1 -6.34 177.74 32 76.6 (M:76.6) 1 1 0 K.YFVVGAGAIGCELLK.N
Carbamidomethyl: 11; 
Dimethyl: 1, 15

4879 true 4364 1652.9033 1651.9145 1 -11.14 297.1 43.5 98.4 (M:98.4) 2 1 0 R.TGAIVDVPVGEELLGR.V Dimethyl: 1

4880 true 4562 1653.8148 1652.8137 1 -3.69 271.89 44.5 37.0 (M:37.0) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl:2H(4): 1



4881 true 4562 1653.8148 1652.8137 1 -3.69 271.89 44.5 37.0 (M:37.0) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl:2H(4): 1

4882 true 4586 1653.8336 1652.8088 1 10.59 242.79 52 16.0 (M:16.0) 1 1 0
K.MVGLPAAFDMMLTGR.
N Oxidation: 10; Dimethyl: 1

4883 true 212 1653.8795 1652.8522 1 12.09 220.55 20.5 21.6 (M:21.6) 1 1 0 K.TLEQHDNIVTHYK.K Dimethyl: 1, 13

4884 true 115 1653.9342 1652.8998 1 16.36 849.63 15.83 17.5 (M:17.5) 1 1 1 R.KLDYGQHVVAGTPGR.V Dimethyl: 1, 1



4885 true 2769 1653.9444 1652.9378 1 -0.38 380.69 40.83 40.4 (M:40.4) 1 1 1 K.VKVPEVEFEFPNR.L Dimethyl:2H(4): 1, 2

4886 true 2435 1654.7457 1653.7457 1 -4.41 196.55 35.83 25.3 (M:25.3) 1 1 0 R.LEDGSPAYTGPFCGR.A
Carbamidomethyl: 13; 
Dimethyl: 1

4887 true 5213 1654.8858 1653.8988 1 -12.28 289.3 47.33 41.2 (M:41.2) 1 1 0 K.DQPPNSVEGLLNALR.Y Dimethyl:2H(4): 1

4888 false 1921 1654.8979 1653.8549 1 21.58 406.49 30 18.8 (M:18.8) 1 7 0 K.GGWDLTNPPCLLQK.L
Carbamidomethyl: 10; 
Dimethyl: 1, 14



4889 true 2193 1654.919 1653.9392 1 -16.6 212.19 48 50.1 (M:50.1) 1 1 0 K.EVPAFLPPNLEQLR.L Dimethyl:2H(4): 1

4890 true 2793 1655.043 1654.0492 1 -8.19 117.44 33.33 81.3 (M:81.3) 2 1 1 R.GVMLAVDAITAELKK.L Dimethyl:2H(4): 1, 14, 15

4891 true 1280 1655.843 1654.8427 1 -4.25 121.54 24 66.3 (M:66.3) 1 1 0 K.AIGISNFNHEQIER.I Dimethyl: 1

4892 true 1908 1655.9033 1654.9043 1 -4.95 275.83 28 64.6 (M:64.6) 2 1 0 K.APAPLGAYSQAVLVDR.T Dimethyl: 1



4893 true 54 1655.9183 1654.8919 1 11.56 293.06 15.67 66.6 (M:66.6) 2 1 0 R.QAVTNPHNTFYATK.R Dimethyl:2H(4): 1, 14

4894 true 3750 1656.859 1655.8197 1 19.29 258.94 45.67 18.0 (M:18.0) 1 1 0 K.CMVPSGPPIAAIMER.N
Carbamidomethyl: 1; 
Dimethyl: 1

4895 true 3423 1656.8788 1655.9069 1 -21.33 131.48 42.67 15.9 (M:15.9) 1 1 1 K.VKINPSSMFDVHVK.R Dimethyl: 1, 14

4896 true 4317 1656.93 1655.9396 1 -10.2 302.58 43.5 62.2 (M:62.2) 2 1 0 R.TGAIVDVPVGEELLGR.V Dimethyl:2H(4): 1



4897 true 303 1657.7606 1656.7591 1 -3.51 201.85 27.17 27.3 (M:27.3) 1 1 0 R.QPTVASPAESEDENR.Q Dimethyl: 1

4898 true 1118 1657.8353 1656.8505 1 -13.56 304.4 31 54.4 (M:54.4) 1 1 0 K.CIGKPGGALDNSEQK.C
Carbamidomethyl: 1; 
Dimethyl: 1, 4, 15

4899 true 3075 1658.0747 1657.0455 1 13.22 310.34 42.67 82.0 (M:82.0) 1 1 1 R.KVESLQEEIVFLK.K Dimethyl:2H(4): 1, 1, 13

4900 true 650 1658.7842 1657.7857 1 -5.34 203.32 34.83 58.5 (M:58.5) 1 1 0 K.MDATANDVTNDHYK.V Dimethyl:2H(4): 1, 14



4901 true 749 1658.8131 1657.8159 1 -6.06 170.11 29.33 89.1 (M:89.1) 1 1 0 K.VEQLGADGNVEESQK.V Dimethyl: 1, 15

4902 true 2898 1658.8389 1657.8424 1 -6.51 363.76 41.33 99.5 (M:99.5) 1 1 0 K.HSGSVSFDEIVNIAR.Q Dimethyl: 1

4903 true 5657 1658.8713 1657.8709 1 -4.16 288.98 49.83 32.6 (M:32.6) 1 1 0 K.IDMNLTDLLGELQR.D Dimethyl: 1

4904 false 2710 1658.9485 1657.9655 1 -14.6 144.12 32.33 18.1 (M:18.1) 1 2 1 K.IFEAIKTPEKPSSK.T Dimethyl: 1, 6, 14



4905 true 2710 1658.9485 1657.9443 1 -1.86 135.11 32.33 102.5 (M:102.5) 1 1 0 K.VVLAYEPVWAIGTGK.T Dimethyl: 1, 15

4906 true 222 1659.7988 1658.7974 1 -3.52 79.1 32.67 16.4 (M:16.4) 1 1 1 K.IDKTEYMVGSYGPR.A Oxidation: 7; Dimethyl: 1

4907 true 4085 1659.8332 1658.8549 1 -17.47 212.79 42.5 34.9 (M:34.9) 1 1 0 R.AILVDLEPGTMDSVR.S Oxidation: 11; Dimethyl: 1

4908 true 4085 1659.8332 1658.8549 1 -17.47 212.79 42.5 34.9 (M:34.9) 1 1 0 R.AILVDLEPGTMDSVR.S Oxidation: 11; Dimethyl: 1



4909 true 2932 1659.8529 1658.8288 1 10.12 240.56 50.83 15.0 (M:15.0) 1 1 0 R.VFITDDFHDMMPK.Y Dimethyl:2H(4): 1, 13

4910 true 993 1659.8661 1658.8678 1 -5.39 201.45 24 63.9 (M:63.9) 1 1 0 K.AIGISNFNHEQIER.I Dimethyl:2H(4): 1

4911 true 2000 1659.8915 1658.8702 1 8.46 322.27 36.5 16.0 (M:16.0) 1 1 0 R.LIVDHNIADYMTAK.N Dimethyl: 1, 14

4912 true 1862 1659.9324 1658.9294 1 -2.57 339.19 28 121.1 (M:121.1) 3 1 0 K.APAPLGAYSQAVLVDR.T Dimethyl:2H(4): 1



4913 true 3160 1659.9735 1658.9505 1 9.46 234.41 32.17 17.6 (M:17.6) 1 1 0 R.VALVTSGGTQVPLETR.A Dimethyl:2H(4): 1

4914 true 1093 1660.0196 1659.0171 1 -2.83 83.71 23.5 39.9 (M:39.9) 1 1 0 R.EQTLVLVKPDAVQR.R Dimethyl:2H(4): 1, 8

4915 true 2892 1660.8468 1659.8403 1 -0.47 330.72 30.83 33.6 (M:33.6) 1 1 0 R.AAQGTPSFTIGLPGCR.G
Carbamidomethyl: 15; 
Dimethyl: 1

4916 true 757 1660.8646 1659.8654 1 -4.87 125.32 22 42.6 (M:42.6) 1 1 0 K.GGKPEQPAMPQPVPTA.- Dimethyl: 1, 3



4917 true 2905 1660.941 1659.928 1 3.46 177.85 31.17 23.1 (M:23.1) 1 1 0 R.SVLDAAQIVGLNCLR.L
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

4918 true 2883 1661.7517 1660.7242 1 12.2 325.61 39.83 50.4 (M:50.4) 1 1 0 K.FDGTDSCFFHSGPR.G
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4919 true 1067 1661.8293 1660.8243 1 -1.38 189.71 38.83 55.4 (M:55.4) 1 1 0 R.GPCIIYNEDNGIIR.A
Carbamidomethyl: 3; 
Dimethyl: 1

4920 true 664 1661.9847 1660.9901 1 -7.68 259.34 20.5 61.7 (M:61.7) 1 1 1 K.IKNDHPGLSIGDTAK.K Dimethyl:2H(4): 1, 2, 15



4921 true 1400 1662.823 1661.8162 1 -0.26 135.3 25.5 112.0 (M:112.0) 2 1 0 K.LGDVYVNDAFGTAHR.A Dimethyl: 1

4922 false 2899 1662.8627 1661.8512 1 2.54 253.15 41.33 16.0 (M:16.0) 1 2 0 R.ISSFESLSAPQSPEK.V Dimethyl: 1, 15

4923 true 2899 1662.8627 1661.8675 1 -7.24 323.55 41.33 97.6 (M:97.6) 1 1 0 K.HSGSVSFDEIVNIAR.Q Dimethyl:2H(4): 1

4924 true 1470 1662.9446 1661.9694 1 -19.3 167.2 24.83 86.2 (M:86.2) 2 97.43 1 0 K.VVLAYEPVWAIGTGK.T
Dimethyl:2H(4): 1; 
Dimethyl: 15



4925 true 1958 1663.0299 1662.0571 1 -20.78 188.08 26.33 75.2 (M:75.2) 1 1 0 R.LYPPLVTIQQVSLK.I Dimethyl:2H(4): 1, 14

4926 true 4086 1663.8595 1662.88 1 -16.7 277.74 42.5 30.1 (M:30.1) 1 1 0 R.AILVDLEPGTMDSVR.S
Dimethyl:2H(4): 1; 
Oxidation: 11

4927 true 4086 1663.8595 1662.88 1 -16.7 277.74 42.5 30.1 (M:30.1) 1 1 0 R.AILVDLEPGTMDSVR.S
Dimethyl:2H(4): 1; 
Oxidation: 11

4928 true 2733 1663.9117 1662.928 1 -14.17 177.65 30.33 59.6 (M:59.6) 2 1 0 K.HFCPNVPIILVGNK.K
Carbamidomethyl: 3; 
Dimethyl: 1, 14



4929 true 3751 1663.9129 1662.9243 1 -11.21 375.99 44.5 55.5 (M:55.5) 1 1 0 K.FSLLLPSNVVQDSGR.A Dimethyl:2H(4): 1

4930 true 1073 1663.9609 1662.9404 1 7.93 326.18 32.33 84.5 (M:84.5) 1 1 1 K.DLEEDHACIPIKK.S
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 12, 13

4931 true 548 1664.7164 1663.7148 1 -3.43 149.87 28.33 57.3 (M:57.3) 2 1 0 K.IIHEDGYSEEECR.Q
Carbamidomethyl: 12; 
Dimethyl: 1

4932 true 4802 1664.7623 1663.7701 1 -9.07 231.76 45.33 40.7 (M:40.7) 1 1 0 K.SDYDMVDYLNELR.E Dimethyl:2H(4): 1



4933 true 1660 1665.8415 1664.8059 1 16.95 208.35 29.5 15.3 (M:15.3) 1 1 0 R.SAGGPQNQFPFQFGR.D Dimethyl: 1

4934 true 1068 1665.8533 1664.8494 1 -2.04 224.47 38.83 64.2 (M:64.2) 1 1 0 R.GPCIIYNEDNGIIR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

4935 true 4246 1665.8551 1664.8571 1 -5.61 298.98 43 24.8 (M:24.8) 1 1 0 K.CEFQDAYVLISEK.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

4936 true 1688 1666.8571 1665.8413 1 5.15 210.13 25.5 92.4 (M:92.4) 2 1 0 K.LGDVYVNDAFGTAHR.A Dimethyl:2H(4): 1



4937 true 2979 1667.7419 1666.7266 1 4.82 244.2 50.83 41.0 (M:41.0) 1 1 0
K.MGGMEGPFGGMENIGR
.F Dimethyl: 1

4938 true 891 1667.8058 1666.7948 1 2.26 137.69 29.67 46.5 (M:46.5) 1 1 0 K.ALETSENNSEGLESR.L Dimethyl:2H(4): 1

4939 true 1304 1667.83 1666.8253 1 -1.53 219.9 39.67 19.0 (M:19.0) 1 1 0 K.DYGVYLEDQGHALR.G Dimethyl:2H(4): 1

4940 true 4311 1667.8932 1666.8712 1 8.82 285.32 46.83 72.0 (M:72.0) 1 1 0 R.DLSHCLSLLPISER.G
Carbamidomethyl: 5; 
Dimethyl: 1



4941 true 170 1667.9608 1666.9568 1 -1.94 178.85 20.17 24.3 (M:24.3) 1 1 0 R.LPRPPPPEMPESLK.K
Dimethyl:2H(4): 1, 14; 
Oxidation: 9

4942 true 304 1668.7637 1667.7399 1 9.87 199.49 28.33 85.2 (M:85.2) 2 1 0 K.IIHEDGYSEEECR.Q
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

4943 true 112 1668.8088 1667.8227 1 -12.68 316.62 26.33 20.4 (M:20.4) 1 1 0 K.ERPSVESSEDRPPR.R Dimethyl: 1

4944 true 736 1668.9099 1667.9156 1 -7.78 189.27 22.17 40.1 (M:40.1) 1 1 0 K.GGKPEQPAMPQPVPTA.- Dimethyl:2H(4): 1, 3



4945 true 2390 1669.7685 1668.7744 1 -7.87 186.01 37.67 104.7 (M:104.7) 1 1 0
M.ADVFPGSEPGAAPDAA
R.R Acetyl: 1

4946 true 1658 1669.8274 1668.7865 1 20.15 321.23 24.5 16.1 (M:16.1) 1 1 0 K.GGSCHFGGCPSHLIK.V
Carbamidomethyl: 4, 9; 
Dimethyl: 1, 15

4947 true 546 1669.8632 1668.8745 1 -11.15 172.85 21.67 21.6 (M:21.6) 1 1 1 K.TIFAEHISDECKR.R
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 12

4948 true 4452 1669.8714 1668.8738 1 -5.82 277.99 44 50.7 (M:50.7) 1 1 0 K.DLLVAYYDVDYEK.N Dimethyl:2H(4): 1, 13



4949 true 1119 1669.9158 1668.9258 1 -10.34 238.71 31 89.6 (M:89.6) 1 1 0 K.CIGKPGGALDNSEQK.C
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 4, 15

4950 true 2375 1670.8932 1669.8498 1 21.6 217.45 29 18.5 (M:18.5) 1 1 1 R.VIKDFMIQGGDFTR.G Oxidation: 6; Dimethyl: 1

4951 true 2038 1670.9546 1669.9192 1 16.85 251.62 28.33 28.4 (M:28.4) 1 1 0 K.AFDLRPPFAVPEQK.D Dimethyl: 1, 14

4952 true 3033 1671.7622 1670.7517 1 1.97 310.71 50.83 43.4 (M:43.4) 1 1 0
K.MGGMEGPFGGMENIGR
.F Dimethyl:2H(4): 1



4953 true 623 1671.8125 1670.8086 1 -2.06 230.17 34.67 69.7 (M:69.7) 1 1 0 R.EMDHTEPPPAPVPAR.V Dimethyl: 1

4954 true 2779 1671.9657 1670.9782 1 -11.8 216.84 30.33 61.0 (M:61.0) 2 1 0 K.HFCPNVPIILVGNK.K
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 14

4955 true 306 1672.8134 1671.8114 1 -3.18 219.27 27.33 80.8 (M:80.8) 2 1 0 K.NEGAENIPEGQAQQR.R Dimethyl:2H(4): 1

4956 true 144 1672.8374 1671.8478 1 -10.55 384.1 26.5 20.4 (M:20.4) 1 1 0 K.ERPSVESSEDRPPR.R Dimethyl:2H(4): 1



4957 true 1691 1672.9096 1671.9106 1 -4.93 298.14 35 56.1 (M:56.1) 1 1 0 K.CQLEINFNTLQTK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

4958 true 1691 1672.9096 1671.9106 1 -4.93 298.14 35 56.1 (M:56.1) 1 1 0 K.CQLEINFNTLQTK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

4959 true 1069 1673.8159 1672.8057 1 1.77 307.31 45.67 136.7 (M:136.7) 4 1 0 K.IAGHAEEYGAETLER.M Dimethyl: 1

4960 true 2225 1674.8433 1673.8301 1 3.54 329.21 37.17 62.0 (M:62.0) 1 1 0 K.YAPSGFYIASGDVSGK.L Dimethyl: 1, 16



4961 true 3151 1674.8917 1673.8771 1 4.41 289.9 42.67 35.6 (M:35.6) 1 1 0 K.NEVLMVNIGSLSTGGR.V Dimethyl: 1

4962 true 3687 1674.9289 1673.948 1 -15.75 343.42 44 79.8 (M:79.8) 1 1 0 K.NFFEPTLLSNVTTK.M Dimethyl:2H(4): 1, 14

4963 true 540 1675.8361 1674.8337 1 -2.91 240.06 34.67 34.0 (M:34.0) 1 1 0 R.EMDHTEPPPAPVPAR.V Dimethyl:2H(4): 1

4964 true 2110 1675.8656 1674.8689 1 -6.32 400.33 38 100.2 (M:100.2) 2 1 0 R.NFILDQTNVSAAAQR.R Dimethyl: 1



4965 true 3332 1676.0202 1675.0284 1 -9.21 138.7 34.5 67.3 (M:67.3) 2 1 0 K.ITPENLPQILLQLK.R Dimethyl: 1, 14

4966 true 367 1676.7004 1675.6934 1 -0.16 206.26 27.67 100.2 (M:100.2) 1 1 0 R.TDAAYSAPCSSEDDR.Q
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

4967 true 2517 1676.7894 1675.7926 1 -6.25 298.33 36.33 37.8 (M:37.8) 1 1 0 K.QDDGNPCLPQFPTR.K
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4968 true 4343 1676.8763 1675.8934 1 -14.52 326.18 47 36.4 (M:36.4) 1 1 0 R.DLQPFPTTQALVYR.G Dimethyl: 1



4969 true 1663 1676.9968 1675.9873 1 1.33 261.73 31 83.5 (M:83.5) 1 1 0 K.ALPLLTGTQLIHTDK.L Dimethyl: 1, 15

4970 true 3267 1677.7952 1676.7835 1 2.63 248.45 52.33 15.3 (M:15.3) 1 1 0 R.FAQPGTFEFEYASR.W Dimethyl: 1

4971 true 1270 1677.8445 1676.8308 1 3.85 304.57 45.67 113.0 (M:113.0) 3 1 0 K.IAGHAEEYGAETLER.M Dimethyl:2H(4): 1

4972 true 4602 1677.8516 1676.8556 1 -6.71 329.74 44.5 43.6 (M:43.6) 1 1 0 K.ADVIQATGDAICIFR.E
Carbamidomethyl: 12; 
Dimethyl: 1



4973 true 1517 1677.8744 1676.8367 1 18.14 267.52 24.5 100.7 (M:100.7) 1 1 0 K.GGSCHFGGCPSHLIK.V
Carbamidomethyl: 4, 9; 
Dimethyl:2H(4): 1, 15

4974 true 4044 1677.9129 1676.921 1 -9.14 343.27 47.67 46.5 (M:46.5) 1 1 0 R.HDADGQATLLNLLLR.N Dimethyl: 1

4975 true 737 1678.8321 1677.8272 1 -1.41 143.83 22.33 59.7 (M:59.7) 1 1 0 R.TASYNGEVGPQCGFK.D
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 15

4976 true 4221 1678.9225 1677.9022 1 7.79 370.56 46.67 37.6 (M:37.6) 1 1 0 K.NEVLMVNIGSLSTGGR.V Dimethyl:2H(4): 1



4977 true 1986 1679.008 1677.9694 1 18.66 286 28.33 53.4 (M:53.4) 2 1 0 K.AFDLRPPFAVPEQK.D Dimethyl:2H(4): 1, 14

4978 false 1986 1679.008 1677.9827 1 10.76 332.5 28.33 17.3 (M:17.3) 1 2 1 R.DGKLKPLPGETMEK.C

Dimethyl:2H(4): 1, 3; 
Oxidation: 12; Dimethyl: 5, 
14

4979 true 3625 1679.8655 1678.86 1 -1.05 299.12 57.33 64.5 (M:64.5) 1 1 0 K.YSPEEIAMATVTALR.R Dimethyl: 1

4980 true 2226 1679.8972 1678.894 1 -2.46 468.03 38 94.4 (M:94.4) 1 1 0 R.NFILDQTNVSAAAQR.R Dimethyl:2H(4): 1



4981 true 1235 1679.9034 1678.8944 1 1.05 309.24 23.33 63.3 (M:63.3) 1 1 0 K.HWPFTVVNDAGRPK.V Dimethyl: 1, 14

4982 true 1645 1680.8817 1679.8637 1 6.43 328.22 34.83 40.1 (M:40.1) 1 1 0 R.SVMDATQIAGLNCLR.L
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

4983 false 2777 1680.9094 1679.8631 1 23.22 219.88 31.5 29.8 (M:29.8) 1 2 0 K.TDERPASYFAVAVAR.K Dimethyl: 1

4984 true 4384 1680.9099 1679.9185 1 -9.4 244.15 47 49.0 (M:49.0) 1 1 0 R.DLQPFPTTQALVYR.G Dimethyl:2H(4): 1



4985 true 4045 1681.9366 1680.9461 1 -9.94 393.6 47.67 17.5 (M:17.5) 1 1 0 R.HDADGQATLLNLLLR.N Dimethyl:2H(4): 1

4986 true 5753 1682.7792 1681.7948 1 -13.6 300.98 50.5 16.3 (M:16.3) 1 1 0 M.TTFLEFIQQNEDR.D Acetyl: 1

4987 true 1643 1682.8385 1681.8473 1 -9.52 264.14 43.33 25.3 (M:25.3) 1 1 0 K.SSGEIVYCGQVYEK.T
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 14

4988 true 2081 1682.872 1681.8803 1 -9.28 324.67 37.17 73.0 (M:73.0) 1 1 0 K.YAPSGFYIASGDVSGK.L Dimethyl:2H(4): 1, 16



4989 true 4700 1682.881 1681.8783 1 -2.73 319.13 53.33 51.4 (M:51.4) 1 1 0 R.NFTIEQMTGMLLTK.L Dimethyl: 1, 14

4990 true 3643 1683.7838 1682.79 1 -8.03 231.67 40.67 76.9 (M:76.9) 1 1 0 R.FGIDDQDFQNSLTR.S Dimethyl: 1

4991 true 2691 1683.83 1682.8516 1 -17.14 235.83 36.83 40.5 (M:40.5) 2 1 1 K.DYGVLKEDEGIAYR.G Dimethyl: 1, 6

4992 true 1274 1683.8415 1682.8638 1 -17.56 138.14 32.5 67.4 (M:67.4) 1 1 0 K.DGVTEGGQIHQQVQR.N Dimethyl:2H(4): 1



4993 true 5382 1683.8806 1682.9141 1 -24.24 292.06 48.17 35.0 (M:35.0) 1 1 0 K.EQPPDTVEGLLNALR.F Dimethyl:2H(4): 1

4994 true 2395 1683.8833 1682.8628 1 7.88 329.44 38 75.1 (M:75.1) 1 1 0 R.NPVLDLAAYDQHGSK.F Dimethyl: 1, 15

4995 true 3544 1683.8904 1682.8851 1 -1.18 292.02 57.33 67.8 (M:67.8) 1 1 0 K.YSPEEIAMATVTALR.R Dimethyl:2H(4): 1

4996 true 4604 1683.9008 1682.9203 1 -15.93 307.52 44.5 46.4 (M:46.4) 1 1 1 M.ADIDKLNIDSIIQR.L Acetyl: 1; Dimethyl: 5



4997 true 2366 1683.9485 1682.947 1 -3.43 284.65 33.17 20.7 (M:20.7) 1 1 0 K.YMDAFKPFLGIGLK.N Dimethyl: 1, 6, 14

4998 true 2723 1683.9516 1682.9859 1 -24.68 383.43 40.67 71.3 (M:71.3) 1 1 0 R.VYALPEDLVEVKPK.M Dimethyl: 1, 12, 14

4999 true 2723 1683.9516 1682.9859 1 -24.68 383.43 40.67 71.3 (M:71.3) 1 1 0 R.VYALPEDLVEVKPK.M Dimethyl: 1, 12, 14

5000 true 1537 1684.9181 1683.8882 1 13.4 153.92 25.83 73.5 (M:73.5) 2 1 0 K.TDERPASYFAVAVAR.K Dimethyl:2H(4): 1



5001 true 1845 1684.9497 1683.942 1 0.22 234.07 26.67 65.1 (M:65.1) 1 1 0 R.SLQLGLLHSVPEAHR.M Dimethyl: 1

5002 true 130 1684.9497 1683.9407 1 1 81.21 20.33 41.4 (M:41.4) 1 1 1 K.MKETAENYLGHPAK.N Dimethyl:2H(4): 1, 2, 14

5003 true 1041 1684.9961 1683.9759 1 7.62 93.46 23.17 19.5 (M:19.5) 1 1 0 K.IQIPRPDDPSNQIK.I Dimethyl:2H(4): 1, 14

5004 true 1416 1685.8659 1684.8607 1 -1.19 243.58 24 23.3 (M:23.3) 1 1 1 R.KYEMFAQTLQQSR.G Dimethyl: 1, 1



5005 true 3193 1685.8847 1684.9188 1 -24.57 302.51 43.17 50.4 (M:50.4) 1 1 0 K.HELLQPFNVLYEK.E Dimethyl: 1, 13

5006 true 2685 1685.8926 1684.8897 1 -2.59 286.64 30.17 42.5 (M:42.5) 1 1 0
R.GPTGAVLFDGAGQAQLR
.H Dimethyl: 1

5007 true 677 1686.7458 1685.7439 1 -3.23 234.89 35 34.9 (M:34.9) 1 1 0 K.LDDPSCSRPECYR.S
Carbamidomethyl: 6, 11; 
Dimethyl:2H(4): 1

5008 true 2455 1686.875 1685.8586 1 5.43 290.04 47.67 45.2 (M:45.2) 1 1 0 K.SFYPEEISSMVLTK.M Dimethyl: 1, 14



5009 true 4714 1686.9515 1685.9034 1 24.2 310.67 53.33 66.3 (M:66.3) 1 99.91 1 0 R.NFTIEQMTGMLLTK.L
Dimethyl:2H(4): 14; 
Dimethyl: 1

5010 true 1844 1687.8014 1686.7896 1 2.68 370.7 25.5 81.6 (M:81.6) 2 1 0
R.GGPGGPGGPGGPGGPS
GPMGR.M Dimethyl: 1

5011 true 3644 1687.8047 1686.8151 1 -10.48 260.57 40.67 31.8 (M:31.8) 1 1 0 R.FGIDDQDFQNSLTR.S Dimethyl:2H(4): 1

5012 true 827 1687.8374 1686.8173 1 7.63 178.02 36 25.6 (M:25.6) 1 1 0 K.LGQQETSENPSSQVR.R Dimethyl: 1



5013 true 4917 1687.8732 1686.8807 1 -8.72 307.99 46.17 48.0 (M:48.0) 2 1 0 R.IFVEEPIYDEFVR.R Dimethyl:2H(4): 1

5014 true 1983 1688.805 1687.8166 1 -11.13 177.55 34.83 50.2 (M:50.2) 1 1 0 R.ELGLQEDNPGVYNGR.W Dimethyl: 1

5015 true 2496 1688.8661 1687.8352 1 14.01 295.04 38.5 57.9 (M:57.9) 1 1 0 K.ICGDIHGQYTDLLR.L
Carbamidomethyl: 2; 
Dimethyl: 1

5016 false 4071 1688.8677 1687.8868 1 -15.62 298.84 47.83 16.7 (M:16.7) 1 2 1 K.DIWQTVMNAIWKR.Q Dimethyl: 1



5017 true 2467 1688.8727 1687.9045 1 -23.11 133.97 47 20.3 (M:20.3) 1 1 0 K.TFFPEEISSMVLTK.M
Dimethyl:2H(4): 14; 
Dimethyl: 1

5018 true 2257 1688.9703 1687.9596 1 2.03 216.3 45.83 34.7 (M:34.7) 1 1 1 K.VISGPDGPREEIVEK.M Dimethyl:2H(4): 1, 15

5019 true 1846 1688.9796 1687.9671 1 3.06 260.67 26.67 109.5 (M:109.5) 1 1 0 R.SLQLGLLHSVPEAHR.M Dimethyl:2H(4): 1

5020 true 1470 1689.8212 1688.8143 1 -0.25 289.88 23.83 35.2 (M:35.2) 1 1 0 R.GHYNNVSCAVFHPR.Q
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



5021 true 3164 1689.8588 1688.8559 1 -2.63 201.81 38.67 31.4 (M:31.4) 1 1 0 R.LLDTAYIYAGGESER.I Dimethyl:2H(4): 1

5022 true 879 1689.8713 1688.8403 1 14.01 196.61 31.33 25.6 (M:25.6) 1 1 0 K.TQEQLAAEMAELTAR.I Dimethyl: 1

5023 true 5016 1689.8854 1688.8886 1 -6.22 230.65 46.5 83.3 (M:83.3) 1 1 0 K.EIQGFFNIPVDNLR.A Dimethyl: 1

5024 true 1689 1689.9319 1688.9148 1 5.86 237.09 27.33 23.6 (M:23.6) 1 1 0
R.GPTGAVLFDGAGQAQLR
.H Dimethyl:2H(4): 1



5025 true 249 1689.9498 1688.9372 1 3.14 431.65 16.17 29.4 (M:29.4) 1 1 0 R.VEAIPVNRPGQHGQR.L Dimethyl:2H(4): 1

5026 true 2436 1690.8277 1689.8356 1 -8.97 112.81 35.83 47.3 (M:47.3) 1 1 0 K.EILGTAQSVGCSIDGR.H
Carbamidomethyl: 11; 
Dimethyl: 1

5027 true 3197 1690.8718 1689.8661 1 -0.91 273.9 32.17 84.4 (M:84.4) 1 1 0 R.AITHLNNNFMFGQK.L Dimethyl: 1, 14

5028 true 4306 1690.8995 1689.9164 1 -14.3 239.08 50.17 50.6 (M:50.6) 1 1 0 R.NPQFLDPVLGYLMK.G Dimethyl: 1, 14



5029 true 4668 1690.9492 1689.9285 1 7.93 297.84 53.33 74.4 (M:74.4) 1 1 0 R.NFTIEQMTGMLLTK.L Dimethyl:2H(4): 1, 14

5030 true 1038 1691.7197 1690.7183 1 -3.45 140.36 30.17 54.4 (M:54.4) 1 1 0
K.STAGDTHLGGEDFDNR.
M

5031 true 1038 1691.7197 1690.7183 1 -3.45 140.36 30.17 54.4 (M:54.4) 1 1 0
K.STAGDTHLGGEDFDNR.
M

5032 true 1845 1691.8295 1690.8147 1 4.4 536.74 25.5 41.6 (M:41.6) 1 1 0
R.GGPGGPGGPGGPGGPS
GPMGR.M Dimethyl:2H(4): 1



5033 true 1126 1691.8873 1690.9155 1 -20.98 192.58 25.17 63.6 (M:63.6) 1 1 0 R.HQAQIDHYLGLVNK.N Dimethyl: 1, 14

5034 true 2449 1691.9192 1690.913 1 -0.63 288.77 38 42.5 (M:42.5) 1 1 0 R.NPVLDLAAYDQHGSK.F Dimethyl:2H(4): 1, 15

5035 true 4983 1692.7625 1691.7753 1 -11.82 346.96 46.17 44.9 (M:44.9) 1 1 0 R.FGYVDFLSAEDMDK.A Dimethyl: 1, 14

5036 true 3320 1692.7936 1691.8002 1 -8.21 319.73 52.83 16.8 (M:16.8) 1 1 0 K.YGSSHTDVIITENEK.T



5037 true 1944 1692.7941 1691.7825 1 2.56 208.76 35 84.5 (M:84.5) 1 1 0 K.MDATANDVPSPYEVR.G Dimethyl: 1

5038 true 2396 1692.892 1691.8603 1 14.4 286.99 38.5 47.8 (M:47.8) 1 1 0 K.ICGDIHGQYTDLLR.L
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5039 true 2954 1693.8743 1692.8654 1 0.91 140.21 50.5 32.9 (M:32.9) 1 1 0 K.TQEQLAAEMAELTAR.I Dimethyl:2H(4): 1

5040 true 2456 1693.9228 1692.9137 1 1.09 146.29 47 19.3 (M:19.3) 1 1 0 K.EIQGFFNIPVDNLR.A Dimethyl:2H(4): 1



5041 true 1255 1693.9303 1692.8974 1 15.11 98.61 27.5 15.3 (M:15.3) 1 1 0 K.TTPTFTLSSPPPYTK.G Dimethyl: 1, 15

5042 true 3194 1693.9346 1692.9691 1 -24.64 256.75 43.17 81.0 (M:81.0) 1 1 0 K.HELLQPFNVLYEK.E Dimethyl:2H(4): 1, 13

5043 true 2437 1694.8363 1693.8607 1 -18.71 199.03 35.83 91.9 (M:91.9) 1 1 0 K.EILGTAQSVGCSIDGR.H
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

5044 true 228 1694.8379 1693.8396 1 -5.24 155.63 32.67 30.9 (M:30.9) 1 1 0 K.LQESPDAVPHGEMPR.H Dimethyl:2H(4): 1



5045 true 2683 1694.8954 1693.9123 1 -14.26 235.09 39 23.1 (M:23.1) 1 1 0 R.MAPLGIDHIAPNIER.M
Dimethyl:2H(4): 1; 
Oxidation: 1

5046 true 2482 1694.9183 1693.9088 1 1.28 223.44 47.67 78.0 (M:78.0) 2 1 0 K.SFYPEEISSMVLTK.M Dimethyl:2H(4): 1, 14

5047 true 763 1694.9959 1693.9841 1 2.65 240.59 21.33 41.8 (M:41.8) 3 1 0 K.IAILTCPFEPPKPK.T
Carbamidomethyl: 6; 
Dimethyl: 1, 12, 14

5048 true 2461 1695.8272 1694.8304 1 -6.17 306.04 39.33 77.5 (M:77.5) 1 1 0 R.AHQVVEDGYEFFAK.R Dimethyl: 1, 14



5049 true 2461 1695.8272 1694.8304 1 -6.17 306.04 39.33 77.5 (M:77.5) 1 1 0 R.AHQVVEDGYEFFAK.R Dimethyl: 1, 14

5050 true 2724 1696.0277 1695.0612 1 -24.02 278.38 40.67 66.3 (M:66.3) 2 1 0 R.VYALPEDLVEVKPK.M Dimethyl:2H(4): 1, 12, 14

5051 true 2724 1696.0277 1695.0612 1 -24.02 278.38 40.67 66.3 (M:66.3) 2 1 0 R.VYALPEDLVEVKPK.M Dimethyl:2H(4): 1, 12, 14

5052 true 2163 1696.7957 1695.8076 1 -11.28 193.73 35 70.0 (M:70.0) 1 1 0 K.MDATANDVPSPYEVR.G Dimethyl:2H(4): 1



5053 true 1844 1696.8819 1695.8944 1 -11.65 305.83 35.83 69.3 (M:69.3) 1 1 0 K.IGHDIDFLITSPGQR.E Dimethyl: 1

5054 true 3321 1696.9015 1695.8978 1 -2.09 200.8 53.17 99.2 (M:99.2) 1 1 0
R.AAVEEGIVPGGGCALLR.
C

Carbamidomethyl: 13; 
Dimethyl: 1

5055 true 3044 1696.942 1695.9342 1 0.29 81.77 31.67 35.9 (M:35.9) 1 1 0 K.SPLVMDVLNIQGVQR.S Dimethyl: 1

5056 true 665 1696.9462 1695.9184 1 12.08 201.36 22.83 87.3 (M:87.3) 1 1 0 K.SPFEVHIGHEAGPQK.V Dimethyl:2H(4): 1, 15



5057 true 2563 1697.712 1696.725 1 -11.95 208.41 36.33 76.6 (M:76.6) 1 1 0 R.ELGSECGIEFDEER.T
Carbamidomethyl: 6; 
Dimethyl: 1

5058 true 1432 1697.8266 1696.8025 1 9.9 297.75 33.83 80.1 (M:80.1) 1 1 0 R.HLCVCPINDSEAVR.E
Carbamidomethyl: 3, 5; 
Dimethyl: 1

5059 true 3242 1698.9136 1697.9163 1 -5.87 155.41 32.17 15.6 (M:15.6) 1 1 0 R.AITHLNNNFMFGQK.L Dimethyl:2H(4): 1, 14

5060 true 3994 1698.9467 1697.9614 1 -12.96 305.53 47.5 67.7 (M:67.7) 1 1 0 R.AQLSPLAQELQEALR.G Dimethyl:2H(4): 1



5061 true 2810 1698.9617 1697.9392 1 8.93 117.68 30.83 19.1 (M:19.1) 1 1 0 K.DIFLSIYVPYSVVR.G Dimethyl: 1

5062 false 4674 1699.9014 1698.8649 1 17.17 327.43 45.67 21.2 (M:21.2) 1 2 0
R.AAAGLNQSANELVQASR.
G

5063 true 3648 1699.9016 1698.9093 1 -8.81 320.97 46.67 90.8 (M:90.8) 3 1 0 K.DLAPGTNPPFLLFNR.E Dimethyl: 1

5064 true 2343 1699.9255 1698.9152 1 1.76 232.97 46 37.7 (M:37.7) 1 1 0 K.GLGTDEGAIIEVLTQR.S Dimethyl: 1



5065 true 1127 1699.9374 1698.9657 1 -20.93 197.44 25.17 53.8 (M:53.8) 1 1 0 R.HQAQIDHYLGLVNK.N Dimethyl:2H(4): 1, 14

5066 true 1638 1699.9474 1698.9781 1 -22.36 237.87 27 58.1 (M:58.1) 1 1 0 K.NILQLHDLATGAHLK.T Dimethyl: 1, 15

5067 true 3380 1700.739 1699.74 1 -4.82 134.19 39.33 82.8 (M:82.8) 1 1 0 K.YAMEPEEFDSDALR.Q Dimethyl: 1

5068 true 4943 1700.8124 1699.8255 1 -11.97 264.66 46.17 81.5 (M:81.5) 1 1 0 R.FGYVDFLSAEDMDK.A Dimethyl:2H(4): 1, 14



5069 false 3103 1700.929 1699.8944 1 16.08 270.24 53.17 17.8 (M:17.8) 1 7 1 K.AVATWHANTEREQK.K
Dimethyl:2H(4): 1; 
Dimethyl: 14

5070 true 3103 1700.929 1699.9229 1 -0.69 286.22 53.17 106.3 (M:106.3) 2 1 0
R.AAVEEGIVPGGGCALLR.
C

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

5071 true 3068 1700.9758 1699.98 1 -6.76 268.78 32.67 82.0 (M:82.0) 2 1 0 K.LYTLVTYVPVTTFK.G Dimethyl: 1, 14

5072 true 2518 1701.7413 1700.7501 1 -9.45 216.18 36.33 94.1 (M:94.1) 1 1 0 R.ELGSECGIEFDEER.T
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



5073 true 4014 1701.8315 1700.8382 1 -8.22 199.67 42.17 41.8 (M:41.8) 1 1 0 R.EIADEYGGVMVSFPR.S Dimethyl:2H(4): 1

5074 true 1945 1702.8057 1701.7594 1 22.88 171.69 34.17 46.6 (M:46.6) 1 1 0 K.GDEGQTAEEHFLGER.A Dimethyl: 1

5075 true 2462 1703.8764 1702.8806 1 -6.76 284.13 39.33 88.0 (M:88.0) 1 1 0 R.AHQVVEDGYEFFAK.R Dimethyl:2H(4): 1, 14

5076 true 2462 1703.8764 1702.8806 1 -6.76 284.13 39.33 88.0 (M:88.0) 1 1 0 R.AHQVVEDGYEFFAK.R Dimethyl:2H(4): 1, 14



5077 true 3051 1703.9373 1702.9344 1 -2.62 288.41 42.67 82.8 (M:82.8) 4 1 0 K.DLAPGTNPPFLLFNR.E Dimethyl:2H(4): 1

5078 true 3328 1704.7682 1703.7651 1 -2.42 254.39 39.5 98.4 (M:98.4) 1 1 0 K.YAMEPEEFDSDALR.Q Dimethyl:2H(4): 1

5079 true 738 1704.8813 1703.873 1 0.57 100.5 22.17 55.7 (M:55.7) 1 1 0 R.GISEETTTGVHNLYK.M Dimethyl: 1, 15

5080 true 3565 1705.7961 1704.8063 1 -10.25 188.96 40.17 41.0 (M:41.0) 1 1 0 K.GAEEMETVIPTDVMR.R Dimethyl: 1



5081 false 2000 1705.8501 1704.8319 1 6.42 298.08 36.67 16.4 (M:16.4) 1 2 0 K.NQLTSNPENTVFDAK.R Dimethyl: 15

5082 true 2000 1705.8501 1704.8505 1 -4.5 295.64 36.67 52.0 (M:52.0) 1 1 0 K.NQVAMNPTNTVFDAK.R Dimethyl: 1, 15

5083 false 1575 1705.9578 1704.9662 1 -9.17 149.39 25.17 15.2 (M:15.2) 1 2 1 K.VTDFKLTLLADNTVK.V Dimethyl: 15

5084 true 1575 1705.9578 1704.9523 1 -1.01 121.37 25.17 106.3 (M:106.3) 1 1 0 R.LVLEVAQHLGENTVR.T Dimethyl: 1



5085 true 2231 1705.9658 1704.9563 1 1.28 282.84 32.17 77.0 (M:77.0) 2 1 0 K.YGGLNVLVNNAGIAFK.V Dimethyl: 1, 16

5086 true 1366 1706.7724 1705.7584 1 3.97 136.27 40.33 23.9 (M:23.9) 1 1 0 R.FGPYESYDSGSSLGGR.D Dimethyl: 1

5087 true 2052 1706.7828 1705.7845 1 -5.31 165.04 34.17 18.9 (M:18.9) 1 1 0 K.GDEGQTAEEHFLGER.A Dimethyl:2H(4): 1

5088 true 2616 1706.8541 1705.8458 1 0.62 194.17 48.67 49.8 (M:49.8) 1 1 0 K.QMEQISQFLQAAER.Y Dimethyl: 1



5089 true 2608 1706.8957 1705.9039 1 -9.1 259.55 40 43.0 (M:43.0) 1 1 0 K.GHPPVIDGELFNEVK.V Dimethyl: 1, 15

5090 true 1592 1706.9465 1705.9224 1 9.87 315.29 24.33 27.5 (M:27.5) 1 1 0 K.AQEAASLIAQRPGNPR.D Dimethyl: 1

5091 true 2830 1707.0546 1706.0594 1 -7.08 241.57 30.83 52.5 (M:52.5) 2 1 0 K.IAILTCPFEPPKPK.T
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 12, 14

5092 true 3009 1708.0268 1707.0422 1 -13.27 327.68 41.67 65.5 (M:65.5) 1 1 0 R.LPEEEHLGLLGPVIK.A Dimethyl:2H(4): 1, 15



5093 true 1690 1708.0342 1707.0283 1 -0.83 250.6 27.17 72.9 (M:72.9) 1 1 0 K.NILQLHDLATGAHLK.T Dimethyl:2H(4): 1, 15

5094 true 3846 1708.9335 1707.956 1 -17.38 254.1 46.5 40.8 (M:40.8) 1 1 0 K.HENVIGLLDVFTPAK.S Dimethyl: 1, 15

5095 true 2330 1708.9433 1707.9746 1 -22.58 167.74 28.33 52.9 (M:52.9) 1 1 0 R.LFPLIQSMHPTLAGK.I Dimethyl: 1, 15

5096 true 3364 1708.9506 1707.9672 1 -13.99 213.61 42 42.2 (M:42.2) 2 1 0 K.DLLLVNDHLLNFVR.E Dimethyl: 1



5097 true 3098 1709.0268 1708.0303 1 -6.27 220.31 32.67 72.4 (M:72.4) 2 1 0 K.LYTLVTYVPVTTFK.G Dimethyl:2H(4): 1, 14

5098 true 605 1709.7917 1708.7904 1 -3.51 148.19 28.83 85.2 (M:85.2) 1 1 0 R.DEGPENLTQAHEDAK.V Dimethyl: 1, 15

5099 true 2688 1709.7956 1708.7851 1 1.89 348.46 40.33 15.7 (M:15.7) 1 1 0 R.NMGMTTAFTTNADFR.G Dimethyl:2H(4): 1

5100 true 3566 1709.8243 1708.8314 1 -8.37 219.08 40.17 40.6 (M:40.6) 1 1 0 K.GAEEMETVIPTDVMR.R Dimethyl:2H(4): 1



5101 true 3369 1709.9116 1708.9148 1 -6.14 226.11 52.83 26.5 (M:26.5) 1 1 0 K.TPVEEVPAAIAPFQGR.V Dimethyl: 1

5102 true 2345 1709.9412 1708.9011 1 19.23 204.79 46 15.0 (M:15.0) 1 1 1 K.MPSRFPPVVFYTPK.E Oxidation: 1; Dimethyl: 14

5103 true 1540 1710.005 1708.9774 1 11.91 71.38 26.33 74.0 (M:74.0) 1 1 0 R.LVLEVAQHLGENTVR.T Dimethyl:2H(4): 1

5104 true 3441 1710.066 1709.0491 1 5.62 226.3 33.83 92.0 (M:92.0) 1 1 0 K.LSIVGLADFAPGKPLK.C Dimethyl: 1, 13, 16



5105 true 2390 1710.8922 1709.8709 1 8.19 267.05 48.67 51.7 (M:51.7) 1 1 0 K.QMEQISQFLQAAER.Y Dimethyl:2H(4): 1

5106 true 1741 1710.9564 1709.9465 1 1.58 206.73 26.5 87.7 (M:87.7) 1 1 0 K.YLIATSEQPIAALHR.D Dimethyl: 1

5107 true 3900 1711.787 1710.7957 1 -9.35 178.99 41.5 69.4 (M:69.4) 1 1 0 R.FDEIMEASDGIMVAR.G Dimethyl: 1

5108 true 1466 1711.8945 1710.8901 1 -1.69 149.86 41 62.7 (M:62.7) 1 1 0 K.SELIANNVSLPGGEQR.K Dimethyl: 1



5109 true 2627 1711.9117 1710.8842 1 11.8 202.95 32 21.4 (M:21.4) 1 1 0 K.GDFFPPERPQQLPR.M Dimethyl: 1

5110 true 2198 1712.7833 1711.8025 1 -15.48 128.49 35 50.3 (M:50.3) 1 1 0 K.MDATANDVPSPYEVR.G
Dimethyl:2H(4): 1; 
Oxidation: 1

5111 true 2288 1712.8153 1711.8352 1 -15.89 319.41 38.33 22.1 (M:22.1) 1 1 0 R.GVPIIFHGVCGEDER.E
Carbamidomethyl: 10; 
Dimethyl: 1

5112 true 520 1712.8183 1711.7914 1 11.47 208.03 29.67 66.3 (M:66.3) 1 1 0 K.HTGPNSPDTANDGFVR.L Dimethyl: 1



5113 true 3472 1712.8941 1711.9257 1 -22.72 295.06 33.83 15.3 (M:15.3) 1 1 1 K.IEKVPFDAATLHTSR.A Dimethyl: 3

5114 true 739 1712.9318 1711.9232 1 0.73 115.65 22.17 87.6 (M:87.6) 1 1 0 R.GISEETTTGVHNLYK.M Dimethyl:2H(4): 1, 15

5115 true 793 1713.7837 1712.7788 1 -1.38 127.44 29.5 64.9 (M:64.9) 1 1 0 R.QVQNGPSPDEMEAQR.R Dimethyl: 1

5116 true 3459 1713.8321 1712.8341 1 -5.46 116.1 39.67 24.6 (M:24.6) 1 1 0 R.NADAVCFDVDSTVIR.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



5117 true 2002 1713.8973 1712.9007 1 -6.23 318.67 36.67 69.3 (M:69.3) 1 1 0 K.NQVAMNPTNTVFDAK.R Dimethyl:2H(4): 1, 15

5118 true 1797 1713.9745 1712.9512 1 9.35 146.49 32.33 29.3 (M:29.3) 1 1 0 K.AYAHITGGGLLENIPR.V Dimethyl:2H(4): 1

5119 true 1682 1713.997 1713.0102 1 -11.92 286.03 35 92.9 (M:92.9) 1 1 0 K.YGLKPNDQILAEEK.H Dimethyl:2H(4): 1, 4, 14

5120 true 3402 1714.0055 1713.0065 1 -4.86 289.27 33.5 41.1 (M:41.1) 1 1 0 K.YGGLNVLVNNAGIAFK.V Dimethyl:2H(4): 1, 16



5121 true 1777 1714.8321 1713.8145 1 6.02 196.47 35.33 40.2 (M:40.2) 1 1 0 R.NIAFFSTNCVEGTAR.G
Carbamidomethyl: 9; 
Dimethyl: 1

5122 true 2610 1714.9494 1713.9541 1 -6.99 264.25 40 82.8 (M:82.8) 1 1 0 K.GHPPVIDGELFNEVK.V Dimethyl:2H(4): 1, 15

5123 true 1799 1714.9849 1713.9716 1 3.52 247.92 26.5 69.6 (M:69.6) 1 1 0 K.YLIATSEQPIAALHR.D Dimethyl:2H(4): 1

5124 true 3860 1715.8157 1714.8208 1 -7.22 192.06 41.5 56.6 (M:56.6) 1 1 0 R.FDEIMEASDGIMVAR.G Dimethyl:2H(4): 1



5125 true 1625 1715.9068 1714.9002 1 -0.42 141.22 25.67 54.0 (M:54.0) 1 1 0 R.VSEHVSFTNVNSIVR.Y Dimethyl: 1

5126 true 1467 1715.9092 1714.9152 1 -7.71 216.9 41 38.8 (M:38.8) 1 1 0 K.SELIANNVSLPGGEQR.K Dimethyl:2H(4): 1

5127 true 1821 1715.9355 1714.9214 1 3.99 55.93 26 59.7 (M:59.7) 1 1 0 R.VIGLSSDLQQVGSASAR.I Dimethyl: 1

5128 true 1205 1715.9357 1714.8924 1 21.01 251.42 25.5 17.5 (M:17.5) 1 1 1 R.QILDEAGKAGELCAGK.E
Carbamidomethyl: 13; 
Dimethyl: 1, 16



5129 true 2826 1715.9361 1714.9093 1 11.39 298.02 32.17 29.3 (M:29.3) 2 1 0 K.GDFFPPERPQQLPR.M Dimethyl:2H(4): 1

5130 true 2468 1715.9513 1714.9505 1 -3.79 195.26 47.67 50.5 (M:50.5) 1 1 0 R.ALTVPELTQQVFDAK.N Dimethyl: 1, 15

5131 true 1833 1716.8016 1715.8267 1 -18.91 344.37 35.67 54.5 (M:54.5) 1 1 0 K.HQEPVYSVAFSPDGR.Y Dimethyl: 1

5132 true 2289 1716.8298 1715.8603 1 -21.99 349.64 38.33 33.9 (M:33.9) 1 1 0 R.GVPIIFHGVCGEDER.E
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1



5133 true 521 1716.8458 1715.8165 1 12.8 157.77 29.67 106.6 (M:106.6) 1 1 0 K.HTGPNSPDTANDGFVR.L Dimethyl:2H(4): 1

5134 true 4407 1716.8657 1715.873 1 -8.48 195.82 43.67 28.3 (M:28.3) 1 1 0 K.LQPFATEADVEEALR.L Dimethyl: 1

5135 true 765 1716.9617 1715.9644 1 -5.8 202.65 21.67 51.4 (M:51.4) 1 1 0 R.LIVSLMRPPAYSDAK.E Dimethyl: 1, 15

5136 true 3869 1716.9745 1716.0062 1 -22.68 230.65 46.5 49.4 (M:49.4) 1 1 0 K.HENVIGLLDVFTPAK.S Dimethyl:2H(4): 1, 15



5137 true 2781 1717.7989 1716.8042 1 -7.33 284.05 30.33 40.8 (M:40.8) 1 1 0
K.GGYNAMGFSQGGQFLR.
A Dimethyl: 1

5138 true 606 1717.8253 1716.8406 1 -13.18 159.22 28.83 39.0 (M:39.0) 1 1 0 R.DEGPENLTQAHEDAK.V Dimethyl:2H(4): 1, 15

5139 false 2694 1717.8964 1716.9196 1 -17.74 266.46 50.17 16.6 (M:16.6) 1 2 1 R.DNLVSATPAQVEDAKK.Y Dimethyl:2H(4): 1

5140 true 2694 1717.8964 1716.8795 1 5.59 237.64 50.17 64.7 (M:64.7) 1 1 0 K.FSLVGIAGQDLNEGNR.T Dimethyl: 1



5141 true 4126 1718.7879 1717.7919 1 -6.61 249.28 42.67 49.0 (M:49.0) 1 1 0 R.QEFEDLCSDLFQR.V
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

5142 true 1739 1718.8558 1717.8396 1 5.23 233.5 35.33 26.7 (M:26.7) 1 1 0 R.NIAFFSTNCVEGTAR.G
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

5143 false 2934 1718.8752 1717.8747 1 -4 309.16 40.5 18.1 (M:18.1) 1 4 1 R.FLADQQSEIDGLRAR.H

5144 true 2934 1718.8752 1717.8967 1 -16.8 319.77 40.5 25.9 (M:25.9) 1 1 1 R.RSVMAAAQIAGLNCLK.L
Carbamidomethyl: 14; 
Oxidation: 4



5145 true 3638 1718.9359 1717.9665 1 -22.04 378.2 44.83 15.6 (M:15.6) 1 1 1 K.EVDHVLGKGPITHEK.I
Dimethyl:2H(4): 1; 
Dimethyl: 8

5146 true 2473 1718.949 1717.9123 1 17.08 333.75 31.17 77.7 (M:77.7) 1 1 0 K.HVTIDCSPYLQVVR.D
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5147 true 2469 1718.9875 1717.9916 1 -6.61 204.79 47.5 18.6 (M:18.6) 1 1 0 R.VLVVQDFTGLPTLER.K Dimethyl:2H(4): 1

5148 true 3626 1718.9903 1717.9916 1 -4.99 193.5 56.17 28.9 (M:28.9) 1 1 0 R.IEEGVPQFLVILSSR.K Dimethyl:2H(4): 1



5149 true 794 1719.7428 1718.7496 1 -8.2 162.19 30.5 103.4 (M:103.4) 2 1 0
K.STAGDTHLGGEDFDNR.
M Dimethyl: 1

5150 true 794 1719.7428 1718.7496 1 -8.2 162.19 30.5 103.4 (M:103.4) 2 1 0
K.STAGDTHLGGEDFDNR.
M Dimethyl: 1

5151 true 3568 1719.7535 1718.757 1 -6.24 213.78 40.33 98.5 (M:98.5) 1 1 0 M.ASAAHFSEEEMAELR.E Acetyl: 1

5152 true 3692 1719.8729 1718.8879 1 -12.97 150.39 40.67 64.5 (M:64.5) 1 1 0 K.IIDINYYPVPEAER.S Dimethyl: 1



5153 true 3341 1719.9331 1718.925 1 0.48 247.99 33.5 27.8 (M:27.8) 2 1 0
K.CPSIAAAIAAVNALHGR.
W

Carbamidomethyl: 1; 
Dimethyl: 1

5154 true 1786 1719.9619 1718.9465 1 4.77 102.39 26 45.6 (M:45.6) 1 1 0 R.VIGLSSDLQQVGSASAR.I Dimethyl:2H(4): 1

5155 true 231 1720.0235 1719.0208 1 -2.65 81.74 33 39.0 (M:39.0) 1 1 0 K.EQIVPKPEEEVAQK.K Dimethyl:2H(4): 1, 6, 14

5156 true 3294 1720.7747 1719.76 1 4.34 238.89 39.33 37.4 (M:37.4) 2 1 0 K.YAMEPEEFDSDALR.Q
Dimethyl:2H(4): 1; 
Oxidation: 3



5157 true 1834 1720.8419 1719.8518 1 -10.02 357.23 35.67 38.8 (M:38.8) 1 1 0 K.HQEPVYSVAFSPDGR.Y Dimethyl:2H(4): 1

5158 true 4408 1720.8964 1719.8981 1 -5.21 238.45 43.67 38.1 (M:38.1) 1 1 0 K.LQPFATEADVEEALR.L Dimethyl:2H(4): 1

5159 true 2031 1721.8882 1720.8454 1 20.62 316.36 36.67 23.5 (M:23.5) 1 1 0 K.NQVAMNPTNTVFDAK.R Oxidation: 5; Dimethyl: 1, 15

5160 true 2346 1721.9007 1720.9046 1 -6.52 232.3 50.17 66.2 (M:66.2) 1 1 0 K.FSLVGIAGQDLNEGNR.T Dimethyl:2H(4): 1



5161 true 1813 1722.8777 1721.8737 1 -1.92 272.67 35.5 60.9 (M:60.9) 2 1 0 K.NAVITVPAYFNDSQR.Q Dimethyl: 1

5162 true 479 1723.7479 1722.7454 1 -2.77 170.9 21.33 30.8 (M:30.8) 1 1 0 K.ASSELMNYCEQHAR.S
Carbamidomethyl: 9; 
Dimethyl: 1

5163 true 1041 1723.7674 1722.7747 1 -8.47 147.07 30.5 115.0 (M:115.0) 2 1 0
K.STAGDTHLGGEDFDNR.
M Dimethyl:2H(4): 1

5164 true 1041 1723.7674 1722.7747 1 -8.47 147.07 30.5 115.0 (M:115.0) 2 1 0
K.STAGDTHLGGEDFDNR.
M Dimethyl:2H(4): 1



5165 true 3270 1723.7906 1722.7712 1 7.03 243.11 52.67 38.9 (M:38.9) 1 1 0 R.FAQPGSFEYEYAMR.W Dimethyl: 1

5166 true 3693 1723.8954 1722.913 1 -14.46 145.19 40.67 31.3 (M:31.3) 1 1 0 K.IIDINYYPVPEAER.S Dimethyl:2H(4): 1

5167 true 2312 1723.9372 1722.9164 1 7.85 283.76 47.67 33.1 (M:33.1) 1 1 0 R.ALTVPELTQQMFDAK.N Dimethyl:2H(4): 1

5168 true 2981 1724.0156 1723.0008 1 4.42 258.68 50.5 85.9 (M:85.9) 1 1 0 R.IINEPTAAAIAYGLDK.K Dimethyl:2H(4): 1, 16



5169 true 2981 1724.0156 1723.0008 1 4.42 258.68 50.5 85.9 (M:85.9) 1 1 0 R.IINEPTAAAIAYGLDK.R Dimethyl:2H(4): 1, 16

5170 true 2981 1724.0156 1723.0008 1 4.42 258.68 50.5 85.9 (M:85.9) 1 1 0 R.IINEPTAAAIAYGLDK.K Dimethyl:2H(4): 1, 16

5171 true 3295 1724.7314 1723.7264 1 -1.3 204.15 39.17 36.6 (M:36.6) 1 1 0
K.TGEYDFGAAFDGDGDR.
N Dimethyl:2H(4): 1

5172 true 1297 1724.7732 1723.7556 1 5.98 274.27 33 92.8 (M:92.8) 1 1 0
K.MVSSDGSDCSHLQGGR.
E

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



5173 true 678 1724.7949 1723.7948 1 -4.13 144.59 35.33 33.1 (M:33.1) 1 1 0
R.CSLQPQQEGPGPEGGR.
G

Carbamidomethyl: 1; 
Dimethyl: 1

5174 true 3425 1724.8161 1723.8144 1 -3.22 253.92 53.17 20.0 (M:20.0) 1 1 0 R.FAQPGSFEFEYSQR.W Dimethyl:2H(4): 1

5175 true 1552 1724.908 1723.8853 1 8.94 361.24 34.17 95.9 (M:95.9) 1 1 0 K.HTDELQAQAQSSLLR.L Dimethyl: 1

5176 false 1552 1724.908 1723.8853 1 8.94 385.4 34.17 23.6 (M:23.6) 1 2 1
K.VAKPSVSAGEKDQGHSK.
Q



5177 true 3861 1725.8882 1724.9035 1 -13.09 163.75 41.33 24.0 (M:24.0) 1 1 0 K.DAVITVPAYFNQAER.R Dimethyl:2H(4): 1

5178 true 2158 1725.9009 1724.9097 1 -9.36 325.74 37.67 93.0 (M:93.0) 1 1 0 K.QLFQEAHEEILNAK.N Dimethyl: 1, 14

5179 true 4319 1726.8258 1725.8362 1 -10.23 298.7 43.5 45.1 (M:45.1) 1 1 0 K.FLVYVANFDENDPR.T Dimethyl: 1

5180 true 834 1726.8841 1725.8839 1 -4.06 334.16 31.33 15.5 (M:15.5) 1 1 1 R.EAKQWLQWDQNPK.T Dimethyl: 3, 13



5181 true 2359 1726.8899 1725.8988 1 -9.37 351.65 40.33 78.8 (M:78.8) 2 1 0 K.NAVITVPAYFNDSQR.Q Dimethyl:2H(4): 1

5182 true 1847 1726.8928 1725.8654 1 11.62 95.32 26.5 17.6 (M:17.6) 1 1 0 R.ITACAQGELGAALMHR.N
Carbamidomethyl: 4; 
Dimethyl: 1

5183 true 2588 1726.905 1725.8839 1 8 302.11 33.83 90.8 (M:90.8) 2 1 0 R.FTPGTFTNQIQAAFR.E Dimethyl: 1

5184 true 480 1727.7696 1726.7705 1 -4.71 251.93 21.33 18.4 (M:18.4) 1 1 0 K.ASSELMNYCEQHAR.S
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



5185 true 892 1727.8286 1726.8283 1 -4.08 151.38 29.67 53.2 (M:53.2) 1 1 0 K.LGGSEDEQIQNACDK.L
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 15

5186 true 696 1728.8154 1727.8199 1 -6.81 247.06 35.17 24.1 (M:24.1) 1 1 0
R.CSLQPQQEGPGPEGGR.
G

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

5187 true 1125 1728.83 1727.8267 1 -2.35 214.2 38.83 46.6 (M:46.6) 1 1 0 K.HGYIGEFEIIDDHR.A Dimethyl: 1

5188 true 523 1728.8544 1727.8563 1 -5.29 309.25 27.83 36.0 (M:36.0) 1 1 0
K.GVDLADGSCAHPTIAGR.
V

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



5189 true 1510 1728.932 1727.9104 1 8.3 358.83 34.17 118.2 (M:118.2) 1 1 0 K.HTDELQAQAQSSLLR.L Dimethyl:2H(4): 1

5190 false 1510 1728.932 1727.9492 1 -14.11 327.33 34.17 15.9 (M:15.9) 1 7 1 K.LESVEVVSNMKQPLK.T Dimethyl: 1

5191 false 1510 1728.932 1727.9054 1 11.21 385.25 34.17 15.1 (M:15.1) 1 10 0 K.NVQSAEENAVLSAQLK.T Dimethyl: 16

5192 true 1032 1728.9413 1727.9113 1 13.14 203.44 25 36.7 (M:36.7) 1 1 0 R.QENVLVICHQAVMR.C
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



5193 true 3080 1729.8743 1728.8364 1 17.66 275.82 40.5 16.4 (M:16.4) 1 1 1 K.NNITPDGMEEMYKK.A
Dimethyl:2H(4): 1; 
Dimethyl: 14

5194 false 4710 1729.9211 1728.9298 1 -9.25 282.43 45.33 19.4 (M:19.4) 1 2 0 R.AIFVDLEPTVIDEIR.G

5195 true 1042 1730.7382 1729.74 1 -5.2 119.35 30.17 29.9 (M:29.9) 1 1 0 R.ELVSCSNCTDYQAR.R
Carbamidomethyl: 5, 8; 
Dimethyl: 1

5196 true 4320 1730.8489 1729.8613 1 -11.4 288.9 43.5 16.9 (M:16.9) 1 1 0 K.FLVYVANFDENDPR.T Dimethyl:2H(4): 1



5197 true 3052 1730.8916 1729.8536 1 17.75 262.03 40.33 76.9 (M:76.9) 1 1 0 K.FFHNGNAIDDGVQIR.G Dimethyl: 1

5198 true 1923 1730.9396 1729.909 1 13.51 292.71 27.17 73.0 (M:73.0) 3 1 0 R.FTPGTFTNQIQAAFR.E Dimethyl:2H(4): 1

5199 true 3445 1730.9729 1730.0018 1 -20.94 201.52 36.33 45.5 (M:45.5) 1 1 0 R.ILEPYQYLLQLPGK.Q Dimethyl: 1, 14

5200 true 2485 1731.1042 1730.0793 1 10.14 135.7 29.5 74.0 (M:74.0) 1 1 0 R.QAQIEVVPSASALIIK.A Dimethyl:2H(4): 1, 16



5201 true 2907 1731.8527 1730.8298 1 9.04 159.43 31.33 74.7 (M:74.7) 1 1 0
R.SFGGGTGSGFTSLLMER.
L Dimethyl: 1

5202 true 1513 1731.8621 1730.845 1 5.67 137.49 30.17 21.5 (M:21.5) 1 1 0 R.NVVTIFSAPNYCYR.C
Carbamidomethyl: 12; 
Dimethyl: 1

5203 false 2784 1731.8734 1730.8588 1 4.26 117.19 37.33 17.3 (M:17.3) 1 2 1 R.DNIERSVGVYPETPR.T

5204 true 2784 1731.8734 1730.8839 1 -10.26 128.91 37.33 84.8 (M:84.8) 1 1 0 K.ILEQGEEFAANEVVR.I Dimethyl: 1



5205 true 1071 1732.8562 1731.8518 1 -1.68 183.03 38.83 31.8 (M:31.8) 1 1 0 K.HGYIGEFEIIDDHR.A Dimethyl:2H(4): 1

5206 true 1041 1732.8657 1731.8223 1 20.85 276.98 26 34.1 (M:34.1) 2 1 1 K.QQQLRQSQMHYNR.F Oxidation: 9

5207 true 2343 1732.9287 1731.8882 1 19.17 329.49 37.83 53.1 (M:53.1) 1 1 0 K.NYSVVFPHDEPLAGR.N Dimethyl:2H(4): 1

5208 true 466 1733.8486 1732.8297 1 6.7 247.09 22 81.5 (M:81.5) 1 1 0 R.EGSTYHFSGTGDFHK.L Dimethyl:2H(4): 1, 15



5209 true 113 1733.885 1732.8784 1 -0.42 348.29 26.17 72.6 (M:72.6) 1 1 0
R.FQDAGPQGPVGSVYQK.
T Dimethyl: 1, 16

5210 true 2192 1733.9475 1732.9599 1 -11.38 328.23 37.67 43.9 (M:43.9) 1 1 0 K.QLFQEAHEEILNAK.N Dimethyl:2H(4): 1, 14

5211 true 1043 1734.7644 1733.7651 1 -4.6 173.1 30.17 38.4 (M:38.4) 1 1 0 R.ELVSCSNCTDYQAR.R
Carbamidomethyl: 5, 8; 
Dimethyl:2H(4): 1

5212 true 2600 1734.9 1733.8787 1 8.06 314.56 40.5 110.3 (M:110.3) 1 1 0 K.FFHNGNAIDDGVQIR.G Dimethyl:2H(4): 1



5213 true 4409 1735.8199 1734.8424 1 -17.17 346.77 43.67 15.7 (M:15.7) 1 1 0 R.QQSEEDLLLQDFSR.N Dimethyl: 1

5214 true 1282 1735.8619 1734.8639 1 -5.39 236.32 24.33 136.7 (M:136.7) 4 1 0 R.NAPYSGYSGAFHCLK.D
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 15

5215 true 2452 1735.8917 1734.8561 1 16.32 255.88 38.17 28.3 (M:28.3) 1 1 0 K.EGIMHGETISFYCK.N
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 14

5216 true 2648 1735.8962 1734.909 1 -11.58 157.66 37.33 71.4 (M:71.4) 2 1 0 K.ILEQGEEFAANEVVR.I Dimethyl:2H(4): 1



5217 true 2943 1735.8969 1734.8549 1 19.99 148.59 31.33 58.3 (M:58.3) 1 1 0
R.SFGGGTGSGFTSLLMER.
L Dimethyl:2H(4): 1

5218 false 3200 1735.8983 1734.8901 1 0.57 256.52 33 15.1 (M:15.1) 1 3 1 K.DNNQFASASLDRTIK.V Dimethyl: 1, 15

5219 true 1723 1736.8584 1735.8563 1 -2.98 361.99 35.17 93.7 (M:93.7) 1 1 0 K.HAAPTLSISEPSDMPR.R Dimethyl: 1

5220 true 3074 1737.0059 1735.9972 1 0.8 266.15 31.83 63.4 (M:63.4) 1 1 0 R.IDLACKPGVDYVYK.V
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 6, 14



5221 true 181 1738.7049 1737.7211 1 -13.5 278.84 26.5 30.7 (M:30.7) 1 1 0 R.CACTYGFTGPQCER.D
Carbamidomethyl: 1, 3, 12; 
Dimethyl:2H(4): 1

5222 true 1835 1738.8532 1737.8814 1 -20.39 330.22 35.67 32.4 (M:32.4) 1 1 0 K.LSPQFPNEEDSFHK.F Dimethyl:2H(4): 1, 14

5223 true 4367 1739.8603 1738.8676 1 -8.32 267.77 43.5 42.3 (M:42.3) 1 1 0 R.QQSEEDLLLQDFSR.N Dimethyl:2H(4): 1

5224 true 552 1739.8934 1738.8962 1 -5.79 114.2 19.67 64.6 (M:64.6) 1 1 0 K.GQLASVHSTATNEQLR.K Dimethyl: 1



5225 true 2005 1739.9166 1738.8785 1 17.71 428.4 36.67 34.1 (M:34.1) 1 1 1
-
.MAAPEAVEGNVRRPGK.K Acetyl: 1; Oxidation: 1

5226 true 1314 1740.7614 1739.7505 1 2.06 191.06 33 43.2 (M:43.2) 1 1 0
K.MVSSDGSDCSHLQGGR.
E

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1; 
Oxidation: 1

5227 true 3880 1741.8593 1740.844 1 4.62 283.85 45.17 15.9 (M:15.9) 1 1 1
R.GRMPVAVMAEGGFGFR.
K Oxidation: 3, 8; Dimethyl: 1

5228 true 115 1741.9329 1740.9286 1 -1.74 271.29 26.17 45.6 (M:45.6) 1 1 0
R.FQDAGPQGPVGSVYQK.
T Dimethyl:2H(4): 1, 16



5229 true 2131 1742.8585 1741.8675 1 -9.38 310.71 37.5 64.0 (M:64.0) 1 1 0 R.THPVEIFYTPEPER.D Dimethyl: 1

5230 true 4275 1743.8012 1742.812 1 -10.38 257.77 49.83 67.1 (M:67.1) 2 1 0 K.AMGIMNSFVNDIFER.I

5231 true 540 1743.9438 1742.9344 1 1.24 165.19 22 70.3 (M:70.3) 1 1 0 K.GHFGPINSVAFHPDGK.S Dimethyl:2H(4): 1, 16

5232 true 1629 1743.9728 1742.9356 1 17.18 178.97 25.67 49.5 (M:49.5) 1 1 0 R.LLHDQVGVTNFGPYK.Q Dimethyl: 1, 15



5233 true 4188 1744.7489 1743.7742 1 -18.71 392.94 48.5 19.7 (M:19.7) 1 74.65 1 1 -.MVYGLDQSKMNCDR.V
Carbamidomethyl: 12; 
Dimethyl: 1

5234 true 3035 1744.8124 1743.7994 1 3.29 186.15 50.83 18.2 (M:18.2) 1 1 0 K.LLMMAGIDDCYTSAR.G
Carbamidomethyl: 10; 
Dimethyl: 1

5235 true 3067 1744.8585 1743.8679 1 -9.58 197.74 38.17 41.9 (M:41.9) 1 1 0 R.ELIESFESPQPADVR.L Dimethyl: 1

5236 true 1150 1744.884 1743.8726 1 2.33 210.3 24 21.6 (M:21.6) 1 1 0 R.ALCSQHVEQLQTFR.R
Carbamidomethyl: 3; 
Dimethyl: 1



5237 true 4805 1744.9353 1743.9659 1 -21.68 300.88 45.5 36.7 (M:36.7) 1 1 0 K.EILVGDVGVTVTDPFK.H Dimethyl: 1, 16

5238 true 1509 1746.0809 1745.0691 1 2.61 198.91 26.5 34.8 (M:34.8) 1 1 0 R.IEIPIHVVPHETIGK.V Dimethyl:2H(4): 1, 15

5239 true 1429 1746.8091 1745.7956 1 3.55 194.14 24.83 44.4 (M:44.4) 1 1 0 R.YIGGCCGFEPYHVR.A
Carbamidomethyl: 5, 6; 
Dimethyl:2H(4): 1

5240 true 2132 1746.8821 1745.8926 1 -10.19 301.73 37.5 57.1 (M:57.1) 1 1 0 R.THPVEIFYTPEPER.D Dimethyl:2H(4): 1



5241 true 1778 1746.9159 1745.906 1 1.47 372.57 40.67 48.6 (M:48.6) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

5242 false 1778 1746.9159 1745.9424 1 -19.36 337.66 40.67 20.5 (M:20.5) 1 2 1
K.DGVAQKGPNNPAQAAP
K.S Dimethyl: 1, 6, 17

5243 true 1778 1746.9159 1745.906 1 1.47 372.57 40.67 48.6 (M:48.6) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

5244 true 1778 1746.9159 1745.906 1 1.47 372.57 40.67 48.6 (M:48.6) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1



5245 true 1778 1746.9159 1745.906 1 1.47 372.57 40.67 48.6 (M:48.6) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl: 1

5246 true 3323 1746.9348 1745.9312 1 -2.1 304.84 53.17 87.7 (M:87.7) 1 1 0 R.IIDVVYNASNNELVR.T Dimethyl: 1

5247 true 2083 1747.8494 1746.8036 1 22.09 282.66 36.83 24.6 (M:24.6) 1 1 0 K.MTNPAIQNDFSYYR.R Dimethyl: 1

5248 false 3017 1747.8624 1746.8901 1 -20.02 210.76 38 22.6 (M:22.6) 1 2 0 R.ELAQQVQQVAAEYSR.A Dimethyl: 1



5249 true 3017 1747.8624 1746.8788 1 -13.59 201.48 38 34.7 (M:34.7) 1 1 0 R.ELAQQVQQVADDYGK.C Dimethyl: 1, 15

5250 true 3272 1747.943 1746.9516 1 -9.1 269.53 52.67 33.6 (M:33.6) 1 1 0 K.LSPALPEEDAPVVNIR.N Dimethyl: 1

5251 true 5071 1747.961 1746.9706 1 -9.61 304.31 46.5 52.5 (M:52.5) 1 1 0 R.AIFVDLEPTVIDEVR.A Dimethyl:2H(4): 1

5252 true 4046 1748.01 1747.016 1 -7.58 263.78 47.83 19.4 (M:19.4) 1 1 0 R.ALPFWNEEIVPQIK.E Dimethyl:2H(4): 1, 14



5253 true 1329 1748.8252 1747.81 1 4.52 192.22 24.67 66.2 (M:66.2) 2 1 0 K.LSALDYHNPGGFNCR.D
Carbamidomethyl: 14; 
Dimethyl: 1

5254 true 2982 1748.8414 1747.8245 1 5.49 241.91 50.83 31.0 (M:31.0) 1 1 0 K.LLMMAGIDDCYTSAR.G
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

5255 true 1742 1748.886 1747.8716 1 4.09 224.27 26.17 88.8 (M:88.8) 2 1 0 K.ACQSIYPLHDVYVR.K
Carbamidomethyl: 2; 
Dimethyl: 1

5256 true 1426 1748.9229 1747.9002 1 8.8 229.91 40.67 34.9 (M:34.9) 1 1 0 K.QISNLQQSISDAEQR.G Dimethyl:2H(4): 1



5257 true 1034 1749.8543 1748.8345 1 7.2 495.57 27 15.4 (M:15.4) 1 1 1 -.MASDFYLRYYVGHK.G

5258 true 2226 1749.9602 1748.9713 1 -10.49 183.05 46 42.0 (M:42.0) 2 1 0 K.GLAPDLPEDLYHLIK.K Dimethyl: 1, 15

5259 true 2335 1750.0565 1749.0513 1 -1.19 337.06 33 125.2 (M:125.2) 3 1 0
K.QLGTGLLLVTGPLAVNR.
V Dimethyl: 1

5260 false 3571 1750.8263 1749.8342 1 -8.69 150.65 40.17 18.7 (M:18.7) 1 3 1 K.DIDSEKEAAMEAEIK.A
Oxidation: 10; Dimethyl: 1, 
15



5261 false 1452 1750.9286 1749.8819 1 22.53 375.91 37.67 17.5 (M:17.5) 1 2 0 K.LSECSTLIQELSQSK.E
Carbamidomethyl: 4; 
Dimethyl: 15

5262 true 3273 1750.9844 1749.9563 1 11.91 357.28 53.17 78.8 (M:78.8) 1 1 0 R.IIDVVYNASNNELVR.T Dimethyl:2H(4): 1

5263 true 2948 1751.0297 1750.0229 1 -0.25 304.79 32 43.4 (M:43.4) 1 1 0 K.IDADKPQVTGQVLFR.Q Dimethyl:2H(4): 1, 5

5264 true 3742 1751.8223 1750.8203 1 -2.97 179.01 41 80.9 (M:80.9) 2 1 0 R.GFGFVTFDDHDPVDK.I Dimethyl: 1, 15



5265 true 2033 1751.9159 1750.9002 1 4.77 360.18 36.67 82.7 (M:82.7) 1 1 0 K.HGGTIPVVPTAEFQDR.I Dimethyl: 1

5266 true 1630 1751.9852 1750.9858 1 -4.49 222.36 25.67 54.9 (M:54.9) 1 1 0 R.LLHDQVGVTNFGPYK.Q Dimethyl:2H(4): 1, 15

5267 true 1189 1752.8533 1751.8351 1 6.2 184.35 24.67 48.1 (M:48.1) 1 1 0 K.LSALDYHNPGGFNCR.D
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

5268 true 603 1752.8668 1751.8842 1 -14.11 275.44 28.33 93.8 (M:93.8) 1 1 0 K.FEGDPASHSQPGVQLK.S Dimethyl: 1, 16



5269 true 3821 1752.8671 1751.8883 1 -16.22 278.66 44.5 17.0 (M:17.0) 1 1 0 K.NSSYFVEWIPNNVK.T Dimethyl: 1, 14

5270 true 3821 1752.8671 1751.8883 1 -16.22 278.66 44.5 17.0 (M:17.0) 1 1 0 K.NSSYFVEWIPNNVK.T Dimethyl: 1, 14

5271 true 3821 1752.8671 1751.8883 1 -16.22 278.66 44.5 17.0 (M:17.0) 1 1 0 K.NSSYFVEWIPNNVK.V Dimethyl: 1, 14

5272 true 3821 1752.8671 1751.8883 1 -16.22 278.66 44.5 17.0 (M:17.0) 1 1 0 K.NSSYFVEWIPNNVK.T Dimethyl: 1, 14



5273 true 1517 1752.8853 1751.8842 1 -3.55 132.64 41.5 35.9 (M:35.9) 1 1 1 R.KLEVEANNAFDQYR.D Dimethyl: 1, 1

5274 true 3211 1752.8882 1751.888 1 -3.98 197.57 38.67 40.0 (M:40.0) 1 1 0 K.EFDPTITDGSLSVPSR.R Dimethyl:2H(4): 1

5275 true 5427 1752.8918 1751.8854 1 -0.5 322.11 48.67 33.8 (M:33.8) 1 1 1 K.FSGWNKELAMPSPEK.K Dimethyl:2H(4): 15

5276 true 1687 1752.904 1751.9393 1 -24.28 130.45 32.5 29.0 (M:29.0) 1 1 0 K.IPEQQVTQEVTDSSK.D Dimethyl:2H(4): 1, 15



5277 true 1711 1752.9105 1751.8967 1 3.73 239.92 26.17 77.1 (M:77.1) 3 1 0 K.ACQSIYPLHDVYVR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5278 true 746 1752.913 1751.9294 1 -13.48 241.66 21.5 38.1 (M:38.1) 1 1 0 R.ASGNYATVISHNPETK.K Dimethyl:2H(4): 1, 16

5279 true 1255 1752.9192 1751.9029 1 5.15 215.76 25.83 37.1 (M:37.1) 1 1 0 R.YPHLPCLQVGQEQK.H
Carbamidomethyl: 6; 
Dimethyl: 1, 14

5280 true 2910 1752.9239 1751.9094 1 4.14 164.21 50.5 31.7 (M:31.7) 1 1 1 K.AFAQFLTDEIKEER.K Dimethyl: 1, 11



5281 true 4806 1752.9855 1752.0161 1 -21.61 217.91 45.5 50.0 (M:50.0) 1 1 0 K.EILVGDVGVTVTDPFK.H Dimethyl:2H(4): 1, 16

5282 true 2336 1754.0823 1753.0764 1 -0.79 404.1 33 82.3 (M:82.3) 3 1 0
K.QLGTGLLLVTGPLAVNR.
V Dimethyl:2H(4): 1

5283 true 2653 1754.7672 1753.7577 1 1.27 239.27 36.83 19.4 (M:19.4) 1 1 0 R.CSGEPFQAITSDDSGR.I
Carbamidomethyl: 1; 
Dimethyl: 1

5284 true 1610 1754.7926 1753.7921 1 -3.85 242.26 24.83 91.8 (M:91.8) 2 1 0
R.FGGNPGGFGNQGGFGN
SR.G Dimethyl: 1



5285 true 2199 1754.8274 1753.8454 1 -14.45 109.59 34.83 22.1 (M:22.1) 1 1 0
K.NDLSSSPTGLMADGTTR.
F Dimethyl:2H(4): 1

5286 true 935 1754.8745 1753.8909 1 -13.47 250.09 29.67 42.9 (M:42.9) 1 1 0 R.NVEKPESVSDHMYR.M Dimethyl:2H(4): 1, 4

5287 true 2084 1754.9038 1753.8759 1 11.73 347.59 36.83 77.1 (M:77.1) 1 1 0 K.ICGDIHGQYYDLLR.L
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5288 true 2721 1754.9454 1753.9363 1 1.03 280.93 39.17 34.9 (M:34.9) 1 1 0 K.AADHLKPFLDDSTLR.F Dimethyl: 1, 6



5289 true 2562 1754.9463 1753.9335 1 3.2 137.71 30 34.0 (M:34.0) 1 1 0
K.LMGGTALNTGSALDFVR.
N Dimethyl:2H(4): 1

5290 true 3614 1755.8288 1754.8152 1 3.6 225.17 40.67 41.6 (M:41.6) 1 1 0 R.GFAFVTFDDHDSVDK.I Dimethyl: 1, 15

5291 true 2007 1755.9375 1754.9253 1 2.78 360.33 36.67 111.0 (M:111.0) 1 1 0 K.HGGTIPVVPTAEFQDR.I Dimethyl:2H(4): 1

5292 true 2509 1755.973 1754.9728 1 -4.02 269.52 47.33 26.6 (M:26.6) 1 1 0 R.ALTVPELTQQMFDAK.N Dimethyl:2H(4): 1, 15



5293 true 2331 1755.9844 1754.9617 1 8.76 106.26 28.83 53.2 (M:53.2) 1 1 0 K.QNPGLLHTEELGFLR.E Dimethyl:2H(4): 1

5294 true 2727 1756.8953 1755.9077 1 -11.18 243.1 40.33 43.4 (M:43.4) 1 1 0 K.TITSEDVAEMHNILK.K Dimethyl: 1, 15

5295 true 1008 1756.9309 1755.9131 1 5.99 180.83 32 21.5 (M:21.5) 1 1 0 K.YGSSHTDVIITENEK.T Dimethyl:2H(4): 1, 15

5296 true 2528 1756.9918 1755.9821 1 1.37 152.97 29.83 33.8 (M:33.8) 1 1 0 K.ASVITQVFHVPLEER.K Dimethyl:2H(4): 1



5297 true 2784 1757.0106 1756.0123 1 -5.11 351.72 30.67 47.9 (M:47.9) 1 1 0 R.GQYFGELALVTNKPR.A Dimethyl:2H(4): 1, 13

5298 true 2160 1757.8713 1756.893 1 -16.48 389.25 38.33 50.2 (M:50.2) 1 1 0 K.MAFRPGVVDLPEENR.E Dimethyl: 1

5299 true 3333 1757.9193 1756.9148 1 -1.59 204.7 36.67 64.7 (M:64.7) 2 1 0 R.AIFLADGNIFTTGFSR.M Dimethyl: 1

5300 true 2227 1757.9425 1756.9388 1 -2.03 360.66 37.83 47.9 (M:47.9) 1 1 0 R.HLLDKPFYNDFER.G Dimethyl:2H(4): 1, 5



5301 true 2348 1758.0285 1757.0215 1 -0.13 203.85 46.33 60.8 (M:60.8) 1 1 0 K.GLAPDLPEDLYHLIK.K Dimethyl:2H(4): 1, 15

5302 true 1665 1758.8178 1757.8172 1 -3.77 288.09 24.83 72.2 (M:72.2) 1 1 0
R.FGGNPGGFGNQGGFGN
SR.G Dimethyl:2H(4): 1

5303 true 2309 1758.8256 1757.7832 1 20.01 284.13 38.5 45.5 (M:45.5) 1 1 0 K.MYSTDDGVQFHAFGR.V Dimethyl: 1

5304 true 4490 1758.9236 1757.9094 1 3.95 362.75 44 15.1 (M:15.1) 1 1 1
R.GAGGQGKLDVNISSPMR
.K Oxidation: 16; Dimethyl: 1, 7



5305 true 1549 1758.9364 1757.9134 1 8.93 251.62 26.83 36.3 (M:36.3) 1 1 0 K.QVMGLITHTDSPYIR.A Dimethyl: 1

5306 true 3368 1758.9741 1757.9505 1 9.3 262.76 35.67 98.2 (M:98.2) 1 1 0
K.AAGVNVEPFWPGLFAK.
A Dimethyl: 1, 16

5307 true 4190 1759.7784 1758.8069 1 -20.34 250.33 48.5 69.4 (M:69.4) 1 98.58 1 0 K.AMGIMNSFVNDIFER.I Oxidation: 2

5308 true 3743 1759.8675 1758.8705 1 -5.84 199.63 41 34.4 (M:34.4) 1 1 0 R.GFGFVTFDDHDPVDK.I Dimethyl:2H(4): 1, 15



5309 true 171 1759.9951 1758.9716 1 9.26 368.58 20.5 95.0 (M:95.0) 1 1 0
K.GAEAANVTGPGGVPVQ
GSK.Y Dimethyl:2H(4): 1, 19

5310 true 604 1760.9122 1759.9345 1 -16.77 291.43 28.33 91.3 (M:91.3) 1 1 0 K.FEGDPASHSQPGVQLK.S Dimethyl:2H(4): 1, 16

5311 true 1565 1760.9336 1759.9345 1 -4.61 226.12 41.67 65.7 (M:65.7) 1 1 1 R.KLEVEANNAFDQYR.D Dimethyl:2H(4): 1, 1

5312 true 1751 1760.9601 1759.9468 1 3.37 87.83 25.67 40.9 (M:40.9) 1 1 0 R.IAQTSYIPTQQDVLR.T Dimethyl: 1



5313 true 2911 1760.9704 1759.9596 1 1.99 240.53 50.5 41.9 (M:41.9) 1 1 1 K.AFAQFLTDEIKEER.K Dimethyl:2H(4): 1, 11

5314 true 2290 1761.9118 1760.9181 1 -7.75 392.22 38.33 26.1 (M:26.1) 1 1 0 K.MAFRPGVVDLPEENR.E Dimethyl:2H(4): 1

5315 true 482 1761.9357 1760.9396 1 -6.36 184.88 34 65.6 (M:65.6) 1 1 0 R.ETNIESQPIVDTHSK.R Dimethyl:2H(4): 1, 15

5316 true 3498 1761.9399 1760.9399 1 -4.14 320.26 36.83 30.9 (M:30.9) 1 1 0 R.AIFLADGNIFTTGFSR.M Dimethyl:2H(4): 1



5317 false 3368 1761.9889 1761.0149 1 -18.89 248.26 44.83 30.7 (M:30.7) 1 2 1 R.NSVTPLASPEPIKKPR.I Dimethyl: 1

5318 true 3368 1761.9889 1760.9825 1 -0.52 367.57 44.83 81.2 (M:81.2) 3 1 0 R.DYLHLPPEIVPATLR.R Dimethyl: 1

5319 true 2556 1762.8422 1761.8083 1 15.11 352.95 38.5 56.2 (M:56.2) 1 1 0 K.MYSTDDGVQFHAFGR.V Dimethyl:2H(4): 1

5320 true 819 1762.9149 1761.9122 1 -2.61 281.44 29.33 30.7 (M:30.7) 1 1 0 R.LHAEVQQQLEQQQR.D Dimethyl: 1



5321 true 1550 1762.9625 1761.9385 1 9.47 291.36 26.67 41.2 (M:41.2) 1 1 0 K.QVMGLITHTDSPYIR.A Dimethyl:2H(4): 1

5322 true 2722 1762.9924 1761.9865 1 -0.78 302.29 39.17 46.9 (M:46.9) 1 1 0 K.AADHLKPFLDDSTLR.F Dimethyl:2H(4): 1, 6

5323 true 3694 1763.8372 1762.8654 1 -20.1 213.73 40.67 47.4 (M:47.4) 1 1 0 R.GFAFVTFDDHDSVDK.I Dimethyl:2H(4): 1, 15

5324 true 2391 1763.9872 1762.9953 1 -8.75 227.69 47.33 27.6 (M:27.6) 1 1 1 R.SEMPPVQFKLLGTLR.M
Dimethyl:2H(4): 1; 
Oxidation: 3



5325 false 968 1763.9909 1762.9593 1 13.78 360.59 32.17 18.1 (M:18.1) 1 4 1 K.LQSFLSKEAEYDNK.L
Dimethyl:2H(4): 1, 7; 
Dimethyl: 14

5326 true 2285 1764.0018 1763.0233 1 -16.33 331.83 32.5 32.9 (M:32.9) 1 1 0 R.QILLYSATFPLSVQK.F Dimethyl: 1, 15

5327 true 286 1764.9746 1763.9604 1 3.91 207.26 20.67 24.0 (M:24.0) 1 1 0 R.AELRPADMVPVSQAPK.E Dimethyl: 1, 16

5328 true 1752 1764.994 1763.972 1 8.39 107.11 25.67 61.9 (M:61.9) 1 1 0 R.IAQTSYIPTQQDVLR.T Dimethyl:2H(4): 1



5329 true 553 1765.8729 1764.878 1 -7.01 153.55 19.67 34.7 (M:34.7) 1 1 0 R.HQADVCHAYQIVHR.N
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5330 true 376 1765.926 1764.9243 1 -3.14 219.48 21.17 36.1 (M:36.1) 1 1 0 R.RPAAQDVCPPAPDAIR.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

5331 true 1044 1765.9429 1764.9365 1 -0.51 295.61 26 21.4 (M:21.4) 1 1 1 R.MAVMALVTEDKSLNK.D
Oxidation: 1, 4; Dimethyl: 1, 
11, 15

5332 true 3369 1766.0114 1765.0076 1 -1.96 339.69 44.83 79.1 (M:79.1) 3 1 0 R.DYLHLPPEIVPATLR.R Dimethyl:2H(4): 1



5333 true 2040 1766.0422 1765.0138 1 11.97 131.96 27.83 42.6 (M:42.6) 1 1 0 K.VLVQVGYEPLPPTLGR.N Dimethyl: 1

5334 true 525 1766.8374 1765.8417 1 -6.57 300.31 28 96.2 (M:96.2) 1 1 0
R.NATTGEYAQACVQVAR.
D

Carbamidomethyl: 11; 
Dimethyl: 1

5335 true 489 1766.9568 1765.9675 1 -10.16 286.16 19.33 27.5 (M:27.5) 1 1 0
K.QEGQQHGLSVGQHLGK.
A Dimethyl:2H(4): 1, 16

5336 true 3393 1767.029 1766.0007 1 11.93 342.33 35.67 34.5 (M:34.5) 1 1 0
K.AAGVNVEPFWPGLFAK.
A Dimethyl:2H(4): 1, 16



5337 true 482 1767.8772 1766.8734 1 -1.95 84.71 21.33 54.6 (M:54.6) 1 1 0 K.IGGCTQQDVELHVQR.I
Carbamidomethyl: 4; 
Dimethyl: 1

5338 true 2232 1767.9831 1766.9567 1 10.85 252.41 37.5 51.4 (M:51.4) 1 1 0 K.IHYLDTTTLIEPAPR.Y Dimethyl: 1

5339 true 2161 1768.8339 1767.8216 1 2.78 347.18 37.67 67.8 (M:67.8) 1 1 0 K.GYGFVHFETQEAAER.A Dimethyl: 1

5340 true 1151 1768.9529 1767.9358 1 5.55 223.57 24.17 48.1 (M:48.1) 1 1 0 K.YGAHNYHPLPVALER.G Dimethyl:2H(4): 1



5341 true 3274 1768.9791 1767.9731 1 -0.69 287.7 52.33 88.0 (M:88.0) 1 1 0 R.AIVAIENPADVSVISSR.N Dimethyl: 1

5342 true 3744 1769.8333 1768.8308 1 -2.74 220.34 40.83 79.4 (M:79.4) 2 1 0 R.GFAFVTFDDHDTVDK.I Dimethyl: 1, 15

5343 true 3549 1769.8368 1768.8684 1 -22.01 194.65 55.17 16.5 (M:16.5) 1 1 1
R.ATGMQPSIMGASRGMA
R.R

Dimethyl:2H(4): 1; 
Oxidation: 9

5344 true 1510 1769.9365 1768.9472 1 -10.13 287.57 26.83 27.9 (M:27.9) 1 1 0 R.QHDIVIVGYSPLGTSR.D Dimethyl: 1



5345 true 1764 1770.0674 1769.0389 1 11.99 209.4 27.83 43.1 (M:43.1) 1 1 0 K.VLVQVGYEPLPPTLGR.N Dimethyl:2H(4): 1

5346 true 5387 1770.8269 1769.8593 1 -22.4 274.35 49.17 17.0 (M:17.0) 1 1 1 R.ISMADVKFSFQCPGR.M
Carbamidomethyl: 12; 
Dimethyl: 1

5347 true 3069 1770.8409 1769.822 1 6.53 223.57 38.17 50.6 (M:50.6) 1 1 0 K.NQDLFLNSEATDYGR.Q Dimethyl: 1

5348 true 2379 1770.8489 1769.8366 1 2.79 257.37 28 89.7 (M:89.7) 3 1 0
R.TSQSTTQQQYAGMVGR.
S Dimethyl: 1



5349 true 526 1770.8618 1769.8668 1 -6.94 275.56 28 51.2 (M:51.2) 1 1 0
R.NATTGEYAQACVQVAR.
D

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

5350 true 1590 1770.961 1769.9552 1 -0.83 219.27 25.67 153.2 (M:153.2) 2 1 0 K.VSALYGGFTIHNEGNK.Y Dimethyl:2H(4): 1, 16

5351 true 2191 1771.8447 1770.8366 1 0.46 96.17 28.17 54.8 (M:54.8) 1 1 0 R.GFGFVYFQNHDAADK.A Dimethyl: 1, 15

5352 true 3178 1771.8466 1770.8433 1 -2.27 271.86 55.83 134.8 (M:134.8) 7 1 0 K.AMGIMNSFVNDIFER.I Dimethyl: 1



5353 true 483 1771.9032 1770.8985 1 -1.43 102.09 21.33 77.3 (M:77.3) 1 1 0 K.IGGCTQQDVELHVQR.I
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

5354 true 1977 1771.9432 1770.9186 1 9.81 119.22 26.83 47.4 (M:47.4) 1 1 0 K.TPMPLPVISSTTENTR.Q Dimethyl: 1

5355 true 2276 1772.0068 1770.9818 1 10 422.19 37.5 30.7 (M:30.7) 1 1 0 K.IHYLDTTTLIEPAPR.Y Dimethyl:2H(4): 1

5356 false 5174 1772.8145 1771.8476 1 -22.8 235.1 48 15.3 (M:15.3) 1 2 1 R.KEASDPQPEDTESALK.Q Dimethyl: 16



5357 true 3730 1772.822 1771.8055 1 5.16 357.17 46.5 23.7 (M:23.7) 2 1 1 -.MVYGLDQSKMNCDR.V
Carbamidomethyl: 12; 
Dimethyl: 1, 9

5358 false 2162 1772.853 1771.8702 1 -13.85 411.05 37.67 16.0 (M:16.0) 1 2 1 K.GMAYIEFKTEAEAEK.A Dimethyl: 1, 15

5359 true 2162 1772.853 1771.8468 1 -0.6 384.54 37.67 87.0 (M:87.0) 1 1 0 K.GYGFVHFETQEAAER.A Dimethyl:2H(4): 1

5360 true 1477 1772.9288 1771.9257 1 -2.36 152.62 25 37.6 (M:37.6) 1 1 0 K.VSQPIEGHAASFAQFK.M Dimethyl: 1, 16



5361 true 3208 1773.0056 1771.9982 1 0.09 333.33 52.33 69.0 (M:69.0) 1 1 0 R.AIVAIENPADVSVISSR.N Dimethyl:2H(4): 1

5362 true 3729 1773.8515 1772.8226 1 12.19 389.46 56 77.7 (M:77.7) 3 1 0 K.AMSIMNSFVNDIFER.L

5363 true 1598 1773.9919 1772.9723 1 6.94 375.04 26.83 80.2 (M:80.2) 1 1 0 R.QHDIVIVGYSPLGTSR.D Dimethyl:2H(4): 1

5364 true 3070 1774.8434 1773.8471 1 -6.23 281.04 38.17 84.4 (M:84.4) 1 1 0 K.NQDLFLNSEATDYGR.Q Dimethyl:2H(4): 1



5365 false 4297 1774.8462 1773.8203 1 10.46 473.38 49.83 21.4 (M:21.4) 1 3 0
K.EAAALGSHGSCTTEVEK.
E

Carbamidomethyl: 11; 
Dimethyl: 17

5366 true 2729 1774.9027 1773.8814 1 7.94 306.69 40.33 46.1 (M:46.1) 1 1 0 K.HTTSIFDDFAHYEK.R Dimethyl:2H(4): 1, 14

5367 true 2737 1774.9038 1773.8946 1 1.06 212.32 37 17.7 (M:17.7) 1 1 1 M.SDKPDMAEIEKFDK.S
Dimethyl:2H(4): 11, 14; 
Acetyl: 1; Oxidation: 6

5368 true 1434 1774.9407 1773.9261 1 4.12 285.3 33.67 84.4 (M:84.4) 1 1 0 K.INEKPQVIADYESGR.A Dimethyl: 1, 4



5369 true 4225 1774.9482 1773.9699 1 -16.34 208.77 46.33 25.1 (M:25.1) 1 77.33 1 1 R.IAKEEIFGPVQQIMK.F Oxidation: 14; Dimethyl: 1

5370 true 1072 1775.844 1774.832 1 2.64 333.33 38.17 20.6 (M:20.6) 1 1 0 R.CLDGVIEYPQCAYR.W
Carbamidomethyl: 1, 11; 
Dimethyl:2H(4): 1

5371 true 3601 1775.8708 1774.8684 1 -2.75 337.17 55.17 89.1 (M:89.1) 3 1 0 K.AMGIMNSFVNDIFER.I Dimethyl:2H(4): 1

5372 true 1064 1775.9285 1774.9115 1 5.48 164.8 23.5 92.0 (M:92.0) 1 1 0 K.TLPAHSDPVSAVHFNR.D Dimethyl: 1



5373 true 3136 1775.9438 1774.9192 1 9.74 459.93 42.83 56.7 (M:56.7) 1 1 0 K.FGISPPNISGPPEFER.I Dimethyl:2H(4): 1

5374 false 1865 1775.9671 1774.9589 1 0.51 278.8 26.83 15.1 (M:15.1) 1 2 1 K.LGIKADSYSYNLMLR.A Dimethyl:2H(4): 1

5375 true 5217 1776.8677 1775.8553 1 2.93 362.74 48 28.1 (M:28.1) 1 1 0 K.YVLAGMNVYSAEFER.I Dimethyl: 1

5376 true 3129 1776.9484 1775.9691 1 -15.79 352.49 41 45.9 (M:45.9) 1 1 0 K.SHLMEIQVNGGTVAEK.V Dimethyl:2H(4): 1, 16



5377 true 568 1776.9792 1775.953 1 10.67 264.37 20.5 82.8 (M:82.8) 2 1 0
R.VYQLAAGGTAVGTGLNT
R.I Dimethyl: 1

5378 true 1315 1777.7822 1776.7663 1 4.82 263.69 33 42.5 (M:42.5) 1 1 0
R.SGSHTSDFSPNSGADQR.
V Dimethyl: 1

5379 true 2439 1777.7834 1776.7843 1 -4.57 228.73 36 49.9 (M:49.9) 1 1 0 K.EVYENYPSYDLSDR.K Dimethyl: 1

5380 true 896 1777.7995 1776.8195 1 -15.33 219.01 29.5 52.5 (M:52.5) 1 1 0 R.DESFYGETSHNYHK.F Dimethyl:2H(4): 1, 14



5381 true 116 1777.8137 1776.8279 1 -12.05 220.89 26.33 15.7 (M:15.7) 1 1 1 K.TNNVTEHEDTDKYR.Q Dimethyl: 1, 12

5382 true 2883 1777.8346 1776.8107 1 9.32 232.35 50.83 39.0 (M:39.0) 1 1 0 K.LVSWYDNEFGYSNR.V Dimethyl: 1

5383 true 1222 1777.8565 1776.8437 1 3.15 306.79 32.83 61.5 (M:61.5) 1 1 0
K.IHGGSVVEMQGDEMTR.
V Dimethyl:2H(4): 1

5384 true 3745 1777.8829 1776.881 1 -3.07 212.66 40.83 54.1 (M:54.1) 1 1 0 R.GFAFVTFDDHDTVDK.I Dimethyl:2H(4): 1, 15



5385 true 1726 1777.9164 1776.941 1 -17.93 321.75 35 31.9 (M:31.9) 1 1 0 R.LFLHENIHDEVVEK.L Dimethyl: 1, 14

5386 true 316 1777.9698 1776.9421 1 11.54 259.61 21.33 54.7 (M:54.7) 1 1 0 K.LLDQHSHPSGSIAIDR.D Dimethyl:2H(4): 1

5387 true 2694 1778.8578 1777.8808 1 -17.03 272.84 37 47.7 (M:47.7) 1 1 1 M.SDKPDMAEIEKFDK.S
Acetyl: 1; Dimethyl: 3, 11, 
14

5388 true 1368 1778.882 1777.8669 1 4.39 208.53 40.33 15.7 (M:15.7) 1 1 0 R.LTVVDTPGYGDAINCR.D
Carbamidomethyl: 15; 
Dimethyl: 1



5389 true 1635 1778.8916 1777.8781 1 3.5 108.96 25.17 62.9 (M:62.9) 1 1 0 K.ISNQVDLANVCAQYR.Q
Carbamidomethyl: 11; 
Dimethyl: 1

5390 true 4946 1778.9071 1777.9226 1 -12.79 366.27 46.17 86.8 (M:86.8) 1 1 0 K.SGTIFDNFLITDDEK.F Dimethyl:2H(4): 1, 15

5391 true 1696 1778.9128 1777.9049 1 0.34 322.05 35.17 55.2 (M:55.2) 1 1 0 R.AADQFSLIDFNHNVR.C Dimethyl:2H(4): 1

5392 true 3615 1779.873 1778.8845 1 -10.54 208.38 40.33 20.7 (M:20.7) 1 1 0
R.AVLDVTCVDSMADPVR.
V

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



5393 true 2523 1779.9323 1778.9389 1 -7.83 244.58 33.83 85.0 (M:85.0) 2 1 0
R.MGGLPNFLANSFVGTAK.
F Dimethyl: 1, 17

5394 true 1065 1779.9529 1778.9366 1 5.08 235.96 23.5 33.5 (M:33.5) 1 1 0 K.TLPAHSDPVSAVHFNR.D Dimethyl:2H(4): 1

5395 true 4488 1780.0055 1779.008 1 -5.51 409.26 53.83 118.3 (M:118.3) 5 1 0 K.YTPQDVAVATVTTLLR.T Dimethyl:2H(4): 1

5396 true 1647 1780.8294 1779.8567 1 -19.42 231.79 32.33 30.1 (M:30.1) 1 1 1 R.IKDEPDDDGFYASPK.E Dimethyl: 1, 2, 15



5397 true 851 1780.8938 1779.8825 1 2.24 114.48 22.5 21.1 (M:21.1) 1 1 0 R.YGVSSMIQSQEKPDR.V Dimethyl: 1, 12

5398 true 1235 1780.9889 1779.9759 1 3.19 210.69 25 68.2 (M:68.2) 1 1 0 K.VSQPIEGHAASFAQFK.M Dimethyl:2H(4): 1, 16

5399 true 518 1780.9983 1779.9781 1 7.24 316.2 20.5 95.7 (M:95.7) 2 1 0
R.VYQLAAGGTAVGTGLNT
R.I Dimethyl:2H(4): 1

5400 true 1937 1781.0168 1780.0123 1 -1.59 211.72 32.17 38.6 (M:38.6) 1 1 0
K.AFVAIGDYNGHVGLGVK.
C Dimethyl:2H(4): 1, 17



5401 false 2557 1781.0543 1780.0657 1 -10.49 275.34 31.33 19.0 (M:19.0) 1 2 1 R.LPGLILYTIRMIMAK.S
Dimethyl:2H(4): 15; 
Oxidation: 13

5402 true 2557 1781.0543 1780.0375 1 5.34 328.15 31.33 85.2 (M:85.2) 1 1 0 K.FNSDLLITHTLPFAK.I Dimethyl:2H(4): 1, 15

5403 true 997 1781.0864 1780.0698 1 5.19 170.44 23.17 47.4 (M:47.4) 1 1 0 K.LVSKPGELHEEPLLR.F Dimethyl:2H(4): 1, 4

5404 true 1316 1781.806 1780.7914 1 4.12 229.64 33 29.7 (M:29.7) 1 1 0
R.SGSHTSDFSPNSGADQR.
V Dimethyl:2H(4): 1



5405 true 2440 1781.8079 1780.8094 1 -4.92 287.35 36 30.7 (M:30.7) 1 1 0 K.EVYENYPSYDLSDR.K Dimethyl:2H(4): 1

5406 true 2957 1781.8596 1780.8359 1 9.23 267.81 50.83 23.1 (M:23.1) 1 1 0 K.LVSWYDNEFGYSNR.V Dimethyl:2H(4): 1

5407 true 1152 1781.9613 1780.9546 1 -0.32 183.48 23.83 22.7 (M:22.7) 1 1 1 K.GVIVDKDFSHPQMPK.E Dimethyl: 1, 6, 15

5408 true 2063 1781.9824 1780.9512 1 13.41 401.19 27.33 52.8 (M:52.8) 1 1 0 K.AGGFLVGYLPSGSPIYR.N Dimethyl: 1



5409 true 1711 1782.8387 1781.8254 1 3.35 203.74 42.17 17.5 (M:17.5) 1 1 0 K.FSNQETCVEIGESVR.G
Carbamidomethyl: 7; 
Dimethyl: 1

5410 true 1191 1782.9043 1781.8843 1 7.16 160.77 24.17 44.0 (M:44.0) 1 1 0 R.VSVENINQLCQSAHR.E
Carbamidomethyl: 10; 
Dimethyl: 1

5411 true 1453 1782.9172 1781.9386 1 -16.06 287.92 34 36.2 (M:36.2) 1 1 0 K.EAPCILIYIPDGHTK.E
Carbamidomethyl: 4; 
Dimethyl: 1, 15

5412 true 1636 1782.9343 1781.9032 1 13.33 159.93 25.17 24.1 (M:24.1) 1 1 0 K.ISNQVDLANVCAQYR.Q
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1



5413 true 1183 1782.9733 1781.9763 1 -5.81 345.21 33.67 67.2 (M:67.2) 1 1 0 K.INEKPQVIADYESGR.A Dimethyl:2H(4): 1, 4

5414 true 2610 1784.8812 1783.9105 1 -20.48 148.91 36.5 41.8 (M:41.8) 1 1 0 K.VPVGDQPQDIEYQIR.D Dimethyl: 1

5415 true 2294 1784.9488 1783.9688 1 -15.32 255.54 28.33 96.7 (M:96.7) 1 1 0
K.VALPALSPTMQMGTIAR.
W Dimethyl: 1

5416 true 1416 1785.7874 1784.808 1 -15.61 215.72 31.67 81.2 (M:81.2) 1 1 0 K.TSDDGEVYYSEEAEK.T Dimethyl:2H(4): 1, 15



5417 true 1727 1785.9655 1784.9912 1 -18.52 381.34 35 54.2 (M:54.2) 1 1 0 R.LFLHENIHDEVVEK.L Dimethyl:2H(4): 1, 14

5418 true 2078 1786.0154 1784.9763 1 17.79 432.18 27.33 15.8 (M:15.8) 1 1 0 K.AGGFLVGYLPSGSPIYR.N Dimethyl:2H(4): 1

5419 false 1788 1786.9902 1785.9737 1 5.15 115.88 26 56.7 (M:56.7) 2 2 1 R.IARADYIPTQQDVLR.T Dimethyl: 1

5420 true 3819 1787.814 1786.8382 1 -17.59 414.87 48.5 88.5 (M:88.5) 4 99.95 1 0 K.AMGIMNSFVNDIFER.I Oxidation: 2; Dimethyl: 1



5421 false 3819 1787.814 1786.8233 1 -9.25 374.3 48.5 18.7 (M:18.7) 1 3 0 K.METVNSDSDSEFGIPK.K Dimethyl:2H(4): 1

5422 false 3819 1787.814 1786.8305 1 -13.28 327.07 48.5 16.0 (M:16.0) 1 4 1
K.QTSGSKSLCSSDNAEGK.
E

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

5423 true 2353 1787.8454 1786.8382 1 -0.05 312.88 46.83 86.5 (M:86.5) 4 99.92 1 0 K.AMGIMNSFVNDIFER.I Oxidation: 5; Dimethyl: 1

5424 false 2353 1787.8454 1786.8099 1 15.78 370.59 46.83 15.5 (M:15.5) 1 4 0
R.VLHHMGGMAGLQSMM
R.Q Oxidation: 5, 8



5425 true 1052 1787.8464 1786.8387 1 0.26 254.86 27.17 24.3 (M:24.3) 1 1 0
M.AGHDSGSQHQFTGFQK.
Y Dimethyl: 1, 16

5426 true 2997 1787.9137 1786.8883 1 10.09 132.95 31.5 35.5 (M:35.5) 1 1 0 R.SLQSLEASLHAMESTR.E Dimethyl: 1

5427 true 1239 1787.9431 1786.9036 1 18.01 83.87 23.33 15.1 (M:15.1) 1 1 0 K.HIVLSGGSTMYPGLPSR.L Oxidation: 10

5428 true 2611 1788.9192 1787.9356 1 -13.24 225.34 36.5 67.8 (M:67.8) 1 1 0 K.VPVGDQPQDIEYQIR.D Dimethyl:2H(4): 1



5429 true 2255 1788.972 1787.994 1 -16.32 265.18 28.33 59.8 (M:59.8) 1 1 0
K.VALPALSPTMQMGTIAR.
W Dimethyl:2H(4): 1

5430 true 5276 1789.822 1788.8175 1 -1.53 325.49 47.83 16.3 (M:16.3) 2 1 0 K.AMSIMNSFVNDIFER.L Oxidation: 5

5431 true 5578 1789.8579 1788.8175 1 18.51 281.61 49.33 22.0 (M:22.0) 1 80.11 1 0 K.AMSIMNSFVNDIFER.L Oxidation: 2

5432 true 4226 1789.9635 1788.9556 1 0.33 253.72 46.33 42.1 (M:42.1) 1 1 0 R.SPHENLVPCDVLLLR.G
Carbamidomethyl: 9; 
Dimethyl: 1



5433 true 1599 1790.8692 1789.8846 1 -12.7 324.09 32.33 39.4 (M:39.4) 1 1 0
M.SDNGELEDKPPAPPVR.
M Acetyl: 1; Dimethyl: 9

5434 true 3746 1790.8823 1789.8846 1 -5.38 278.04 41 55.0 (M:55.0) 1 1 0 K.SYELPDGQVITIGNER.F

5435 true 3746 1790.8823 1789.8846 1 -5.38 278.04 41 55.0 (M:55.0) 1 1 0 K.SYELPDGQVITIGNER.F

5436 true 3746 1790.8823 1789.8846 1 -5.38 278.04 41 55.0 (M:55.0) 1 1 0 K.SYELPDGQVITIGNER.F



5437 true 3746 1790.8823 1789.8846 1 -5.38 278.04 41 55.0 (M:55.0) 1 1 0 K.SYELPDGQVITIGNER.F

5438 true 2738 1790.9367 1789.9561 1 -14.9 286.01 37 72.9 (M:72.9) 1 1 1 M.SDKPDMAEIEKFDK.S
Dimethyl:2H(4): 3, 11, 14; 
Acetyl: 1

5439 true 346 1790.939 1789.9497 1 -10.08 237.32 18.67 24.4 (M:24.4) 1 1 0 R.DVKPHNVMIDHEHR.K Dimethyl:2H(4): 1, 3

5440 true 1454 1790.9658 1789.9888 1 -16.9 327.85 34 62.7 (M:62.7) 1 1 0 K.EAPCILIYIPDGHTK.E
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 15



5441 false 1454 1790.9658 1789.991 1 -18.11 358.42 34 17.3 (M:17.3) 1 3 1 R.MNVLADALKSINNAEK.R
Dimethyl:2H(4): 9; 
Dimethyl: 16

5442 false 1789 1791.0156 1789.9938 1 8.1 124.89 25.83 22.7 (M:22.7) 1 3 0 K.VDQIHEIVTGNPTVIK.M Dimethyl: 16

5443 false 1789 1791.0156 1789.9988 1 5.28 155.65 25.83 38.1 (M:38.1) 1 2 1 R.IARADYIPTQQDVLR.T Dimethyl:2H(4): 1

5444 true 3874 1791.8445 1790.8633 1 -14.6 392.95 46.5 56.1 (M:56.1) 3 99.88 1 0 K.AMGIMNSFVNDIFER.I
Dimethyl:2H(4): 1; 
Oxidation: 5



5445 true 3768 1791.8557 1790.8633 1 -8.32 301.34 57 79.7 (M:79.7) 3 99.89 1 0 K.AMGIMNSFVNDIFER.I
Dimethyl:2H(4): 1; 
Oxidation: 2

5446 false 2392 1791.8775 1790.8405 1 16.56 255.8 46.83 15.5 (M:15.5) 1 3 0 K.ACTEAFLSCCLYIK.G
Carbamidomethyl: 2, 9, 10; 
Dimethyl: 1, 14

5447 true 531 1791.8917 1790.8621 1 12.43 387.05 30 64.6 (M:64.6) 1 1 1 K.RPAEDMEEEQAFKR.S Dimethyl: 1, 13

5448 true 1649 1792.9217 1791.932 1 -9.81 202.5 32.33 18.8 (M:18.8) 1 1 1 R.IKDEPDDDGFYASPK.E Dimethyl:2H(4): 1, 2, 15



5449 true 960 1793.7797 1792.7587 1 7.63 266.72 21.67 97.8 (M:97.8) 2 1 0
R.FSSCGGGGGSFGAGGGF
GSR.S

Carbamidomethyl: 4; 
Dimethyl: 1

5450 true 2985 1793.9525 1792.9444 1 0.45 320.01 53 74.6 (M:74.6) 1 1 0 R.FLEQQNALMVAEVNR.L Dimethyl:2H(4): 1

5451 true 4948 1793.9542 1792.9281 1 10.53 282.29 46 21.6 (M:21.6) 1 1 1 K.MPSGYIPDKSSVVELK.R Oxidation: 1; Dimethyl: 16

5452 true 4227 1793.991 1792.9807 1 1.64 275.56 46.33 18.2 (M:18.2) 1 1 0 R.SPHENLVPCDVLLLR.G
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



5453 false 3905 1794.898 1793.92 1 -16.3 276.14 41.83 19.4 (M:19.4) 1 6 0 R.EFNEEGALSVLQQFK.E Dimethyl: 1, 15

5454 true 3905 1794.898 1793.9097 1 -10.61 280.96 41.83 54.7 (M:54.7) 1 1 0 K.VDATEEAELAQQFGVR.G Dimethyl:2H(4): 1

5455 true 5176 1795.8143 1794.8247 1 -9.82 437.98 47.33 93.0 (M:93.0) 1 1 0 -.MQNDAGEFVDLYVPR.K Acetyl: 1

5456 true 2277 1795.8191 1794.8396 1 -15.48 284.79 35.33 103.3 (M:103.3) 1 1 0 R.QEIPEIDCDQYPTR.K
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



5457 true 2136 1795.8591 1794.8475 1 2.44 218.62 45 38.2 (M:38.2) 1 1 0 K.IFNDHSATPEDFQSR.S Dimethyl:2H(4): 1

5458 true 2723 1795.865 1794.8554 1 1.25 349.32 39 120.5 (M:120.5) 1 1 0 R.MMSNLCSQQDVFSGK.I
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 15

5459 true 2431 1795.8803 1794.8723 1 0.42 352.08 29.33 41.8 (M:41.8) 1 1 0 K.AIELNPSNAVYFCNR.A
Carbamidomethyl: 13; 
Dimethyl: 1

5460 true 1053 1795.9011 1794.8889 1 2.76 276.61 27.17 47.4 (M:47.4) 1 1 0
M.AGHDSGSQHQFTGFQK.
Y Dimethyl:2H(4): 1, 16



5461 true 2726 1795.9238 1794.9276 1 -6.18 262.71 50 28.9 (M:28.9) 1 1 0 R.IMEGPAFNYLDAPAVR.V Dimethyl:2H(4): 1

5462 true 1402 1795.9575 1794.946 1 2.37 199.24 24.33 97.8 (M:97.8) 1 1 0 R.VVVLMGSTSDLGHCEK.I
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 16

5463 true 3137 1796.8634 1795.8377 1 10.24 169.99 39.67 23.8 (M:23.8) 1 1 0 R.SYQDPSNAQFLDDIR.R Dimethyl: 1

5464 true 1770 1796.8789 1795.8741 1 -1.37 230.05 43.33 59.0 (M:59.0) 1 1 0 K.YEEDGEGVVLYRPSR.L Dimethyl: 1



5465 true 569 1796.9545 1795.9291 1 10.07 298.15 20.83 18.0 (M:18.0) 1 1 0 K.VFEGNRPTNSIMFTK.L Dimethyl: 1, 15

5466 true 1758 1797.7874 1796.7838 1 -2.08 315.75 25.5 102.0 (M:102.0) 2 1 0
R.FSSCGGGGGSFGAGGGF
GSR.S

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

5467 true 2268 1797.9039 1796.9203 1 -13.18 335.18 38.17 58.2 (M:58.2) 1 1 0 R.NLNTLCINQPDQALR.T
Carbamidomethyl: 6; 
Dimethyl: 1

5468 true 4712 1798.9019 1797.9149 1 -11.24 325.45 46.17 135.1 (M:135.1) 2 1 0 K.LFIGGLSFETTDDSLR.E Dimethyl: 1



5469 false 4712 1798.9019 1797.9149 1 -11.24 294.92 46.17 20.4 (M:20.4) 1 5 0 K.LFIGGLSFETTEESLR.N

5470 true 2318 1799.0123 1797.9778 1 15.14 296.78 30.5 76.0 (M:76.0) 1 1 0 R.IHFPLATYAPVVSAER.A Dimethyl: 1

5471 true 633 1799.8464 1798.8486 1 -5.26 283 28.33 59.1 (M:59.1) 1 1 0 K.GHTDSVQDISFDHTGK.L Dimethyl: 1, 16

5472 true 2432 1799.9076 1798.8974 1 1.61 365.28 29.33 49.4 (M:49.4) 1 1 0 K.AIELNPSNAVYFCNR.A
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1



5473 true 581 1799.9434 1798.9123 1 13.2 343.11 30 16.9 (M:16.9) 1 1 1 K.RPAEDMEEEQAFKR.S Dimethyl:2H(4): 1, 13

5474 true 1144 1799.9489 1798.94 1 0.88 343.63 23.33 85.7 (M:85.7) 3 1 0 K.HIVLSGGSTMYPGLPSR.L Dimethyl: 1

5475 true 3298 1800.8643 1799.8752 1 -10.14 430.08 41.67 26.0 (M:26.0) 1 1 0 R.NPGNQAAYEHFETMK.N Dimethyl:2H(4): 1, 15

5476 true 1469 1800.9042 1799.8992 1 -1.28 328.43 43.33 73.5 (M:73.5) 1 1 0 K.YEEDGEGVVLYRPSR.L Dimethyl:2H(4): 1



5477 true 3866 1800.9154 1799.869 1 21.74 277.71 41.67 19.1 (M:19.1) 1 1 0
K.GEPGAAGPPGPPGPSGE
EGK.R Dimethyl: 1, 20

5478 true 280 1800.9171 1799.9468 1 -20.55 380.88 26.83 42.2 (M:42.2) 1 1 0 R.DQLAQPYEHTVVVNR.G Dimethyl:2H(4): 1

5479 true 550 1801.7984 1800.7849 1 3.41 166.54 21.33 27.3 (M:27.3) 1 1 0
R.GNAGQSNYGFANSAME
R.I Dimethyl: 1

5480 false 4277 1801.8395 1800.8586 1 -14.61 471.06 50.17 19.3 (M:19.3) 1 2 1 R.DCQEQAKMASEAQNK.Y
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 15



5481 true 3552 1801.8617 1800.8539 1 0.31 279.05 55.5 79.1 (M:79.1) 2 1 0 K.AMSIMNSFVNDIFER.L Dimethyl: 1

5482 true 485 1801.8655 1800.8577 1 0.29 292.86 27.83 112.8 (M:112.8) 1 1 0
K.LVNDGNAHIYVCGDAR.
N

Carbamidomethyl: 12; 
Dimethyl: 1

5483 true 4368 1801.8863 1800.8928 1 -7.63 309.06 44.33 110.8 (M:110.8) 1 1 0 K.GDEEGIPAITIDMSGLR.E Dimethyl: 1

5484 true 2269 1801.932 1800.9454 1 -11.46 389.06 38.17 104.2 (M:104.2) 1 1 0 R.NLNTLCINQPDQALR.T
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



5485 true 2981 1802.7845 1801.8047 1 -15.22 207.79 37.83 32.8 (M:32.8) 1 1 0 K.GYAYVEFENPDDAEK.A Dimethyl: 1, 15

5486 true 4678 1802.9246 1801.94 1 -12.54 380.56 46.17 84.5 (M:84.5) 2 1 0 K.LFIGGLSFETTDDSLR.E Dimethyl:2H(4): 1

5487 true 2214 1803.0428 1802.0029 1 18.14 213.36 29.83 15.4 (M:15.4) 1 1 0 R.IHFPLATYAPVVSAER.A Dimethyl:2H(4): 1

5488 true 3549 1803.7983 1802.8331 1 -23.36 383.75 44.83 60.4 (M:60.4) 5 1 0 K.AMGIMNSFVNDIFER.I Oxidation: 2, 5; Dimethyl: 1



5489 true 1073 1803.8917 1802.8873 1 -1.57 235.26 39.67 48.4 (M:48.4) 1 1 0
M.SYGRPPPDVEGMTSLK.
V Acetyl: 1; Dimethyl: 16

5490 true 3071 1803.9003 1802.905 1 -6.67 224.56 38.17 82.1 (M:82.1) 1 1 0
K.GPDGLTAFEATDNQAIK.
T Dimethyl: 1, 17

5491 true 2641 1803.9383 1802.956 1 -13.88 137.17 30.17 38.5 (M:38.5) 1 1 0 R.LTAINILTTCASDVQR.H
Carbamidomethyl: 10; 
Dimethyl: 1

5492 true 1043 1803.974 1802.9651 1 0.89 327.12 23.33 61.6 (M:61.6) 3 1 0 K.HIVLSGGSTMYPGLPSR.L Dimethyl:2H(4): 1



5493 true 3451 1804.9671 1803.9883 1 -15.79 340.38 44.33 42.6 (M:42.6) 1 1 0 K.GEQLFLEPELVIPHR.Q Dimethyl: 1

5494 true 570 1805 1803.9793 1 7.45 273.78 20.83 31.4 (M:31.4) 1 1 0 K.VFEGNRPTNSIMFTK.L Dimethyl:2H(4): 1, 15

5495 true 1690 1805.0328 1804.0182 1 4.09 63.1 25.33 45.0 (M:45.0) 1 1 0
K.VSHVSTGGGASLELLEGK.
V Dimethyl:2H(4): 1, 18

5496 true 443 1805.8242 1804.8101 1 3.8 216.53 21.33 46.6 (M:46.6) 1 1 0
R.GNAGQSNYGFANSAME
R.I Dimethyl:2H(4): 1



5497 true 486 1805.8884 1804.8828 1 -0.94 336.08 27.83 103.2 (M:103.2) 1 1 0
K.LVNDGNAHIYVCGDAR.
N

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

5498 true 4059 1805.9096 1804.9179 1 -8.61 347.3 44.33 65.7 (M:65.7) 1 1 0 K.GDEEGIPAITIDMSGLR.E Dimethyl:2H(4): 1

5499 true 2496 1805.9732 1804.9717 1 -3.19 287.64 29.17 64.0 (M:64.0) 1 1 0 K.GITTALSSLGATCVIASR.K
Carbamidomethyl: 13; 
Dimethyl: 1

5500 true 751 1806.015 1805.0327 1 -13.87 203.83 21 27.9 (M:27.9) 1 1 0 R.IVTSPYTIHFTHTPK.Y Dimethyl:2H(4): 1, 15



5501 true 2795 1806.0975 1805.0943 1 -2.22 251.14 33.5 46.9 (M:46.9) 1 1 0 K.FVLDPLITHTLPFTK.I Dimethyl:2H(4): 1, 15

5502 true 3578 1807.8238 1806.8582 1 -23.06 398.25 44.83 38.2 (M:38.2) 1 1 0 K.AMGIMNSFVNDIFER.I
Dimethyl:2H(4): 1; 
Oxidation: 2, 5

5503 true 634 1807.876 1806.8988 1 -16.65 356.5 28.33 98.1 (M:98.1) 1 1 0 K.GHTDSVQDISFDHTGK.L Dimethyl:2H(4): 1, 16

5504 true 1737 1807.8849 1806.8763 1 0.7 275.61 27.33 40.6 (M:40.6) 1 1 0 R.YHDPNFVPAAFVCSK.C
Carbamidomethyl: 13; 
Dimethyl: 1, 15



5505 true 1180 1807.9137 1806.9124 1 -3.3 282.92 39.67 22.1 (M:22.1) 1 1 0
M.SYGRPPPDVEGMTSLK.
V

Dimethyl:2H(4): 16; Acetyl: 
1

5506 true 1555 1808.8043 1807.8224 1 -14.04 244.01 32.17 121.2 (M:121.2) 1 1 0 R.TDYNASVSVPDSSGPER.I Dimethyl: 1

5507 true 391 1808.8689 1807.8701 1 -4.65 332.5 27.17 47.4 (M:47.4) 1 1 0 K.NSLNEGPTSLNTSYQR.S Dimethyl: 1

5508 true 3452 1808.9904 1808.0134 1 -16.72 430.12 44.33 64.5 (M:64.5) 1 1 0 K.GEQLFLEPELVIPHR.Q Dimethyl:2H(4): 1



5509 true 1037 1809.845 1808.8806 1 -23.68 260.4 30.33 44.0 (M:44.0) 1 1 1 R.KHEAFESDLAAHQDR.V Dimethyl: 1, 1

5510 true 1037 1809.845 1808.8806 1 -23.68 260.4 30.33 44.0 (M:44.0) 1 1 1 K.KHEAFESDLAAHQDR.V Dimethyl: 1, 1

5511 true 134 1809.9027 1808.8905 1 2.73 160.21 26.5 16.4 (M:16.4) 1 1 1 R.DEPPESTNKVPEQQR.Q Dimethyl: 1, 9

5512 true 2904 1809.9584 1808.9713 1 -11.11 295.19 41.33 35.2 (M:35.2) 1 1 0 K.GPVFAPPYEPLPENVK.F Dimethyl: 1, 16



5513 true 1425 1809.9933 1809.0149 1 -15.95 305.87 24.33 100.7 (M:100.7) 3 1 0
K.SLPAAPVPSPVAPAPAPS
R.R Dimethyl: 1

5514 true 2392 1810.0074 1808.9968 1 1.84 289.7 29.17 92.2 (M:92.2) 1 1 0 K.GITTALSSLGATCVIASR.K
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

5515 true 771 1810.022 1809.0149 1 -0.09 172 21.83 50.3 (M:50.3) 2 1 0 K.IIPLYSTLPPQQQQR.I Dimethyl: 1

5516 true 1741 1810.8544 1809.8502 1 -1.68 328.42 35.83 91.6 (M:91.6) 1 1 0
K.FDTGNLCMVTGGANLGR
.I

Carbamidomethyl: 7; 
Dimethyl: 1



5517 false 5756 1810.902 1809.8869 1 4.32 287.02 50.5 16.8 (M:16.8) 1 3 1 K.AESALLECKASWEER.E
Carbamidomethyl: 8; 
Dimethyl:2H(4): 9

5518 true 1272 1810.9477 1809.9261 1 7.92 287.58 40.67 70.9 (M:70.9) 2 1 1 R.VFDKDGNGYISAAELR.H Dimethyl: 1, 4

5519 true 2078 1810.9533 1809.9737 1 -15.29 343.05 37 31.2 (M:31.2) 1 1 0 K.HLEINPDHPIVETLR.Q Dimethyl: 1

5520 true 5218 1811.8037 1810.8196 1 -12.77 333.21 47.33 76.8 (M:76.8) 2 1 0 -.MQNDAGEFVDLYVPR.K Acetyl: 1; Oxidation: 1



5521 true 3073 1811.9525 1810.9553 1 -5.55 249.85 38.17 63.2 (M:63.2) 1 1 0
K.GPDGLTAFEATDNQAIK.
T Dimethyl:2H(4): 1, 17

5522 true 1098 1811.9704 1810.9586 1 2.49 129.81 23.33 52.5 (M:52.5) 1 1 0 K.SVTELNGDTITHTMTK.G Dimethyl:2H(4): 1, 16

5523 true 2829 1811.9828 1810.9655 1 5.55 198.45 30.67 16.2 (M:16.2) 1 1 1 K.EVGVYEAIKDDSWLK.G
Dimethyl:2H(4): 1; 
Dimethyl: 15

5524 true 5388 1812.0065 1810.9789 1 11.22 383.64 48 22.7 (M:22.7) 1 1 1 K.ALSEVKGAENLSPVEIR.Q



5525 true 1111 1812.8083 1811.8043 1 -1.82 245.95 39.33 30.3 (M:30.3) 1 1 0 R.STAYEDYYYYPPPR.M Dimethyl: 1

5526 true 1556 1812.833 1811.8475 1 -12.04 254.05 32.17 91.6 (M:91.6) 1 1 0 R.TDYNASVSVPDSSGPER.I Dimethyl:2H(4): 1

5527 true 356 1812.86 1811.8802 1 -15.19 324.28 27 25.9 (M:25.9) 1 1 0
R.FTIQNVGPQHDGDNSK.
V Dimethyl: 1, 16

5528 true 3531 1812.8929 1811.9054 1 -10.88 244.97 40.33 36.5 (M:36.5) 1 1 0 K.GDDLLPAGTEDYIHIR.I Dimethyl: 1



5529 true 1780 1812.9198 1811.8995 1 7.19 257.85 27.67 46.7 (M:46.7) 1 1 0 R.FLFENQTPAHVYYR.W Dimethyl: 1

5530 true 4949 1812.9224 1811.9305 1 -8.49 342.11 46.17 57.1 (M:57.1) 2 1 0 K.LFIGGLSFETTDESLR.S Dimethyl: 1

5531 true 3181 1812.9263 1811.9206 1 -0.87 416.17 42.83 99.8 (M:99.8) 1 1 0 K.NPNQVYLVDYGLAYR.Y Dimethyl: 1

5532 false 2288 1813.0302 1812.0186 1 2.43 291.68 30.5 50.2 (M:50.2) 1 59.39 2 0 R.IHFPLVTYAPVISAEK.A Dimethyl: 16



5533 true 2288 1813.0302 1812.0186 1 2.43 292.74 30.5 95.3 (M:95.3) 1 1 0 R.IHFPLATYAPVISAEK.A Dimethyl: 1, 16

5534 true 2354 1813.7733 1812.7942 1 -15.5 187.74 35.5 22.0 (M:22.0) 1 1 0 K.IYEFPETDDEEENK.I Dimethyl: 1, 14

5535 true 1882 1813.9651 1812.9632 1 -2.96 213.11 43.67 35.8 (M:35.8) 1 1 0 R.ALQEQLENGPNTQLAR.L Dimethyl:2H(4): 1

5536 true 1426 1814.0304 1813.04 1 -9.31 430.86 24.33 44.6 (M:44.6) 2 1 0
K.SLPAAPVPSPVAPAPAPS
R.R Dimethyl:2H(4): 1



5537 true 2739 1814.0411 1813.04 1 -3.38 285.31 31.5 20.7 (M:20.7) 1 1 0 K.IIPLYSTLPPQQQQR.I Dimethyl:2H(4): 1

5538 true 1590 1814.8733 1813.8753 1 -5.12 419.8 35.83 109.4 (M:109.4) 2 1 0
K.FDTGNLCMVTGGANLGR
.I

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

5539 true 2334 1814.9603 1813.9686 1 -8.6 387.49 38.83 81.9 (M:81.9) 1 1 0 K.HLEINPDHSIIETLR.Q Dimethyl: 1

5540 true 1889 1815.0562 1814.0576 1 -4.78 90.04 26.83 102.3 (M:102.3) 1 1 0 K.LVEALCAEHQINLIK.V
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 15



5541 true 1984 1815.8273 1814.8407 1 -11.39 267.48 34 120.2 (M:120.2) 1 1 0 R.MQGIIDDTDQNYSQR.I Dimethyl:2H(4): 1

5542 true 791 1815.8695 1814.8531 1 5.04 357.09 29 65.7 (M:65.7) 1 1 0 R.FDCHGDVNTVVCNSK.E
Carbamidomethyl: 3, 12; 
Dimethyl:2H(4): 1, 15

5543 true 2167 1816.8249 1815.8213 1 -2.05 287.69 34.67 39.2 (M:39.2) 1 1 0 K.ADNFEYNDPVDGSVSR.N Dimethyl:2H(4): 1

5544 true 1126 1816.8308 1815.8294 1 -3.22 293.89 39.33 18.2 (M:18.2) 1 1 0 R.STAYEDYYYYPPPR.M Dimethyl:2H(4): 1



5545 true 4950 1816.9427 1815.9556 1 -11.11 366.45 46.17 18.3 (M:18.3) 1 1 0 K.LFIGGLSFETTDESLR.S Dimethyl:2H(4): 1

5546 true 3156 1816.9547 1815.9457 1 0.91 444.97 42.83 36.8 (M:36.8) 1 1 0 K.NPNQVYLVDYGLAYR.Y Dimethyl:2H(4): 1

5547 true 3763 1817.2195 1816.2013 1 5.99 138.16 35.17 23.9 (M:23.9) 1 1 0 K.IAIVKPGVPMEIVLNK.E Dimethyl:2H(4): 1, 5, 16

5548 true 3567 1817.8669 1816.8488 1 5.97 300.92 55.33 45.4 (M:45.4) 2 60.33 1 0 K.AMSIMNSFVNDIFER.L Oxidation: 2; Dimethyl: 1



5549 true 1019 1817.8971 1816.9308 1 -22.5 345.13 30.33 51.0 (M:51.0) 1 1 1 R.KHEAFESDLAAHQDR.V Dimethyl:2H(4): 1, 1

5550 true 1019 1817.8971 1816.9308 1 -22.5 345.13 30.33 51.0 (M:51.0) 1 1 1 K.KHEAFESDLAAHQDR.V Dimethyl:2H(4): 1, 1

5551 true 2931 1817.9998 1817.0215 1 -15.96 358.79 41.33 56.5 (M:56.5) 1 1 0 K.GPVFAPPYEPLPENVK.F Dimethyl:2H(4): 1, 16

5552 false 2931 1817.9998 1817.0175 1 -13.74 386.99 41.33 20.7 (M:20.7) 1 2 0 K.VWDAVSGDELITLAHK.H Dimethyl:2H(4): 1, 16



5553 true 3571 1818.012 1817.0071 1 -1.32 190.9 34.17 44.6 (M:44.6) 1 1 0 K.VMYTPMAPGNYLIGVK.Y Dimethyl:2H(4): 1, 16

5554 true 3267 1818.815 1817.815 1 -4.05 320.25 41.5 29.1 (M:29.1) 1 1 0 K.CCLTYCFNKPEDK.-
Carbamidomethyl: 1, 2, 6; 
Dimethyl: 1, 9, 13

5555 true 2613 1818.8913 1817.8779 1 3.35 302.47 37.17 15.2 (M:15.2) 1 1 0 K.TCEFLPDQGLASECK.E
Carbamidomethyl: 2, 14; 
Dimethyl:2H(4): 1, 15

5556 true 287 1818.8968 1817.8925 1 -1.66 123.69 20.67 90.8 (M:90.8) 2 1 0
K.GCITIIGGGDTATCCAK.
W

Carbamidomethyl: 2, 14, 15; 
Dimethyl:2H(4): 1, 17



5557 true 3331 1818.912 1817.9159 1 -6.16 283.85 39.67 107.5 (M:107.5) 9 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

5558 true 3331 1818.912 1817.9159 1 -6.16 283.85 39.67 107.5 (M:107.5) 9 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

5559 true 3331 1818.912 1817.9159 1 -6.16 283.85 39.67 107.5 (M:107.5) 9 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1

5560 true 3331 1818.912 1817.9159 1 -6.16 283.85 39.67 107.5 (M:107.5) 9 1 0 K.SYELPDGQVITIGNER.F Dimethyl: 1



5561 true 2309 1818.9848 1817.9938 1 -8.94 444 38.83 109.4 (M:109.4) 1 1 0 K.HLEINPDHSIIETLR.Q Dimethyl:2H(4): 1

5562 true 1331 1818.9984 1817.9763 1 8.13 267.91 40.67 90.3 (M:90.3) 1 1 1 R.VFDKDGNGYISAAELR.H Dimethyl:2H(4): 1, 4

5563 true 394 1819.7466 1818.7517 1 -6.79 273.01 17.83 56.8 (M:56.8) 1 1 0
R.GGSGGSYGGGGSGGGY
GGGSGSR.G Dimethyl: 1

5564 true 847 1819.875 1818.8748 1 -3.87 119.29 29.5 63.3 (M:63.3) 1 1 0
K.SPSPAPADPAPAVQEDS
R.T Dimethyl: 1



5565 true 3076 1819.9687 1818.956 1 2.99 347.26 32 78.0 (M:78.0) 3 1 0
K.AIGVLTSGGDAQGMNA
AVR.A Dimethyl:2H(4): 1

5566 false 2349 1820.0874 1819.0841 1 -2.2 294.6 37.83 18.2 (M:18.2) 1 2 1 R.LQKVVIEVICENVGR.D
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 3

5567 true 304 1820.9004 1819.9304 1 -20.51 356.46 27 71.3 (M:71.3) 1 1 0
R.FTIQNVGPQHDGDNSK.
V Dimethyl:2H(4): 1, 16

5568 true 3702 1820.9371 1819.968 1 -20.98 375.14 45.5 71.2 (M:71.2) 1 1 0 K.NVVSLLSSASTPSIDFR.Q Dimethyl: 1



5569 true 3348 1821.0091 1819.9816 1 11.11 533.91 34.5 111.5 (M:111.5) 2 1 0 K.TTCLCPVFINTGFVK.N
Carbamidomethyl: 3, 5; 
Dimethyl:2H(4): 1, 15

5570 true 2289 1821.0839 1820.0688 1 4.3 388.53 30.5 106.2 (M:106.2) 1 1 0 R.IHFPLATYAPVISAEK.A Dimethyl:2H(4): 1, 16

5571 true 2133 1822.905 1821.8866 1 6.11 329.27 37 61.0 (M:61.0) 1 1 0 R.NPEISHMLNNPELMR.Q Dimethyl: 1

5572 true 3332 1822.9357 1821.941 1 -6.9 330.79 39.67 123.9 (M:123.9) 9 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1



5573 true 3332 1822.9357 1821.941 1 -6.9 330.79 39.67 123.9 (M:123.9) 9 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1

5574 true 3332 1822.9357 1821.941 1 -6.9 330.79 39.67 123.9 (M:123.9) 9 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1

5575 true 3332 1822.9357 1821.941 1 -6.9 330.79 39.67 123.9 (M:123.9) 9 1 0 K.SYELPDGQVITIGNER.F Dimethyl:2H(4): 1

5576 true 386 1823.7775 1822.7768 1 -3.65 302.05 17.83 120.5 (M:120.5) 1 1 0
R.GGSGGSYGGGGSGGGY
GGGSGSR.G Dimethyl:2H(4): 1



5577 true 1557 1823.8163 1822.8333 1 -13.33 233.61 32.17 76.4 (M:76.4) 1 1 0 M.AEPHQDITTVEEQER.Q Acetyl: 1

5578 true 2788 1823.8941 1822.8899 1 -1.66 288.91 37.5 29.5 (M:29.5) 1 1 0 K.QVYMQEYEANLEDK.I Dimethyl:2H(4): 1, 14

5579 true 848 1823.8998 1822.8999 1 -4.03 166.43 29.67 61.6 (M:61.6) 1 1 0
K.SPSPAPADPAPAVQEDS
R.T Dimethyl:2H(4): 1

5580 true 5341 1823.9093 1822.9284 1 -14.5 411.91 48 30.4 (M:30.4) 1 1 0 K.GLGTDEDTLIEIICSR.T
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1



5581 true 208 1824.9171 1823.9166 1 -3.71 69.53 20.5 41.7 (M:41.7) 1 1 0 K.HHATYVNNLNVTEEK.Y Dimethyl: 1, 15

5582 true 3655 1824.9603 1823.9931 1 -21.94 374.24 45.5 102.3 (M:102.3) 1 1 0 K.NVVSLLSSASTPSIDFR.Q Dimethyl:2H(4): 1

5583 true 1268 1825.0598 1824.0509 1 0.85 209.86 25.33 82.7 (M:82.7) 3 1 0 K.ALESPERPFLAILGGAK.V Dimethyl: 1, 17

5584 true 1542 1825.9068 1824.904 1 -2.46 209.07 41.5 23.3 (M:23.3) 1 1 1 K.KQELEEICHDLEAR.V
Carbamidomethyl: 8; 
Dimethyl: 1, 1



5585 true 3179 1825.9572 1824.956 1 -3.3 368.28 51.83 22.3 (M:22.3) 1 1 0 K.LFAVAPSEDVYEQGLR.E Dimethyl:2H(4): 1

5586 true 341 1826.8427 1825.8442 1 -4.8 117.56 27.33 35.9 (M:35.9) 1 1 0
R.EAPDTQNGVAENETPAR
.C Dimethyl: 1

5587 true 5475 1826.9189 1825.9251 1 -7.34 309.2 48.67 39.2 (M:39.2) 1 1 0 K.AFIPAIDSFGFETDLR.T Dimethyl: 1

5588 true 1475 1826.9191 1825.9145 1 -1.49 148.46 24.83 94.6 (M:94.6) 1 1 0 K.IFVGGIPHNCGETELR.E
Carbamidomethyl: 10; 
Dimethyl: 1



5589 true 1889 1826.9221 1825.9145 1 0.18 168.96 26.83 61.9 (M:61.9) 1 1 0 R.SISTQPFPDLHCGALR.V
Carbamidomethyl: 12; 
Dimethyl: 1

5590 true 2134 1826.923 1825.9117 1 2.2 309.67 37 51.2 (M:51.2) 1 1 0 R.NPEISHMLNNPELMR.Q Dimethyl:2H(4): 1

5591 false 3876 1826.9384 1825.9318 1 -0.36 378.31 46.67 17.3 (M:17.3) 1 3 1 K.SELSGNFEKTILAMMK.T Dimethyl: 16

5592 true 2314 1826.9691 1825.9462 1 8.58 270.33 46.83 108.4 (M:108.4) 2 1 0 K.LFIGGLSFETTEESLR.N Dimethyl: 1



5593 true 2684 1826.9806 1825.9839 1 -5.81 267.07 30.33 45.6 (M:45.6) 1 1 0 R.LYGPTNFSPIINHVAR.F Dimethyl: 1

5594 true 1074 1827.8516 1826.8291 1 8.34 241.1 38.33 31.6 (M:31.6) 1 1 0 K.MTNGFSGADLTEICQR.A
Carbamidomethyl: 14; 
Dimethyl: 1

5595 true 1944 1827.9207 1826.9059 1 4.09 97.34 26 25.6 (M:25.6) 1 1 0 K.TCYMSAGTIPVPIVFR.G
Carbamidomethyl: 2; 
Oxidation: 4

5596 true 2487 1827.9379 1826.9203 1 5.63 266.36 47.67 23.8 (M:23.8) 1 1 0 K.AYLPVNESFGFTADLR.S Dimethyl: 1



5597 true 2558 1827.939 1826.8945 1 20.38 376.16 38.33 100.5 (M:100.5) 1 1 0
K.AADGASQCVTDISHLVR.
K

Carbamidomethyl: 8; 
Dimethyl: 1

5598 true 2643 1828.0387 1827.0254 1 3.28 206.51 30.33 63.2 (M:63.2) 1 1 0 R.QVALVGQEPVLFSGSIR.D Dimethyl: 1

5599 true 2381 1828.9616 1827.9479 1 3.49 207.34 30 82.6 (M:82.6) 1 1 0 R.AEVLGDIIQVYSGSHGR.T Dimethyl: 1

5600 true 3420 1828.9902 1828.0145 1 -17.24 391.29 44.17 26.6 (M:26.6) 1 1 0 K.HNVLFIADEIQTGLAR.T Dimethyl:2H(4): 1



5601 true 2229 1829.8871 1828.8682 1 6.33 387.44 38 56.5 (M:56.5) 1 1 0 K.QQDHFFQASYLEER.D Dimethyl:2H(4): 1

5602 true 150 1829.8892 1828.8955 1 -7.43 345.87 26.67 106.8 (M:106.8) 1 1 1 K.NQTAEKEEFEHQQK.E Dimethyl: 1, 6, 14

5603 true 3017 1829.9574 1828.9432 1 3.78 293.51 40.33 44.2 (M:44.2) 1 1 0 K.QLSLAHLEDPHADVTR.G Dimethyl: 1

5604 true 308 1830.8633 1829.8693 1 -7.27 222.36 27.33 48.9 (M:48.9) 1 1 0
R.EAPDTQNGVAENETPAR
.C Dimethyl:2H(4): 1



5605 true 3268 1830.8928 1829.8904 1 -2.66 395.18 41.5 36.3 (M:36.3) 1 1 0 K.CCLTYCFNKPEDK.-
Carbamidomethyl: 1, 2, 6; 
Dimethyl:2H(4): 1, 9, 13

5606 true 2497 1830.9054 1829.8702 1 15.24 366.67 38.17 21.0 (M:21.0) 1 1 0
K.FDTGNLCMVTGGANLGR
.I

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1; 
Oxidation: 8

5607 true 4020 1830.9143 1829.9133 1 -3.39 589.02 42 18.6 (M:18.6) 1 1 1
R.GEGGPAGPAGPAGARGI
PGER.G

5608 true 1890 1830.9271 1829.9396 1 -10.82 292.2 26.83 55.4 (M:55.4) 1 1 0 R.SISTQPFPDLHCGALR.V
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1



5609 true 5476 1830.9371 1829.9502 1 -11.1 473.84 48.67 44.6 (M:44.6) 1 1 0 K.AFIPAIDSFGFETDLR.T Dimethyl:2H(4): 1

5610 true 2063 1830.9377 1829.9134 1 9.27 324.51 28.83 42.4 (M:42.4) 2 1 0
R.GPPPLMDFGGDSKPFGR
.M Dimethyl: 1, 13

5611 true 1477 1830.9414 1829.9396 1 -2.97 219.46 24.83 72.8 (M:72.8) 1 1 0 K.IFVGGIPHNCGETELR.E
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

5612 true 2356 1830.9943 1829.9713 1 8.6 372.1 46.83 85.0 (M:85.0) 2 1 0 K.LFIGGLSFETTEESLR.N Dimethyl:2H(4): 1



5613 true 2740 1830.997 1830.009 1 -10.54 207.42 30.33 22.1 (M:22.1) 1 1 0 R.LYGPTNFSPIINHVAR.F Dimethyl:2H(4): 1

5614 true 2014 1831.8179 1830.8356 1 -13.65 179.12 34 68.0 (M:68.0) 1 1 0 R.MQGIIDDTDQNYSQR.I
Dimethyl:2H(4): 1; 
Oxidation: 1

5615 true 1075 1831.8653 1830.8542 1 2.07 236.46 38.33 20.8 (M:20.8) 1 1 0 K.MTNGFSGADLTEICQR.A
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

5616 true 2536 1831.9402 1830.9451 1 -6.66 263.49 29.33 36.8 (M:36.8) 1 1 0 R.LGPNYLQIPVNCPYR.A
Carbamidomethyl: 12; 
Dimethyl: 1



5617 true 2559 1831.9529 1830.9196 1 14.2 325.47 38.33 74.8 (M:74.8) 1 1 0
K.AADGASQCVTDISHLVR.
K

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

5618 true 2538 1831.96 1830.9454 1 4.01 291.26 47.67 17.8 (M:17.8) 1 1 0 K.AYLPVNESFGFTADLR.S Dimethyl:2H(4): 1

5619 true 2644 1832.0653 1831.0505 1 4.07 311.18 30.33 48.4 (M:48.4) 1 1 0 R.QVALVGQEPVLFSGSIR.D Dimethyl:2H(4): 1

5620 true 989 1832.8378 1831.8411 1 -5.74 130.65 30.17 31.1 (M:31.1) 1 1 0 K.SEPPAEAEPPAEPCAPR.E
Carbamidomethyl: 14; 
Dimethyl: 1



5621 true 2845 1832.8587 1831.8701 1 -10.16 273.9 37.5 66.5 (M:66.5) 1 1 0
R.AQQEDALAQQAFEEAR.
R Dimethyl: 1

5622 true 3342 1832.9463 1831.968 1 -15.79 336.87 43.83 68.5 (M:68.5) 2 1 0
R.AAVPSGASTGIYEALELR.
D Dimethyl: 1

5623 true 209 1832.9714 1831.9668 1 -1.5 299.78 20.5 92.7 (M:92.7) 1 1 0 K.HHATYVNNLNVTEEK.Y Dimethyl:2H(4): 1, 15

5624 true 2608 1832.9763 1831.973 1 -2.16 197.93 30 70.5 (M:70.5) 1 1 0 R.AEVLGDIIQVYSGSHGR.T Dimethyl:2H(4): 1



5625 true 2619 1833.1253 1832.1011 1 9.23 401.15 32 78.1 (M:78.1) 2 1 0 K.ALESPERPFLAILGGAK.V Dimethyl:2H(4): 1, 17

5626 true 1543 1833.9539 1832.9542 1 -4.12 222.61 41.67 39.1 (M:39.1) 1 1 1 K.KQELEEICHDLEAR.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 1

5627 true 3018 1833.9859 1832.9683 1 5.66 395.27 40.33 36.8 (M:36.8) 1 1 0 K.QLSLAHLEDPHADVTR.G Dimethyl:2H(4): 1

5628 true 647 1834.0028 1832.9604 1 19.14 254.77 22 21.8 (M:21.8) 1 78.79 1 0
R.VMLGETNPADSKPGTIR.
G

Dimethyl:2H(4): 12; 
Oxidation: 2



5629 true 3300 1834.8405 1833.839 1 -3.15 618.04 41.67 18.1 (M:18.1) 1 1 0
R.EANFTVSSMHGDMPQK.
E Dimethyl: 1, 16

5630 true 1044 1834.8814 1833.8977 1 -12.84 72.31 23.33 18.0 (M:18.0) 1 50 1 0
R.AAVMHDILDMMPEGIK.
Q

Dimethyl:2H(4): 1; 
Oxidation: 4, 10

5631 true 5109 1834.9093 1833.9221 1 -10.93 369.86 46.83 103.7 (M:103.7) 1 1 0
R.GDADQATNILASFGLSAR
.D Dimethyl: 1

5632 true 1636 1834.9429 1833.9312 1 2.46 250.52 25.83 44.3 (M:44.3) 1 1 0 R.TNTQPFDLQVYHPSR.Q Dimethyl:2H(4): 1



5633 true 1497 1835.8155 1834.8091 1 -0.43 296.97 41.33 52.9 (M:52.9) 1 1 0 K.AGLDGENIGNCPFCQR.L
Carbamidomethyl: 11, 14; 
Dimethyl: 1

5634 true 3460 1835.9605 1834.9577 1 -2.47 443.85 33.5 62.6 (M:62.6) 1 1 0
R.AGYSAATLPVTAQPAAY
R.A Dimethyl: 1

5635 true 2394 1835.9735 1834.9702 1 -2.18 403.19 29.33 30.1 (M:30.1) 1 1 0 R.LGPNYLQIPVNCPYR.A
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

5636 true 990 1836.8614 1835.8662 1 -6.54 183.46 30.17 48.8 (M:48.8) 1 1 0 K.SEPPAEAEPPAEPCAPR.E
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1



5637 true 2884 1836.8813 1835.8952 1 -11.49 286.84 37.5 45.0 (M:45.0) 1 1 0
R.AQQEDALAQQAFEEAR.
R Dimethyl:2H(4): 1

5638 true 3987 1836.9055 1835.888 1 5.61 330.79 42.83 63.6 (M:63.6) 1 1 0 R.TYVQEDIYNEFVER.S Dimethyl:2H(4): 1

5639 true 3058 1836.9504 1835.9319 1 6.11 350.92 41.83 72.6 (M:72.6) 1 1 0 R.HLDHIAFLFPNDVDR.L Dimethyl: 1

5640 true 3308 1836.9688 1835.9931 1 -17.21 350.06 43.83 102.8 (M:102.8) 1 1 0
R.AAVPSGASTGIYEALELR.
D Dimethyl:2H(4): 1



5641 true 208 1837.8736 1836.8727 1 -3.46 288.48 26.83 36.7 (M:36.7) 1 61.59 1 0 K.HPSKPDPSGECNPDLR.L
Carbamidomethyl: 11; 
Dimethyl:2H(4): 4

5642 true 2750 1837.9201 1836.9199 1 -3.83 197.72 30.67 47.5 (M:47.5) 1 1 0 K.IIHEFPEYFPFGTGR.N Dimethyl: 1

5643 true 2935 1838.8732 1837.8931 1 -14.75 246.13 37.83 41.8 (M:41.8) 1 1 0 R.DPTQSCFINNDVLQR.F
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5644 true 5110 1838.9349 1837.9472 1 -10.62 358.91 46.83 97.0 (M:97.0) 1 1 0
R.GDADQATNILASFGLSAR
.D Dimethyl:2H(4): 1



5645 true 807 1838.961 1837.9785 1 -13.48 225.07 22.17 19.1 (M:19.1) 1 1 1
K.AKIIAEGANGPTTPEADK.
I Dimethyl: 2, 18

5646 true 2064 1839.0003 1837.9637 1 15.96 297.8 28.83 18.5 (M:18.5) 1 1 0
R.GPPPLMDFGGDSKPFGR
.M Dimethyl:2H(4): 1, 13

5647 true 1498 1839.8419 1838.8342 1 0.26 290.35 41.33 56.2 (M:56.2) 2 1 0 K.AGLDGENIGNCPFCQR.L
Carbamidomethyl: 11, 14; 
Dimethyl:2H(4): 1

5648 true 2833 1839.9553 1838.9423 1 3.09 347.57 32.5 38.5 (M:38.5) 2 1 0 K.TCYMSAGTIPVPIVFR.G
Carbamidomethyl: 2; 
Dimethyl: 1



5649 true 1480 1839.9977 1838.9673 1 12.59 233.83 26.5 106.0 (M:106.0) 2 1 0 K.ACANPANGSVILLENLR.F
Carbamidomethyl: 2; 
Dimethyl: 1

5650 true 1603 1839.9983 1838.9859 1 2.81 280.31 29.67 50.9 (M:50.9) 2 1 0 R.QLIMANPQMQQLIQR.N Dimethyl: 1

5651 true 2199 1840.0077 1839.0037 1 -1.74 531.24 27.17 40.3 (M:40.3) 2 1 0
R.LAQQMENRPSVQAALK.
L Dimethyl: 1, 16

5652 true 1258 1840.9047 1839.9389 1 -22.54 284.06 32.5 76.1 (M:76.1) 1 1 0 R.IHEGCEEPATHNALAK.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 16



5653 true 1308 1840.9235 1839.9429 1 -14.52 283.32 26.5 18.5 (M:18.5) 1 1 0 R.FDGVTSMLYHDHGIGK.E Dimethyl:2H(4): 1, 16

5654 true 4411 1840.9249 1839.9305 1 -7.01 311.3 43.67 43.6 (M:43.6) 1 1 0 R.NENQLIIFADDTYPR.W Dimethyl:2H(4): 1

5655 true 3011 1840.9672 1839.957 1 1.59 445.81 41.83 81.4 (M:81.4) 1 1 0 R.HLDHIAFLFPNDVDR.L Dimethyl:2H(4): 1

5656 true 2338 1840.9775 1839.9672 1 1.65 335.67 33 34.6 (M:34.6) 1 1 0 K.SNYNFEKPFLWLAR.K Dimethyl: 1, 7



5657 true 446 1841.0847 1840.0484 1 15.77 289.51 27.67 68.3 (M:68.3) 1 1 1 R.NDTKEDVFVHQTAIK.K Dimethyl:2H(4): 1, 4, 15

5658 true 446 1841.0847 1840.0484 1 15.77 289.51 27.67 68.3 (M:68.3) 1 1 1 R.NDTKEDVFVHQTAIK.K Dimethyl:2H(4): 1, 4, 15

5659 false 1559 1841.8941 1840.9063 1 -10.55 257.97 32 16.5 (M:16.5) 1 2 1 K.VMTAMKVVDFSSEEIR.D

5660 true 151 1841.9665 1840.9709 1 -6.34 327.37 26.67 109.7 (M:109.7) 2 1 1 K.NQTAEKEEFEHQQK.E Dimethyl:2H(4): 1, 6, 14



5661 true 444 1841.9821 1840.9717 1 1.69 152.07 21.83 30.5 (M:30.5) 1 1 0
R.VMLGETNPADSKPGTIR.
G Dimethyl: 1, 12

5662 true 2885 1843.876 1842.8894 1 -11.21 238.58 37.67 71.2 (M:71.2) 1 1 0
K.ANLQIDQMNADLNAER.
S Dimethyl: 1

5663 true 1105 1843.944 1842.9112 1 13.82 362.5 32.33 57.5 (M:57.5) 1 1 0
K.HGAGAEISTVNPEQYSK.
R Dimethyl: 1, 17

5664 true 3424 1843.9738 1842.9826 1 -8.75 293.14 39.5 83.2 (M:83.2) 1 1 0 K.TITLEVEPSDTIENVK.A Dimethyl: 1, 16



5665 false 3424 1843.9738 1842.922 1 24.15 347.54 39.5 16.9 (M:16.9) 1 2 0 R.EIEIAEQEMPALMALR.K

5666 true 2402 1843.9775 1842.9674 1 1.52 376.08 33.17 69.1 (M:69.1) 3 1 0 K.TCYMSAGTIPVPIVFR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5667 true 1481 1844.0236 1842.9924 1 13 267.33 26.5 133.1 (M:133.1) 4 1 0 K.ACANPANGSVILLENLR.F
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5668 true 2775 1844.0399 1842.9952 1 20.27 411.5 39.33 63.9 (M:63.9) 1 1 0 R.EQLEHLNPIAQPLASR.K Dimethyl: 1



5669 true 172 1844.9581 1843.9581 1 -3.94 165.29 20.5 17.9 (M:17.9) 1 1 0 R.YVDHPVPVLHQQQEK.S Dimethyl: 1

5670 true 1884 1846.8641 1845.8567 1 0.05 325.03 35.83 60.4 (M:60.4) 1 1 0 R.SSLSFSCDPGYSLVGSR.T
Carbamidomethyl: 7; 
Dimethyl: 1

5671 true 2508 1846.8789 1845.8545 1 9.23 382.5 39.67 72.9 (M:72.9) 1 1 0 K.YELQSHENFEPFMK.A
Dimethyl:2H(4): 1; 
Oxidation: 13

5672 true 2660 1847.9065 1846.9145 1 -8.26 332.41 37.67 43.2 (M:43.2) 1 1 0
K.ANLQIDQMNADLNAER.
S Dimethyl:2H(4): 1



5673 true 3953 1847.927 1846.915 1 2.55 328.5 41.67 24.3 (M:24.3) 1 1 0 R.AEEYEFLTPMEEAPK.G Dimethyl:2H(4): 1, 15

5674 true 1424 1847.967 1846.9611 1 -0.77 250.55 24.67 116.4 (M:116.4) 1 1 0 K.AASDIAMTELPPTHPIR.L Dimethyl: 1

5675 true 1747 1848.0489 1847.0426 1 -0.54 282.12 26.17 26.1 (M:26.1) 1 1 0 K.TQTVVCQQLDLTHLK.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 15

5676 true 2796 1848.0698 1847.0203 1 22.85 365.98 39.5 40.5 (M:40.5) 1 1 0 R.EQLEHLNPIAQPLASR.K Dimethyl:2H(4): 1



5677 true 2689 1848.9603 1847.9613 1 -4.46 161.02 30.17 79.2 (M:79.2) 1 1 0 R.VELMYNPALCSASTTK.T
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 16

5678 true 2591 1849.1495 1848.1448 1 -1.41 338.74 30.17 121.3 (M:121.3) 2 1 0
K.VAVLGASGGIGQPLSLLLK
.N Dimethyl: 1, 19

5679 true 4684 1849.8039 1848.8234 1 -14.46 352.64 44.83 95.2 (M:95.2) 1 1 0
M.DDDIAALVVDNGSGMC
K.A

Carbamidomethyl: 16; 
Acetyl: 1; Dimethyl: 17

5680 true 411 1850.033 1849.0219 1 2.06 238.22 22 77.3 (M:77.3) 1 1 0
R.VMLGETNPADSKPGTIR.
G Dimethyl:2H(4): 1, 12



5681 true 1066 1850.0826 1849.0702 1 2.76 338.61 23.5 34.0 (M:34.0) 1 1 0 K.VIYPGLPSHPQHELAK.R Dimethyl:2H(4): 1, 16

5682 true 1176 1851.0975 1850.0939 1 -2.03 217.32 28.33 28.1 (M:28.1) 1 1 0 R.NICTELLPLIKPYGR.V
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 11

5683 true 1350 1851.9677 1850.9673 1 -3.72 334.39 26.17 63.5 (M:63.5) 1 1 0 K.LHVGNISPTCTNLELR.A
Carbamidomethyl: 10; 
Dimethyl: 1

5684 true 1404 1851.9908 1850.9862 1 -1.47 227.08 24.67 81.1 (M:81.1) 1 1 0 K.AASDIAMTELPPTHPIR.L Dimethyl:2H(4): 1



5685 true 1106 1851.994 1850.9614 1 13.66 362.84 32.33 44.5 (M:44.5) 1 1 0
K.HGAGAEISTVNPEQYSK.
R Dimethyl:2H(4): 1, 17

5686 true 3425 1852.0261 1851.0328 1 -7.55 300.86 39.5 95.4 (M:95.4) 1 1 0 K.TITLEVEPSDTIENVK.A Dimethyl:2H(4): 1, 16

5687 true 2237 1853.7258 1852.7356 1 -9.2 269.61 35 23.5 (M:23.5) 1 1 0 -.MEQDIYSNGSDHMER.M Acetyl: 1

5688 true 4639 1853.8291 1852.8485 1 -14.35 357.43 44.83 96.5 (M:96.5) 1 1 0
M.DDDIAALVVDNGSGMC
K.A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 17; Acetyl: 
1



5689 true 1405 1853.942 1852.9142 1 11.1 228.78 40.67 113.9 (M:113.9) 2 1 0 R.IMDPNIVGPEHYDVAR.G Dimethyl: 1

5690 true 5501 1853.9989 1853.0146 1 -12.38 356.67 49.5 113.8 (M:113.8) 1 1 0
K.DAVPDSLLGELTQQLAK.
A Dimethyl: 1, 17

5691 true 1628 1854.9798 1853.9636 1 4.85 389.35 34.5 24.6 (M:24.6) 1 1 0
K.HQAFEAEVQANSGAIVK.
L Dimethyl: 1, 17

5692 false 2878 1854.9865 1853.9959 1 -8.99 434.13 31.67 16.0 (M:16.0) 1 3 1
M.ASQSQGIQQLLQAEKR.
A Acetyl: 1; Dimethyl: 15



5693 true 753 1855.8747 1854.8708 1 -1.79 175.79 29.17 45.6 (M:45.6) 1 1 0
K.GEQVSQNGLPSDQESPR.
V Dimethyl: 1

5694 true 1351 1855.9911 1854.9924 1 -4.58 300.36 26.17 80.0 (M:80.0) 1 1 0 K.LHVGNISPTCTNLELR.A
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

5695 true 1425 1856.1255 1855.1171 1 0.6 96 29.67 64.6 (M:64.6) 1 1 0 R.AAAAFVLANEHNIPLLK.H Dimethyl:2H(4): 1, 17

5696 true 1274 1856.9136 1855.9036 1 1.46 307.15 39.83 60.0 (M:60.0) 2 1 0
R.GEDHCGIESEIVAGVPR.
M

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



5697 true 2338 1857.8662 1856.8549 1 2.12 294.78 28.83 42.1 (M:42.1) 1 1 0 K.AISEPNFSVAYANMCR.C
Carbamidomethyl: 15; 
Dimethyl: 1

5698 true 1225 1857.9645 1856.9393 1 9.68 343.13 40.67 90.6 (M:90.6) 2 1 0 R.IMDPNIVGPEHYDVAR.G Dimethyl:2H(4): 1

5699 true 711 1857.976 1856.9666 1 1.17 363.9 21.83 52.0 (M:52.0) 1 1 0
R.VMLGETNPADSKPGTIR.
G Oxidation: 2; Dimethyl: 1, 12

5700 true 3767 1857.988 1857.0157 1 -18.86 396.81 45.83 137.0 (M:137.0) 2 1 0
K.DASSYLAPAVVSGMLAG
GK.K Dimethyl:2H(4): 1, 19



5701 true 4265 1857.9957 1856.9852 1 1.7 425.69 49.67 89.8 (M:89.8) 1 1 0
K.MVGGIAQIIAAQEEMLR.
K Dimethyl: 1

5702 false 2388 1858.0276 1857.0015 1 10.15 277.61 29 15.6 (M:15.6) 1 2 1 K.INSKVAERPQHMLMR.V
Dimethyl:2H(4): 1; 
Oxidation: 14

5703 true 4456 1858.8601 1857.8539 1 -0.55 431.46 44 118.1 (M:118.1) 1 1 0 K.NLQMDDFELLCTDGR.R
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

5704 true 3168 1858.873 1857.8539 1 6.34 304.2 38.67 47.0 (M:47.0) 1 1 0 K.VDCTADTPLCSEFGVR.G
Carbamidomethyl: 3, 10; 
Dimethyl:2H(4): 1



5705 true 754 1859.9041 1858.8959 1 0.48 185.97 29.17 72.6 (M:72.6) 1 1 0
K.GEQVSQNGLPSDQESPR.
V Dimethyl:2H(4): 1

5706 true 1885 1859.9763 1858.9941 1 -13.5 354.26 35.83 26.8 (M:26.8) 1 1 0 R.EVPIPEHIDIYHLTR.E Dimethyl: 1

5707 true 1310 1860.972 1859.9741 1 -5.07 214.46 39.83 18.7 (M:18.7) 1 1 0 K.VFADEVQQQAQLSTIR.S Dimethyl: 1

5708 true 173 1861.8774 1860.8788 1 -4.68 392.28 26.83 85.3 (M:85.3) 1 1 0 K.HPSKPDPSGECNPDLR.L
Carbamidomethyl: 11; 
Dimethyl: 1, 4



5709 true 2300 1861.8877 1860.88 1 0.18 333.15 28.83 21.6 (M:21.6) 1 1 0 K.AISEPNFSVAYANMCR.C
Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

5710 true 1747 1861.918 1860.9152 1 -2.43 297.67 42.67 42.8 (M:42.8) 1 1 0
K.GDQENVHPDVMLVQPR.
V Dimethyl: 1

5711 true 4266 1862.0171 1861.0103 1 -0.29 452.31 49.67 82.0 (M:82.0) 1 1 0
K.MVGGIAQIIAAQEEMLR.
K Dimethyl:2H(4): 1

5712 true 5580 1862.0539 1861.0648 1 -9.77 412.32 49.5 142.7 (M:142.7) 1 1 0
K.DAVPDSLLGELTQQLAK.
A Dimethyl:2H(4): 1, 17



5713 true 2581 1862.915 1861.916 1 -4.44 422.06 39.83 134.2 (M:134.2) 2 1 0 K.YELQSHENFEPFMK.A Dimethyl:2H(4): 1, 14

5714 true 3021 1862.9628 1861.9323 1 12.49 396.39 40.33 70.7 (M:70.7) 1 1 0 R.IFHELTQSDQALYNR.L Dimethyl: 1

5715 true 4282 1862.9676 1861.9614 1 -0.6 400.75 46.83 49.5 (M:49.5) 1 1 0 R.YISPFHDIPLYADAGK.N Dimethyl: 1, 16

5716 true 3379 1862.9763 1861.9833 1 -7.65 159.68 32.83 15.6 (M:15.6) 1 1 1
K.GIDMLNAAHEGNLVPKR.
S Dimethyl: 1



5717 true 1629 1863.0207 1862.0138 1 -0.2 413.64 34.5 27.2 (M:27.2) 1 1 0
K.HQAFEAEVQANSGAIVK.
L Dimethyl:2H(4): 1, 17

5718 true 1298 1863.9223 1862.9163 1 -0.66 414.64 33 99.3 (M:99.3) 1 1 1 R.EHPEEGKHPDGGLYSK.G Dimethyl: 1, 7, 16

5719 true 4640 1863.9911 1863.008 1 -12.96 362.3 44.83 17.9 (M:17.9) 1 1 0
R.FYEPGAGEVLLDGVPLR.
D Dimethyl:2H(4): 1

5720 true 1849 1864.0057 1863.0192 1 -11.19 441.47 35.83 46.4 (M:46.4) 1 1 0 R.EVPIPEHIDIYHLTR.E Dimethyl:2H(4): 1



5721 true 2832 1864.0236 1863.0288 1 -6.68 212.48 30.83 98.3 (M:98.3) 1 1 0
K.VAHALAEGLGVIACIGEK.
L

Carbamidomethyl: 14; 
Dimethyl: 1, 18

5722 true 87 1864.8947 1863.8864 1 0.56 301.17 20.5 74.6 (M:74.6) 2 1 0
R.GEGGATNPHVFPEGSQP
R.V Dimethyl: 1

5723 true 1247 1865.0013 1863.9992 1 -2.81 294.48 39.83 32.9 (M:32.9) 1 1 0 K.VFADEVQQQAQLSTIR.S Dimethyl:2H(4): 1

5724 true 1541 1865.8985 1864.8744 1 9.03 285.93 35.33 64.8 (M:64.8) 1 1 0 K.TYFPHFDLSPGSDQVR.G



5725 true 2899 1865.9183 1864.9113 1 -0.17 372.48 30.83 122.7 (M:122.7) 1 1 0 R.IYLGNTLVCTCYGGSR.G
Carbamidomethyl: 9, 11; 
Dimethyl:2H(4): 1

5726 true 1713 1865.9426 1864.9403 1 -2.67 365.42 42.67 70.6 (M:70.6) 1 1 0
K.GDQENVHPDVMLVQPR.
V Dimethyl:2H(4): 1

5727 true 649 1866.023 1865.0168 1 -0.59 326.04 22 29.2 (M:29.2) 1 1 0
R.VMLGETNPADSKPGTIR.
G

Dimethyl:2H(4): 1, 12; 
Oxidation: 2

5728 true 2648 1866.9855 1865.9574 1 11.19 471.35 40.33 114.0 (M:114.0) 1 1 0 R.IFHELTQSDQALYNR.L Dimethyl:2H(4): 1



5729 false 2648 1866.9855 1865.943 1 18.89 425.15 40.33 16.3 (M:16.3) 1 3 1 R.LNPMAIESPAMDFSRR.L Dimethyl:2H(4): 1

5730 true 1425 1867.9728 1866.9811 1 -8.38 292.46 24.67 28.6 (M:28.6) 1 1 0 K.AASDIAMTELPPTHPIR.L
Dimethyl:2H(4): 1; 
Oxidation: 7

5731 true 3203 1867.9756 1866.9526 1 8.41 352.29 41.33 38.2 (M:38.2) 1 1 0 K.GELVPVHSISDQDHFR.L Dimethyl:2H(4): 1

5732 true 1045 1868.8374 1867.8486 1 -9.88 271.02 30.17 60.4 (M:60.4) 1 1 0 R.DGQVINETSQHHDDLE.- Dimethyl:2H(4): 1



5733 true 1209 1868.8629 1867.8535 1 1.15 329.64 26.33 81.9 (M:81.9) 1 1 0 R.TMTIHNGMYFSTYDR.D Dimethyl:2H(4): 1

5734 true 136 1868.8771 1867.8887 1 -10.09 166.81 26.5 82.9 (M:82.9) 1 1 0
K.QEAGVGEGQGTAGEEEE
K.K Dimethyl:2H(4): 1, 18

5735 true 2696 1868.8881 1867.9163 1 -19.03 245.56 36.83 58.1 (M:58.1) 1 1 0
K.IVGDDPDEDAINNALNK.
V Dimethyl: 1, 17

5736 true 88 1868.9184 1867.9115 1 -0.18 221.82 20.5 72.5 (M:72.5) 2 1 0
R.GEGGATNPHVFPEGSQP
R.V Dimethyl:2H(4): 1



5737 true 3579 1869.0078 1868.0193 1 -10.05 338.95 40.17 65.5 (M:65.5) 1 1 0
R.LLSADPEPGPGVDLSTLR.
A Dimethyl:2H(4): 1

5738 true 2357 1869.0241 1868.0015 1 8.19 376.96 46 53.4 (M:53.4) 2 1 0 K.GNEMVETITFGGVTLIR.R Dimethyl:2H(4): 1

5739 true 174 1869.9269 1868.9291 1 -5.06 506.97 26.83 66.8 (M:66.8) 1 1 0 K.HPSKPDPSGECNPDLR.L
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 4

5740 true 4553 1869.9318 1868.9461 1 -11.54 434.33 52.83 67.2 (M:67.2) 1 1 0 K.QVPNDSFFNFFNPIK.V Dimethyl: 1, 15



5741 true 4231 1871.0261 1870.0116 1 3.83 380.09 46.83 91.5 (M:91.5) 1 1 0 R.YISPFHDIPLYADAGK.N Dimethyl:2H(4): 1, 16

5742 true 2559 1871.0846 1870.0353 1 22.5 153.82 31.5 49.3 (M:49.3) 1 1 0 R.IHFPLVTYAPIISSER.A Dimethyl: 1

5743 true 2195 1872.0771 1871.0768 1 -3.73 327.03 29 65.2 (M:65.2) 2 1 1 R.IINEPTAAAIAYGLDKK.G Dimethyl: 1, 16, 17

5744 true 2195 1872.0771 1871.0768 1 -3.73 327.03 29 65.2 (M:65.2) 2 1 1 R.IINEPTAAAIAYGLDKK.V Dimethyl: 1, 16, 17



5745 true 2195 1872.0771 1871.0516 1 9.71 347.82 29 65.2 (M:65.2) 2 1 1 R.IINEPTAAAIAYGLDKR.E Dimethyl: 1, 16

5746 true 2751 1873.0054 1872.0043 1 -3.28 272.54 49.17 29.1 (M:29.1) 1 1 0
R.NPLVYLDVGADNQPLGR.
V Dimethyl:2H(4): 1

5747 true 2064 1873.0059 1872.0419 1 -23.08 213.59 27 70.3 (M:70.3) 1 1 0 K.AACSFINSANFPALVVK.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 17

5748 true 2350 1873.9431 1872.9006 1 18.77 386.87 37.67 63.7 (M:63.7) 1 1 0 K.NYLSNPSYNYEIVNR.A Dimethyl: 1



5749 true 1474 1873.9622 1872.9342 1 11.05 314.34 40.67 68.2 (M:68.2) 1 1 0 R.IMDPNIVGPEHYDVAR.G
Dimethyl:2H(4): 1; 
Oxidation: 2

5750 true 4003 1873.9737 1872.9801 1 -7.32 394.57 47.33 16.9 (M:16.9) 1 1 0
K.MVGGIAQIIAAQEEMLR.
K Oxidation: 15; Dimethyl: 1

5751 true 1493 1873.9847 1872.988 1 -5.67 315.78 24.33 18.2 (M:18.2) 1 1 0 R.VLTRPNAAELPSMYQR.L Dimethyl: 1

5752 true 1698 1874.0605 1873.039 1 7.63 286.88 26.83 80.9 (M:80.9) 2 1 0 R.IEINFPAEYPFKPPK.I Dimethyl: 1, 12, 15



5753 true 4492 1874.853 1873.8488 1 -1.62 314.86 44 67.5 (M:67.5) 1 1 0 K.NLQMDDFELLCTDGR.R

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1; 
Oxidation: 4

5754 true 76 1874.8861 1873.8969 1 -9.66 223.21 16 20.3 (M:20.3) 1 1 0
K.YEEGQSHRPTNPNASR.
M Dimethyl:2H(4): 1

5755 true 3384 1874.991 1874.019 1 -18.79 349.76 43.83 48.3 (M:48.3) 1 1 0 K.VAIYYLHELAGEELAK.E Dimethyl: 1, 16

5756 true 1892 1875.9512 1874.9315 1 6.61 124.48 31.83 46.7 (M:46.7) 2 1 0 K.TYFPHFDLSHGSAQIK.G Dimethyl: 16



5757 true 1763 1875.9599 1874.9594 1 -3.64 255.75 25.17 50.5 (M:50.5) 2 1 0 K.IVSNASCTTNCLAPLAK.V
Carbamidomethyl: 7, 11; 
Dimethyl: 1, 17

5758 true 3024 1876.0424 1875.0479 1 -6.79 341.76 31.83 25.8 (M:25.8) 1 1 0 K.APIRPDVVNFVHTNLR.K Dimethyl: 1

5759 true 229 1877.866 1876.865 1 -3.38 296.85 27 18.4 (M:18.4) 1 1 1
K.GVSGQKDSGQTEPSEESK
.E Dimethyl: 18

5760 true 3204 1877.8876 1876.856 1 12.95 314.74 41.33 117.9 (M:117.9) 1 1 0 K.QSIAIDDCTFHQCVR.L
Carbamidomethyl: 8, 13; 
Dimethyl: 1



5761 true 2312 1877.9758 1876.9257 1 22.78 374.41 37.67 56.4 (M:56.4) 1 1 0 K.NYLSNPSYNYEIVNR.A Dimethyl:2H(4): 1

5762 true 4554 1877.9764 1876.9963 1 -14.48 356.41 52.83 45.6 (M:45.6) 1 1 0 K.QVPNDSFFNFFNPIK.V Dimethyl:2H(4): 1, 15

5763 true 2582 1878.9132 1877.911 1 -2.69 391.25 39.83 86.0 (M:86.0) 2 1 0 K.YELQSHENFEPFMK.A
Dimethyl:2H(4): 1, 14; 
Oxidation: 13

5764 true 4527 1878.9524 1877.9523 1 -3.85 360.56 44.33 85.8 (M:85.8) 1 1 0
K.AEYEGDGIPTVFVAVAGR
.S Dimethyl: 1



5765 true 810 1878.9646 1877.9782 1 -11.11 243.14 22.17 80.3 (M:80.3) 2 1 0
R.EIVHLQAGQCGNQIGAK.
F

Carbamidomethyl: 10; 
Dimethyl: 1, 17

5766 true 810 1878.9646 1877.9782 1 -11.11 243.14 22.17 80.3 (M:80.3) 2 1 0
R.EIVHIQAGQCGNQIGAK.
F

Carbamidomethyl: 10; 
Dimethyl: 1, 17

5767 true 1460 1879.9045 1878.9338 1 -19.48 388.07 35.17 16.2 (M:16.2) 1 53.68 1 1 K.KHFEGFPKPSDFEMK.Q Dimethyl: 1, 15

5768 true 829 1879.9512 1878.9211 1 12.13 268.64 36.17 32.2 (M:32.2) 1 1 1 K.GKPDTEVTEDEEYKR.V Dimethyl: 1, 2, 14



5769 true 1935 1879.9684 1878.9566 1 2.38 276.41 26.83 15.6 (M:15.6) 1 1 0 K.TYFPHFDLSHGSAQIK.G Dimethyl:2H(4): 16

5770 true 3065 1880.0814 1879.073 1 0.57 370.74 31.83 32.8 (M:32.8) 1 1 0 K.APIRPDVVNFVHTNLR.K Dimethyl:2H(4): 1

5771 true 1903 1880.1163 1879.1019 1 3.81 330.78 28.83 76.0 (M:76.0) 2 1 1 R.IINEPTAAAIAYGLDKR.E Dimethyl:2H(4): 1, 16

5772 true 1903 1880.1163 1879.127 1 -9.56 313.85 28.83 76.0 (M:76.0) 2 65.89 1 1 R.IINEPTAAAIAYGLDKK.G
Dimethyl:2H(4): 1, 16; 
Dimethyl: 17



5773 true 1903 1880.1163 1879.127 1 -9.56 313.85 28.83 76.0 (M:76.0) 2 65.89 1 1 R.IINEPTAAAIAYGLDKK.V
Dimethyl:2H(4): 1, 16; 
Dimethyl: 17

5774 true 630 1880.212 1879.1721 1 17.33 477.57 30.17 72.2 (M:72.2) 1 1 1 K.EQIVPKPEEEVAQKK.K Dimethyl:2H(4): 1, 6, 14, 15

5775 true 2087 1881.0378 1880.0407 1 -5.41 336.7 36.67 38.4 (M:38.4) 1 1 0
K.VGINYQPPTVVPGGDLA
K.V Dimethyl: 1, 18

5776 true 2087 1881.0378 1880.0407 1 -5.41 336.7 36.67 38.4 (M:38.4) 1 1 0
K.VGINYQPPTVVPGGDLA
K.V Dimethyl: 1, 18



5777 true 2087 1881.0378 1880.0407 1 -5.41 336.7 36.67 38.4 (M:38.4) 1 1 0
K.VGINYQPPTVVPGGDLA
K.V Dimethyl: 1, 18

5778 true 3205 1881.9145 1880.8811 1 13.89 363.07 41.33 93.8 (M:93.8) 1 1 0 K.QSIAIDDCTFHQCVR.L
Carbamidomethyl: 8, 13; 
Dimethyl:2H(4): 1

5779 true 2487 1882.0252 1881.0108 1 3.77 204.72 29.5 146.1 (M:146.1) 1 1 0 R.IGGVQQDTILAEGLHFR.I Dimethyl: 1

5780 true 4528 1882.9807 1881.9774 1 -2.13 396.62 44.33 85.0 (M:85.0) 1 1 0
K.AEYEGDGIPTVFVAVAGR
.S Dimethyl:2H(4): 1



5781 true 2366 1883.888 1882.903 1 -11.81 443.51 38.67 15.2 (M:15.2) 1 1 0
R.NCILHPGGSLDASDMLR.
K

Carbamidomethyl: 2; 
Dimethyl: 1

5782 true 1868 1884.0065 1883.0096 1 -5.53 239.95 27 15.3 (M:15.3) 1 1 1
K.LCVPAMNVNDSVTKQK.
F

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 16; 
Oxidation: 6

5783 true 821 1884.0082 1882.9941 1 3.62 328.24 23.67 63.0 (M:63.0) 3 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl: 1, 9

5784 true 821 1884.0082 1882.9941 1 3.62 328.24 23.67 63.0 (M:63.0) 3 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl: 1, 9



5785 true 859 1884.0233 1883.0096 1 3.42 334.13 21.5 136.8 (M:136.8) 2 1 0 K.IVSNASCTTNCLAPLAK.V
Carbamidomethyl: 7, 11; 
Dimethyl:2H(4): 1, 17

5786 true 2403 1884.0946 1883.084 1 1.76 347.61 33.33 119.7 (M:119.7) 2 1 0
R.SLNALGLGLIASGGTATAL
R.D Dimethyl: 1

5787 true 2130 1884.1596 1883.1521 1 0.1 385.15 29 121.5 (M:121.5) 2 1 1 R.IINEPTAAAIAYGLDKK.V Dimethyl:2H(4): 1, 16, 17

5788 true 2130 1884.1596 1883.1521 1 0.1 385.15 29 121.5 (M:121.5) 2 1 1 R.IINEPTAAAIAYGLDKK.G Dimethyl:2H(4): 1, 16, 17



5789 true 3699 1884.8019 1883.8216 1 -14.33 277.63 40.67 34.2 (M:34.2) 1 1 0 K.CPDCDMAFVTSGELVR.H
Carbamidomethyl: 1, 4; 
Dimethyl: 1

5790 false 2358 1885.022 1884.0083 1 3.38 371.14 46.5 15.4 (M:15.4) 1 2 0 K.FVEFFGPGVAQLSIADR.A Dimethyl:2H(4): 1

5791 true 3158 1885.0562 1884.063 1 -7.5 395.37 31.83 45.3 (M:45.3) 1 1 0 R.AITIANQTNCPLYITK.V
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 16

5792 true 2457 1886.0487 1885.036 1 2.9 228.35 29.5 110.9 (M:110.9) 1 1 0 R.IGGVQQDTILAEGLHFR.I Dimethyl:2H(4): 1



5793 true 2397 1886.1228 1885.1143 1 0.65 215.05 30.5 41.9 (M:41.9) 2 1 0 R.IEINFPAEYPFKPPK.I Dimethyl:2H(4): 1, 12, 15

5794 true 811 1887.0161 1886.0284 1 -10.38 224.53 22.17 119.5 (M:119.5) 2 1 0
R.EIVHLQAGQCGNQIGAK.
F

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 17

5795 true 811 1887.0161 1886.0284 1 -10.38 224.53 22.17 119.5 (M:119.5) 2 1 0
R.EIVHIQAGQCGNQIGAK.
F

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 17

5796 false 923 1887.0328 1886.0414 1 -8.41 166.1 25 15.4 (M:15.4) 1 4 1 K.ARLAALADQWEFLVQK.S Dimethyl: 1



5797 true 4089 1887.9441 1886.9448 1 -4.22 365.39 42.5 87.7 (M:87.7) 1 1 0 R.LFVGNLPPDITEEEMR.K Dimethyl: 1

5798 true 2404 1888.1168 1887.1091 1 0.24 383.3 33.33 143.1 (M:143.1) 2 1 0
R.SLNALGLGLIASGGTATAL
R.D Dimethyl:2H(4): 1

5799 true 2136 1888.8704 1887.8836 1 -10.81 441.3 37.33 32.3 (M:32.3) 1 1 0 R.HHQTEDLSQFLCADR.V
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

5800 true 3794 1888.8985 1887.8891 1 1.14 288.66 41 72.1 (M:72.1) 1 1 0 K.IENPDTGLYYDEYLR.Q Dimethyl: 1



5801 true 1903 1888.9252 1887.9277 1 -5.18 355.63 44 40.3 (M:40.3) 1 1 0 R.EMPEAPQFPDHPSQSK.S Dimethyl:2H(4): 1, 16

5802 true 1352 1888.9354 1887.9261 1 1.06 272.96 24.33 75.1 (M:75.1) 1 1 0
K.EAYMGNVLQAGQGQAP
AR.Q Dimethyl: 1

5803 true 2544 1889.1158 1888.091 1 9.31 327.28 30 92.9 (M:92.9) 1 1 0
K.VGINYQPPTVVPGGDLA
K.V Dimethyl:2H(4): 1, 18

5804 true 2544 1889.1158 1888.091 1 9.31 327.28 30 92.9 (M:92.9) 1 1 0
K.VGINYQPPTVVPGGDLA
K.V Dimethyl:2H(4): 1, 18



5805 true 2544 1889.1158 1888.091 1 9.31 327.28 30 92.9 (M:92.9) 1 1 0
K.VGINYQPPTVVPGGDLA
K.V Dimethyl:2H(4): 1, 18

5806 true 2887 1889.8248 1888.8367 1 -10.13 312.76 37.67 54.4 (M:54.4) 1 1 0 R.NPDDITNEEYGEFYK.S Dimethyl: 1, 15

5807 true 195 1889.9397 1888.9717 1 -20.78 243.21 19.83 16.6 (M:16.6) 1 1 0
K.MSEPLPLPGAEHSGALA
GK.L Dimethyl: 19

5808 true 3494 1891.9395 1890.9737 1 -21.92 305.06 40 37.7 (M:37.7) 1 1 0
K.DSGTQPQLQIQGIGFDR.
T Dimethyl:2H(4): 1



5809 true 772 1892.025 1890.9964 1 11.25 375.78 36.17 53.5 (M:53.5) 1 1 1 K.GKPDTEVTEDEEYKR.V Dimethyl:2H(4): 1, 2, 14

5810 true 3025 1892.051 1891.0443 1 -0.32 369.81 33.17 78.7 (M:78.7) 2 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl:2H(4): 1, 9

5811 true 3025 1892.051 1891.0443 1 -0.32 369.81 33.17 78.7 (M:78.7) 2 1 0 R.GIYAYGFEKPSAIQQR.A Dimethyl:2H(4): 1, 9

5812 true 2389 1892.9083 1891.9098 1 -4.66 339.46 29 29.6 (M:29.6) 1 1 0
K.GSENSPQTLLFSATCPR.
W

Carbamidomethyl: 15; 
Dimethyl: 1



5813 true 5020 1892.9153 1891.935 1 -14.23 364.72 46.33 33.6 (M:33.6) 1 1 0 K.EFSMSDIDLNALSIPGR.E Dimethyl: 1

5814 true 3795 1892.9212 1891.9142 1 -0.14 295.42 41 80.4 (M:80.4) 1 1 0 K.IENPDTGLYYDEYLR.Q Dimethyl:2H(4): 1

5815 true 2975 1892.9751 1891.9512 1 8.77 381.17 40.17 48.9 (M:48.9) 3 1 0
K.EAYMGNVLQAGQGQAP
AR.Q Dimethyl:2H(4): 1

5816 true 1939 1892.9963 1891.9752 1 7.32 334.98 36.17 44.7 (M:44.7) 1 1 0
K.LQALTNEQAAAAHELER.
M Dimethyl: 1



5817 true 5342 1893.0046 1892.0445 1 -24.91 343.14 47.83 21.4 (M:21.4) 1 1 0 K.LLELIPDSIDLETAYR.H Dimethyl:2H(4): 1

5818 true 1009 1893.0267 1892.0032 1 8.57 297.13 25 68.9 (M:68.9) 1 1 0 K.INLYHEGDLTHFNQK.L Dimethyl:2H(4): 1, 15

5819 true 3574 1893.1823 1892.1346 1 21.32 139.5 37.67 104.9 (M:104.9) 1 1 0 K.ILILPATSTALVSPLAER.L Dimethyl: 1

5820 true 3373 1893.9151 1892.9057 1 1.13 431.9 47.17 127.5 (M:127.5) 5 1 0 K.TYFPHFDLSPGSDQVR.G Dimethyl: 1



5821 true 5662 1893.9755 1892.9974 1 -15.41 428.1 50 38.5 (M:38.5) 2 1 0 K.QGFIDLPEFPFGLEPR.I Dimethyl:2H(4): 1

5822 true 1282 1894.8673 1893.8956 1 -18.77 245.84 31 45.5 (M:45.5) 1 1 0
R.EQDEVPTPTPTTPDPSR.
V Dimethyl: 1

5823 true 1949 1895.8422 1894.8367 1 -0.95 290.41 33.83 77.7 (M:77.7) 1 1 0 R.TDDYLDQPCQETINR.I
Carbamidomethyl: 9; 
Dimethyl: 1

5824 true 2427 1895.9805 1894.9549 1 9.68 337.41 30.5 19.8 (M:19.8) 1 1 0
K.GPPQPTISFDGIYANMR.
M Dimethyl:2H(4): 1



5825 true 2099 1895.9815 1894.9577 1 8.68 135.45 27.5 66.0 (M:66.0) 1 1 0
R.GAPPNSNIEDFHGFLPK.
G Dimethyl: 1, 17

5826 true 2553 1896.019 1895.028 1 -8.62 392.58 39.5 41.0 (M:41.0) 1 1 0 R.FYSEEQPAAAVLHLEK.A Dimethyl:2H(4): 1, 16

5827 true 3878 1896.0559 1895.0728 1 -12.72 429.36 46.67 48.7 (M:48.7) 1 1 0 K.TAILTTIGVLEEPLGNAR.L Dimethyl: 1

5828 true 4883 1896.8573 1895.8618 1 -6.22 366.59 45.83 71.1 (M:71.1) 1 1 0 R.IDFYFDENPYFENK.V Dimethyl: 1, 14



5829 true 2341 1896.9498 1895.9349 1 4.02 269.36 29 40.6 (M:40.6) 1 1 0
K.GSENSPQTLLFSATCPR.
W

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

5830 false 1940 1897.0212 1896.0506 1 -19.35 190.07 36.17 22.8 (M:22.8) 1 2 0 R.LEIAHADLTQLLENEK.E
Dimethyl:2H(4): 1; 
Dimethyl: 16

5831 true 1940 1897.0212 1896.0003 1 7.16 328.57 36.17 39.0 (M:39.0) 1 1 0
K.LQALTNEQAAAAHELER.
M Dimethyl:2H(4): 1

5832 true 2616 1897.8688 1896.8869 1 -13.4 405.2 37.67 113.5 (M:113.5) 1 1 0 R.NPDDITNEEYGEFYK.S Dimethyl:2H(4): 1, 15



5833 true 2231 1897.9312 1896.9308 1 -3.62 338.7 28.33 82.2 (M:82.2) 3 1 0 K.TYFPHFDLSPGSDQVR.G Dimethyl:2H(4): 1

5834 true 383 1898.9528 1897.944 1 0.77 150.63 21.17 39.8 (M:39.8) 1 1 0
R.ATCIEMVTSLAHSPHGR.
Q

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

5835 true 2802 1898.9617 1897.9574 1 -1.57 405.88 40.83 63.3 (M:63.3) 1 1 0 K.GFSEGLWEIEHNPTVK.A Dimethyl: 1, 16

5836 true 2169 1898.9622 1897.9294 1 13.45 297.11 28.5 40.8 (M:40.8) 2 1 0
R.AINPECGFFGVAPGTSSR.
T

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



5837 true 1950 1899.8691 1898.8618 1 0.02 343.07 33.67 107.8 (M:107.8) 1 1 0 R.TDDYLDQPCQETINR.I
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

5838 true 3910 1900.086 1899.0979 1 -10.09 467.02 46.67 86.3 (M:86.3) 1 1 0 K.TAILTTIGVLEEPLGNAR.L Dimethyl:2H(4): 1

5839 true 2601 1900.9089 1899.8829 1 9.86 448.95 38.83 72.3 (M:72.3) 2 1 0 K.DPTYSSYYSPYPSVSR.F Dimethyl:2H(4): 1

5840 true 2426 1901.0369 1900.0306 1 -0.51 310.66 46.5 34.8 (M:34.8) 1 1 0 K.ITISPLQDLTIYNPER.T Dimethyl: 1



5841 true 1642 1901.046 1900.0393 1 -0.33 272.52 25.17 75.5 (M:75.5) 1 1 0 K.SQIFSTASDNQPTVTIK.V Dimethyl:2H(4): 1, 17

5842 false 2777 1901.9255 1900.9652 1 -24.66 375.24 39.5 16.1 (M:16.1) 1 2 1 K.HGAIKCVLNEGMPIYR.R
Carbamidomethyl: 6; 
Oxidation: 12; Dimethyl: 5

5843 true 2777 1901.9255 1900.8856 1 17.15 445.48 39.5 55.0 (M:55.0) 1 1 0 K.EPFFHGHDNYDQLVR.I Dimethyl: 1

5844 true 1651 1902.0138 1901.0014 1 2.69 385.44 34.83 18.5 (M:18.5) 1 1 1
K.GPLMMYISKMVPTSDK.
G

Dimethyl:2H(4): 1; 
Oxidation: 10; Dimethyl: 9, 
16



5845 true 3556 1902.0851 1901.0902 1 -6.51 410.92 44.17 102.7 (M:102.7) 1 1 0 K.ELPYPDPAIAHFLVQK.V Dimethyl:2H(4): 1, 16

5846 true 3386 1903.0785 1902.0372 1 17.88 537.74 35.5 89.1 (M:89.1) 1 1 0 K.GTGEFTQLLNSLCTAVK.A
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 17

5847 true 1713 1903.9677 1902.9628 1 -1.27 316.28 27.33 134.7 (M:134.7) 10 1 0 K.TYFPHFDLSHGSAQIK.G Dimethyl: 1, 16

5848 true 4063 1903.9925 1903.0023 1 -8.93 265.32 42.17 36.0 (M:36.0) 1 1 0
K.GIEVLTNMAQPVELSDR.
E Dimethyl:2H(4): 1



5849 false 2075 1903.9955 1903.0101 1 -11.49 310.15 37.83 21.3 (M:21.3) 1 2 1
R.AVGFSSGSENPHGVKAV
TK.G Dimethyl:2H(4): 1

5850 true 1517 1904.1361 1903.1193 1 5 231.48 30.5 44.9 (M:44.9) 1 1 0
K.IPLPTDTAVAVQVAALHR
.R Dimethyl:2H(4): 1

5851 true 4884 1904.8999 1903.912 1 -10.18 435.68 45.83 49.0 (M:49.0) 1 1 0 R.IDFYFDENPYFENK.V Dimethyl:2H(4): 1, 14

5852 true 2427 1905.0676 1904.0557 1 2.44 354.53 46.5 23.5 (M:23.5) 1 1 0 K.ITISPLQDLTIYNPER.T Dimethyl:2H(4): 1



5853 true 5478 1905.8598 1904.886 1 -17.52 371.42 48.5 91.0 (M:91.0) 1 1 0
M.EEEIAALVIDNGSGMCK.
A

Carbamidomethyl: 16; 
Acetyl: 1; Dimethyl: 17

5854 true 1714 1905.9313 1904.9268 1 -1.47 185.79 42.5 17.0 (M:17.0) 1 1 1 K.KFEEFQTDLAAHEER.V Dimethyl: 1, 1

5855 true 2688 1905.9497 1904.9108 1 16.64 478.39 39.5 77.3 (M:77.3) 1 1 0 K.EPFFHGHDNYDQLVR.I Dimethyl:2H(4): 1

5856 true 1097 1905.9908 1904.9819 1 0.86 300.29 23 36.0 (M:36.0) 1 1 0
K.KPYGITMSNPAVFPGDR.
I Dimethyl: 1, 1



5857 true 2231 1906.8966 1905.8899 1 -0.3 457.75 37.83 28.2 (M:28.2) 1 1 1 K.HMNLILCDCDEFRK.I
Carbamidomethyl: 7, 9; 
Dimethyl: 1, 14

5858 true 2190 1908.1262 1907.108 1 5.73 273.79 29.5 61.6 (M:61.6) 1 1 0
K.NGPLDIAGAVVSAGHGL
PAK.F Dimethyl:2H(4): 1, 20

5859 true 2056 1908.8552 1907.8749 1 -14.13 253.37 34.17 43.1 (M:43.1) 1 1 0
R.AVYDEQGTVDEEGEALR.
A Dimethyl: 1

5860 false 2834 1908.8566 1907.8945 1 -23.67 496.65 39.5 19.5 (M:19.5) 1 2 1
K.ERNTDQASMPDNTAAQ
K.V Dimethyl:2H(4): 17



5861 true 559 1908.9545 1907.9602 1 -6.78 212.84 20 88.8 (M:88.8) 1 1 0
K.SGVYQHVSGEQVGGHAI
R.I Dimethyl: 1

5862 true 5479 1909.8874 1908.9111 1 -16.19 418.42 48.5 122.7 (M:122.7) 1 1 0
M.EEEIAALVIDNGSGMCK.
A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 17; Acetyl: 
1

5863 true 3653 1910.0299 1909.0197 1 1.55 314.5 56 36.1 (M:36.1) 1 1 0 K.STLINSLFLTDLYPER.I Dimethyl: 1

5864 true 289 1910.7944 1909.7827 1 2.32 205.35 16.5 81.1 (M:81.1) 2 1 0
R.SSGSPYGGGYGSGSGSG
GYGGR.R



5865 true 4529 1910.991 1909.9997 1 -8.36 333.88 44.17 35.9 (M:35.9) 1 1 0 K.IGIIGGTGLDDPDILEER.T Dimethyl: 1

5866 true 991 1911.8101 1910.8381 1 -18.45 247.38 30.17 130.4 (M:130.4) 1 1 0 K.TQEPHVEEDDDELDGK.L Dimethyl: 1, 16

5867 true 4843 1911.8929 1910.9309 1 -23.66 454.6 45.5 19.3 (M:19.3) 1 1 0
R.GEATDPIWSGGGCVRPP
K.G

Carbamidomethyl: 13; 
Dimethyl: 18

5868 true 2038 1912.0304 1911.013 1 5.25 354.72 27.33 46.7 (M:46.7) 3 1 0 K.TYFPHFDLSHGSAQIK.G Dimethyl:2H(4): 1, 16



5869 true 809 1912.8343 1911.7806 1 24.3 204.34 31 17.1 (M:17.1) 1 1 0
K.SEEAHAEDSVMDHHFR.
K Oxidation: 11

5870 true 2057 1912.8856 1911.9 1 -11.32 333.94 34.17 25.9 (M:25.9) 1 1 0
R.AVYDEQGTVDEEGEALR.
A Dimethyl:2H(4): 1

5871 true 684 1912.8994 1911.9327 1 -21.18 428.08 28.5 47.6 (M:47.6) 1 1 0
R.IGGGDTTEHIQTHFESK.
M Dimethyl: 1, 17

5872 true 513 1913.8954 1912.8946 1 -3.39 322.75 17.83 52.7 (M:52.7) 1 1 0 R.EQCCYNCGKPGHLAR.D
Carbamidomethyl: 3, 4, 7; 
Dimethyl:2H(4): 1, 9



5873 true 1133 1914.0538 1913.0371 1 4.93 308.61 25.33 74.8 (M:74.8) 1 1 0 R.VISHPTLPISITAHEDR.H Dimethyl: 1

5874 true 3716 1914.0549 1913.0448 1 1.48 319.51 56 41.1 (M:41.1) 1 1 0 K.STLINSLFLTDLYPER.I Dimethyl:2H(4): 1

5875 true 2054 1914.9202 1913.9458 1 -17.17 273.3 27.33 53.9 (M:53.9) 1 1 0
R.GIAAEPLFVGYCPHEAR.
W

Carbamidomethyl: 12; 
Dimethyl: 1

5876 true 2617 1915.8005 1914.8119 1 -9.74 283.92 36.5 38.6 (M:38.6) 1 1 0 R.AADEEAFEDNSEEYIR.R Dimethyl: 1



5877 true 1259 1915.9964 1914.9952 1 -3.17 333.01 26.17 95.3 (M:95.3) 1 1 0
K.VTHAVVTVPAYFNDAQR
.Q Dimethyl: 1

5878 true 273 1916.0184 1914.9672 1 22.92 339.68 20.83 44.7 (M:44.7) 1 1 0 K.QQIYACQHVPVEQQR.L
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5879 true 2695 1917.9717 1916.9594 1 2.6 426.91 40.33 52.5 (M:52.5) 1 1 1 R.GFCFITYTDEEPVKK.L
Carbamidomethyl: 3; 
Dimethyl: 1, 14, 15

5880 true 2055 1918.9425 1917.9709 1 -18.59 253.19 27.33 18.6 (M:18.6) 1 1 0
R.GIAAEPLFVGYCPHEAR.
W

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1



5881 true 2625 1919.0117 1918.016 1 -6.04 284.44 48.5 20.1 (M:20.1) 1 1 0
K.LTAELIEQAAQYTNAVR.
D Dimethyl: 1

5882 true 1010 1919.8111 1918.8017 1 1.15 316.76 21.83 16.6 (M:16.6) 1 1 0
R.GSGNSGGYYGQGSMGG
GGWR.G Dimethyl: 1

5883 true 2618 1919.8235 1918.837 1 -10.84 328.54 36.5 22.4 (M:22.4) 1 1 0 R.AADEEAFEDNSEEYIR.R Dimethyl:2H(4): 1

5884 true 1690 1920.0336 1919.0203 1 3.15 402.04 26.17 120.4 (M:120.4) 3 1 0
K.VTHAVVTVPAYFNDAQR
.Q Dimethyl:2H(4): 1



5885 true 3481 1921.9189 1920.9444 1 -17.08 422.42 44.33 23.9 (M:23.9) 1 1 0 R.HMYVFPDFNDLSVPGK.L Dimethyl: 1, 16

5886 true 2259 1922.9922 1921.9686 1 8.46 242.27 28.5 57.9 (M:57.9) 1 1 0 R.QYYTLLNQAPDYLHR.F Dimethyl: 1

5887 true 3446 1923.063 1922.0787 1 -11.94 378.76 42.67 30.2 (M:30.2) 1 1 0 K.CPFGALSIVNLPSNLEK.E
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 17

5888 true 810 1924.8422 1923.817 1 9.32 344.37 31 84.4 (M:84.4) 1 1 0
K.SEEAHAEDSVMDHHFR.
K Dimethyl: 1



5889 true 4249 1924.9001 1923.9003 1 -3.87 400.3 43.17 44.9 (M:44.9) 2 1 0 R.ALYDFDAVEHDELGFR.S Dimethyl: 1

5890 true 1646 1925.0096 1923.9927 1 4.98 348.16 27 64.4 (M:64.4) 1 1 0 R.VFPGIISHIHVENCDR.S
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

5891 true 1975 1925.1113 1924.1332 1 -15.17 275.53 32.5 37.0 (M:37.0) 1 81.33 1 1 K.SDLTKDITTSVLLVNNK.A Dimethyl:2H(4): 5, 17

5892 true 2917 1926.9236 1925.9131 1 1.67 121.87 51.33 16.0 (M:16.0) 1 1 0 K.FSESTTVFTGQCFIDR.N
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1



5893 true 2260 1927.017 1925.9938 1 8.31 104.96 28.5 61.6 (M:61.6) 2 1 0 R.QYYTLLNQAPDYLHR.F Dimethyl:2H(4): 1

5894 true 3372 1927.0738 1926.0575 1 4.73 58.04 35.83 70.1 (M:70.1) 1 1 0 K.LPNGLIIASLENFSPASR.I Dimethyl: 1

5895 true 2399 1928.0692 1927.0626 1 -0.36 192.1 38.83 59.7 (M:59.7) 1 1 1 K.SLLVTELGSNRDPETIK.I Dimethyl: 1, 17

5896 true 811 1928.8667 1927.8421 1 8.99 197.09 31 79.5 (M:79.5) 1 1 0
K.SEEAHAEDSVMDHHFR.
K Dimethyl:2H(4): 1



5897 true 2742 1928.8856 1927.88 1 -0.85 154.87 37.5 49.3 (M:49.3) 1 1 0
R.FSPDGELYASGSEDGTLR.
L Dimethyl: 1

5898 true 3336 1928.9696 1927.9779 1 -8.05 138.93 39.17 61.8 (M:61.8) 1 1 1 K.EAFSLFDKDGDGTITTK.E Dimethyl: 1, 8, 17

5899 true 2998 1929.0471 1928.0441 1 -2.23 314.46 32 15.9 (M:15.9) 1 1 1 K.SLDFYTRVLGMTLLQK.F Oxidation: 11; Dimethyl: 1

5900 true 3581 1929.9188 1928.9302 1 -9.71 103.43 40.17 136.6 (M:136.6) 1 1 0
K.GFIGPGVDVPAPDMSTG
ER.E Dimethyl: 1



5901 true 2116 1929.9633 1928.9386 1 9.03 72.59 27.5 28.6 (M:28.6) 1 1 0 K.LSLDGQNIYNACCTLR.I
Carbamidomethyl: 12, 13; 
Dimethyl:2H(4): 1

5902 true 1318 1929.9687 1928.9844 1 -11.87 81.46 31.33 142.8 (M:142.8) 1 1 0
M.SETAPAPAAEAAPAAAP
APAK.A Acetyl: 1; Dimethyl: 21

5903 true 3455 1929.9766 1928.9946 1 -13.1 197.52 44.33 81.8 (M:81.8) 1 1 0 R.HMYVFPDFNDLSVPGK.L Dimethyl:2H(4): 1, 16

5904 true 2696 1930.0486 1929.0347 1 3.45 185.14 40.33 40.7 (M:40.7) 1 1 1 R.GFCFITYTDEEPVKK.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 14, 15



5905 true 319 1930.0686 1929.041 1 10.51 276.94 21.17 33.8 (M:33.8) 1 1 0 K.IETSHPPIPPPHPPPER.K Dimethyl:2H(4): 1

5906 true 1199 1930.9411 1929.9043 1 15.26 74.96 24.17 42.6 (M:42.6) 1 1 0 R.HEMPPHIYAITDTAYR.S Oxidation: 3

5907 true 3395 1931.0939 1930.0826 1 2.12 106.43 35.83 37.0 (M:37.0) 1 1 0 K.LPNGLIIASLENFSPASR.I Dimethyl:2H(4): 1

5908 true 2771 1931.9354 1930.9425 1 -7.45 229.77 40.67 64.5 (M:64.5) 1 1 0 R.AISFVGSNQAGEYIYER.G Dimethyl: 1



5909 true 2888 1932.8948 1931.9051 1 -9.08 172.37 37.5 31.3 (M:31.3) 1 1 0
R.FSPDGELYASGSEDGTLR.
L Dimethyl:2H(4): 1

5910 true 731 1932.9459 1931.9287 1 5.12 208.6 30.83 119.2 (M:119.2) 1 1 0 R.MDPEHEQAENIHSGFK.E Dimethyl:2H(4): 1, 16

5911 true 3582 1933.948 1932.9553 1 -7.56 171.85 40.17 140.2 (M:140.2) 1 1 0
K.GFIGPGVDVPAPDMSTG
ER.E Dimethyl:2H(4): 1

5912 true 232 1933.9691 1932.9833 1 -11.13 243.42 26.67 62.0 (M:62.0) 1 1 1 R.VHTDFTPSPYDKDSLK.L Dimethyl: 1, 12, 16



5913 true 1319 1933.9951 1933.0095 1 -11.2 127.13 31.17 62.4 (M:62.4) 1 1 0
M.SETAPAPAAEAAPAAAP
APAK.A

Dimethyl:2H(4): 21; Acetyl: 
1

5914 true 3375 1934.0199 1933.0058 1 3.57 253.01 46.17 94.6 (M:94.6) 1 1 0
K.DNHLLGTFDLTGIPPAPR.
G

5915 true 370 1934.0291 1932.9934 1 14.72 81.08 21.33 100.7 (M:100.7) 1 1 0 R.LNFSHGTHEYHEGTIK.N Dimethyl:2H(4): 1, 16

5916 true 3579 1934.9173 1933.921 1 -5.68 205.33 45.17 116.0 (M:116.0) 1 1 0 K.NQDFGNIFSFPSYSQK.T Dimethyl: 1, 16



5917 true 3047 1935.0409 1934.0374 1 -1.93 83.41 31.83 40.8 (M:40.8) 1 1 0 K.VVNDLVQHFLNENLPR.E Dimethyl: 1

5918 true 2734 1935.9516 1934.9676 1 -12.01 258.29 40.67 43.2 (M:43.2) 1 1 0 R.AISFVGSNQAGEYIYER.G Dimethyl:2H(4): 1

5919 true 3495 1935.9742 1934.9698 1 -1.44 130.68 40 108.5 (M:108.5) 1 1 0 R.LQQELDDIAVDLDHQR.Q Dimethyl: 1

5920 false 4457 1937.9855 1936.9923 1 -7.29 104.77 43.83 21.0 (M:21.0) 1 2 0
K.MVVDAVMMLDDLLQLK.
M

Oxidation: 1, 7, 8; Dimethyl: 
1, 16



5921 true 871 1938.0192 1937.0081 1 1.98 179.38 21.67 15.3 (M:15.3) 1 1 0 K.YTRPGLPTFSQDVLCK.W
Carbamidomethyl: 15; 
Dimethyl: 1, 16

5922 true 119 1938.8208 1937.814 1 -0.24 174.9 16.33 199.2 (M:199.2) 3 1 0
R.SSGSPYGGGYGSGSGSG
GYGGR.R Dimethyl: 1

5923 true 242 1938.9988 1937.9934 1 -0.99 93.55 32.83 121.6 (M:121.6) 2 1 0
K.GDVAFVQHSTVEENTGG
K.N Dimethyl:2H(4): 1, 18

5924 true 1077 1939.0152 1938.0098 1 -1.01 95.27 38.83 32.3 (M:32.3) 1 1 1 K.IFVGGIKEDTEEYNLR.E Dimethyl: 1, 7



5925 true 2230 1939.0258 1938.0251 1 -3.4 165.76 46.5 41.1 (M:41.1) 1 1 0 K.ELFEPYGAVYQINVLR.D Dimethyl: 1

5926 true 1333 1939.0419 1938.0211 1 7.01 178.88 33.5 46.5 (M:46.5) 1 1 1 K.IVYGHLDDPAKQEIER.G Dimethyl: 1, 11

5927 true 3463 1939.9974 1938.9949 1 -2.46 135.62 39.83 69.5 (M:69.5) 1 1 0 R.LQQELDDIAVDLDHQR.Q Dimethyl:2H(4): 1

5928 true 2697 1940.0381 1939.0197 1 5.74 96.02 30.33 131.9 (M:131.9) 1 1 0 R.IIEVVDAIMTTAQSHQR.T Dimethyl: 1



5929 true 3337 1941.0454 1940.0532 1 -7.74 163.37 39.17 76.4 (M:76.4) 1 1 1 K.EAFSLFDKDGDGTITTK.E Dimethyl:2H(4): 1, 8, 17

5930 true 1977 1941.1462 1940.1295 1 4.86 60.24 32.33 134.8 (M:134.8) 3 1 0
R.ADHSALGGQQLVLLVNN
K.I Dimethyl:2H(4): 1, 18

5931 true 2939 1941.9524 1940.9381 1 3.61 191.81 40 35.6 (M:35.6) 1 1 0
K.TPPGLQHENTAPADYFR.
I Dimethyl: 1

5932 true 2235 1942.0238 1941.0207 1 -2.16 199.51 37.17 22.4 (M:22.4) 1 1 0 K.QIDSSALLHDPYATINK.E Dimethyl: 1, 17



5933 true 3981 1942.0624 1941.0622 1 -3.63 231.48 45.83 37.5 (M:37.5) 1 1 0 R.EAIDSPVSFLALHNQIR.N Dimethyl:2H(4): 1

5934 true 2838 1942.1876 1941.1539 1 13.61 217.73 34 66.1 (M:66.1) 1 1 0
K.GPNIVGPFGLLQPVADG
VK.L Dimethyl:2H(4): 1, 19

5935 true 267 1942.8501 1941.8391 1 1.89 283.2 20.17 178.0 (M:178.0) 4 1 0
R.SSGSPYGGGYGSGSGSG
GYGGR.R Dimethyl:2H(4): 1

5936 true 3749 1942.9058 1941.8897 1 4.55 102.3 40.83 31.3 (M:31.3) 1 1 0 K.DVFFYQADDEHYIPR.A Dimethyl: 1



5937 true 3280 1942.9348 1941.9255 1 1.04 232.51 52.33 28.6 (M:28.6) 1 1 0 R.MQQVYDFNAISNSEIR.F Dimethyl: 1

5938 true 1290 1942.9451 1941.9407 1 -1.49 63.82 24.17 50.1 (M:50.1) 1 1 0 R.HEMPPHIYAITDTAYR.S Dimethyl: 1

5939 true 4234 1943.9791 1942.9537 1 9.29 256.86 46.33 34.9 (M:34.9) 1 1 0 K.NSFYIGAYQAAINEAQR.I Dimethyl: 1

5940 true 2646 1944.0575 1943.0448 1 2.76 113.02 30.33 108.1 (M:108.1) 1 1 0 R.IIEVVDAIMTTAQSHQR.T Dimethyl:2H(4): 1



5941 true 4196 1944.1575 1943.1605 1 -5.3 2283.01 41.83 18.6 (M:18.6) 1 1 1
R.KPAGPSVTELITKAVSASK
.E

Dimethyl:2H(4): 19; 
Dimethyl: 13

5942 true 4196 1944.1575 1943.1605 1 -5.3 2283.01 41.83 18.6 (M:18.6) 1 1 1
R.KPAGPSVTELITKAVSASK
.E

Dimethyl:2H(4): 19; 
Dimethyl: 13

5943 true 1047 1945.9493 1944.9594 1 -8.92 79.52 30.17 15.3 (M:15.3) 1 1 1 K.KTSDDGEVYYSEEAEK.T Dimethyl:2H(4): 1, 1, 16

5944 true 2940 1945.9797 1944.9632 1 4.76 203.87 40 26.7 (M:26.7) 1 1 0
K.TPPGLQHENTAPADYFR.
I Dimethyl:2H(4): 1



5945 true 702 1946.0139 1944.9793 1 14.06 184.47 32.67 60.1 (M:60.1) 1 1 0
R.AAATGELVTHTGQVYDE
K.D Dimethyl: 1, 18

5946 true 2170 1946.0385 1945.0241 1 3.7 85.95 28 18.5 (M:18.5) 1 1 0 R.IMEVIDAITTTAQSHQR.T Dimethyl:2H(4): 1

5947 true 2938 1946.9559 1945.9794 1 -15.82 168.2 37.67 56.5 (M:56.5) 1 1 0 R.YADLTEDQLPTCESLK.D
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 16

5948 true 1291 1946.9706 1945.9658 1 -1.3 71.94 24.17 65.6 (M:65.6) 1 1 0 R.HEMPPHIYAITDTAYR.S Dimethyl:2H(4): 1



5949 true 3558 1947.0065 1945.9898 1 4.87 190.22 57.67 105.6 (M:105.6) 2 1 0 R.ATENDIANFFSPLNPIR.V Dimethyl: 1

5950 true 1112 1947.0586 1946.0601 1 -4.48 178.43 38.83 16.4 (M:16.4) 1 1 1 K.IFVGGIKEDTEEYNLR.E Dimethyl:2H(4): 1, 7

5951 true 1769 1947.0754 1946.0423 1 13.27 124.56 26.33 65.0 (M:65.0) 1 1 0 K.IASIGINDFCPLGYNTK.K
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 17

5952 true 1334 1947.091 1946.0713 1 6.37 222.64 33.5 89.5 (M:89.5) 1 1 1 K.IVYGHLDDPAKQEIER.G Dimethyl:2H(4): 1, 11



5953 true 2662 1947.8863 1946.8474 1 16.23 154.59 36.67 34.8 (M:34.8) 1 1 0 K.SPCYIDTDCDLAVACR.R
Carbamidomethyl: 3, 9, 15; 
Dimethyl:2H(4): 1

5954 true 1923 1947.9608 1946.9309 1 11.62 300.23 36.17 77.2 (M:77.2) 1 1 0 R.FSHQGVQLIDFSPCER.Y
Carbamidomethyl: 14; 
Dimethyl: 1

5955 true 4235 1948.006 1946.9788 1 10.23 247.38 46.33 34.1 (M:34.1) 1 1 0 K.NSFYIGAYQAAINEAQR.I Dimethyl:2H(4): 1

5956 true 1407 1948.9765 1947.96 1 4.74 130.32 40.67 54.8 (M:54.8) 1 1 0 K.TNCDLLHDHGEADFLK.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 16



5957 true 3886 1948.9769 1947.9513 1 9.42 262.25 45.33 99.6 (M:99.6) 1 1 0
K.QASFTNFDPTGLLPPCR.
D

Carbamidomethyl: 16; 
Dimethyl: 1

5958 true 2307 1949.0701 1948.0571 1 2.96 140.52 32.83 33.1 (M:33.1) 1 1 0
K.LGAVFNQVAFPLQYTPR.
K Dimethyl: 1

5959 true 1691 1949.0846 1948.0757 1 0.82 43.86 25.33 29.4 (M:29.4) 1 1 0
K.LSLEGDHSLPPSAYATVK.
A Dimethyl:2H(4): 1, 18

5960 true 1276 1949.0901 1948.0742 1 4.45 127.4 30.67 150.9 (M:150.9) 3 1 0 K.ISSVQSIVPALEIANSHR.K Dimethyl: 1



5961 true 2040 1949.9275 1948.9214 1 -0.59 91.33 26.5 36.3 (M:36.3) 1 1 0
R.MTQNPNYYNLQGVSHR.
H Dimethyl: 1

5962 true 3583 1949.9614 1948.9502 1 2.02 142.12 40.17 43.0 (M:43.0) 2 1 0
K.GFIGPGVDVPAPDMSTG
ER.E

Dimethyl:2H(4): 1; 
Oxidation: 14

5963 true 1853 1949.9887 1948.9664 1 7.7 117.6 33.17 65.3 (M:65.3) 1 1 1 K.MEEFKDQLPADECNK.L
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 5, 15

5964 true 2171 1950.0028 1949.0007 1 -2.62 41.01 28.17 85.4 (M:85.4) 2 1 0
K.VQNAVITVPAYFNDSQR.
Q Dimethyl: 1



5965 true 1751 1950.0467 1949.0622 1 -11.67 49.82 26.33 22.7 (M:22.7) 1 1 0
R.GHVTQDAPIPGSPLYTIK.
A Dimethyl: 1, 18

5966 true 2236 1950.0889 1949.071 1 5.5 259.25 37.17 60.4 (M:60.4) 1 1 0 K.QIDSSALLHDPYATINK.E Dimethyl:2H(4): 1, 17

5967 false 2236 1950.0889 1949.1285 1 -24 243.33 37.17 56.9 (M:56.9) 1 2 0
R.QAVLGAGLPISTDTTTVN
K.V Dimethyl:2H(4): 1, 19

5968 true 3076 1950.9864 1949.9996 1 -10.5 138.5 38.17 32.3 (M:32.3) 1 1 0
K.LIANDTEFQPELSAAGSR.
L Dimethyl:2H(4): 1



5969 true 2780 1951.0185 1949.9931 1 9.29 198.57 30.83 44.3 (M:44.3) 1 1 0
R.RPSANCDPYAVTEALVR.
T

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5970 true 3655 1951.0295 1950.0149 1 3.79 210.9 57.67 111.0 (M:111.0) 2 1 0 R.ATENDIANFFSPLNPIR.V Dimethyl:2H(4): 1

5971 true 4236 1951.1541 1950.1423 1 2.31 204.19 46.33 76.9 (M:76.9) 1 1 1 K.CLQISNLSDKDILVLR.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 10

5972 true 2847 1951.9509 1950.9684 1 -12.69 109.32 37.5 43.0 (M:43.0) 1 1 0 K.TELEDTLDSTAAQQELR.S Dimethyl:2H(4): 1



5973 true 1924 1951.9858 1950.956 1 11.54 265.83 36.33 59.0 (M:59.0) 1 1 0 R.FSHQGVQLIDFSPCER.Y
Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

5974 true 3519 1952.9898 1951.9764 1 3.15 227.03 45.33 71.7 (M:71.7) 1 1 0
K.QASFTNFDPTGLLPPCR.
D

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1

5975 true 1784 1953.0378 1952.0401 1 -4.91 158.54 27.5 62.6 (M:62.6) 1 1 0
R.SVVSGPCAAHSLLITAEG
K.L

Carbamidomethyl: 7; 
Dimethyl: 1, 19

5976 true 1102 1953.1131 1952.0993 1 3.34 206.67 30.67 135.4 (M:135.4) 3 1 0 K.ISSVQSIVPALEIANSHR.K Dimethyl:2H(4): 1



5977 true 2041 1953.9514 1952.9465 1 -1.22 163.37 26.5 15.8 (M:15.8) 1 1 0
R.MTQNPNYYNLQGVSHR.
H Dimethyl:2H(4): 1

5978 true 2172 1954.0312 1953.0258 1 -0.95 54.96 28.17 93.5 (M:93.5) 3 1 0
K.VQNAVITVPAYFNDSQR.
Q Dimethyl:2H(4): 1

5979 true 1186 1954.0791 1953.0295 1 21.64 183 32.67 73.1 (M:73.1) 1 1 0
R.AAATGELVTHTGQVYDE
K.D Dimethyl:2H(4): 1, 18

5980 true 3796 1954.9352 1953.9404 1 -6.4 147.33 41 53.6 (M:53.6) 1 1 0
R.DESSPYAAMLAAQDVAQ
R.C Dimethyl:2H(4): 1



5981 true 3181 1954.963 1953.959 1 -1.69 180.61 51.5 36.5 (M:36.5) 1 1 0 K.FSIQTMCPIEGEGNIAR.F
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

5982 true 2910 1955.0453 1954.0346 1 1.75 202.42 33 76.0 (M:76.0) 3 1 0
K.VGLTNYAAAYCTGLLLAR.
R

Carbamidomethyl: 11; 
Dimethyl: 1

5983 true 1688 1955.8702 1954.852 1 5.58 188.82 34.83 39.6 (M:39.6) 1 1 0
R.EVQGHESDEFMGYFPR.
G Dimethyl: 1

5984 true 1884 1955.9945 1954.991 1 -1.95 147.83 43.83 28.9 (M:28.9) 1 1 1 R.QEIPEIDCDQYPTRK.T
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 15



5985 true 2373 1956.0975 1955.0858 1 2.29 170.03 28.67 44.7 (M:44.7) 2 1 0
K.SGTGIAAMSVMRPELIM
K.S Dimethyl:2H(4): 1, 18

5986 true 3409 1956.977 1955.9377 1 16.32 164.99 53.17 47.8 (M:47.8) 1 1 0
R.SLGYAYVNFQQPADAER.
A Dimethyl: 1

5987 true 3022 1957.8963 1956.8744 1 7.48 161.12 40.33 92.4 (M:92.4) 1 1 0
R.MGGATTMNMGDPYAS
AAQK.F Dimethyl: 1, 19

5988 true 1142 1957.9507 1956.9224 1 10.74 82.68 23.5 21.9 (M:21.9) 1 1 0
R.VHLENMGSHDIVDGNH
R.L Dimethyl: 1



5989 true 1049 1957.9854 1956.9687 1 4.79 66.7 23.17 30.6 (M:30.6) 1 1 0
K.EQNQAPISTQQGLSLCR.
Q

Carbamidomethyl: 16; 
Dimethyl: 1

5990 true 1903 1958.0306 1957.043 1 -10.04 219.37 36 24.6 (M:24.6) 1 1 0
R.MTGVGGRPEVVLEGSYD
K.Q Dimethyl:2H(4): 1, 18

5991 true 1752 1958.105 1957.1124 1 -7.49 67.43 26.17 28.2 (M:28.2) 1 1 0
R.GHVTQDAPIPGSPLYTIK.
A Dimethyl:2H(4): 1, 18

5992 true 2100 1958.9602 1957.9111 1 21.32 237.63 29.5 23.2 (M:23.2) 1 1 0 K.FNFLNPNDPYHAYYR.H Dimethyl: 1



5993 true 2901 1959.052 1958.052 1 -3.69 185.66 30.83 57.1 (M:57.1) 1 1 0
K.VNPLGGAIALGHPLGCTG
AR.Q

Carbamidomethyl: 16; 
Dimethyl: 1

5994 true 2943 1959.0977 1958.0597 1 15.68 244.15 33 89.2 (M:89.2) 2 1 0
K.VGLTNYAAAYCTGLLLAR.
R

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

5995 true 3753 1959.2111 1958.1928 1 5.59 154.77 41.17 80.0 (M:80.0) 1 99.99 1 0
K.VTIAQGGVLPNIQAVLLP
K.K Dimethyl: 19

5996 true 3830 1959.8834 1958.8858 1 -4.92 158.38 41.33 108.7 (M:108.7) 1 1 0
M.SSIGTGYDLSASTFSPDG
R.V Acetyl: 1



5997 true 1689 1959.8988 1958.8771 1 7.37 266.62 34.83 32.4 (M:32.4) 1 1 0
R.EVQGHESDEFMGYFPR.
G Dimethyl:2H(4): 1

5998 true 2698 1960.054 1959.0397 1 3.58 115.8 30.33 35.9 (M:35.9) 1 1 0 R.IIEVVDAIMTTAQSHQR.T
Dimethyl:2H(4): 1; 
Oxidation: 9

5999 true 3325 1960.9796 1959.9628 1 4.84 207.03 53.17 81.2 (M:81.2) 1 1 0
R.SLGYAYVNFQQPADAER.
A Dimethyl:2H(4): 1

6000 true 3755 1962.0152 1961.0371 1 -14.84 238.76 45.83 96.7 (M:96.7) 2 1 0
K.DNHLLGTFDLTGIPPAPR.
G Dimethyl: 1



6001 true 1101 1962.9736 1961.9607 1 2.83 82.12 24.17 27.4 (M:27.4) 1 1 0 R.HEMPPHIYAITDTAYR.S
Dimethyl:2H(4): 1; 
Oxidation: 3

6002 true 5312 1964.016 1963.0464 1 -19.19 230.52 47.83 101.9 (M:101.9) 1 1 0 R.TDITYPAGFMDVISIEK.T Dimethyl:2H(4): 1, 17

6003 true 140 1964.9713 1963.9394 1 12.55 264.1 26.17 30.2 (M:30.2) 1 1 0 K.EENCSHVLVTTACGSLR.E
Carbamidomethyl: 4, 13; 
Dimethyl:2H(4): 1

6004 true 3023 1965.9666 1964.9246 1 17.68 193.7 40.33 50.2 (M:50.2) 1 1 0
R.MGGATTMNMGDPYAS
AAQK.F Dimethyl:2H(4): 1, 19



6005 true 1631 1965.9668 1964.9799 1 -10.35 278.66 34.83 20.0 (M:20.0) 1 59.72 1 1
K.AASDELSKTISPMVMDA
K.A

Oxidation: 13; Dimethyl: 8, 
18

6006 true 1931 1966.0155 1965.0151 1 -3.52 149.1 44.17 40.7 (M:40.7) 1 1 0 K.LPAKPEVCTDEDIQMR.L
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 4

6007 false 3259 1966.0521 1965.0684 1 -11.99 253.93 43.5 30.9 (M:30.9) 2 92.45 2 1
K.DNNLLGKFDLTGIPPAPR.
G Dimethyl: 1

6008 false 3380 1966.0606 1965.0684 1 -7.67 313.58 45.83 26.9 (M:26.9) 2 31.57 3 1
K.DNNLLGKFDLTGIPPAPR.
G Dimethyl: 7



6009 true 3380 1966.0606 1965.0622 1 -4.52 301.62 45.83 93.0 (M:93.0) 2 1 0
K.DNHLLGTFDLTGIPPAPR.
G Dimethyl:2H(4): 1

6010 true 1514 1967.1128 1966.1128 1 -3.68 107.42 26.5 18.5 (M:18.5) 1 1 0 R.FQVLLGAHSLTEPEPHK.R Dimethyl:2H(4): 1, 17

6011 true 3169 1967.9741 1966.9608 1 3.08 168.72 38.5 49.9 (M:49.9) 1 1 0
K.LAFDVETGPCPVETSGTR.
S

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

6012 true 703 1968.9689 1967.9661 1 -2.25 265.32 30.5 41.9 (M:41.9) 1 1 0 K.HLDSSSNERPDISSIQR.R Dimethyl: 1



6013 true 3290 1970.0857 1969.0633 1 7.7 132.24 32.5 46.2 (M:46.2) 1 1 0
K.AGAKPDQIGIITPYEGQR.
S Dimethyl: 1, 4

6014 true 1203 1970.9398 1969.9477 1 -7.74 139.45 39.5 38.5 (M:38.5) 1 1 0 K.FSVCLLGDQQHCDEAK.A
Carbamidomethyl: 4, 12; 
Dimethyl:2H(4): 1, 16

6015 true 3797 1970.9412 1969.9381 1 -2.14 113.16 41 90.7 (M:90.7) 1 1 0 R.TSIDAYDNFDNISLAQR.L Dimethyl: 1

6016 true 3163 1971.1111 1970.0949 1 4.5 59.24 32 78.4 (M:78.4) 1 1 1 K.KHLEINPDHSIIETLR.Q Dimethyl: 1, 1



6017 true 4250 1971.9244 1970.9262 1 -4.6 199.95 43.17 65.8 (M:65.8) 1 1 0 K.FYPLEIDYGQDEEAVR.K Dimethyl: 1

6018 true 1406 1972.0713 1971.1063 1 -21.42 133.1 26.67 64.7 (M:64.7) 1 1 0
K.VLPGGHQVTGSALACLA
EK.Y

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 19

6019 true 633 1973.0032 1971.9912 1 2.4 308.83 30.33 51.2 (M:51.2) 1 1 0 K.HLDSSSNERPDISSIQR.R Dimethyl:2H(4): 1

6020 true 2522 1973.0327 1972.0415 1 -8.14 147.07 36.33 117.9 (M:117.9) 1 1 0
R.EESVPLVGQQTTVSDVPR
.D Dimethyl:2H(4): 1



6021 true 3883 1973.1993 1972.1506 1 20.98 356.22 46.5 17.1 (M:17.1) 1 1 1 K.SVIQSITPQQQKESIAK.C
Dimethyl:2H(4): 17; 
Dimethyl: 1, 12

6022 true 3531 1973.2297 1972.2308 1 -4.26 111.3 41.17 28.6 (M:28.6) 4 1 1
K.KMLLVTILVVEGIAVAQK.
T

Dimethyl:2H(4): 18; 
Oxidation: 2

6023 true 2892 1973.9815 1972.9953 1 -10.67 132.07 37.67 86.2 (M:86.2) 1 1 1 K.SIQEIQELDKDDESLR.K Dimethyl: 1, 10

6024 true 2401 1974.0985 1973.1073 1 -8.14 272.12 38.83 56.3 (M:56.3) 1 1 0
K.HTQVQVLPESGETPLFK.
Q Dimethyl:2H(4): 1, 17



6025 true 3310 1974.1281 1973.1499 1 -14.75 142.95 43.5 22.6 (M:22.6) 1 1 0
K.HPNLVIVPLEVTDPASIK.
A Dimethyl:2H(4): 18

6026 true 3035 1974.1721 1973.1243 1 20.54 141.43 32 16.2 (M:16.2) 1 1 1
K.ILPNKVDPLVSLMMVEK.
V

Dimethyl:2H(4): 17; 
Oxidation: 14

6027 true 3751 1974.9672 1973.9632 1 -1.68 128.22 41 90.9 (M:90.9) 1 1 0 R.TSIDAYDNFDNISLAQR.L Dimethyl:2H(4): 1

6028 true 2166 1975.1254 1974.12 1 -0.98 260.46 37.67 47.1 (M:47.1) 1 1 0 R.LENRPIPEPGPNEVLLR.M Dimethyl:2H(4): 1



6029 true 4251 1975.9511 1974.9513 1 -3.76 265.6 43 61.3 (M:61.3) 1 1 0 K.FYPLEIDYGQDEEAVR.K Dimethyl:2H(4): 1

6030 true 2306 1977.1515 1976.1525 1 -4.18 76.73 28.67 25.8 (M:25.8) 1 1 1 R.EKFPEVIINFPDPAHK.S Dimethyl:2H(4): 1, 2, 16

6031 true 1499 1977.9912 1976.9753 1 4.32 114.37 41.17 33.6 (M:33.6) 1 1 0 K.TFGEGEADCGTRPLFEK.K
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 17

6032 true 5247 1978.0039 1977.0207 1 -12.19 259.16 47.5 58.7 (M:58.7) 1 1 0 R.EGINIFLDGYVPTENLR.F Dimethyl: 1



6033 true 3252 1978.1336 1977.1135 1 6.5 92.34 32.5 63.4 (M:63.4) 1 1 0
K.AGAKPDQIGIITPYEGQR.
S Dimethyl:2H(4): 1, 4

6034 true 3077 1979.1593 1978.1451 1 3.48 75.85 32 59.2 (M:59.2) 1 1 1 K.KHLEINPDHSIIETLR.Q Dimethyl:2H(4): 1, 1

6035 true 5112 1980.003 1979 1 -2.15 233.17 48.5 31.6 (M:31.6) 1 1 0
R.VFEVSLADLQNDEVAFR.
K Dimethyl: 1

6036 true 2699 1980.0131 1978.9913 1 7.33 142.11 30.33 45.1 (M:45.1) 1 1 0 K.DNPVYAPVYFPMELHR.K Dimethyl:2H(4): 1



6037 true 3776 1980.0243 1979.026 1 -4.54 175.33 56.33 34.7 (M:34.7) 1 1 0
K.LAMQEFMILPVGADNFK.
E Dimethyl: 1, 17

6038 true 2990 1981.0491 1980.0204 1 10.79 131.24 50.83 21.7 (M:21.7) 1 1 1 K.LLPQLTYLDGYDRDDK.E Dimethyl: 1, 16

6039 true 2192 1981.1311 1980.0833 1 20.49 90.45 30.17 26.8 (M:26.8) 1 1 0
R.IHAALAQNPPIGSFDVFK.
E Dimethyl: 1, 18

6040 true 2131 1981.1906 1980.1383 1 22.71 95.69 28 84.4 (M:84.4) 1 1 0
R.GSYGDLGGPIITTQVTIPK
.D Dimethyl:2H(4): 1, 19



6041 true 2603 1981.9794 1980.9414 1 15.49 213.37 38.67 60.0 (M:60.0) 1 1 0
R.ENVDQGSFFLQHCVNR.
N

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

6042 true 3392 1981.9961 1981.0058 1 -8.57 277.37 44.17 60.6 (M:60.6) 2 1 0
K.NLEGYVGFANLPNQVYR.
K Dimethyl: 1

6043 true 5248 1982.0297 1981.0458 1 -11.83 275.54 47.33 32.1 (M:32.1) 1 1 0 R.EGINIFLDGYVPTENLR.F Dimethyl:2H(4): 1

6044 true 2893 1982.0312 1981.0455 1 -10.88 186.47 37.67 61.0 (M:61.0) 1 1 1 K.SIQEIQELDKDDESLR.K Dimethyl:2H(4): 1, 10



6045 true 913 1982.0734 1981.0465 1 9.89 212.7 21.67 45.5 (M:45.5) 1 1 0
K.INTQGGAIALGHPLGASG
CR.I

Carbamidomethyl: 19; 
Dimethyl:2H(4): 1

6046 true 5075 1984.0121 1983.0251 1 -10.21 248.8 46.67 68.6 (M:68.6) 1 1 0
R.VFEVSLADLQNDEVAFR.
K Dimethyl:2H(4): 1

6047 true 2737 1985.0169 1984.039 1 -14.8 326.63 40.67 37.2 (M:37.2) 1 1 0 R.YFAGTMAEEIRPAVLER.R Dimethyl:2H(4): 1

6048 true 1157 1985.0279 1984.0378 1 -8.66 171.39 38.67 21.9 (M:21.9) 1 1 0
K.RPSELVDDPQFIVGGATR
.T Dimethyl: 1



6049 true 3690 1986.0416 1985.0309 1 1.74 258.01 45.17 96.9 (M:96.9) 1 1 0
K.NLEGYVGFANLPNQVYR.
K Dimethyl:2H(4): 1

6050 true 4064 1987.0131 1986.0422 1 -18.3 293.15 42.33 29.9 (M:29.9) 1 1 0 K.LGEQDYLPSQQDILLAR.R Dimethyl: 1

6051 true 1387 1987.0295 1986.0109 1 5.74 288.01 33.67 82.3 (M:82.3) 1 1 0
K.LEEETGQAVGFHQPGSIR
.I Dimethyl:2H(4): 1

6052 true 2362 1987.0299 1986.0058 1 8.44 223.43 46 109.3 (M:109.3) 3 1 0
K.GHYTEGAELVDSVLDVVR
.K Dimethyl: 1



6053 true 2362 1987.0299 1986.0058 1 8.44 223.43 46 109.3 (M:109.3) 3 1 0
K.GHYTEGAELVDSVLDVVR
.K Dimethyl: 1

6054 true 2362 1987.0299 1986.0058 1 8.44 223.43 46 109.3 (M:109.3) 3 1 0
K.GHYTEGAELVDSVLDVVR
.K Dimethyl: 1

6055 true 2482 1987.2167 1986.2241 1 -7.4 225.46 34.17 156.9 (M:156.9) 4 1 0
K.VTIAQGGVLPNIQAVLLP
K.K Dimethyl: 1, 19

6056 true 3731 1988.0539 1987.0762 1 -14.91 175.29 56.33 42.7 (M:42.7) 1 99.24 1 0
K.LAMQEFMILPVGADNFK.
E Dimethyl:2H(4): 1, 17



6057 true 1240 1988.1437 1987.1265 1 4.97 143.46 24.33 55.1 (M:55.1) 2 1 0
R.IIHGNQIATNGVVHVIDR.
V Dimethyl:2H(4): 1

6058 true 1079 1989.0606 1988.0629 1 -4.8 161.45 38.67 21.2 (M:21.2) 1 1 0
K.RPSELVDDPQFIVGGATR
.T Dimethyl:2H(4): 1

6059 true 2320 1989.1776 1988.1335 1 18.5 291.36 30 57.3 (M:57.3) 1 1 0
R.IHAALAQNPPIGSFDVFK.
E Dimethyl:2H(4): 1, 18

6060 true 3063 1990.144 1989.0895 1 23.74 778.41 42.33 15.2 (M:15.2) 1 1 1
R.QFVQSAKEVANSTANLV
K.T Dimethyl: 7, 18



6061 true 4065 1991.0474 1990.0673 1 -13.66 292.13 42.33 20.7 (M:20.7) 1 1 0 K.LGEQDYLPSQQDILLAR.R Dimethyl:2H(4): 1

6062 true 2363 1991.0529 1990.0309 1 7.39 249.44 46 81.2 (M:81.2) 2 1 0
K.GHYTEGAELVDSVLDVVR
.K Dimethyl:2H(4): 1

6063 true 2363 1991.0529 1990.0309 1 7.39 249.44 46 81.2 (M:81.2) 2 1 0
K.GHYTEGAELVDSVLDVVR
.K Dimethyl:2H(4): 1

6064 true 2363 1991.0529 1990.0309 1 7.39 249.44 46 81.2 (M:81.2) 2 1 0
K.GHYTEGAELVDSVLDVVR
.K Dimethyl:2H(4): 1



6065 true 3328 1991.062 1990.0496 1 2.59 284.36 52.5 15.2 (M:15.2) 1 1 0 R.ITNQVIYLNPPIEECR.Y
Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

6066 true 4771 1991.9744 1990.9881 1 -10.53 242.58 45.17 56.6 (M:56.6) 1 1 0
K.AVEGAGTDESTLIEIMAT
R.N Dimethyl: 1

6067 true 704 1991.9745 1990.9531 1 7.11 240.14 30.83 69.0 (M:69.0) 1 1 0
K.THQQNMEVEQPPIQER.
K Dimethyl: 1

6068 true 2698 1991.9851 1990.9571 1 10.41 264.91 40.17 59.5 (M:59.5) 1 1 0
K.QVAQELIGEDMYQFHR.
A Dimethyl: 1



6069 true 2631 1993.0016 1991.9912 1 1.53 177.09 30.17 45.2 (M:45.2) 1 1 0
R.GSGSQSSVPSVDQFTGV
GIR.V Dimethyl: 1

6070 true 1194 1993.0095 1992 1 1.13 161.99 24 43.6 (M:43.6) 1 1 0 R.TQIALCPNNHEVHIYR.K
Carbamidomethyl: 6; 
Dimethyl: 1

6071 true 2616 1993.0718 1992.068 1 -1.78 248.41 40 95.6 (M:95.6) 1 1 0
R.VAEEELTPGVVYVGHLPR
.G Dimethyl: 1

6072 true 2685 1993.08 1992.0788 1 -3.03 185.53 34.67 33.9 (M:33.9) 2 1 0
R.YAICSALAASALPALVMS
K.G

Carbamidomethyl: 4; 
Dimethyl: 1, 19



6073 true 2089 1993.1487 1992.1495 1 -4.08 202.23 36.67 84.1 (M:84.1) 1 1 0
R.QLGTHEPLPGITVGDIGP
K.F Dimethyl:2H(4): 1, 19

6074 true 2396 1993.9969 1992.9783 1 5.7 180.83 46.33 59.2 (M:59.2) 2 1 0 K.YVPPPFNPDMFSFDEK.L Dimethyl:2H(4): 1, 16

6075 true 2004 1995.0583 1994.0619 1 -5.47 297.04 26.33 17.7 (M:17.7) 1 1 0
K.KPVSTTNLQDPGVLGCPR
.T

Carbamidomethyl: 16; 
Dimethyl: 1, 1

6076 true 3537 1995.2637 1994.2743 1 -8.96 193.03 40.5 55.0 (M:55.0) 3 1 0
K.VTIAQGGVLPNIQAVLLP
K.K Dimethyl:2H(4): 1, 19



6077 true 3216 1995.9662 1994.9731 1 -7.14 139.52 38.83 29.8 (M:29.8) 1 1 0
K.EGNIFVTTTGCTDIVQGR.
H

Carbamidomethyl: 11; 
Dimethyl: 1

6078 true 4772 1995.9956 1995.0132 1 -12.47 266.23 45.17 52.8 (M:52.8) 1 1 0
K.AVEGAGTDESTLIEIMAT
R.N Dimethyl:2H(4): 1

6079 true 733 1996.0003 1994.9782 1 7.43 253.03 30.83 22.2 (M:22.2) 1 1 0
K.THQQNMEVEQPPIQER.
K Dimethyl:2H(4): 1

6080 true 2699 1996.031 1994.9822 1 20.82 282.06 40.17 53.4 (M:53.4) 1 1 0
K.QVAQELIGEDMYQFHR.
A Dimethyl:2H(4): 1



6081 true 2115 1996.0897 1995.1041 1 -10.83 239.69 38 40.5 (M:40.5) 2 1 0
R.IAPEEHPVLLTEAPLNPK.
A Dimethyl: 18

6082 true 2646 1996.1153 1995.1193 1 -5.68 142.93 30 70.9 (M:70.9) 1 1 0
R.IGPYQPNVPVGVNYVVP
K.T Dimethyl: 1, 18

6083 true 3301 1996.9858 1996.0029 1 -12.23 146.53 39.33 63.6 (M:63.6) 1 1 0 R.FEIGEGDNYDLPHGLEK.A Dimethyl:2H(4): 1, 17

6084 true 2632 1997.029 1996.0163 1 2.67 182.75 30.17 39.2 (M:39.2) 1 1 0
R.GSGSQSSVPSVDQFTGV
GIR.V Dimethyl:2H(4): 1



6085 true 1754 1997.0453 1996.0362 1 0.95 143.32 26.33 41.9 (M:41.9) 1 1 0
K.FAVVITDGHVTGSPCGG
MK.M

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 19

6086 true 2513 1997.0952 1996.0931 1 -2.62 284.35 40 68.1 (M:68.1) 1 1 0
R.VAEEELTPGVVYVGHLPR
.G Dimethyl:2H(4): 1

6087 true 2395 1997.924 1996.9378 1 -10.57 136.2 35.83 83.2 (M:83.2) 1 1 0
R.IDSAATSTYEIGNPPDYR.
G Dimethyl: 1

6088 true 796 1997.9558 1996.9636 1 -7.55 226.03 29.33 62.6 (M:62.6) 1 1 0
K.CQAAEPQVVTGSHDTTIR
.L

Carbamidomethyl: 1; 
Dimethyl: 1



6089 true 3095 1998.0892 1997.1073 1 -12.72 289.54 42.17 79.3 (M:79.3) 1 1 0 R.HFIEQGIDVVLSQSYAK.N Dimethyl:2H(4): 1, 17

6090 true 1391 1999.0567 1998.0469 1 1.24 164.38 24.83 44.4 (M:44.4) 1 1 0
K.SIILLHACAHNPTGVDPR.
Q

Carbamidomethyl: 8; 
Dimethyl: 1

6091 true 1956 1999.0706 1998.0534 1 4.95 249.28 36.17 49.8 (M:49.8) 1 1 0
R.LASTLVHLGEYQAAVDG
AR.K Dimethyl: 1

6092 true 439 1999.22 1998.2205 1 -3.88 187.08 19 41.7 (M:41.7) 1 1 0
K.GLHNSEKPPEPVKPDVK.
S Dimethyl:2H(4): 1, 7, 13, 17



6093 true 3217 1999.9934 1998.9982 1 -6.04 173.56 38.83 45.8 (M:45.8) 1 1 0
K.EGNIFVTTTGCTDIVQGR.
H

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

6094 true 4608 2000.9199 1999.9309 1 -9.16 246.46 44.67 99.0 (M:99.0) 1 1 0 K.SLDLFNCEVTNLNDYR.E
Carbamidomethyl: 7; 
Dimethyl: 1

6095 true 2686 2001.1847 2000.129 1 24.18 234.47 34.67 19.1 (M:19.1) 1 1 0
R.YAICSALAASALPALVMS
K.G

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 19

6096 true 3077 2001.9452 2000.9473 1 -4.72 146.38 38.17 39.8 (M:39.8) 1 1 0
R.VADGLPLAASMQEDEQS
GR.D Dimethyl: 1



6097 true 821 2001.9923 2000.9887 1 -1.87 251.75 29.33 75.1 (M:75.1) 1 1 0
K.CQAAEPQVVTGSHDTTIR
.L

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

6098 true 1392 2003.0831 2002.072 1 1.92 157.07 24.67 45.5 (M:45.5) 1 1 0
K.SIILLHACAHNPTGVDPR.
Q

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

6099 true 1785 2003.0917 2002.0785 1 2.95 324.97 36.33 67.9 (M:67.9) 2 1 0
R.LASTLVHLGEYQAAVDG
AR.K Dimethyl:2H(4): 1

6100 true 3407 2003.206 2002.1889 1 4.92 296.73 34 25.5 (M:25.5) 1 1 0 K.VCPRPPEVLFATINVVK.N
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 17



6101 true 2647 2004.1595 2003.1695 1 -8.66 327.37 30 64.7 (M:64.7) 1 1 0
R.IGPYQPNVPVGVNYVVP
K.T Dimethyl:2H(4): 1, 18

6102 true 1467 2004.945 2003.9377 1 -0.02 276.29 34.17 76.7 (M:76.7) 1 1 0 K.AFTHTAQYDAAISDYFR.K Dimethyl: 1

6103 true 4609 2004.947 2003.956 1 -8.15 274.96 44.67 66.3 (M:66.3) 1 1 0 K.SLDLFNCEVTNLNDYR.E
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6104 true 3078 2005.9707 2004.9724 1 -4.47 234.43 38.17 29.3 (M:29.3) 1 1 0
R.VADGLPLAASMQEDEQS
GR.D Dimethyl:2H(4): 1



6105 true 2918 2006.0645 2005.052 1 2.61 261.77 50.33 52.4 (M:52.4) 1 1 1 R.LFVGNLPADITDEDFKR.L Dimethyl: 1, 16

6106 true 3261 2006.197 2005.2063 1 -8.29 283.12 43.5 124.0 (M:124.0) 1 1 0
K.HPNLVIVPLEVTDPASIK.
A Dimethyl:2H(4): 1, 18

6107 true 755 2007.9711 2006.9269 1 18.41 201.17 23.17 76.2 (M:76.2) 1 1 0
R.QSTTQPYGVAGACHAFE
R.E

Carbamidomethyl: 13; 
Dimethyl: 1

6108 true 1468 2008.9724 2007.9628 1 1.14 284.6 34.17 106.6 (M:106.6) 1 1 0 K.AFTHTAQYDAAISDYFR.K Dimethyl:2H(4): 1



6109 true 1851 2008.9726 2007.9724 1 -3.54 119.85 43.5 25.1 (M:25.1) 1 1 0
K.FATDGEGYKPCDPQVIR.
D

Carbamidomethyl: 11; 
Dimethyl: 1, 9

6110 true 3161 2009.0169 2007.969 1 20.18 249.76 42.67 83.7 (M:83.7) 1 1 0 K.GTIGEPTYDAEFQHFLR.G Dimethyl: 1

6111 true 1741 2009.1735 2008.1597 1 3.24 145.28 27.33 28.6 (M:28.6) 1 1 0
K.LHIIEVGTPPTGNQPFPK.
K Dimethyl:2H(4): 1, 18

6112 true 2948 2009.2382 2008.1833 1 23.69 223.52 31.67 30.2 (M:30.2) 1 1 1
K.GRAQLGVQAFADALLIIP
K.V Dimethyl: 19



6113 true 3449 2009.9868 2008.9643 1 7.58 312.6 43 98.0 (M:98.0) 1 1 0
M.ASNSVFDSLPSYQHFLR.
D Acetyl: 1

6114 true 2102 2010.0355 2009.0218 1 3.18 61.79 27.83 126.7 (M:126.7) 3 1 0
K.TVTNAVVTVPAYFNDSQ
R.Q Dimethyl: 1

6115 true 1080 2010.1175 2009.1197 1 -4.74 179.82 39.33 80.8 (M:80.8) 4 1 0
R.VAPEEHPVLLTEAPLNPK.
A Dimethyl: 1, 18

6116 true 1080 2010.1175 2009.1197 1 -4.74 179.82 39.33 80.8 (M:80.8) 4 1 0
R.VAPEEHPVLLTEAPLNPK.
A Dimethyl: 1, 18



6117 true 3003 2011.3043 2010.2882 1 4.37 89.37 31.67 57.0 (M:57.0) 1 1 1 K.QKLPDGSEIPLPPIILGK.L Dimethyl:2H(4): 1, 2, 18

6118 true 3429 2011.9231 2010.9105 1 2.63 222.08 39.5 59.1 (M:59.1) 1 1 0 K.EVCNAYTELNDPFQQR.Q
Carbamidomethyl: 3; 
Dimethyl: 1

6119 true 2735 2011.999 2010.9945 1 -1.4 185.08 30.5 31.2 (M:31.2) 1 1 0
R.MHTTFEHDIQALGTQVR.
Q Dimethyl: 1

6120 true 756 2011.9994 2010.952 1 19.96 214.86 23.17 70.2 (M:70.2) 1 1 0
R.QSTTQPYGVAGACHAFE
R.E

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1



6121 true 1242 2012.936 2011.9608 1 -15.96 39.19 31 23.1 (M:23.1) 1 1 1
R.EAEEDRDLQAANEAEMK
.Q Dimethyl:2H(4): 1, 17

6122 true 1426 2012.9393 2011.9422 1 -5.04 55.75 24.5 45.2 (M:45.2) 1 1 0
R.LTEADYLCSHLTDGPHR.
V

Carbamidomethyl: 8; 
Dimethyl: 1

6123 true 3143 2013.0426 2011.9941 1 20.47 338.24 42.67 74.2 (M:74.2) 1 1 0 K.GTIGEPTYDAEFQHFLR.G Dimethyl:2H(4): 1

6124 true 1469 2014.0373 2013.0469 1 -8.4 378.68 35.83 134.5 (M:134.5) 4 1 0
K.TVTNAVVTVPAYFNDSQ
R.Q Dimethyl:2H(4): 1



6125 true 2935 2014.1126 2013.1023 1 1.5 202.68 50.33 19.7 (M:19.7) 1 1 1 R.LFVGNLPADITDEDFKR.L Dimethyl:2H(4): 1, 16

6126 true 3383 2015.1972 2014.1615 1 14.07 288.77 35.5 64.0 (M:64.0) 1 1 0
R.ALPGALLPPADAAPFPLLS
R.L Dimethyl: 1

6127 true 3384 2015.9372 2014.9356 1 -2.86 215.06 39.5 51.2 (M:51.2) 1 1 0 K.EVCNAYTELNDPFQQR.Q
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6128 true 4535 2016.0566 2015.0575 1 -4.06 247.41 44.33 149.8 (M:149.8) 1 1 0
R.AIAELGIYPAVDPLDSTSR.
I Dimethyl: 1



6129 true 2470 2016.1472 2015.1241 1 7.82 266.57 39.17 25.9 (M:25.9) 1 82.05 1 0
R.VAPEEHPTLLTEAPLNPK.
A

Dimethyl:2H(4): 18; 
Dimethyl: 1

6130 true 1803 2016.1612 2015.1444 1 4.72 91.4 31.5 33.5 (M:33.5) 1 1 0
K.GDTVFFHPLLIHGSGINK.
T Dimethyl:2H(4): 1, 18

6131 true 1427 2016.9725 2015.9673 1 -1 50.37 24.5 35.0 (M:35.0) 1 1 0
R.LTEADYLCSHLTDGPHR.
V

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

6132 true 3282 2016.9728 2015.9663 1 -0.39 246.82 52.33 25.9 (M:25.9) 1 1 0 K.YPIEHGIITNWDDMEK.I Dimethyl: 1, 16



6133 true 3282 2016.9728 2015.9663 1 -0.39 246.82 52.33 25.9 (M:25.9) 1 1 0 K.YPIEHGIITNWDDMEK.I Dimethyl: 1, 16

6134 false 1852 2017.0233 2016.0226 1 -3.26 152.68 43.5 15.5 (M:15.5) 1 3 0
K.FATDGEGYKPCDPQVIR.
D

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 9

6135 false 5450 2017.0681 2016.0561 1 2.34 187.79 48.33 16.4 (M:16.4) 1 2 1 R.SAVIVEIDNMELNELRK.R Oxidation: 10; Dimethyl: 17

6136 true 5450 2017.0681 2016.0449 1 7.91 119.11 48.33 17.1 (M:17.1) 1 1 1
K.KIEDLGAAMEEALILDNK.
Y Oxidation: 9; Dimethyl: 18



6137 true 2991 2017.1067 2016.083 1 8.16 124.2 50.67 20.6 (M:20.6) 1 1 0
R.IAPLEEGTLPYNLAEAQR.
Q Dimethyl:2H(4): 1

6138 true 1002 2018.0275 2017.0116 1 4.28 89.17 23 18.4 (M:18.4) 1 1 0
R.AIGSASEGAQSSLQEVYH
K.S Dimethyl: 1, 19

6139 true 2236 2018.1637 2017.1699 1 -6.72 287.22 38 121.8 (M:121.8) 3 1 0
R.VAPEEHPVLLTEAPLNPK.
A Dimethyl:2H(4): 1, 18

6140 true 2236 2018.1637 2017.1699 1 -6.72 287.22 38 121.8 (M:121.8) 3 1 0
R.VAPEEHPVLLTEAPLNPK.
A Dimethyl:2H(4): 1, 18



6141 true 1939 2019.0337 2018.0272 1 -0.35 178.29 26.83 40.0 (M:40.0) 1 1 0
K.EYQLFLNNGPNSLHGGA
R.G Dimethyl:2H(4): 1

6142 true 3387 2019.2346 2018.1866 1 20.15 165.49 35.5 26.5 (M:26.5) 1 1 0
R.ALPGALLPPADAAPFPLLS
R.L Dimethyl:2H(4): 1

6143 true 1312 2020.0149 2019.0095 1 -0.96 181.54 39.83 20.3 (M:20.3) 1 1 0
K.QATVGDVNTDRPGMLD
FK.G Dimethyl: 1, 18

6144 true 1649 2020.0244 2018.9856 1 15.6 144.82 27.17 21.2 (M:21.2) 1 55.9 1 0
K.GEMMDLQHGSLFLQTH
K.I

Dimethyl:2H(4): 17; 
Oxidation: 3



6145 true 1441 2020.0496 2019.0385 1 1.9 251.06 33.83 55.3 (M:55.3) 1 1 1
R.QLSILVHPDKNQDDADR.
A Dimethyl: 1, 10

6146 true 4536 2020.0833 2019.0826 1 -3.28 297.41 44.33 102.1 (M:102.1) 1 1 0
R.AIAELGIYPAVDPLDSTSR.
I Dimethyl:2H(4): 1

6147 true 2138 2020.1186 2019.1492 1 -18.77 330.32 37.5 79.1 (M:79.1) 1 1 0
R.VAPEEHPTLLTEAPLNPK.
A Dimethyl:2H(4): 1, 18

6148 true 721 2021.0736 2020.0942 1 -13.75 198.11 21 37.2 (M:37.2) 1 1 1
K.VGAVDADKHQSLGGQY
GVR.G Dimethyl:2H(4): 1, 8



6149 true 1957 2023.0348 2022.0317 1 -2.05 272.32 36.17 50.2 (M:50.2) 1 1 0
R.EDLMGLAIGTHGANIQQ
AR.K Dimethyl: 1

6150 true 2894 2024.0011 2023.0044 1 -5.26 238.14 38 86.0 (M:86.0) 1 1 0
R.EDAPLGPQLQSMPSEQI
R.N Dimethyl: 1

6151 true 4217 2024.1068 2023.1475 1 -23.69 359.4 48.83 38.3 (M:38.3) 1 1 0
R.SLSNATIINEEVLNAMLK.
E Dimethyl:2H(4): 1, 18

6152 true 31 2024.9475 2023.9422 1 -0.97 369.65 25.17 37.5 (M:37.5) 1 1 1
K.AREEEEQEEGEGATGDP
K.K Dimethyl:2H(4): 1, 18



6153 true 3634 2025.0192 2024.0003 1 5.7 209.18 57.67 80.7 (M:80.7) 2 1 0 R.ATENDIYNFFSPLNPVR.V Dimethyl: 1

6154 true 3430 2025.0208 2024.0302 1 -8.23 244.46 39.5 52.9 (M:52.9) 1 1 0
K.DATNVGDEGGFAPNILE
NK.E Dimethyl:2H(4): 1, 19

6155 true 2792 2026.0776 2025.0929 1 -11.12 106.88 30.67 91.7 (M:91.7) 1 1 0
R.ISLGLPVGAVINCADNTG
AK.N

Carbamidomethyl: 13; 
Dimethyl: 1, 20

6156 true 2311 2026.9417 2025.9506 1 -8 311.5 38.33 29.3 (M:29.3) 1 1 0 K.VAMSHFEPNEYINYEK.L Dimethyl: 1, 16



6157 true 939 2027.0517 2026.034 1 5.18 68.81 23 52.8 (M:52.8) 1 1 0
K.MVMIQDGPQNTGADKP
LR.I Dimethyl: 1, 15

6158 true 1958 2027.0536 2026.0568 1 -5.16 272.39 36.17 35.9 (M:35.9) 1 1 0
R.EDLMGLAIGTHGANIQQ
AR.K Dimethyl:2H(4): 1

6159 true 1650 2028.0079 2026.9969 1 1.87 265.6 27.17 68.2 (M:68.2) 1 1 0
K.GEMMDLQHGSLFLQTH
K.I Dimethyl: 1, 17

6160 true 3023 2028.0137 2027.0295 1 -11.38 173.02 38 73.1 (M:73.1) 1 1 0
R.EDAPLGPQLQSMPSEQI
R.N Dimethyl:2H(4): 1



6161 true 469 2028.0402 2027.0185 1 7.16 236.28 21.67 69.1 (M:69.1) 2 1 0
K.AGGVASGFNHVVTNDLS
AQR.L Dimethyl: 1

6162 true 5614 2028.0405 2027.0575 1 -11.96 245.27 49.67 51.1 (M:51.1) 1 1 0 R.EEIQPGDLVIIDQFIDR.T Dimethyl: 1

6163 true 1248 2028.0475 2027.0597 1 -9.61 144.33 39.83 64.5 (M:64.5) 1 1 0
K.QATVGDVNTDRPGMLD
FK.G Dimethyl:2H(4): 1, 18

6164 true 3734 2028.0477 2027.051 1 -5.24 220.17 56.33 45.0 (M:45.0) 1 1 0
K.CPALAAVGPIEQLLDYNR.
I

Carbamidomethyl: 1; 
Dimethyl: 1



6165 true 90 2028.9855 2027.9405 1 18.63 560.8 18.33 16.3 (M:16.3) 1 1 1
R.TNTSHVMQYGNKSISSM
K.V Oxidation: 7

6166 true 3560 2029.0451 2028.0254 1 6.09 237.18 57.67 67.4 (M:67.4) 2 1 0 R.ATENDIYNFFSPLNPVR.V Dimethyl:2H(4): 1

6167 true 5314 2029.9389 2028.9463 1 -7.22 294.34 47.67 82.7 (M:82.7) 1 1 0 K.SLDLFNCEITNLEDYR.D
Carbamidomethyl: 7; 
Dimethyl: 1

6168 false 5314 2029.9389 2028.9132 1 9.04 294.07 47.67 16.2 (M:16.2) 1 3 1
R.LDSELKNMQDMVEDYR.
N Oxidation: 11; Dimethyl: 1



6169 true 2345 2030.089 2029.0633 1 9.07 234.19 29.83 57.3 (M:57.3) 1 1 0
R.VLRPPGGGSNFSLGFDEP
K.E Dimethyl: 1, 19

6170 true 2170 2031.9583 2030.9657 1 -7.23 185.05 34.83 132.9 (M:132.9) 1 1 0
R.GTVQPASNFNDDGDAQ
VLR.K Dimethyl: 1

6171 true 1867 2031.994 2031.022 1 -17.33 186.68 28 32.7 (M:32.7) 1 63.99 1 0
K.GEMMDLQHGSLFLQTH
K.I

Dimethyl:2H(4): 17; 
Dimethyl: 1

6172 true 1511 2032.0643 2031.0436 1 6.62 259.85 25.33 67.8 (M:67.8) 2 1 0
K.AGGVASGFNHVVTNDLS
AQR.L Dimethyl:2H(4): 1



6173 true 5639 2032.0655 2031.0826 1 -12.02 296.65 49.67 45.3 (M:45.3) 1 1 0 R.EEIQPGDLVIIDQFIDR.T Dimethyl:2H(4): 1

6174 true 3720 2032.0818 2031.0761 1 -0.76 235.25 56.33 71.5 (M:71.5) 1 1 0
K.CPALAAVGPIEQLLDYNR.
I

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

6175 true 1897 2032.2066 2031.1856 1 6.74 63.9 27 49.6 (M:49.6) 1 1 0
R.IAPEEHPVLLTEAPLNPK.
A Dimethyl:2H(4): 1, 18

6176 true 3219 2032.9259 2031.9179 1 0.33 192.05 38.67 69.6 (M:69.6) 1 1 0
K.TDMDNQIVVSDYAQMD
R.V Dimethyl:2H(4): 1



6177 true 5283 2033.965 2032.9714 1 -6.69 262.43 47.67 82.3 (M:82.3) 1 1 0 K.SLDLFNCEITNLEDYR.D
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6178 true 2450 2034.0178 2033.0079 1 1.31 326.73 31.5 151.2 (M:151.2) 2 1 0
R.GNFAGNFAGSLGGTGGP
AAGVAR.K Dimethyl: 1

6179 true 2793 2034.1312 2033.1431 1 -9.43 105.94 30.67 77.9 (M:77.9) 1 1 0
R.ISLGLPVGAVINCADNTG
AK.N

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 20

6180 true 393 2034.986 2033.9919 1 -6.45 253.61 27.17 37.1 (M:37.1) 1 1 0
K.VDPHNHVVVDEFQNTTR
.K Dimethyl: 1



6181 true 2294 2034.9927 2034.0008 1 -7.57 321.07 38.33 56.6 (M:56.6) 1 1 0 K.VAMSHFEPNEYINYEK.L Dimethyl:2H(4): 1, 16

6182 true 3914 2035.0883 2034.1277 1 -22.96 277.13 47 108.4 (M:108.4) 1 1 0 K.QHFPATPLLDYALEVEK.I Dimethyl:2H(4): 1, 17

6183 true 940 2035.0985 2034.0842 1 3.47 119.74 23 24.9 (M:24.9) 1 1 0
K.MVMIQDGPQNTGADKP
LR.I Dimethyl:2H(4): 1, 15

6184 true 2171 2035.9881 2034.9909 1 -4.94 248.12 34.83 130.7 (M:130.7) 1 1 0
R.GTVQPASNFNDDGDAQ
VLR.K Dimethyl:2H(4): 1



6185 false 1177 2036.032 2035.0598 1 -17.21 236.43 27.17 16.6 (M:16.6) 1 3 1 R.LFVGNLPPDITEEEMRK.L
Dimethyl:2H(4): 17; 
Oxidation: 15

6186 true 1177 2036.032 2035.0471 1 -10.96 258.89 27.17 138.6 (M:138.6) 2 99.93 1 0
K.GEMMDLQHGSLFLQTH
K.I Dimethyl:2H(4): 1, 17

6187 true 2341 2036.0593 2035.0772 1 -12.37 276.71 38.5 19.8 (M:19.8) 1 1 0
R.VVVLEHGTVAEMGTPAE
LR.T Dimethyl: 1

6188 true 360 2036.9704 2035.9752 1 -5.93 285.99 27 26.2 (M:26.2) 1 1 0 K.QFEHLNHQNPDTFEPK.D Dimethyl: 1, 16



6189 true 478 2037.8941 2036.8977 1 -5.31 167.4 29.17 58.0 (M:58.0) 1 1 0 K.HIYNGEVYEDDEHHPR.G Dimethyl: 1

6190 true 2107 2037.9085 2036.8923 1 4.38 178.28 27.5 28.3 (M:28.3) 1 1 0 R.FENVNGFTNCCFGFHR.L
Carbamidomethyl: 10, 11; 
Dimethyl:2H(4): 1

6191 true 1130 2038.0128 2037.0167 1 -5.49 132.82 39.83 26.1 (M:26.1) 1 1 0
K.LPYDVTPEQALNHEEVR.
T Dimethyl: 1

6192 true 3026 2038.0459 2037.033 1 2.75 315.6 31.5 111.3 (M:111.3) 1 1 0
R.GNFAGNFAGSLGGTGGP
AAGVAR.K Dimethyl:2H(4): 1



6193 true 2139 2039.0645 2038.0266 1 15.02 293.43 36.83 90.5 (M:90.5) 1 1 0
R.EDLMGLAIGTHGSNIQQ
AR.K Dimethyl: 1

6194 false 2139 2039.0645 2038.0266 1 15.01 272.52 36.83 30.0 (M:30.0) 1 2 0
R.EDLMGLAIGTHGANIQQ
AR.K Oxidation: 4; Dimethyl: 1

6195 true 4282 2039.0906 2038.0881 1 -2.34 249.15 49.83 19.8 (M:19.8) 1 1 0 R.CDAIVDIIHGIQIVSTTR.E
Carbamidomethyl: 1; 
Dimethyl: 1

6196 true 3083 2039.7091 2038.7171 1 -7.49 257.79 38.17 36.4 (M:36.4) 1 1 0
K.ECCEGDMVECMDDMAR
.M

Carbamidomethyl: 2, 3, 10; 
Dimethyl:2H(4): 1



6197 true 1409 2040.0166 2039.0072 1 1.03 134.47 24.33 16.7 (M:16.7) 1 1 0
K.GGLNTPLHESDFSGVTPQ
R.Q Dimethyl: 1

6198 true 1187 2040.045 2038.992 1 22.46 281.03 32.67 90.9 (M:90.9) 1 1 0
K.SSLVNESEIAPGSGGHEV
SR.Q Dimethyl: 1

6199 true 703 2041.852 2040.8508 1 -2.99 129.66 29 104.1 (M:104.1) 1 1 0
R.DLVHAQEDDDEEEEGQR
.F Dimethyl: 1

6200 true 479 2041.9168 2040.9228 1 -6.51 278.97 29.17 40.1 (M:40.1) 1 1 0 K.HIYNGEVYEDDEHHPR.G Dimethyl:2H(4): 1



6201 true 1158 2042.045 2041.0418 1 -2.03 237.23 39.83 40.1 (M:40.1) 1 1 0
K.LPYDVTPEQALNHEEVR.
T Dimethyl:2H(4): 1

6202 true 1556 2042.0747 2041.0241 1 21.24 205.88 30.67 33.5 (M:33.5) 1 1 0 K.VHYENNSPFLTITSMTR.V Dimethyl:2H(4): 1

6203 true 1267 2042.8835 2041.8588 1 8.5 247.95 33 31.2 (M:31.2) 1 1 0
R.GGQAYCEEDYHQAFSPR.
C

Carbamidomethyl: 6; 
Dimethyl: 1

6204 true 1544 2043.0126 2042.0143 1 -4.36 152.09 41.67 44.4 (M:44.4) 1 1 0
-
.MEDYHKPDQQTLQALK.D Acetyl: 1; Dimethyl: 6, 16



6205 true 4373 2043.0197 2042.032 1 -9.61 237.23 43.5 50.1 (M:50.1) 1 1 0
K.LDEIYVAGLVAHSDLDER.
A Dimethyl: 1

6206 true 3523 2043.0786 2042.0585 1 6.28 317 43.33 99.5 (M:99.5) 1 1 0
R.QADFVQTPITDIFGGHIR.
S Dimethyl: 1

6207 false 2090 2043.0793 2042.0517 1 9.95 262.42 36.83 33.8 (M:33.8) 1 2 0
R.EDLMGLAIGTHGANIQQ
AR.K

Dimethyl:2H(4): 1; 
Oxidation: 4

6208 true 2090 2043.0793 2042.0517 1 9.95 305.47 36.83 83.6 (M:83.6) 1 1 0
R.EDLMGLAIGTHGSNIQQ
AR.K Dimethyl:2H(4): 1



6209 true 3817 2043.0885 2042.1048 1 -11.53 162.08 57 23.0 (M:23.0) 1 1 0 R.GLIEIISNAAEYENIPIR.H Dimethyl: 1

6210 true 4848 2043.1131 2042.1387 1 -16.1 205.12 45.5 60.8 (M:60.8) 1 1 0 K.VEVQSDQVTIYLDQLTK.E Dimethyl:2H(4): 1, 17

6211 true 1694 2044.0023 2042.9918 1 1.61 206.56 27.17 22.1 (M:22.1) 1 54.76 1 0
K.GEMMDLQHGSLFLQTH
K.I Oxidation: 3; Dimethyl: 1, 17

6212 true 4286 2044.0046 2042.9526 1 21.88 293.48 46.67 34.8 (M:34.8) 1 1 0 R.MACSEGYLSIVIHDTCR.K
Carbamidomethyl: 3, 16; 
Dimethyl:2H(4): 1



6213 true 5615 2044.0113 2043.0095 1 -2.7 304.98 49.67 28.1 (M:28.1) 1 1 0
M.AAAQCEFQLPLAADDLL
R.G

Carbamidomethyl: 5; Acetyl: 
1

6214 true 1410 2044.0407 2043.0323 1 0.53 136.16 24.33 36.7 (M:36.7) 1 1 0
K.GGLNTPLHESDFSGVTPQ
R.Q Dimethyl:2H(4): 1

6215 true 362 2045.0191 2044.0254 1 -6.64 249.89 27.17 66.7 (M:66.7) 1 1 0 K.QFEHLNHQNPDTFEPK.D Dimethyl:2H(4): 1, 16

6216 true 2239 2045.0417 2044.0543 1 -9.71 162.42 35 64.7 (M:64.7) 2 1 1 R.SFDYQVDKEGYDNIQK.H Dimethyl:2H(4): 1, 8, 16



6217 true 2838 2045.0808 2044.0787 1 -2.53 182.75 31 36.4 (M:36.4) 1 1 0 K.LSSMIFIMPNHVEPLER.V Dimethyl:2H(4): 1

6218 true 704 2045.8748 2044.8759 1 -4.12 216.01 29 90.3 (M:90.3) 1 1 0
R.DLVHAQEDDDEEEEGQR
.F Dimethyl:2H(4): 1

6219 true 264 2045.9209 2044.945 1 -15.36 71.16 27 23.4 (M:23.4) 1 1 1
K.DRRPDNEEQPAADDYAK
.E Dimethyl: 1, 17

6220 true 1693 2045.9542 2044.9702 1 -11.38 143.77 32.67 121.8 (M:121.8) 1 1 0
R.VQPVDGGQTEDVYEPAT
GR.V Dimethyl: 1



6221 true 2919 2045.9862 2044.971 1 3.85 207.82 50 39.1 (M:39.1) 1 1 0 K.TCFVDCLIEQTHPEIR.K
Carbamidomethyl: 2, 6; 
Dimethyl: 1

6222 true 5518 2046.002 2044.9953 1 -0.31 319.25 49 123.6 (M:123.6) 1 1 0
M.SVPAFIDITEEDQAAELR.
A Acetyl: 1

6223 true 1268 2046.9055 2045.8839 1 6.97 239.83 33 43.7 (M:43.7) 1 1 0
R.GGQAYCEEDYHQAFSPR.
C

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

6224 true 4328 2047.0287 2046.0571 1 -17.45 236.17 43.5 34.0 (M:34.0) 1 1 0
K.LDEIYVAGLVAHSDLDER.
A Dimethyl:2H(4): 1



6225 true 3096 2047.066 2046.0997 1 -20.03 326.86 42.17 100.4 (M:100.4) 1 1 1
K.GVNKEEEQGAQYIASVLK
.C Dimethyl: 1, 4, 18

6226 true 3524 2047.1006 2046.0836 1 4.75 359.34 43.33 113.1 (M:113.1) 1 1 0
R.QADFVQTPITDIFGGHIR.
S Dimethyl:2H(4): 1

6227 true 3525 2048.9704 2047.9623 1 0.38 354.97 43 104.5 (M:104.5) 1 1 0 R.FGSYCPTTCGIADFFNK.Y
Carbamidomethyl: 5, 9; 
Dimethyl:2H(4): 1, 17

6228 true 2140 2049.0109 2047.9724 1 15.23 302.64 37 33.1 (M:33.1) 1 1 0
R.FNQMLNQIPNDYYSNR.
N Dimethyl:2H(4): 1



6229 true 1654 2049.9803 2048.9953 1 -10.87 184.09 32.67 113.3 (M:113.3) 1 1 0
R.VQPVDGGQTEDVYEPAT
GR.V Dimethyl:2H(4): 1

6230 true 1566 2051.049 2050.0645 1 -11.1 209.87 41.67 38.0 (M:38.0) 1 1 0
-
.MEDYHKPDQQTLQALK.D

Dimethyl:2H(4): 6, 16; 
Acetyl: 1

6231 true 590 2051.8883 2050.8837 1 -1.29 110.1 34.67 73.9 (M:73.9) 1 1 0
K.VDCTQHYEVCSENQVR.
G

Carbamidomethyl: 3, 10; 
Dimethyl: 1

6232 true 2312 2051.9966 2050.991 1 -0.8 301.81 38.33 42.7 (M:42.7) 1 1 0
K.AVYFAEEVQCEGSSFHK.
S

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 17



6233 true 1214 2052.0776 2051.042 1 13.82 196.65 25.5 79.1 (M:79.1) 1 57.32 1 0
K.GEMMDLQHGSLFLQTH
K.I

Dimethyl:2H(4): 1, 17; 
Oxidation: 3

6234 true 3038 2052.1038 2051.0834 1 6.39 175.63 51 50.0 (M:50.0) 1 1 0
K.LADQVMQNPQVLAALQ
ER.L Dimethyl: 1

6235 true 1895 2052.1294 2051.1291 1 -3.4 190.86 26.67 35.5 (M:35.5) 1 1 0
R.FTAQGLPDLNHSQVYAV
K.T Dimethyl:2H(4): 1, 18

6236 true 1785 2053.0438 2052.0177 1 9.16 218.08 27.67 45.9 (M:45.9) 1 1 0
R.DHPSFIPGGQFSPQALGN
R.S Dimethyl: 1



6237 true 3832 2054.0294 2053.0529 1 -15.01 170.36 41.17 76.5 (M:76.5) 1 1 0
R.CELLYEGPPDDEAAIGIK.
N

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 18

6238 true 957 2054.1259 2053.132 1 -6.54 179.55 22.83 71.1 (M:71.1) 1 1 0
K.ITKPGLIDSNNQLFAPGG
R.L Dimethyl: 1, 3

6239 true 544 2055.9095 2054.9088 1 -3.19 139.55 34.5 99.0 (M:99.0) 1 1 0
K.VDCTQHYEVCSENQVR.
G

Carbamidomethyl: 3, 10; 
Dimethyl:2H(4): 1

6240 true 1821 2057.0801 2056.0428 1 14.56 218.4 27.67 104.0 (M:104.0) 1 1 0
R.DHPSFIPGGQFSPQALGN
R.S Dimethyl:2H(4): 1



6241 true 525 2057.1484 2056.1429 1 -0.88 142.89 21.83 16.2 (M:16.2) 2 1 0
K.LGQPPQKPSRPPSVDLER
.F Dimethyl: 1, 7

6242 true 4849 2057.9856 2057.0034 1 -12.16 264.77 45.5 41.1 (M:41.1) 1 1 0 K.DEPYFPVPEEYTFIQK.V Dimethyl: 1, 16

6243 true 1904 2058.0214 2057.004 1 4.89 315.8 36.17 19.6 (M:19.6) 1 1 1
K.FGFVDAQKEDMPPEHVR
.K Dimethyl: 1, 8

6244 true 2794 2058.0389 2057.0404 1 -4.3 146.21 30.67 42.2 (M:42.2) 1 1 0
R.FTPEIPLMLYHGAQQER.
R Dimethyl: 1



6245 true 3283 2059.9585 2058.9391 1 5.89 351.25 52.5 75.3 (M:75.3) 1 1 0
K.EMFPYEVSTPTGISASCR.
R

Carbamidomethyl: 17; 
Dimethyl: 1

6246 true 2567 2061.9363 2060.9507 1 -10.49 188.6 36.5 86.1 (M:86.1) 1 1 0
K.IPEIDCGDMTAQVTSPSG
R.N

Carbamidomethyl: 6; 
Dimethyl: 1

6247 true 2754 2062.0661 2061.0655 1 -3.28 163 30.67 28.0 (M:28.0) 1 1 0
R.FTPEIPLMLYHGAQQER.
R Dimethyl:2H(4): 1

6248 true 958 2062.1621 2061.1822 1 -13.31 241.72 22.83 58.8 (M:58.8) 1 1 0
K.ITKPGLIDSNNQLFAPGG
R.L Dimethyl:2H(4): 1, 3



6249 true 3498 2062.9962 2061.9967 1 -3.76 201.51 40 105.5 (M:105.5) 1 1 0
K.QQLSAEELDAQLDAYNA
R.M Dimethyl: 1

6250 true 1471 2063.0717 2062.0378 1 12.91 329.46 34.5 139.3 (M:139.3) 2 1 0

-
.MDLAVAVGGAGAAQQH
QQLR.D Acetyl: 1

6251 true 1482 2063.1076 2062.1109 1 -5.12 153.79 24.67 46.6 (M:46.6) 1 1 0
R.HGLLVPSSTTDQELQHIR.
N Dimethyl:2H(4): 1

6252 true 4210 2063.9366 2062.9484 1 -9.24 302.81 42.83 139.3 (M:139.3) 1 1 0
K.TIGGGDDSFNTFFSETGA
GK.H Dimethyl: 1, 20



6253 true 3298 2063.9764 2062.9642 1 2.42 361.8 52.5 30.4 (M:30.4) 1 1 0
K.EMFPYEVSTPTGISASCR.
R

Carbamidomethyl: 17; 
Dimethyl:2H(4): 1

6254 true 1716 2064.0239 2063.0222 1 -2.66 176.48 42.5 18.4 (M:18.4) 1 1 0
K.YAESDEGHISNAAVTALQ
R.Y Dimethyl:2H(4): 1

6255 true 714 2064.0782 2063.052 1 9.16 152.65 20.83 43.9 (M:43.9) 1 1 0
K.ISNSAVSVSNHAALAQFC
R.D

Carbamidomethyl: 18; 
Dimethyl:2H(4): 1

6256 true 2738 2064.1042 2063.1051 1 -4 257.29 40.83 59.0 (M:59.0) 1 1 1
R.TLPEIFEAAAGKEPEHIR.
A Dimethyl: 1, 12



6257 true 2568 2065.9662 2064.9758 1 -8.18 167.76 36.5 76.7 (M:76.7) 1 1 0
K.IPEIDCGDMTAQVTSPSG
R.N

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

6258 true 4850 2066.0381 2065.0536 1 -11.03 287.43 45.5 61.9 (M:61.9) 1 1 0 K.DEPYFPVPEEYTFIQK.V Dimethyl:2H(4): 1, 16

6259 true 2909 2066.0797 2065.0804 1 -3.85 285.81 41.17 19.0 (M:19.0) 1 1 1 K.HSQAIEELAEQLEQTKR.V Dimethyl: 1, 16

6260 true 2244 2066.1166 2065.0997 1 4.7 206.16 28.33 33.5 (M:33.5) 1 1 0
K.NEFITLAHVNPQSFPAPK.
E Dimethyl: 1, 18



6261 true 2501 2066.1728 2065.1448 1 10.02 242.21 38.17 69.2 (M:69.2) 1 1 0
K.LDGEVIPHFPANHEVLSK.
V Dimethyl:2H(4): 1, 18

6262 true 3540 2067.0192 2066.0218 1 -4.78 230.18 40 118.5 (M:118.5) 1 1 0
K.QQLSAEELDAQLDAYNA
R.M Dimethyl:2H(4): 1

6263 true 2791 2068.9171 2067.9292 1 -9.33 229.42 37.17 54.4 (M:54.4) 1 1 0
R.AAAELEPQGFDCECLGG
GR.I

Carbamidomethyl: 12, 14; 
Dimethyl:2H(4): 1

6264 true 1558 2069.1193 2068.0953 1 8.07 257.05 31.5 69.2 (M:69.2) 2 1 0
R.GLLGALTSTPYSPTQHLER
.E Dimethyl: 1



6265 true 553 2070.113 2069.0906 1 7.32 114.79 21.33 37.4 (M:37.4) 1 1 0
R.AAASITPPSPQGPPQELP
QR.E Dimethyl: 1

6266 true 4026 2071.9937 2070.9986 1 -5.87 287.96 42.83 104.5 (M:104.5) 1 1 0
K.TIGGGDDSFNTFFSETGA
GK.H Dimethyl:2H(4): 1, 20

6267 true 1927 2072.0646 2071.0698 1 -6.05 322.42 36.17 64.9 (M:64.9) 1 1 0
R.EASSVGVAQHLTNTVFID
R.A Dimethyl: 1

6268 true 2774 2072.1471 2071.1554 1 -7.51 285.92 40.83 44.2 (M:44.2) 1 1 1
R.TLPEIFEAAAGKEPEHIR.
A Dimethyl:2H(4): 1, 12



6269 true 394 2072.8474 2071.8528 1 -6.14 158.89 27.67 93.2 (M:93.2) 1 1 0
K.TCPEDAEPEQEPEGDGE
K.K

Carbamidomethyl: 2; 
Dimethyl: 1, 18

6270 true 3647 2073.051 2072.0445 1 -0.36 371.15 45.67 128.2 (M:128.2) 1 1 0
R.AHVTVMGDIMGNALQN
VDR.L Dimethyl:2H(4): 1

6271 true 1767 2073.1457 2072.1204 1 8.67 243.82 31.5 62.2 (M:62.2) 2 1 0
R.GLLGALTSTPYSPTQHLER
.E Dimethyl:2H(4): 1

6272 true 1802 2073.1908 2072.1994 1 -7.63 216.15 25.33 50.8 (M:50.8) 1 1 0
R.QGQETVAPNLVAPVVNK
PK.K Dimethyl: 1, 17, 19



6273 true 1779 2073.8991 2072.9259 1 -16.42 168.28 32.83 36.8 (M:36.8) 1 1 0
K.EAEEAQSTLQAECEQYR.
A

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

6274 true 3653 2073.9457 2072.951 1 -6.07 192.31 40.5 37.1 (M:37.1) 1 1 0 R.CEDTSVIDYELIDQDAR.E
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

6275 true 3220 2074.0422 2073.0463 1 -5.46 292.03 38.83 58.9 (M:58.9) 1 1 0
K.VGEAGLLNVDCTEAGPG
NLR.V

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

6276 true 1482 2074.1267 2073.0929 1 12.82 189 24.67 80.5 (M:80.5) 1 1 0
K.AGGSASAMLQPLLDNQI
GFK.N Dimethyl: 1, 20



6277 false 1482 2074.1267 2073.1448 1 -12.24 185.55 24.67 16.6 (M:16.6) 1 2 1 R.LKAYHTQTSPLVSYYSK.R
Dimethyl:2H(4): 1; 
Dimethyl: 2, 17

6278 true 1236 2074.9497 2073.9538 1 -5.49 130.22 24 51.9 (M:51.9) 1 1 0
R.GLSLTTPGESDGFCANHQ
R.V

Carbamidomethyl: 14; 
Dimethyl: 1

6279 true 1463 2075.2124 2074.1939 1 5.4 229.15 26.5 87.9 (M:87.9) 1 1 0 K.QVKPYVEEGLHPQIIIR.A Dimethyl: 1, 3

6280 true 1928 2076.0841 2075.0949 1 -8.7 365.58 36.17 41.9 (M:41.9) 1 1 0
R.EASSVGVAQHLTNTVFID
R.A Dimethyl:2H(4): 1



6281 true 5519 2077.0054 2075.9867 1 5.49 269.73 49 66.8 (M:66.8) 1 1 0
K.SMEAEMIQLQEELAAAE
R.A Dimethyl: 1

6282 true 3197 2077.0075 2076.031 1 -14.79 257.1 43.17 73.0 (M:73.0) 1 1 0
K.HEALMSDLSAYGSSIQAL
R.E Dimethyl: 1

6283 true 1941 2080.0368 2078.9996 1 14.37 128.59 32.17 17.2 (M:17.2) 1 1 0 K.ICQQIEYYFGNHNLPR.D
Carbamidomethyl: 2; 
Dimethyl: 1

6284 true 853 2080.1194 2079.1085 1 1.75 112.25 22.5 25.8 (M:25.8) 1 1 0
R.ECNLAEVPTHAVVVRPEK
.A

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



6285 true 395 2080.9025 2079.903 1 -3.73 180.06 27.67 40.8 (M:40.8) 1 1 0
K.TCPEDAEPEQEPEGDGE
K.K

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 18

6286 true 3198 2081.0462 2080.0561 1 -8.26 304.85 43.17 52.6 (M:52.6) 1 1 0
K.HEALMSDLSAYGSSIQAL
R.E Dimethyl:2H(4): 1

6287 true 5540 2081.0548 2080.0118 1 17.12 277.52 49 40.1 (M:40.1) 1 1 0
K.SMEAEMIQLQEELAAAE
R.A Dimethyl:2H(4): 1

6288 true 1518 2081.2207 2080.1686 1 21.5 54.68 30.5 19.3 (M:19.3) 1 1 1
K.LKPGTRVALDMTTLTIMR
.Y

Dimethyl:2H(4): 2; 
Oxidation: 11, 17



6289 true 2368 2082.0733 2081.0168 1 23.62 405.66 38.83 35.9 (M:35.9) 1 1 0
K.FDPYEHEALFHAPMEGK.
E Dimethyl:2H(4): 1, 17

6290 true 2103 2082.1465 2081.1186 1 9.94 133.58 29 37.8 (M:37.8) 1 1 0
K.QGAPIFLSAPHFYQADQK
.F Dimethyl:2H(4): 1, 18

6291 true 1483 2082.1665 2081.1431 1 7.74 453.65 24.67 107.7 (M:107.7) 2 1 0
K.AGGSASAMLQPLLDNQI
GFK.N Dimethyl:2H(4): 1, 20

6292 true 1906 2082.3387 2081.3315 1 -0.06 76.88 27 39.5 (M:39.5) 1 99.53 1 0
R.VDTVIKPLLVQPGGILVEK
.A Dimethyl:2H(4): 1, 6



6293 true 1179 2083.0919 2082.0904 1 -2.75 276.98 26.17 25.9 (M:25.9) 1 88.35 1 0
K.SVVLMSHLGRPDGVPMP
DK.F

Dimethyl:2H(4): 19; 
Oxidation: 5

6294 true 1464 2083.2622 2082.2441 1 5.21 280.01 26.5 73.2 (M:73.2) 2 1 0 K.QVKPYVEEGLHPQIIIR.A Dimethyl:2H(4): 1, 3

6295 true 772 2084.0298 2082.9996 1 11.01 266.87 23.83 84.1 (M:84.1) 2 1 0
R.CHAGHLNGQYYIGGVYS
R.D

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

6296 true 1803 2085.2725 2084.2747 1 -4.55 268.26 25.33 35.4 (M:35.4) 1 1 0
R.QGQETVAPNLVAPVVNK
PK.K Dimethyl:2H(4): 1, 17, 19



6297 true 319 2085.8064 2084.8111 1 -5.74 109.85 33 17.8 (M:17.8) 1 1 0
K.DNMEQSCCSFECHPPR.
G

Carbamidomethyl: 7, 8, 12; 
Dimethyl:2H(4): 1

6298 true 2786 2087.1071 2086.1161 1 -7.84 96.51 33.33 61.0 (M:61.0) 1 1 0
R.FLSQPFQVAEVFTGHMG
K.L Dimethyl:2H(4): 1, 18

6299 true 3617 2088.0184 2086.9895 1 10.38 281.63 43.5 33.4 (M:33.4) 1 1 0
K.MDFFELLANHHLDSQSR.
W Dimethyl: 1

6300 true 2758 2088.073 2087.0775 1 -5.64 102.41 30.5 42.5 (M:42.5) 1 1 0
K.GTTGTQASFLQLFEGDHS
K.V Dimethyl:2H(4): 1, 19



6301 true 2547 2090.1232 2089.1064 1 4.56 346.47 30.17 47.4 (M:47.4) 1 1 0
R.ALGEQLAMMPKPPVPPS
DR.Y Dimethyl: 1, 11

6302 true 1408 2091.1103 2090.1017 1 0.66 282.85 26.33 40.2 (M:40.2) 1 1 0
K.SVVLMSHLGRPDGVPMP
DK.F Dimethyl: 1, 19

6303 true 2606 2092.0929 2091.0749 1 5.11 302.9 39.17 77.7 (M:77.7) 2 1 0
K.GDGPVEGVIHFQQQGSG
PVK.V Dimethyl: 1, 20

6304 true 3199 2093.1419 2092.1524 1 -8.49 269.65 43 20.5 (M:20.5) 1 1 0
R.KPGEPIDLHMVEIMEMK.
H Dimethyl:2H(4): 1, 1, 17



6305 true 2352 2093.1554 2092.1065 1 19.88 325.5 37.67 32.6 (M:32.6) 1 1 0
K.EHGVPILISEIHPGQPADR
.C Dimethyl: 1

6306 true 1828 2093.1564 2092.1463 1 1.37 171.87 30 65.9 (M:65.9) 2 1 0
K.QQGPQVQQIILVSPMGV
SR.L Dimethyl: 1

6307 true 5833 2094.0223 2093.0317 1 -7.96 299.61 51.33 32.3 (M:32.3) 1 1 0 K.FYPEDVAEELIQDITQR.L Dimethyl: 1

6308 true 2862 2094.1277 2093.1157 1 2.25 359.04 41.17 43.0 (M:43.0) 1 1 0 R.ALSETFIIGELHPDDRPK.L Dimethyl: 1, 18



6309 true 2601 2095.0955 2094.0608 1 13.07 240.91 31.5 53.9 (M:53.9) 1 1 0
R.FLSQPFQVAEVFTGHMG
K.L

Oxidation: 16; Dimethyl: 1, 
18

6310 true 2833 2095.1621 2094.1433 1 5.51 302.06 31.83 109.6 (M:109.6) 1 1 0
K.EGSQLKPQIQSVQQAIER
.L Dimethyl: 1, 6

6311 true 2194 2097.0873 2096.0369 1 20.53 249.24 29.5 109.0 (M:109.0) 1 1 0
R.MIPCDFMIPVQTQHPVR.
N

Carbamidomethyl: 4; 
Dimethyl: 1

6312 true 2788 2097.1573 2096.1742 1 -11.56 416.15 30.33 35.6 (M:35.6) 1 1 0
K.AGQTQPNPGILPIQPALT
PR.K Dimethyl: 1



6313 true 1829 2097.1853 2096.1714 1 3.16 209.86 30 55.0 (M:55.0) 2 1 0
K.QQGPQVQQIILVSPMGV
SR.L Dimethyl:2H(4): 1

6314 true 2284 2097.1876 2096.1316 1 23.21 334.53 37.67 40.5 (M:40.5) 1 1 0
K.EHGVPILISEIHPGQPADR
.C Dimethyl:2H(4): 1

6315 true 72 2097.9263 2096.9386 1 -9.34 249.58 26.17 55.5 (M:55.5) 1 1 0
R.EEDGEEEKPGAGGPDGS
EPK.R Dimethyl: 1, 8, 20

6316 true 2623 2099.126 2098.0859 1 15.64 211.09 31.67 58.6 (M:58.6) 1 99.77 1 0
R.FLSQPFQVAEVFTGHMG
K.L

Dimethyl:2H(4): 18; 
Oxidation: 16; Dimethyl: 1



6317 true 1409 2099.1611 2098.1519 1 0.95 291.06 26.33 96.4 (M:96.4) 1 1 0
K.SVVLMSHLGRPDGVPMP
DK.F Dimethyl:2H(4): 1, 19

6318 true 1123 2099.9451 2098.9702 1 -15.42 302.38 30.83 52.9 (M:52.9) 1 1 0
R.SIAECPQHNNSVGVDTST
R.Q

Carbamidomethyl: 5; 
Dimethyl: 1

6319 true 2459 2100.1444 2099.1251 1 5.72 360.39 39.17 142.0 (M:142.0) 2 1 0
K.GDGPVEGVIHFQQQGSG
PVK.V Dimethyl:2H(4): 1, 20

6320 true 3225 2101.0494 2100.0426 1 -0.22 318.7 43.5 125.3 (M:125.3) 2 1 0
K.SHVDSSSVDSLFYAAQSIR
.V Dimethyl:2H(4): 1



6321 true 2195 2101.1097 2100.0621 1 19.24 333.69 29.5 110.0 (M:110.0) 2 1 0
R.MIPCDFMIPVQTQHPVR.
N

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

6322 true 2810 2102.1798 2101.1659 1 3.14 359.94 41.17 94.2 (M:94.2) 1 1 0 R.ALSETFIIGELHPDDRPK.L Dimethyl:2H(4): 1, 18

6323 true 2603 2103.137 2102.111 1 8.89 280.99 31.5 79.9 (M:79.9) 1 1 0
R.FLSQPFQVAEVFTGHMG
K.L

Dimethyl:2H(4): 1, 18; 
Oxidation: 16

6324 true 2915 2103.2138 2102.1935 1 6.2 368.4 31.83 121.7 (M:121.7) 1 1 0
K.EGSQLKPQIQSVQQAIER
.L Dimethyl:2H(4): 1, 6



6325 true 1124 2103.9695 2102.9953 1 -15.7 496.45 30.83 42.3 (M:42.3) 1 1 0
R.SIAECPQHNNSVGVDTST
R.Q

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6326 true 4051 2104.0179 2103.0095 1 0.53 292.04 47.67 45.1 (M:45.1) 1 1 0
R.NGTDGIYFPLTASSCLFGR
.R

Carbamidomethyl: 15; 
Dimethyl: 1

6327 true 2614 2104.0742 2103.0608 1 2.88 150.03 30 32.5 (M:32.5) 1 1 0 K.ITSTQVIFDIPYNSCGTR.R
Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

6328 true 1312 2104.1046 2103.0895 1 3.73 236.81 26 32.5 (M:32.5) 1 1 0
K.QESIPNAGPILVHCSAGIG
R.T

Carbamidomethyl: 14; 
Dimethyl: 1



6329 true 2273 2104.1322 2103.1324 1 -3.56 83.14 28.67 66.6 (M:66.6) 1 1 0 R.QLTLEELHTIEISAVHSR.D Dimethyl: 1

6330 true 4418 2104.9906 2103.9749 1 3.98 350.02 43.83 59.2 (M:59.2) 1 1 0 R.EYQLNDSAAYYLNDLER.I Dimethyl: 1

6331 true 3655 2105.1407 2104.1528 1 -9.21 221.84 40.5 88.7 (M:88.7) 2 1 0
K.SLLGDGPVVADPTAPNV
VVTR.L Dimethyl: 1

6332 true 3302 2105.2178 2104.2256 1 -7.18 145.06 36.33 119.6 (M:119.6) 1 1 0
K.TILGTPEVLLGLLPGAGAT
QR.L Dimethyl: 1



6333 true 1410 2107.1138 2106.0966 1 4.75 308.11 26.33 21.4 (M:21.4) 1 1 0
K.SVVLMSHLGRPDGVPMP
DK.F

Oxidation: 16; Dimethyl: 1, 
19

6334 true 1512 2107.1431 2106.1222 1 6.46 190.59 25.33 49.0 (M:49.0) 1 1 0
K.TITGFQTHTTPVLLAHGE
R.A Dimethyl: 1

6335 true 2274 2108.1498 2107.1575 1 -7.13 101.65 28.67 52.9 (M:52.9) 1 1 0 R.QLTLEELHTIEISAVHSR.D Dimethyl:2H(4): 1

6336 true 1313 2108.1571 2107.179 1 -13.84 218.76 28.17 38.4 (M:38.4) 1 1 0
K.QQAHDLLISKPDGTFLLR.
F Dimethyl: 1, 10



6337 true 3586 2109.0055 2108.0208 1 -10.69 253.34 40.33 21.8 (M:21.8) 1 1 1
K.YELVDISQDNALREEMR.
A Dimethyl: 1

6338 true 4462 2109.025 2108 1 8.37 374.54 43.83 39.8 (M:39.8) 1 1 0 R.EYQLNDSAAYYLNDLER.I Dimethyl:2H(4): 1

6339 true 3656 2109.1654 2108.1779 1 -9.39 246.27 40.5 92.0 (M:92.0) 1 1 0
K.SLLGDGPVVADPTAPNV
VVTR.L Dimethyl:2H(4): 1

6340 true 3303 2109.2452 2108.2507 1 -6.04 232.28 36.33 90.9 (M:90.9) 1 1 0
K.TILGTPEVLLGLLPGAGAT
QR.L Dimethyl:2H(4): 1



6341 true 3488 2111.0361 2110.0484 1 -9.25 292.28 44.33 48.4 (M:48.4) 1 1 0 K.HVINFDLPSDIEEYVHR.I Dimethyl: 1

6342 true 2607 2111.1562 2110.1423 1 3.15 282.96 38.67 54.5 (M:54.5) 1 1 0
K.GEDSVPETVHHVVVIVNP
K.T Dimethyl: 1, 19

6343 true 1513 2111.1683 2110.1473 1 6.48 272.75 25.33 33.3 (M:33.3) 1 1 0
K.TITGFQTHTTPVLLAHGE
R.A Dimethyl:2H(4): 1

6344 true 855 2112.1803 2111.1649 1 3.86 128.83 22.67 136.9 (M:136.9) 1 1 0
R.ECNLAEVPTHAVVVRPEK
.A

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 18



6345 true 1823 2113.0741 2112.0319 1 16.56 226.05 29.5 64.4 (M:64.4) 1 99.96 1 0
R.MIPCDFMIPVQTQHPVR.
N

Carbamidomethyl: 4; 
Oxidation: 1; Dimethyl: 1

6346 true 2346 2113.1802 2112.1666 1 2.95 130.66 28.83 156.9 (M:156.9) 1 1 0
K.AGIANLYGIAGSTNVTGD
QVK.K Dimethyl:2H(4): 1, 21

6347 true 1484 2114.41 2113.3879 1 6.98 258.36 26.83 155.0 (M:155.0) 3 1 0
R.VDTVIKPLLVQPGGILVEK
.A Dimethyl:2H(4): 1, 6, 19

6348 true 3462 2115.0568 2114.0735 1 -11.33 297.41 44.17 23.9 (M:23.9) 1 1 0 K.HVINFDLPSDIEEYVHR.I Dimethyl:2H(4): 1



6349 true 952 2115.1592 2114.1468 1 2.45 198.62 26.33 37.6 (M:37.6) 1 93.19 1 0
K.SVVLMSHLGRPDGVPMP
DK.F

Dimethyl:2H(4): 1, 19; 
Oxidation: 16

6350 true 675 2116.1417 2115.1113 1 10.94 257.03 22.83 87.4 (M:87.4) 1 1 0
R.LGQSDPAPLQHHVEIYQK
.R Dimethyl: 1, 18

6351 true 2970 2117.0431 2116.0378 1 -0.94 322.03 41.67 78.3 (M:78.3) 1 1 0
K.FITHAPPGEFNEVFNDVR
.L Dimethyl: 1

6352 true 1477 2117.0504 2116.0343 1 4.15 183.77 41.17 15.5 (M:15.5) 1 1 0
R.VVSAMVNCNDEDHGVL
LGR.W

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



6353 true 1824 2117.0864 2116.057 1 10.49 246.85 29.5 44.4 (M:44.4) 1 97.49 1 0
R.MIPCDFMIPVQTQHPVR.
N

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1; 
Oxidation: 7

6354 true 2359 2117.9632 2117.0059 1 -23.61 237.46 35.5 80.3 (M:80.3) 1 1 0
R.ESTGAQVQVAGDMLPN
STER.A Dimethyl: 1

6355 true 2472 2119.9869 2118.9649 1 6.94 357.43 39.17 87.4 (M:87.4) 1 1 0
R.HFIMQVVCEATQCPDTR.
V

Carbamidomethyl: 8, 13; 
Dimethyl: 1

6356 true 796 2120.1285 2119.1364 1 -7.16 342.79 23.5 15.6 (M:15.6) 1 1 0
R.LGQSDPAPLQHHVEIYQK
.R

Dimethyl:2H(4): 1; 
Dimethyl: 18



6357 true 2935 2121.0663 2120.0629 1 -1.82 400.19 41.67 70.8 (M:70.8) 1 1 0
K.FITHAPPGEFNEVFNDVR
.L Dimethyl:2H(4): 1

6358 true 2360 2122.0044 2121.031 1 -15.96 276.83 35.67 108.2 (M:108.2) 1 1 0
R.ESTGAQVQVAGDMLPN
STER.A Dimethyl:2H(4): 1

6359 true 3618 2122.1748 2121.1554 1 5.73 354.3 46.17 124.2 (M:124.2) 1 1 0
K.DLLNLSLQPHMEQSVPLR
.I Dimethyl:2H(4): 1

6360 true 1943 2123.0896 2122.1101 1 -13.1 303.18 28.67 42.6 (M:42.6) 1 1 0
K.QLILVGDHCQLGPVVMC
K.K

Carbamidomethyl: 9, 17; 
Dimethyl: 1, 18



6361 true 2473 2124.0127 2122.99 1 7.27 295.78 39.17 56.8 (M:56.8) 1 1 0
R.HFIMQVVCEATQCPDTR.
V

Carbamidomethyl: 8, 13; 
Dimethyl:2H(4): 1

6362 true 676 2124.1932 2123.1615 1 11.51 205.87 22.83 96.4 (M:96.4) 1 1 0
R.LGQSDPAPLQHHVEIYQK
.R Dimethyl:2H(4): 1, 18

6363 true 4162 2125.0654 2124.0672 1 -4.26 33.61 40.83 15.5 (M:15.5) 1 1 1 K.HLDSSSNERPDISSIQRR.I Dimethyl: 1

6364 true 2565 2125.116 2124.1038 1 2.32 142.89 30 32.0 (M:32.0) 1 1 0
K.IPGMLIIDTPGHESFSNLR.
N Dimethyl: 1



6365 true 3098 2125.1626 2124.1401 1 7.13 345.65 42.17 61.6 (M:61.6) 1 1 0
R.NHMDITTPPLPPVAPEVL
R.V Dimethyl: 1

6366 true 2322 2127.2411 2126.2099 1 11.24 263.3 30.17 107.1 (M:107.1) 1 1 0
K.NPPALLTAEAIATSHVAP
VAK.V Dimethyl: 1, 21

6367 true 2459 2128.1206 2127.0994 1 6.53 192.51 47.33 94.2 (M:94.2) 1 1 0
K.ISDNTPSALAIMENANVL
AR.Y Dimethyl: 1

6368 true 1564 2128.206 2127.1928 1 2.76 197.31 25.33 21.2 (M:21.2) 1 1 0
R.VIHLSNLPHSGYSDNAVL
K.L Dimethyl:2H(4): 1, 19



6369 true 3523 2129.0654 2128.0742 1 -7.53 342.66 44.67 76.3 (M:76.3) 1 1 0
K.FIIHAPPGEFNEVFNDVR.
L Dimethyl: 1

6370 true 1982 2129.0781 2128.0383 1 15.25 225.98 32.33 19.9 (M:19.9) 1 1 0
R.ALMTSVCHSAITFENPYR.
V

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6371 true 2566 2129.1341 2128.1289 1 -0.97 184.77 30 47.8 (M:47.8) 1 1 0
K.IPGMLIIDTPGHESFSNLR.
N Dimethyl:2H(4): 1

6372 true 3080 2129.188 2128.1653 1 7.28 362.09 42.17 85.5 (M:85.5) 1 1 0
R.NHMDITTPPLPPVAPEVL
R.V Dimethyl:2H(4): 1



6373 true 3707 2130.2435 2129.2811 1 -21.06 303.03 45.67 90.2 (M:90.2) 1 1 0
R.SVLLLKPEAELSMAEIYK.
V Dimethyl:2H(4): 1, 6, 18

6374 true 3799 2131.1342 2130.1143 1 5.93 352.86 46 16.4 (M:16.4) 1 1 0
K.NLKPIKPMQFLGDEETVR
.K Oxidation: 8

6375 true 2070 2131.162 2130.1603 1 -2.63 284.05 28.67 83.0 (M:83.0) 1 1 0
K.QLILVGDHCQLGPVVMC
K.K

Carbamidomethyl: 9, 17; 
Dimethyl:2H(4): 1, 18

6376 true 2888 2131.2203 2130.2552 1 -19.78 365.89 31.67 15.3 (M:15.3) 1 1 1
R.VTLAKLLAESVTEVEIFGK.
A Dimethyl: 1, 5, 19



6377 true 3086 2132.1114 2131.1068 1 -1.23 136.15 31.83 67.4 (M:67.4) 1 1 0
K.MPCGSPSSVLNVVLLQQ
DR.A

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6378 true 2432 2132.1444 2131.1245 1 5.91 276.63 47.33 137.2 (M:137.2) 1 1 0
K.ISDNTPSALAIMENANVL
AR.Y Dimethyl:2H(4): 1

6379 true 490 2133.0759 2132.076 1 -3.43 172.83 21.33 26.4 (M:26.4) 1 1 1
R.GEQDQLAVQSQNRTEAA
QK.A Dimethyl:2H(4): 19

6380 true 3524 2133.0886 2132.0993 1 -8.44 371.67 44.67 60.3 (M:60.3) 1 1 0
K.FIIHAPPGEFNEVFNDVR.
L Dimethyl:2H(4): 1



6381 true 306 2134.0676 2133.0753 1 -7 297.42 27 112.7 (M:112.7) 2 1 0
R.VVTNYNSAHDTNGNLVI
DR.Y Dimethyl:2H(4): 1

6382 true 2608 2137.0902 2136.064 1 8.88 297.18 38.67 58.4 (M:58.4) 1 1 0
R.YPDSHQLFVGNLPHDVD
K.S Dimethyl: 1, 18

6383 true 1532 2139.1867 2138.1484 1 14.5 165.24 26.5 157.2 (M:157.2) 3 1 0
K.AQFGQPEILLGTIPGAGG
TQR.L Dimethyl: 1

6384 true 1269 2140.1295 2139.1044 1 8.29 393.81 33.33 110.7 (M:110.7) 1 1 0
K.QMQVVLERPETDHVAEA
R.G Dimethyl:2H(4): 1



6385 true 2745 2141.9863 2140.9913 1 -5.71 238.91 37 59.2 (M:59.2) 1 1 0
R.QLEVYTSGGDPESVAGEY
GR.H Dimethyl: 1

6386 true 1146 2142.1403 2141.1481 1 -7.02 131.85 23.67 60.7 (M:60.7) 1 1 0
K.DPLSANHSLKPLPSVPEE
R.K Dimethyl: 1, 10

6387 true 3200 2143.007 2142.0204 1 -9.66 298.47 43.17 41.0 (M:41.0) 1 1 0
R.HYYTGTQGLIFVVDCADR
.D

Carbamidomethyl: 15; 
Dimethyl: 1

6388 true 1486 2143.2113 2142.1735 1 14.22 239.85 26.5 138.9 (M:138.9) 3 1 0
K.AQFGQPEILLGTIPGAGG
TQR.L Dimethyl:2H(4): 1



6389 true 2354 2145.1493 2144.1142 1 12.97 287.73 38.67 115.4 (M:115.4) 1 1 0
R.YPDSHQLFVGNLPHDVD
K.S Dimethyl:2H(4): 1, 18

6390 true 1084 2145.9885 2144.9803 1 0.42 266.13 38.5 41.7 (M:41.7) 1 1 0 K.FVINYDYPNSSEDYVHR.I Dimethyl: 1

6391 true 2699 2145.9954 2145.0164 1 -13.18 305.47 37 43.6 (M:43.6) 1 1 0
R.QLEVYTSGGDPESVAGEY
GR.H Dimethyl:2H(4): 1

6392 true 4213 2146.0321 2145.035 1 -4.74 350.2 43.17 122.1 (M:122.1) 1 1 0
K.ADAAFTCPGSAELYVITG
DR.M

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



6393 true 2488 2146.1386 2145.1169 1 6.73 143.19 29.67 41.4 (M:41.4) 1 1 0 R.QYCPAENPAFLDYLKPR.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 15

6394 true 2028 2147.1259 2146.1131 1 2.56 284.76 28.5 92.7 (M:92.7) 1 1 0
K.GLTGQLSTDDLNSLIAHA
HR.R Dimethyl: 1

6395 true 3123 2147.1759 2146.1532 1 7.22 199.58 31.83 31.3 (M:31.3) 1 1 0
K.ISSTTPSQLAIQENANTLA
R.Y Dimethyl:2H(4): 1

6396 true 3794 2147.1965 2146.2038 1 -6.79 229.39 57.17 35.1 (M:35.1) 1 1 0
K.YPPPTELLDLQPLPVSALR
.N Dimethyl: 1



6397 true 4814 2149.1096 2148.1187 1 -7.62 260.55 45.5 16.4 (M:16.4) 1 1 1
R.QLISEKGTINFLHADCDK.
F

Carbamidomethyl: 16; 
Dimethyl:2H(4): 18; 
Dimethyl: 1

6398 true 1085 2150.0154 2149.0054 1 1.22 227.4 38.67 60.6 (M:60.6) 1 1 0 K.FVINYDYPNSSEDYVHR.I Dimethyl:2H(4): 1

6399 true 1203 2150.1871 2149.1983 1 -8.58 92.48 23.67 19.0 (M:19.0) 1 1 0
K.DPLSANHSLKPLPSVPEE
R.K Dimethyl:2H(4): 1, 10

6400 true 2800 2151.0568 2150.047 1 1.2 269.48 49.67 30.6 (M:30.6) 2 1 0
K.NLQPATVTLYDYYETGDR
.T Dimethyl:2H(4): 1



6401 true 2029 2151.1484 2150.1382 1 1.37 356.19 28.5 100.7 (M:100.7) 1 1 0
K.GLTGQLSTDDLNSLIAHA
HR.R Dimethyl:2H(4): 1

6402 true 4645 2152.0549 2151.0637 1 -7.47 247.24 44.67 22.7 (M:22.7) 1 1 0
K.DPVYTFSISQNPFPIENR.
D Dimethyl: 1

6403 true 4334 2153.0515 2152.066 1 -10.12 343.67 43.33 45.5 (M:45.5) 1 1 0
K.FVVDLSDQVAPTDIEEG
MR.V Dimethyl:2H(4): 1

6404 true 1854 2153.0691 2152.0546 1 3.39 230.96 43.83 25.4 (M:25.4) 1 1 0
K.SLAGSASTSSSGPGDQNE
LLSR.I Dimethyl:2H(4): 1



6405 true 4646 2156.0831 2155.0888 1 -6.02 313.84 44.67 51.5 (M:51.5) 1 1 0
K.DPVYTFSISQNPFPIENR.
D Dimethyl:2H(4): 1

6406 true 1111 2156.0882 2155.0406 1 18.67 290.93 32.5 45.9 (M:45.9) 1 1 1
K.TIHFVEGGDAGNREDQI
NR.L Dimethyl: 1

6407 true 735 2156.1126 2155.0994 1 2.76 433.2 30.83 23.7 (M:23.7) 1 1 0
K.QMQVVLERPETDHVAEA
R.G

Dimethyl:2H(4): 1; 
Oxidation: 2

6408 false 2730 2158.2733 2157.2521 1 6.45 168.14 35 24.5 (M:24.5) 1 2 0
K.GVSLELRPGEVLALLGPP
GAGK.S Dimethyl: 22



6409 true 3833 2159.1556 2158.1871 1 -17.96 167.63 35.67 15.5 (M:15.5) 1 1 0
K.SPFSLAILNVGAPAAGM
NAAVR.S Dimethyl:2H(4): 1

6410 true 4815 2160.054 2159.0681 1 -9.88 309.96 45.83 67.1 (M:67.1) 2 1 0
K.GMSLNLEPDNVGVVVFG
NDR.L Dimethyl: 1

6411 true 1112 2160.1092 2159.0657 1 16.74 314.91 32.5 55.8 (M:55.8) 1 1 1
K.TIHFVEGGDAGNREDQI
NR.L Dimethyl:2H(4): 1

6412 true 1657 2160.9405 2159.9626 1 -13.59 237.19 32.33 41.4 (M:41.4) 1 1 0
K.NQDECVIALHDCNGDVN
R.A

Carbamidomethyl: 5, 12; 
Dimethyl:2H(4): 1



6413 true 2365 2161.1925 2160.1551 1 13.95 202.05 46.33 36.1 (M:36.1) 1 1 0
R.SNLVGMGVIPLQYLPGE
DAR.T Dimethyl:2H(4): 1

6414 true 1655 2163.1083 2162.0797 1 9.89 326.36 35 66.2 (M:66.2) 1 1 0
R.EGAAHAFAQYNLDQFTP
VK.I Dimethyl: 1, 19

6415 true 3110 2163.1184 2162.1154 1 -1.95 158.33 32.17 133.8 (M:133.8) 2 1 0
R.GITNLCVIGGDGSLTGAN
LFR.E

Carbamidomethyl: 6; 
Dimethyl: 1

6416 true 3413 2163.9767 2163.0211 1 -23.86 343.92 53.5 93.8 (M:93.8) 1 1 0 K.FVINYDYPNSSEDYIHR.I Dimethyl:2H(4): 1



6417 true 4852 2164.0823 2163.0932 1 -8.39 392.48 45.83 66.7 (M:66.7) 2 1 0
K.GMSLNLEPDNVGVVVFG
NDR.L Dimethyl:2H(4): 1

6418 true 1375 2164.1233 2163.0932 1 10.55 210.86 40.33 36.0 (M:36.0) 1 1 0
K.IIYQPINGDGPEQSTMVG
GR.Q Dimethyl:2H(4): 1

6419 true 1761 2164.192 2163.18 1 2.16 134.27 25.67 42.7 (M:42.7) 1 1 0
K.WLNQNAVEVVNVKPQV
DR.Y Dimethyl: 1, 13

6420 true 3519 2166.1619 2165.1241 1 14.07 337.64 37.83 52.2 (M:52.2) 2 1 0
R.AVTCPAPTGIENGFLNFA
VR.R

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



6421 true 3111 2167.1395 2166.1405 1 -3.83 189.13 32.17 115.5 (M:115.5) 3 1 0
R.GITNLCVIGGDGSLTGAN
LFR.E

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

6422 true 3501 2169.1272 2168.1306 1 -4.93 203 46.5 44.0 (M:44.0) 1 1 0
K.SPYLYPLYGLGELPQGFA
R.L Dimethyl: 1

6423 true 3086 2170.0109 2169.0048 1 -0.56 225.53 38.17 63.0 (M:63.0) 1 1 0
R.SPDVGLYGVTPECAETYQ
R.E

Carbamidomethyl: 13; 
Dimethyl: 1

6424 true 2366 2170.1199 2169.0892 1 10.82 311.92 46.5 55.5 (M:55.5) 1 1 0
R.LLPDLESFFTHDSVSTSSR.
H Dimethyl:2H(4): 1



6425 true 3917 2170.1851 2169.1794 1 -0.7 238.88 44.83 40.0 (M:40.0) 1 1 0
R.SYPGLLIVPQSIQDNTIQR
.I Dimethyl: 1

6426 true 1858 2171.1414 2170.1317 1 1.11 170.46 30 79.0 (M:79.0) 1 1 0
K.SNFNVAVLNVGAPAAG
MNAAVR.A Dimethyl: 1

6427 true 1559 2171.16 2170.1299 1 10.54 365.36 35 127.3 (M:127.3) 1 1 0
R.EGAAHAFAQYNLDQFTP
VK.I Dimethyl:2H(4): 1, 19

6428 true 2755 2172.0489 2171.0899 1 -22.21 319.41 40.67 82.1 (M:82.1) 1 1 0
R.GAALDVHESEPFSFSQGP
LK.D Dimethyl: 1, 20



6429 true 3274 2173.1708 2172.1557 1 3.59 119.03 36 47.5 (M:47.5) 3 1 0
K.SPYLYPLYGLGELPQGFA
R.L Dimethyl:2H(4): 1

6430 true 3693 2175.1829 2174.1568 1 8.65 373.95 35.67 132.7 (M:132.7) 3 1 0
K.SNFNVAVLNVGAPAAG
MNAAVR.A Dimethyl:2H(4): 1

6431 true 1314 2176.0543 2175.0535 1 -2.96 227.28 39.83 34.3 (M:34.3) 1 1 0
R.VADPDHDHTGFLTEYVA
TR.W Dimethyl:2H(4): 1

6432 true 4887 2176.1557 2175.1837 1 -16.24 337.59 45.67 36.0 (M:36.0) 3 1 0
R.GIDVQQVSLVINYDLPTN
R.E Dimethyl:2H(4): 1



6433 true 3562 2177.2094 2176.2103 1 -3.77 279.01 57 161.6 (M:161.6) 3 1 0
K.VVAALIEAANHIDDIAGTL
SK.L Dimethyl: 1, 21

6434 true 2172 2178.1051 2177.1169 1 -8.75 150.86 34.67 42.0 (M:42.0) 1 1 0
R.VYVEGYEDGEPDDELKPK
.K Dimethyl:2H(4): 1, 16, 18

6435 true 1711 2179.1415 2178.1328 1 0.69 194.9 29.5 35.8 (M:35.8) 1 1 0
K.QTINNACGTIGLIHAIAN
NR.E

Carbamidomethyl: 7; 
Dimethyl: 1

6436 true 1511 2179.1826 2178.1685 1 3.15 355.22 34.33 91.8 (M:91.8) 1 1 0
R.TVPLSGHVGFDSLPDQLV
NK.S Dimethyl: 1, 20



6437 true 1959 2181.0646 2180.0361 1 9.75 383.75 36.5 58.5 (M:58.5) 1 1 0
R.EGAAHAFAQYNMDQFT
PVK.I Dimethyl: 1, 19

6438 true 2971 2181.0755 2180.0651 1 1.43 402.59 41.67 93.3 (M:93.3) 1 1 0
R.HYFQNTQGLIFVVDSND
R.E Dimethyl: 1

6439 false 2971 2181.0755 2180.1198 1 -23.65 347.97 41.67 16.3 (M:16.3) 1 3 1
K.NSVSAINYIGKGTHTDCAI
K.Q

Carbamidomethyl: 17; 
Dimethyl:2H(4): 1

6440 true 2971 2181.0755 2180.0651 1 1.43 402.59 41.67 93.3 (M:93.3) 1 1 0
R.HYFQNTQGLIFVVDSND
R.E Dimethyl: 1



6441 true 2048 2181.1226 2180.1015 1 6.37 307.93 27.17 31.6 (M:31.6) 1 1 0
K.GPHTVNVTYDGVPVPNS
PFR.V Dimethyl: 1

6442 true 1712 2183.1551 2182.1579 1 -4.6 229.03 29.5 24.8 (M:24.8) 1 1 0
K.QTINNACGTIGLIHAIAN
NR.E

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6443 true 3031 2184.0064 2183.0052 1 -2.8 256.52 38.17 84.2 (M:84.2) 1 1 0
R.QTNPSAMEVEEDDPVPE
IR.R Dimethyl: 1

6444 true 3941 2184.2044 2183.2453 1 -22.08 197.82 46.83 56.9 (M:56.9) 1 1 1
R.KLPSDVTEAEVISLGLPFG
K.V Dimethyl: 1, 1, 20



6445 true 3271 2185.0531 2184.056 1 -4.63 451.7 41.5 37.5 (M:37.5) 1 1 0
R.AQSSQDPGVYGVVQSG
DHIGR.T Dimethyl: 1

6446 true 2972 2185.0992 2184.0902 1 0.8 383.77 41.5 96.3 (M:96.3) 1 1 0
R.HYFQNTQGLIFVVDSND
R.E Dimethyl:2H(4): 1

6447 true 2972 2185.0992 2184.0902 1 0.8 383.77 41.5 96.3 (M:96.3) 1 1 0
R.HYFQNTQGLIFVVDSND
R.E Dimethyl:2H(4): 1

6448 true 2049 2185.142 2184.1266 1 3.76 219.05 27.33 58.9 (M:58.9) 3 1 0
K.GPHTVNVTYDGVPVPNS
PFR.V Dimethyl:2H(4): 1



6449 true 4211 2185.2409 2184.2605 1 -12.34 353.1 48.67 86.7 (M:86.7) 2 1 0
K.VVAALIEAANHIDDIAGTL
SK.L Dimethyl:2H(4): 1, 21

6450 true 2936 2186.1012 2185.1055 1 -5.32 361.35 41.33 63.9 (M:63.9) 1 1 0
R.GTALDVHESEPFSFAQGP
LK.D Dimethyl: 1, 20

6451 true 1512 2187.2266 2186.2187 1 0.28 317.13 34.33 105.3 (M:105.3) 1 1 0
R.TVPLSGHVGFDSLPDQLV
NK.S Dimethyl:2H(4): 1, 20

6452 true 3272 2189.0691 2188.0811 1 -8.78 344.91 41.5 23.8 (M:23.8) 1 1 0
R.AQSSQDPGVYGVVQSG
DHIGR.T Dimethyl:2H(4): 1



6453 true 2042 2189.1158 2188.0863 1 10.18 312.85 36.5 43.0 (M:43.0) 1 1 0
R.EGAAHAFAQYNMDQFT
PVK.I Dimethyl:2H(4): 1, 19

6454 true 2676 2190.1257 2189.1151 1 1.52 257.74 48.5 44.6 (M:44.6) 1 1 0
R.TNLIVNYLPQNMTQDEL
R.S Dimethyl: 1

6455 true 1851 2191.0257 2189.9986 1 9.05 357.77 36.17 98.8 (M:98.8) 1 1 0
K.GPQLFHMDPSGTFVQCD
AR.A

Carbamidomethyl: 16; 
Dimethyl: 1

6456 true 1895 2191.1625 2190.1517 1 1.58 198.99 30.17 52.0 (M:52.0) 1 1 0
K.SNFNVAVLNVGAPAAG
MNAAVR.A

Dimethyl:2H(4): 1; 
Oxidation: 17



6457 true 2232 2193.9963 2193.0095 1 -9.33 159.62 28.33 110.7 (M:110.7) 1 1 0
R.FGQGSAMEGLGAMGGN
PPAFNR.G Dimethyl: 1

6458 true 3465 2194.0973 2193.114 1 -10.93 267.72 44.33 57.8 (M:57.8) 1 1 0
K.KPVADCVISVPSFFTDAE
R.R

Carbamidomethyl: 6; 
Dimethyl: 1, 1

6459 true 3201 2194.139 2193.1178 1 6.35 384.98 32.33 41.6 (M:41.6) 1 1 0
R.YSHLQPGDHLTDITVSVA
GR.I Dimethyl: 1

6460 true 2937 2194.1561 2193.1557 1 -3.17 317.91 41.33 37.1 (M:37.1) 1 1 0
R.GTALDVHESEPFSFAQGP
LK.D Dimethyl:2H(4): 1, 20



6461 true 1241 2194.1906 2193.1807 1 1.19 208.55 24.17 15.1 (M:15.1) 1 1 0
K.DHVYLQLHHLPPQQLAT
R.L Dimethyl: 1

6462 true 4955 2195.0371 2194.0402 1 -4.7 349.53 46 27.2 (M:27.2) 1 1 0 R.SSLLNSDELITCYYDDVR.T
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

6463 true 1786 2195.0792 2194.0238 1 21.95 386.66 36.17 94.9 (M:94.9) 1 1 0
K.GPQLFHMDPSGTFVQCD
AR.A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1

6464 true 2082 2195.9978 2195.0283 1 -17.22 361.04 37.17 73.1 (M:73.1) 1 1 0
K.TLFHNPHVNALPTGYEDE
N.- Dimethyl: 1



6465 true 1595 2196.1518 2195.1164 1 12.8 221.56 25.5 33.1 (M:33.1) 1 1 0
K.FLSPVVPNYDNVHPNYH
K.E Dimethyl: 1, 18

6466 true 2306 2196.1881 2195.195 1 -6.45 183.73 28.67 59.2 (M:59.2) 1 1 0
R.KPALPYTPGSDVAGVIEG
VGGR.V Dimethyl: 1, 1

6467 true 3906 2197.0957 2196.0496 1 17.65 314.52 36.33 38.2 (M:38.2) 1 1 0
R.TTYQALPCLPTMYGYPH
R.N

Carbamidomethyl: 8; 
Dimethyl: 1

6468 true 2403 2197.1042 2196.0923 1 2.09 408.51 38.83 58.6 (M:58.6) 1 1 0
R.NLHQSGFSLSGAQIDDNI
PR.R Dimethyl: 1



6469 true 1376 2197.129 2196.1085 1 6.01 288.35 41.17 16.6 (M:16.6) 1 1 1
R.SGQCGGAALDVFTQEPP
KDR.D

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 18

6470 true 2813 2197.212 2196.1765 1 12.85 355.5 41 18.6 (M:18.6) 1 1 1
K.VYFRLPRPPPPEMPESLK.
K Oxidation: 13; Dimethyl: 18

6471 true 2233 2198.0129 2197.0346 1 -13.22 177.53 28.33 100.2 (M:100.2) 1 1 0
R.FGQGSAMEGLGAMGGN
PPAFNR.G Dimethyl:2H(4): 1

6472 true 4639 2198.0556 2197.0871 1 -17.63 272.55 52.33 40.7 (M:40.7) 1 1 0
K.TQGNVFATDAILATLMSC
TR.S

Carbamidomethyl: 18; 
Dimethyl: 1



6473 true 1242 2198.2184 2197.2058 1 2.42 211.75 24.17 27.0 (M:27.0) 1 1 0
K.DHVYLQLHHLPPQQLAT
R.L Dimethyl:2H(4): 1

6474 false 2461 2198.2391 2197.2806 1 -22.19 158.95 47 16.6 (M:16.6) 1 2 1
K.IMLNAPEDVQALVSGKLA
LR.Y

Dimethyl:2H(4): 1; 
Dimethyl: 16

6475 true 1694 2199.0948 2198.0774 1 4.63 182.82 25.33 60.0 (M:60.0) 1 1 0
R.QAHLCVLASNCDEPMYV
K.L

Carbamidomethyl: 5, 11; 
Dimethyl:2H(4): 1, 18

6476 true 5695 2199.1278 2198.1446 1 -10.92 293.09 50.17 46.8 (M:46.8) 1 1 0
M.SAMGTLAFDEYGRPFLIL
K.D Acetyl: 1; Dimethyl: 19



6477 true 1114 2199.1301 2198.1331 1 -4.71 316.39 38.83 21.1 (M:21.1) 1 1 1
K.ARPFPDGLAEDIDKGEVS
AR.Q Dimethyl: 1, 14

6478 true 2083 2200.0242 2199.0535 1 -16.59 345.43 37.17 47.4 (M:47.4) 1 1 0
K.TLFHNPHVNALPTGYEDE
N.- Dimethyl:2H(4): 1

6479 true 4817 2201.0591 2200.0626 1 -4.9 345.33 45.5 63.3 (M:63.3) 1 1 0
R.GGPVEGLDFSEYQPELFE
R.F Dimethyl:2H(4): 1

6480 true 2127 2202.1211 2201.0688 1 20.48 251.43 29 70.9 (M:70.9) 1 1 0
R.FQPGNGFSLLGAHTDSPC
LR.V

Carbamidomethyl: 18; 
Dimethyl: 1



6481 true 3430 2202.1493 2201.1642 1 -10.07 340.54 44.33 117.3 (M:117.3) 1 1 0
K.KPVADCVISVPSFFTDAE
R.R

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 1

6482 true 5696 2203.1502 2202.1697 1 -12.13 336.46 50.17 42.9 (M:42.9) 1 1 0
M.SAMGTLAFDEYGRPFLIL
K.D

Dimethyl:2H(4): 19; Acetyl: 
1

6483 true 2361 2203.9675 2203.0007 1 -18.41 230.18 35.5 34.4 (M:34.4) 1 1 0
K.EFQEYVEPEEGYQGSPQR
.R Dimethyl:2H(4): 1

6484 true 2196 2204.2577 2203.2452 1 2.36 154.33 28.67 42.7 (M:42.7) 1 1 0
R.KPALPYTPGSDVAGVIEG
VGGR.V Dimethyl:2H(4): 1, 1



6485 true 1394 2205.083 2204.0651 1 4.84 210.72 24.83 46.5 (M:46.5) 1 1 0
K.QFIPDTQHLYPSSSHYTR.
N Dimethyl: 1

6486 true 2128 2206.1139 2205.0939 1 5.78 361.32 29 41.7 (M:41.7) 1 1 0
R.FQPGNGFSLLGAHTDSPC
LR.V

Carbamidomethyl: 18; 
Dimethyl:2H(4): 1

6487 true 5285 2206.1638 2205.1831 1 -12.03 292.54 47.67 29.6 (M:29.6) 1 1 0
K.LVPLLETGDIIIDGGNSEY
R.D Dimethyl:2H(4): 1

6488 true 1588 2207.0707 2206.0782 1 -6.7 219.23 41.83 72.3 (M:72.3) 1 1 0
R.QDHPEEHQSLYLFQDEK.
V Dimethyl:2H(4): 1, 17



6489 true 3033 2207.163 2206.1933 1 -17.01 217.92 38 82.1 (M:82.1) 1 1 0
K.LDAGTAPLAGTNGETTIQ
GLDK.L Dimethyl:2H(4): 1, 22

6490 true 1086 2207.1733 2206.1834 1 -7.84 317.3 38.83 59.3 (M:59.3) 1 1 1
K.ARPFPDGLAEDIDKGEVS
AR.Q Dimethyl:2H(4): 1, 14

6491 true 1395 2209.1094 2208.0902 1 5.41 260 24.83 27.9 (M:27.9) 1 1 0
K.QFIPDTQHLYPSSSHYTR.
N Dimethyl:2H(4): 1

6492 true 2031 2211.2579 2210.2886 1 -17.19 157.97 27 80.1 (M:80.1) 1 1 0
K.NLKPIKPMQFLGDEETVR
.K Dimethyl:2H(4): 1, 3, 6



6493 true 4888 2212.0821 2211.0882 1 -6.04 352.82 45.83 111.5 (M:111.5) 2 1 0
K.LSADTEVVCGAPSIYLDFA
R.Q

Carbamidomethyl: 9; 
Dimethyl: 1

6494 true 3054 2213.0897 2212.0489 1 15.15 244.69 40.33 51.3 (M:51.3) 1 1 0
R.DMVHPNVICDGCQGPV
VGAR.F

Carbamidomethyl: 9, 12; 
Dimethyl:2H(4): 1

6495 true 1087 2213.9127 2212.8976 1 3.51 253.58 38.33 91.1 (M:91.1) 1 1 0
R.ECPSEECGAGVFMASHF
DR.H

Carbamidomethyl: 2, 7; 
Dimethyl: 1

6496 true 3753 2215.0187 2213.9899 1 9.73 239.11 40.83 105.8 (M:105.8) 1 1 0
R.EMEENFAVEAANYQDTI
GR.L Dimethyl: 1



6497 true 4854 2216.1042 2215.1133 1 -7.36 443 45.83 177.4 (M:177.4) 3 1 0
K.LSADTEVVCGAPSIYLDFA
R.Q

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

6498 false 4854 2216.1042 2215.0878 1 4.14 394.95 45.83 15.9 (M:15.9) 1 2 0
R.RPHETGGYLLECVCLGNG
K.G

Carbamidomethyl: 12, 14; 
Dimethyl: 1, 19

6499 true 3163 2216.2562 2215.2576 1 -3.94 341.15 42.83 72.4 (M:72.4) 1 1 0
R.ISPIQKPQGLDPVEILQER.
E Dimethyl: 1, 6

6500 true 3917 2217.0305 2216.0386 1 -6.94 340.19 41.5 39.2 (M:39.2) 1 1 0
K.EYIPTVFDNYSAQNTVDG
R.T Dimethyl: 1



6501 true 1929 2217.1728 2216.1424 1 10.42 94.45 26 15.6 (M:15.6) 1 1 1
R.GLAKGWAPTFIGYSMQG
LCK.F

Carbamidomethyl: 19; 
Dimethyl:2H(4): 4

6502 true 1088 2217.9367 2216.9227 1 3.03 299.56 38.33 99.0 (M:99.0) 1 1 0
R.ECPSEECGAGVFMASHF
DR.H

Carbamidomethyl: 2, 7; 
Dimethyl:2H(4): 1

6503 true 473 2217.9419 2216.9294 1 2.35 255.01 24.33 183.2 (M:183.2) 6 1 0
R.NMGGPYGGGNYGPGGS
GGSGGYGGR.S Dimethyl: 1

6504 true 2815 2218.1661 2217.143 1 7.12 338.7 41 43.8 (M:43.8) 1 1 0
R.VPFTSGPTPLPHLGELDQ
ER.L Dimethyl: 1



6505 true 3704 2219.0205 2218.015 1 -0.83 320.64 40.83 69.7 (M:69.7) 1 1 0
R.EMEENFAVEAANYQDTI
GR.L Dimethyl:2H(4): 1

6506 true 1476 2219.1217 2218.1366 1 -10 339.08 34 114.5 (M:114.5) 1 1 0
R.IMGLDLPDGGHLTHGFM
TDK.K Dimethyl:2H(4): 1, 20

6507 true 3918 2221.0672 2220.0637 1 -1.69 277.22 41.5 38.2 (M:38.2) 1 1 0
K.EYIPTVFDNYSAQNTVDG
R.T Dimethyl:2H(4): 1

6508 true 2235 2221.2593 2220.2948 1 -19.23 140.95 28.5 65.8 (M:65.8) 1 1 0
K.VEPFLPGHYEVLDLKPSG
K.V Dimethyl:2H(4): 1, 15, 19



6509 true 868 2221.967 2220.9545 1 2.37 252.96 24.33 151.5 (M:151.5) 3 1 0
R.NMGGPYGGGNYGPGGS
GGSGGYGGR.S Dimethyl:2H(4): 1

6510 true 693 2222.0046 2221.0256 1 -12.7 245.7 28.67 62.2 (M:62.2) 1 1 0
K.LHESPQMAAQHNMIDD
GSGK.V Dimethyl: 1, 20

6511 true 1674 2222.1798 2221.1532 1 8.73 225.07 31.17 33.1 (M:33.1) 1 1 0 K.IYNSIYIGSQDALIAHYPR.I Dimethyl: 1

6512 true 2816 2222.186 2221.1681 1 4.77 363.86 41 43.3 (M:43.3) 1 1 0
R.VPFTSGPTPLPHLGELDQ
ER.L Dimethyl:2H(4): 1



6513 true 2701 2223.0233 2222.0451 1 -13.11 293.32 37 58.0 (M:58.0) 1 1 0
K.EQQEAIEHIDEVQNEIDR.
L Dimethyl: 1

6514 true 3919 2223.1362 2222.1365 1 -3.42 241.25 41.5 47.8 (M:47.8) 1 1 0
K.VGEQAQVVIIDMNDPSN
PIR.R Dimethyl: 1

6515 true 863 2224.0091 2223.0276 1 -11.61 397 29.5 124.9 (M:124.9) 1 1 0
K.LQYDHQNDGSTQALASC
QR.D

Carbamidomethyl: 17; 
Dimethyl:2H(4): 1

6516 true 2490 2224.0892 2223.1034 1 -9.69 188.79 36 40.4 (M:40.4) 1 1 1
K.LYGSAGPPPTGEEEAAEK
DEL.- Dimethyl:2H(4): 1, 18



6517 true 3164 2224.3101 2223.3078 1 -2.27 399.28 42.83 36.6 (M:36.6) 1 1 0
R.ISPIQKPQGLDPVEILQER.
E Dimethyl:2H(4): 1, 6

6518 true 2490 2226.1279 2225.1303 1 -4.33 236.92 34.83 48.0 (M:48.0) 2 1 0
R.FFASFGNLSSPTAILGNP
MVR.A

6519 true 1675 2226.201 2225.1783 1 6.95 307.8 31.17 22.9 (M:22.9) 1 1 0 K.IYNSIYIGSQDALIAHYPR.I Dimethyl:2H(4): 1

6520 true 1805 2226.9834 2225.9766 1 -0.24 363.38 25.5 41.6 (M:41.6) 1 1 0
R.QGQSYYGQYGYNSYNPG
PR.Y Dimethyl: 1



6521 true 2702 2227.0475 2226.0702 1 -13.49 316.71 37 90.7 (M:90.7) 1 1 0
K.EQQEAIEHIDEVQNEIDR.
L Dimethyl:2H(4): 1

6522 true 1271 2227.1042 2226.0811 1 7.09 402.61 33.83 75.9 (M:75.9) 1 1 0
K.NTNDANSCQIIIPQNQVN
R.K

Carbamidomethyl: 8; 
Dimethyl: 1

6523 true 3920 2227.1439 2226.1616 1 -11.24 259.19 41.67 43.0 (M:43.0) 1 1 0
K.VGEQAQVVIIDMNDPSN
PIR.R Dimethyl:2H(4): 1

6524 true 4227 2228.062 2227.0579 1 -1.44 198.25 42.83 49.7 (M:49.7) 1 1 0
K.DLYANNVLSGGTTMYPG
IADR.M



6525 true 183 2228.9593 2227.9791 1 -12.13 424.96 26.67 36.8 (M:36.8) 1 1 1
K.KTCPEDAEPEQEPEGDG
EK.K

Carbamidomethyl: 3; 
Dimethyl: 1, 1, 19

6526 true 2797 2229.0526 2228.0709 1 -11.49 254.71 37.17 91.1 (M:91.1) 1 1 0
K.IEGYDDQVLITEHGDLGN
GR.F Dimethyl: 1

6527 false 2797 2229.0526 2228.0961 1 -22.78 209.06 37.17 62.2 (M:62.2) 1 2 0
K.IDGYDEQVLITEHGDLGN
GK.F Dimethyl: 1, 20

6528 true 734 2230.052 2229.0758 1 -13.94 330.06 28.67 84.0 (M:84.0) 1 1 0
K.LHESPQMAAQHNMIDD
GSGK.V Dimethyl:2H(4): 1, 20



6529 true 2503 2230.9948 2229.9428 1 20.07 273.78 38.33 22.4 (M:22.4) 1 1 0
K.CPLSGACYCPEFQGQICR.
V

Carbamidomethyl: 1, 7, 9, 
17; Dimethyl: 1

6530 true 4027 2231.0653 2230.0744 1 -7.31 341.72 42.17 102.8 (M:102.8) 1 1 0
K.YVQDFGVVEEDCFPYTAK
.D

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 18

6531 true 1445 2231.1277 2230.1062 1 6.34 450.48 33.83 52.8 (M:52.8) 1 1 0
K.NTNDANSCQIIIPQNQVN
R.K

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

6532 true 1250 2231.1893 2230.173 1 4.07 379.12 28.67 28.4 (M:28.4) 1 1 0
K.NVMQNYFCISSLQPAVA
PK.L

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 19



6533 true 3245 2232.0945 2231.0939 1 -3.01 503.84 32.33 34.6 (M:34.6) 1 1 0
R.GPMAGGIQGPGPLNMG
ASGPQGPR.Q Dimethyl: 1

6534 true 3226 2232.1436 2231.1748 1 -17.21 257.34 44.17 79.5 (M:79.5) 1 1 0
K.KPVTDCVISVPSFFTDAER
.R

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 1

6535 true 2748 2233.0719 2232.096 1 -14.06 312.43 37 86.4 (M:86.4) 1 1 0
K.IEGYDDQVLITEHGDLGN
GR.F Dimethyl:2H(4): 1

6536 true 869 2233.9237 2232.9243 1 -3.5 229.49 24.33 80.4 (M:80.4) 3 1 0
R.NMGGPYGGGNYGPGGS
GGSGGYGGR.S Oxidation: 2; Dimethyl: 1



6537 true 1372 2233.9421 2232.9519 1 -7.66 159.18 31.5 103.9 (M:103.9) 1 1 0
R.EQAGGDATENFEDVGHS
TDAR.A Dimethyl: 1

6538 true 1948 2234.0597 2233.0408 1 5.2 266.55 28.33 68.3 (M:68.3) 1 1 0
K.YGHAACFGLQPGCLLPDS
SR.Q

Carbamidomethyl: 6, 13; 
Dimethyl: 1

6539 true 5666 2234.1439 2233.163 1 -11.83 293.17 50.17 64.3 (M:64.3) 1 1 0
R.ALLELQLDPEELYQTFQR.
I Dimethyl: 1

6540 true 3609 2234.1985 2233.2107 1 -8.69 290.54 45.17 103.5 (M:103.5) 1 1 0
K.TLHVEEIVPNVIEPSFGIG
R.I Dimethyl: 1



6541 true 2504 2235.0221 2233.9679 1 21 329.13 38.33 55.6 (M:55.6) 1 1 0
K.CPLSGACYCPEFQGQICR.
V

Carbamidomethyl: 1, 7, 9, 
17; Dimethyl:2H(4): 1

6542 true 1732 2237.0861 2236.0913 1 -5.56 283.14 35.17 68.3 (M:68.3) 1 1 0
R.LQAAPEEPLGHEYPYNP
QR.D Dimethyl: 1

6543 true 1373 2237.9677 2236.9771 1 -7.41 282.4 31.5 117.3 (M:117.3) 1 1 0
R.EQAGGDATENFEDVGHS
TDAR.A Dimethyl:2H(4): 1

6544 true 1985 2238.112 2237.0659 1 17.34 377.5 28.33 36.1 (M:36.1) 1 1 0
K.YGHAACFGLQPGCLLPDS
SR.Q

Carbamidomethyl: 6, 13; 
Dimethyl:2H(4): 1



6545 true 5667 2238.1666 2237.1882 1 -12.89 351.31 50 47.5 (M:47.5) 1 1 0
R.ALLELQLDPEELYQTFQR.
I Dimethyl:2H(4): 1

6546 true 4088 2238.1777 2237.1878 1 -7.79 365.88 45.83 74.2 (M:74.2) 1 1 0
R.EMLTLLQGVHQGAGFQ
DIPK.K Dimethyl: 1, 20

6547 true 3610 2238.2257 2237.2358 1 -7.75 383.33 45.17 68.2 (M:68.2) 1 1 0
K.TLHVEEIVPNVIEPSFGIG
R.I Dimethyl:2H(4): 1

6548 true 2402 2239.0022 2237.947 1 21.38 427.38 38.17 128.2 (M:128.2) 2 1 0
R.MGMGNNYSGGYGTPD
GLGGYSR.G Dimethyl: 1



6549 true 2967 2240.0903 2239.0653 1 7.9 313.78 50.5 29.5 (M:29.5) 1 1 0
K.VYVTEPSGMEFIPCQVEA
R.V

Carbamidomethyl: 14; 
Dimethyl: 1

6550 true 3009 2240.189 2239.1817 1 0.02 235.5 31.83 56.2 (M:56.2) 1 1 0
R.QLTVQMMQNPQILAAL
QER.L Dimethyl: 1

6551 true 184 2241.037 2240.0544 1 -11.01 419.42 26.67 37.6 (M:37.6) 1 1 1
K.KTCPEDAEPEQEPEGDG
EK.K

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 1, 19

6552 true 1733 2241.1109 2240.1164 1 -5.7 352.42 35.17 30.1 (M:30.1) 1 1 0
R.LQAAPEEPLGHEYPYNP
QR.D Dimethyl:2H(4): 1



6553 true 2659 2242.1201 2241.1194 1 -2.9 315.75 40.17 69.8 (M:69.8) 1 1 0
K.VQNFYSYENEPGFTQNLK
.R Dimethyl:2H(4): 1, 18

6554 true 2413 2242.1242 2241.1252 1 -3.71 168.55 33.33 45.7 (M:45.7) 1 1 0
R.FFASFGNLSSPTAILGNP
MVR.A Oxidation: 19

6555 true 2463 2242.127 2241.1229 1 -1.41 348.48 38 22.4 (M:22.4) 1 1 0
R.AHIVFDFHQAADGIQEQ
QR.Q Dimethyl:2H(4): 1

6556 true 1763 2242.9831 2241.9721 1 1.65 146.66 25.67 19.8 (M:19.8) 1 1 0
R.MGMGNNYSGGYGTPD
GLGGYSR.G Dimethyl:2H(4): 1



6557 true 4118 2242.9896 2241.9577 1 10.98 336.79 46.17 60.3 (M:60.3) 1 1 0
R.NQASCGSCYAFASMGM
LEAR.I

Carbamidomethyl: 5, 8; 
Dimethyl:2H(4): 1

6558 true 2032 2243.0571 2242.094 1 -19.69 121.4 27 146.3 (M:146.3) 7 1 0
K.DLYANTVLSGGTTMYPGI
ADR.M Dimethyl: 1

6559 true 2032 2243.0571 2242.094 1 -19.69 121.4 27 146.3 (M:146.3) 7 1 0
K.DLYANTVLSGGTTMYPGI
ADR.M Dimethyl: 1

6560 false 2679 2243.1069 2242.1092 1 -4.28 173.51 49.67 15.4 (M:15.4) 1 2 1
K.KTAFVVEHDFIMATYLAD
R.V Oxidation: 12



6561 true 1272 2243.1874 2242.1693 1 4.84 465.22 33 48.2 (M:48.2) 1 1 0
R.ECGIKPGDVEYVEAHGTG
TK.V

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 5, 20

6562 true 2968 2244.113 2243.0904 1 6.79 212.42 50.5 18.9 (M:18.9) 1 1 0
K.VYVTEPSGMEFIPCQVEA
R.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

6563 true 3087 2244.2048 2243.2068 1 -4.15 244.27 31.83 25.5 (M:25.5) 1 1 0
R.QLTVQMMQNPQILAAL
QER.L Dimethyl:2H(4): 1

6564 true 186 2244.9809 2244.0052 1 -14.04 315.93 26.5 82.6 (M:82.6) 1 1 0
K.DMGSCEIYPQTIQHNPN
GR.F

Carbamidomethyl: 5; 
Dimethyl: 1



6565 true 4119 2246.1937 2245.238 1 -22.97 332.03 45.83 29.8 (M:29.8) 1 1 0
R.EMLTLLQGVHQGAGFQ
DIPK.K Dimethyl:2H(4): 1, 20

6566 true 1695 2247.0642 2246.046 1 4.89 165.27 25.33 35.0 (M:35.0) 1 1 0
R.AAYLNMSEDPTHPSMAL
NTR.F Dimethyl: 1

6567 true 4133 2247.1159 2246.1191 1 -4.67 408.01 43 179.8 (M:179.8) 8 1 0
K.DLYANTVLSGGTTMYPGI
ADR.M Dimethyl:2H(4): 1

6568 true 4133 2247.1159 2246.1191 1 -4.67 408.01 43 179.8 (M:179.8) 8 1 0
K.DLYANTVLSGGTTMYPGI
ADR.M Dimethyl:2H(4): 1



6569 true 187 2249.0084 2248.0303 1 -12.97 383.31 26.5 48.3 (M:48.3) 1 1 0
K.DMGSCEIYPQTIQHNPN
GR.F

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6570 true 1696 2251.0858 2250.0711 1 3.29 170.3 25.33 22.9 (M:22.9) 1 1 0
R.AAYLNMSEDPTHPSMAL
NTR.F Dimethyl:2H(4): 1

6571 true 2238 2251.1103 2250.0917 1 5.05 292.59 37.17 37.7 (M:37.7) 1 1 0
R.YVPGSSSLSNTAPAADPF
TGAGR.Y Dimethyl: 1

6572 true 3428 2251.2109 2250.1864 1 7.65 253.74 42.5 33.9 (M:33.9) 1 1 0
K.ELGGLGMLSMGHVLIPQ
SDLR.W Dimethyl: 1



6573 true 3176 2252.147 2251.114 1 11.43 281.11 32.67 19.4 (M:19.4) 1 1 0
R.GPMAGGIQGPGPLNMG
ASGPQGPR.Q

Dimethyl:2H(4): 1; 
Oxidation: 3

6574 true 2757 2252.3026 2251.285 1 4.57 257.06 49.33 38.0 (M:38.0) 1 1 0
K.MGLVDQLVDPLGPGVKP
PEAR.T Dimethyl:2H(4): 1, 16

6575 true 2609 2254.1686 2253.1616 1 -0.14 395.76 34.67 171.4 (M:171.4) 5 1 0
R.FFASFGNLSSPTAILGNP
MVR.A Dimethyl: 1

6576 true 2235 2255.9874 2254.9702 1 4.42 230.74 45.5 64.5 (M:64.5) 1 1 0
R.GDEQCHYYAGGQVYPGE
AAR.V

Carbamidomethyl: 5; 
Dimethyl: 1



6577 true 4335 2256.0684 2255.0892 1 -12.46 338.6 43.33 49.1 (M:49.1) 1 1 0
K.DLYANNVLSGGTTMYPG
IADR.M Dimethyl: 1

6578 true 2718 2256.252 2255.2475 1 -1.26 433.75 32.33 29.2 (M:29.2) 1 1 0
K.LGYAGNTEPQFIIPSCIAIK
.E

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 20

6579 true 1489 2256.338 2255.2839 1 20.75 119.14 25 15.8 (M:15.8) 1 50 1 1 K.SKELDSFCNPIIYKPKPK.I

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 16; 
Dimethyl: 18

6580 true 1105 2257.1752 2256.1672 1 0.33 335.79 23.5 58.2 (M:58.2) 1 1 1
K.KYEDICPSTHNMDVPNIK
.R

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 1, 18



6581 false 2861 2257.185 2256.1283 1 21.93 445.61 31.17 19.5 (M:19.5) 1 66.77 3 0
R.VIISAPSADAPMFVMGV
NHEK.Y Oxidation: 12; Dimethyl: 21

6582 true 2353 2258.2032 2257.1565 1 17.43 202.23 30.17 78.9 (M:78.9) 1 1 0
R.SLVQCGDFPHLLVYGPSG
AGK.K

Carbamidomethyl: 5; 
Dimethyl: 1, 21

6583 true 3706 2259.0886 2258.0889 1 -3.34 215.16 40.83 75.9 (M:75.9) 2 1 0
K.DLYANTVLSGGTTMYPGI
ADR.M Oxidation: 14; Dimethyl: 1

6584 true 3706 2259.0886 2258.0889 1 -3.34 215.16 40.83 75.9 (M:75.9) 2 1 0
K.DLYANTVLSGGTTMYPGI
ADR.M Oxidation: 14; Dimethyl: 1



6585 true 2524 2259.9741 2258.9716 1 -2.14 252.42 36.17 81.5 (M:81.5) 1 1 0
K.YEGSGDDSGAAGQSLYV
ANHAY.- Dimethyl: 1

6586 true 1935 2260.0196 2258.9953 1 7.54 273.03 45.5 86.3 (M:86.3) 1 1 0
R.GDEQCHYYAGGQVYPGE
AAR.V

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6587 true 4099 2260.1 2259.1143 1 -9.55 293.8 42.33 105.9 (M:105.9) 1 1 0
K.DLYANNVLSGGTTMYPG
IADR.M Dimethyl:2H(4): 1

6588 true 2797 2260.1636 2259.1358 1 9.06 183.94 31.33 73.6 (M:73.6) 2 1 0
R.IPFLQSGTSYADLMPHDL
AR.A Dimethyl: 1



6589 false 2428 2261.1905 2260.1534 1 13.19 222.95 29.17 16.0 (M:16.0) 1 2 0
R.VIISAPSADAPMFVMGV
NHEK.Y

Dimethyl:2H(4): 1; 
Oxidation: 15

6590 true 3707 2263.1138 2262.114 1 -3.32 338.75 40.83 80.8 (M:80.8) 2 1 0
K.DLYANTVLSGGTTMYPGI
ADR.M

Dimethyl:2H(4): 1; 
Oxidation: 14

6591 true 3707 2263.1138 2262.114 1 -3.32 338.75 40.83 80.8 (M:80.8) 2 1 0
K.DLYANTVLSGGTTMYPGI
ADR.M

Dimethyl:2H(4): 1; 
Oxidation: 14

6592 true 2492 2263.9836 2262.9967 1 -9.03 232.6 36.17 77.3 (M:77.3) 1 1 0
K.YEGSGDDSGAAGQSLYV
ANHAY.- Dimethyl:2H(4): 1



6593 true 1979 2264.1044 2263.0953 1 0.8 273.81 43.83 66.5 (M:66.5) 1 1 0
K.MHDLNTDQENLVGGHD
APIR.C Dimethyl:2H(4): 1

6594 true 3166 2264.317 2263.2838 1 11.44 287.41 42.67 15.4 (M:15.4) 1 1 1
K.AVANQTSATFLRVVGSEL
IQK.Y Dimethyl:2H(4): 1

6595 true 441 2265.0867 2264.0582 1 9.37 466.47 21.83 37.7 (M:37.7) 1 1 0
R.CPNPQTHANDIYQSTPA
YR.L

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

6596 true 3090 2265.1243 2264.1285 1 -5.04 243.75 38.17 19.4 (M:19.4) 1 1 0
R.LPLQLDDAVRPEVEGEED
GR.A Dimethyl: 1



6597 true 2400 2265.9125 2264.9346 1 -12.94 200.33 35.67 48.3 (M:48.3) 1 1 0
K.VVDYSQFQESDDADEDY
GR.D Dimethyl: 1

6598 true 2354 2266.2612 2265.2067 1 20.8 434.2 30.17 52.6 (M:52.6) 1 1 0
R.SLVQCGDFPHLLVYGPSG
AGK.K

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 21

6599 true 15 2266.9886 2265.9833 1 -0.87 430.01 24.5 31.8 (M:31.8) 1 1 1
K.KGDVEGSQSQDEGEGST
ESER.G Dimethyl: 1, 1

6600 true 2244 2266.9999 2266.0138 1 -9.36 244.09 35 99.5 (M:99.5) 1 1 0
K.EHPDVQGQPADDPFETV
SDR.E Dimethyl: 1



6601 true 4297 2267.1489 2266.1532 1 -5.11 378.58 43.5 35.5 (M:35.5) 1 1 0
R.APEQPQVEGQPGENPLE
FLR.E Dimethyl:2H(4): 1

6602 true 2429 2269.178 2268.1646 1 2.68 173.79 29.33 120.6 (M:120.6) 2 1 0
R.VIISAPSADAPMFVMGV
NHEK.Y Dimethyl: 1, 21

6603 true 1563 2269.2377 2268.2267 1 1.66 247.34 30.33 20.9 (M:20.9) 1 1 0
K.AVAFQSPQVGVLENLHA
AAYK.T Dimethyl: 1, 21

6604 true 3590 2270.0864 2269.0947 1 -6.85 373.75 40.33 140.6 (M:140.6) 1 1 0
K.QSDINTCFGEEGANLIVQ
SR.A

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



6605 true 1013 2270.1242 2269.1009 1 7.07 381.49 32 87.2 (M:87.2) 1 1 1
R.QMEKDETVSDSSPHIANI
GR.L Dimethyl: 1, 4

6606 false 1869 2270.1363 2269.1347 1 -2.51 183.39 26 26.9 (M:26.9) 1 2 1
K.SLGGMKYHVMADHNSQ
PVVK.E

Oxidation: 10; Dimethyl: 1, 
20

6607 true 2345 2270.1634 2269.1565 1 -0.18 428.85 33.17 81.6 (M:81.6) 4 1 0
R.FFASFGNLSSPTAILGNP
MVR.A Oxidation: 19; Dimethyl: 1

6608 true 3186 2270.2 2269.2194 1 -11.73 402.67 51.83 19.2 (M:19.2) 1 1 0
K.GEGYLKPNEGALVEIQFE
GR.Y Dimethyl:2H(4): 1, 6



6609 true 2203 2271.0224 2270.0389 1 -10.48 244.82 35 113.8 (M:113.8) 1 1 0
K.EHPDVQGQPADDPFETV
SDR.E Dimethyl:2H(4): 1

6610 true 3334 2271.1834 2270.1845 1 -3.67 302.79 52.5 35.3 (M:35.3) 1 1 0
R.LGEHNIDVLEGNEQFINA
AK.I

Dimethyl:2H(4): 1; 
Dimethyl: 20

6611 true 517 2273.1621 2272.1647 1 -4.35 389.51 18 44.0 (M:44.0) 1 1 0
R.HSIGSSTSSHVTGAGSSH
LGTGGK.D Dimethyl:2H(4): 1, 24

6612 true 801 2273.9893 2272.9979 1 -6.96 234.1 29.5 51.0 (M:51.0) 1 1 0
M.AEVAEGSRPEDCPGTSS
AQAGR.A

Carbamidomethyl: 12; 
Acetyl: 1



6613 true 3657 2274.9867 2273.9983 1 -8.31 284.52 40.5 37.8 (M:37.8) 1 1 0
K.IDCDNMEQYFIQQGGGP
DR.K

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6614 true 20 2275.0395 2274.0335 1 -0.59 521.3 24.5 33.2 (M:33.2) 1 1 1
K.KGDVEGSQSQDEGEGST
ESER.G Dimethyl:2H(4): 1, 1

6615 true 4887 2275.2356 2274.2595 1 -13.73 343.87 55.17 33.4 (M:33.4) 1 1 0
K.MSVQPTVSLGGFEITPPV
VLR.L

Dimethyl:2H(4): 1; 
Oxidation: 1

6616 true 1852 2276.0636 2275.0548 1 0.68 375.31 35.67 68.6 (M:68.6) 1 1 0
K.IFCCHGGLSPDLQSMEQI
R.R

Carbamidomethyl: 3, 4; 
Dimethyl: 1



6617 true 1852 2276.0636 2275.0548 1 0.68 375.31 35.67 68.6 (M:68.6) 1 1 0
K.IFCCHGGLSPDLQSMEQI
R.R

Carbamidomethyl: 3, 4; 
Dimethyl: 1

6618 true 2430 2277.2297 2276.2149 1 3.32 225.75 29.33 148.8 (M:148.8) 2 1 0
R.VIISAPSADAPMFVMGV
NHEK.Y Dimethyl:2H(4): 1, 21

6619 true 1564 2277.2865 2276.2769 1 1.04 336.91 30.33 56.3 (M:56.3) 1 1 0
K.AVAFQSPQVGVLENLHA
AAYK.T Dimethyl:2H(4): 1, 21

6620 true 1015 2278.177 2277.1511 1 8.17 361.38 32 114.0 (M:114.0) 1 1 1
R.QMEKDETVSDSSPHIANI
GR.L Dimethyl:2H(4): 1, 4



6621 true 2821 2278.2439 2277.2694 1 -14.39 249.06 40.83 23.5 (M:23.5) 1 78.95 1 1
K.EGFVEYTEQVVKLMVPLL
K.F Dimethyl: 1, 19

6622 false 2821 2278.2439 2277.2245 1 5.33 356.43 40.83 20.6 (M:20.6) 1 2 0
R.IDTVHPKPDYDAAVQFLE
R.V Dimethyl:2H(4): 1, 7

6623 true 2092 2279.1986 2278.1705 1 9.15 218.44 35.5 15.4 (M:15.4) 1 1 1
R.AEIDKWIEDIQMAIDLAE
K.S

Dimethyl:2H(4): 5; 
Oxidation: 12

6624 true 1788 2280.0879 2279.0799 1 0.34 276.69 35.67 79.0 (M:79.0) 1 1 0
K.IFCCHGGLSPDLQSMEQI
R.R

Carbamidomethyl: 3, 4; 
Dimethyl:2H(4): 1



6625 true 1788 2280.0879 2279.0799 1 0.34 276.69 35.67 79.0 (M:79.0) 1 1 0
K.IFCCHGGLSPDLQSMEQI
R.R

Carbamidomethyl: 3, 4; 
Dimethyl:2H(4): 1

6626 true 1897 2280.2148 2279.2063 1 0.55 191.97 26.83 41.3 (M:41.3) 1 1 0
K.YILENHPGTNSNFQVHLL
K.R Dimethyl: 1, 19

6627 true 2589 2280.3105 2279.3166 1 -5.87 217.31 39.83 94.2 (M:94.2) 1 1 0
R.LTPDEGGEVPILNVSYKP
QK.I Dimethyl:2H(4): 1, 17, 20

6628 true 2655 2281.2163 2280.2024 1 2.93 173.81 38.67 54.1 (M:54.1) 1 1 0
R.CTQEVNHGVLVVGYGTL
NEK.D

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 20



6629 true 2822 2281.3412 2280.337 1 -1.36 219.55 41 101.7 (M:101.7) 1 1 1
K.VAPTITLFPPSKEELNEAT
K.A Dimethyl:2H(4): 1, 12, 20

6630 true 983 2283.0141 2282.0245 1 -7.76 245.07 23 28.2 (M:28.2) 1 1 0
R.TYFSCTSAHTSTGDGTA
MVTR.A

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6631 true 1789 2283.1684 2282.1729 1 -5.15 208.54 35.33 40.4 (M:40.4) 1 1 0
R.YICGVVHPSNEVLSSDILP
R.W

Carbamidomethyl: 3; 
Dimethyl: 1

6632 true 2059 2285.1319 2284.1596 1 -15.31 68.98 27.17 50.4 (M:50.4) 2 95.78 1 0
R.VIISAPSADAPMFVMGV
NHEK.Y

Oxidation: 12; Dimethyl: 1, 
21



6633 true 1734 2285.2674 2284.2816 1 -9.41 386.43 35 55.0 (M:55.0) 1 1 1
K.NVINPSEENPVKEEVLHN
K.H Dimethyl:2H(4): 1, 12, 19

6634 true 5483 2286.1019 2285.0787 1 6.97 209.76 48.5 37.6 (M:37.6) 1 1 0
K.AAVQMAEDNPDFVFGFI
SGSR.V Dimethyl: 1

6635 true 3081 2286.1629 2285.1297 1 11.36 259.69 32.5 22.5 (M:22.5) 1 71.71 1 1
K.SLGGMKYHVMADHNSQ
PVVK.E

Oxidation: 5, 10; Dimethyl: 
1, 20

6636 true 3035 2287.0208 2286.0328 1 -8.45 140.61 38 38.7 (M:38.7) 1 1 1
K.KDDGTYYEFGEDIPEAPE
R.F Dimethyl: 1, 1



6637 true 1790 2287.2043 2286.198 1 -0.44 229.63 35.33 19.6 (M:19.6) 1 1 0
R.YICGVVHPSNEVLSSDILP
R.W

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6638 true 2518 2290.1548 2289.1402 1 3.22 121.46 47.83 56.7 (M:56.7) 2 1 0
R.GYFVQPTVFGDVQDNM
TIAR.E Dimethyl:2H(4): 1

6639 false 3982 2292.1454 2291.1012 1 16.13 284.76 47.33 15.3 (M:15.3) 1 2 0
K.CFKPALPYLDVDMMDIC
K.E

Carbamidomethyl: 1, 17; 
Dimethyl:2H(4): 1; 
Oxidation: 14; Dimethyl: 18

6640 true 3264 2293.0656 2292.0805 1 -9.64 172.07 39 45.0 (M:45.0) 1 1 1
K.ADRDESSPYAAMLAAQD
VAQR.C Dimethyl: 1



6641 true 2692 2293.2801 2292.259 1 6.01 173.28 32.33 136.6 (M:136.6) 1 1 0
R.GPGLGAAQGQTIALPAQ
GLIEFR.D Dimethyl: 1

6642 true 4345 2293.2986 2292.3093 1 -7.84 220.93 50.67 104.1 (M:104.1) 1 1 0
K.LAPPLVTLLSGEPEVQYV
ALR.N Dimethyl: 1

6643 true 3248 2294.1264 2293.1083 1 4.75 258.63 52.5 154.1 (M:154.1) 4 1 0
R.IPSAVGYQPTLATDMGT
MQER.I Dimethyl: 1

6644 true 1855 2295.0566 2294.0411 1 3.59 82.44 33.17 29.8 (M:29.8) 1 1 0
R.GDTAGQDSGIQSSSGPSF
GVQER.D Dimethyl: 1



6645 true 3036 2295.0686 2294.083 1 -9.46 158.08 38 35.6 (M:35.6) 1 1 1
K.KDDGTYYEFGEDIPEAPE
R.F Dimethyl:2H(4): 1, 1

6646 true 3265 2297.0929 2296.1056 1 -8.67 199.14 38.83 62.0 (M:62.0) 1 1 1
K.ADRDESSPYAAMLAAQD
VAQR.C Dimethyl:2H(4): 1

6647 true 2779 2297.1235 2296.1232 1 -3.02 231.66 40.83 43.0 (M:43.0) 1 1 0
K.KPVVDCVVSVPCFYTDAE
R.R

Carbamidomethyl: 6, 12; 
Dimethyl: 1, 1

6648 true 2693 2297.3068 2296.2841 1 6.7 212.76 32.33 122.3 (M:122.3) 2 1 0
R.GPGLGAAQGQTIALPAQ
GLIEFR.D Dimethyl:2H(4): 1



6649 true 4346 2297.3246 2296.3344 1 -7.44 276.85 50.67 143.0 (M:143.0) 1 1 0
K.LAPPLVTLLSGEPEVQYV
ALR.N Dimethyl:2H(4): 1

6650 true 3223 2298.1018 2297.0958 1 -0.56 119.76 38.67 52.5 (M:52.5) 1 1 0
R.NIELICQENEGENDPVLQ
R.I

Carbamidomethyl: 6; 
Dimethyl: 1

6651 true 1656 2298.1019 2297.0874 1 3.14 235.69 34.67 67.9 (M:67.9) 1 1 0
K.YSVDDEYPDLSVHNNHM
AK.V Dimethyl:2H(4): 1, 19

6652 true 3074 2298.1494 2297.1334 1 3.82 251.82 52.5 184.0 (M:184.0) 4 1 0
R.IPSAVGYQPTLATDMGT
MQER.I Dimethyl:2H(4): 1



6653 true 1856 2299.0837 2298.0662 1 4.44 148.76 33.17 38.4 (M:38.4) 1 1 0
R.GDTAGQDSGIQSSSGPSF
GVQER.D Dimethyl:2H(4): 1

6654 true 1719 2300.1125 2299.1193 1 -6.14 154.14 42.17 71.7 (M:71.7) 1 1 0
K.NIDDGTSDRPYSHALVAG
IDR.Y Dimethyl: 1

6655 true 3303 2301.134 2300.1496 1 -9.92 196.78 39.17 106.4 (M:106.4) 1 1 0
K.GVVPLAGTDGETTTQGL
DGLSER.C Dimethyl: 1

6656 true 3224 2302.1246 2301.1209 1 -1.53 172.54 38.83 38.6 (M:38.6) 1 1 0
R.NIELICQENEGENDPVLQ
R.I

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



6657 true 3461 2303.3068 2302.3009 1 -0.59 54.28 36.83 90.0 (M:90.0) 1 1 0
R.IAIPGLAGAGNSVLLVSNL
NPER.V Dimethyl: 1

6658 true 3739 2304.1448 2303.1369 1 0.27 186.12 45.83 102.9 (M:102.9) 2 1 0
K.HLYTLDGGDIINALCFSPN
R.Y

Carbamidomethyl: 15; 
Dimethyl: 1

6659 true 1671 2304.1531 2303.1444 1 0.6 164.03 42.33 74.5 (M:74.5) 1 1 0
K.NIDDGTSDRPYSHALVAG
IDR.Y Dimethyl:2H(4): 1

6660 true 2840 2305.1159 2304.0771 1 13.69 225.96 39.67 102.6 (M:102.6) 1 1 0
R.FQSSHHESNLTSLDQYVE
R.M Dimethyl: 1



6661 true 3304 2305.168 2304.1747 1 -6.08 204.03 39.17 122.3 (M:122.3) 1 1 0
K.GVVPLAGTDGETTTQGL
DGLSER.C Dimethyl:2H(4): 1

6662 true 2780 2305.1721 2304.1734 1 -3.7 249.13 40.67 72.3 (M:72.3) 1 1 0
K.KPVVDCVVSVPCFYTDAE
R.R

Carbamidomethyl: 6, 12; 
Dimethyl:2H(4): 1, 1

6663 true 1769 2305.1776 2304.1573 1 5.66 110.8 31.5 66.9 (M:66.9) 1 1 0
K.GPAIGIDLGTTYSCVGVF
QHGK.V

Carbamidomethyl: 14; 
Dimethyl: 22

6664 true 3503 2306.3038 2305.2769 1 8.51 206.06 53.67 82.8 (M:82.8) 1 1 1
K.IIAEGANGPTTPEADKIFL
ER.N Dimethyl:2H(4): 1, 16



6665 true 3479 2307.3302 2306.326 1 -1.34 157.12 36.83 75.1 (M:75.1) 1 1 0
R.IAIPGLAGAGNSVLLVSNL
NPER.V Dimethyl:2H(4): 1

6666 true 3740 2308.1647 2307.162 1 -1.97 269.36 45.83 97.3 (M:97.3) 1 1 0
K.HLYTLDGGDIINALCFSPN
R.Y

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

6667 true 2493 2309.0906 2308.0893 1 -2.59 158.36 36 28.2 (M:28.2) 1 1 0
K.AMEVDERPTEQYSDIGG
LDK.Q Dimethyl: 1, 20

6668 true 2466 2309.1417 2308.1022 1 13.96 304.76 39.67 140.5 (M:140.5) 1 1 0
R.FQSSHHESNLTSLDQYVE
R.M Dimethyl:2H(4): 1



6669 true 809 2310.1578 2309.1513 1 -0.33 206.18 22.5 45.4 (M:45.4) 1 1 0
R.HDPPAAGGGGGQPSTG
ALLQSGPPR.C Dimethyl: 1

6670 true 1952 2310.963 2309.91 1 19.8 188.07 33.67 29.0 (M:29.0) 1 1 0
K.AGCECLNESDEHGFDNC
LR.K

Carbamidomethyl: 3, 5, 17; 
Dimethyl: 1

6671 true 4755 2311.1919 2310.1936 1 -3.9 126.98 53.67 31.4 (M:31.4) 1 1 0
R.FPLDYYSIPFPTPTTPLTG
R.D Dimethyl: 1

6672 true 1921 2314.1321 2313.1358 1 -4.75 374.47 25.83 21.5 (M:21.5) 1 1 0
R.KPCNRPSGVEPQPGVFD
SMR.D

Carbamidomethyl: 3; 
Dimethyl: 1, 1



6673 true 3686 2314.2957 2313.2882 1 0.07 98.64 56 53.8 (M:53.8) 1 1 0
K.VVPVADIITPNQFEAELLT
GR.K Dimethyl:2H(4): 1

6674 true 1953 2314.9735 2313.9351 1 13.45 190.76 33.67 58.4 (M:58.4) 1 1 0
K.AGCECLNESDEHGFDNC
LR.K

Carbamidomethyl: 3, 5, 17; 
Dimethyl:2H(4): 1

6675 true 3375 2315.241 2314.2321 1 0.69 139.2 53 73.7 (M:73.7) 1 1 0
R.FIPSSEPAPVPPIPNEQQL
AR.L Dimethyl: 1

6676 true 5521 2316.1955 2315.1856 1 1.14 231.09 49.33 145.7 (M:145.7) 1 1 0
K.VQDDEVGDGTTSVTVLA
AELLR.E Dimethyl: 1



6677 false 5521 2316.1955 2315.2009 1 -5.45 222.6 49.33 48.7 (M:48.7) 1 2 0
K.SINPDEAVAYGAAVQAAI
LSGDK.S Dimethyl: 1, 23

6678 true 1296 2316.2971 2315.2936 1 -1.64 146.42 24 19.5 (M:19.5) 1 1 0
K.TITVHQDEGVRPSTTLEG
LAK.L Dimethyl:2H(4): 1, 21

6679 true 2451 2317.1346 2316.1395 1 -5.25 162.05 36 27.0 (M:27.0) 1 1 0
K.AMEVDERPTEQYSDIGG
LDK.Q Dimethyl:2H(4): 1, 20

6680 true 1103 2319.1968 2318.1729 1 7.16 112.37 31.5 88.6 (M:88.6) 3 1 0
K.GPAVGIDLGTTYSCVGVF
QHGK.V

Carbamidomethyl: 14; 
Dimethyl: 1, 22



6681 true 3376 2319.2747 2318.2572 1 4.38 193.91 53 15.7 (M:15.7) 1 1 0
R.FIPSSEPAPVPPIPNEQQL
AR.L Dimethyl:2H(4): 1

6682 true 4188 2320.208 2319.1766 1 10.4 267.9 46.33 36.4 (M:36.4) 1 1 0
K.ELHHPNIVCLQDVLMQD
AR.L

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

6683 true 5588 2320.2122 2319.2107 1 -2.5 243.85 49.33 110.9 (M:110.9) 1 1 0
K.VQDDEVGDGTTSVTVLA
AELLR.E Dimethyl:2H(4): 1

6684 false 5588 2320.2122 2319.226 1 -9.08 184.02 49.33 40.9 (M:40.9) 1 52.19 2 0
K.SINPDEAVAYGAAVQAAI
LSGDK.S

Dimethyl:2H(4): 23; 
Dimethyl: 1



6685 false 2953 2321.182 2320.2112 1 -15.71 313.37 41.83 15.7 (M:15.7) 1 2 1
R.FGGLHFFNPVPMMKLVE
VVK.T Oxidation: 12, 13

6686 true 4348 2321.3163 2320.3406 1 -13.62 169.96 50.67 34.1 (M:34.1) 1 1 0
K.LAPPLVTLLSAEPELQYVA
LR.N Dimethyl: 1

6687 true 1568 2322.1894 2321.1699 1 5.26 131.46 25.33 19.0 (M:19.0) 1 1 0
R.EAIVNSCVFVHQTLHQA
NAR.L

Carbamidomethyl: 7; 
Dimethyl: 1

6688 true 4724 2324.1265 2323.1584 1 -16.84 156 45 16.6 (M:16.6) 1 1 0
R.YDPSLTFSENVDLTEPIISR
.F Dimethyl: 1



6689 true 5522 2324.2582 2323.2511 1 -0.06 213.31 48.83 142.3 (M:142.3) 1 1 0
K.SINPDEAVAYGAAVQAAI
LSGDK.S Dimethyl:2H(4): 1, 23

6690 true 4349 2325.3482 2324.3657 1 -10.66 198.63 50.67 27.6 (M:27.6) 1 1 0
K.LAPPLVTLLSAEPELQYVA
LR.N Dimethyl:2H(4): 1

6691 true 475 2326.2333 2325.195 1 13.33 216.78 21.67 26.0 (M:26.0) 1 1 0
R.EAIVNSCVFVHQTLHQA
NAR.L

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6692 true 1378 2326.9728 2325.9671 1 -0.66 96.25 40.33 53.3 (M:53.3) 1 1 0
K.FYCDYCDTYLTHDSPSVR.
K

Carbamidomethyl: 3, 6; 
Dimethyl: 1



6693 true 1076 2327.2486 2326.2231 1 7.83 208.04 31.5 171.1 (M:171.1) 4 1 0
K.GPAVGIDLGTTYSCVGVF
QHGK.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 22

6694 true 2602 2327.4579 2326.4352 1 6.63 188.03 29.83 141.0 (M:141.0) 3 1 0
K.LLGGVTIAQGGVLPNIQA
VLLPK.K Dimethyl: 1, 23

6695 true 2602 2327.4579 2326.4352 1 6.63 188.03 29.83 141.0 (M:141.0) 3 1 0
K.LLGGVTIAQGGVLPNIQA
VLLPK.K Dimethyl: 1, 23

6696 true 1534 2331.1449 2330.1477 1 -4.35 236.38 25.33 82.9 (M:82.9) 1 1 0
K.NNQFQALLQYADPMSA
QHAK.L Dimethyl: 1, 20



6697 true 1557 2331.1863 2330.1562 1 9.79 94.37 26.67 45.2 (M:45.2) 1 1 0
R.MQAQASVEGAPQHNM
VGLFQR.I Dimethyl:2H(4): 1

6698 true 1544 2331.2527 2330.2495 1 -1.75 437.11 24.67 84.7 (M:84.7) 2 1 0
R.LLAQQSLNQQYLNHPPP
VSR.S Dimethyl: 1

6699 true 4501 2334.1228 2333.1188 1 -1.41 219.01 44.17 65.3 (M:65.3) 2 1 0
K.GGETSEMYIIQPDPFTTP
YR.V Dimethyl:2H(4): 1

6700 true 4050 2336.2175 2335.2001 1 4.32 224.76 46.33 43.0 (M:43.0) 1 1 0
R.FSFHPISDLPPPEPYVPVN
R.S Dimethyl: 1



6701 true 1711 2337.2431 2336.2137 1 9.5 86.57 31 20.7 (M:20.7) 1 1 0
K.GPAIGIDLGTTYSCVGVF
QHGK.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 22; 
Dimethyl: 1

6702 true 4466 2338.2474 2337.2406 1 -0.21 169.47 43.83 21.6 (M:21.6) 1 1 0
R.IIYSPTVGDPIDEYTTVPGI
R.N Dimethyl:2H(4): 1

6703 true 1563 2339.1687 2338.198 1 -15.62 159.3 25.33 66.1 (M:66.1) 1 1 0
K.NNQFQALLQYADPMSA
QHAK.L Dimethyl:2H(4): 1, 20

6704 true 2438 2341.0982 2340.1096 1 -8.01 131.6 47.33 60.0 (M:60.0) 2 1 0
K.DLSFDSYMTPTTDLPLGH
FR.L Dimethyl: 1



6705 true 1565 2341.2479 2340.2388 1 0.79 273.44 30.67 49.5 (M:49.5) 1 1 0
K.GPAIGIDLGTTYSCVGVF
QHGK.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 22

6706 true 1720 2343.9549 2342.9479 1 -0.11 133.24 42.5 25.9 (M:25.9) 1 1 0
R.GGYQPPFCEECPGCPSPC
GR.H

Carbamidomethyl: 8, 11, 14, 
18; Dimethyl:2H(4): 1

6707 true 980 2344.0811 2343.0516 1 9.49 303.68 31.67 30.1 (M:30.1) 1 1 0
R.AIFYTNESDPAQHSEQHE
GR.H Dimethyl: 1

6708 true 1481 2345.1307 2344.1347 1 -4.83 230.08 34 103.6 (M:103.6) 2 1 0
K.DLSFDSYMTPTTDLPLGH
FR.L Dimethyl:2H(4): 1



6709 true 3840 2347.3502 2346.3311 1 5.05 148.81 57.67 41.7 (M:41.7) 1 1 0
R.LTPGPPPGVAADPDALP
ALLPALR.A Dimethyl: 1

6710 true 981 2348.1133 2347.0767 1 12.49 175.4 31.67 40.5 (M:40.5) 1 1 0
R.AIFYTNESDPAQHSEQHE
GR.H Dimethyl:2H(4): 1

6711 true 3638 2349.227 2348.2199 1 -0.04 151.61 56 48.4 (M:48.4) 2 1 0
K.QGQYVPMAIEEQVAVIY
AGVR.G Dimethyl: 1

6712 true 4542 2350.106 2349.1137 1 -6.38 197.16 44.17 42.8 (M:42.8) 1 1 0
K.GGETSEMYIIQPDPFTTP
YR.V

Dimethyl:2H(4): 1; 
Oxidation: 7



6713 true 2016 2350.2369 2349.2061 1 10.03 87.64 32.67 23.8 (M:23.8) 1 1 0
R.CLTQSGIAGAYKPFNLET
CR.L

Carbamidomethyl: 1, 19; 
Dimethyl:2H(4): 1, 12

6714 true 1140 2350.9843 2350.007 1 -12.75 113.55 30.67 36.8 (M:36.8) 1 1 0
R.DPTAYCYTQQGTQGSAG
GDDAR.G

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

6715 true 3841 2351.3756 2350.3562 1 5.13 142.2 57.67 64.1 (M:64.1) 1 1 0
R.LTPGPPPGVAADPDALP
ALLPALR.A Dimethyl:2H(4): 1

6716 true 3692 2352.176 2351.1698 1 -0.43 140.35 43.67 33.7 (M:33.7) 1 1 0

-
.MAGAGMAIAVLTSGGDA
QGMNAAVR.A Dimethyl:2H(4): 1



6717 true 3666 2353.1305 2352.1519 1 -12.2 358.49 45.83 111.9 (M:111.9) 5 1 0
R.SGETEDTFIADLVVGLCT
GQIK.T Carbamidomethyl: 17

6718 true 3592 2353.2557 2352.245 1 1.46 137.3 56 70.4 (M:70.4) 2 1 0
K.QGQYVPMAIEEQVAVIY
AGVR.G Dimethyl:2H(4): 1

6719 true 2172 2356.1617 2355.1567 1 -0.98 269.67 37.67 95.4 (M:95.4) 1 1 0
K.NQALNTDNYGHDLASVQ
ALQR.K Dimethyl: 1

6720 true 852 2357.1024 2356.1118 1 -7.06 209.25 29.5 77.9 (M:77.9) 1 1 0
K.SQAEQQSQADEEAENTG
IETK.A Dimethyl:2H(4): 1, 21



6721 true 2854 2358.0675 2357.0423 1 7.62 170.16 50 23.9 (M:23.9) 1 1 0
R.AFVHWYVGEGMEEGEF
SEAR.E Dimethyl: 1

6722 true 2854 2358.0675 2357.0423 1 7.62 170.16 50 23.9 (M:23.9) 1 1 0
R.AFVHWYVGEGMEEGEF
SEAR.E Dimethyl: 1

6723 true 2854 2358.0675 2357.0423 1 7.62 170.16 50 23.9 (M:23.9) 1 1 0
R.AFVHWYVGEGMEEGEF
SEAR.E Dimethyl: 1

6724 true 5143 2359.2114 2358.2253 1 -9 170.61 46.83 66.0 (M:66.0) 1 1 0
K.CDFTGSLIVVPDVAQLST
PGVR.A

Carbamidomethyl: 1; 
Dimethyl: 1



6725 true 291 2359.2706 2358.2444 1 7.99 396.65 16.67 27.3 (M:27.3) 1 1 0
R.SPVDEKPPPPPPPSGHRP
TASR.D Dimethyl: 1, 6

6726 true 5836 2359.3463 2358.3522 1 -5.61 119.44 51.17 26.8 (M:26.8) 1 1 0
R.LVVVGPEVPLAAGIVDDL
TAAGVR.C Dimethyl: 1

6727 true 2173 2360.1819 2359.1818 1 -3.06 293.18 37.67 83.9 (M:83.9) 1 1 0
K.NQALNTDNYGHDLASVQ
ALQR.K Dimethyl:2H(4): 1

6728 true 2923 2362.0861 2361.0674 1 4.82 167.2 50 25.1 (M:25.1) 1 1 0
R.AFVHWYVGEGMEEGEF
SEAR.E Dimethyl:2H(4): 1



6729 true 2923 2362.0861 2361.0674 1 4.82 167.2 50 25.1 (M:25.1) 1 1 0
R.AFVHWYVGEGMEEGEF
SEAR.E Dimethyl:2H(4): 1

6730 true 2923 2362.0861 2361.0674 1 4.82 167.2 50 25.1 (M:25.1) 1 1 0
R.AFVHWYVGEGMEEGEF
SEAR.E Dimethyl:2H(4): 1

6731 true 1657 2363.1235 2362.114 1 0.96 255.18 34.67 37.9 (M:37.9) 1 1 0
R.GSEFMFGDEAPEHHPAA
PSSAK.F Dimethyl:2H(4): 1, 22

6732 true 5144 2363.2289 2362.2504 1 -12.21 167.12 46.83 57.7 (M:57.7) 1 1 0
K.CDFTGSLIVVPDVAQLST
PGVR.A

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



6733 true 5838 2363.3719 2362.3774 1 -5.37 201.35 51.17 58.2 (M:58.2) 1 1 0
R.LVVVGPEVPLAAGIVDDL
TAAGVR.C Dimethyl:2H(4): 1

6734 true 186 2363.9674 2362.9972 1 -15.66 145.59 27.33 40.5 (M:40.5) 1 1 0
R.LCQEEEHVPEQHEEEEER
.V

Carbamidomethyl: 2; 
Dimethyl: 1

6735 true 3621 2367.2617 2366.2454 1 3.85 199.33 43.5 48.1 (M:48.1) 1 1 0
K.FSMGTLVLGPGPSADQIS
TISTR.L Dimethyl:2H(4): 1

6736 true 344 2368.0164 2367.0223 1 -5.57 152.56 27.33 65.3 (M:65.3) 2 1 0
R.LCQEEEHVPEQHEEEEER
.V

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



6737 true 2117 2369.9529 2368.9987 1 -22.4 249.37 37.17 43.8 (M:43.8) 1 1 1
R.RECPSEECGAGVFMASH
FDR.H

Carbamidomethyl: 3, 8; 
Dimethyl: 1

6738 true 2745 2371.0075 2370.0084 1 -3.45 240.94 30.67 192.6 (M:192.6) 1 1 0
R.GSSGGGCFGGSSGGYGG
LGGFGGGSFR.G

Carbamidomethyl: 7; 
Dimethyl: 1

6739 true 2161 2371.2752 2370.2808 1 -5.43 311.49 27.17 22.0 (M:22.0) 1 1 1
R.SGPLPPPPSERPPPPIRDP
PSR.A Dimethyl: 1

6740 true 2034 2372.2415 2371.2664 1 -13.54 80.9 27 70.0 (M:70.0) 1 1 0
R.YNIPPPPSAGTFNLHVET
EPK.T Dimethyl:2H(4): 1, 21



6741 true 2118 2373.9807 2373.0238 1 -21.23 303.97 37.17 83.0 (M:83.0) 1 1 1
R.RECPSEECGAGVFMASH
FDR.H

Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1

6742 true 2452 2375.0332 2374.0335 1 -3.17 240.68 30.67 151.3 (M:151.3) 1 1 0
R.GSSGGGCFGGSSGGYGG
LGGFGGGSFR.G

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6743 true 5257 2375.2083 2374.2202 1 -8.1 213.15 47.5 86.3 (M:86.3) 1 1 0
R.MIPTIIADNAGYDSADLV
AQLR.A Dimethyl: 1

6744 true 2851 2376.0593 2375.0716 1 -8.23 193.69 37.5 57.9 (M:57.9) 1 1 0
K.FDAGEDPLDAESQQGGG
NPFHR.N Dimethyl:2H(4): 1



6745 true 735 2377.053 2376.0889 1 -18.16 338.9 28.83 78.4 (M:78.4) 1 1 0

-
.MEGQHEHPQHLGDQTSA
LCK.L

Carbamidomethyl: 19; 
Dimethyl:2H(4): 20; Acetyl: 
1

6746 true 5258 2379.2296 2378.2454 1 -9.69 266.84 47.33 99.8 (M:99.8) 1 1 0
R.MIPTIIADNAGYDSADLV
AQLR.A Dimethyl:2H(4): 1

6747 false 5258 2379.2296 2378.2152 1 3 300.71 47.33 21.2 (M:21.2) 1 2 1
K.VLNNMQIGNSLFDEEGS
KIVK.D Oxidation: 5; Dimethyl: 21

6748 true 3082 2381.2398 2380.2063 1 10.99 321.09 42 24.0 (M:24.0) 1 1 0
R.FVHSENQHLVSPEALDFL
DK.L Dimethyl: 1, 20



6749 true 2007 2381.241 2380.1958 1 15.94 237.36 36.5 58.5 (M:58.5) 1 1 0
R.QYCVVLDPVGPNGQPQL
GQQR.V

Carbamidomethyl: 3; 
Dimethyl: 1

6750 true 898 2382.0884 2381.0846 1 -1.46 152.61 29.67 56.6 (M:56.6) 1 1 1
K.EVEPEPTEDKDVEADEED
SR.K Dimethyl:2H(4): 1, 10

6751 true 4360 2382.2251 2381.2165 1 0.56 238.38 47 79.9 (M:79.9) 1 1 0
K.GQDYVSTTPTFAGVLVHS
DSLR.W Dimethyl:2H(4): 1

6752 true 5668 2384.2025 2383.2053 1 -4.24 175.98 49.83 49.7 (M:49.7) 1 1 0
K.AQEACGPLEIDSALGLVQ
SLER.D

Carbamidomethyl: 5; 
Dimethyl: 1



6753 true 2142 2384.2184 2383.1926 1 7.77 215.1 37.17 87.5 (M:87.5) 1 1 0
R.CSVCEAPAVAIAVHSQEA
SIPR.C

Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1

6754 true 1890 2385.2414 2384.2209 1 5.56 253.73 36.5 54.9 (M:54.9) 1 1 0
R.QYCVVLDPVGPNGQPQL
GQQR.V

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6755 true 2683 2386.2104 2385.1937 1 3.96 196.05 48.83 29.1 (M:29.1) 1 1 0
K.EQGVTFPSGEMQQQLV
GSLYR.E Dimethyl:2H(4): 1

6756 true 5641 2388.2197 2387.2304 1 -7.55 219.88 49.83 56.1 (M:56.1) 1 1 0
K.AQEACGPLEIDSALGLVQ
SLER.D

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



6757 true 3432 2389.1784 2388.1961 1 -10.46 309.56 44.17 120.5 (M:120.5) 1 1 0
R.HSAIPLDFDISSPLTYGTPS
SR.V Dimethyl: 1

6758 true 3083 2389.3022 2388.2565 1 16.07 278.78 42 46.5 (M:46.5) 1 1 0
R.FVHSENQHLVSPEALDFL
DK.L Dimethyl:2H(4): 1, 20

6759 true 2198 2389.3257 2388.2639 1 22.82 241.89 28.33 15.1 (M:15.1) 1 1 0
K.AFIGKPAPDFTATAVMP
DGQFK.D

Dimethyl:2H(4): 1, 5; 
Oxidation: 16

6760 true 398 2390.1168 2389.1478 1 -16.01 241.66 27.17 55.0 (M:55.0) 1 1 0
R.MVRPNQDGTLIASCSND
QTVR.V

Carbamidomethyl: 14; 
Dimethyl: 1



6761 true 1873 2390.2088 2389.2573 1 -23.34 478.09 27.83 15.2 (M:15.2) 1 1 1
K.DSAIQQQVANLQMKIVQ
EDR.A

Dimethyl:2H(4): 14; 
Oxidation: 13; Dimethyl: 1

6762 true 2197 2390.2562 2389.2754 1 -11.09 76.04 28.17 51.6 (M:51.6) 1 1 0
R.LRPSPPDAPSFSQGLENP
ALLR.E Dimethyl: 1

6763 true 3102 2390.2951 2389.2714 1 6.88 230.33 42.5 75.3 (M:75.3) 1 1 0
K.VGRPSNIGQAQPIIDQLA
EEAR.A Dimethyl: 1

6764 true 4179 2391.0782 2390.0787 1 -3.25 244.04 42.83 28.4 (M:28.4) 1 1 0
K.LCGGDDDAAGEFFPEAA
QVAYR.M

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



6765 true 2088 2393.1484 2392.1619 1 -8.68 138.72 34.5 98.7 (M:98.7) 1 1 0
R.DIGATAQVHAENGDIIAE
EQQR.I Dimethyl: 1

6766 true 5745 2393.1928 2392.2023 1 -7.01 212.99 51 57.9 (M:57.9) 1 1 0
R.EVAAFAQFGSDLDAATQ
QLLNR.G Dimethyl: 1

6767 true 3183 2393.2173 2392.2548 1 -18.73 254.44 43 135.7 (M:135.7) 1 1 0
K.AGASIVGVNCHFDPDTVL
ETVK.L

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 22

6768 true 2135 2393.2889 2392.2501 1 13.2 164.84 28.33 117.0 (M:117.0) 2 1 0
K.AFIGKPAPDFTATAVMP
DGQFK.D Dimethyl: 1, 5, 22



6769 true 399 2394.144 2393.1729 1 -15.12 202.69 27.17 48.8 (M:48.8) 1 1 0
R.MVRPNQDGTLIASCSND
QTVR.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

6770 true 3118 2394.328 2393.2965 1 10.11 280.66 42.5 33.7 (M:33.7) 1 1 0
K.VGRPSNIGQAQPIIDQLA
EEAR.A Dimethyl:2H(4): 1

6771 false 1892 2396.1701 2395.1735 1 -4.46 210.41 35.83 15.9 (M:15.9) 1 2 1
K.MVMETIEKIMGNLGAAD
IDHK.L

Dimethyl:2H(4): 1; 
Oxidation: 1, 3, 10

6772 true 2089 2397.176 2396.187 1 -7.62 209.62 34.5 124.4 (M:124.4) 1 1 0
R.DIGATAQVHAENGDIIAE
EQQR.I Dimethyl:2H(4): 1



6773 true 5746 2397.2137 2396.2274 1 -8.76 272.23 50.67 113.7 (M:113.7) 1 1 0
R.EVAAFAQFGSDLDAATQ
QLLNR.G Dimethyl:2H(4): 1

6774 true 2121 2399.2159 2398.2202 1 -4.83 80.08 27.67 123.7 (M:123.7) 3 1 1
R.KDLYANTVLSGGTTMYP
GIADR.M Dimethyl: 1, 1

6775 true 2121 2399.2159 2398.2202 1 -4.83 80.08 27.67 123.7 (M:123.7) 3 1 1
R.KDLYANTVLSGGTTMYP
GIADR.M Dimethyl: 1, 1

6776 true 1856 2400.225 2399.2445 1 -11.17 214.71 35.67 56.6 (M:56.6) 1 1 0
R.IADGDVVIGVASSGVHSN
GYSLVR.R Dimethyl: 1



6777 true 4474 2401.1837 2400.1856 1 -3.83 252.89 55.17 164.9 (M:164.9) 2 1 0
K.NVDNLSQAMAELSNLHA
YNLR.V Dimethyl: 1

6778 true 2551 2401.2808 2400.3152 1 -17.38 350.45 29.83 43.9 (M:43.9) 1 1 0
R.LGCPGFTLPEYKPTPVEG
GASK.S

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 12, 22

6779 true 1833 2403.132 2402.1285 1 -1.56 82.58 43.17 40.0 (M:40.0) 1 1 0
K.TADMVGGTVGNPVPYN
EGQGQQR.S Dimethyl: 1

6780 true 4889 2405.1678 2404.2107 1 -20.86 249.37 55.17 67.0 (M:67.0) 1 1 0
K.NVDNLSQAMAELSNLHA
YNLR.V Dimethyl:2H(4): 1



6781 true 2136 2405.3642 2404.3254 1 13.1 206.95 28.33 146.8 (M:146.8) 2 1 0
K.AFIGKPAPDFTATAVMP
DGQFK.D Dimethyl:2H(4): 1, 5, 22

6782 true 2122 2407.2698 2406.2705 1 -3.3 133.43 27.67 173.2 (M:173.2) 4 1 1
R.KDLYANTVLSGGTTMYP
GIADR.M Dimethyl:2H(4): 1, 1

6783 true 2122 2407.2698 2406.2705 1 -3.3 133.43 27.67 173.2 (M:173.2) 4 1 1
R.KDLYANTVLSGGTTMYP
GIADR.M Dimethyl:2H(4): 1, 1

6784 true 5562 2407.2701 2406.2767 1 -5.74 265.56 49.17 119.0 (M:119.0) 1 1 0
R.EGDQSLVTMSLPVTANLI
PSFR.I Dimethyl:2H(4): 1



6785 true 1276 2408.1644 2407.1678 1 -4.42 127.53 39.67 71.8 (M:71.8) 1 1 0
K.TDNPAECYANAQEQLNQ
HIK.E

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 20

6786 true 4562 2409.1781 2408.2145 1 -18.14 244.39 51.83 111.2 (M:111.2) 5 1 0
R.SGETEDTFIADLVVGLCT
GQIK.T

Carbamidomethyl: 17; 
Dimethyl: 1, 22

6787 true 1071 2409.2395 2408.2303 1 0.81 233.1 23.67 65.8 (M:65.8) 1 1 0
R.GPPTFQFKPEDSEHNHG
FNK.D Dimethyl:2H(4): 1, 8, 20

6788 true 1199 2411.3378 2410.3283 1 0.93 255.86 28.5 24.8 (M:24.8) 1 1 0
K.NFYGGNGIVGAQVPLGA
GIALACK.Y

Carbamidomethyl: 23; 
Dimethyl:2H(4): 1, 24



6789 true 1188 2411.8306 2410.8564 1 -13.72 65.56 31 184.8 (M:184.8) 1 1 0

-
.MDPQDCTCAAGDSCSCA
GSCK.C

Carbamidomethyl: 6, 8, 14, 
16, 20; Dimethyl:2H(4): 21; 
Acetyl: 1

6790 true 407 2411.9901 2410.9759 1 2.87 232.53 17.33 132.8 (M:132.8) 2 1 0
R.GGGGGGYGSGGSSYGSG
GGSYGSGGGGGGGR.G Dimethyl: 1

6791 true 3055 2412.2868 2411.2809 1 -0.58 120.53 31.83 103.5 (M:103.5) 1 1 0
R.ISGETIFVTAQHEATAGII
GVNR.K Dimethyl: 1

6792 true 5259 2415.1481 2414.1536 1 -5.31 270.66 47.5 36.3 (M:36.3) 1 1 0
K.AQSSQDAVSSMNLFDLG
GQYLR.V Dimethyl: 1



6793 true 408 2416.0111 2415.001 1 1.19 127.35 17.33 117.5 (M:117.5) 2 1 0
R.GGGGGGYGSGGSSYGSG
GGSYGSGGGGGGGR.G Dimethyl:2H(4): 1

6794 true 3056 2416.3122 2415.306 1 -0.43 60.86 31.83 107.5 (M:107.5) 1 1 0
R.ISGETIFVTAQHEATAGII
GVNR.K Dimethyl:2H(4): 1

6795 true 3410 2417.1613 2416.1805 1 -10.97 248.93 42.17 59.0 (M:59.0) 1 1 0
K.NVDNLSQAMAELSNLHA
YNLR.V Oxidation: 9; Dimethyl: 1

6796 true 2945 2417.2531 2416.2647 1 -7.81 59.4 38.33 135.3 (M:135.3) 4 1 0
R.SGETEDTFIADLVVGLCT
GQIK.T

Carbamidomethyl: 17; 
Dimethyl:2H(4): 1, 22



6797 true 2523 2418.3016 2417.2955 1 -0.48 250.84 39.33 26.3 (M:26.3) 1 1 1
K.KGEGYLKPNEGALVEIQF
EGR.Y Dimethyl: 1, 1, 7

6798 true 3872 2418.9986 2418.0104 1 -7.89 233.08 41.33 100.2 (M:100.2) 1 1 0

-
.MDPCHTEETEGEIPGLGFS
DR.S

Carbamidomethyl: 4; Acetyl: 
1

6799 true 2061 2420.2212 2419.2657 1 -21.38 86.06 27.33 20.5 (M:20.5) 1 1 1
R.KDLYANNVLSGGTTMYP
GIADR.M Dimethyl:2H(4): 1, 1

6800 true 3232 2421.1914 2420.2118 1 -11.43 221.16 43.33 30.0 (M:30.0) 1 1 0
K.HVSSCSAPAPLTAAEQEL
QQIR.I

Carbamidomethyl: 5; 
Dimethyl: 1



6801 true 4319 2421.2245 2420.2056 1 4.79 255.49 46.83 88.1 (M:88.1) 1 1 0
K.NVDNLSQAMAELSNLHA
YNLR.V

Dimethyl:2H(4): 1; 
Oxidation: 9

6802 true 2839 2421.2845 2420.27 1 3.01 119.75 31 175.0 (M:175.0) 1 1 0
R.LTLYDIAHTPGVAADLSHI
ETR.A Dimethyl: 1

6803 true 1832 2423.3061 2422.2654 1 13.79 53.15 26.17 24.1 (M:24.1) 1 1 1
R.KDLYANTVLSGGTTMYP
GIADR.M

Dimethyl:2H(4): 1, 1; 
Oxidation: 15

6804 true 1832 2423.3061 2422.2654 1 13.79 53.15 26.17 24.1 (M:24.1) 1 1 1
R.KDLYANTVLSGGTTMYP
GIADR.M

Dimethyl:2H(4): 1, 1; 
Oxidation: 15



6805 true 2403 2424.1995 2423.1449 1 19.49 240.24 38.33 27.0 (M:27.0) 1 1 0
K.DGLTDVYNHIHMGNCAE
NTAK.K

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 21

6806 true 3264 2425.2 2424.2369 1 -18.23 269.97 43.33 41.0 (M:41.0) 1 1 0
K.HVSSCSAPAPLTAAEQEL
QQIR.I

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6807 true 2840 2425.3097 2424.2951 1 3.02 121.68 31 121.3 (M:121.3) 1 1 0
R.LTLYDIAHTPGVAADLSHI
ETR.A Dimethyl:2H(4): 1

6808 true 2652 2427.0878 2426.0424 1 15.68 294.15 30 68.9 (M:68.9) 1 1 0
R.GGGFGGGSSFGGGSGFS
GGGFGGGGFGGGR.F Dimethyl: 1



6809 true 2759 2427.1955 2426.1723 1 6.59 192.04 49.17 45.6 (M:45.6) 1 1 0
R.LEEINMVGEPFLNVNCD
HLR.A

Carbamidomethyl: 16; 
Dimethyl: 1

6810 true 3342 2430.1104 2429.1025 1 0.26 146.71 39.33 53.3 (M:53.3) 1 1 0
K.LIEAEDNMNCQMSNITV
TYR.D

Carbamidomethyl: 10; 
Dimethyl: 1

6811 true 3397 2431.1945 2430.193 1 -2.36 297.61 45.5 55.0 (M:55.0) 2 1 0
R.SFDIPPPPMQSDHPFFSTI
SK.D Dimethyl: 1, 21

6812 true 2760 2431.2144 2430.1974 1 4 191.76 49.17 27.4 (M:27.4) 1 1 0
R.LEEINMVGEPFLNVNCD
HLR.A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1



6813 true 3343 2434.1292 2433.1276 1 -2.36 151.31 39.17 68.8 (M:68.8) 1 1 0
K.LIEAEDNMNCQMSNITV
TYR.D

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

6814 true 2204 2435.1752 2434.1765 1 -3.5 249.96 37.83 110.5 (M:110.5) 1 1 0
K.VVNAAHSFYNGTTTLPIS
DEDR.T Dimethyl: 1

6815 true 5354 2437.2238 2436.2325 1 -6.57 240.51 48.17 119.6 (M:119.6) 5 1 0
R.FDGALNVDLTEFQTNLVP
YPR.I Dimethyl: 1

6816 true 5354 2437.2238 2436.2325 1 -6.57 240.51 48.17 119.6 (M:119.6) 5 1 0
R.FDGALNVDLTEFQTNLVP
YPR.I Dimethyl: 1



6817 true 5354 2437.2238 2436.2325 1 -6.57 240.51 48.17 119.6 (M:119.6) 5 1 0
R.FDGALNVDLTEFQTNLVP
YPR.I Dimethyl: 1

6818 true 5354 2437.2238 2436.2325 1 -6.57 240.51 48.17 119.6 (M:119.6) 5 1 0
R.FDGALNVDLTEFQTNLVP
YPR.I Dimethyl: 1

6819 true 2636 2437.2648 2436.2496 1 3.24 257.12 30.33 35.7 (M:35.7) 1 1 0
K.ATLVGTTSGFAQSEGSGS
VSTIPVR.K Dimethyl: 1

6820 true 1695 2438.3571 2437.3494 1 0.16 274.72 34.83 129.1 (M:129.1) 1 1 0
R.IYDLSKPEAEPDVVSGHT
SGIK.K Dimethyl:2H(4): 1, 6, 22



6821 true 2205 2439.1948 2438.2016 1 -5.77 267.86 37.83 46.3 (M:46.3) 1 1 0
K.VVNAAHSFYNGTTTLPIS
DEDR.T Dimethyl:2H(4): 1

6822 true 3398 2439.2459 2438.2432 1 -1.86 361.16 45.5 104.1 (M:104.1) 4 1 0
R.SFDIPPPPMQSDHPFFSTI
SK.D Dimethyl:2H(4): 1, 21

6823 true 4076 2441.2557 2440.2576 1 -3.79 268.79 48 118.9 (M:118.9) 4 1 0
R.FDGALNVDLTEFQTNLVP
YPR.I Dimethyl:2H(4): 1

6824 true 4076 2441.2557 2440.2576 1 -3.79 268.79 48 118.9 (M:118.9) 4 1 0
R.FDGALNVDLTEFQTNLVP
YPR.I Dimethyl:2H(4): 1



6825 true 4076 2441.2557 2440.2576 1 -3.79 268.79 48 118.9 (M:118.9) 4 1 0
R.FDGALNVDLTEFQTNLVP
YPR.I Dimethyl:2H(4): 1

6826 true 4076 2441.2557 2440.2576 1 -3.79 268.79 48 118.9 (M:118.9) 4 1 0
R.FDGALNVDLTEFQTNLVP
YPR.I Dimethyl:2H(4): 1

6827 true 1117 2442.2145 2441.1645 1 17.47 299.15 32.5 137.3 (M:137.3) 1 1 0
K.VLHEAEGHIVTCETNTGE
VYR.G

Carbamidomethyl: 12; 
Dimethyl: 1

6828 true 684 2444.2096 2443.1777 1 10.09 308.52 22.67 55.3 (M:55.3) 1 1 0
R.HQLVHTGEKPFQCTFEG
CGK.R

Carbamidomethyl: 13, 18; 
Dimethyl: 1, 9, 20



6829 true 1118 2446.2368 2445.1896 1 16.3 309.56 32.5 127.4 (M:127.4) 1 1 0
K.VLHEAEGHIVTCETNTGE
VYR.G

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

6830 true 2619 2447.1094 2446.1288 1 -10.92 116.97 36.5 42.5 (M:42.5) 1 1 1
R.VEDVAELDKDGYNAQQY
YDR.L Dimethyl: 1, 9

6831 true 3708 2448.2148 2447.2118 1 -1.75 210.85 40.83 96.5 (M:96.5) 1 1 0
K.IIAINVEDPEAENYNDIND
VR.R Dimethyl:2H(4): 1

6832 true 2508 2449.2296 2448.1984 1 9.79 191.06 38.5 158.6 (M:158.6) 1 1 0
R.FFHNGNAIDDGVQISGS
GYCVK.L

Carbamidomethyl: 20; 
Dimethyl:2H(4): 1, 22



6833 true 2501 2450.252 2449.2193 1 10.37 482.59 41.17 15.6 (M:15.6) 2 1 1
K.AMQDAEVSKSDIGEVILV
GGMTR.M Oxidation: 2; Dimethyl: 1

6834 true 2975 2450.2937 2449.2893 1 -1.17 236.72 41.5 55.8 (M:55.8) 1 1 1
R.LVQVDEDKYPFSTQPPVY
LR.A Dimethyl: 1, 8

6835 true 5030 2451.1689 2450.1675 1 -2.39 267.46 46.5 69.3 (M:69.3) 1 1 0
K.ETVTVLPGSSYFSSDESFA
MIR.G Dimethyl: 1

6836 true 2729 2451.191 2450.1723 1 4.7 254.31 39.17 53.9 (M:53.9) 1 1 0
R.GGAEVQMYAPDVPQM
HVVDHSK.G Dimethyl: 1, 22



6837 true 3666 2454.2457 2453.2678 1 -11.96 124.65 45.33 31.1 (M:31.1) 1 1 1
R.AGSNVLQTFTFYASEDKL
ENR.G Dimethyl:2H(4): 1, 17

6838 true 2572 2455.1687 2454.1791 1 -7.18 154.26 36.5 67.5 (M:67.5) 1 1 1
R.VEDVAELDKDGYNAQQY
YDR.L Dimethyl:2H(4): 1, 9

6839 true 5082 2455.1941 2454.1926 1 -2.37 214.92 46.5 36.3 (M:36.3) 1 1 0
K.ETVTVLPGSSYFSSDESFA
MIR.G Dimethyl:2H(4): 1

6840 true 3168 2455.233 2454.2505 1 -10.07 401.89 43 53.1 (M:53.1) 1 1 0
K.IEEFLEQTLCPPTYPHLSP
K.Y

Carbamidomethyl: 10; 
Dimethyl: 1, 20



6841 true 1485 2455.2355 2454.2381 1 -4.03 234.76 34 73.1 (M:73.1) 1 1 0
R.SFDIPPPPMQSDHPFFSTI
SK.D

Dimethyl:2H(4): 1, 21; 
Oxidation: 9

6842 true 685 2456.2888 2455.253 1 11.6 276.17 22.67 33.1 (M:33.1) 1 1 0
R.HQLVHTGEKPFQCTFEG
CGK.R

Carbamidomethyl: 13, 18; 
Dimethyl:2H(4): 1, 9, 20

6843 true 2735 2457.2789 2456.2638 1 3.2 173.89 49 15.9 (M:15.9) 1 1 0
K.AIAGVINQPYYNYEAGAD
AVLGR.T Dimethyl:2H(4): 1

6844 true 2941 2458.3471 2457.3395 1 0.11 292.13 41.5 106.0 (M:106.0) 1 1 1
R.LVQVDEDKYPFSTQPPVY
LR.A Dimethyl:2H(4): 1, 8



6845 true 2730 2459.2425 2458.2225 1 5.19 321.38 39.17 49.7 (M:49.7) 1 1 0
R.GGAEVQMYAPDVPQM
HVVDHSK.G Dimethyl:2H(4): 1, 22

6846 true 969 2460.1281 2459.1313 1 -4.27 74.85 36.83 23.1 (M:23.1) 1 1 1
K.THSDPDGEAQREPPAAE
TPAAER.S Dimethyl: 1

6847 true 2037 2460.2666 2459.307 1 -19.42 118.56 27.17 137.5 (M:137.5) 1 1 0
K.AGGIATTGHQSILDIVPED
IHQR.V Dimethyl:2H(4): 1

6848 true 2940 2460.3075 2459.2958 1 1.79 162.57 50.33 77.7 (M:77.7) 1 1 0
K.TETITGFQIDAIPAASGQN
PIQR.T Dimethyl:2H(4): 1



6849 true 3969 2461.2615 2460.3046 1 -20.5 297.47 47 46.2 (M:46.2) 1 1 0
R.APQSVPVTVPPAQVVAS
MEEQLR.R Dimethyl: 1

6850 true 2620 2461.3387 2460.3516 1 -8.21 259.44 39.83 51.0 (M:51.0) 1 1 0
K.ASKPLPPAPAPDEYLVSPI
TGEK.I Dimethyl: 1, 3, 23

6851 true 250 2463.0817 2462.074 1 0.15 136.89 33 63.2 (M:63.2) 2 1 0
K.QETTPINDNVSQCCSSSY
ANR.R

Carbamidomethyl: 13, 14; 
Dimethyl:2H(4): 1

6852 true 4381 2463.2542 2462.2631 1 -6.59 200.6 43.67 67.6 (M:67.6) 1 1 0
R.SLEPNTPYTVTVVPVFPE
GDGGR.T Dimethyl:2H(4): 1



6853 true 3169 2463.282 2462.3007 1 -10.55 147.52 43 83.8 (M:83.8) 1 1 0
K.IEEFLEQTLCPPTYPHLSP
K.Y

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 20

6854 true 3944 2465.286 2464.3298 1 -20.69 335.67 47 58.6 (M:58.6) 1 1 0
R.APQSVPVTVPPAQVVAS
MEEQLR.R Dimethyl:2H(4): 1

6855 true 2661 2466.2091 2465.2088 1 -2.82 223.12 40 15.5 (M:15.5) 1 1 1
R.HYFQNTQGLIFVVDSND
RER.I Dimethyl: 1

6856 true 2661 2466.2091 2465.2088 1 -2.82 223.12 40 15.5 (M:15.5) 1 1 1
R.HYFQNTQGLIFVVDSND
RER.V Dimethyl: 1



6857 true 1053 2468.8692 2467.8779 1 -6.45 201.48 30.17 172.3 (M:172.3) 1 1 0

-
.MDSQDCPCATGGTCTCG
DNCK.C

Carbamidomethyl: 6, 8, 14, 
16, 20; Dimethyl:2H(4): 21; 
Acetyl: 1

6858 true 392 2469.3249 2468.2965 1 8.58 285.25 21.5 72.1 (M:72.1) 1 1 0
R.GPQQHKPPLPEFIPHGD
VTYR.I Dimethyl: 1, 6

6859 true 1486 2471.2488 2470.2129 1 11.62 228.39 35 96.0 (M:96.0) 2 1 0
R.ESPFSTSASPLLSGSQHFD
VPPR.R Dimethyl: 1

6860 true 2315 2471.2947 2470.2605 1 10.92 226.89 37.67 28.8 (M:28.8) 1 1 1
R.QLFHPEQLITGKEDAANN
YAR.G Dimethyl: 1, 12



6861 true 2315 2471.2947 2470.2605 1 10.92 226.89 37.67 28.8 (M:28.8) 1 1 1
R.QLFHPEQLITGKEDAANN
YAR.G Dimethyl: 1, 12

6862 true 2315 2471.2947 2470.2605 1 10.92 226.89 37.67 28.8 (M:28.8) 1 1 1
R.QLFHPEQLITGKEDAANN
YAR.G Dimethyl: 1, 12

6863 true 3399 2471.3338 2470.3308 1 -1.7 423.33 42.83 164.0 (M:164.0) 2 1 0
K.QQNPYGGFASTQDTVVA
LQALAK.Y Dimethyl:2H(4): 1, 23

6864 true 2621 2473.4221 2472.4269 1 -4.88 283.1 39.83 55.7 (M:55.7) 1 1 0
K.ASKPLPPAPAPDEYLVSPI
TGEK.I Dimethyl:2H(4): 1, 3, 23



6865 true 2240 2474.3038 2473.2965 1 -0.01 240.41 37.33 39.2 (M:39.2) 1 1 0
R.NIDNPAIADIYTEHAHQV
VVAK.Y Dimethyl: 1, 22

6866 true 1487 2475.2702 2474.238 1 10.1 319.7 35 95.7 (M:95.7) 2 1 0
R.ESPFSTSASPLLSGSQHFD
VPPR.R Dimethyl:2H(4): 1

6867 true 425 2477.3777 2476.3467 1 9.57 306.59 21.5 43.6 (M:43.6) 1 1 0
R.GPQQHKPPLPEFIPHGD
VTYR.I Dimethyl:2H(4): 1, 6

6868 true 2241 2482.3535 2481.3467 1 -0.2 283.72 37.33 115.8 (M:115.8) 1 1 0
R.NIDNPAIADIYTEHAHQV
VVAK.Y Dimethyl:2H(4): 1, 22



6869 true 5084 2486.1779 2485.1835 1 -5.2 210.69 46.83 28.7 (M:28.7) 1 1 0
K.GQLIYESPITCEYLDEAFP
GR.K

Carbamidomethyl: 11; 
Dimethyl: 1

6870 true 3149 2492.267 2491.2455 1 5.67 181 51.33 56.4 (M:56.4) 1 1 0
R.LAELEEFINGPNNAHIQQ
VGDR.C Dimethyl: 1

6871 true 4101 2493.1813 2492.2006 1 -10.67 288.99 42.33 63.4 (M:63.4) 1 1 0
K.AEDCFAGRPIEVVDTPGL
FDTR.E

Carbamidomethyl: 4; 
Dimethyl: 1

6872 true 2856 2494.2931 2493.2701 1 6.3 192.31 50.5 48.1 (M:48.1) 1 1 1
R.KGGETSEMYIIQPDPFTT
PYR.V Dimethyl:2H(4): 1, 1



6873 true 3387 2495.2369 2494.2261 1 1.42 176.42 39.33 40.0 (M:40.0) 1 1 1
R.YADLTEDQLPTCESLKDTI
AR.A

Carbamidomethyl: 12; 
Dimethyl: 1, 16

6874 true 3638 2496.1853 2495.1897 1 -4.65 133.25 45.17 34.8 (M:34.8) 1 1 0
R.YFEITDESPYVHYLNTFSS
K.E Dimethyl: 1, 20

6875 true 2803 2496.2448 2495.2155 1 8.81 167.96 49.33 58.6 (M:58.6) 1 1 0
K.FVDGLMIHSGDPVNYYV
DTAVR.H Dimethyl: 1

6876 true 3116 2496.2874 2495.2707 1 3.78 266.33 51.33 64.4 (M:64.4) 1 1 0
R.LAELEEFINGPNNAHIQQ
VGDR.C Dimethyl:2H(4): 1



6877 true 4102 2497.1968 2496.2257 1 -14.47 324.47 42.33 47.3 (M:47.3) 1 1 0
K.AEDCFAGRPIEVVDTPGL
FDTR.E

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

6878 true 2761 2500.2629 2499.2406 1 5.99 189.91 49.5 58.9 (M:58.9) 3 1 0
K.FVDGLMIHSGDPVNYYV
DTAVR.H Dimethyl:2H(4): 1

6879 true 1488 2501.3081 2500.2962 1 1.84 302.47 34 125.8 (M:125.8) 2 1 0
K.VTSVVFHPSQDLVFSASP
DATIR.I Dimethyl: 1

6880 true 3388 2503.2915 2502.2763 1 3.14 203.02 39.33 62.5 (M:62.5) 1 1 1
R.YADLTEDQLPTCESLKDTI
AR.A

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 16



6881 false 1489 2505.3316 2504.3502 1 -10.32 261.48 34 16.7 (M:16.7) 1 2 1
M.VKETTYYDVLGVSPNAS
AEELK.K

Dimethyl:2H(4): 1, 2; 
Dimethyl: 22

6882 true 1489 2505.3316 2504.3213 1 1.19 296.48 34 113.6 (M:113.6) 2 1 0
K.VTSVVFHPSQDLVFSASP
DATIR.I Dimethyl:2H(4): 1

6883 true 2574 2507.3736 2506.3528 1 5.41 202.85 30 133.2 (M:133.2) 3 1 0
K.VTSLKPGDAVIPLFVPQC
GECR.S

Carbamidomethyl: 18, 21; 
Dimethyl:2H(4): 1, 5

6884 false 2574 2507.3736 2506.3152 1 20.4 237.49 30 19.9 (M:19.9) 1 3 1
R.GLASLFQLQMHSGSVRE
VDISGK.C

Dimethyl:2H(4): 1; 
Oxidation: 10



6885 true 5589 2508.2043 2507.2027 1 -2.29 268.85 49.33 130.3 (M:130.3) 1 1 0
K.DFSALESQLQDTQELLQE
ETR.L Dimethyl: 1

6886 true 3802 2509.3777 2508.4232 1 -21.03 307.62 46 35.8 (M:35.8) 1 1 0
R.IVAFADAAVDPIDFPIAPA
HAVPK.I Dimethyl:2H(4): 1, 24

6887 true 3873 2510.208 2509.2125 1 -4.7 208.06 41.33 70.2 (M:70.2) 2 1 0
R.AEPEDHYFLLTEPPLNTPE
NR.E Dimethyl: 1

6888 true 4580 2510.2313 2509.2336 1 -3.83 129.73 44.33 112.5 (M:112.5) 1 1 0
K.LPEEDGIQYPATLLLTADH
DDR.V Dimethyl: 1



6889 true 3753 2511.3511 2510.3493 1 -2.16 174.24 56.67 41.5 (M:41.5) 1 1 0
K.TDQVIQSLIALVNDPQPE
HPLR.A Dimethyl: 1

6890 true 5590 2512.2286 2511.2278 1 -2.61 283.98 49.33 156.7 (M:156.7) 1 1 0
K.DFSALESQLQDTQELLQE
ETR.L Dimethyl:2H(4): 1

6891 true 3837 2514.2328 2513.2376 1 -4.8 224.22 41.33 112.6 (M:112.6) 2 1 0
R.AEPEDHYFLLTEPPLNTPE
NR.E Dimethyl:2H(4): 1

6892 true 4581 2514.2469 2513.2588 1 -7.61 280.82 44.33 88.8 (M:88.8) 1 1 0
K.LPEEDGIQYPATLLLTADH
DDR.V Dimethyl:2H(4): 1



6893 true 611 2518.3215 2517.305 1 3.66 209.41 22.5 78.4 (M:78.4) 2 1 0
K.HGEVCPAGWKPGSDTIK
PDVQK.S

Carbamidomethyl: 5; 
Dimethyl: 1, 10, 17, 22

6894 true 2918 2523.1072 2522.0636 1 14.39 269.69 31.67 154.2 (M:154.2) 7 1 0
R.GFGDGYNGYGGGPGGG
NFGGSPGYGGGR.G Dimethyl: 1

6895 true 1700 2527.0979 2526.0887 1 0.79 181.85 25.33 169.5 (M:169.5) 5 1 0
R.GFGDGYNGYGGGPGGG
NFGGSPGYGGGR.G Dimethyl:2H(4): 1

6896 true 5642 2528.2707 2527.2806 1 -6.78 235.29 49.83 44.9 (M:44.9) 1 1 0
M.ALTSFLPAPTQLSQDQLE
LEER.A Acetyl: 1



6897 true 1963 2529.1874 2528.1726 1 2.96 295.15 36.17 32.7 (M:32.7) 1 1 0
K.DALQLAQTNDMFYSTAG
CHPTR.C

Carbamidomethyl: 18; 
Dimethyl:2H(4): 1

6898 true 1943 2529.3872 2528.4016 1 -8.58 323.17 27.33 65.0 (M:65.0) 2 1 0
R.YHLPVVIVPDGPAAVSHH
QPVLR.L Dimethyl: 1

6899 true 2050 2533.4437 2532.4267 1 3.85 237.13 27.33 80.3 (M:80.3) 1 1 0
R.YHLPVVIVPDGPAAVSHH
QPVLR.L Dimethyl:2H(4): 1

6900 true 2373 2536.328 2535.3003 1 8.06 178.55 46.5 105.5 (M:105.5) 2 1 0
K.GGVAEVEIEDSVISLTGPH
CIIGR.T

Carbamidomethyl: 20; 
Dimethyl: 1



6901 true 2371 2537.2624 2536.2632 1 -3.15 249.44 38.67 54.8 (M:54.8) 1 1 0
K.VGTFFSEVKPAGPTVEQ
QGEMSR.A Dimethyl: 1, 9

6902 true 2976 2539.2739 2538.2755 1 -3.47 249.35 41.5 71.2 (M:71.2) 1 1 0
R.TSVELFYLHAPDHGTPVE
ETLR.A Dimethyl: 1

6903 true 2374 2540.3531 2539.3254 1 8.05 258.88 46.5 116.1 (M:116.1) 2 1 0
K.GGVAEVEIEDSVISLTGPH
CIIGR.T

Carbamidomethyl: 20; 
Dimethyl:2H(4): 1

6904 true 4230 2541.1686 2540.1709 1 -3.78 284.99 42.83 17.5 (M:17.5) 1 1 0
K.VMEMYQPSAVVLQCGA
DSLSGDR.L

Carbamidomethyl: 14; 
Dimethyl: 1



6905 true 4784 2542.3021 2541.3115 1 -6.55 269.34 45.17 45.3 (M:45.3) 1 1 0
R.QELAVFSSPVPPAQVSTP
EDFIR.M Dimethyl: 1

6906 true 1376 2542.4062 2541.3744 1 9.64 203.61 30 44.8 (M:44.8) 2 1 0
K.LAQQYFLVYHEPIPTAQL
VQR.I Dimethyl: 1

6907 false 1376 2542.4062 2541.3591 1 15.64 128.7 30 16.5 (M:16.5) 1 2 1
K.EYHETFVDINPLTGLVLQ
AAKR.M Dimethyl: 21

6908 true 2943 2543.2967 2542.3006 1 -4.37 296.05 41.5 118.9 (M:118.9) 1 1 0
R.TSVELFYLHAPDHGTPVE
ETLR.A Dimethyl:2H(4): 1



6909 true 307 2544.152 2543.155 1 -4.02 166.22 21 22.9 (M:22.9) 1 1 1
R.QRGDEQCHYYAGGQVY
PGEAAR.V

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6910 true 2347 2545.3081 2544.3134 1 -4.93 360.7 38.67 38.2 (M:38.2) 1 1 0
K.VGTFFSEVKPAGPTVEQ
QGEMSR.A Dimethyl:2H(4): 1, 9

6911 true 2273 2545.3607 2544.3576 1 -1.67 270.73 28.67 53.0 (M:53.0) 1 1 0
R.NSSAEYHVNNLVNPVLF
HEGLK.H Dimethyl:2H(4): 1, 22

6912 true 4729 2546.3243 2545.3366 1 -7.7 317.41 45.17 53.6 (M:53.6) 1 1 0
R.QELAVFSSPVPPAQVSTP
EDFIR.M Dimethyl:2H(4): 1



6913 true 1277 2546.4421 2545.3995 1 13.88 184.85 30 57.3 (M:57.3) 2 1 0
K.LAQQYFLVYHEPIPTAQL
VQR.I Dimethyl:2H(4): 1

6914 true 3619 2546.4712 2545.4493 1 5.75 410.24 34.5 30.5 (M:30.5) 2 1 0
K.NVFIIGATNRPDIIDPAILR
PGR.L Dimethyl: 1

6915 true 2372 2550.1804 2549.2146 1 -16.28 319.87 38.67 48.8 (M:48.8) 1 1 0
K.FQNVNSVTLFVQSNHGD
EETTR.I Dimethyl: 1

6916 true 3027 2551.2093 2550.1893 1 4.97 220.98 40.33 60.5 (M:60.5) 1 1 0
K.CAPQQYLHGAVAADTET
CSNIGR.D

Carbamidomethyl: 1, 18; 
Dimethyl:2H(4): 1



6917 true 2820 2551.3393 2550.3217 1 4.03 252.15 50 24.1 (M:24.1) 2 1 0
R.EATESFASDPITYRPVAIA
LDTK.G Dimethyl: 1, 23

6918 true 2373 2554.2062 2553.2398 1 -15.99 318.29 38.67 24.9 (M:24.9) 1 1 0
K.FQNVNSVTLFVQSNHGD
EETTR.I Dimethyl:2H(4): 1

6919 true 2686 2558.369 2557.3735 1 -4.63 200.92 48.5 17.5 (M:17.5) 1 1 0
K.HPLDELGVLCPTGCELQT
TLLK.Q

Carbamidomethyl: 10, 14; 
Dimethyl:2H(4): 1, 22

6920 true 4103 2559.359 2558.3719 1 -7.89 345.21 42.67 69.6 (M:69.6) 2 1 0
R.EATESFASDPITYRPVAIA
LDTK.G Dimethyl:2H(4): 1, 23



6921 true 5789 2571.317 2570.3268 1 -6.66 319.95 50.67 34.7 (M:34.7) 1 1 0
K.FVSISDLFAPTDLGTESQIF
ISR.T Dimethyl: 1

6922 true 2736 2572.3199 2571.2969 1 6.13 215.56 49.17 124.0 (M:124.0) 1 1 0
K.TFGHELSEFGLDNSVGEA
PVVAIR.T Dimethyl: 1

6923 true 4582 2573.294 2572.3335 1 -18.16 289.12 44.5 131.7 (M:131.7) 1 1 0
K.GVDVICADGATVYAPFSG
ELSGPVK.F

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 25

6924 true 2941 2574.2518 2573.1863 1 22.63 247.47 50.83 47.0 (M:47.0) 1 1 0
K.EPFDLEAFYTHPHEVPYP
DSR.I Dimethyl: 1



6925 true 2640 2576.3426 2575.322 1 5.16 224.67 49.17 155.2 (M:155.2) 1 1 0
K.TFGHELSEFGLDNSVGEA
PVVAIR.T Dimethyl:2H(4): 1

6926 true 2925 2578.2394 2577.2114 1 8.02 245.19 50.83 83.2 (M:83.2) 1 1 0
K.EPFDLEAFYTHPHEVPYP
DSR.I Dimethyl:2H(4): 1

6927 true 1134 2578.2516 2577.2587 1 -5.59 200.52 38.83 94.1 (M:94.1) 1 1 0
K.TGDFQLHTNVNDGSEFG
GSIYQK.V Dimethyl:2H(4): 1, 23

6928 true 1091 2582.0767 2581.0788 1 -3.6 257.68 38.17 136.7 (M:136.7) 2 1 0
R.TGTCNFDEYFSEGCAPGS
PPNSR.L

Carbamidomethyl: 4, 14; 
Dimethyl:2H(4): 1



6929 true 2842 2586.3475 2585.3347 1 2.12 330.08 39.67 66.5 (M:66.5) 1 1 0
R.SLTAASAALPSAGAGGA
GGTGTAGAAGPDIR.R Dimethyl:2H(4): 1

6930 true 1814 2587.3946 2586.3617 1 9.9 236.61 31.67 78.4 (M:78.4) 1 1 0
K.GLFNVVQGGAATGQFLC
HHPDVAK.I

Carbamidomethyl: 17; 
Dimethyl:2H(4): 1, 24

6931 true 1490 2588.2395 2587.2411 1 -3.41 294.59 34 113.0 (M:113.0) 1 1 0
R.QAFTDVATGSLGQGLGA
ACGMAYTGK.F

Carbamidomethyl: 19; 
Dimethyl: 1, 26

6932 true 2130 2588.2688 2587.2726 1 -4.27 171.84 34.5 157.5 (M:157.5) 1 1 0
K.LVQDVANNTNEEAGDGT
TTATVLAR.A Dimethyl: 1



6933 true 3639 2588.3453 2587.3282 1 3.78 192.37 55.67 21.8 (M:21.8) 1 1 0
K.NLSPVVSNELLEQAFSQF
GPVER.A Dimethyl: 1

6934 true 1789 2588.3713 2587.3435 1 7.92 409.99 27.67 19.9 (M:19.9) 1 1 0
R.ASDELHYTYLDTFGRPVIV
AHK.N Dimethyl: 1, 22

6935 true 2090 2592.2924 2591.2977 1 -4.82 206.38 34.5 175.8 (M:175.8) 1 1 0
K.LVQDVANNTNEEAGDGT
TTATVLAR.A Dimethyl:2H(4): 1

6936 true 3687 2592.3649 2591.3533 1 1.66 251.72 55.83 36.3 (M:36.3) 1 1 0
K.NLSPVVSNELLEQAFSQF
GPVER.A Dimethyl:2H(4): 1



6937 true 4104 2595.1812 2594.2078 1 -13.03 230.78 42.33 63.0 (M:63.0) 2 1 0
K.ITYHPDGQDGQAYEIDFT
PPFR.R Dimethyl: 1

6938 true 1491 2596.286 2595.2913 1 -4.84 278.09 34 159.4 (M:159.4) 1 1 0
R.QAFTDVATGSLGQGLGA
ACGMAYTGK.F

Carbamidomethyl: 19; 
Dimethyl:2H(4): 1, 26

6939 true 1790 2596.4208 2595.3937 1 7.63 336.3 27.67 124.5 (M:124.5) 1 1 0
R.ASDELHYTYLDTFGRPVIV
AHK.N Dimethyl:2H(4): 1, 22

6940 true 4105 2599.2099 2598.2329 1 -11.63 277.85 42.33 83.7 (M:83.7) 2 1 0
K.ITYHPDGQDGQAYEIDFT
PPFR.R Dimethyl:2H(4): 1



6941 true 3145 2599.2475 2598.2512 1 -4.2 225.84 38.33 25.8 (M:25.8) 1 1 0
K.GVNCIDYYSGGDKPYLIS
GADDR.L

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 13

6942 true 2621 2599.4969 2598.4706 1 7.28 110.81 30.17 75.3 (M:75.3) 1 1 0
R.VETGVLKPGMVVTFAPV
NVTTEVK.S Dimethyl: 1, 7, 24

6943 true 4544 2600.2064 2599.2019 1 -1.05 265.31 44.17 38.1 (M:38.1) 1 1 0
R.YCVGDEVSMADLCLVPQ
AANAER.Y

Carbamidomethyl: 2, 13; 
Dimethyl:2H(4): 1

6944 true 2556 2601.2481 2600.2442 1 -1.28 287.66 40.33 61.9 (M:61.9) 1 1 0
R.VLGFPCNQFGHQENATN
EEILR.S

Carbamidomethyl: 6; 
Dimethyl: 1



6945 true 2709 2605.2674 2604.2693 1 -3.5 326.26 40.33 103.8 (M:103.8) 1 1 0
R.VLGFPCNQFGHQENATN
EEILR.S

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

6946 true 2204 2608.2487 2607.2565 1 -5.79 234.32 35 49.7 (M:49.7) 2 1 1
R.NPPAVAQPDFSSDEEREP
TPIGAR.G Dimethyl: 1

6947 true 5748 2608.3311 2607.34 1 -6.22 265.51 52.33 19.0 (M:19.0) 1 1 1
R.KGNYVADLGAMVVTGL
GGNPMAVVSK.Q

Oxidation: 11, 21; Dimethyl: 
26

6948 false 5748 2608.3311 2607.355 1 -11.95 317.19 52.33 17.0 (M:17.0) 1 2 0
R.VTDGALVVVDCVSGVCV
QTETVLR.Q

Carbamidomethyl: 11, 16; 
Dimethyl:2H(4): 1



6949 true 2526 2609.3759 2608.3988 1 -11.58 445.39 39.5 44.7 (M:44.7) 1 1 0
K.SYSPELIVHPVLDSPNAV
HEVDK.W Dimethyl:2H(4): 1, 23

6950 true 1292 2610.3485 2609.335 1 2.37 329.22 24.33 27.1 (M:27.1) 1 1 0
R.DQQQKPLYHHFTTAINTE
NIR.L Dimethyl: 1, 5

6951 true 1806 2611.5673 2610.546 1 5.38 146.67 26.83 112.6 (M:112.6) 2 1 0
R.VETGVLKPGMVVTFAPV
NVTTEVK.S Dimethyl:2H(4): 1, 7, 24

6952 true 4641 2612.2317 2611.2335 1 -3.49 482.1 52.33 40.0 (M:40.0) 5 1 0
K.LCYVALDFENEMATAASS
SSLEK.S

Carbamidomethyl: 2; 
Dimethyl:2H(4): 23; 
Oxidation: 12; Dimethyl: 1



6953 true 4641 2612.2317 2611.2335 1 -3.49 482.1 52.33 40.0 (M:40.0) 5 1 0
K.LCYVALDFENEMATAASS
SSLEK.S

Carbamidomethyl: 2; 
Dimethyl:2H(4): 23; 
Oxidation: 12; Dimethyl: 1

6954 false 5892 2612.2453 2611.2335 1 1.72 281.26 52.5 24.3 (M:24.3) 1 13.15 2 0
K.LCYVALDFENEMATAASS
SSLEK.S

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1; 
Oxidation: 12; Dimethyl: 23

6955 false 5892 2612.2453 2611.2335 1 1.72 281.26 52.5 24.3 (M:24.3) 1 13.15 2 0
K.LCYVALDFENEMATAASS
SSLEK.S

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1; 
Oxidation: 12; Dimethyl: 23

6956 true 1749 2612.2876 2611.2816 1 -0.49 264.84 42.67 34.5 (M:34.5) 1 1 1
R.NPPAVAQPDFSSDEEREP
TPIGAR.G Dimethyl:2H(4): 1



6957 true 5949 2614.2452 2613.2794 1 -15.84 246.62 54.17 97.5 (M:97.5) 1 1 0
K.LCYVALDFEQEMATAASS
SSLEK.S

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 23

6958 true 5949 2614.2452 2613.2794 1 -15.84 246.62 54.17 97.5 (M:97.5) 1 1 0
K.LCYVALDFEQEMATAASS
SSLEK.S

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 23

6959 true 2872 2615.4246 2614.4168 1 0.19 293.34 41 33.0 (M:33.0) 1 1 0
K.TELAEPIAIRPTSETVMYP
AYAK.W Dimethyl:2H(4): 1, 23

6960 true 3651 2616.3371 2615.3595 1 -11.34 210.08 43.5 22.2 (M:22.2) 1 1 0
R.THTQDAVPLTLGQEFSGY
VQQIK.Y Dimethyl: 1, 23



6961 true 2292 2617.4386 2616.3744 1 21.76 167.25 30 92.2 (M:92.2) 1 1 0
K.TCNVLVALEQQSPDIAQG
VHLHR.D

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

6962 true 248 2621.4192 2620.376 1 13.7 -1 20.83 18.2 (M:18.2) 1 50 1 1
K.TAFITNFSMTIDGITYPGN
IKEK.E

Dimethyl:2H(4): 1; 
Dimethyl: 21

6963 true 4338 2623.2918 2622.2966 1 -4.61 255.8 43.33 66.3 (M:66.3) 1 1 0
K.FNDEHIPESPYLVPIIAPSD
DAR.R Dimethyl: 1

6964 true 3250 2623.3762 2622.3653 1 1.37 253.27 52 16.5 (M:16.5) 1 1 0
R.AVEYLLTGIPGSPEAERPP
VQESR.A Dimethyl: 1



6965 true 3622 2624.3885 2623.4097 1 -10.85 229.74 43.5 155.2 (M:155.2) 1 1 0
R.THTQDAVPLTLGQEFSGY
VQQIK.Y Dimethyl:2H(4): 1, 23

6966 false 2071 2625.4836 2624.5125 1 -13.77 232.14 34.33 16.2 (M:16.2) 1 4 1
K.VVAPTISSPVCQEQLIEAG
KLVAK.S

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1; 
Dimethyl: 20, 24

6967 true 2071 2625.4836 2624.4425 1 12.88 247.38 34.33 41.2 (M:41.2) 1 1 0
K.IDLALEQGDALALYEALAT
PALGLR.G Dimethyl: 1

6968 true 4300 2627.318 2626.3217 1 -4.18 364.71 43.33 56.0 (M:56.0) 1 1 0
K.FNDEHIPESPYLVPIIAPSD
DAR.R Dimethyl:2H(4): 1



6969 true 2200 2627.5736 2626.5409 1 9.69 177.28 28.33 91.1 (M:91.1) 1 1 0
R.VETGVLKPGMVVTFAPV
NVTTEVK.S

Dimethyl:2H(4): 1, 7, 24; 
Oxidation: 10

6970 true 3329 2629.2548 2628.2602 1 -4.81 392.6 32.5 30.5 (M:30.5) 1 1 0
R.AQASNSMAASYPAQQA
SSASLVAAYR.A Dimethyl: 1

6971 true 1756 2632.3401 2631.3349 1 -0.77 205.88 35.17 80.3 (M:80.3) 1 100 1 0
K.ENALVQMADGNQAQLA
MSHLNGQK.L Dimethyl:2H(4): 1, 24

6972 true 737 2633.2946 2632.2825 1 1.84 474.55 30.67 24.8 (M:24.8) 1 1 0
K.ENAGAAEKPITIHATPEG
CSEACR.M

Carbamidomethyl: 19, 23; 
Dimethyl:2H(4): 1, 8



6973 true 1560 2634.4275 2633.3987 1 8.19 406.16 26.67 55.3 (M:55.3) 1 1 0
K.VGEICQITCKPEYAYGLAG
SPPK.I

Carbamidomethyl: 5, 9; 
Dimethyl:2H(4): 1, 10, 23

6974 true 4924 2636.3233 2635.3316 1 -5.9 311.35 46.5 69.6 (M:69.6) 1 1 0
K.GVDVICTDGSIVYAPFSG
QLSGPIR.F

Carbamidomethyl: 6; 
Dimethyl: 1

6975 true 1518 2638.2585 2637.232 1 7.29 394.58 26.5 16.9 (M:16.9) 1 1 0
M.SFDPNLLHNNGHNGYP
NGTSATLR.E Acetyl: 1

6976 true 1773 2639.3919 2638.3643 1 7.72 221.81 26.67 122.7 (M:122.7) 2 1 0
R.AGGAGIPAFYTSTGYGTL
VQEGGAPIK.Y Dimethyl: 1, 27



6977 true 2375 2640.3671 2639.3567 1 1.18 275.8 47.33 91.6 (M:91.6) 2 1 0
K.GVDVICTDGSIVYAPFSG
QLSGPIR.F

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

6978 true 1207 2641.2637 2640.282 1 -9.67 137.61 39.17 50.9 (M:50.9) 1 1 0
K.YPALHKPENQDIDWSSIE
GETR.E Dimethyl: 1, 6

6979 true 3117 2645.4428 2644.4436 1 -3.06 89.31 32.17 145.8 (M:145.8) 2 1 0
R.IITITGTQDQIQNAQYLLQ
NSVK.Q Dimethyl: 1, 23

6980 true 1807 2647.4362 2646.4145 1 5.46 220.77 26.67 98.2 (M:98.2) 2 1 0
R.AGGAGIPAFYTSTGYGTL
VQEGGAPIK.Y Dimethyl:2H(4): 1, 27



6981 true 3688 2651.4366 2650.4228 1 2.46 264.22 56 142.0 (M:142.0) 1 1 0
R.AGLGPEEVSEVVLGQVLT
AGAGQNPAR.Q Dimethyl:2H(4): 1

6982 true 3148 2653.491 2652.4938 1 -3.8 116.02 32.17 66.4 (M:66.4) 1 1 0
R.IITITGTQDQIQNAQYLLQ
NSVK.Q Dimethyl:2H(4): 1, 23

6983 true 1513 2658.4712 2657.4115 1 19.73 229.07 34.33 50.1 (M:50.1) 1 1 0
R.SGFPQPGIDPSTGLPSGL
PPGAVPPGAR.F Dimethyl:2H(4): 1

6984 true 953 2672.2578 2671.2521 1 -0.59 304.38 22.67 43.7 (M:43.7) 1 1 0
R.HHNQSTAINLNNPDSQS
MHLETR.L Dimethyl: 1



6985 true 4025 2672.3765 2671.3941 1 -9.32 161.43 45.5 37.4 (M:37.4) 1 1 0
K.AGEALVCHPDVPLISFTG
STLTAQR.I

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6986 true 3653 2673.3185 2672.3051 1 2.31 274.6 43.83 99.1 (M:99.1) 1 1 0
R.QQLPTFLQQMQNPDTLS
AMSNPR.A Dimethyl: 1

6987 true 3028 2674.1055 2673.0932 1 1.86 328.19 40.33 124.7 (M:124.7) 1 1 0
R.SMDSYLNQSYGMESHG
GGGGGGGGGGNR.F Dimethyl: 1

6988 true 954 2676.2793 2675.2772 1 -1.93 299.42 22.67 30.9 (M:30.9) 1 1 0
R.HHNQSTAINLNNPDSQS
MHLETR.L Dimethyl:2H(4): 1



6989 true 3654 2677.3383 2676.3302 1 0.34 374.72 44 108.4 (M:108.4) 1 1 0
R.QQLPTFLQQMQNPDTLS
AMSNPR.A Dimethyl:2H(4): 1

6990 true 3029 2678.1215 2677.1183 1 -1.54 363.83 40.33 70.0 (M:70.0) 1 1 0
R.SMDSYLNQSYGMESHG
GGGGGGGGGGNR.F Dimethyl:2H(4): 1

6991 true 2016 2679.3087 2678.3284 1 -10.06 327.4 36.5 52.4 (M:52.4) 1 1 0
K.STVCGPESFTADHKPLM
GEAPEVR.G

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 14

6992 false 2953 2683.337 2682.3619 1 -11.97 220.05 31.5 15.2 (M:15.2) 1 2 1
K.AAQGSPGSGMSCSKAAI
VNISSIGGSIK.E

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1; 
Oxidation: 10



6993 true 2953 2683.337 2682.3038 1 9.67 213.31 31.5 55.5 (M:55.5) 1 1 0
R.GAGYTFGQDISETFNHA
NGLTLVSR.A Dimethyl: 1

6994 true 3074 2683.5262 2682.5109 1 2.99 199.98 31.5 20.4 (M:20.4) 1 1 0
M.PVPPPPAPPPPPTLALA
NTEKPTLSR.S Dimethyl: 21

6995 true 22 2684.1517 2683.1594 1 -5.57 216.71 25 114.7 (M:114.7) 1 1 1
R.EDGNEEDKENQGDETQ
GQQPPQR.R Dimethyl: 1, 8

6996 true 2954 2687.3636 2686.3289 1 10.2 316.12 31.5 64.4 (M:64.4) 1 1 0
R.GAGYTFGQDISETFNHA
NGLTLVSR.A Dimethyl:2H(4): 1



6997 true 23 2692.2036 2691.2096 1 -4.94 330.18 25 136.5 (M:136.5) 1 1 1
R.EDGNEEDKENQGDETQ
GQQPPQR.R Dimethyl:2H(4): 1, 8

6998 true 509 2696.3943 2695.3653 1 8.05 393.7 21.83 23.5 (M:23.5) 1 1 0
K.GRPAPGFHHGDGPGNA
VQEIMIPASK.A Dimethyl: 1, 26

6999 true 4655 2698.3862 2697.4101 1 -11.56 331.73 44.83 113.6 (M:113.6) 1 1 0
K.AIANNEADAISLDGGQVF
EAGLAPYK.L Dimethyl:2H(4): 1, 26

7000 true 3149 2702.3833 2701.3785 1 -0.94 103.6 32.17 49.6 (M:49.6) 1 1 0
K.SATLSTSPACPPFTPLNFE
ATPIVR.V

Carbamidomethyl: 10; 
Dimethyl: 1



7001 true 1994 2703.52 2702.5185 1 -2.15 175.12 27 39.5 (M:39.5) 1 1 0
R.KPADLQNLAPGTHPPFIT
YNGEVK.T Dimethyl:2H(4): 1, 1, 24

7002 true 4339 2706.1495 2705.1585 1 -6.03 264.09 43.5 192.7 (M:192.7) 1 1 0
M.ADELDFTTGDAGASSTY
PMQCSALR.K

Carbamidomethyl: 21; 
Acetyl: 1

7003 true 1394 2710.3617 2709.361 1 -2.41 428.25 33.5 40.7 (M:40.7) 1 1 0
K.LGHGLLSGEYSKPASAEG
EQQPDQK.G Dimethyl: 1, 12, 25

7004 true 1737 2712.4604 2711.4516 1 0.56 196.28 35 31.6 (M:31.6) 1 1 0
R.VLRPQVTAVAQQNQGD
VPEPQDMK.V Dimethyl:2H(4): 1, 24



7005 true 1944 2723.3706 2722.3814 1 -6.63 176.72 36.17 28.1 (M:28.1) 1 1 0
R.SEAEEAITNFNGHKPPGS
SEPITVK.F Dimethyl: 1, 14, 25

7006 true 2827 2730.3446 2729.3126 1 9.08 164.24 40.83 52.2 (M:52.2) 1 1 1
K.KEPFDLEAFYTHPHEVPY
PDSR.I Dimethyl: 1, 1

7007 true 2747 2733.1758 2732.1851 1 -6.09 304.03 30.33 42.7 (M:42.7) 1 1 0
R.GGGGSFGYSYGGGSGGG
FSASSLGGGFGGGSR.G Dimethyl: 1

7008 true 2791 2737.2325 2736.2102 1 5.49 439.27 30.33 58.0 (M:58.0) 1 1 0
R.GGGGSFGYSYGGGSGGG
FSASSLGGGFGGGSR.G Dimethyl:2H(4): 1



7009 true 2784 2738.3821 2737.3628 1 4.38 317.27 40.83 20.8 (M:20.8) 1 1 1
K.KEPFDLEAFYTHPHEVPY
PDSR.I Dimethyl:2H(4): 1, 1

7010 true 3267 2745.0645 2744.0688 1 -4.2 185.02 39 158.2 (M:158.2) 1 1 0
R.GAYGGGYGGYDDYNGY
NDGYGFGSDR.F Dimethyl: 1

7011 true 1214 2748.3616 2747.3701 1 -5.74 193.99 23.67 23.4 (M:23.4) 1 1 0
K.VLTPTQVQHRPTSIEWD
GCDPQK.L

Carbamidomethyl: 19; 
Dimethyl: 1, 23

7012 true 3268 2749.0854 2748.0939 1 -5.74 199.84 39 135.9 (M:135.9) 1 1 0
R.GAYGGGYGGYDDYNGY
NDGYGFGSDR.F Dimethyl:2H(4): 1



7013 true 2440 2756.5809 2755.5611 1 4.52 212.95 46.67 67.2 (M:67.2) 1 1 0
R.QGIVDLSLPLAAEPALGTY
TIHVEGK.T Dimethyl:2H(4): 1, 26

7014 true 2852 2766.2182 2765.2264 1 -5.59 189.01 37.33 149.1 (M:149.1) 1 1 0
K.QPEIDQEVYDDVGEQDSI
SSQSGGR.N Dimethyl: 1

7015 true 2470 2767.4983 2766.4614 1 10.67 240.88 30.67 84.8 (M:84.8) 1 1 0
R.QTVADQVLVGSYCVFSN
QGGIVHPK.T

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 25

7016 true 1657 2785.3159 2784.3041 1 1.6 175.96 25.33 46.1 (M:46.1) 1 1 0
K.TGLGGTPAHAGFNSGDE
TNYYNIPGSR.T Dimethyl:2H(4): 1



7017 true 5438 2786.3872 2785.4047 1 -8.91 275.42 48.33 49.8 (M:49.8) 1 1 0
R.DVAELLAAHPPADPPSIA
VDLFHCAQ.-

Carbamidomethyl: 24; 
Dimethyl:2H(4): 1

7018 true 4926 2787.3689 2786.3731 1 -4.14 293.04 45.83 75.8 (M:75.8) 1 1 0
R.AEPQFLLAQNVATCSDPL
EVCLQR.Q

Carbamidomethyl: 14, 21; 
Dimethyl: 1

7019 true 1093 2788.3152 2787.3286 1 -7.42 216.47 38.17 51.6 (M:51.6) 1 1 0
K.FACNGTVIEHPEYGEVIQ
LQGDQR.K

Carbamidomethyl: 3; 
Dimethyl: 1

7020 true 4894 2791.392 2790.3982 1 -4.86 274.34 45.83 68.8 (M:68.8) 1 1 0
R.AEPQFLLAQNVATCSDPL
EVCLQR.Q

Carbamidomethyl: 14, 21; 
Dimethyl:2H(4): 1



7021 true 1911 2794.4535 2793.5091 1 -22.49 466.57 36 16.6 (M:16.6) 1 1 0
R.HQSELKPGAPEPQILDYQ
TQQYK.L Dimethyl:2H(4): 1, 6, 23

7022 false 2979 2798.3548 2797.3353 1 4.38 248.01 41.67 20.8 (M:20.8) 1 2 0
K.AYHEQLSVAEITNSCFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

7023 true 2979 2798.3548 2797.3353 1 4.38 270.19 41.67 41.3 (M:41.3) 1 1 0
K.AYHEQLSVAEITNACFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1; 
Oxidation: 22

7024 false 2979 2798.3548 2797.3353 1 4.38 248.01 41.67 20.8 (M:20.8) 1 2 0
R.AYHEQLSVAEITNSCFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1



7025 true 2738 2802.3783 2801.3508 1 7.21 280.1 49.67 118.6 (M:118.6) 2 1 0
K.QTQTFTTYSDNQPGVLIQ
VYEGER.A Dimethyl: 1

7026 true 2980 2806.3421 2805.3466 1 -4.21 339.7 41.67 51.1 (M:51.1) 1 1 0
K.AYHEQLSVAEITNACFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl: 1, 24

7027 true 2590 2806.4019 2805.3759 1 6.68 270.72 49.67 155.1 (M:155.1) 2 1 0
K.QTQTFTTYSDNQPGVLIQ
VYEGER.A Dimethyl:2H(4): 1

7028 true 1295 2807.4162 2806.416 1 -2.52 326.77 24.5 38.9 (M:38.9) 1 1 0
K.TNHIGHTGYLNTVTVSPD
GSLCASGGK.D

Carbamidomethyl: 22; 
Dimethyl:2H(4): 1, 27



7029 true 4995 2812.3296 2811.3439 1 -7.65 281.86 46.17 46.9 (M:46.9) 1 1 1
K.LSEGANNGSDFDVFAFIS
NDTDKER.E Dimethyl:2H(4): 1, 23

7030 true 3923 2812.4457 2811.4968 1 -20.78 368.2 46.67 53.9 (M:53.9) 1 1 0
R.CDFITVHTPLLPSTTGLLN
DSTFAK.C

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 25

7031 false 2982 2814.3911 2813.3302 1 19.06 347.9 41.67 29.9 (M:29.9) 2 2 0
R.AYHEQLSVAEITNSCFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1; 
Oxidation: 22

7032 false 2982 2814.3911 2813.3302 1 19.06 347.9 41.67 29.9 (M:29.9) 2 2 0
K.AYHEQLSVAEITNSCFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1; 
Oxidation: 22



7033 true 2982 2814.3911 2813.3968 1 -4.6 323.38 41.67 89.8 (M:89.8) 2 1 0
K.AYHEQLSVAEITNACFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 24

7034 true 2277 2816.4352 2815.4225 1 1.95 94.44 28.67 53.1 (M:53.1) 1 1 0
K.VTATHGDTCPEPEGLLQV
ALQGTPHR.V

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

7035 true 1245 2817.5121 2816.4744 1 10.79 463.17 23 16.6 (M:16.6) 1 1 0
R.GVAMNPVEHPFGGGNH
QHIGKPSTIR.R

Dimethyl:2H(4): 1, 21; 
Oxidation: 4

7036 true 3991 2818.3814 2817.3789 1 -1.7 371.93 45.17 55.6 (M:55.6) 1 1 0
R.SAMVAQLDGTTPVCETI
GSHLLNYGR.R

Carbamidomethyl: 14; 
Dimethyl: 1



7037 true 1765 2819.3354 2818.3531 1 -8.86 137.04 29.67 49.0 (M:49.0) 3 98.17 1 0
K.HTGPGILSMANAGPNTN
GSQFFICTAK.T

Carbamidomethyl: 24; 
Dimethyl: 27

7038 true 3992 2822.3848 2821.4041 1 -9.41 417.6 45.17 60.8 (M:60.8) 1 1 0
R.SAMVAQLDGTTPVCETI
GSHLLNYGR.R

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

7039 true 5407 2822.4162 2821.4292 1 -7.17 319.66 49.5 111.9 (M:111.9) 3 1 0
K.GEADAVALDGGLVYTAG
VCGLVPVMAER.Y

Carbamidomethyl: 19; 
Dimethyl:2H(4): 1

7040 true 346 2829.3118 2828.33 1 -9.03 243.4 27.33 43.0 (M:43.0) 1 1 0
R.SGEGQSGAEPEGAAGGP
GAEEEKPPAENR.G Dimethyl:2H(4): 1, 23



7041 true 3027 2830.3677 2829.3917 1 -11.04 351.56 41.67 72.1 (M:72.1) 1 1 0
R.AYHEQLSVAEITNSCFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 24

7042 true 3027 2830.3677 2829.3917 1 -11.04 351.56 41.67 72.1 (M:72.1) 1 1 0
K.AYHEQLSVAEITNSCFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 24

7043 false 3027 2830.3677 2829.3917 1 -11.04 328.39 41.67 66.4 (M:66.4) 2 2 0
K.AYHEQLSVAEITNACFEP
ANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 24; 
Oxidation: 22

7044 true 1766 2833.3839 2832.3323 1 15.65 131.31 29.67 88.5 (M:88.5) 2 1 0
K.HEGPGVLSMANAGPNT
NGSQFFICTAK.T

Carbamidomethyl: 24; 
Dimethyl: 27



7045 true 5488 2836.3834 2835.3927 1 -5.85 226.87 48.5 60.4 (M:60.4) 1 1 0
R.VEQIAAIAQELNELDYYD
SPSVNAR.C Dimethyl: 1

7046 true 5488 2836.3834 2835.3927 1 -5.85 226.87 48.5 60.4 (M:60.4) 1 1 0
R.VEQIAAIAQELNELDYYD
SPSVNAR.C Dimethyl: 1

7047 true 5749 2837.4107 2836.4433 1 -14.04 213.21 52.5 15.7 (M:15.7) 1 1 0
K.IPVIENLGATLDQFDAIDF
SDNEIR.K Dimethyl:2H(4): 1

7048 true 2426 2839.3994 2838.3731 1 6.7 341.36 29.33 33.5 (M:33.5) 2 1 0
K.HTGPGILSMANAGPNTN
GSQFFICTAK.T

Carbamidomethyl: 24; 
Dimethyl:2H(4): 27; 
Oxidation: 9



7049 true 1741 2839.6955 2838.662 1 9.22 170 31.17 15.2 (M:15.2) 1 1 0
R.QKPILPKPEDLAVICFTSG
TTGNPK.G

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 2, 7, 25

7050 true 5489 2840.4106 2839.4178 1 -5.07 233.5 48.5 83.0 (M:83.0) 1 1 0
R.VEQIAAIAQELNELDYYD
SPSVNAR.C Dimethyl:2H(4): 1

7051 true 5489 2840.4106 2839.4178 1 -5.07 233.5 48.5 83.0 (M:83.0) 1 1 0
R.VEQIAAIAQELNELDYYD
SPSVNAR.C Dimethyl:2H(4): 1

7052 true 1488 2841.4256 2840.4643 1 -16.18 317.3 34.17 19.7 (M:19.7) 1 1 1
K.GPLGKPGLPGMPGADGP
PGHPGKEGPPGEK.G Dimethyl: 5, 23



7053 true 2843 2842.328 2841.3335 1 -4.52 204.25 39.5 79.1 (M:79.1) 1 1 0
R.NLKPVCGTDGSTYSNECG
ICLYNR.E

Carbamidomethyl: 6, 17, 20; 
Dimethyl:2H(4): 1, 3

7054 true 3798 2842.5006 2841.4997 1 -2.23 196.56 57.33 143.7 (M:143.7) 1 1 0
R.LVNPLAEPLNNCIFVVEG
AGLTEGQR.I

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

7055 true 1745 2845.5693 2844.5498 1 4.32 248.84 27.5 84.0 (M:84.0) 1 1 0
R.QVVQDTIQVFQHAVPAE
GKPVTNQK.N Dimethyl: 1, 19, 25

7056 true 2776 2847.4295 2846.3844 1 13.28 200.75 35.83 128.6 (M:128.6) 3 1 0
K.HTGPGILSMANAGPNTN
GSQFFICTAK.T

Carbamidomethyl: 24; 
Dimethyl: 1, 27



7057 true 2710 2849.4513 2848.4641 1 -7.02 169.93 40.33 34.8 (M:34.8) 1 1 0
R.TAPTSTIAPGVVMASSPA
LPTQPAEEAAR.K Dimethyl: 1

7058 true 2314 2854.4294 2853.3987 1 8.21 354.46 32.83 36.8 (M:36.8) 1 1 0
R.SGPFGQIFRPDNFVFGQS
GAGNNWAK.G Dimethyl: 1, 26

7059 true 2314 2854.4294 2853.3987 1 8.21 354.46 32.83 36.8 (M:36.8) 1 1 0
R.SGPFGQIFRPDNFVFGQS
GAGNNWAK.G Dimethyl: 1, 26

7060 true 2314 2854.4294 2853.3987 1 8.21 354.46 32.83 36.8 (M:36.8) 1 1 0
R.SGPFGQIFRPDNFVFGQS
GAGNNWAK.G Dimethyl: 1, 26



7061 true 1832 2855.446 2854.4346 1 1.46 201.28 29.83 43.6 (M:43.6) 4 1 0
K.HTGPGILSMANAGPNTN
GSQFFICTAK.T

Carbamidomethyl: 24; 
Dimethyl:2H(4): 1, 27

7062 true 1746 2857.6434 2856.6251 1 3.87 335.73 27.5 68.4 (M:68.4) 1 1 0
R.QVVQDTIQVFQHAVPAE
GKPVTNQK.N Dimethyl:2H(4): 1, 19, 25

7063 true 2592 2858.226 2857.2542 1 -12.38 276.93 39.67 84.0 (M:84.0) 1 1 0
K.CDNSSMSLQMGSNQGA
NQSGQVFGLGR.Q

Carbamidomethyl: 1; 
Dimethyl: 1

7064 true 5321 2862.409 2861.4285 1 -9.36 306.6 47.83 41.2 (M:41.2) 1 1 0
K.SSEMNVLIPTEGGDFTEF
PVPEQFK.T Dimethyl:2H(4): 1, 25



7065 true 2088 2863.3603 2862.3793 1 -9.17 226.65 27.67 17.0 (M:17.0) 1 1 0
K.HTGPGILSMANAGPNTN
GSQFFICTAK.T

Carbamidomethyl: 24; 
Oxidation: 9; Dimethyl: 1, 27

7066 true 1908 2865.4128 2864.3884 1 5.97 330.17 45.67 88.9 (M:88.9) 2 1 1
K.IAQLESHCQEPCKDTAEI
QETTGR.D

Carbamidomethyl: 8, 12; 
Dimethyl:2H(4): 1, 13

7067 true 2309 2869.4132 2868.4138 1 -2.76 354.07 28.67 19.3 (M:19.3) 1 1 0
K.HEGPGVLSMANAGPNT
NGSQFFICTAK.T

Carbamidomethyl: 24; 
Dimethyl:2H(4): 1, 27

7068 true 879 2871.4413 2870.4295 1 1.58 343.05 21.67 18.6 (M:18.6) 1 1 0
K.HTGPGILSMANAGPNTN
GSQFFICTAK.T

Carbamidomethyl: 24; 
Dimethyl:2H(4): 1, 27; 
Oxidation: 9



7069 true 2131 2873.2537 2872.257 1 -3.67 201.37 34.5 70.4 (M:70.4) 1 1 0
M.AESHSAAGQGEYVPLSG
CGTPGSEPETR.R

Carbamidomethyl: 18; 
Acetyl: 1

7070 true 3954 2877.4158 2876.3585 1 17.37 395.32 36 25.5 (M:25.5) 1 1 0
K.HEGPGVLSMANAGPNT
NGSQFFICTAK.T

Carbamidomethyl: 24; 
Oxidation: 9; Dimethyl: 1, 27

7071 true 1546 2881.5079 2880.4981 1 0.87 214.11 41.5 40.1 (M:40.1) 1 1 1
K.QLPTAAPDKTEVTGDHIP
TPQDLPQR.K Dimethyl: 1, 9

7072 true 5291 2898.451 2897.4553 1 -4 178.47 47.5 94.8 (M:94.8) 1 1 0
K.EGTDTSQGIPQLVSNINA
CQVIAEAVR.T

Carbamidomethyl: 19; 
Dimethyl: 1



7073 true 3177 2899.299 2898.3243 1 -11.23 235.05 38.5 41.7 (M:41.7) 1 1 0
K.ECPVDRPGQVADFTEAY
NEQYGAVR.T

Carbamidomethyl: 2; 
Dimethyl: 1

7074 true 5292 2902.4742 2901.4804 1 -4.65 210.09 47.5 159.2 (M:159.2) 1 1 0
K.EGTDTSQGIPQLVSNINA
CQVIAEAVR.T

Carbamidomethyl: 19; 
Dimethyl:2H(4): 1

7075 true 3178 2903.3259 2902.3494 1 -10.59 186.2 38.5 32.3 (M:32.3) 1 1 0
K.ECPVDRPGQVADFTEAY
NEQYGAVR.T

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

7076 true 367 2916.3966 2915.3604 1 9.91 262.84 20.67 33.6 (M:33.6) 1 1 0
K.SCSPDSPFPAHPGTAACC
LHQGLEQK.L

Carbamidomethyl: 2, 17, 18; 
Dimethyl:2H(4): 1, 26



7077 true 3431 2929.418 2928.4141 1 -1.16 209.38 53.17 83.3 (M:83.3) 1 1 0
K.IGEEQSPEDAEDGPPELLF
IHGGHTAK.I Dimethyl: 1, 27

7078 true 1828 2938.472 2937.4522 1 4.25 289.09 27.83 99.8 (M:99.8) 1 1 0
K.QQPAQFTNPETPGYVGF
ANLPNQVHR.K Dimethyl: 1

7079 true 3269 2952.5309 2951.5492 1 -8.65 289.36 43.5 62.2 (M:62.2) 1 1 1
R.CKDDEFTHLYTLIVRPDN
TYEVK.I

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 2, 23

7080 true 4545 2977.4965 2976.5131 1 -8.02 259.18 44.33 19.1 (M:19.1) 1 1 0
K.VSDSISTQYPVVDHEFDA
VVVGAGGAGLR.A Dimethyl:2H(4): 1



7081 true 4927 2979.5282 2978.5237 1 -0.93 218.81 45.83 35.5 (M:35.5) 1 1 0
K.EAVNGDADEVILPNTYGV
EPLPQEILR.K Dimethyl: 1

7082 true 1861 2987.4101 2986.3848 1 6.04 380.71 26.5 31.4 (M:31.4) 1 1 0
R.TGAGGPENFQVGTMPQ
AQMQITSGQMHR.G Dimethyl: 1

7083 true 4585 2990.3693 2989.3586 1 1.15 223.44 44.5 40.2 (M:40.2) 1 1 0
R.HADEPQPLPYDGVDGA
MCTADGIYLLR.G

Carbamidomethyl: 18; 
Oxidation: 17

7084 true 1481 2996.3238 2995.2647 1 17.28 152.22 41 76.5 (M:76.5) 1 1 0
K.LADAGFHMVACNSTGTC
AFAHDQTDDR.I

Carbamidomethyl: 11, 17; 
Dimethyl: 1



7085 true 4427 3006.4009 3005.4201 1 -8.82 350.42 44.67 100.0 (M:100.0) 1 1 0
R.HADEPQPLPYDGVDGA
MCTADGIYLLR.G

Carbamidomethyl: 18; 
Dimethyl:2H(4): 1

7086 true 4586 3022.4626 3021.415 1 13.32 302.55 44.33 45.1 (M:45.1) 1 1 0
R.HADEPQPLPYDGVDGA
MCTADGIYLLR.G

Carbamidomethyl: 18; 
Dimethyl:2H(4): 1; 
Oxidation: 17

7087 true 4243 3022.512 3021.514 1 -3.05 294.57 46.67 116.4 (M:116.4) 2 100 1 0
R.YENTILAHENTIQQLTDM
HIMNSNK.I Dimethyl:2H(4): 1, 25

7088 true 2896 3024.4868 3023.4699 1 3.18 169.61 36.33 74.2 (M:74.2) 2 1 0
K.ITAFVPNDGCLNFIEEND
EVLVAGFGR.K

Carbamidomethyl: 10; 
Dimethyl: 1



7089 true 2764 3024.5295 3023.5022 1 6.6 258.48 49.33 98.7 (M:98.7) 1 1 0
R.ADHQPLTEASYVNIPTIAL
CNTDSPLR.Y

Carbamidomethyl: 20; 
Dimethyl: 1

7090 true 4118 3025.4719 3024.4815 1 -5.6 222.2 40.33 89.4 (M:89.4) 1 1 0
R.TLSSSTQASIEIDSLYEGID
FYTSITR.A Dimethyl: 1

7091 true 2041 3027.5225 3026.5825 1 -22.22 237.97 27 25.8 (M:25.8) 1 1 1
K.LPGHAGSVNELAFHPEEP
IILSASSDKR.L Dimethyl: 1, 27

7092 true 2897 3028.498 3027.495 1 -1.41 208.14 36.33 69.2 (M:69.2) 2 1 0
K.ITAFVPNDGCLNFIEEND
EVLVAGFGR.K

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1



7093 true 2765 3028.5561 3027.5273 1 7.1 265.76 49.17 112.1 (M:112.1) 1 1 0
R.ADHQPLTEASYVNIPTIAL
CNTDSPLR.Y

Carbamidomethyl: 20; 
Dimethyl:2H(4): 1

7094 true 4244 3034.4833 3033.4838 1 -2.57 377.42 46.5 17.7 (M:17.7) 1 1 0
R.YENTILAHENTIQQLTDM
HIMNSNK.I

Dimethyl:2H(4): 1; 
Oxidation: 21; Dimethyl: 25

7095 true 4469 3039.3508 3038.3386 1 1.63 239.93 43.83 51.3 (M:51.3) 1 1 0
M.VSVINTVDTSHEDMIHD
AQMDYYGTR.L Acetyl: 1

7096 true 5671 3042.5822 3041.5921 1 -5.63 345.57 50 48.1 (M:48.1) 1 1 0
R.AYGDALEVIPSTLAENAG
LNPISTVTELR.N Dimethyl: 1



7097 true 1860 3045.521 3044.5663 1 -17.27 366.06 35.67 50.9 (M:50.9) 1 1 0
K.HVSPAGAAVGIPLSEEEA
QVCMVHDLHK.T

Carbamidomethyl: 21; 
Dimethyl:2H(4): 1, 28

7098 true 5672 3046.6172 3045.6172 1 -2.37 336.29 50 51.8 (M:51.8) 1 1 0
R.AYGDALEVIPSTLAENAG
LNPISTVTELR.N Dimethyl:2H(4): 1

7099 true 2524 3057.5177 3056.4595 1 16.64 170.59 47.83 79.6 (M:79.6) 2 79.96 1 0
K.SGDAAIVDMIPGKPMCV
ESFSDYPPLGR.F

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1; 
Oxidation: 9

7100 true 2474 3065.4957 3064.4708 1 5.76 227.36 47.67 77.4 (M:77.4) 2 1 0
K.SGDAAIVDMIPGKPMCV
ESFSDYPPLGR.F

Carbamidomethyl: 16; 
Dimethyl: 1, 13



7101 true 330 3072.6712 3071.6367 1 8.84 310.07 21.17 20.0 (M:20.0) 1 1 1
K.NSSYVHGGLDSNGKPAD
AVYGQSDIHKK.V

Dimethyl:2H(4): 1, 14, 27, 
28

7102 false 4822 3073.5348 3072.4544 1 23.78 408.22 45.5 25.0 (M:25.0) 1 7.37 2 0
K.SGDAAIVDMIPGKPMCV
ESFSDYPPLGR.F

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1; 
Oxidation: 9, 15

7103 true 2441 3073.5452 3072.521 1 5.5 311.89 47.67 82.6 (M:82.6) 2 1 0
K.SGDAAIVDMIPGKPMCV
ESFSDYPPLGR.F

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 13

7104 true 5118 3074.5003 3073.4939 1 -0.28 257.49 46.67 45.4 (M:45.4) 1 1 0
R.YMNPAIVAPDGFDIIDM
TAGGQIHPDQR.R Dimethyl:2H(4): 1



7105 true 2880 3077.6755 3076.6458 1 7.29 250.47 31 92.6 (M:92.6) 1 1 0
R.HIADLAGNPEVILPVPAF
NVINGGSHAGNK.L Dimethyl: 1, 30

7106 true 2881 3085.7228 3084.696 1 6.32 260.73 31 114.8 (M:114.8) 1 1 0
R.HIADLAGNPEVILPVPAF
NVINGGSHAGNK.L Dimethyl:2H(4): 1, 30

7107 true 3826 3093.4175 3092.4516 1 -13.37 249.58 57.17 40.4 (M:40.4) 1 1 0
K.APEEDLAPGGNSGYLVYD
FFTGHELNPR.I Dimethyl: 1

7108 true 5087 3114.4422 3113.426 1 2.88 239.38 46.67 30.5 (M:30.5) 1 1 0
K.VDEFPLCGHMVSDEYEQ
LSSEALEAAR.I

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1



7109 true 1162 3116.3184 3115.3736 1 -20.03 176.73 39 119.9 (M:119.9) 1 1 0
R.ILSPVCGTDGFTYDNECGI
CAHNAEQR.T

Carbamidomethyl: 6, 17, 20; 
Dimethyl:2H(4): 1

7110 true 2624 3119.5764 3118.5985 1 -9.43 215.27 39.83 72.5 (M:72.5) 1 1 0
R.LYLEGTGINPVPVDLHEQ
QLSQEQHSR.A Dimethyl:2H(4): 1

7111 true 3709 3130.4824 3129.4316 1 13.91 241.78 40.83 34.7 (M:34.7) 1 1 0
K.FWEVISDEHGIDPTGSYH
GDSDLQLER.I Dimethyl: 1

7112 true 3710 3134.5039 3133.4567 1 12.73 186.87 40.83 60.2 (M:60.2) 1 1 0
K.FWEVISDEHGIDPTGSYH
GDSDLQLER.I Dimethyl:2H(4): 1



7113 true 1095 3137.4949 3136.5573 1 -22.21 242.2 38.17 36.1 (M:36.1) 1 1 1
K.VVETDPSPYCIVAPDTVIH
CEGEPIKR.E

Carbamidomethyl: 10, 20; 
Dimethyl: 1, 26

7114 true 1096 3145.5603 3144.6075 1 -17.32 233.59 38.17 53.5 (M:53.5) 1 1 1
K.VVETDPSPYCIVAPDTVIH
CEGEPIKR.E

Carbamidomethyl: 10, 20; 
Dimethyl:2H(4): 1, 26

7115 true 3228 3147.4219 3146.468 1 -16.98 141.26 38.67 57.0 (M:57.0) 1 1 0
K.KPALDEAQGVGLDSTGY
YDQEIYGGSDSR.F Dimethyl: 1, 1

7116 true 2442 3153.6347 3152.6758 1 -15.32 144.81 47 70.5 (M:70.5) 1 1 0
K.ELASQHDVDGFLVGGAS
LKPEFVDIINAK.H Dimethyl: 1, 19, 29



7117 true 3878 3159.6932 3158.7641 1 -24.76 172.96 57.83 75.9 (M:75.9) 1 1 0
K.VAPAPAVEAVPAAAAVA
AAPVGTFTDIPISNIR.R Dimethyl:2H(4): 1

7118 true 2463 3165.6901 3164.7511 1 -21.57 188.85 47 18.4 (M:18.4) 1 1 0
K.ELASQHDVDGFLVGGAS
LKPEFVDIINAK.H Dimethyl:2H(4): 1, 19, 29

7119 true 1335 3169.4999 3168.491 1 0.52 270.12 24.5 80.5 (M:80.5) 2 1 0
K.TLTSGGHAEHDGKPYCN
HPCYAALFGPK.G

Carbamidomethyl: 16, 20; 
Dimethyl: 1, 13, 28

7120 true 4074 3194.5326 3193.6016 1 -23.87 200.61 42.17 134.8 (M:134.8) 2 1 0
R.YASICQQNGLVPIVEPEVL
PDGDHDLQR.C

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



7121 true 1301 3206.6124 3205.6116 1 -2.01 258.26 24.17 39.5 (M:39.5) 1 1 0
K.IYQNIQDGSLDLNAAESG
VQHKPSAPQGGR.L Dimethyl: 1, 22

7122 true 1302 3214.6663 3213.6618 1 -0.87 206.64 24.17 50.3 (M:50.3) 1 1 0
K.IYQNIQDGSLDLNAAESG
VQHKPSAPQGGR.L Dimethyl:2H(4): 1, 22

7123 true 3076 3232.6957 3231.6598 1 8.85 116.65 51.17 29.5 (M:29.5) 1 1 1
R.YASICQQNGIVPIVEPEIL
PDGDHDLKR.C

Carbamidomethyl: 5; 
Dimethyl: 1, 27

7124 true 213 3238.5941 3237.5691 1 5.47 150.98 20.5 71.8 (M:71.8) 1 1 0
K.APSTAPTGAAPPPPGPPP
PPAPSHPSSGADDSATR.S Dimethyl: 1



7125 true 3046 3240.7386 3239.71 1 6.57 102.93 51.17 36.1 (M:36.1) 1 1 1
R.YASICQQNGIVPIVEPEIL
PDGDHDLKR.C

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 27

7126 true 100 3242.6208 3241.5942 1 5.96 263.45 20.5 121.1 (M:121.1) 1 1 0
K.APSTAPTGAAPPPPGPPP
PPAPSHPSSGADDSATR.S Dimethyl:2H(4): 1

7127 true 3151 3249.6314 3248.6136 1 3.23 111.46 51.67 126.2 (M:126.2) 1 1 0
R.IITVEDHYHEGGIGEAVC
AAVVGEPGVTVSR.L

Carbamidomethyl: 18; 
Dimethyl: 1

7128 true 3191 3253.6589 3252.6387 1 3.98 228 51.67 131.6 (M:131.6) 1 1 0
R.IITVEDHYHEGGIGEAVC
AAVVGEPGVTVSR.L

Carbamidomethyl: 18; 
Dimethyl:2H(4): 1



7129 true 3467 3265.2327 3264.2242 1 0.38 127.08 39.67 44.6 (M:44.6) 1 1 0
R.GGGGYDGGYGGFDDYG
GYNNYGYGNDGYDDR.M Dimethyl: 1

7130 true 2787 3267.7415 3266.7299 1 1.32 283.84 40.83 36.2 (M:36.2) 1 1 0
K.SAPAPAPVVETIVTEPPEP
VQTGGVYRPPGAR.E Dimethyl: 1

7131 true 2747 3271.7558 3270.755 1 -2 353.49 40.83 58.2 (M:58.2) 1 1 0
K.SAPAPAPVVETIVTEPPEP
VQTGGVYRPPGAR.E Dimethyl:2H(4): 1

7132 true 3879 3287.5777 3286.5171 1 16.23 118.01 57.33 15.3 (M:15.3) 1 1 0
R.CPEALFQPSFLGMESCGI
HETTFNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl: 1, 28



7133 true 3879 3287.5777 3286.5171 1 16.23 118.01 57.33 15.3 (M:15.3) 1 1 0
R.CPEALFQPSFLGMESCGI
HETTFNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl: 1, 28

7134 true 4121 3287.6348 3286.6454 1 -5.42 327.53 45.83 107.6 (M:107.6) 1 1 0
R.GCPAVAPIDHVYGTLGIV
GATSTQQYSDMSK.L

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 31

7135 false 3804 3303.4696 3302.512 1 -15.05 313.18 46.17 29.3 (M:29.3) 1 2 0
R.CPEALFQPSFLGMESCGI
HETTFNSIMK.C

Carbamidomethyl: 1, 16; 
Oxidation: 13; Dimethyl: 1, 
28

7136 false 3804 3303.4696 3302.512 1 -15.05 313.18 46.17 29.3 (M:29.3) 1 2 0
R.CPEALFQPSFLGMESCGI
HETTFNSIMK.C

Carbamidomethyl: 1, 16; 
Oxidation: 13; Dimethyl: 1, 
28



7137 true 3805 3311.5242 3310.5622 1 -13.67 348.3 46.17 33.0 (M:33.0) 1 63.58 1 0
R.CPEALFQPSFLGMESCGI
HETTFNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28; 
Oxidation: 13

7138 true 3805 3311.5242 3310.5622 1 -13.67 348.3 46.17 33.0 (M:33.0) 1 63.58 1 0
R.CPEALFQPSFLGMESCGI
HETTFNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28; 
Oxidation: 13

7139 true 3964 3318.6266 3317.5925 1 8.08 101.88 41.67 64.6 (M:64.6) 1 1 0
K.CFAIDDLGYEPEAVAVHP
GGGSVAVGGTDGNVR.L

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

7140 true 3833 3327.534 3326.5571 1 -9.13 256.26 46.17 19.7 (M:19.7) 1 1 0
R.CPEALFQPSFLGMESCGI
HETTFNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28; 
Oxidation: 13, 27



7141 true 3833 3327.534 3326.5571 1 -9.13 256.26 46.17 19.7 (M:19.7) 1 1 0
R.CPEALFQPSFLGMESCGI
HETTFNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28; 
Oxidation: 13, 27

7142 true 3153 3397.6428 3396.6087 1 7.9 126.11 51.5 25.8 (M:25.8) 1 1 0

R.GAMGGTNVPAAAPPAA
GPGAMIPDGAMGMTPPP
PADR.F Dimethyl: 1



Accession Type Range Protein Dataset Location Int. OK (SoK) SoK Row

ENSGALP00000039965 CID 1,212 - 1,217
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(700,43)" 698 true 1.54 1

ENSGALP00000035386 CID 236 - 240 hemopexin - CGNC Symbol 15517 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(701,42)" 48464 2

ENSGALP00000011673 CID 157 - 162
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(703,41)" 450 false 3

ENSGALP00000012678 CID 707 - 711
PDZ domain containing ring finger 3 - 
CGNC Symbol 5913 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(703,42)" 725 false 4



ENSGALP00000013174 CID 43 - 48
ribosomal protein S27a - CGNC Symbol 
49483 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(704,47)" 1065 false 5

ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(705,43)" 26511 true 0.57 6

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(705,43)" 26511 true 0.57 7

ENSGALP00000020744 CID 97 - 101
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(705,43)" 26511 true 0.57 8



ENSGALP00000020744 CID 97 - 101
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(709,46)" 95499 9

ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(709,46)" 95499 10

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(709,46)" 95499 11

ENSGALP00000015665 CID 66 - 70 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(711,40)" 7221 true 0.23 12



ENSGALP00000014509 CID 332 - 336
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(711,40)" 7221 true 0.23 13

ENSGALP00000015665 CID 66 - 70 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(715,42)" 1479 14

ENSGALP00000027981 CID 763 - 768
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(720,36)" 2929 true 0.85 15

ENSGALP00000039757 CID 775 - 779
hypoxia up-regulated 1 - CGNC Symbol 
53307 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(724,41)" 877 false 2.16 16



ENSGALP00000040865 CID 1,259 - 1,264
LDL receptor related protein 1 - 
HGNC:6692 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(724,42)" 998 17

ENSGALP00000027988 CID 56 - 61
Serine/arginine-rich splicing factor 2 - 
UP P30352 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(724,42)" 998 true 0.38 18

ENSGALP00000027157 CID 1,007 - 1,012
collagen type IV alpha 2 - CGNC Symbol 
12638 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(724,43)" 6995 false 19

ENSGALP00000008824 CID 110 - 115
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(724,43)" 6995 true 0.38 20



ENSGALP00000003954 CID 273 - 278
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(724,43)" 6995 false 21

ENSGALP00000035658 CID 117 - 122
paraspeckle component 1 - CGNC 
Symbol 50884 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(724,43)" 6995 true 0.38 22

ENSGALP00000039530 CID 95 - 99

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(727,41)" 10783 true 0.74 23

ENSGALP00000030644 CID 872 - 876
sodium channel voltage-gated type V 
alpha subunit - CGNC Symbol 49568 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(728,44)" 2726 false 24



ENSGALP00000008824 CID 110 - 115
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(728,44)" 1088 25

ENSGALP00000035658 CID 117 - 122
paraspeckle component 1 - CGNC 
Symbol 50884 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(728,44)" 1088 26

ENSGALP00000039157 CID 820 - 825 ATP citrate lyase - CGNC Symbol 2533 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(728,48)" 1948 false 27

ENSGALP00000036056 CID 321 - 326
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(729,42)" 1166 28



ENSGALP00000039530 CID 95 - 99

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(731,43)" 6744 29

ENSGALP00000003737 CID 127 - 132 enolase 1 (alpha) - CGNC Symbol 49607 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(732,45)" 32201 true 1.81 30

ENSGALP00000024954 CID 445 - 450
YTH domain family protein 3 - Refseq 
NP_001006391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(736,39)" 90177 false 0.24 31

ENSGALP00000027541 CID 158 - 163
high mobility group box 1 - CGNC 
Symbol 49444 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(736,39)" 90177 true 0.24 32



ENSGALP00000030471 CID 228 - 234

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(736,39)" 90177 33

ENSGALP00000039872 CID 57 - 62
regulator of chromosome condensation 
2 - CGNC Symbol 287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(736,39)" 90177 34

ENSGALP00000017462 CID 158 - 163
high mobility group box 2 - CGNC 
Symbol 8169 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(736,39)" 90177 true 0.24 35

ENSGALP00000004186 CID 433 - 439 annexin A11 - CGNC Symbol 52013 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(736,43)" 645 false 36



ENSGALP00000003737 CID 127 - 132 enolase 1 (alpha) - CGNC Symbol 49607 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(736,46)" 16163 37

ENSGALP00000001470 CID 1,044 - 1,049
adaptor related protein complex 3 
delta 1 subunit - CGNC Symbol 663 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(738,45)" 2576 false 38

ENSGALP00000017462 CID 158 - 163
high mobility group box 2 - CGNC 
Symbol 8169 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(740,41)" 20444 39

ENSGALP00000027541 CID 158 - 163
high mobility group box 1 - CGNC 
Symbol 49444 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(740,41)" 20444 40



ENSGALP00000040387 CID 277 - 282
phosphofructokinase liver - CGNC 
Symbol 55585 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(740,43)" 4685 41

ENSGALP00000011232 CID 287 - 292
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(740,43)" 4685 42

ENSGALP00000004508 CID 8-Dec

endoplasmic reticulum-golgi 
intermediate compartment 1 - CGNC 
Symbol 2067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(741,40)" 600 false 0.8 43

ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(742,38)" 42294 true 0.12 44



ENSGALP00000003584 CID 124 - 129
H3 histone family 3B - CGNC Symbol 
49711 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(743,45)" 769039 true 0.22 45

ENSGALP00000001480 CID 593 - 598 myeloperoxidase - CGNC Symbol 50519 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(743,45)" 769039 false 0.22 46

ENSGALP00000003584 CID 118 - 123
H3 histone family 3B - CGNC Symbol 
49711 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(744,47)" 41527 true 0.85 47

ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(746,40)" 20794 48



ENSGALP00000007927 CID 90 - 95
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(747,46)" 58117 49

ENSGALP00000003584 CID 124 - 129
H3 histone family 3B - CGNC Symbol 
49711 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(747,47)" 132404 50

ENSGALP00000007934 CID 234 - 240
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(747,47)" 132404 false 51

ENSGALP00000015623 CID 594 - 599
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(748,43)" 810 52



ENSGALP00000011717 CID 222 - 227
ribosomal protein large P0 - CGNC 
Symbol 49505 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(748,44)" 5043 true 2.42 53

ENSGALP00000001750 CID 36 - 41 prohibitin - CGNC Symbol 51144 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(748,44)" 1688 true 3.51 54

ENSGALP00000042855 CID 28 - 33
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(748,44)" 6005 true 2.42 55

ENSGALP00000011717 CID 222 - 227
ribosomal protein large P0 - CGNC 
Symbol 49505 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(752,46)" 12619 56



ENSGALP00000001750 CID 36 - 41 prohibitin - CGNC Symbol 51144 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(752,47)" 4094 57

ENSGALP00000002377 CID 263 - 268
complement component 5 - CGNC 
Symbol 1085 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(752,47)" 4094 58

ENSGALP00000008910 CID 173 - 178
musashi RNA-binding protein 1 - CGNC 
Symbol 5460 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(752,47)" 4094 59

ENSGALP00000013029 CID 647 - 652
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(752,47)" 4094 false 60



ENSGALP00000042855 CID 28 - 33
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(752,47)" 9953 61

ENSGALP00000005653 CID 1,195 - 1,200 fibronectin 1 - CGNC Symbol 2613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(756,45)" 2216 false 0.2 62

ENSGALP00000014557 CID Sep-14 mutS homolog 2 - CGNC Symbol 6808 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(756,49)" 378 false 63

ENSGALP00000019423 CID 105 - 110
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(756,49)" 378 false 64



ENSGALP00000020463 CID 529 - 534

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(758,46)" 8306 false 65

ENSGALP00000016523 CID 452 - 457

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(758,49)" 11096 true 3.14 66

ENSGALP00000005668 CID 420 - 425 vitronectin - CGNC Symbol 2621 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(758,49)" 255 false 67

ENSGALP00000017341 CID 322 - 327

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(760,46)" 7170 68



ENSGALP00000003584 CID 118 - 123
H3 histone family 3B - CGNC Symbol 
49711 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(760,47)" 28392 false 69

ENSGALP00000024853 CID 182 - 187
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(760,47)" 28392 false 70

ENSGALP00000000643 CID 26 - 31
ribosomal protein L36 - CGNC Symbol 
48965 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(760,48)" 2497 false 71

ENSGALP00000009665 CID 613 - 618
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(761,47)" 664 false 72



ENSGALP00000020953 CID 295 - 300

serpin peptidase inhibitor clade B 
(ovalbumin) member 6 - CGNC Symbol 
51364 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(764,38)" 527 true 0.89 73

ENSGALP00000019423 CID 111 - 116
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(764,44)" 7843 74

ENSGALP00000013574 CID 281 - 286
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(764,44)" 437 false 75

ENSGALP00000028283 CID 58 - 63
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(766,46)" 8351 true 0.32 76



ENSGALP00000024956 CID 566 - 571
glucan (1 4-alpha-) branching enzyme 1 
- CGNC Symbol 11562 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(766,48)" 1857 77

ENSGALP00000018265 CID 82 - 88

serpin peptidase inhibitor clade H (heat 
shock protein 47) member 1 (collagen 
binding protein 1) - CGNC Symbol 8518 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(767,50)" 1133 false 78

ENSGALP00000021618 CID 107 - 112
lactate dehydrogenase B - CGNC 
Symbol 10005 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(770,50)" 3530 false 79

ENSGALP00000038626 CID 107 - 112
lactate dehydrogenase A - CGNC 
Symbol 49707 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(770,50)" 3530 false 80



ENSGALP00000027063 CID 151 - 156
mitochondrial ribosomal protein S9 - 
CGNC Symbol 12597 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(770,50)" 3530 false 0.85 81

ENSGALP00000010942 CID 147 - 152
ribosomal protein S15a - CGNC Symbol 
5109 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(771,44)" 6543 true 1.25 82

ENSGALP00000004011 CID 133 - 139
collagen type V alpha 1 - CGNC Symbol 
49379 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(772,50)" 15066 false 83

ENSGALP00000018410 CID 1,089 - 1,094
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(773,45)" 976 false 84



ENSGALP00000022386 CID 37 - 42
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(773,45)" 3956 false 0.9 85

ENSGALP00000014298 CID 42 - 48
ribosomal protein L12 - CGNC Symbol 
50469 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(773,45)" 3956 false 86

ENSGALP00000019629 CID 87 - 93
proteasome subunit alpha 3 - CGNC 
Symbol 9125 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(773,45)" 3956 true 0.9 87

ENSGALP00000003646 CID 221 - 227
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(773,49)" 732 false 0.9 88



ENSGALP00000012282 CID 954 - 959
ribosomal RNA processing 12 homolog - 
CGNC Symbol 5736 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(773,49)" 732 false 89

ENSGALP00000006763 CID 35 - 41 plakophilin 3 - CGNC Symbol 3132 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(774,36)" 3868 90

ENSGALP00000041289 CID 143 - 148
Hsap of 1: actin related protein 2/3 
complex subunit 2 - HGNC:705 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(774,43)" 9415 false 0.67 91

ENSGALP00000026283 CID 197 - 203
glutathione transferase - CGNC Symbol 
49780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(775,47)" 2025 false 92



ENSGALP00000013029 CID 739 - 745
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(775,50)" 475 true 2.23 93

ENSGALP00000021618 CID 113 - 118
lactate dehydrogenase B - CGNC 
Symbol 10005 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(776,47)" 2284 false 94

ENSGALP00000008163 CID 129 - 134
orosomucoid 1 (ovoglycoprotein) - 
CGNC Symbol 49217 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(776,48)" 1304 false 95

ENSGALP00000024853 CID 182 - 187
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(776,48)" 1304 false 96



ENSGALP00000039265 CID 930 - 936
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(776,49)" 2371 false 97

ENSGALP00000012163 CID 556 - 561
transcription elongation regulator 1 - 
CGNC Symbol 5680 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(778,46)" 816 98

ENSGALP00000037877 CID 383 - 388
elongation factor like GTPase 1 - CGNC 
Symbol 49990 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(779,42)" 7000 false 99

ENSGALP00000000383 CID 435 - 440
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(781,49)" 38204 100



ENSGALP00000015665 CID 71 - 76 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(782,42)" 27642 true 0.21 101

ENSGALP00000035658 CID 6-Nov
paraspeckle component 1 - CGNC 
Symbol 50884 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(785,50)" 1401 false 102

ENSGALP00000018695 CID 25 - 31
glycerol-3-phosphate dehydrogenase 1-
like - CGNC Symbol 8724 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(785,50)" 1401 false 103

ENSGALP00000009985 CID 84 - 89
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(785,50)" 1401 false 104



ENSGALP00000015665 CID 71 - 76 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(786,45)" 5196 105

ENSGALP00000012521 CID 108 - 113

deleted in primary ciliary dyskinesia 
homolog (mouse) - CGNC Symbol 
52065 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(787,47)" 1942 false 0.46 106

ENSGALP00000034108 CID 224 - 229
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(787,47)" 1942 false 0.46 107

ENSGALP00000002828 CID 409 - 414
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(788,41)" 9997 true 1.36 108



ENSGALP00000015000 CID 830 - 835
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(790,49)" 1556 false 109

ENSGALP00000038626 CID 113 - 118
lactate dehydrogenase A - CGNC 
Symbol 49707 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(790,49)" 1556 false 110

ENSGALP00000019629 CID 67 - 72
proteasome subunit alpha 3 - CGNC 
Symbol 9125 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(791,45)" 1951 true 1.36 111

ENSGALP00000027964 CID 284 - 290
integrin-linked kinase - CGNC Symbol 
13025 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(791,45)" 1951 false 1.36 112



ENSGALP00000002828 CID 409 - 414
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(792,43)" 16155 113

ENSGALP00000004641 CID 279 - 284
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(792,50)" 693 114

ENSGALP00000029993 CID 99 - 104
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(792,50)" 693 false 115

ENSGALP00000002349 CID 2-Jul
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(794,32)" 1792 116



ENSGALP00000020310 CID 392 - 398
SET binding factor 1 - CGNC Symbol 
9447 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(794,49)" 2920 117

ENSGALP00000041110 CID 25 - 30 lactamase beta like 1 - HGNC:35445 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(794,49)" 2920 118

ENSGALP00000041604 CID Sep-14
ADP ribosylation factor 6 - CGNC 
Symbol 53514 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(794,49)" 1122 false 119

ENSGALP00000038376 CID 31 - 36
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(794,49)" 1122 false 120



ENSGALP00000009007 CID Oct-15
ADP-ribosylation factor 4 - CGNC 
Symbol 55483 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(794,49)" 1122 false 121

ENSGALP00000015000 CID 830 - 835
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(794,51)" 1040 122

ENSGALP00000012869 CID 59 - 65
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(794,51)" 1040 false 123

ENSGALP00000038979 CID 366 - 371
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(796,45)" 1618 true 0.8 124



ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(797,46)" 2021 true 1.38 125

ENSGALP00000038979 CID 366 - 371
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(800,48)" 1302 126

ENSGALP00000007705 CID 191 - 197
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(800,50)" 1653 true 1 127

ENSGALP00000004104 CID 466 - 471
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(800,50)" 533 false 0.79 128



ENSGALP00000005565 CID 115 - 120
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(800,50)" 533 false 129

ENSGALP00000021742 CID 81 - 86 Histone H2B 1/2/3/4/6 - UP P0C1H3 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(801,47)" 784 false 130

ENSGALP00000012878 CID 185 - 191
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(801,51)" 660 false 131

ENSGALP00000005565 CID 60 - 65
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(802,41)" 1404 true 0.72 132



ENSGALP00000012367 CID 248 - 254
SLC9A3 regulator 1 - CGNC Symbol 
51624 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(802,41)" 1990 true 0.76 133

ENSGALP00000030189 CID 39 - 45
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(803,44)" 14047 true 1.57 134

ENSGALP00000008163 CID 129 - 134
orosomucoid 1 (ovoglycoprotein) - 
CGNC Symbol 49217 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(804,51)" 551 false 135

ENSGALP00000033650 CID 291 - 296
FYN binding protein - CGNC Symbol 
2773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(804,51)" 518 false 136



ENSGALP00000041159 CID 63 - 69 ribosomal protein S16 - HGNC:10396 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(805,46)" 15416 true 1.51 137

ENSGALP00000008311 CID 760 - 765
SEC24 family member C - CGNC Symbol 
3857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(805,46)" 15416 false 1.51 138

ENSGALP00000018295 CID 180 - 185
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(805,47)" 3594 true 0.97 139

ENSGALP00000018616 CID 59 - 64
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(805,47)" 1162 false 140



ENSGALP00000035143 CID 239 - 244 drebrin like - CGNC Symbol 15268 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(805,47)" 1162 false 1.51 141

ENSGALP00000025745 CID 217 - 222

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - CGNC 
Symbol 11954 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(805,50)" 829 false 142

ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(805,51)" 3661 false 143

ENSGALP00000005565 CID 60 - 65
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(806,43)" 906 144



ENSGALP00000006284 CID 93 - 99

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(806,44)" 1505 145

ENSGALP00000012367 CID 248 - 254
SLC9A3 regulator 1 - CGNC Symbol 
51624 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(806,44)" 1505 146

ENSGALP00000030189 CID 39 - 45
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(807,46)" 22835 147

ENSGALP00000006240 CID 902 - 907
collagen type VI alpha 3 - CGNC Symbol 
2875 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(807,48)" 742 false 0.41 148



ENSGALP00000010210 CID 137 - 142
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(807,48)" 4537 true 0.3 149

ENSGALP00000038179 CID 168 - 173
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(808,46)" 895 false 0.81 150

ENSGALP00000013053 CID 7-Dec

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(808,51)" 105614 false 151

ENSGALP00000025404 CID 664 - 669
inner membrane mitochondrial protein - 
CGNC Symbol 11773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(808,51)" 105614 152



ENSGALP00000005520 CID 325 - 331
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(809,40)" 1573 153

ENSGALP00000018295 CID 180 - 185
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(809,47)" 6837 154

ENSGALP00000027519 CID 1,043 - 1,048

PDS5 regulator of cohesion 
maintenance homolog B (S. cerevisiae) - 
CGNC Symbol 12819 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(809,48)" 23083 false 155

ENSGALP00000008311 CID 760 - 765
SEC24 family member C - CGNC Symbol 
3857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(809,48)" 23083 156



ENSGALP00000041159 CID 63 - 69 ribosomal protein S16 - HGNC:10396 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(809,48)" 23083 157

ENSGALP00000032274 CID 576 - 581

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(810,47)" 1014 true 0.38 158

ENSGALP00000000224 CID 249 - 254
proliferating cell nuclear antigen - 
CGNC Symbol 92 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(810,48)" 1940 false 159

ENSGALP00000005653 CID 1,054 - 1,060 fibronectin 1 - CGNC Symbol 2613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(811,51)" 2772 160



ENSGALP00000009486 CID 48 - 55 sequestosome 1 - CGNC Symbol 4412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(812,44)" 733 161

ENSGALP00000039530 CID 132 - 137

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(812,46)" 2305 false 162

ENSGALP00000038179 CID 168 - 173
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(812,48)" 725 163

ENSGALP00000035658 CID 2-Aug
paraspeckle component 1 - CGNC 
Symbol 50884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(814,47)" 7951 false 0.96 164



ENSGALP00000006259 CID 50 - 55
palmitoyl-protein thioesterase 1 - 
CGNC Symbol 2887 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(814,47)" 7951 false 0.96 165

ENSGALP00000002996 CID 245 - 252

solute carrier family 25 (mitochondrial 
carrier phosphate carrier) member 24 - 
CGNC Symbol 1369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(814,47)" 7951 false 0.96 166

ENSGALP00000006414 CID 238 - 244
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(814,47)" 7951 true 0.96 167

ENSGALP00000006939 CID 177 - 183 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(815,47)" 849 false 168



ENSGALP00000024396 CID 100 - 106
aldehyde dehydrogenase 1 family 
member A1 - CGNC Symbol 49236 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(815,47)" 849 169

ENSGALP00000038292 CID 27 - 33
cAMP-regulated phosphoprotein 19kDa 
- CGNC Symbol 54805 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(816,50)" 2760 false 170

ENSGALP00000004641 CID 598 - 603
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(816,50)" 2760 171

ENSGALP00000024348 CID 332 - 338

structural maintenance of 
chromosomes protein 5 - Refseq 
NP_001034424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(818,44)" 7743 true 0.81 172



ENSGALP00000006259 CID 50 - 55
palmitoyl-protein thioesterase 1 - 
CGNC Symbol 2887 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(818,49)" 7673 173

ENSGALP00000006414 CID 238 - 244
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(818,49)" 7673 174

ENSGALP00000023917 CID 218 - 224
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(818,50)" 4286 false 0.34 175

ENSGALP00000017341 CID 409 - 415

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(819,48)" 2223 176



ENSGALP00000024133 CID 367 - 372
histone deacetylase 2 - CGNC Symbol 
11140 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(819,48)" 9069 true 0.62 177

ENSGALP00000011689 CID 253 - 259
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(819,48)" 9069 false 178

ENSGALP00000006763 CID 53 - 58 plakophilin 3 - CGNC Symbol 3132 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(819,48)" 9069 179

ENSGALP00000016196 CID 83 - 89
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(819,48)" 2053 false 180



ENSGALP00000012615 CID 206 - 212
ATP binding cassette subfamily B 
member 7 - CGNC Symbol 5888 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(819,48)" 3617 181

ENSGALP00000003089 CID 149 - 155
valosin containing protein - CGNC 
Symbol 53073 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(819,49)" 731 182

ENSGALP00000021255 CID 382 - 388
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(819,49)" 803 183

ENSGALP00000011044 CID 967 - 973
inter-alpha-trypsin inhibitor heavy 
chain 2 - CGNC Symbol 5157 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(821,49)" 26740 false 184



ENSGALP00000013174 CID 1-Jun
ribosomal protein S27a - CGNC Symbol 
49483 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(821,49)" 26740 false 185

ENSGALP00000024150 CID 25 - 30
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(822,38)" 5406 false 186

ENSGALP00000003898 CID 716 - 722 matrin 3 - CGNC Symbol 1772 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(823,45)" 14859 true 0.85 187

ENSGALP00000023278 CID 218 - 224
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(823,45)" 47989 true 1.2 188



ENSGALP00000015657 CID 329 - 335 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(823,50)" 4148 true 2.19 189

ENSGALP00000042680 CID 329 - 335

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(823,50)" 4148 true 2.19 190

ENSGALP00000015988 CID 331 - 337
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(823,50)" 4148 true 2.19 191

ENSGALP00000004982 CID 53 - 58
coatomer protein complex subunit 
epsilon - CGNC Symbol 2286 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(824,47)" 8139 true 1.61 192



ENSGALP00000009669 CID 62 - 68
dedicator of cytokinesis 11 - CGNC 
Symbol 51664 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(824,52)" 838 false 193

ENSGALP00000018695 CID 2-Sep
glycerol-3-phosphate dehydrogenase 1-
like - CGNC Symbol 8724 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(826,47)" 1825 194

ENSGALP00000015623 CID 868 - 873
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(826,48)" 399 195

ENSGALP00000003175 CID 179 - 184
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(827,47)" 3581 196



ENSGALP00000023278 CID 218 - 224
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(827,48)" 57980 197

ENSGALP00000015988 CID 331 - 337
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(827,52)" 290 198

ENSGALP00000042680 CID 329 - 335

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(827,52)" 290 199

ENSGALP00000015657 CID 329 - 335 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(827,52)" 290 200



ENSGALP00000032101 CID 1-Jul transaldolase - Refseq NP_001026348 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(827,52)" 3445 false 201

ENSGALP00000011574 CID 46 - 52
dynein light chain 1 cytoplasmic - CGNC 
Symbol 53172 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(827,53)" 513 false 202

ENSGALP00000018695 CID 277 - 283
glycerol-3-phosphate dehydrogenase 1-
like - CGNC Symbol 8724 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(827,53)" 1866 false 0.74 203

ENSGALP00000003850 CID 29 - 35
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(828,49)" 4190 false 2.29 204



ENSGALP00000022545 CID 875 - 880
BCL2-associated transcription factor 1 - 
CGNC Symbol 64987 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(828,49)" 13589 false 205

ENSGALP00000004982 CID 53 - 58
coatomer protein complex subunit 
epsilon - CGNC Symbol 2286 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(828,49)" 13589 206

ENSGALP00000038124 CID 1,617 - 1,624
fatty acid synthase - CGNC Symbol 
1983 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(828,50)" 2188 207

ENSGALP00000018340 CID 52 - 58 SATB homeobox 1 - CGNC Symbol 8550 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(828,51)" 32691 false 3.56 208



ENSGALP00000042322 CID 2-Oct
translocon-associated protein subunit 
gamma - Refseq NP_001264404 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(828,51)" 32691 209

ENSGALP00000003584 CID 58 - 64
H3 histone family 3B - CGNC Symbol 
49711 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(831,51)" 7282 210

ENSGALP00000019430 CID 926 - 932
alpha-2-macroglobulin-like - CGNC 
Symbol 52563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(832,49)" 4430 false 1.53 211

P04264 CID 75 - 82
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(832,49)" 9011 212



ENSGALP00000001685 CID 189 - 196
NIMA-related kinase 6 - CGNC Symbol 
759 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(832,50)" 3747 213

ENSGALP00000006763 CID 718 - 725 plakophilin 3 - CGNC Symbol 3132 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(832,50)" 3747 false 0.97 214

ENSGALP00000003850 CID 29 - 35
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(832,51)" 10160 215

ENSGALP00000012878 CID 324 - 330
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(833,47)" 23284 true 3.9 216



ENSGALP00000036834 CID 596 - 601
microsomal triglyceride transfer 
protein - CGNC Symbol 9320 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(833,48)" 35689 false 217

ENSGALP00000034108 CID 60 - 65
pyruvate kinase muscle - CGNC Symbol 
1412 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(833,51)" 2029 false 218

ENSGALP00000003737 CID 407 - 412 enolase 1 (alpha) - CGNC Symbol 49607 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(834,49)" 18813 true 2.71 219

ENSGALP00000026126 CID 31 - 37
ribosomal protein L8 - CGNC Symbol 
12137 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(835,43)" 3146 true 1.69 220



ENSGALP00000007593 CID 473 - 480 prosaposin - CGNC Symbol 49395 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(835,48)" 701 true 0.94 221

ENSGALP00000003296 CID 438 - 444

lymphocyte cytosolic protein 2 (SH2 
domain containing leukocyte protein of 
76kDa) - CGNC Symbol 1506 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(835,48)" 2284 false 222

ENSGALP00000012376 CID 400 - 406

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(835,49)" 1736 false 223

ENSGALP00000017934 CID 81 - 87
cytochrome c somatic - CGNC Symbol 
8375 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(835,51)" 939 true 1.35 224



ENSGALP00000027194 CID 369 - 375
tripeptidyl peptidase II - CGNC Symbol 
12657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(835,52)" 10449 false 225

ENSGALP00000014191 CID 438 - 444
cytochrome P450 family 20 subfamily A 
member 1 - CGNC Symbol 6626 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(836,40)" 3426 false 1.4 226

ENSGALP00000025165 CID 125 - 131

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(836,50)" 4204 227

ENSGALP00000018424 CID 35 - 43 desmin - CGNC Symbol 49543 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(837,43)" 599 228



ENSGALP00000040638 CID 444 - 449 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(837,44)" 11699 false 0.38 229

ENSGALP00000035478 CID 324 - 330 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(837,45)" 3566 false 1.31 230

ENSGALP00000010153 CID 624 - 629
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(837,45)" 3566 false 1.31 231

ENSGALP00000019672 CID 326 - 332
oxysterol binding protein-like 11 - 
CGNC Symbol 9142 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(837,48)" 5745 232



ENSGALP00000009821 CID 28 - 34
ribosomal protein S13 - CGNC Symbol 
49921 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(837,48)" 5745 false 0.67 233

ENSGALP00000012878 CID 324 - 330
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(837,50)" 71154 234

ENSGALP00000036834 CID 596 - 601
microsomal triglyceride transfer 
protein - CGNC Symbol 9320 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(837,50)" 55847 false 1.34 235

ENSGALP00000028283 CID 1-Jul
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(838,49)" 5996 false 1.97 236



ENSGALP00000003737 CID 407 - 412 enolase 1 (alpha) - CGNC Symbol 49607 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(838,50)" 31052 237

ENSGALP00000032274 CID 201 - 206

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(839,45)" 1060 false 238

ENSGALP00000019040 CID 1,119 - 1,125
nucleoporin 205kDa - CGNC Symbol 
8864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(839,45)" 9209 239

ENSGALP00000023278 CID 218 - 224
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(839,45)" 9209 true 1.34 240



ENSGALP00000007182 CID 290 - 296

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(839,50)" 6609 241

ENSGALP00000036304 CID 440 - 446
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(839,54)" 2184 true 1.04 242

ENSGALP00000018087 CID 127 - 132
vaccinia related kinase 1 - CGNC 
Symbol 8440 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(840,43)" 1626 true 0.24 243

ENSGALP00000025475 CID 243 - 249

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(840,46)" 780 true 1.42 244



ENSGALP00000039530 CID 132 - 137

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(840,50)" 3203 false 245

ENSGALP00000042929 CID 348 - 353 glutathione reductase - HGNC:4623 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(840,50)" 3203 false 2.13 246

ENSGALP00000006284 CID 87 - 92

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(840,50)" 3203 false 2.13 247

ENSGALP00000006284 CID 100 - 106

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(841,43)" 804 248



ENSGALP00000018087 CID 301 - 306
vaccinia related kinase 1 - CGNC 
Symbol 8440 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(841,45)" 2242 false 1.21 249

ENSGALP00000013029 CID 1,284 - 1,289
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(841,46)" 3308 false 250

ENSGALP00000040638 CID 444 - 449 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(841,46)" 5277 251

ENSGALP00000012145 CID 429 - 435
structure specific recognition protein 1 - 
CGNC Symbol 49844 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(842,51)" 2508 false 0.7 252



ENSGALP00000039265 CID 937 - 942
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(842,51)" 633 false 253

ENSGALP00000035717 CID 2-Oct

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(843,43)" 5555 254

ENSGALP00000023278 CID 218 - 224
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(843,48)" 15027 255

ENSGALP00000003058 CID 1,206 - 1,213
ubiquitin conjugating enzyme E2 O - 
CGNC Symbol 1396 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(843,48)" 6611 256



ENSGALP00000002695 CID 208 - 214

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(843,48)" 6611 false 2.53 257

ENSGALP00000004576 CID 269 - 275
TAR DNA binding protein - CGNC 
Symbol 2099 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(843,49)" 5104 false 3.45 258

ENSGALP00000006939 CID 177 - 183 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(843,51)" 1726 false 259

ENSGALP00000016789 CID 871 - 877
protein phosphatase 1 regulatory 
subunit 12A - CGNC Symbol 49610 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(843,51)" 1726 false 1.25 260



ENSGALP00000026126 CID 148 - 155
ribosomal protein L8 - CGNC Symbol 
12137 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(843,53)" 990 false 261

ENSGALP00000019563 CID 147 - 153

X-prolyl aminopeptidase 
(aminopeptidase P) 3 putative - CGNC 
Symbol 9095 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(843,53)" 33174 false 262

ENSGALP00000021742 CID 94 - 100 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(844,48)" 1907 true 0.2 263

ENSGALP00000009880 CID 478 - 485
formimidoyltransferase 
cyclodeaminase - CGNC Symbol 4601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(845,47)" 416 false 264



ENSGALP00000018454 CID 178 - 184 tubulin alpha 4b - CGNC Symbol 65790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(845,52)" 24335 true 0.59 265

ENSGALP00000016978 CID 157 - 163
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(845,52)" 24335 true 0.59 266

ENSGALP00000037524 CID 167 - 173 tubulin alpha 4a - CGNC Symbol 65758 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(845,52)" 24335 true 0.59 267

ENSGALP00000036688 CID 157 - 163 tubulin alpha 8a - CGNC Symbol 262 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(845,52)" 24335 true 0.59 268



ENSGALP00000026858 CID 618 - 624

minichromosome maintenance 
complex component 3 - CGNC Symbol 
12496 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(845,53)" 54853 269

ENSGALP00000018410 CID 281 - 287
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(845,54)" 3633 true 0.24 270

ENSGALP00000000383 CID 568 - 575
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(846,54)" 8719 271

ENSGALP00000041749 CID 2-Aug
guanine nucleotide binding protein (G 
protein) alpha 13 - CGNC Symbol 3014 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(847,43)" 1157 272



ENSGALP00000002695 CID 208 - 214

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(847,51)" 27535 273

ENSGALP00000003089 CID 149 - 155
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(847,52)" 406 true 1.29 274

ENSGALP00000002278 CID 246 - 252
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(847,52)" 22337 true 1.14 275

ENSGALP00000007280 CID 2-Aug
NPL4 homolog ubiquitin recognition 
factor - CGNC Symbol 3388 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(847,54)" 18561 276



ENSGALP00000029322 CID 152 - 159
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(848,41)" 1127 false 277

ENSGALP00000025165 CID 125 - 131

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(848,47)" 1125 false 278

ENSGALP00000025475 CID 243 - 249

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(848,52)" 1550 true 1.42 279

ENSGALP00000009354 CID 14 - 20

platelet activating factor 
acetylhydrolase 1b regulatory subunit 1 
- CGNC Symbol 4356 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(849,46)" 391 false 280



ENSGALP00000000639 CID 36 - 42 lamin B2 - CGNC Symbol 49708 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(849,50)" 806 281

ENSGALP00000027779 CID 258 - 264

chromosome 1 open reading frame 
human C11orf54 - Refseq 
NP_001264206 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(851,44)" 1824 282

ENSGALP00000003089 CID 149 - 155
valosin containing protein - CGNC 
Symbol 53073 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(851,51)" 2352 283

ENSGALP00000040815 CID 624 - 630

FERM RhoGEF (ARHGEF) and pleckstrin 
domain protein 1 (chondrocyte-
derived) - CGNC Symbol 12671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(851,51)" 338 false 284



ENSGALP00000017341 CID 409 - 415

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(851,53)" 3903 285

ENSGALP00000027194 CID 369 - 375
tripeptidyl peptidase II - CGNC Symbol 
12657 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(851,53)" 4260 false 286

ENSGALP00000012472 CID 293 - 298 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(852,40)" 10068 true 1.5 287

ENSGALP00000007055 CID 82 - 88
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(852,54)" 14391 false 288



ENSGALP00000009605 CID 2-Aug
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(855,44)" 2051 false 289

ENSGALP00000007237 CID 291 - 297
RNA binding motif protein 22 - CGNC 
Symbol 3366 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(855,53)" 22853 true 3.09 290

ENSGALP00000040815 CID 624 - 630

FERM RhoGEF (ARHGEF) and pleckstrin 
domain protein 1 (chondrocyte-
derived) - CGNC Symbol 12671 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(855,53)" 22853 false 291

ENSGALP00000012472 CID 293 - 298 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(856,42)" 14939 292



ENSGALP00000018750 CID 231 - 236
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(857,40)" 43700 true 1.88 293

ENSGALP00000007280 CID 2-Aug
NPL4 homolog ubiquitin recognition 
factor - CGNC Symbol 3388 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(857,49)" 98573 294

ENSGALP00000038179 CID 360 - 365
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(858,48)" 3567 true 0.72 295

ENSGALP00000008171 CID 1,490 - 1,496
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(858,48)" 1182 false 0.64 296



ENSGALP00000027349 CID 35 - 41
N(alpha)-acetyltransferase 16 NatA 
auxiliary subunit - CGNC Symbol 12725 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(858,52)" 1104 true 0.84 297

ENSGALP00000021708 CID 24 - 31
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(858,53)" 1138 false 298

ENSGALP00000016182 CID 1,040 - 1,045
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(859,41)" 109 false 299

ENSGALP00000007705 CID 245 - 251
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(859,49)" 7881 true 1.91 300



ENSGALP00000002482 CID 261 - 268 copine I - CGNC Symbol 50925 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(859,51)" 290 true 0.17 301

ENSGALP00000003584 CID 58 - 64
H3 histone family 3B - CGNC Symbol 
49711 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(859,52)" 9962 true 0.17 302

ENSGALP00000012641 CID 2,617 - 2,623 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(859,53)" 18129 false 0.1 303

ENSGALP00000012641 CID 2,617 - 2,623 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(859,54)" 481412 false 0.17 304



ENSGALP00000021255 CID 353 - 360
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(860,53)" 7615 true 0.97 305

ENSGALP00000020463 CID 612 - 618

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(860,53)" 7615 306

ENSGALP00000011689 CID 1-Jul
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(860,53)" 640 307

ENSGALP00000017556 CID 112 - 118 legumain - CGNC Symbol 8216 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(860,54)" 716 true 4.92 308



ENSGALP00000018750 CID 231 - 236
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(861,42)" 78275 309

ENSGALP00000001460 CID 21 - 27
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(861,43)" 9757 true 0.46 310

ENSGALP00000007487 CID 841 - 848
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(861,48)" 11771 311

ENSGALP00000017865 CID 265 - 271

hydroxysteroid (17-beta) 
dehydrogenase 11 - CGNC Symbol 
51780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(861,53)" 16545 312



ENSGALP00000007511 CID 116 - 122

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(861,53)" 16545 313

ENSGALP00000038179 CID 360 - 365
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(862,50)" 2554 314

ENSGALP00000008498 CID 320 - 327 transketolase - CGNC Symbol 3953 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(862,53)" 2882 false 0.82 315

ENSGALP00000027349 CID 2-Sep
N(alpha)-acetyltransferase 16 NatA 
auxiliary subunit - CGNC Symbol 12725 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(862,54)" 1166 false 316



ENSGALP00000037564 CID 363 - 370
Hsap of 4: solute carrier family 25 
member 10 - HGNC:10980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(862,54)" 1166 317

ENSGALP00000004672 CID 262 - 267

3-hydroxy-3-methylglutaryl-CoA 
synthase 2 (mitochondrial) - CGNC 
Symbol 2139 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(863,44)" 4776 318

ENSGALP00000007705 CID 245 - 251
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(863,51)" 16540 319

ENSGALP00000002218 CID Dec-18
ribosomal protein L38 - CGNC Symbol 
1012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(863,51)" 1396 true 0.95 320



ENSGALP00000019569 CID 241 - 246

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(863,52)" 1641 321

ENSGALP00000003584 CID 58 - 64
H3 histone family 3B - CGNC Symbol 
49711 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(863,54)" 10370 322

ENSGALP00000016816 CID 119 - 125 exportin 5 - CGNC Symbol 7870 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(863,54)" 10370 323

ENSGALP00000012879 CID 249 - 254
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(864,45)" 10512 324



ENSGALP00000006365 CID 184 - 191
lysophospholipase II - CGNC Symbol 
2940 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(864,46)" 56634 false 325

ENSGALP00000003737 CID 257 - 262 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(864,48)" 1499 false 326

ENSGALP00000021519 CID 103 - 109
NADH:ubiquinone oxidoreductase 
subunit S6 - CGNC Symbol 9959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(864,50)" 1386 327

ENSGALP00000042357 CID 83 - 89
H2A histone family member X - 
HGNC:4739 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(864,54)" 45068 true 1.17 328



ENSGALP00000001460 CID 21 - 27
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(865,45)" 3919 329

ENSGALP00000004641 CID 2-Aug
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(865,46)" 1872 330

ENSGALP00000025130 CID 30 - 37 ribosomal protein S23 - HGNC:10410 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(866,55)" 810 true 10.75 331

ENSGALP00000008341 CID 34 - 40
glutathione S-transferase theta 1-like - 
CGNC Symbol 55583 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(867,51)" 24983 true 0.42 332



ENSGALP00000038260 CID 185 - 191
progesterone receptor membrane 
component 1 - CGNC Symbol 14133 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(867,54)" 1709 333

ENSGALP00000002218 CID Dec-18
ribosomal protein L38 - CGNC Symbol 
1012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(867,54)" 1709 334

ENSGALP00000011044 CID 820 - 825
inter-alpha-trypsin inhibitor heavy 
chain 2 - CGNC Symbol 5157 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(868,47)" 2783 false 0.96 335

ENSGALP00000039265 CID 912 - 918
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(868,52)" 2413 false 0.96 336



ENSGALP00000000293 CID 67 - 72
Hsap of 4: signal recognition particle 
19kDa - HGNC:11300 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(868,52)" 2413 337

ENSGALP00000023115 CID 70 - 76
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(869,47)" 954 true 1.15 338

ENSGALP00000016182 CID 778 - 785
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(869,55)" 1489 false 339

ENSGALP00000001201 CID 77 - 82
mitogen-activated protein kinase 14 - 
CGNC Symbol 13975 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(869,55)" 1489 false 340



ENSGALP00000008056 CID 403 - 408
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(870,39)" 981 false 4.27 341

P00761 CID 108 - 115 Trypsin OS=Sus scrofa PE=1 SV=1 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(870,54)" 75348 true 0.93 342

ENSGALP00000038124 CID 1,550 - 1,556
fatty acid synthase - CGNC Symbol 
1983 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(870,54)" 75348 343

ENSGALP00000006832 CID 2,589 - 2,596
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(870,54)" 75348 false 0.13 344



ENSGALP00000018265 CID 288 - 295

serpin peptidase inhibitor clade H (heat 
shock protein 47) member 1 (collagen 
binding protein 1) - CGNC Symbol 8518 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(870,54)" 11201 false 2.96 345

ENSGALP00000027964 CID 246 - 252
integrin-linked kinase - CGNC Symbol 
13025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(871,48)" 798 346

ENSGALP00000003737 CID 222 - 228 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(871,55)" 5880 false 347

ENSGALP00000041804 CID 129 - 135

cysteine and histidine-rich domain-
containing protein 1 - Refseq 
NP_001026003 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(871,55)" 5880 false 348



ENSGALP00000012888 CID 328 - 334 nebulette - CGNC Symbol 49189 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(871,55)" 5880 false 349

ENSGALP00000009341 CID 788 - 794
high density lipoprotein binding protein 
- CGNC Symbol 4348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(871,55)" 5880 false 350

ENSGALP00000037871 CID 470 - 476
WAS/WASL interacting protein family 
member 1 - CGNC Symbol 7084 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(872,46)" 30618 351

ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(872,46)" 30618 true 1.29 352



ENSGALP00000025404 CID 158 - 165
inner membrane mitochondrial protein - 
CGNC Symbol 11773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(872,47)" 1951 false 353

ENSGALP00000012380 CID 1-Aug
succinate-CoA ligase GDP-forming beta 
subunit - CGNC Symbol 5776 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(872,49)" 2131 354

ENSGALP00000037906 CID Dec-18
ribosomal protein L35 - CGNC Symbol 
49055 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(872,52)" 4484 true 0.88 355

ENSGALP00000036970 CID 202 - 208
heme oxygenase 1 - CGNC Symbol 
49737 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(872,54)" 3047 false 1.29 356



ENSGALP00000015531 CID 241 - 246
dynein cytoplasmic 1 intermediate 
chain 2 - CGNC Symbol 7269 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(873,43)" 5556 357

ENSGALP00000025475 CID 214 - 221

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(873,46)" 1367 false 358

ENSGALP00000008056 CID 403 - 408
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(874,43)" 6248 359

ENSGALP00000038912 CID 93 - 99 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(874,51)" 3369 false 360



ENSGALP00000038904 CID 94 - 100

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(874,51)" 3369 false 361

ENSGALP00000038523 CID 604 - 611

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC Symbol 
49809 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(874,54)" 612 false 1.17 362

P00761 CID 108 - 115 Trypsin OS=Sus scrofa PE=1 SV=1 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(874,56)" 29720 363

ENSGALP00000006832 CID 2,589 - 2,596
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(874,56)" 29720 false 2.1 364



ENSGALP00000003898 CID 120 - 126 matrin 3 - CGNC Symbol 1772 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(875,43)" 1171 true 0.64 365

ENSGALP00000027121 CID 259 - 266

Gallus gallus PCI domain containing 2 
(PCID2) mRNA. - RefSeq mRNA 
NM_001006266 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(875,47)" 650 false 366

ENSGALP00000042059 CID 2-Aug
Hsap of 1: RNA binding motif protein 
39 - HGNC:15923 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(875,47)" 5000 false 0.21 367

ENSGALP00000012130 CID 336 - 342

integrin beta 2 (complement 
component 3 receptor 3 and 4 subunit) - 
CGNC Symbol 49690 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(875,47)" 5000 false 368



ENSGALP00000027981 CID 112 - 118
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(875,47)" 5000 false 0.21 369

ENSGALP00000006240 CID 1,892 - 1,899
collagen type VI alpha 3 - CGNC Symbol 
2875 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(875,49)" 3715 370

ENSGALP00000006222 CID 87 - 93 calreticulin 3 - CGNC Symbol 2868 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(875,49)" 4079 371

ENSGALP00000011717 CID 107 - 113
ribosomal protein large P0 - CGNC 
Symbol 49505 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(876,50)" 2338 false 372



ENSGALP00000038774 CID 267 - 273
argininosuccinate synthase 1 - CGNC 
Symbol 50457 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(876,50)" 2338 373

ENSGALP00000007837 CID 214 - 221
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(876,50)" 2338 374

ENSGALP00000017513 CID 1-Aug
glycine receptor alpha 3 - CGNC Symbol 
8197 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(876,52)" 1661 false 375

ENSGALP00000001914 CID 96 - 102
chloride intracellular channel 4 - CGNC 
Symbol 861 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(876,54)" 1047 false 3.2 376



ENSGALP00000037906 CID Dec-18
ribosomal protein L35 - CGNC Symbol 
49055 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(876,56)" 8128 377

ENSGALP00000021255 CID 393 - 399
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(877,49)" 654 false 378

ENSGALP00000000639 CID 36 - 42 lamin B2 - CGNC Symbol 49708 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(877,52)" 14896 false 379

ENSGALP00000023115 CID 70 - 76
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(877,52)" 845 true 1.15 380



ENSGALP00000005680 CID 155 - 162 adenylate kinase 2 - CGNC Symbol 2627 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(878,50)" 710 false 381

ENSGALP00000023266 CID 37 - 43 ribosomal protein S20 - HGNC:10405 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(878,51)" 6466 382

ENSGALP00000042371 CID 83 - 89 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(878,56)" 698517 false 383

ENSGALP00000040653 CID 83 - 89

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(878,56)" 698517 false 384



ENSGALP00000028277 CID 86 - 92
H2A histone family member Z - CGNC 
Symbol 52762 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(878,56)" 698517 false 385

ENSGALP00000012130 CID 336 - 342

integrin beta 2 (complement 
component 3 receptor 3 and 4 subunit) - 
CGNC Symbol 49690 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(879,51)" 902 true 4.06 386

ENSGALP00000018410 CID 507 - 513
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(879,51)" 2290 true 0.82 387

ENSGALP00000022629 CID 487 - 493
Gallus gallus vanin 1 (VNN1) mRNA. - 
RefSeq mRNA NM_001039288 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(879,52)" 950 388



ENSGALP00000026579 CID 51 - 58
zinc finger protein 512 - CGNC Symbol 
12362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(880,50)" 3912 false 389

ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(880,50)" 39700 true 1.29 390

ENSGALP00000012641 CID 2,498 - 2,505 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(880,51)" 1725 true 1.72 391

ENSGALP00000017513 CID 1-Aug
glycine receptor alpha 3 - CGNC Symbol 
8197 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(880,53)" 77207 false 392



ENSGALP00000019365 CID 175 - 181 annexin A5 - CGNC Symbol 9009 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(880,53)" 77207 393

ENSGALP00000019192 CID 21 - 27
uridine monophosphate synthetase - 
CGNC Symbol 8931 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(881,50)" 804 true 1.08 394

ENSGALP00000009511 CID 48 - 53
ribosomal protein L5 - CGNC Symbol 
4424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(881,50)" 804 false 1.08 395

ENSGALP00000013574 CID 295 - 302
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(882,53)" 3298 396



ENSGALP00000012815 CID Sep-18
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(882,54)" 7524 397

ENSGALP00000022601 CID 307 - 313
aldehyde dehydrogenase 8 family 
member A1 - CGNC Symbol 10443 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(882,55)" 15760 398

ENSGALP00000038912 CID 93 - 99 alpha-D-globin - CGNC Symbol 50309 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(882,55)" 15760 true 0.35 399

ENSGALP00000038904 CID 94 - 100

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(882,55)" 15760 true 0.35 400



ENSGALP00000020169 CID 417 - 423
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(883,47)" 5376 401

ENSGALP00000000337 CID 803 - 809
HEAT repeat containing 1 - CGNC 
Symbol 52557 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(883,50)" 6966 true 0.2 402

ENSGALP00000018410 CID 507 - 513
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(883,53)" 1884 403

ENSGALP00000038576 CID 171 - 177
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(884,48)" 2980 true 0.72 404



ENSGALP00000043196 CID 890 - 896
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(884,51)" 482 false 405

ENSGALP00000009217 CID 146 - 151
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(885,45)" 702 406

ENSGALP00000014596 CID 90 - 96

guanine nucleotide binding protein (G 
protein) beta polypeptide 4 - CGNC 
Symbol 6824 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(885,52)" 870 407

ENSGALP00000019192 CID 21 - 27
uridine monophosphate synthetase - 
CGNC Symbol 8931 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(885,52)" 870 408



ENSGALP00000024167 CID 179 - 184 transportin 1 - CGNC Symbol 11160 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(885,53)" 1868 false 409

ENSGALP00000009669 CID 1,719 - 1,725
dedicator of cytokinesis 11 - CGNC 
Symbol 51664 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(885,53)" 1868 410

ENSGALP00000002377 CID 1,169 - 1,175
complement component 5 - CGNC 
Symbol 1085 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(885,53)" 1868 false 1.02 411

ENSGALP00000010182 CID 454 - 461
urocanate hydratase 1 - CGNC Symbol 
4738 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(885,54)" 1457 false 1.24 412



ENSGALP00000041886 CID 154 - 161

ubiquinol-cytochrome c reductase 
Rieske iron-sulfur polypeptide 1 - CGNC 
Symbol 3283 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(886,50)" 2307 false 6.45 413

ENSGALP00000007822 CID 420 - 427
coronin actin binding protein 1C - CGNC 
Symbol 50369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(886,50)" 2307 false 414

ENSGALP00000025404 CID 267 - 274
inner membrane mitochondrial protein - 
CGNC Symbol 11773 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(886,52)" 900 false 2.29 415

ENSGALP00000012869 CID 109 - 116
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(886,53)" 2498 true 2.29 416



P35908 CID 189 - 195
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(887,53)" 2409 false 0.54 417

ENSGALP00000039157 CID 545 - 551 ATP citrate lyase - CGNC Symbol 2533 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(888,40)" 882 418

ENSGALP00000022004 CID 134 - 140 tropomyosin 3 - HGNC:12012 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(888,50)" 6069 false 0.16 419

ENSGALP00000024133 CID 445 - 451
histone deacetylase 2 - CGNC Symbol 
11140 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(888,50)" 6069 false 0.71 420



ENSGALP00000004487 CID 470 - 477
zinc finger protein 532 - CGNC Symbol 
65658 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(888,51)" 9217 false 2.85 421

ENSGALP00000035478 CID 762 - 769 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(888,51)" 9217 true 2.85 422

ENSGALP00000018179 CID 193 - 199
SEC31 homolog A (S. cerevisiae) - CGNC 
Symbol 8479 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(888,51)" 9217 false 2.85 423

ENSGALP00000039965 CID 1,218 - 1,224
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(888,52)" 8083 true 1.69 424



ENSGALP00000023446 CID 262 - 269 prohibitin 2 - CGNC Symbol 10814 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(888,53)" 4789 false 0.19 425

ENSGALP00000018987 CID 374 - 381 t-complex 1 - CGNC Symbol 8842 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(888,53)" 4789 false 0.76 426

ENSGALP00000002695 CID 323 - 329

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(888,53)" 4789 true 0.76 427

ENSGALP00000027665 CID 330 - 337
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(888,54)" 7766 false 1.69 428



ENSGALP00000005576 CID 1-Aug
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(888,54)" 7766 429

ENSGALP00000023075 CID 434 - 441
replication factor C subunit 1 - CGNC 
Symbol 51823 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(888,54)" 4547 false 430

ENSGALP00000013659 CID 428 - 435
THUMP domain containing 3 - CGNC 
Symbol 6359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(889,47)" 1003 false 0.86 431

ENSGALP00000011718 CID 242 - 248

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(889,47)" 1003 true 0.86 432



ENSGALP00000020445 CID 967 - 974
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(889,55)" 1721 433

ENSGALP00000002244 CID 792 - 798
GRB10 interacting GYF protein 2 - 
CGNC Symbol 1024 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(890,54)" 1745 434

ENSGALP00000010414 CID 23 - 30
RNA binding motif protein X-linked - 
CGNC Symbol 51674 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(890,55)" 2415 false 435

ENSGALP00000022525 CID 118 - 124
pre-mRNA-processing factor 19 - 
Refseq NP_001034420 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(890,55)" 4660 false 436



ENSGALP00000005643 CID 92 - 98

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(892,49)" 1409 true 1.18 437

ENSGALP00000042988 CID 87 - 93
proteasome subunit beta 2 - 
HGNC:9539 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(892,50)" 19544 true 1.05 438

ENSGALP00000007358 CID 777 - 785
RNA binding motif protein 5 - CGNC 
Symbol 3423 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(892,53)" 42287 false 2.85 439

ENSGALP00000035478 CID 762 - 769 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(892,53)" 42287 440



ENSGALP00000039965 CID 1,218 - 1,224
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(892,54)" 9489 441

ENSGALP00000013724 CID 96 - 102
adaptor related protein complex 2 mu 
1 subunit - CGNC Symbol 6392 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(892,54)" 9489 false 0.73 442

ENSGALP00000023446 CID 262 - 269 prohibitin 2 - CGNC Symbol 10814 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(892,55)" 5775 false 0.31 443

ENSGALP00000013240 CID 71 - 77
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(892,55)" 5775 false 0.31 444



ENSGALP00000002695 CID 323 - 329

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(892,55)" 5775 445

ENSGALP00000040662 CID 29 - 35
inositol monophosphatase 1 - 
HGNC:6050 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(892,55)" 5775 446

ENSGALP00000043136 CID 147 - 154 citrate synthase - CGNC Symbol 64209 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(893,44)" 778 447

ENSGALP00000007490 CID 247 - 253 moesin - HGNC:7373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(893,48)" 3639 true 0.8 448



ENSGALP00000012928 CID 1-Jul
SMT3 suppressor of mif two 3 homolog 
2 (S. cerevisiae) - CGNC Symbol 55792 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(894,47)" 3695 449

ENSGALP00000004515 CID 29 - 36
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(894,53)" 947 false 450

ENSGALP00000004867 CID 144 - 151
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(894,55)" 1251 451

ENSGALP00000000634 CID 379 - 386
LCK proto-oncogene Src family tyrosine 
kinase - HGNC:6524 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(894,55)" 1251 452



ENSGALP00000010414 CID 192 - 198
RNA binding motif protein X-linked - 
CGNC Symbol 51674 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(895,42)" 2184 true 0.39 453

ENSGALP00000025606 CID 173 - 179
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(895,51)" 4511 true 1.95 454

ENSGALP00000022917 CID 385 - 392

SAMM50 sorting and assembly 
machinery component - CGNC Symbol 
10580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(896,48)" 367 true 2.12 455

ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(896,51)" 6373 false 0.32 456



ENSGALP00000005643 CID 92 - 98

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(896,52)" 6460 457

ENSGALP00000042988 CID 87 - 93
proteasome subunit beta 2 - 
HGNC:9539 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(896,52)" 20287 458

ENSGALP00000002366 CID 723 - 728

Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 
51112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(896,52)" 20287 459

ENSGALP00000007997 CID 21 - 28
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(896,53)" 9557 true 5.15 460



ENSGALP00000003954 CID 540 - 546
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(897,38)" 3971 true 0.23 461

ENSGALP00000038313 CID 55 - 61

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 7657 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(897,49)" 1709 false 1.46 462

ENSGALP00000009085 CID 668 - 673
ubiquitin specific peptidase 10 - CGNC 
Symbol 4228 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(897,52)" 1634 false 463

ENSGALP00000015817 CID 620 - 626

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(897,55)" 1277 464



ENSGALP00000005819 CID 360 - 367
glutamate-ammonia ligase - CGNC 
Symbol 2689 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(897,55)" 3352 false 465

ENSGALP00000002525 CID 166 - 172 septin 9 - CGNC Symbol 50494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(898,49)" 7850 false 2.13 466

ENSGALP00000020563 CID 80 - 86
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(899,46)" 6834 467

ENSGALP00000027157 CID 1,320 - 1,329
collagen type IV alpha 2 - CGNC Symbol 
12638 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(899,49)" 1045 false 1.05 468



ENSGALP00000001460 CID 317 - 324
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(899,49)" 1045 true 1.05 469

ENSGALP00000002205 CID 165 - 171

ATP synthase H+ transporting 
mitochondrial Fo complex subunit B1 - 
CGNC Symbol 1004 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(899,51)" 818 true 1.24 470

ENSGALP00000012678 CID 284 - 292
PDZ domain containing ring finger 3 - 
CGNC Symbol 5913 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(899,53)" 1468 true 0.28 471

ENSGALP00000018372 CID 261 - 267
sulfotransferase family cytosolic 6B 
member 1-like - CGNC Symbol 51503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(899,55)" 1219 472



ENSGALP00000010405 CID 595 - 601
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(900,46)" 7215 473

ENSGALP00000026444 CID 2-Sep
isoamyl acetate-hydrolyzing esterase 1 
homolog - CGNC Symbol 12296 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(900,50)" 1465 474

ENSGALP00000004651 CID 196 - 202 thioredoxin like 1 - CGNC Symbol 2131 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(900,56)" 526 false 475

ENSGALP00000038313 CID 55 - 61

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 7657 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(901,52)" 8008 476



ENSGALP00000013724 CID 280 - 286
adaptor related protein complex 2 mu 
1 subunit - CGNC Symbol 6392 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(901,53)" 2821 true 1.5 477

ENSGALP00000005643 CID 201 - 208

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(901,57)" 2548 478

ENSGALP00000026457 CID 253 - 260
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(902,52)" 1941 true 4.98 479

ENSGALP00000011717 CID 100 - 106
ribosomal protein large P0 - CGNC 
Symbol 49505 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(903,46)" 4587 true 2.35 480



ENSGALP00000016743 CID 320 - 326
epoxide hydrolase 1-like - CGNC 
Symbol 51488 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(904,51)" 2235 true 1.12 481

ENSGALP00000018616 CID 52 - 58
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(904,53)" 439 false 482

ENSGALP00000007997 CID 21 - 28
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(904,57)" 12691 true 5.15 483

ENSGALP00000025010 CID 15 - 22
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(905,52)" 3848 484



ENSGALP00000023214 CID 113 - 119
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(905,54)" 4090 true 0.33 485

ENSGALP00000013724 CID 280 - 286
adaptor related protein complex 2 mu 
1 subunit - CGNC Symbol 6392 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(905,56)" 4239 486

ENSGALP00000024348 CID 348 - 354

structural maintenance of 
chromosomes protein 5 - Refseq 
NP_001034424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(906,48)" 81730 false 0.18 487

ENSGALP00000003584 CID 74 - 80
H3 histone family 3B - CGNC Symbol 
49711 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(906,48)" 12327 true 1.22 488



ENSGALP00000024348 CID 27 - 34

structural maintenance of 
chromosomes protein 5 - Refseq 
NP_001034424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(906,51)" 1550 489

ENSGALP00000036720 CID 3,370 - 3,377
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(906,51)" 1550 490

ENSGALP00000026457 CID 253 - 260
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(906,53)" 19967 491

ENSGALP00000039157 CID 771 - 778 ATP citrate lyase - CGNC Symbol 2533 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(906,54)" 13404 492



ENSGALP00000008498 CID 587 - 594 transketolase - CGNC Symbol 3953 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(906,57)" 271 false 493

ENSGALP00000038179 CID 233 - 239
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(907,47)" 2542 true 0.75 494

ENSGALP00000023793 CID 460 - 466
splicing regulatory glutamic acid/lysine-
rich protein 1 - CGNC Symbol 10959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(907,48)" 14008 true 1.58 495

ENSGALP00000018089 CID 357 - 363 angiotensinogen - CGNC Symbol 8441 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(907,56)" 2032 496



ENSGALP00000029589 CID 280 - 286 septin 6 - CGNC Symbol 51720 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(908,47)" 2407 497

ENSGALP00000018689 CID 293 - 299 septin 11 - CGNC Symbol 8720 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(908,47)" 2407 498

ENSGALP00000014746 CID 96 - 101
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(908,49)" 1530 499

ENSGALP00000020744 CID 683 - 689
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(908,52)" 9573 500



ENSGALP00000025375 CID 2-Sep
fatty acid binding protein 5 (psoriasis-
associated) - CGNC Symbol 51203 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(908,53)" 569 false 501

ENSGALP00000020641 CID 31 - 38
aldehyde dehydrogenase 5 family 
member A1 - CGNC Symbol 9610 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(908,54)" 52583 502

ENSGALP00000002695 CID 323 - 329

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(908,54)" 52583 503

ENSGALP00000016743 CID 320 - 326
epoxide hydrolase 1-like - CGNC 
Symbol 51488 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(908,54)" 52583 504



ENSGALP00000042627 CID 68 - 74
Gallus gallus granulysin (GNLY) mRNA. - 
RefSeq mRNA NM_001044680 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(908,54)" 8108 true 1.1 505

ENSGALP00000005468 CID 176 - 182

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC Symbol 
49552 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(908,56)" 4323 506

ENSGALP00000020954 CID Nov-17

serpin peptidase inhibitor clade B 
(ovalbumin) member 1 - CGNC Symbol 
13903 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(909,52)" 2012 true 1.47 507

ENSGALP00000023214 CID 113 - 119
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(909,56)" 1069 508



ENSGALP00000015626 CID 49 - 55
phosphoenolpyruvate carboxykinase 2 
(mitochondrial) - CGNC Symbol 49813 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(911,46)" 5901 509

ENSGALP00000028857 CID 807 - 813

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(911,46)" 5901 510

ENSGALP00000001120 CID 301 - 308 cathepsin S - CGNC Symbol 494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(912,44)" 2391 true 3.85 511

ENSGALP00000012815 CID 127 - 134
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(912,55)" 9720 true 1.73 512



ENSGALP00000017367 CID 2-Aug

Gallus gallus mago-nashi homolog 2 
(MAGOH2) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308098 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(913,43)" 9815 513

ENSGALP00000008236 CID 1,082 - 1,088
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(913,44)" 3380 true 2.62 514

ENSGALP00000020954 CID Nov-17

serpin peptidase inhibitor clade B 
(ovalbumin) member 1 - CGNC Symbol 
13903 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(913,54)" 3357 515

ENSGALP00000015063 CID 118 - 124
fibrinogen gamma chain - CGNC 
Symbol 7041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(913,58)" 370 false 516



ENSGALP00000006832 CID 335 - 342
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(913,58)" 370 false 517

ENSGALP00000003584 CID 74 - 80
H3 histone family 3B - CGNC Symbol 
49711 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(914,53)" 14712 true 0.18 518

ENSGALP00000008824 CID 177 - 184
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(914,53)" 8588 true 0.8 519

ENSGALP00000003954 CID 340 - 347
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(914,53)" 8588 true 0.8 520



ENSGALP00000022545 CID 587 - 593
BCL2-associated transcription factor 1 - 
CGNC Symbol 64987 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(915,53)" 593 true 0.69 521

ENSGALP00000014596 CID 2-Aug

guanine nucleotide binding protein (G 
protein) beta polypeptide 4 - CGNC 
Symbol 6824 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(916,46)" 1942 522

ENSGALP00000001120 CID 301 - 308 cathepsin S - CGNC Symbol 494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(916,47)" 9897 523

ENSGALP00000012815 CID 127 - 134
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(916,57)" 11622 524



ENSGALP00000040653 CID 90 - 96

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(917,46)" 2091 true 0.3 525

ENSGALP00000009669 CID 1,406 - 1,414
dedicator of cytokinesis 11 - CGNC 
Symbol 51664 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(917,46)" 2091 526

ENSGALP00000042371 CID 90 - 96 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(917,46)" 2091 true 0.3 527

ENSGALP00000042357 CID 90 - 96
H2A histone family member X - 
HGNC:4739 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(917,46)" 2091 true 0.3 528



ENSGALP00000008236 CID 1,082 - 1,088
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(917,46)" 9552 529

ENSGALP00000006218 CID 325 - 333
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(917,52)" 17302 true 1.02 530

ENSGALP00000001231 CID 379 - 385
lysine demethylase 1A - CGNC Symbol 
547 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(917,56)" 9215 false 531

ENSGALP00000008267 CID 651 - 657
G protein-coupled receptor kinase 
interactor 2 - CGNC Symbol 3839 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(917,58)" 738 532



ENSGALP00000015063 CID 118 - 124
fibrinogen gamma chain - CGNC 
Symbol 7041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(917,58)" 3909 533

ENSGALP00000020634 CID 102 - 108
cytoskeleton-associated protein 4 - 
HGNC:16991 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(917,58)" 3909 false 534

ENSGALP00000000025 CID 518 - 525 AP2 associated kinase 1 - HGNC:19679 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(918,49)" 651 false 10.84 535

ENSGALP00000024150 CID 372 - 379
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(918,50)" 1379 false 1.79 536



ENSGALP00000023257 CID 120 - 126
non-SMC condensin I complex subunit 
G - CGNC Symbol 10729 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(918,50)" 1379 true 1.28 537

ENSGALP00000015369 CID 205 - 211
mitochondrial amidoxime reducing 
component 2 - CGNC Symbol 53405 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(918,53)" 670 true 10.84 538

ENSGALP00000001480 CID 519 - 526 myeloperoxidase - CGNC Symbol 50519 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(918,53)" 670 false 539

ENSGALP00000002828 CID 498 - 505
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(918,54)" 5087 true 2.07 540



ENSGALP00000009880 CID 18 - 25
formimidoyltransferase 
cyclodeaminase - CGNC Symbol 4601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(918,54)" 4027 541

ENSGALP00000033915 CID 235 - 242

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(918,55)" 9068 false 2.13 542

ENSGALP00000008824 CID 177 - 184
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(918,56)" 8249 543

ENSGALP00000003954 CID 340 - 347
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(918,56)" 8249 544



ENSGALP00000006939 CID 697 - 704 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(918,56)" 15743 true 10.84 545

ENSGALP00000043196 CID 545 - 552
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(919,51)" 3262 false 2.62 546

ENSGALP00000003012 CID 307 - 313
malate dehydrogenase 2 - CGNC 
Symbol 1378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(919,51)" 3262 true 2.62 547

ENSGALP00000004048 CID 1,126 - 1,132 kinectin 1 - CGNC Symbol 9206 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(919,54)" 7739 false 0.94 548



ENSGALP00000009487 CID 517 - 523 ribophorin I - CGNC Symbol 4413 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(919,57)" 376 549

ENSGALP00000000170 CID 2-Aug
receptor for activated C kinase 1 - 
CGNC Symbol 61 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(920,47)" 8747 550

ENSGALP00000039530 CID 167 - 174

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(921,50)" 5925 true 1.24 551

ENSGALP00000006284 CID 24 - 31

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(921,50)" 5925 true 1.24 552



ENSGALP00000006218 CID 325 - 333
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(921,54)" 19309 553

ENSGALP00000009121 CID 144 - 150
glycyl-tRNA synthetase - CGNC Symbol 
4244 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(921,56)" 1906 false 554

ENSGALP00000015560 CID 227 - 234
eukaryotic translation initiation factor 2 
subunit alpha - CGNC Symbol 7281 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(921,58)" 5817 false 555

ENSGALP00000014119 CID 136 - 142
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(922,49)" 1061 true 1.75 556



ENSGALP00000030864 CID 495 - 501
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(922,50)" 6510 557

ENSGALP00000015369 CID 205 - 211
mitochondrial amidoxime reducing 
component 2 - CGNC Symbol 53405 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(922,56)" 9708 558

ENSGALP00000002828 CID 498 - 505
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(922,57)" 11702 559

ENSGALP00000006939 CID 697 - 704 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(922,58)" 6577 560



ENSGALP00000030471 CID 54 - 60

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(923,48)" 15976 true 1.56 561

ENSGALP00000018616 CID 333 - 339
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(924,50)" 4106 true 0.39 562

ENSGALP00000018765 CID Dec-19
ribosomal protein L14 - CGNC Symbol 
49056 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(924,52)" 9449 true 0.85 563

ENSGALP00000019224 CID 489 - 495

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(924,55)" 3271 564



ENSGALP00000042552 CID 179 - 185
guanylate binding protein - CGNC 
Symbol 49284 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(924,55)" 3271 565

ENSGALP00000002695 CID 435 - 441

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(924,56)" 20389 566

ENSGALP00000014119 CID 136 - 142
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(926,52)" 1858 567

ENSGALP00000009873 CID 454 - 462
collagen type VI alpha 2 - CGNC Symbol 
4597 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(926,52)" 2178 false 568



ENSGALP00000024954 CID 352 - 358
YTH domain family protein 3 - Refseq 
NP_001006391 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(926,52)" 2178 false 0.33 569

ENSGALP00000014144 CID 822 - 830
xanthine dehydrogenase - CGNC 
Symbol 49613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(926,52)" 11924 false 570

ENSGALP00000030471 CID 54 - 60

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(927,53)" 24887 571

ENSGALP00000042479 CID 154 - 160
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(928,54)" 2707 true 2.26 572



ENSGALP00000018765 CID Dec-19
ribosomal protein L14 - CGNC Symbol 
49056 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(928,54)" 8009 573

ENSGALP00000026579 CID 301 - 308
zinc finger protein 512 - CGNC Symbol 
12362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(928,56)" 40981 574

ENSGALP00000016629 CID 102 - 109 peroxiredoxin 1 - CGNC Symbol 7794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(928,57)" 3614 false 575

ENSGALP00000006284 CID 24 - 31

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(929,54)" 7084 true 1.24 576



ENSGALP00000039530 CID 167 - 174

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(929,54)" 7084 true 1.24 577

ENSGALP00000023165 CID 361 - 369

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(929,58)" 604 false 578

ENSGALP00000019975 CID 421 - 428
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(930,50)" 1232 true 0.84 579

ENSGALP00000005576 CID 392 - 399
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(930,50)" 1232 true 0.84 580



ENSGALP00000002235 CID 2-Sep stathmin 1 - CGNC Symbol 49630 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(931,49)" 9063 false 581

ENSGALP00000012349 CID 332 - 339
C-terminal binding protein-like - CGNC 
Symbol 50231 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(931,49)" 9063 582

ENSGALP00000005182 CID 101 - 107
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(932,47)" 1394 true 0.78 583

ENSGALP00000042475 CID 1-Jul
purine-rich element binding protein A - 
CGNC Symbol 15180 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(932,47)" 556 false 584



ENSGALP00000003646 CID 133 - 140
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(932,54)" 4395 true 2.6 585

ENSGALP00000000236 CID 235 - 241
antigen peptide transporter 2 - Refseq 
NP_001092827 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(932,56)" 1036 false 586

ENSGALP00000042479 CID 154 - 160
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(932,57)" 6499 587

ENSGALP00000035780 CID 1,209 - 1,216
RAN binding protein 2 - CGNC Symbol 
50838 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(932,57)" 6499 false 588



ENSGALP00000005822 CID 676 - 682
topoisomerase (DNA) I - CGNC Symbol 
2691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(934,48)" 11914 false 0.78 589

ENSGALP00000004817 CID 155 - 161 peroxiredoxin 6 - CGNC Symbol 2214 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(934,50)" 3132 true 2.05 590

ENSGALP00000041815 CID 207 - 213 calponin-2 - Refseq NP_001135728 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(934,55)" 9834 false 591

ENSGALP00000014107 CID 108 - 114 vimentin - CGNC Symbol 51275 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(934,55)" 9834 false 592



ENSGALP00000003381 CID 401 - 408
aconitase 1 soluble - CGNC Symbol 
48955 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(935,52)" 4374 593

ENSGALP00000014746 CID 18 - 24
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(935,54)" 107862 true 1.14 594

ENSGALP00000000224 CID 139 - 146
proliferating cell nuclear antigen - 
CGNC Symbol 92 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(936,46)" 9821 true 0.89 595

ENSGALP00000005182 CID 101 - 107
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(936,48)" 1585 596



ENSGALP00000003646 CID 133 - 140
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(936,57)" 11843 597

ENSGALP00000026633 CID 24 - 32

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(936,57)" 11843 598

ENSGALP00000001201 CID 169 - 176
mitogen-activated protein kinase 14 - 
CGNC Symbol 13975 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(936,57)" 391 599

ENSGALP00000007379 CID 184 - 191

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(937,45)" 15186 true 1.02 600



ENSGALP00000013640 CID 198 - 205

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(937,45)" 15186 true 1.02 601

ENSGALP00000027238 CID 622 - 628 importin 5 - CGNC Symbol 50851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(937,58)" 13404 false 602

ENSGALP00000038774 CID 357 - 364
argininosuccinate synthase 1 - CGNC 
Symbol 50457 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(937,58)" 13404 603

ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(938,46)" 155096 604



ENSGALP00000004817 CID 155 - 161 peroxiredoxin 6 - CGNC Symbol 2214 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(938,52)" 5591 605

ENSGALP00000000236 CID 209 - 216
antigen peptide transporter 2 - Refseq 
NP_001092827 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(938,54)" 187 true 0.57 606

ENSGALP00000020666 CID 91 - 97
DEK proto-oncogene - CGNC Symbol 
9623 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(938,55)" 789 true 0.47 607

ENSGALP00000035815 CID 1-Aug

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(938,55)" 789 false 0.57 608



ENSGALP00000014746 CID 18 - 24
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(939,56)" 190819 609

ENSGALP00000005971 CID 267 - 273 annexin A2 - CGNC Symbol 49740 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(940,49)" 1660 true 5.21 610

ENSGALP00000000224 CID 139 - 146
proliferating cell nuclear antigen - 
CGNC Symbol 92 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(940,49)" 8905 611

ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - 
CGNC Symbol 92 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(940,52)" 1222 true 1.1 612



ENSGALP00000037564 CID 355 - 362
Hsap of 4: solute carrier family 25 
member 10 - HGNC:10980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(940,59)" 2151 613

ENSGALP00000019469 CID 121 - 128
ribosomal protein SA - CGNC Symbol 
49202 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(940,59)" 2151 false 614

ENSGALP00000013640 CID 198 - 205

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(941,48)" 15964 615

ENSGALP00000007379 CID 184 - 191

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(941,48)" 15964 616



ENSGALP00000004366 CID Oct-16
Cysteine-rich protein 1 - CGNC Symbol 
52178 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(941,50)" 16168 true 0.47 617

ENSGALP00000027665 CID 73 - 81
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(941,54)" 1803 false 618

ENSGALP00000013267 CID 29 - 35
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(942,54)" 34723 false 1.1 619

ENSGALP00000037524 CID 405 - 411 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(943,51)" 27486 true 1.18 620



ENSGALP00000018454 CID 416 - 422 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(943,51)" 27486 true 1.18 621

ENSGALP00000036688 CID 395 - 401 tubulin alpha 8a - CGNC Symbol 262 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(943,51)" 27486 true 1.18 622

ENSGALP00000016978 CID 395 - 401
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(943,51)" 27486 true 1.18 623

ENSGALP00000008311 CID 1,089 - 1,095
SEC24 family member C - CGNC Symbol 
3857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(943,53)" 622 true 1.35 624



ENSGALP00000005971 CID 267 - 273 annexin A2 - CGNC Symbol 49740 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(944,53)" 14826 625

ENSGALP00000016361 CID 57 - 65
ribosomal protein S3A - CGNC Symbol 
51748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(944,56)" 1811 false 626

ENSGALP00000020064 CID 539 - 545
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(945,49)" 1204 true 1.21 627

ENSGALP00000013987 CID 355 - 361
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(945,50)" 834 true 0.74 628



ENSGALP00000024868 CID 2-Aug
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(945,50)" 834 false 2.04 629

ENSGALP00000038774 CID 114 - 122
argininosuccinate synthase 1 - CGNC 
Symbol 50457 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(945,50)" 834 false 2.04 630

ENSGALP00000007355 CID 93 - 101 ataxin 2 - CGNC Symbol 3422 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(945,53)" 4926 false 631

ENSGALP00000039931 CID 362 - 369
proteasome 26S subunit non-ATPase 
11 - CGNC Symbol 17043 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(945,53)" 4926 false 632



ENSGALP00000015176 CID 159 - 165
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(945,54)" 1220 true 1.23 633

ENSGALP00000010405 CID 353 - 360
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(945,55)" 1537 634

ENSGALP00000023214 CID 674 - 681
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(946,55)" 263 false 15.66 635

ENSGALP00000027988 CID 40 - 47
Serine/arginine-rich splicing factor 2 - 
UP P30352 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(946,56)" 3759 true 0.66 636



ENSGALP00000016361 CID 35 - 42
ribosomal protein S3A - CGNC Symbol 
51748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(947,50)" 2262 true 0.91 637

ENSGALP00000016182 CID 525 - 532
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(947,58)" 2723 false 638

ENSGALP00000020169 CID 180 - 187
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(948,53)" 2950 639

ENSGALP00000043256 CID 15 - 22
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(948,55)" 7694 640



ENSGALP00000016711 CID 405 - 412
guanine monophosphate synthase - 
CGNC Symbol 7825 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(948,56)" 19039 false 1.69 641

ENSGALP00000005505 CID 139 - 146
RAB8B member RAS oncogene family - 
CGNC Symbol 2544 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(948,56)" 19039 false 1.69 642

ENSGALP00000039931 CID 193 - 201
proteasome 26S subunit non-ATPase 
11 - CGNC Symbol 17043 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(948,57)" 247 643

ENSGALP00000010423 CID 22 - 29
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(948,57)" 247 false 1.32 644



ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - 
CGNC Symbol 92 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(948,57)" 1341 true 1.1 645

ENSGALP00000018424 CID 111 - 117 desmin - CGNC Symbol 49543 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(948,57)" 2822 false 646

ENSGALP00000012878 CID 193 - 199
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(949,53)" 3615 false 647

ENSGALP00000024868 CID 2-Aug
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(949,54)" 567 true 2.29 648



ENSGALP00000004366 CID Oct-16
Cysteine-rich protein 1 - CGNC Symbol 
52178 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(949,54)" 7678 true 0.47 649

ENSGALP00000027997 CID 109 - 115

dolichyl-phosphate 
mannosyltransferase polypeptide 1 
catalytic subunit - CGNC Symbol 13045 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(949,55)" 2793 true 1.11 650

ENSGALP00000015176 CID 159 - 165
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(949,56)" 1503 651

ENSGALP00000027238 CID 71 - 78 importin 5 - CGNC Symbol 50851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(949,56)" 1503 652



ENSGALP00000043427 CID 66 - 72 block of proliferation 1 - HGNC:15519 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(949,56)" 1503 653

ENSGALP00000021752 CID 1-Aug
ATP binding cassette subfamily F 
member 2 - CGNC Symbol 10054 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(949,56)" 1503 654

ENSGALP00000002828 CID 572 - 579
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(950,48)" 3972 true 0.58 655

ENSGALP00000026126 CID 47 - 54
ribosomal protein L8 - CGNC Symbol 
12137 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(950,50)" 732 true 0.58 656



ENSGALP00000042059 CID 85 - 92
Hsap of 1: RNA binding motif protein 
39 - HGNC:15923 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(950,52)" 13453 true 0.58 657

ENSGALP00000030864 CID 495 - 501
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(950,54)" 4182 false 1.06 658

ENSGALP00000021314 CID 126 - 132 caldesmon 1 - CGNC Symbol 9884 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(950,54)" 20254 659

ENSGALP00000027988 CID 40 - 47
Serine/arginine-rich splicing factor 2 - 
UP P30352 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(950,58)" 2471 660



ENSGALP00000042163 CID Oct-16
seryl-tRNA synthetase - CGNC Symbol 
332 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(950,60)" 1103 false 1.06 661

ENSGALP00000008056 CID 36 - 43
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(950,60)" 1103 662

ENSGALP00000037524 CID 405 - 411 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(951,56)" 33082 true 1.18 663

ENSGALP00000036688 CID 395 - 401 tubulin alpha 8a - CGNC Symbol 262 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(951,56)" 33082 true 1.18 664



ENSGALP00000016978 CID 395 - 401
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(951,56)" 33082 true 1.18 665

ENSGALP00000018454 CID 416 - 422 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(951,56)" 33082 true 1.18 666

ENSGALP00000039818 CID 335 - 341
pre-mRNA processing factor 3 - CGNC 
Symbol 52857 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(951,58)" 2320 667

ENSGALP00000003846 CID 139 - 146 avidin - CGNC Symbol 49723 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(951,58)" 8023 668



ENSGALP00000008311 CID 1,089 - 1,095
SEC24 family member C - CGNC Symbol 
3857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(951,58)" 839 false 1.35 669

ENSGALP00000027349 CID 287 - 294
N(alpha)-acetyltransferase 16 NatA 
auxiliary subunit - CGNC Symbol 12725 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(951,58)" 839 670

ENSGALP00000008236 CID 1,027 - 1,033
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(952,47)" 6922 true 1.3 671

ENSGALP00000020445 CID 712 - 718
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(952,55)" 10685 false 1.3 672



ENSGALP00000027953 CID Nov-18
ribosomal protein S3 - CGNC Symbol 
13020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(952,55)" 7968 true 0.55 673

ENSGALP00000022235 CID 2-Sep
CNDP dipeptidase 2 (metallopeptidase 
M20 family) - CGNC Symbol 13892 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(952,56)" 1112 true 1.7 674

ENSGALP00000022734 CID 137 - 145

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - 
Refseq NP_001026550 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(952,57)" 41272 675

ENSGALP00000040337 CID 440 - 447
G1 to S phase transition 1 - CGNC 
Symbol 54531 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(953,51)" 9299 false 676



ENSGALP00000001483 CID 500 - 506

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase subunit 
STT3A-like - CGNC Symbol 65836 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(953,51)" 1007 true 3.82 677

ENSGALP00000027997 CID 109 - 115

dolichyl-phosphate 
mannosyltransferase polypeptide 1 
catalytic subunit - CGNC Symbol 13045 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(953,58)" 3088 678

ENSGALP00000004871 CID 546 - 552
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(954,50)" 375 679

ENSGALP00000002828 CID 572 - 579
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(954,51)" 7786 680



ENSGALP00000016509 CID 4-Nov

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(954,54)" 1914 false 681

ENSGALP00000042059 CID 85 - 92
Hsap of 1: RNA binding motif protein 
39 - HGNC:15923 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(954,55)" 8274 682

ENSGALP00000015964 CID 124 - 131
ribosomal protein L18a - CGNC Symbol 
50601 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(955,52)" 3863 false 2.38 683

ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(955,54)" 1690 true 2.02 684



ENSGALP00000027595 CID 278 - 285
nucleoporin 58kDa - CGNC Symbol 
12853 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(955,56)" 840 685

ENSGALP00000023214 CID 576 - 583
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(955,56)" 840 false 686

ENSGALP00000008236 CID 1,027 - 1,033
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(956,50)" 9420 687

ENSGALP00000016630 CID 37 - 44

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC 
Symbol 7795 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(956,51)" 1309 true 1.8 688



ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - 
CGNC Symbol 92 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(956,52)" 911 true 1.08 689

ENSGALP00000008824 CID 100 - 107
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(956,56)" 643 false 690

ENSGALP00000020445 CID 712 - 718
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(956,57)" 110798 691

ENSGALP00000030904 CID 48 - 55
avian beta-defensin 2 - CGNC Symbol 
49507 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(957,47)" 2749 true 13.75 692



ENSGALP00000001483 CID 500 - 506

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase subunit 
STT3A-like - CGNC Symbol 65836 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(957,53)" 4968 693

ENSGALP00000029322 CID 4-Nov
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(957,58)" 5530 false 694

ENSGALP00000013240 CID 1,848 - 1,855
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(958,49)" 4364 false 695

ENSGALP00000007927 CID 98 - 105
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(958,50)" 2922 true 1.04 696



ENSGALP00000016051 CID 951 - 959 helicase (DNA) B - CGNC Symbol 7509 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(958,55)" 528 697

ENSGALP00000035717 CID 208 - 215

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(958,55)" 1822 698

ENSGALP00000011598 CID 57 - 64
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(958,57)" 7699 true 0.83 699

ENSGALP00000038463 CID 89 - 96
ribosomal protein L7a - CGNC Symbol 
50454 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(958,59)" 810 false 700



ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(959,52)" 539 true 8.07 701

ENSGALP00000004104 CID 24 - 30
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(959,53)" 1251 true 0.94 702

ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(959,57)" 3421 703

ENSGALP00000016080 CID 414 - 420
cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 7517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(959,59)" 988 false 704



ENSGALP00000042036 CID 241 - 248
endonuclease G-like - CGNC Symbol 
63533 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(960,51)" 1757 false 0.69 705

ENSGALP00000005822 CID 80 - 88
topoisomerase (DNA) I - CGNC Symbol 
2691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(960,55)" 3522 706

ENSGALP00000005822 CID 337 - 344
topoisomerase (DNA) I - CGNC Symbol 
2691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(960,58)" 12638 707

ENSGALP00000011006 CID 373 - 380 catenin beta like 1 - CGNC Symbol 5146 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(960,58)" 11330 true 0.34 708



ENSGALP00000027953 CID Nov-18
ribosomal protein S3 - CGNC Symbol 
13020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(960,60)" 3777 true 0.55 709

ENSGALP00000030904 CID 48 - 55
avian beta-defensin 2 - CGNC Symbol 
49507 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(961,49)" 42737 710

ENSGALP00000016671 CID 1,268 - 1,275
latent transforming growth factor beta 
binding protein 2 - CGNC Symbol 53503 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(961,54)" 12762 false 711

ENSGALP00000007101 CID 1,266 - 1,273
CAP-GLY domain containing linker 
protein 1 - CGNC Symbol 3295 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(961,55)" 1119 true 3.28 712



ENSGALP00000000383 CID 504 - 512
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(961,59)" 1183 713

ENSGALP00000015735 CID 35 - 41
Sjogren syndrome antigen B - CGNC 
Symbol 7359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(961,59)" 1183 false 714

ENSGALP00000037524 CID 433 - 440 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(962,48)" 3186 false 7.04* 715

ENSGALP00000018454 CID 444 - 451 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(962,48)" 3186 true 7.04 716



ENSGALP00000034108 CID 392 - 398
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(962,53)" 22314 true 3.25 717

ENSGALP00000040638 CID 43 - 50 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(962,55)" 771 false 718

ENSGALP00000020268 CID 201 - 208
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(962,57)" 221 true 0.05 719

ENSGALP00000027349 CID 170 - 176
N(alpha)-acetyltransferase 16 NatA 
auxiliary subunit - CGNC Symbol 12725 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(962,58)" 5581 true 0.94 720



ENSGALP00000011598 CID 57 - 64
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(962,59)" 3336 721

ENSGALP00000019468 CID 432 - 439 aconitase 2 - CGNC Symbol 9059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(963,54)" 2409 false 0.8 722

ENSGALP00000014308 CID 529 - 536
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(963,55)" 9641 723

ENSGALP00000036122 CID 42 - 49

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(963,59)" 5883 false 724



ENSGALP00000006578 CID 42 - 49

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(963,59)" 5883 false 725

ENSGALP00000028746 CID 42 - 49

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(963,59)" 5883 false 726

ENSGALP00000039133 CID 22 - 29

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(963,59)" 5883 false 727

ENSGALP00000036056 CID 1,023 - 1,030
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(964,50)" 3067 728



ENSGALP00000020634 CID 1-Aug
cytoskeleton-associated protein 4 - 
HGNC:16991 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(964,52)" 5468 true 5.3 729

ENSGALP00000026286 CID 197 - 204
glutathione S-transferase alpha 3 - 
CGNC Symbol 49941 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(964,55)" 8589 730

ENSGALP00000000509 CID 118 - 125

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(965,52)" 4298 true 0.55 731

ENSGALP00000000337 CID 2,029 - 2,036
HEAT repeat containing 1 - CGNC 
Symbol 52557 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(965,52)" 1836 false 732



ENSGALP00000035370 CID Dec-19
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(965,52)" 1836 true 0.84 733

ENSGALP00000007379 CID 3-Sep

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(965,53)" 389 734

ENSGALP00000013640 CID 18 - 24

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(965,53)" 389 735

ENSGALP00000003850 CID 209 - 217
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(965,54)" 855 true 2.02 736



ENSGALP00000038435 CID 214 - 221

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(965,55)" 31080 737

ENSGALP00000016671 CID 1,268 - 1,275
latent transforming growth factor beta 
binding protein 2 - CGNC Symbol 53503 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(965,57)" 9354 false 738

ENSGALP00000036405 CID 198 - 206
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(965,57)" 10018 false 739

ENSGALP00000027665 CID 360 - 367
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(965,58)" 611 false 740



ENSGALP00000007680 CID 250 - 256
ribosomal protein L6 - CGNC Symbol 
48978 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(966,49)" 6910 true 1.73 741

ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(966,49)" 6320 false 1.73* 742

ENSGALP00000013267 CID 211 - 218
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(966,52)" 9670 true 0.58 743

ENSGALP00000016361 CID 129 - 136
ribosomal protein S3A - CGNC Symbol 
51748 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(966,52)" 1308 true 0.78 744



ENSGALP00000000383 CID 1,062 - 1,069
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(966,55)" 59580 745

ENSGALP00000034108 CID 392 - 398
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(966,55)" 73052 746

ENSGALP00000015623 CID 1,465 - 1,472
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(966,55)" 3686 747

ENSGALP00000040638 CID 43 - 50 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(966,59)" 1739 748



ENSGALP00000039157 CID 322 - 329 ATP citrate lyase - CGNC Symbol 2533 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(966,59)" 7578 749

ENSGALP00000019365 CID 167 - 174 annexin A5 - CGNC Symbol 9009 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(966,59)" 7578 true 5.66 750

ENSGALP00000003646 CID 273 - 280
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(967,46)" 896 true 8.46 751

ENSGALP00000019468 CID 432 - 439 aconitase 2 - CGNC Symbol 9059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(967,54)" 3109 752



ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(967,58)" 4707 true 8.07 753

ENSGALP00000001332 CID 139 - 145
lysyl-tRNA synthetase - CGNC Symbol 
602 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(967,58)" 8730 true 1.08 754

ENSGALP00000003172 CID 2-Oct
WD repeat domain 33 - CGNC Symbol 
1450 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(969,49)" 919 755

ENSGALP00000013949 CID Oct-18
chloride nucleotide-sensitive channel 
1A - CGNC Symbol 6506 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(969,53)" 1473 true 1.26 756



ENSGALP00000027665 CID 73 - 81
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(969,56)" 4751 true 1.96 757

ENSGALP00000013240 CID 1,813 - 1,820
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(969,56)" 4751 false 1.84 758

ENSGALP00000001332 CID 483 - 489
lysyl-tRNA synthetase - CGNC Symbol 
602 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(969,57)" 1603 true 1.3 759

ENSGALP00000003850 CID 209 - 217
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(969,57)" 10881 760



ENSGALP00000015687 CID 476 - 485
collagen type I alpha 2 - CGNC Symbol 
49716 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(969,58)" 12278 761

ENSGALP00000003637 CID 90 - 98
sorbitol dehydrogenase - CGNC Symbol 
1653 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(969,58)" 12278 762

ENSGALP00000015063 CID 227 - 234
fibrinogen gamma chain - CGNC 
Symbol 7041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(970,47)" 39040 763

ENSGALP00000007680 CID 250 - 256
ribosomal protein L6 - CGNC Symbol 
48978 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(970,51)" 12664 764



ENSGALP00000013267 CID 211 - 218
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(970,55)" 9494 765

ENSGALP00000041109 CID 330 - 338
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(970,55)" 769 false 0.17 766

ENSGALP00000041815 CID 24 - 31 calponin-2 - Refseq NP_001135728 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(970,56)" 1782 true 0.78 767

ENSGALP00000037222 CID 72 - 79

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC 
Symbol 51783 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(970,57)" 860 true 0.65 768



ENSGALP00000018740 CID 1,092 - 1,098
complement component 3 - CGNC 
Symbol 8744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(971,44)" 8422 769

ENSGALP00000003646 CID 273 - 280
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(971,49)" 11836 770

ENSGALP00000016538 CID 679 - 685 calpain 11 - CGNC Symbol 54348 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(971,49)" 4099 771

ENSGALP00000018740 CID 565 - 571
complement component 3 - CGNC 
Symbol 8744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(971,53)" 2998 772



ENSGALP00000008236 CID 1,489 - 1,495
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(971,54)" 11387 true 1.74 773

ENSGALP00000026341 CID 277 - 285 annexin A13 - CGNC Symbol 12242 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(971,55)" 3424 false 774

ENSGALP00000003376 CID 67 - 74
acyl-CoA oxidase 1 palmitoyl - CGNC 
Symbol 50495 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(971,55)" 1610 775

ENSGALP00000001315 CID 207 - 214
nudC nuclear distribution protein - 
CGNC Symbol 591 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(971,57)" 142662 false 0.16 776



ENSGALP00000001332 CID 139 - 145
lysyl-tRNA synthetase - CGNC Symbol 
602 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(971,60)" 8342 777

ENSGALP00000006763 CID 670 - 677 plakophilin 3 - CGNC Symbol 3132 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(971,60)" 8342 778

ENSGALP00000038408 CID 15 - 22
Y box binding protein 1 - CGNC Symbol 
3598 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(972,53)" 2708 779

ENSGALP00000025125 CID 48 - 54
LDL receptor related protein associated 
protein 1 - CGNC Symbol 11638 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(972,54)" 3772 false 780



ENSGALP00000012472 CID 309 - 316 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(972,54)" 3772 false 7.66* 781

ENSGALP00000015061 CID 169 - 176
fibrinogen alpha chain - CGNC Symbol 
49746 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(972,56)" 2008 false 1.93 782

ENSGALP00000034078 CID 51 - 57
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(972,56)" 2008 true 1.29 783

ENSGALP00000006284 CID 70 - 78

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(972,56)" 23487 true 1.93 784



ENSGALP00000003538 CID 43 - 50
eukaryotic translation termination 
factor 1 - CGNC Symbol 1614 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(972,56)" 23487 false 1.29 785

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(972,57)" 109521 true 0.87 786

ENSGALP00000028277 CID 24 - 32
H2A histone family member Z - CGNC 
Symbol 52762 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(972,57)" 109521 true 0.87 787

ENSGALP00000042357 CID 22 - 30
H2A histone family member X - 
HGNC:4739 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(972,57)" 109521 true 0.87 788



ENSGALP00000042371 CID 22 - 30 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(972,57)" 109521 true 0.87 789

ENSGALP00000025606 CID 314 - 321
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(972,58)" 2081 true 1.29 790

ENSGALP00000035370 CID Dec-19
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(973,56)" 3126 true 0.84 791

ENSGALP00000013949 CID Oct-18
chloride nucleotide-sensitive channel 
1A - CGNC Symbol 6506 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(973,56)" 3777 792



ENSGALP00000018740 CID 979 - 987
complement component 3 - CGNC 
Symbol 8744 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(973,60)" 14189 793

ENSGALP00000036056 CID 786 - 793
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(974,54)" 4282 false 794

ENSGALP00000022392 CID 689 - 696 transportin 3 - CGNC Symbol 10345 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(974,57)" 970 795

ENSGALP00000038523 CID 542 - 549

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC Symbol 
49809 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(974,58)" 108433 796



ENSGALP00000041109 CID 330 - 338
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(974,60)" 1520 797

ENSGALP00000016743 CID 412 - 420
epoxide hydrolase 1-like - CGNC 
Symbol 51488 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(975,52)" 4831 798

ENSGALP00000010844 CID 18 - 25
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(975,55)" 1986 false 0.52 799

ENSGALP00000008236 CID 1,489 - 1,495
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(975,57)" 6227 800



ENSGALP00000000864 CID 75 - 82
RAB11B member RAS oncogene family - 
CGNC Symbol 51171 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(976,56)" 2937 801

ENSGALP00000012472 CID 309 - 316 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(976,57)" 31175 802

ENSGALP00000025593 CID 861 - 869
collagen type XII alpha 1 - CGNC 
Symbol 49526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(976,57)" 31175 false 803

ENSGALP00000023395 CID 469 - 476
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(976,57)" 5338 false 804



ENSGALP00000000316 CID 764 - 772 major vault protein - CGNC Symbol 136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(976,57)" 5338 805

ENSGALP00000028277 CID 24 - 32
H2A histone family member Z - CGNC 
Symbol 52762 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(976,59)" 577368 806

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(976,59)" 577368 807

ENSGALP00000042357 CID 22 - 30
H2A histone family member X - 
HGNC:4739 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(976,59)" 577368 808



ENSGALP00000042371 CID 22 - 30 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(976,59)" 577368 809

ENSGALP00000019629 CID 44 - 52
proteasome subunit alpha 3 - CGNC 
Symbol 9125 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(977,52)" 292 false 810

ENSGALP00000027121 CID 366 - 372

Gallus gallus PCI domain containing 2 
(PCID2) mRNA. - RefSeq mRNA 
NM_001006266 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(977,52)" 1156 true 0.83 811

ENSGALP00000015623 CID 776 - 783
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(977,58)" 6255 true 0.18 812



ENSGALP00000002235 CID 53 - 60 stathmin 1 - CGNC Symbol 49630 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(977,58)" 6255 813

ENSGALP00000009511 CID 221 - 227
ribosomal protein L5 - CGNC Symbol 
4424 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(977,59)" 1229 true 0.39 814

ENSGALP00000042774 CID 548 - 554
biorientation of chromosomes in cell 
division 1-like 1 - CGNC Symbol 11076 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(977,59)" 2395 false 815

ENSGALP00000010182 CID 302 - 309
urocanate hydratase 1 - CGNC Symbol 
4738 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(977,60)" 1400 816



ENSGALP00000020445 CID 1,267 - 1,274
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(977,60)" 16181 false 0.26 817

ENSGALP00000037001 CID 167 - 174

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(978,53)" 51805 true 0.65 818

ENSGALP00000009960 CID 75 - 82
ribosomal protein L13 - CGNC Symbol 
49509 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(978,55)" 860 true 1.92 819

ENSGALP00000036056 CID 786 - 793
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(978,55)" 860 820



ENSGALP00000020169 CID 158 - 165
phosphorylase glycogen liver - CGNC 
Symbol 49139 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(978,55)" 1860 821

ENSGALP00000027399 CID 58 - 64 esterase D - CGNC Symbol 12753 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(979,53)" 1950 false 822

ENSGALP00000016629 CID 121 - 128 peroxiredoxin 1 - CGNC Symbol 7794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(980,47)" 17287 true 1.01 823

ENSGALP00000009853 CID 120 - 128
zinc finger protein 326 - CGNC Symbol 
4587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(980,49)" 4493 true 0.64 824



ENSGALP00000030639 CID 77 - 84
Ras-related protein Rab-6A - UP 
Q1KME6 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(980,59)" 2722 825

ENSGALP00000034078 CID 51 - 57
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(980,60)" 3963 true 1.29 826

ENSGALP00000023214 CID 367 - 374
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(980,60)" 3963 false 827

ENSGALP00000006494 CID 309 - 316
formin binding protein 1 - CGNC 
Symbol 2999 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(981,53)" 831 true 0.77 828



ENSGALP00000026283 CID 132 - 138
glutathione transferase - CGNC Symbol 
49780 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(981,56)" 23008 true 0.83 829

ENSGALP00000008079 CID 452 - 460
serine hydroxymethyltransferase 1 
(soluble) - CGNC Symbol 3751 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(981,57)" 2117 830

ENSGALP00000011770 CID 745 - 753
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(981,60)" 2075 true 1.51 831

ENSGALP00000037001 CID 167 - 174

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(982,54)" 41495 832



ENSGALP00000042891 CID 31 - 38
chromatin target of PRMT1 - 
HGNC:24511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(982,55)" 2311 true 0.54 833

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(983,57)" 1070 false 834

ENSGALP00000004515 CID 78 - 84
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(983,57)" 12206 true 1.65 835

ENSGALP00000041749 CID 325 - 331
guanine nucleotide binding protein (G 
protein) alpha 13 - CGNC Symbol 3014 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(984,48)" 5684 true 0.62 836



ENSGALP00000016629 CID 121 - 128 peroxiredoxin 1 - CGNC Symbol 7794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(984,49)" 16910 837

ENSGALP00000009853 CID 120 - 128
zinc finger protein 326 - CGNC Symbol 
4587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(984,52)" 2897 838

ENSGALP00000027401 CID 99 - 108
succinate-CoA ligase ADP-forming beta 
subunit - CGNC Symbol 12755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(984,58)" 16198 true 0.62 839

ENSGALP00000015753 CID 94 - 101 paraoxonase 2 - CGNC Symbol 49501 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(984,60)" 2552 true 1.24 840



ENSGALP00000026337 CID 218 - 225 peroxiredoxin 4 - CGNC Symbol 12239 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(984,61)" 669 false 0.13 841

ENSGALP00000023188 CID 49 - 56

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(984,61)" 669 true 1.05 842

ENSGALP00000042061 CID 182 - 188

phosphatidylinositol-5-phosphate 4-
kinase type II alpha - CGNC Symbol 
5959 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(984,61)" 1210 true 1.03 843

ENSGALP00000005013 CID 29 - 35
core-binding factor beta subunit - 
CGNC Symbol 2299 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(985,45)" 3531 true 0.55 844



ENSGALP00000016051 CID 52 - 60 helicase (DNA) B - CGNC Symbol 7509 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(985,58)" 469 845

ENSGALP00000009960 CID 93 - 101
ribosomal protein L13 - CGNC Symbol 
49509 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(985,58)" 2286 true 1.66 846

ENSGALP00000013710 CID 68 - 75
ribosomal protein L32 - CGNC Symbol 
50169 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(986,53)" 2341 true 0.81 847

ENSGALP00000023075 CID 269 - 277
replication factor C subunit 1 - CGNC 
Symbol 51823 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(986,55)" 19797 true 1.06 848



ENSGALP00000014918 CID 884 - 891
AF4/FMR2 family member 2 - 
HGNC:3776 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(986,55)" 1192 false 849

ENSGALP00000009960 CID 75 - 82
ribosomal protein L13 - CGNC Symbol 
49509 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(986,60)" 2487 true 1.92 850

ENSGALP00000001332 CID 162 - 168
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(987,42)" 3472 true 1.38 851

ENSGALP00000000639 CID 45 - 52 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(987,50)" 7988 true 1.38 852



ENSGALP00000012163 CID 1-Aug
transcription elongation regulator 1 - 
CGNC Symbol 5680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(987,51)" 1747 853

ENSGALP00000001332 CID 303 - 311
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(987,58)" 4126 true 1.39 854

ENSGALP00000035717 CID 26 - 33

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(987,60)" 19174 false 0.18 855

ENSGALP00000004515 CID 78 - 84
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(987,60)" 19174 856



ENSGALP00000041749 CID 325 - 331
guanine nucleotide binding protein (G 
protein) alpha 13 - CGNC Symbol 3014 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(988,51)" 3547 857

ENSGALP00000003898 CID 828 - 835 matrin 3 - CGNC Symbol 1772 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(988,55)" 1647 true 0.8 858

ENSGALP00000000224 CID 211 - 217
proliferating cell nuclear antigen - 
CGNC Symbol 92 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(988,55)" 9184 true 0.39 859

ENSGALP00000023214 CID 651 - 657
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(988,56)" 4952 860



ENSGALP00000013963 CID 5-Dec
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(988,60)" 2133 true 0.38 861

ENSGALP00000020445 CID 663 - 670
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(989,52)" 7793 true 2.15 862

ENSGALP00000020445 CID 1,393 - 1,400
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(989,53)" 7243 true 1.38 863

ENSGALP00000021752 CID 1-Aug
ATP binding cassette subfamily F 
member 2 - CGNC Symbol 10054 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(989,55)" 1095 false 864



ENSGALP00000040662 CID 230 - 237
inositol monophosphatase 1 - 
HGNC:6050 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(989,55)" 31258 true 6.01 865

ENSGALP00000026286 CID 132 - 138
glutathione S-transferase alpha 3 - 
CGNC Symbol 49941 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(989,58)" 2380 866

ENSGALP00000009960 CID 93 - 101
ribosomal protein L13 - CGNC Symbol 
49509 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(989,61)" 3800 867

ENSGALP00000003381 CID 594 - 601
aconitase 1 soluble - CGNC Symbol 
48955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(990,54)" 5434 868



ENSGALP00000028283 CID 103 - 110
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(990,57)" 13766 true 1.08 869

ENSGALP00000001332 CID 162 - 168
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(991,47)" 8004 870

ENSGALP00000003139 CID 404 - 411
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(991,57)" 1167 true 10.31 871

ENSGALP00000001332 CID 303 - 311
lysyl-tRNA synthetase - CGNC Symbol 
602 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(991,60)" 3256 872



ENSGALP00000013738 CID 128 - 134
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(992,53)" 24631 true 0.7 873

ENSGALP00000017049 CID 89 - 96
cytidine/uridine monophosphate 
kinase 1 - CGNC Symbol 7971 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(992,56)" 57644 true 0.97 874

ENSGALP00000007997 CID 167 - 174
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(992,56)" 1425 false 875

ENSGALP00000018192 CID 1,161 - 1,170 myosin-X-like - CGNC Symbol 53541 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(993,51)" 5625 876



ENSGALP00000020445 CID 1,393 - 1,400
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(993,55)" 5627 877

ENSGALP00000009709 CID 264 - 271

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(993,57)" 2865 true 0.87 878

ENSGALP00000011961 CID 180 - 187
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(993,59)" 9758 true 0.17 879

ENSGALP00000026286 CID 132 - 138
glutathione S-transferase alpha 3 - 
CGNC Symbol 49941 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(993,59)" 16592 true 6.01 880



ENSGALP00000003089 CID 701 - 708
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(994,53)" 2774 881

ENSGALP00000003139 CID 404 - 411
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(995,60)" 14249 882

ENSGALP00000026858 CID 497 - 504

minichromosome maintenance 
complex component 3 - CGNC Symbol 
12496 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(996,53)" 3016 true 0.75 883

ENSGALP00000013738 CID 128 - 134
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(996,55)" 16993 884



ENSGALP00000017049 CID 89 - 96
cytidine/uridine monophosphate 
kinase 1 - CGNC Symbol 7971 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(996,58)" 54648 885

ENSGALP00000027349 CID 560 - 567
N(alpha)-acetyltransferase 16 NatA 
auxiliary subunit - CGNC Symbol 12725 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(996,61)" 3562 true 0.21 886

ENSGALP00000000224 CID 211 - 217
proliferating cell nuclear antigen - 
CGNC Symbol 92 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(996,61)" 2332 true 0.7 887

ENSGALP00000034433 CID 418 - 425
WD repeat domain 18 - CGNC Symbol 
14659 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(997,50)" 18258 true 0.42 888



ENSGALP00000042074 CID 3-Sep

upstream binding transcription factor 
RNA polymerase I - CGNC Symbol 
63361 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(997,50)" 5092 true 0.33 889

ENSGALP00000016447 CID 194 - 200
ribosomal protein S8 - CGNC Symbol 
52222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(997,53)" 5469 true 1.62 890

ENSGALP00000010910 CID 181 - 189
cleavage stimulation factor 3' pre-RNA 
subunit 2 64kDa - CGNC Symbol 51677 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(997,58)" 10005 891

ENSGALP00000018498 CID 173 - 181

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(998,52)" 4396 true 3.47 892



ENSGALP00000008530 CID 130 - 136
eukaryotic translation initiation factor 3 
subunit F - CGNC Symbol 3965 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(998,58)" 1358 false 893

ENSGALP00000035973 CID 849 - 857

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(998,58)" 1538 true 0.17 894

ENSGALP00000028283 CID 103 - 110
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(998,61)" 17548 true 1.08 895

ENSGALP00000018424 CID 311 - 317 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1000,51)" 8951 896



ENSGALP00000012605 CID Dec-19
pescadillo ribosomal biogenesis factor 
1 - CGNC Symbol 5881 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1000,54)" 3443 897

ENSGALP00000006284 CID 70 - 78

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1000,56)" 4403 true 1.01 898

ENSGALP00000007680 CID 262 - 270
ribosomal protein L6 - CGNC Symbol 
48978 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1000,59)" 5741 true 2.03 899

ENSGALP00000038618 CID 2-Sep
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1001,50)" 3614 900



ENSGALP00000029322 CID 121 - 129
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1001,51)" 10748 true 0.45 901

ENSGALP00000015665 CID 77 - 83 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1001,52)" 25593 true 0.04 902

ENSGALP00000030644 CID 1,376 - 1,382
sodium channel voltage-gated type V 
alpha subunit - CGNC Symbol 49568 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1001,52)" 25593 false 0.09 903

ENSGALP00000034433 CID 418 - 425
WD repeat domain 18 - CGNC Symbol 
14659 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1001,52)" 7074 904



ENSGALP00000016447 CID 194 - 200
ribosomal protein S8 - CGNC Symbol 
52222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1001,56)" 10084 905

ENSGALP00000015176 CID 733 - 740
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1001,62)" 1983 true 37.63 906

ENSGALP00000000224 CID 54 - 61
proliferating cell nuclear antigen - 
CGNC Symbol 92 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1002,45)" 4445 true 1.32 907

ENSGALP00000019031 CID 330 - 337 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1002,59)" 5896 true 2.69 908



ENSGALP00000004159 CID Aug-15
ribosomal protein L10a - CGNC Symbol 
51119 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1002,60)" 2501 true 3.47 909

ENSGALP00000009526 CID 246 - 254 plastin 3 - CGNC Symbol 4430 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1002,62)" 14291 910

ENSGALP00000022386 CID 77 - 85
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1003,53)" 9518 true 1.44 911

ENSGALP00000014097 CID 45 - 52
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1003,55)" 4334 true 1.14 912



ENSGALP00000022545 CID 655 - 663
BCL2-associated transcription factor 1 - 
CGNC Symbol 64987 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1003,58)" 5692 913

ENSGALP00000042171 CID 141 - 148 transgelin 2 - CGNC Symbol 65718 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1003,59)" 3105 true 0.77 914

ENSGALP00000003175 CID 187 - 195
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1004,47)" 182236 false 1.12 915

ENSGALP00000023523 CID 21 - 30 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1004,47)" 182236 true 1.12 916



ENSGALP00000015657 CID 19 - 28 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1004,47)" 182236 true 1.12 917

ENSGALP00000015988 CID 21 - 30
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1004,47)" 182236 true 1.12 918

ENSGALP00000042680 CID 19 - 28

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1004,47)" 182236 true 1.12 919

ENSGALP00000038376 CID 110 - 117
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1004,52)" 6071 true 1.12 920



ENSGALP00000004417 CID 256 - 265
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1004,56)" 1918 false 921

ENSGALP00000004425 CID 192 - 199
metastasis associated 1 - CGNC Symbol 
53548 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1004,56)" 1918 false 922

ENSGALP00000012641 CID 957 - 964 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1004,56)" 16535 false 923

ENSGALP00000026858 CID 295 - 302

minichromosome maintenance 
complex component 3 - CGNC Symbol 
12496 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1004,56)" 16535 true 0.42 924



ENSGALP00000020169 CID 706 - 713
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1004,58)" 732 925

ENSGALP00000039818 CID 477 - 484
pre-mRNA processing factor 3 - CGNC 
Symbol 52857 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1004,59)" 3718 926

ENSGALP00000010800 CID 159 - 166
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1004,59)" 436 false 927

ENSGALP00000014317 CID 103 - 111
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1004,61)" 75575 true 0.97 928



ENSGALP00000035366 CID 141 - 149
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1004,61)" 75575 true 0.97 929

ENSGALP00000023395 CID 239 - 247
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1005,54)" 6909 true 0.67 930

ENSGALP00000029322 CID 121 - 129
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1005,55)" 528 931

ENSGALP00000039265 CID 129 - 137
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1005,58)" 19226 true 0.99 932



P04264 CID 396 - 403
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1005,58)" 4994 933

P35908 CID 394 - 401
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1005,58)" 4994 934

ENSGALP00000024116 CID 119 - 127
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1005,60)" 1461 true 0.53 935

ENSGALP00000035595 CID 90 - 96
40S ribosomal protein S11 - Refseq 
NP_001026004 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1007,54)" 16577 true 2.24 936



ENSGALP00000042171 CID 141 - 148 transgelin 2 - CGNC Symbol 65718 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1007,63)" 6570 937

ENSGALP00000000509 CID 334 - 342

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1008,49)" 2777 true 0.53 938

ENSGALP00000022734 CID 95 - 102

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - 
Refseq NP_001026550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1008,49)" 394 false 0.07 939

ENSGALP00000042680 CID 19 - 28

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1008,50)" 223249 940



ENSGALP00000023523 CID 21 - 30 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1008,50)" 223249 941

ENSGALP00000015988 CID 21 - 30
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1008,50)" 223249 942

ENSGALP00000015657 CID 19 - 28 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1008,50)" 223249 943

ENSGALP00000030147 CID 93 - 99
family with sequence similarity 49 
member B - CGNC Symbol 12196 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1008,53)" 979 944



ENSGALP00000026858 CID 295 - 302

minichromosome maintenance 
complex component 3 - CGNC Symbol 
12496 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1008,58)" 841 945

ENSGALP00000023395 CID 737 - 744
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1008,58)" 10397 false 946

ENSGALP00000006043 CID 537 - 545
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1008,58)" 10397 947

ENSGALP00000014317 CID 103 - 111
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1008,62)" 66054 948



ENSGALP00000035366 CID 141 - 149
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1008,62)" 66054 949

ENSGALP00000016523 CID 169 - 177

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1009,49)" 1867 true 1.88 950

ENSGALP00000009286 CID 257 - 265
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1009,55)" 1354 951

ENSGALP00000028857 CID 259 - 265

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1009,55)" 2378 952



ENSGALP00000039965 CID 1,107 - 1,114
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1009,62)" 1531 true 0.65 953

ENSGALP00000017080 CID 96 - 103
SNW domain containing 1 - CGNC 
Symbol 7983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1009,62)" 2169 954

ENSGALP00000033584 CID 169 - 176
ras homolog family member A - CGNC 
Symbol 49322 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1010,50)" 5021 true 1.34 955

ENSGALP00000035595 CID 90 - 96
40S ribosomal protein S11 - Refseq 
NP_001026004 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1011,56)" 41300 956



ENSGALP00000029968 CID Nov-19
ribosomal protein L3 - CGNC Symbol 
50654 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1011,56)" 14750 true 0.98 957

ENSGALP00000041159 CID 91 - 98 ribosomal protein S16 - HGNC:10396 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1011,59)" 710 true 0.67 958

ENSGALP00000014097 CID 45 - 52
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1011,60)" 4014 true 1.14 959

ENSGALP00000009605 CID 210 - 217
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1012,51)" 5544 true 1.47 960



ENSGALP00000013963 CID 173 - 180
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1012,55)" 3725 false 0.36 961

ENSGALP00000019040 CID 48 - 55
nucleoporin 205kDa - CGNC Symbol 
8864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1012,55)" 3725 true 0.36 962

ENSGALP00000026663 CID 53 - 61

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1012,62)" 3214 true 0.36 963

ENSGALP00000032274 CID 409 - 416

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1014,50)" 11700 true 0.46 964



ENSGALP00000012472 CID 409 - 416 nucleolin - CGNC Symbol 5823 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1014,54)" 12165 true 1.77 965

ENSGALP00000002348 CID 1,379 - 1,385
zinc finger ZZ-type and EF-hand domain 
containing 1 - CGNC Symbol 1069 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1014,54)" 12165 966

ENSGALP00000003767 CID 1-Aug
phosphoserine phosphatase - CGNC 
Symbol 50540 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1014,54)" 12165 false 967

ENSGALP00000023188 CID 133 - 140

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1014,58)" 1379 true 6.98 968



ENSGALP00000006832 CID 3,059 - 3,065
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1014,58)" 1379 969

ENSGALP00000038979 CID 1,800 - 1,808
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1015,58)" 216414 970

ENSGALP00000012521 CID 16 - 24

deleted in primary ciliary dyskinesia 
homolog (mouse) - CGNC Symbol 
52065 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1015,59)" 18309 true 0.57 971

ENSGALP00000004048 CID 768 - 775 kinectin 1 - CGNC Symbol 9206 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1015,59)" 1936 972



ENSGALP00000026550 CID 1,505 - 1,513 apolipoprotein B - CGNC Symbol 12347 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1015,60)" 34129 973

ENSGALP00000005633 CID 96 - 102
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1015,60)" 1271 true 0.59 974

ENSGALP00000029968 CID Nov-19
ribosomal protein L3 - CGNC Symbol 
50654 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1015,60)" 7484 975

ENSGALP00000009605 CID 210 - 217
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1016,53)" 10731 976



ENSGALP00000012888 CID 414 - 421 nebulette - CGNC Symbol 49189 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1016,54)" 3233 false 1.79 977

ENSGALP00000024348 CID 296 - 303

structural maintenance of 
chromosomes protein 5 - Refseq 
NP_001034424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1016,54)" 3233 true 0.91 978

ENSGALP00000004046 CID 30 - 37
RAN member RAS oncogene family - 
CGNC Symbol 1850 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1016,56)" 3934 true 0.55 979

ENSGALP00000019040 CID 48 - 55
nucleoporin 205kDa - CGNC Symbol 
8864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1016,57)" 1171 980



ENSGALP00000027030 CID 18 - 26
ribosomal protein L31 - CGNC Symbol 
50833 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1016,58)" 21379 true 1.67 981

ENSGALP00000038408 CID 138 - 144
Y box binding protein 1 - CGNC Symbol 
3598 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1017,48)" 1216 true 2.25 982

ENSGALP00000012641 CID 1,862 - 1,869 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1017,55)" 674 true 0.18 983

ENSGALP00000011510 CID 164 - 172
apolipoprotein A-I - CGNC Symbol 
49860 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1017,59)" 68161 984



ENSGALP00000007476 CID 1-Oct
SET nuclear oncogene - CGNC Symbol 
3483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1017,60)" 10922 false 1.67 985

ENSGALP00000012888 CID 515 - 522 nebulette - CGNC Symbol 49189 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1017,60)" 3807 986

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1017,61)" 294545 true 0.06 987

ENSGALP00000042163 CID 412 - 419
seryl-tRNA synthetase - CGNC Symbol 
332 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1018,49)" 536 true 2.2 988



ENSGALP00000032274 CID 409 - 416

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1018,53)" 6032 989

ENSGALP00000041744 CID 160 - 169
SEC22 homolog B vesicle trafficking 
protein - CGNC Symbol 52179 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1018,55)" 287 false 990

ENSGALP00000025461 CID Aug-16
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1018,57)" 2991 true 0.67 991

ENSGALP00000001474 CID 531 - 538

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1018,57)" 36327 992



ENSGALP00000003089 CID 218 - 225
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1018,59)" 1062 993

ENSGALP00000010214 CID 79 - 86

Gallus gallus macrophage migration 
inhibitory factor (glycosylation-
inhibiting factor) (MIF) mRNA. - RefSeq 
mRNA NM_001305091 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1019,57)" 1796 false 994

ENSGALP00000041159 CID 91 - 98 ribosomal protein S16 - HGNC:10396 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1019,61)" 3530 true 1.5 995

ENSGALP00000024283 CID 66 - 73
ribosomal protein S6 - CGNC Symbol 
49670 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1020,54)" 13177 996



ENSGALP00000015560 CID 68 - 75
eukaryotic translation initiation factor 2 
subunit alpha - CGNC Symbol 7281 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1020,57)" 4855 997

ENSGALP00000027030 CID 18 - 26
ribosomal protein L31 - CGNC Symbol 
50833 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1020,59)" 34795 998

ENSGALP00000015410 CID 744 - 751 actinin alpha 1 - CGNC Symbol 48956 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1021,48)" 4299 true 1.14 999

ENSGALP00000038408 CID 138 - 144
Y box binding protein 1 - CGNC Symbol 
3598 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1021,51)" 34901 1000



ENSGALP00000028283 CID 64 - 72
coactosin-like F-actin binding protein 1 - 
CGNC Symbol 54450 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1021,53)" 1870 true 0.13 1001

ENSGALP00000014374 CID 239 - 248
malate dehydrogenase 1 - CGNC 
Symbol 6725 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1021,58)" 16108 false 1.01 1002

ENSGALP00000019435 CID 77 - 84

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - CGNC 
Symbol 9043 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1021,58)" 16108 true 1.01 1003

ENSGALP00000016308 CID 406 - 415
signal recognition particle 54kDa - 
CGNC Symbol 16066 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1021,60)" 8901 1004



ENSGALP00000026345 CID 20 - 28
acid phosphatase 1 soluble - CGNC 
Symbol 12245 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1021,62)" 5548 1005

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1021,63)" 70242 1006

ENSGALP00000042163 CID 412 - 419
seryl-tRNA synthetase - CGNC Symbol 
332 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1022,53)" 3314 1007

ENSGALP00000012472 CID 409 - 416 nucleolin - CGNC Symbol 5823 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1022,59)" 21493 true 1.77 1008



ENSGALP00000024710 CID 28 - 35
ribosomal protein L24 - CGNC Symbol 
50756 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1022,60)" 11343 true 0.77 1009

ENSGALP00000038262 CID 2-Oct
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1023,47)" 3963 true 1.02 1010

ENSGALP00000037222 CID 45 - 52

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC 
Symbol 51783 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1024,52)" 1371 true 1.05 1011

ENSGALP00000009552 CID 48 - 55
ribosomal protein L27a - CGNC Symbol 
55716 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1024,54)" 3877 true 1.65 1012



ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1024,54)" 7360 true 1.04 1013

ENSGALP00000011717 CID 91 - 99
ribosomal protein large P0 - CGNC 
Symbol 49505 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1024,59)" 2771 true 1.85 1014

ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1025,49)" 63146 true 0.81 1015

ENSGALP00000015410 CID 744 - 751 actinin alpha 1 - CGNC Symbol 48956 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1025,50)" 5627 1016



ENSGALP00000013574 CID 151 - 159
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1025,55)" 21396 true 2.15 1017

ENSGALP00000015665 CID 178 - 186 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1025,58)" 31368 true 0.15 1018

ENSGALP00000007822 CID 244 - 251
coronin actin binding protein 1C - CGNC 
Symbol 50369 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1025,61)" 16198 false 1019

ENSGALP00000019435 CID 77 - 84

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - CGNC 
Symbol 9043 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1025,62)" 34544 1020



ENSGALP00000018340 CID 727 - 735 SATB homeobox 1 - CGNC Symbol 8550 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1025,62)" 34544 1021

ENSGALP00000023165 CID 252 - 259

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1026,41)" 3772 true 0.7 1022

ENSGALP00000013659 CID 69 - 76
THUMP domain containing 3 - CGNC 
Symbol 6359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1026,59)" 2475 1023

ENSGALP00000038618 CID 214 - 222
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1026,59)" 2475 1024



ENSGALP00000021892 CID 138 - 145
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1026,59)" 459 false 0.99 1025

ENSGALP00000024331 CID 1,142 - 1,149
tight junction protein 2 - CGNC Symbol 
49456 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1026,60)" 648 false 1026

ENSGALP00000005322 CID 173 - 180
BRX1 biogenesis of ribosomes - CGNC 
Symbol 2456 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1026,60)" 648 false 1027

ENSGALP00000019087 CID 109 - 116
protein disulfide isomerase family A 
member 5 - CGNC Symbol 8884 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1026,61)" 3827 1028



ENSGALP00000025461 CID Aug-16
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1026,62)" 668 true 0.67 1029

ENSGALP00000026633 CID 72 - 79

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1026,62)" 486 false 1030

ENSGALP00000035815 CID 62 - 70

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1026,64)" 6470 true 1.62 1031

ENSGALP00000038262 CID 2-Oct
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1027,50)" 3547 1032



ENSGALP00000004186 CID 380 - 387 annexin A11 - CGNC Symbol 52013 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1027,52)" 6916 true 13.45 1033

ENSGALP00000016361 CID 137 - 144
ribosomal protein S3A - CGNC Symbol 
51748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1027,57)" 2939 true 2.72 1034

ENSGALP00000006038 CID 462 - 469 ribophorin II - CGNC Symbol 2792 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1028,54)" 1991 1035

ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1028,55)" 1733 1036



ENSGALP00000002695 CID 74 - 83

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1028,62)" 6443 true 2.33 1037

ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1029,53)" 20480 1038

ENSGALP00000013574 CID 151 - 159
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1029,57)" 48462 1039

ENSGALP00000015665 CID 178 - 186 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1029,60)" 5285 1040



ENSGALP00000016363 CID 313 - 321
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1029,61)" 5362 true 0.6 1041

ENSGALP00000026457 CID 140 - 148
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1029,61)" 5362 false 0.58 1042

ENSGALP00000023165 CID 252 - 259

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1030,44)" 2655 1043

ENSGALP00000012878 CID 124 - 131
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1030,51)" 1438 true 5.03 1044



ENSGALP00000007930 CID 131 - 138
deoxyuridine triphosphatase - CGNC 
Symbol 3681 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1030,57)" 3593 true 2.73 1045

ENSGALP00000014509 CID 149 - 156
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1030,60)" 4268 true 1.41 1046

ENSGALP00000020445 CID 1,924 - 1,932
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1031,61)" 3027 true 1.6 1047

ENSGALP00000003423 CID 678 - 686
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1031,61)" 3027 false 1.6 1048



ENSGALP00000025606 CID 248 - 255
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1031,62)" 15884 false 1049

ENSGALP00000009371 CID 248 - 255
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1031,62)" 15884 false 1050

ENSGALP00000035339 CID 170 - 180

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1031,62)" 1959 true 1.63 1051

ENSGALP00000006832 CID 1,719 - 1,728
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1031,62)" 9924 false 2.38 1052



ENSGALP00000002205 CID 1-Aug

ATP synthase H+ transporting 
mitochondrial Fo complex subunit B1 - 
CGNC Symbol 1004 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1031,63)" 2027 false 1053

ENSGALP00000042479 CID 79 - 87
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1032,58)" 1373 false 1054

ENSGALP00000009552 CID 48 - 55
ribosomal protein L27a - CGNC Symbol 
55716 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1032,58)" 7677 true 1.65 1055

ENSGALP00000007490 CID 28 - 35 moesin - HGNC:7373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1032,62)" 28173 true 1.03 1056



ENSGALP00000027249 CID 438 - 446
DnaJ heat shock protein family (Hsp40) 
member C3 - CGNC Symbol 12678 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1032,62)" 28173 false 1.03 1057

ENSGALP00000011717 CID 91 - 99
ribosomal protein large P0 - CGNC 
Symbol 49505 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1032,63)" 5258 true 1.85 1058

ENSGALP00000002695 CID 74 - 83

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1032,63)" 20708 1059

ENSGALP00000042837 CID 123 - 130

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1033,51)" 11671 true 0.99 1060



ENSGALP00000006414 CID 216 - 223
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1033,54)" 5443 false 1.15 1061

ENSGALP00000036056 CID 51 - 58
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1033,54)" 5443 true 1.4 1062

ENSGALP00000027488 CID 123 - 130
periostin osteoblast specific factor - 
CGNC Symbol 12805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1033,58)" 6651 1063

ENSGALP00000024116 CID 822 - 829
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1033,58)" 2641 false 1.15 1064



ENSGALP00000005819 CID 214 - 221
glutamate-ammonia ligase - CGNC 
Symbol 2689 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1034,54)" 11804 1065

ENSGALP00000016363 CID 192 - 199
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1034,55)" 23392 true 0.35 1066

ENSGALP00000018424 CID 205 - 214 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1034,56)" 15655 1067

ENSGALP00000003850 CID 46 - 55
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1034,56)" 15655 false 1068



ENSGALP00000027194 CID 76 - 85
tripeptidyl peptidase II - CGNC Symbol 
12657 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1034,56)" 15655 false 1069

ENSGALP00000007930 CID 131 - 138
deoxyuridine triphosphatase - CGNC 
Symbol 3681 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1034,60)" 13489 1070

ENSGALP00000017016 CID 167 - 174 glutaredoxin 3 - CGNC Symbol 7961 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1034,63)" 1851 true 0.35 1071

ENSGALP00000000639 CID 105 - 112 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1035,51)" 1860 false 1072



ENSGALP00000016583 CID 74 - 81
progesterone receptor membrane 
component 2 - CGNC Symbol 7765 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1035,54)" 878 true 1.1 1073

ENSGALP00000014298 CID 49 - 57
ribosomal protein L12 - CGNC Symbol 
50469 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1035,56)" 945 false 1074

ENSGALP00000015063 CID 287 - 295
fibrinogen gamma chain - CGNC 
Symbol 7041 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1035,59)" 7429 true 2.38 1075

ENSGALP00000016361 CID 137 - 144
ribosomal protein S3A - CGNC Symbol 
51748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1035,62)" 7353 true 2.72 1076



ENSGALP00000020445 CID 1,924 - 1,932
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1035,62)" 14877 1077

ENSGALP00000010210 CID 116 - 123
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1035,62)" 310 false 1078

ENSGALP00000026286 CID 178 - 185
glutathione S-transferase alpha 3 - 
CGNC Symbol 49941 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1035,62)" 3635 true 0.91 1079

ENSGALP00000040011 CID 433 - 440
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1036,55)" 6807 1080



ENSGALP00000017250 CID 97 - 105

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 4 - CGNC Symbol 51774 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1036,62)" 3131 1081

ENSGALP00000002513 CID 100 - 106
LIM and SH3 protein 1 - CGNC Symbol 
1150 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1037,46)" 60656 true 1.36 1082

ENSGALP00000036056 CID 51 - 58
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1037,57)" 7784 1083

ENSGALP00000009286 CID 257 - 265
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1037,58)" 541 true 1.04 1084



ENSGALP00000010800 CID 98 - 105
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1037,59)" 4126 true 1.08 1085

ENSGALP00000006939 CID 656 - 663 annexin A6 - CGNC Symbol 49340 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1037,59)" 5749 true 0.32 1086

ENSGALP00000008735 CID 87 - 94
helicase lymphoid-specific - CGNC 
Symbol 4060 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1037,59)" 5749 false 1.66 1087

ENSGALP00000002744 CID 529 - 536
phospholipase A2 activating protein - 
CGNC Symbol 1252 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1037,59)" 34975 false 1.64 1088



ENSGALP00000013240 CID 1,439 - 1,447
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1038,52)" 816 false 1089

ENSGALP00000010942 CID 26 - 34
ribosomal protein S15a - CGNC Symbol 
5109 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1038,62)" 874 false 1090

ENSGALP00000005633 CID 391 - 399
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1039,53)" 1596 true 2.83 1091

ENSGALP00000025461 CID 56 - 63
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1039,61)" 638 false 1092



ENSGALP00000010210 CID 116 - 123
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1039,62)" 1548 1093

ENSGALP00000009371 CID 248 - 255
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1039,64)" 1572 true 2.67 1094

ENSGALP00000025606 CID 248 - 255
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1039,64)" 1572 true 2.67 1095

ENSGALP00000012529 CID 85 - 94
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1040,63)" 4376 1096



ENSGALP00000035478 CID 1,150 - 1,159 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1040,63)" 4376 true 1.01 1097

ENSGALP00000014918 CID 502 - 510
AF4/FMR2 family member 2 - 
HGNC:3776 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1040,63)" 256800 false 1.12 1098

ENSGALP00000027391 CID 242 - 250
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1040,63)" 256800 false 1.12 1099

ENSGALP00000006043 CID 537 - 545
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1040,64)" 6417 false 1.1 1100



ENSGALP00000011689 CID 228 - 235
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1040,64)" 6417 true 1.1 1101

ENSGALP00000023165 CID 290 - 298

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1041,45)" 3046 true 0.73 1102

ENSGALP00000002513 CID 100 - 106
LIM and SH3 protein 1 - CGNC Symbol 
1150 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1041,49)" 84739 1103

ENSGALP00000026633 CID 574 - 582

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1041,50)" 1312 true 2.98 1104



ENSGALP00000042837 CID 123 - 130

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1041,56)" 4181 true 1.08 1105

ENSGALP00000030005 CID 65 - 72
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1041,57)" 6672 true 1.02 1106

ENSGALP00000010070 CID 241 - 249
tryptophan hydroxylase 1 - CGNC 
Symbol 49485 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1041,60)" 15456 1107

ENSGALP00000018192 CID 514 - 521 myosin-X-like - CGNC Symbol 53541 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1041,61)" 1078 true 3.92 1108



ENSGALP00000010800 CID 98 - 105
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1041,61)" 53561 1109

ENSGALP00000008079 CID 313 - 320
serine hydroxymethyltransferase 1 
(soluble) - CGNC Symbol 3751 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1041,61)" 8513 false 3.75 1110

ENSGALP00000023165 CID 252 - 259

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1042,42)" 4725 true 0.63 1111

ENSGALP00000005633 CID 391 - 399
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1043,55)" 5350 1112



ENSGALP00000036122 CID Oct-18

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1043,59)" 578 true 7.35 1113

ENSGALP00000006578 CID Oct-18

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1043,59)" 578 true 7.35 1114

ENSGALP00000028746 CID Oct-18

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1043,59)" 578 true 7.35 1115

ENSGALP00000004104 CID 464 - 471
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1043,59)" 686 false 0.69 1116



ENSGALP00000038979 CID 1,800 - 1,808
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1043,59)" 686 true 0.69 1117

ENSGALP00000012529 CID 2-Oct
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1044,58)" 7458 1118

ENSGALP00000012641 CID 1,024 - 1,032 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1044,59)" 2768 false 1119

ENSGALP00000006043 CID 540 - 548
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1044,59)" 24433 false 1120



ENSGALP00000014918 CID 502 - 510
AF4/FMR2 family member 2 - 
HGNC:3776 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1044,62)" 15854 1121

ENSGALP00000035478 CID 1,150 - 1,159 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1044,64)" 16292 1122

ENSGALP00000026633 CID 574 - 582

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1045,52)" 5691 1123

ENSGALP00000002373 CID 190 - 198
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1045,53)" 5010 true 0.46 1124



ENSGALP00000001474 CID 153 - 161

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1045,58)" 3038 true 10.29 1125

ENSGALP00000018309 CID 140 - 147
raftlin lipid raft linker 1 - CGNC Symbol 
8540 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1045,63)" 2787 false 1126

ENSGALP00000018498 CID 568 - 575

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1045,63)" 2559 false 1127

ENSGALP00000023165 CID 252 - 259

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1046,44)" 2243 1128



ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1046,51)" 21744 true 0.51 1129

ENSGALP00000025929 CID 214 - 222
hydroxyacyl-CoA dehydrogenase - 
CGNC Symbol 12053 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1046,57)" 4831 true 2.87 1130

ENSGALP00000020744 CID 168 - 176
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1046,58)" 6941 true 3.6 1131

ENSGALP00000042855 CID 86 - 93
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1046,62)" 5351 true 0.57 1132



ENSGALP00000042171 CID 156 - 164 transgelin 2 - CGNC Symbol 65718 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1046,62)" 5351 false 1.62 1133

ENSGALP00000007705 CID 221 - 229
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1046,65)" 979 false 1134

ENSGALP00000034108 CID 367 - 375
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1047,54)" 2272 true 3.14 1135

ENSGALP00000020744 CID 537 - 545
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1047,57)" 9412 1136



ENSGALP00000038979 CID 1,800 - 1,808
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1047,60)" 6308 1137

ENSGALP00000010405 CID 59 - 66
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1047,61)" 15334 true 1.33 1138

ENSGALP00000006218 CID 316 - 324
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1047,61)" 5349 true 0.7 1139

ENSGALP00000012521 CID 16 - 24

deleted in primary ciliary dyskinesia 
homolog (mouse) - CGNC Symbol 
52065 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1047,63)" 57535 true 2.84 1140



ENSGALP00000012326 CID 145 - 152
Fas associated via death domain - 
CGNC Symbol 51906 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1048,60)" 1148 true 0.79 1141

ENSGALP00000012376 CID 694 - 701

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1048,62)" 2617 true 1.07 1142

ENSGALP00000009402 CID 122 - 129
arachidonate 5-lipoxygenase - CGNC 
Symbol 4373 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1048,65)" 918 false 1143

ENSGALP00000012367 CID 2-Dec
SLC9A3 regulator 1 - CGNC Symbol 
51624 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1049,53)" 3890 1144



ENSGALP00000009487 CID 193 - 202 ribophorin I - CGNC Symbol 4413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1049,58)" 39644 1145

ENSGALP00000009709 CID 644 - 651

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1049,58)" 39644 true 0.39 1146

ENSGALP00000006832 CID 3,379 - 3,387
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1049,58)" 7443 false 0.67 1147

ENSGALP00000003455 CID 103 - 111
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1049,59)" 34172 1148



ENSGALP00000028746 CID 84 - 91

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1049,59)" 1741 1149

ENSGALP00000000864 CID 167 - 174
RAB11B member RAS oncogene family - 
CGNC Symbol 51171 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1049,61)" 2837 true 0.39 1150

ENSGALP00000030005 CID 65 - 72
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1049,62)" 6797 true 1.02 1151

ENSGALP00000010210 CID 266 - 273
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1049,62)" 2291 true 1.04 1152



ENSGALP00000003152 CID 594 - 602
adenosylhomocysteinase - CGNC 
Symbol 1443 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1049,63)" 6741 true 0.76 1153

ENSGALP00000007493 CID Sep-16
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1049,64)" 260 false 1154

ENSGALP00000018309 CID 140 - 147
raftlin lipid raft linker 1 - CGNC Symbol 
8540 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1049,64)" 1574 true 1.19 1155

ENSGALP00000020169 CID 297 - 304
phosphorylase glycogen liver - CGNC 
Symbol 49139 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1049,64)" 1823 false 0.88 1156



ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1050,53)" 9800 1157

ENSGALP00000038313 CID 42 - 49

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 7657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1050,55)" 3943 true 4.61 1158

ENSGALP00000007680 CID 221 - 228
ribosomal protein L6 - CGNC Symbol 
48978 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1050,56)" 7723 true 1.59 1159

ENSGALP00000025929 CID 214 - 222
hydroxyacyl-CoA dehydrogenase - 
CGNC Symbol 12053 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1050,59)" 17086 1160



ENSGALP00000020185 CID 201 - 208

Gallus gallus chromosome 5 open 
reading frame human C14orf166 
(C5H14ORF166) mRNA. - RefSeq mRNA 
NM_205369 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1050,62)" 3682 false 1161

ENSGALP00000042855 CID 86 - 93
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1050,64)" 2183 1162

ENSGALP00000034108 CID 367 - 375
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1051,56)" 8727 1163

ENSGALP00000004641 CID 2,114 - 2,121
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1051,58)" 3647 true 0.32 1164



ENSGALP00000007511 CID 1-Sep

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1051,58)" 3647 1165

ENSGALP00000006832 CID 518 - 525
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1051,58)" 3647 false 0.32 1166

ENSGALP00000006970 CID 254 - 261 exportin 1 - CGNC Symbol 3224 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1051,58)" 4846 true 0.3 1167

ENSGALP00000006218 CID 316 - 324
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1051,63)" 4772 1168



ENSGALP00000035780 CID 1,573 - 1,581
RAN binding protein 2 - CGNC Symbol 
50838 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1052,58)" 484 true 0.95 1169

ENSGALP00000023439 CID 45 - 53
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1052,58)" 4753 true 0.53 1170

ENSGALP00000010899 CID 46 - 54

ATP synthase H+ transporting 
mitochondrial F1 complex gamma 
polypeptide 1 - CGNC Symbol 5096 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1052,61)" 3569 false 0.59 1171

ENSGALP00000019430 CID 1,055 - 1,062
alpha-2-macroglobulin-like - CGNC 
Symbol 52563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1052,61)" 1457 true 2.67 1172



ENSGALP00000023059 CID 109 - 116

PDS5 regulator of cohesion 
maintenance homolog A (S. cerevisiae) - 
CGNC Symbol 10643 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1052,61)" 4584 false 1173

ENSGALP00000012326 CID 145 - 152
Fas associated via death domain - 
CGNC Symbol 51906 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1052,62)" 906 1174

ENSGALP00000018265 CID 384 - 392

serpin peptidase inhibitor clade H (heat 
shock protein 47) member 1 (collagen 
binding protein 1) - CGNC Symbol 8518 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1052,62)" 382 1175

ENSGALP00000043196 CID 1,663 - 1,670
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1052,65)" 3831 1176



ENSGALP00000009709 CID 644 - 651

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1053,61)" 12911 1177

ENSGALP00000000864 CID 167 - 174
RAB11B member RAS oncogene family - 
CGNC Symbol 51171 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1053,63)" 3499 1178

ENSGALP00000009371 CID 256 - 266
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1053,64)" 92869 true 6.44 1179

ENSGALP00000025606 CID 256 - 266
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1053,64)" 92869 true 6.44 1180



ENSGALP00000003152 CID 594 - 602
adenosylhomocysteinase - CGNC 
Symbol 1443 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1053,65)" 4425 1181

ENSGALP00000023523 CID 186 - 193 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1054,53)" 2869 true 1.82 1182

ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1054,53)" 2869 true 1.82 1183

ENSGALP00000015988 CID 186 - 193
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1054,53)" 2869 true 1.82 1184



ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1054,53)" 2869 true 1.82 1185

ENSGALP00000038313 CID 42 - 49

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 7657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1054,56)" 18473 1186

ENSGALP00000034108 CID 125 - 134
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1054,62)" 2796 true 1.49 1187

ENSGALP00000030678 CID 121 - 128 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1054,64)" 3934 false 1188



ENSGALP00000038576 CID 133 - 140
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1054,64)" 3934 false 1189

ENSGALP00000005643 CID 125 - 134

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1054,64)" 711 false 1190

ENSGALP00000037222 CID 95 - 103

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC 
Symbol 51783 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1054,64)" 11081 false 1191

ENSGALP00000002695 CID 195 - 204

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1054,64)" 11081 false 1192



ENSGALP00000002348 CID 2,551 - 2,559
zinc finger ZZ-type and EF-hand domain 
containing 1 - CGNC Symbol 1069 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1054,64)" 1072 false 1193

ENSGALP00000024803 CID 450 - 457
prolyl endopeptidase - CGNC Symbol 
11476 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1054,64)" 1072 false 1194

ENSGALP00000004641 CID 2,114 - 2,121
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1055,60)" 1050 1195

ENSGALP00000003431 CID 221 - 229

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1055,63)" 22081 false 1196



ENSGALP00000043386 CID 154 - 161 Hsap of 1: dynamin 2 - HGNC:2974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1056,49)" 952 true 0.93 1197

ENSGALP00000002513 CID 64 - 70
LIM and SH3 protein 1 - CGNC Symbol 
1150 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1056,55)" 20477 true 0.78 1198

ENSGALP00000013964 CID 351 - 359
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1056,56)" 27195 true 1.07 1199

ENSGALP00000020884 CID 351 - 359
tubulin beta 2B class IIb - CGNC Symbol 
51362 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1056,56)" 27195 true 1.07 1200



ENSGALP00000022436 CID 296 - 304 tubulin beta class I - HGNC:20778 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1056,56)" 27195 true 1.07 1201

ENSGALP00000033411 CID 52 - 60 ribosomal protein S21 - HGNC:10409 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1056,59)" 7206 1202

ENSGALP00000005520 CID 502 - 511
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1056,61)" 3026 1203

ENSGALP00000006778 CID 421 - 429
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1056,62)" 3132 true 8.76 1204



ENSGALP00000002808 CID 490 - 497
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1056,63)" 1659 true 2.37 1205

ENSGALP00000012376 CID 694 - 701

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1056,65)" 751 true 1.07 1206

ENSGALP00000016008 CID 2-Nov
glucosamine (N-acetyl)-6-sulfatase - 
CGNC Symbol 7488 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1057,64)" 2096 1207

ENSGALP00000035996 CID 144 - 153
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1057,64)" 2096 true 1.17 1208



ENSGALP00000010510 CID 129 - 137
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1057,64)" 19544 true 1.71 1209

ENSGALP00000019120 CID 130 - 138
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1057,64)" 19544 true 1.71 1210

ENSGALP00000007705 CID 191 - 199
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1057,64)" 1573 1211

ENSGALP00000014374 CID 150 - 157
malate dehydrogenase 1 - CGNC 
Symbol 6725 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1058,54)" 1907 1212



ENSGALP00000007680 CID 221 - 228
ribosomal protein L6 - CGNC Symbol 
48978 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1058,61)" 23222 true 1.59 1213

ENSGALP00000001460 CID 113 - 121
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1058,62)" 9955 true 0.32 1214

ENSGALP00000017274 CID 2-Sep
acyl-CoA synthetase long-chain family 
member 1 - CGNC Symbol 8071 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1059,52)" 2478 1215

ENSGALP00000000639 CID 118 - 127 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1059,54)" 30500 true 0.57 1216



ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1059,59)" 8078 true 1.61 1217

ENSGALP00000039691 CID 115 - 123
extracellular fatty acid-binding protein 
precursor - Refseq NP_990753 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1059,62)" 2759 1218

ENSGALP00000020884 CID 351 - 359
tubulin beta 2B class IIb - CGNC Symbol 
51362 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1060,58)" 28892 1219

ENSGALP00000022436 CID 296 - 304 tubulin beta class I - HGNC:20778 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1060,58)" 28892 1220



ENSGALP00000013964 CID 351 - 359
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1060,58)" 28892 1221

ENSGALP00000003584 CID 42 - 50
H3 histone family 3B - CGNC Symbol 
49711 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1060,61)" 16595 true 0.09 1222

ENSGALP00000035780 CID 1,573 - 1,581
RAN binding protein 2 - CGNC Symbol 
50838 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1060,61)" 879 true 0.95 1223

ENSGALP00000026123 CID 477 - 484

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1061,55)" 2945 1224



ENSGALP00000023523 CID 186 - 193 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1062,58)" 5665 true 1.82 1225

ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1062,58)" 5665 true 1.82 1226

ENSGALP00000015988 CID 186 - 193
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1062,58)" 5665 true 1.82 1227

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1062,58)" 5665 true 1.82 1228



ENSGALP00000000423 CID 1-Sep
cysteine and glycine-rich protein 1 - 
CGNC Symbol 188 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1062,60)" 113744 false 0.03 1229

ENSGALP00000013963 CID 1,039 - 1,046
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1062,62)" 2200 false 1230

ENSGALP00000016509 CID 1,056 - 1,064

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1062,63)" 2149 false 1231

ENSGALP00000042774 CID 2,906 - 2,914
biorientation of chromosomes in cell 
division 1-like 1 - CGNC Symbol 11076 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1063,54)" 28665 1232



ENSGALP00000000639 CID 203 - 210 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1063,54)" 28665 true 0.71 1233

ENSGALP00000017341 CID 538 - 545

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1063,56)" 13110 false 0.8 1234

ENSGALP00000041159 CID 110 - 117 ribosomal protein S16 - HGNC:10396 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1063,56)" 13110 true 1.92 1235

ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1063,61)" 11936 1236



ENSGALP00000020445 CID 1,218 - 1,226
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1063,61)" 11936 1237

ENSGALP00000004871 CID 534 - 541
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1063,61)" 11936 1238

ENSGALP00000009487 CID 390 - 398 ribophorin I - CGNC Symbol 4413 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1064,58)" 1589 true 0.53 1239

ENSGALP00000018410 CID 1,489 - 1,496
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1064,59)" 7363 false 2.95 1240



ENSGALP00000043256 CID 61 - 69
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1064,59)" 7363 true 1.06 1241

ENSGALP00000021314 CID 402 - 409 caldesmon 1 - CGNC Symbol 9884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1064,59)" 7363 1242

ENSGALP00000017856 CID 244 - 250
transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 51305 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1065,45)" 13968 true 0.7 1243

ENSGALP00000003455 CID 103 - 111
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1065,59)" 2582 1244



ENSGALP00000020463 CID 472 - 481

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1065,61)" 8588 1245

ENSGALP00000009873 CID 636 - 644
collagen type VI alpha 2 - CGNC Symbol 
4597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1065,61)" 8588 1246

ENSGALP00000006939 CID 164 - 171 annexin A6 - CGNC Symbol 49340 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1066,56)" 2129 true 6.98 1247

ENSGALP00000038618 CID 101 - 110
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1066,58)" 1757 true 0.99 1248



ENSGALP00000015886 CID Apr-13
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1066,62)" 2964 true 1.41 1249

ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1066,64)" 1753 true 1.28 1250

ENSGALP00000016361 CID 86 - 94
ribosomal protein S3A - CGNC Symbol 
51748 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1066,66)" 4248 false 1251

ENSGALP00000013174 CID 34 - 42
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1067,55)" 163355 true 1.11 1252



ENSGALP00000003381 CID 336 - 344
aconitase 1 soluble - CGNC Symbol 
48955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1067,55)" 19862 1253

ENSGALP00000016080 CID 803 - 811
cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 7517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1067,58)" 5472 1254

ENSGALP00000041159 CID 110 - 117 ribosomal protein S16 - HGNC:10396 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1067,59)" 21442 1255

ENSGALP00000013964 CID 310 - 318
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1067,64)" 97256 true 0.64 1256



ENSGALP00000022436 CID 255 - 263 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1067,64)" 97256 true 0.64 1257

ENSGALP00000025475 CID 92 - 100

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1068,56)" 662 true 0.87 1258

ENSGALP00000025476 CID 123 - 131

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1068,56)" 662 true 0.87 1259

ENSGALP00000020463 CID 514 - 521

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1068,61)" 35476 false 0.79 1260



ENSGALP00000021314 CID 402 - 409 caldesmon 1 - CGNC Symbol 9884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1068,61)" 35476 1261

ENSGALP00000016182 CID 366 - 373
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1068,61)" 35476 1262

ENSGALP00000043256 CID 61 - 69
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1068,61)" 35476 1263

ENSGALP00000002513 CID 64 - 70
LIM and SH3 protein 1 - CGNC Symbol 
1150 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1068,63)" 15808 true 0.78 1264



ENSGALP00000014768 CID 243 - 251
EH-domain containing 3 - CGNC Symbol 
51465 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1068,64)" 2234 false 1265

ENSGALP00000017250 CID 2-Oct

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 4 - CGNC Symbol 51774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1068,65)" 341 1266

ENSGALP00000003381 CID 794 - 802
aconitase 1 soluble - CGNC Symbol 
48955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1069,56)" 23181 1267

ENSGALP00000007265 CID 239 - 246
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1069,57)" 1504 true 0.51 1268



ENSGALP00000031272 CID 238 - 245
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1069,57)" 1504 true 0.51 1269

P35908 CID 239 - 247
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1069,58)" 7622 1270

ENSGALP00000000509 CID 284 - 291

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1069,58)" 1283 true 0.58 1271

ENSGALP00000037001 CID 175 - 183

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1069,59)" 7910 true 0.31 1272



ENSGALP00000003187 CID 454 - 462
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1069,60)" 1501 true 1.88 1273

ENSGALP00000006018 CID 189 - 196
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1069,60)" 2697 true 0.4 1274

ENSGALP00000023288 CID 125 - 132
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1069,60)" 2697 true 0.4 1275

ENSGALP00000004013 CID 1,025 - 1,034 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1069,62)" 9958 true 0.51 1276



ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1070,54)" 9330 true 1.67 1277

ENSGALP00000015988 CID 186 - 193
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1070,54)" 9330 true 1.67 1278

ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1070,54)" 9330 true 1.67 1279

ENSGALP00000023523 CID 186 - 193 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1070,54)" 9330 true 1.67 1280



ENSGALP00000027519 CID 105 - 112

PDS5 regulator of cohesion 
maintenance homolog B (S. cerevisiae) - 
CGNC Symbol 12819 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1070,57)" 4940 true 0.4 1281

ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1070,65)" 39013 1282

ENSGALP00000020744 CID 395 - 403
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1071,53)" 2857 true 11.03 1283

ENSGALP00000013174 CID 34 - 42
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1071,57)" 175137 1284



ENSGALP00000018083 CID 253 - 262
WD repeat domain 78 - CGNC Symbol 
8439 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1071,58)" 103469 false 0.15 1285

ENSGALP00000000734 CID 29 - 37
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1071,58)" 103469 true 0.49 1286

ENSGALP00000000383 CID 1,380 - 1,388
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1071,61)" 5946 false 1287

ENSGALP00000003737 CID 336 - 343 enolase 1 (alpha) - CGNC Symbol 49607 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1071,61)" 2572 true 0.64 1288



ENSGALP00000038912 CID Sep-16 alpha-D-globin - CGNC Symbol 50309 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1071,62)" 42646 false 1289

ENSGALP00000035593 CID Oct-18 Hemoglobin subunit beta - UP P02112 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1071,64)" 2392 true 0.82 1290

ENSGALP00000018454 CID 348 - 357 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1071,65)" 10135 false 1291

ENSGALP00000037524 CID 337 - 346 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1071,65)" 10135 false 1292



ENSGALP00000016978 CID 327 - 336
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1071,65)" 10135 false 1293

ENSGALP00000022436 CID 255 - 263 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1071,66)" 78264 1294

ENSGALP00000013964 CID 310 - 318
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1071,66)" 78264 1295

ENSGALP00000003152 CID 448 - 455
adenosylhomocysteinase - CGNC 
Symbol 1443 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1072,47)" 23231 true 1.02 1296



ENSGALP00000013963 CID 797 - 805
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1072,55)" 3017 true 0.5 1297

ENSGALP00000025921 CID 599 - 606
RAD21 cohesin complex component - 
CGNC Symbol 12049 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1072,65)" 657 false 1298

ENSGALP00000038124 CID 1,699 - 1,708
fatty acid synthase - CGNC Symbol 
1983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1072,65)" 1564 false 1299

ENSGALP00000038979 CID 662 - 670
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1072,66)" 305 false 0.19* 1300



ENSGALP00000006018 CID 232 - 240
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1073,57)" 43215 false 1301

ENSGALP00000011071 CID 554 - 562
glutaminyl-tRNA synthetase - CGNC 
Symbol 5185 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1073,59)" 4182 1302

ENSGALP00000004013 CID 1,025 - 1,034 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1073,64)" 4291 1303

ENSGALP00000000639 CID 235 - 243 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1074,56)" 16947 false 3.82 1304



ENSGALP00000001456 CID 647 - 654

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1074,56)" 16947 true 3.82 1305

ENSGALP00000016147 CID 272 - 280
MYST histone acetyltransferase 2 - 
CGNC Symbol 52487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1074,60)" 1238 false 1306

ENSGALP00000041690 CID Nov-19
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1074,62)" 27140 true 1.44 1307

ENSGALP00000006939 CID 164 - 171 annexin A6 - CGNC Symbol 49340 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1074,62)" 2263 true 4.51 1308



ENSGALP00000019365 CID 295 - 302 annexin A5 - CGNC Symbol 9009 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1074,64)" 4496 true 0.32 1309

ENSGALP00000000734 CID 29 - 37
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1075,60)" 54540 1310

ENSGALP00000025629 CID 488 - 496
RNA binding motif protein 12B - CGNC 
Symbol 51213 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1075,64)" 851 false 1311

ENSGALP00000005633 CID 198 - 206
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1075,65)" 801 true 0.74 1312



ENSGALP00000003152 CID 448 - 455
adenosylhomocysteinase - CGNC 
Symbol 1443 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1076,49)" 23587 1313

ENSGALP00000025475 CID 92 - 100

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1076,62)" 959 true 0.19 1314

ENSGALP00000025476 CID 123 - 131

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1076,62)" 959 true 0.19 1315

ENSGALP00000015410 CID 781 - 789 actinin alpha 1 - CGNC Symbol 48956 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1076,63)" 902 1316



ENSGALP00000042872 CID 227 - 234
chromosome 6 open reading frame 163 
- HGNC:21403 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1077,52)" 335 true 1.08 1317

ENSGALP00000004817 CID 113 - 121 peroxiredoxin 6 - CGNC Symbol 2214 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1077,56)" 2368 1318

ENSGALP00000023288 CID 168 - 176
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1077,59)" 60985 1319

ENSGALP00000006018 CID 232 - 240
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1077,59)" 60985 true 1.67 1320



ENSGALP00000018679 CID 36 - 43
ribosomal protein L37a - CGNC Symbol 
55686 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1078,47)" 1696 true 2.84 1321

ENSGALP00000006933 CID 62 - 69
tubulin folding cofactor A - CGNC 
Symbol 3204 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1078,49)" 28244 true 0.23 1322

ENSGALP00000014107 CID 183 - 190 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1078,58)" 28018 1323

ENSGALP00000015988 CID 186 - 193
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1078,59)" 16043 true 1.67 1324



ENSGALP00000042680 CID 184 - 191

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1078,59)" 16043 true 1.67 1325

ENSGALP00000023523 CID 186 - 193 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1078,59)" 16043 true 1.67 1326

ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1078,59)" 16043 true 1.67 1327

ENSGALP00000020463 CID 221 - 228

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1078,61)" 3091 true 0.56 1328



ENSGALP00000009341 CID 947 - 955
high density lipoprotein binding protein 
- CGNC Symbol 4348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1078,62)" 2429 1329

ENSGALP00000041690 CID Nov-19
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1078,63)" 387451 1330

ENSGALP00000037772 CID 289 - 296
3'(2') 5'-bisphosphate nucleotidase 1 - 
CGNC Symbol 7291 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1079,50)" 4106 true 1.32 1331

ENSGALP00000003954 CID 290 - 298
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1079,52)" 6090 1332



ENSGALP00000034078 CID 107 - 115
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1079,52)" 2099 true 4.09 1333

ENSGALP00000001750 CID 209 - 219 prohibitin - CGNC Symbol 51144 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1079,58)" 28287 1334

ENSGALP00000020744 CID 395 - 403
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1079,58)" 43232 true 11.03 1335

ENSGALP00000010405 CID 540 - 548
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1079,59)" 143782 1336



ENSGALP00000011510 CID 85 - 92
apolipoprotein A-I - CGNC Symbol 
49860 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1080,53)" 10387 true 1.1 1337

ENSGALP00000004186 CID 418 - 426 annexin A11 - CGNC Symbol 52013 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1080,57)" 26919 true 0.51 1338

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1080,57)" 38481 true 0.51 1339

ENSGALP00000005680 CID 76 - 84 adenylate kinase 2 - CGNC Symbol 2627 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1080,59)" 572 false 1340



ENSGALP00000008311 CID 366 - 375
SEC24 family member C - CGNC Symbol 
3857 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1080,60)" 7063 1341

ENSGALP00000014939 CID 235 - 243
vaccinia related kinase 3 - CGNC 
Symbol 14296 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1081,60)" 14446 true 0.34 1342

ENSGALP00000027030 CID 27 - 34
ribosomal protein L31 - CGNC Symbol 
50833 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1081,63)" 955 true 1.93 1343

ENSGALP00000006933 CID 62 - 69
tubulin folding cofactor A - CGNC 
Symbol 3204 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1082,51)" 7029 1344



ENSGALP00000012883 CID 120 - 127

Gallus gallus recombination activating 
gene 2 (RAG2) mRNA. - RefSeq mRNA 
NM_001305057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1082,55)" 15590 true 0.22 1345

ENSGALP00000039954 CID 114 - 121 Hsap of 1: formin like 1 - HGNC:1212 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1082,55)" 5053 true 1.21 1346

ENSGALP00000037772 CID 289 - 296
3'(2') 5'-bisphosphate nucleotidase 1 - 
CGNC Symbol 7291 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1083,52)" 5862 1347

ENSGALP00000034078 CID 107 - 115
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1083,57)" 6452 1348



ENSGALP00000011232 CID 202 - 210
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1083,63)" 3230 1349

ENSGALP00000030644 CID 434 - 441
sodium channel voltage-gated type V 
alpha subunit - CGNC Symbol 49568 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1083,63)" 3230 1350

ENSGALP00000040387 CID 192 - 200
phosphofructokinase liver - CGNC 
Symbol 55585 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1083,63)" 3230 1351

ENSGALP00000036764 CID 635 - 644
poly(A) polymerase alpha - CGNC 
Symbol 8431 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1083,66)" 4811 false 1352



ENSGALP00000041510 CID 15 - 22 Hsap of 1: calreticulin - HGNC:1455 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1083,66)" 3147 true 0.02 1353

ENSGALP00000000726 CID Jun-15

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1084,56)" 5972 true 0.24 1354

ENSGALP00000038774 CID 60 - 67
argininosuccinate synthase 1 - CGNC 
Symbol 50457 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1084,57)" 8702 1355

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1084,60)" 44397 1356



ENSGALP00000003187 CID 495 - 503
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1084,60)" 44397 false 0.93 1357

ENSGALP00000004186 CID 418 - 426 annexin A11 - CGNC Symbol 52013 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1084,60)" 24129 1358

ENSGALP00000017274 CID 342 - 350
acyl-CoA synthetase long-chain family 
member 1 - CGNC Symbol 8071 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1084,62)" 7715 1359

ENSGALP00000018410 CID 125 - 132
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1085,55)" 1018 true 2.32 1360



ENSGALP00000014939 CID 235 - 243
vaccinia related kinase 3 - CGNC 
Symbol 14296 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1085,62)" 4801 1361

ENSGALP00000008279 CID 68 - 77
mitochondrial carrier 2 - CGNC Symbol 
3845 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1085,66)" 2369 false 1362

ENSGALP00000004013 CID 58 - 66 talin 1 - CGNC Symbol 1830 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1085,66)" 17175 true 0.26 1363

ENSGALP00000008236 CID 433 - 440
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1085,66)" 17175 false 1364



ENSGALP00000018679 CID 36 - 43
ribosomal protein L37a - CGNC Symbol 
55686 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1086,52)" 5753 true 2.84 1365

ENSGALP00000010182 CID 4-Nov
urocanate hydratase 1 - CGNC Symbol 
4738 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1086,56)" 2713 1366

ENSGALP00000015176 CID 1,022 - 1,030
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1086,59)" 1428 1367

ENSGALP00000003850 CID 1-Oct
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1086,62)" 1450 true 0.74 1368



ENSGALP00000007511 CID 355 - 363

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1086,65)" 5724 false 1369

ENSGALP00000020463 CID 221 - 228

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1086,66)" 1885 true 0.56 1370

ENSGALP00000008082 CID 382 - 389

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily c member 1 - CGNC Symbol 
3752 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1087,51)" 1940 true 0.27 1371

ENSGALP00000002014 CID 2-Dec
F-box and WD repeat domain 
containing 10 - CGNC Symbol 50485 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1087,54)" 612 1372



ENSGALP00000002996 CID 236 - 244

solute carrier family 25 (mitochondrial 
carrier phosphate carrier) member 24 - 
CGNC Symbol 1369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1087,58)" 5963 true 0.94 1373

ENSGALP00000035370 CID 179 - 187
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1087,59)" 2708 false 1374

ENSGALP00000041574 CID 81 - 89
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1087,59)" 2708 1375

ENSGALP00000013273 CID 49 - 57
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1087,59)" 2708 false 0.27 1376



ENSGALP00000004186 CID 449 - 457 annexin A11 - CGNC Symbol 52013 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1087,59)" 534 true 1.89 1377

ENSGALP00000002808 CID 546 - 553
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1087,60)" 1566 false 1378

ENSGALP00000030644 CID 434 - 441
sodium channel voltage-gated type V 
alpha subunit - CGNC Symbol 49568 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1087,64)" 2335 1379

ENSGALP00000023115 CID 403 - 410
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1088,50)" 2070 false 1380



ENSGALP00000007780 CID 76 - 84
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1088,56)" 5020 1381

ENSGALP00000019039 CID 126 - 134
superoxide dismutase 2 mitochondrial - 
CGNC Symbol 8863 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1088,56)" 798 true 2.65 1382

ENSGALP00000038878 CID 1,006 - 1,014
collagen type VI alpha 1 - CGNC Symbol 
4468 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1088,59)" 5067 1383

ENSGALP00000019423 CID 133 - 142
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1088,65)" 5021 1384



ENSGALP00000001808 CID 2-Nov
cytokine induced apoptosis inhibitor 1 - 
CGNC Symbol 812 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1089,52)" 72642 1385

ENSGALP00000018740 CID 1,258 - 1,266
complement component 3 - CGNC 
Symbol 8744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1089,58)" 3618 1386

ENSGALP00000023936 CID 307 - 314

3-hydroxy-3-methylglutaryl-CoA 
synthase 1 (soluble) - CGNC Symbol 
49779 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1090,52)" 2339 1387

ENSGALP00000003035 CID 454 - 462
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1090,56)" 7599 1388



ENSGALP00000013950 CID 1-Sep
glycine N-methyltransferase - CGNC 
Symbol 6507 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1090,60)" 1540 false 1389

ENSGALP00000008082 CID 382 - 389

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily c member 1 - CGNC Symbol 
3752 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1091,54)" 407 1390

ENSGALP00000000509 CID 678 - 686

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1091,56)" 15647 true 0.63 1391

ENSGALP00000000088 CID 2-Nov
proteasome subunit alpha type-5 - 
Refseq NP_001026578 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1091,57)" 29750 true 1.64 1392



ENSGALP00000003139 CID 321 - 329
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1091,59)" 12623 1393

ENSGALP00000013273 CID 49 - 57
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1091,61)" 3037 1394

ENSGALP00000035370 CID 179 - 187
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1091,61)" 3037 false 1395

ENSGALP00000016538 CID 1-Oct calpain 11 - CGNC Symbol 54348 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1092,53)" 643 1396



ENSGALP00000001460 CID 147 - 155
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1092,57)" 16217 true 0.86 1397

ENSGALP00000000509 CID 66 - 74

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1092,57)" 7553 true 0.7 1398

ENSGALP00000019192 CID 321 - 329
uridine monophosphate synthetase - 
CGNC Symbol 8931 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1092,57)" 8312 false 0.75 1399

ENSGALP00000038761 CID 90 - 97 KIAA1328 - CGNC Symbol 52923 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1092,57)" 8312 false 0.75 1400



ENSGALP00000018750 CID 134 - 141
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1092,57)" 8312 true 1.35 1401

ENSGALP00000015623 CID 473 - 482
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1092,58)" 1429 true 2.26 1402

ENSGALP00000035478 CID 449 - 458 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1092,64)" 4359 1403

ENSGALP00000035593 CID 68 - 77 Hemoglobin subunit beta - UP P02112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1092,64)" 14391 true 0.18 1404



ENSGALP00000027974 CID 68 - 77
hemoglobin gamma A - CGNC Symbol 
50915 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1092,64)" 14391 false 0.18 1405

ENSGALP00000002525 CID 310 - 318 septin 9 - CGNC Symbol 50494 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1092,65)" 765 true 0.27 1406

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1093,47)" 7657 true 1.39 1407

ENSGALP00000020884 CID 298 - 306
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1093,47)" 7657 true 1.39 1408



ENSGALP00000012034 CID 298 - 306
tubulin beta 1 class VI - CGNC Symbol 
49797 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1093,47)" 7657 true 1.39 1409

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1093,47)" 7657 true 1.39 1410

ENSGALP00000004817 CID 113 - 121 peroxiredoxin 6 - CGNC Symbol 2214 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1093,52)" 2609 1411

ENSGALP00000039265 CID 260 - 268
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1093,54)" 4176 1412



ENSGALP00000016632 CID 121 - 128 keratin 8 - HGNC:6446 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1093,55)" 574 false 5.16 1413

ENSGALP00000014935 CID 219 - 226
fragile X mental retardation 1 - CGNC 
Symbol 51729 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1093,61)" 8703 1414

ENSGALP00000003172 CID 239 - 248
WD repeat domain 33 - CGNC Symbol 
1450 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1093,67)" 4112 true 0.35 1415

ENSGALP00000011598 CID 114 - 122
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1093,67)" 5068 false 1416



ENSGALP00000014107 CID 170 - 178 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1094,54)" 2187 1417

ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1094,65)" 17092 false 1418

ENSGALP00000019468 CID 468 - 476 aconitase 2 - CGNC Symbol 9059 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1095,59)" 2813 true 1.29 1419

ENSGALP00000000088 CID 2-Nov
proteasome subunit alpha type-5 - 
Refseq NP_001026578 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1095,60)" 51466 1420



ENSGALP00000014509 CID 222 - 231
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1095,62)" 22919 true 0.6 1421

ENSGALP00000003089 CID 669 - 677
valosin containing protein - CGNC 
Symbol 53073 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1095,62)" 1390 true 0.6 1422

ENSGALP00000038878 CID 997 - 1,005
collagen type VI alpha 1 - CGNC Symbol 
4468 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1095,63)" 623 1423

ENSGALP00000036151 CID 281 - 289
zinc binding alcohol dehydrogenase 
domain containing 2 - HGNC:28697 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1095,64)" 3144 true 0.6 1424



ENSGALP00000013174 CID 64 - 72
ribosomal protein S27a - CGNC Symbol 
49483 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1095,66)" 164541 true 0.97 1425

ENSGALP00000005822 CID 458 - 466
topoisomerase (DNA) I - CGNC Symbol 
2691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1095,66)" 2298 true 0.99 1426

ENSGALP00000001460 CID 147 - 155
serine/arginine-rich splicing factor 6 - 
CGNC Symbol 657 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1096,59)" 10553 1427

ENSGALP00000014119 CID 222 - 229
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1096,60)" 5522 true 1.03 1428



ENSGALP00000019039 CID 126 - 134
superoxide dismutase 2 mitochondrial - 
CGNC Symbol 8863 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1096,60)" 3642 true 2.65 1429

ENSGALP00000022269 CID 151 - 160

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1096,63)" 1801 true 0.32 1430

ENSGALP00000012282 CID 826 - 835
ribosomal RNA processing 12 homolog - 
CGNC Symbol 5736 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1096,63)" 1801 false 0.32 1431

ENSGALP00000025165 CID 92 - 101

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1096,67)" 34794 false 1432



ENSGALP00000004962 CID 95 - 102
tripartite motif containing 25 - CGNC 
Symbol 2279 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1097,45)" 1116 true 2.16 1433

ENSGALP00000020884 CID 298 - 306
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1097,49)" 12292 1434

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1097,49)" 12292 1435

ENSGALP00000012034 CID 298 - 306
tubulin beta 1 class VI - CGNC Symbol 
49797 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1097,49)" 12292 1436



ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1097,49)" 12292 1437

ENSGALP00000019087 CID 164 - 172
protein disulfide isomerase family A 
member 5 - CGNC Symbol 8884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1097,56)" 1190 false 0.46 1438

ENSGALP00000016632 CID 121 - 128 keratin 8 - HGNC:6446 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1097,58)" 7118 1439

ENSGALP00000019192 CID 40 - 49
uridine monophosphate synthetase - 
CGNC Symbol 8931 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1097,66)" 25861 false 1.43 1440



ENSGALP00000009526 CID 265 - 273 plastin 3 - CGNC Symbol 4430 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1097,66)" 25861 true 1.43 1441

ENSGALP00000036304 CID 1-Sep
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1097,66)" 25861 false 1.43 1442

ENSGALP00000027391 CID 261 - 269
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1097,66)" 25861 true 1.43 1443

ENSGALP00000018410 CID 854 - 861
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1098,51)" 5688 true 0.9 1444



ENSGALP00000022626 CID 122 - 129

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1098,56)" 650 true 2.11 1445

ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1098,64)" 6003 1446

ENSGALP00000026286 CID 188 - 196
glutathione S-transferase alpha 3 - 
CGNC Symbol 49941 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1098,67)" 367 false 1447

ENSGALP00000038587 CID 84 - 95
actin related protein 2/3 complex 
subunit 5 16kDa - CGNC Symbol 14362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1098,67)" 8400 true 1.07 1448



ENSGALP00000023274 CID 138 - 148
non-SMC condensin I complex subunit 
D2 - CGNC Symbol 50724 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1099,57)" 659 false 1449

ENSGALP00000033650 CID 535 - 543
FYN binding protein - CGNC Symbol 
2773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1099,60)" 969 false 1450

ENSGALP00000014509 CID 222 - 231
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1099,64)" 13412 1451

ENSGALP00000009371 CID 387 - 395
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1099,64)" 307 false 0.15 1452



ENSGALP00000000639 CID 381 - 390 lamin B2 - CGNC Symbol 49708 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1099,65)" 839 false 1453

ENSGALP00000002996 CID 202 - 211

solute carrier family 25 (mitochondrial 
carrier phosphate carrier) member 24 - 
CGNC Symbol 1369 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1099,66)" 27985 false 0.72 1454

ENSGALP00000041979 CID 257 - 265
protein kinase cAMP-dependent 
catalytic beta - CGNC Symbol 66476 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1099,66)" 2637 true 0.86 1455

ENSGALP00000035973 CID 108 - 116

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1100,59)" 816 1456



ENSGALP00000006939 CID 321 - 328 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1100,59)" 3323 true 0.63 1457

ENSGALP00000018750 CID 134 - 141
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1100,62)" 11188 true 1.35 1458

ENSGALP00000027974 CID 68 - 77
hemoglobin gamma A - CGNC Symbol 
50915 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1100,68)" 103640 false 0.33 1459

ENSGALP00000035593 CID 68 - 77 Hemoglobin subunit beta - UP P02112 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1100,68)" 103640 true 0.33 1460



ENSGALP00000016711 CID 534 - 543
guanine monophosphate synthase - 
CGNC Symbol 7825 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1100,68)" 103640 false 1.02 1461

ENSGALP00000014109 CID 279 - 287 kininogen 1 - CGNC Symbol 6589 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1100,72)" 848 false 1462

ENSGALP00000030005 CID May-14
ubiquitin-conjugating enzyme E2N - 
CGNC Symbol 50617 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1100,76)" 2339 false 1463

ENSGALP00000006939 CID 359 - 367 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1101,53)" 16288 true 0.91 1464



ENSGALP00000022386 CID 28 - 36
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1101,58)" 18282 true 0.58 1465

ENSGALP00000011881 CID 70 - 78
citron rho-interacting serine/threonine 
kinase - CGNC Symbol 5556 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1101,69)" 2879 1466

ENSGALP00000027391 CID 261 - 269
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1101,69)" 38064 1467

ENSGALP00000009526 CID 265 - 273 plastin 3 - CGNC Symbol 4430 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1101,69)" 38064 1468



ENSGALP00000042163 CID 248 - 256
seryl-tRNA synthetase - CGNC Symbol 
332 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1102,53)" 959 true 2.57 1469

ENSGALP00000004521 CID 245 - 253
ribosomal L1 domain containing 1 - 
CGNC Symbol 2075 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1102,60)" 11322 false 1470

ENSGALP00000013273 CID 164 - 173
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1102,61)" 5979 false 1471

ENSGALP00000007705 CID 245 - 253
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1102,61)" 18857 false 4.85 1472



ENSGALP00000006939 CID 222 - 230 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1102,61)" 18857 true 4.85 1473

ENSGALP00000000337 CID 1,709 - 1,717
HEAT repeat containing 1 - CGNC 
Symbol 52557 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1102,65)" 916 false 1474

ENSGALP00000004521 CID 235 - 244
ribosomal L1 domain containing 1 - 
CGNC Symbol 2075 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1102,67)" 3738 true 1.69 1475

ENSGALP00000015257 CID 410 - 418
ribosome binding protein 1 - CGNC 
Symbol 6587 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1102,67)" 3258 false 1.88 1476



ENSGALP00000008056 CID 36 - 44
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1102,67)" 1516 false 1477

ENSGALP00000033741 CID 149 - 156
EF-hand domain family member D1 - 
CGNC Symbol 52247 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1102,67)" 1516 false 1478

ENSGALP00000012472 CID 621 - 629 nucleolin - CGNC Symbol 5823 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1102,69)" 1489 true 0.79 1479

ENSGALP00000038587 CID 84 - 95
actin related protein 2/3 complex 
subunit 5 16kDa - CGNC Symbol 14362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1102,69)" 9457 1480



ENSGALP00000003089 CID 278 - 287
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1103,58)" 19135 true 1.22 1481

ENSGALP00000016363 CID 285 - 292
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1103,58)" 1374 true 1.2 1482

ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1103,59)" 28912 true 0.79 1483

ENSGALP00000016523 CID 56 - 64

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1103,60)" 9097 true 1.2 1484



ENSGALP00000018498 CID 60 - 68

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1103,60)" 9097 true 1.2 1485

ENSGALP00000043129 CID 26 - 34
cytochrome c oxidase subunit 7C - 
HGNC:2292 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1103,62)" 4979 true 2.14 1486

ENSGALP00000007934 CID 106 - 115
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1103,65)" 6313 true 0.79 1487

ENSGALP00000005822 CID 458 - 466
topoisomerase (DNA) I - CGNC Symbol 
2691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1103,70)" 2267 true 0.99 1488



ENSGALP00000038435 CID 592 - 600

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1104,59)" 18157 1489

ENSGALP00000006939 CID 739 - 747 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1104,63)" 934 1490

ENSGALP00000007511 CID 450 - 459

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1104,67)" 1328 false 1491

ENSGALP00000022436 CID 100 - 107 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1105,56)" 47611 true 1.25 1492



ENSGALP00000013964 CID 155 - 162
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1105,56)" 47611 true 1.25 1493

ENSGALP00000012034 CID 155 - 162
tubulin beta 1 class VI - CGNC Symbol 
49797 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1105,56)" 47611 true 1.25 1494

ENSGALP00000020884 CID 155 - 162
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1105,56)" 47611 true 1.25 1495

ENSGALP00000025130 CID 109 - 119 ribosomal protein S23 - HGNC:10410 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1105,59)" 6315 true 2.23 1496



ENSGALP00000022386 CID 28 - 36
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1105,60)" 9964 1497

ENSGALP00000019365 CID 277 - 285 annexin A5 - CGNC Symbol 9009 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1105,63)" 17947 1498

ENSGALP00000013267 CID 104 - 112
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1105,67)" 2289 false 1499

ENSGALP00000018498 CID 560 - 567

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1105,70)" 633 true 0.47 1500



ENSGALP00000038984 CID 196 - 203
proteasome activator subunit 3 - CGNC 
Symbol 51153 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1106,52)" 10306 true 1.62 1501

ENSGALP00000017954 CID 126 - 133

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1106,53)" 20645 true 0.88 1502

ENSGALP00000042163 CID 248 - 256
seryl-tRNA synthetase - CGNC Symbol 
332 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1106,55)" 2705 1503

ENSGALP00000004515 CID 18 - 26
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1106,59)" 2743 true 1.08 1504



ENSGALP00000003172 CID 1-Oct
WD repeat domain 33 - CGNC Symbol 
1450 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1106,60)" 1758 1505

ENSGALP00000022626 CID 122 - 129

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1106,61)" 2123 true 2.11 1506

ENSGALP00000001483 CID 647 - 655

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase subunit 
STT3A-like - CGNC Symbol 65836 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1106,62)" 6732 true 0.51 1507

ENSGALP00000023917 CID 202 - 211
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1106,63)" 2715 true 0.96 1508



ENSGALP00000026550 CID 2,330 - 2,338 apolipoprotein B - CGNC Symbol 12347 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1106,63)" 2715 false 1509

ENSGALP00000006939 CID 222 - 230 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1106,64)" 41060 1510

ENSGALP00000004521 CID 235 - 244
ribosomal L1 domain containing 1 - 
CGNC Symbol 2075 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1106,69)" 5724 1511

ENSGALP00000003089 CID 278 - 287
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1107,59)" 24574 1512



ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1107,62)" 26411 1513

ENSGALP00000020830 CID 377 - 385

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1107,65)" 390 true 1.6 1514

ENSGALP00000043386 CID 177 - 186 Hsap of 1: dynamin 2 - HGNC:2974 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1107,68)" 3127 true 1.6 1515

ENSGALP00000027391 CID 41 - 50
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1107,71)" 5026 false 1516



ENSGALP00000009511 CID 108 - 116
ribosomal protein L5 - CGNC Symbol 
4424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1107,71)" 2268 false 1517

ENSGALP00000041979 CID 257 - 265
protein kinase cAMP-dependent 
catalytic beta - CGNC Symbol 66476 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1107,71)" 2268 true 0.86 1518

ENSGALP00000001750 CID 149 - 157 prohibitin - CGNC Symbol 51144 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1108,58)" 7675 1519

ENSGALP00000019031 CID 76 - 83 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1108,60)" 21896 false 1520



ENSGALP00000020154 CID 267 - 275
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1108,61)" 15914 true 1.6 1521

ENSGALP00000019979 CID 369 - 377

Gallus gallus alcohol dehydrogenase 1C 
(class I) gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA NM_001305183 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1108,62)" 12664 1522

ENSGALP00000005576 CID 186 - 195
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1109,57)" 2608 true 1.06 1523

ENSGALP00000019975 CID 215 - 224
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1109,57)" 2608 true 1.06 1524



ENSGALP00000012034 CID 155 - 162
tubulin beta 1 class VI - CGNC Symbol 
49797 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1109,58)" 60157 1525

ENSGALP00000013964 CID 155 - 162
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1109,58)" 60157 1526

ENSGALP00000020884 CID 155 - 162
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1109,58)" 60157 1527

ENSGALP00000027982 CID 123 - 132
stromal interaction molecule 1 - CGNC 
Symbol 13037 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1109,58)" 60157 1528



ENSGALP00000022436 CID 100 - 107 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1109,58)" 60157 1529

ENSGALP00000020744 CID 75 - 83
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1109,58)" 6943 true 7.41 1530

ENSGALP00000012641 CID 1,383 - 1,391 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1109,59)" 11314 false 1531

ENSGALP00000001150 CID 125 - 133
histidyl-tRNA synthetase - CGNC 
Symbol 50172 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1109,60)" 1517 true 1.7 1532



ENSGALP00000017865 CID 256 - 264

hydroxysteroid (17-beta) 
dehydrogenase 11 - CGNC Symbol 
51780 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1109,61)" 7321 1533

ENSGALP00000025130 CID 109 - 119 ribosomal protein S23 - HGNC:10410 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1109,62)" 14671 1534

ENSGALP00000025165 CID 113 - 121

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1109,63)" 9285 true 1.17 1535

ENSGALP00000023165 CID 165 - 174

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1109,71)" 10746 true 0.83 1536



ENSGALP00000010662 CID 173 - 182

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1109,71)" 724 false 1537

ENSGALP00000012878 CID 192 - 199
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1109,71)" 568 false 1538

ENSGALP00000038984 CID 196 - 203
proteasome activator subunit 3 - CGNC 
Symbol 51153 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1110,55)" 16880 1539

ENSGALP00000012472 CID 571 - 580 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1110,55)" 8433 true 1.29 1540



ENSGALP00000016789 CID 539 - 548
protein phosphatase 1 regulatory 
subunit 12A - CGNC Symbol 49610 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1110,57)" 3052 false 1541

ENSGALP00000004515 CID 3-Nov
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1110,58)" 35271 true 1.47 1542

ENSGALP00000009681 CID 52 - 61

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - CGNC 
Symbol 4513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1110,58)" 12526 false 1.47 1543

ENSGALP00000008405 CID 136 - 143
dynein cytoplasmic 1 light intermediate 
chain 2 - CGNC Symbol 50079 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1110,61)" 100 false 0.74 1544



ENSGALP00000004515 CID 18 - 26
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1110,62)" 2510 1545

ENSGALP00000039818 CID 467 - 476
pre-mRNA processing factor 3 - CGNC 
Symbol 52857 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1110,66)" 93902 1546

ENSGALP00000016147 CID 392 - 400
MYST histone acetyltransferase 2 - 
CGNC Symbol 52487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1111,54)" 1908 true 0.26 1547

ENSGALP00000011689 CID 458 - 466
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1111,57)" 37427 1548



ENSGALP00000027194 CID 961 - 969
tripeptidyl peptidase II - CGNC Symbol 
12657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1111,62)" 1860 true 0.82 1549

ENSGALP00000043129 CID 26 - 34
cytochrome c oxidase subunit 7C - 
HGNC:2292 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1111,66)" 12296 true 2.14 1550

ENSGALP00000020830 CID 377 - 385

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1111,67)" 243 1551

ENSGALP00000025375 CID 72 - 80
fatty acid binding protein 5 (psoriasis-
associated) - CGNC Symbol 51203 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1112,55)" 17592 1552



ENSGALP00000002525 CID 380 - 387 septin 9 - CGNC Symbol 50494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1112,56)" 8597 true 0.46 1553

ENSGALP00000020154 CID 267 - 275
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1112,64)" 7148 1554

ENSGALP00000041510 CID 25 - 33 Hsap of 1: calreticulin - HGNC:1455 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1112,65)" 495 false 0.65 1555

ENSGALP00000011510 CID 241 - 249
apolipoprotein A-I - CGNC Symbol 
49860 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1112,68)" 70356 true 1.37 1556



ENSGALP00000038179 CID 200 - 207
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1113,55)" 6432 true 0.85 1557

ENSGALP00000020744 CID 75 - 83
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1113,61)" 60013 1558

ENSGALP00000001150 CID 125 - 133
histidyl-tRNA synthetase - CGNC 
Symbol 50172 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1113,63)" 2036 1559

ENSGALP00000014119 CID 112 - 120
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1113,64)" 111028 false 0.85 1560



ENSGALP00000025299 CID 163 - 173
C-terminal binding protein 1 - CGNC 
Symbol 11723 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1113,68)" 10116 true 9.11 1561

ENSGALP00000012349 CID 177 - 187
C-terminal binding protein-like - CGNC 
Symbol 50231 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1113,68)" 10116 true 9.11 1562

ENSGALP00000017954 CID 126 - 133

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1114,54)" 9533 true 0.88 1563

ENSGALP00000012472 CID 571 - 580 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1114,58)" 15914 1564



ENSGALP00000008824 CID 127 - 135
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1114,58)" 2582 true 1.05 1565

ENSGALP00000042374 CID 408 - 415
thimet oligopeptidase 1 - CGNC Symbol 
52774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1114,59)" 6173 true 0.65 1566

ENSGALP00000004515 CID 3-Nov
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1114,60)" 53343 1567

ENSGALP00000003737 CID 81 - 89 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1114,61)" 20376 true 1.74 1568



ENSGALP00000027194 CID 961 - 969
tripeptidyl peptidase II - CGNC Symbol 
12657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1115,65)" 1222 1569

ENSGALP00000019224 CID 794 - 804

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1115,70)" 1023 1570

ENSGALP00000012367 CID 192 - 201
SLC9A3 regulator 1 - CGNC Symbol 
51624 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1115,73)" 1107 false 1571

ENSGALP00000026283 CID 222 - 229
glutathione transferase - CGNC Symbol 
49780 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1116,59)" 1177 false 1572



ENSGALP00000043362 CID 14 - 24
ras homolog family member G - 
HGNC:672 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1116,63)" 75389 true 0.81 1573

ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1116,63)" 75389 true 0.81 1574

ENSGALP00000006970 CID 405 - 413 exportin 1 - CGNC Symbol 3224 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1116,70)" 4593 true 0.68 1575

ENSGALP00000012462 CID 67 - 76 ribosomal protein S25 - HGNC:10413 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1116,70)" 52857 1576



ENSGALP00000038179 CID 200 - 207
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1117,58)" 3423 1577

ENSGALP00000040865 CID 761 - 770
LDL receptor related protein 1 - 
HGNC:6692 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1117,60)" 2258 1578

ENSGALP00000000211 CID 339 - 347
bromodomain containing 2 - CGNC 
Symbol 50420 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1117,61)" 646 true 3.94 1579

ENSGALP00000002828 CID 150 - 158
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1117,67)" 42744 false 1580



ENSGALP00000012641 CID 174 - 182 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1117,67)" 42744 1581

ENSGALP00000027974 CID Oct-18
hemoglobin gamma A - CGNC Symbol 
50915 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1117,68)" 948 false 1582

ENSGALP00000038979 CID 286 - 295
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1117,68)" 3119 1583

ENSGALP00000016051 CID 1,011 - 1,020 helicase (DNA) B - CGNC Symbol 7509 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1117,68)" 3119 1584



ENSGALP00000025165 CID 113 - 121

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1117,68)" 3215 true 1.17 1585

ENSGALP00000025299 CID 163 - 173
C-terminal binding protein 1 - CGNC 
Symbol 11723 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1117,69)" 2094 1586

ENSGALP00000012349 CID 177 - 187
C-terminal binding protein-like - CGNC 
Symbol 50231 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1117,69)" 2094 1587

ENSGALP00000017865 CID 36 - 46

hydroxysteroid (17-beta) 
dehydrogenase 11 - CGNC Symbol 
51780 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1117,69)" 7508 1588



ENSGALP00000023165 CID 165 - 174

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1117,76)" 8854 true 0.83 1589

ENSGALP00000002497 CID 173 - 182
proteasome 26S subunit non-ATPase 5 - 
CGNC Symbol 1140 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1118,56)" 25924 1590

P13645 CID 148 - 156

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 PE=1 
SV=6 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1118,57)" 2703 true 2.99 1591

ENSGALP00000008824 CID 127 - 135
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1118,61)" 5592 1592



ENSGALP00000017341 CID 267 - 276

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1118,61)" 1374 true 0.96 1593

ENSGALP00000042374 CID 408 - 415
thimet oligopeptidase 1 - CGNC Symbol 
52774 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1118,63)" 11872 1594

ENSGALP00000008152 CID 180 - 189
Hsap of 4: SMG8 nonsense mediated 
mRNA decay factor - HGNC:25551 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1118,65)" 9319 false 1595

ENSGALP00000006939 CID 390 - 398 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1119,58)" 1162 true 0.42 1596



ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1119,58)" 13245 true 0.77 1597

ENSGALP00000007780 CID 32 - 42
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1119,59)" 1602 1598

ENSGALP00000001150 CID 115 - 124
histidyl-tRNA synthetase - CGNC 
Symbol 50172 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1119,61)" 853 1599

ENSGALP00000009821 CID Oct-19
ribosomal protein S13 - CGNC Symbol 
49921 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1119,61)" 56042 true 1.88 1600



ENSGALP00000010266 CID 308 - 318
H2A histone family member Y - CGNC 
Symbol 4787 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1119,62)" 3958 true 1.88 1601

ENSGALP00000039734 CID 906 - 915

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1119,62)" 3958 1602

ENSGALP00000015817 CID 442 - 450

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1119,65)" 1949 1603

ENSGALP00000004487 CID 240 - 249
zinc finger protein 532 - CGNC Symbol 
65658 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1119,69)" 3926 1604



ENSGALP00000038435 CID 592 - 600

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1120,59)" 2534 1605

ENSGALP00000014107 CID 202 - 211 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1120,60)" 4476 1606

ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1120,60)" 61979 true 1.75 1607

ENSGALP00000027953 CID 19 - 27
ribosomal protein S3 - CGNC Symbol 
13020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1120,60)" 4682 true 1.62 1608



ENSGALP00000043386 CID 221 - 229 Hsap of 1: dynamin 2 - HGNC:2974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1120,62)" 8370 true 1.75 1609

ENSGALP00000002695 CID 172 - 182

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1120,71)" 1961 1610

ENSGALP00000021255 CID 133 - 142
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1121,56)" 12471 true 5.16 1611

ENSGALP00000014107 CID 289 - 298 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1121,56)" 7513 true 5.16 1612



ENSGALP00000026123 CID 339 - 347

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1121,57)" 2214 true 1.06 1613

ENSGALP00000006939 CID 708 - 716 annexin A6 - CGNC Symbol 49340 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1121,64)" 1535 true 0.97 1614

ENSGALP00000011510 CID 219 - 227
apolipoprotein A-I - CGNC Symbol 
49860 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1121,64)" 24602 1615

ENSGALP00000008079 CID 487 - 495
serine hydroxymethyltransferase 1 
(soluble) - CGNC Symbol 3751 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1121,64)" 24602 1616



ENSGALP00000010405 CID 680 - 688
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1121,71)" 9160 false 1617

ENSGALP00000033411 CID 62 - 71 ribosomal protein S21 - HGNC:10409 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1122,50)" 2518 1618

ENSGALP00000004467 CID 309 - 317
peroxisomal biogenesis factor 14 - 
HGNC:8856 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1122,51)" 1765 true 0.63 1619

P13645 CID 148 - 156

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 PE=1 
SV=6 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1122,59)" 8085 1620



ENSGALP00000003737 CID 81 - 89 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1122,65)" 38573 true 1.74 1621

ENSGALP00000006939 CID 390 - 398 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1123,59)" 1282 1622

ENSGALP00000009286 CID 198 - 207
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1123,60)" 1502 1623

ENSGALP00000016606 CID 102 - 110

KRR1 small subunit (SSU) processome 
component homolog (yeast) - CGNC 
Symbol 7781 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1123,62)" 1940 true 0.68 1624



ENSGALP00000009821 CID Oct-19
ribosomal protein S13 - CGNC Symbol 
49921 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1123,64)" 107480 1625

ENSGALP00000009526 CID 58 - 66 plastin 3 - CGNC Symbol 4430 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1123,64)" 107480 false 0.55 1626

ENSGALP00000015817 CID 442 - 450

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1123,65)" 4520 true 0.7 1627

ENSGALP00000023059 CID 1,047 - 1,055

PDS5 regulator of cohesion 
maintenance homolog A (S. cerevisiae) - 
CGNC Symbol 10643 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1123,66)" 4608 true 1.88 1628



ENSGALP00000002828 CID 1-Sep
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1123,66)" 34169 1629

ENSGALP00000005090 CID 865 - 874
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1123,73)" 849 true 1.03 1630

ENSGALP00000015128 CID Jun-15 lamin B receptor - CGNC Symbol 49736 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1124,54)" 3515 true 0.45 1631

ENSGALP00000035780 CID 1,980 - 1,988
RAN binding protein 2 - CGNC Symbol 
50838 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1124,61)" 2625 false 1632



ENSGALP00000018616 CID 427 - 434
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1124,61)" 2625 false 1633

ENSGALP00000027953 CID 19 - 27
ribosomal protein S3 - CGNC Symbol 
13020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1124,63)" 11848 1634

ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1124,63)" 55468 1635

ENSGALP00000013122 CID 353 - 361
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1124,63)" 55468 false 1.09 1636



ENSGALP00000043386 CID 221 - 229 Hsap of 1: dynamin 2 - HGNC:2974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1124,64)" 4094 1637

ENSGALP00000010899 CID 87 - 96

ATP synthase H+ transporting 
mitochondrial F1 complex gamma 
polypeptide 1 - CGNC Symbol 5096 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1124,64)" 3609 true 1.6 1638

ENSGALP00000014107 CID 396 - 404 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1124,67)" 1026 true 0.54 1639

ENSGALP00000016632 CID 288 - 296 keratin 8 - HGNC:6446 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1124,67)" 1026 true 0.54 1640



ENSGALP00000005633 CID 513 - 522
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1124,67)" 3820 1641

ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1124,68)" 60738 true 0.81 1642

ENSGALP00000024396 CID 419 - 427
aldehyde dehydrogenase 1 family 
member A1 - CGNC Symbol 49236 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1124,68)" 60738 false 0.54 1643

ENSGALP00000043362 CID 14 - 24
ras homolog family member G - 
HGNC:672 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1124,68)" 60738 true 0.81 1644



ENSGALP00000014107 CID 289 - 298 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1125,59)" 52750 1645

ENSGALP00000021255 CID 133 - 142
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1125,59)" 28141 1646

ENSGALP00000026123 CID 339 - 347

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1125,60)" 2981 1647

ENSGALP00000020641 CID 293 - 303
aldehyde dehydrogenase 5 family 
member A1 - CGNC Symbol 9610 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1125,63)" 12558 true 1.07 1648



ENSGALP00000019318 CID 214 - 222
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1125,69)" 8237 true 0.16 1649

ENSGALP00000042900 CID 138 - 146

PAF1 homolog Paf1/RNA polymerase II 
complex component - CGNC Symbol 
64966 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1125,69)" 8237 false 1650

ENSGALP00000023165 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1126,47)" 61463 true 0.87 1651

ENSGALP00000023214 CID 202 - 210
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1127,57)" 5597 true 4.59 1652



ENSGALP00000002828 CID 299 - 307
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1127,63)" 7185 false 0.32* 1653

ENSGALP00000004720 CID 237 - 247
phosphoglycerate dehydrogenase - 
CGNC Symbol 2161 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1127,65)" 2822 true 4.59 1654

ENSGALP00000002828 CID 667 - 675
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1127,68)" 3357 true 2.1 1655

ENSGALP00000038124 CID 2-Dec
fatty acid synthase - CGNC Symbol 
1983 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1127,69)" 1761 true 3.15 1656



ENSGALP00000013240 CID 1,087 - 1,095
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1127,69)" 3884 false 2.1 1657

ENSGALP00000007487 CID 727 - 736
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1127,70)" 145 true 3.15 1658

ENSGALP00000003172 CID 1,171 - 1,181
WD repeat domain 33 - CGNC Symbol 
1450 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1128,60)" 1791 false 1659

ENSGALP00000003898 CID 516 - 523 matrin 3 - CGNC Symbol 1772 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1128,60)" 9428 false 3.67 1660



ENSGALP00000008498 CID 344 - 352 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1128,60)" 9428 true 1.24 1661

ENSGALP00000011330 CID 275 - 284
nuclear receptor coactivator 5 - CGNC 
Symbol 5288 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1128,62)" 4804 1662

ENSGALP00000010899 CID 87 - 96

ATP synthase H+ transporting 
mitochondrial F1 complex gamma 
polypeptide 1 - CGNC Symbol 5096 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1128,67)" 6939 1663

ENSGALP00000011843 CID 340 - 348
catenin (cadherin-associated protein) 
delta 1 - CGNC Symbol 53492 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1128,67)" 1413 false 1664



ENSGALP00000030471 CID 40 - 50

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1128,67)" 1238 true 1.26 1665

ENSGALP00000000666 CID Feb-13
phosphoglucomutase 2 - CGNC Symbol 
52790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1129,56)" 19577 1666

ENSGALP00000043136 CID 58 - 66 citrate synthase - CGNC Symbol 64209 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1129,62)" 5500 true 0.93 1667

ENSGALP00000024133 CID 52 - 59
histone deacetylase 2 - CGNC Symbol 
11140 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1129,62)" 13894 true 0.5 1668



ENSGALP00000038677 CID 45 - 54
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1129,64)" 2144 true 0.5 1669

ENSGALP00000030189 CID 67 - 77
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1129,65)" 4933 true 1.17 1670

ENSGALP00000027534 CID 163 - 171
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1129,67)" 1315 false 0.93 1671

ENSGALP00000023165 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1130,49)" 52851 1672



ENSGALP00000002252 CID 480 - 489
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1130,56)" 574 false 1673

ENSGALP00000000639 CID 151 - 160 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1130,60)" 5002 true 0.33 1674

ENSGALP00000002235 CID 44 - 52 stathmin 1 - CGNC Symbol 49630 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1130,61)" 1970 false 1675

ENSGALP00000007182 CID 311 - 320

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1130,63)" 9102 1676



ENSGALP00000015171 CID 25 - 35 Obg-like ATPase 1 - CGNC Symbol 7087 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1130,76)" 718 false 1677

ENSGALP00000018740 CID 788 - 796
complement component 3 - CGNC 
Symbol 8744 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1131,62)" 19394 1678

ENSGALP00000000337 CID 1,667 - 1,674
HEAT repeat containing 1 - CGNC 
Symbol 52557 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1131,68)" 4396 false 1679

ENSGALP00000010210 CID 51 - 60
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1132,48)" 3496 true 16.8 1680



ENSGALP00000030639 CID 2-Dec
Ras-related protein Rab-6A - UP 
Q1KME6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1132,52)" 3760 1681

ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1132,59)" 10327 true 0.53 1682

ENSGALP00000040418 CID 45 - 54 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1132,60)" 7064 true 1.19 1683

ENSGALP00000010153 CID 755 - 763
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1133,57)" 4981 true 1.84 1684



ENSGALP00000030639 CID 184 - 192
Ras-related protein Rab-6A - UP 
Q1KME6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1134,56)" 2107 false 0.85 1685

ENSGALP00000023165 CID 35 - 43

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1134,56)" 2107 true 0.85 1686

ENSGALP00000038618 CID 1-Sep
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1134,56)" 2107 false 0.85 1687

ENSGALP00000004817 CID 122 - 131 peroxiredoxin 6 - CGNC Symbol 2214 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1135,61)" 6106 1688



ENSGALP00000005090 CID 675 - 684
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1135,63)" 1518 true 1.3 1689

ENSGALP00000010210 CID 51 - 60
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1136,51)" 60002 1690

ENSGALP00000008530 CID 214 - 221
eukaryotic translation initiation factor 3 
subunit F - CGNC Symbol 3965 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1136,51)" 1237 true 2.25 1691

ENSGALP00000016523 CID 340 - 348

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1136,58)" 58705 false 1692



ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1136,58)" 24552 true 4.33 1693

ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1136,58)" 24552 true 4.33 1694

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1136,58)" 24552 true 4.33 1695

ENSGALP00000040418 CID 45 - 54 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1136,60)" 13712 1696



ENSGALP00000015061 CID 231 - 239
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1136,61)" 16746 true 0.56 1697

ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1136,61)" 3811 1698

ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1136,62)" 555 true 2.76 1699

ENSGALP00000008498 CID 344 - 352 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1136,65)" 11702 true 1.24 1700



ENSGALP00000030471 CID 40 - 50

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1136,70)" 3756 true 1.26 1701

ENSGALP00000036720 CID 3,793 - 3,801
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1137,59)" 690 true 2.44 1702

ENSGALP00000028016 CID 35 - 42
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1137,61)" 30900 1703

ENSGALP00000013174 CID 55 - 63
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1137,61)" 30900 true 0.29 1704



ENSGALP00000017926 CID 201 - 209
phosphoglucomutase 1 - CGNC Symbol 
8372 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1137,61)" 4697 false 3.25 1705

ENSGALP00000010153 CID 755 - 763
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1137,61)" 11203 1706

ENSGALP00000011510 CID 219 - 227
apolipoprotein A-I - CGNC Symbol 
49860 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1137,64)" 4043 1707

ENSGALP00000024133 CID 52 - 59
histone deacetylase 2 - CGNC Symbol 
11140 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1137,67)" 6332 true 0.5 1708



ENSGALP00000003012 CID 229 - 238
malate dehydrogenase 2 - CGNC 
Symbol 1378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1137,68)" 3777 true 0.22 1709

ENSGALP00000038677 CID 45 - 54
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1137,69)" 502 true 1.19 1710

ENSGALP00000011598 CID 222 - 232
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1137,70)" 15298 true 2.04 1711

ENSGALP00000018410 CID 443 - 451
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1137,71)" 2327 1712



ENSGALP00000016363 CID 295 - 303
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1137,74)" 5686 true 0.12 1713

ENSGALP00000023165 CID 35 - 43

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1138,58)" 1782 1714

ENSGALP00000006240 CID 1,239 - 1,248
collagen type VI alpha 3 - CGNC Symbol 
2875 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1138,62)" 2122 1715

ENSGALP00000027519 CID 322 - 330

PDS5 regulator of cohesion 
maintenance homolog B (S. cerevisiae) - 
CGNC Symbol 12819 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1138,64)" 1524 true 0.98 1716



ENSGALP00000005607 CID 255 - 263
proline and arginine rich end leucine 
rich repeat protein - HGNC:9357 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1138,67)" 12915 1717

ENSGALP00000006939 CID 748 - 756 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1139,59)" 1619 true 1 1718

P35908 CID 354 - 362
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1139,60)" 14385 1719

ENSGALP00000005971 CID 69 - 77 annexin A2 - CGNC Symbol 49740 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1139,60)" 3660 true 5.44 1720



ENSGALP00000007822 CID 382 - 391
coronin actin binding protein 1C - CGNC 
Symbol 50369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1139,69)" 22232 true 0.48 1721

ENSGALP00000013294 CID 229 - 238
5'-nucleotidase cytosolic II - CGNC 
Symbol 6204 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1139,69)" 22232 false 1722

ENSGALP00000026509 CID 314 - 324
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1139,73)" 14929 false 1 1723

ENSGALP00000000316 CID 26 - 35 major vault protein - CGNC Symbol 136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1140,60)" 285113 1724



ENSGALP00000016523 CID 340 - 348

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1140,60)" 285113 false 1725

ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1140,60)" 41142 1726

ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1140,60)" 41142 1727

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1140,60)" 41142 1728



ENSGALP00000013574 CID 93 - 102
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1140,63)" 735 true 4.22 1729

ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1140,64)" 2659 1730

ENSGALP00000001480 CID 600 - 608 myeloperoxidase - CGNC Symbol 50519 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1140,65)" 414 true 1.07 1731

ENSGALP00000012615 CID 573 - 582
ATP binding cassette subfamily B 
member 7 - CGNC Symbol 5888 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1140,68)" 1504 true 1.07 1732



ENSGALP00000014746 CID 80 - 89
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1140,70)" 3579 true 0.59 1733

ENSGALP00000003850 CID 118 - 127
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1140,71)" 1661 true 1.46 1734

ENSGALP00000038904 CID 33 - 41

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1141,59)" 45045 true 0.33 1735

ENSGALP00000036720 CID 3,793 - 3,801
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1141,61)" 2326 1736



ENSGALP00000002828 CID 428 - 437
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1141,67)" 9786 true 1.96 1737

ENSGALP00000004444 CID 54 - 65
vesicle amine transport 1 - CGNC 
Symbol 2031 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1142,58)" 1154 1738

ENSGALP00000014800 CID 1,291 - 1,301

Hsap of 1: scavenger receptor cysteine 
rich family member with 5 domains - 
HGNC:26641 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1142,62)" 2336 true 3.38 1739

ENSGALP00000007101 CID 217 - 227
CAP-GLY domain containing linker 
protein 1 - CGNC Symbol 3295 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1142,70)" 1802 false 1740



ENSGALP00000023278 CID Jul-17
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1142,70)" 1802 false 1741

ENSGALP00000012641 CID 994 - 1,002 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1142,70)" 1802 false 1742

ENSGALP00000012481 CID 292 - 300
ribosomal protein L4 - CGNC Symbol 
5828 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1142,70)" 1802 false 1743

ENSGALP00000036839 CID 216 - 225
alcohol dehydrogenase 6 (class V) - 
CGNC Symbol 49588 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1142,70)" 1802 1744



ENSGALP00000019979 CID 233 - 242

Gallus gallus alcohol dehydrogenase 1C 
(class I) gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA NM_001305183 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1142,70)" 1802 1745

ENSGALP00000014119 CID 299 - 308
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1142,72)" 10697 true 1.85 1746

ENSGALP00000018424 CID 102 - 110 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1143,61)" 3124 true 1.7 1747

ENSGALP00000014107 CID 99 - 107 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1143,61)" 3124 true 1.7 1748



ENSGALP00000007490 CID 185 - 193 moesin - HGNC:7373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1143,67)" 1171 false 1749

ENSGALP00000038904 CID 92 - 100

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1143,67)" 9126 true 0.13 1750

ENSGALP00000008530 CID 91 - 101
eukaryotic translation initiation factor 3 
subunit F - CGNC Symbol 3965 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1143,68)" 4331 false 0.88 1751

ENSGALP00000019975 CID 282 - 290
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1143,70)" 3079 1752



ENSGALP00000005576 CID 253 - 261
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1143,70)" 3079 1753

ENSGALP00000025165 CID 164 - 173

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1143,70)" 3079 true 3.24 1754

ENSGALP00000041289 CID 135 - 142
Hsap of 1: actin related protein 2/3 
complex subunit 2 - HGNC:705 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1144,61)" 1310 false 1.35 1755

ENSGALP00000006939 CID 149 - 158 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1144,65)" 1500 true 0.82 1756



ENSGALP00000043386 CID 379 - 387 Hsap of 1: dynamin 2 - HGNC:2974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1145,56)" 909 false 1757

ENSGALP00000035366 CID 81 - 89
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1145,61)" 79483 true 1.1 1758

ENSGALP00000013174 CID 55 - 63
ribosomal protein S27a - CGNC Symbol 
49483 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1145,66)" 20510 true 2.24 1759

ENSGALP00000017926 CID 201 - 209
phosphoglucomutase 1 - CGNC Symbol 
8372 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1145,66)" 23979 true 3.25 1760



ENSGALP00000038124 CID 2-Dec
fatty acid synthase - CGNC Symbol 
1983 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1145,67)" 3460 false 1761

ENSGALP00000010510 CID 349 - 357
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1145,67)" 8457 true 0.53 1762

ENSGALP00000019120 CID 352 - 360
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1145,67)" 8457 true 0.53 1763

ENSGALP00000038376 CID 118 - 127
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1145,68)" 19079 true 0.58 1764



ENSGALP00000007358 CID 594 - 602
RNA binding motif protein 5 - CGNC 
Symbol 3423 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1145,69)" 65835 false 1765

ENSGALP00000010633 CID 70 - 78
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1145,69)" 65835 true 0.49 1766

ENSGALP00000002497 CID 337 - 345
proteasome 26S subunit non-ATPase 5 - 
CGNC Symbol 1140 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1145,69)" 65835 false 0.49 1767

ENSGALP00000011689 CID 260 - 268
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1145,77)" 905 false 1768



ENSGALP00000004589 CID 147 - 155
BRI3 binding protein - CGNC Symbol 
2105 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1146,58)" 2985 1769

ENSGALP00000026550 CID 1,017 - 1,026 apolipoprotein B - CGNC Symbol 12347 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1146,64)" 24551 false 1.87 1770

ENSGALP00000011502 CID 155 - 164
apolipoprotein A-IV - CGNC Symbol 
49474 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1146,64)" 24551 1771

ENSGALP00000015735 CID 64 - 73
Sjogren syndrome antigen B - CGNC 
Symbol 7359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1146,65)" 5814 true 0.99 1772



ENSGALP00000013950 CID 1-Sep
glycine N-methyltransferase - CGNC 
Symbol 6507 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1146,65)" 2012 1773

ENSGALP00000026487 CID 320 - 328
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1146,65)" 2012 false 1774

ENSGALP00000040662 CID 238 - 247
inositol monophosphatase 1 - 
HGNC:6050 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1146,74)" 9324 true 2.28 1775

ENSGALP00000011559 CID 294 - 304

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1146,74)" 5878 false 1776



ENSGALP00000026341 CID 152 - 161 annexin A13 - CGNC Symbol 12242 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1146,75)" 22652 1777

ENSGALP00000014119 CID 299 - 308
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1146,75)" 22652 1778

ENSGALP00000006574 CID 21 - 30
liver basic fatty acid binding protein - 
CGNC Symbol 49276 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1146,76)" 9075 false 1779

ENSGALP00000020445 CID 1,405 - 1,413
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1146,77)" 3774 true 0.83 1780



ENSGALP00000016509 CID 801 - 809

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1147,55)" 1811 false 0.98 1781

ENSGALP00000002604 CID 341 - 350
inter-alpha-trypsin inhibitor heavy 
chain 3 - CGNC Symbol 50111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1147,58)" 3791 1782

ENSGALP00000018424 CID 102 - 110 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1147,61)" 57868 1783

ENSGALP00000014107 CID 99 - 107 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1147,61)" 57868 1784



ENSGALP00000024348 CID 435 - 443

structural maintenance of 
chromosomes protein 5 - Refseq 
NP_001034424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1147,61)" 57868 1785

ENSGALP00000006939 CID 748 - 756 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1147,64)" 1795 true 1 1786

ENSGALP00000020445 CID 802 - 810
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1147,64)" 1795 false 1.25 1787

ENSGALP00000016308 CID 439 - 448
signal recognition particle 54kDa - 
CGNC Symbol 16066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1147,64)" 1795 1788



ENSGALP00000013029 CID 805 - 813
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1147,65)" 6820 true 0.18 1789

ENSGALP00000006555 CID 291 - 299
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1147,70)" 978 true 1.2 1790

ENSGALP00000023288 CID 227 - 235
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1147,70)" 978 true 1.2 1791

ENSGALP00000025165 CID 164 - 173

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1147,72)" 11107 1792



ENSGALP00000001231 CID 365 - 373
lysine demethylase 1A - CGNC Symbol 
547 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1147,73)" 3849 false 1793

ENSGALP00000007822 CID 382 - 391
coronin actin binding protein 1C - CGNC 
Symbol 50369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1147,75)" 10639 true 0.48 1794

ENSGALP00000002482 CID 483 - 491 copine I - CGNC Symbol 50925 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1148,62)" 1575 true 1.25 1795

ENSGALP00000004013 CID 756 - 765 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1148,63)" 942 false 14.95* 1796



ENSGALP00000038778 CID 154 - 164 actin-like 6A - CGNC Symbol 6893 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1148,66)" 1559 false 1797

ENSGALP00000006939 CID 149 - 158 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1148,67)" 1075 1798

ENSGALP00000009341 CID 883 - 891
high density lipoprotein binding protein 
- CGNC Symbol 4348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1148,67)" 1075 false 1799

ENSGALP00000013574 CID 93 - 102
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1148,68)" 3103 true 4.22 1800



ENSGALP00000004641 CID 2,250 - 2,258
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1149,56)" 1779 true 1.77 1801

ENSGALP00000019205 CID 67 - 77

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1149,62)" 198915 true 0.16 1802

ENSGALP00000037266 CID 70 - 80

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53220 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1149,62)" 198915 true 0.16 1803

ENSGALP00000035815 CID 29 - 37

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1149,62)" 6841 true 1.62 1804



ENSGALP00000035366 CID 81 - 89
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1149,64)" 82461 1805

ENSGALP00000038904 CID 33 - 41

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1149,65)" 12972 true 0.33 1806

ENSGALP00000019678 CID 179 - 187
glycerol-3-phosphate dehydrogenase 1-
like 2 - CGNC Symbol 13104 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1149,65)" 1538 1807

ENSGALP00000018695 CID 183 - 191
glycerol-3-phosphate dehydrogenase 1-
like - CGNC Symbol 8724 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1149,65)" 1538 1808



ENSGALP00000001150 CID 290 - 299
histidyl-tRNA synthetase - CGNC 
Symbol 50172 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1149,66)" 1659 false 1809

ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1150,56)" 6017 true 3.59 1810

ENSGALP00000023439 CID 35 - 44
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1150,58)" 2333 true 0.48 1811

ENSGALP00000007182 CID 101 - 110

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1150,58)" 4915 1812



ENSGALP00000002197 CID 254 - 263 gelsolin - CGNC Symbol 49472 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1150,58)" 4915 false 1.77 1813

ENSGALP00000002828 CID 226 - 234
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1150,64)" 2207 true 2.26 1814

ENSGALP00000015735 CID 64 - 73
Sjogren syndrome antigen B - CGNC 
Symbol 7359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1150,66)" 5933 1815

ENSGALP00000004641 CID 1,301 - 1,310
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1150,66)" 5933 1816



ENSGALP00000003089 CID 378 - 386
valosin containing protein - CGNC 
Symbol 53073 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1150,72)" 5360 true 1.13 1817

ENSGALP00000041159 CID 51 - 60 ribosomal protein S16 - HGNC:10396 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1150,77)" 14311 true 3.22 1818

ENSGALP00000038262 CID Nov-19
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1151,44)" 8534 true 0.88 1819

ENSGALP00000005576 CID 57 - 65
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1151,57)" 6761 true 1.23 1820



ENSGALP00000007139 CID 1-Oct
dimethylglycine dehydrogenase - CGNC 
Symbol 3314 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1151,62)" 1324 1821

ENSGALP00000015964 CID 35 - 44
ribosomal protein L18a - CGNC Symbol 
50601 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1151,68)" 803 true 2.37 1822

ENSGALP00000038782 CID 312 - 320 nucleobindin 2 - CGNC Symbol 51883 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1151,71)" 2569 1823

ENSGALP00000008128 CID 448 - 457
nucleoporin 210kDa - CGNC Symbol 
3777 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1151,72)" 7517 true 0.72 1824



ENSGALP00000005535 CID 104 - 113

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1152,54)" 662 1825

ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1152,57)" 15141 true 1.61 1826

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1152,57)" 15141 true 1.61 1827

ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1152,57)" 15141 true 1.61 1828



ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC Symbol 
50454 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1152,63)" 42709 false 0.83 1829

ENSGALP00000041690 CID 65 - 73
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1152,63)" 42709 true 0.83 1830

ENSGALP00000002482 CID 483 - 491 copine I - CGNC Symbol 50925 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1152,66)" 25268 1831

ENSGALP00000011510 CID 230 - 238
apolipoprotein A-I - CGNC Symbol 
49860 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1152,66)" 74346 1832



ENSGALP00000005633 CID 513 - 522
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1152,68)" 8891 false 0.07 1833

ENSGALP00000030147 CID 79 - 89
family with sequence similarity 49 
member B - CGNC Symbol 12196 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1152,69)" 858 false 1834

ENSGALP00000037708 CID 318 - 327
proteasome 26S subunit ATPase 3 - 
CGNC Symbol 6143 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1152,70)" 1003 false 1.25 1835

ENSGALP00000033584 CID Aug-18
ras homolog family member A - CGNC 
Symbol 49322 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1152,70)" 859 true 1.96 1836



ENSGALP00000015626 CID 81 - 90
phosphoenolpyruvate carboxykinase 2 
(mitochondrial) - CGNC Symbol 49813 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1152,70)" 29155 1837

ENSGALP00000018742 CID 33 - 41
creatine kinase brain - CGNC Symbol 
49719 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1152,75)" 4786 false 0.07 1838

ENSGALP00000035339 CID 157 - 166

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1152,75)" 4786 false 1839

ENSGALP00000029109 CID 398 - 406
proteasome 26S subunit non-ATPase 3 - 
CGNC Symbol 15224 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1153,59)" 3146 true 1.51 1840



ENSGALP00000003954 CID 150 - 161
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1153,62)" 3735 false 1841

ENSGALP00000038376 CID 118 - 127
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1153,73)" 9133 true 0.58 1842

ENSGALP00000010633 CID 70 - 78
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1153,75)" 31764 true 0.49 1843

ENSGALP00000002497 CID 337 - 345
proteasome 26S subunit non-ATPase 5 - 
CGNC Symbol 1140 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1153,75)" 31764 false 0.49 1844



ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1154,58)" 23526 1845

ENSGALP00000012145 CID 608 - 617
structure specific recognition protein 1 - 
CGNC Symbol 49844 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1154,58)" 23526 false 1.4 1846

ENSGALP00000018087 CID 279 - 287
vaccinia related kinase 1 - CGNC 
Symbol 8440 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1154,59)" 95294 false 0.17 1847

ENSGALP00000002744 CID 341 - 349
phospholipase A2 activating protein - 
CGNC Symbol 1252 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1154,59)" 95294 false 0.88 1848



ENSGALP00000027974 CID 97 - 105
hemoglobin gamma A - CGNC Symbol 
50915 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1154,61)" 3722 true 0.18 1849

ENSGALP00000035593 CID 97 - 105 Hemoglobin subunit beta - UP P02112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1154,61)" 3722 true 0.18 1850

ENSGALP00000015410 CID 827 - 835 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1154,63)" 6262 1851

ENSGALP00000027981 CID 71 - 80
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1154,65)" 17552 true 0.4 1852



ENSGALP00000006778 CID 505 - 514
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1154,66)" 10731 true 1.68 1853

ENSGALP00000037960 CID Jun-15
NAD(P)H dehydrogenase - Refseq 
NP_001264548 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1154,78)" 786 false 1854

ENSGALP00000001997 CID 2-Oct
eukaryotic translation initiation factor 
4H - CGNC Symbol 897 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1155,44)" 10689 1855

ENSGALP00000038262 CID Nov-19
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1155,46)" 7551 1856



ENSGALP00000017347 CID 394 - 402
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1155,57)" 2609 false 0.48 1857

ENSGALP00000007237 CID 410 - 420
RNA binding motif protein 22 - CGNC 
Symbol 3366 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1155,57)" 1590 1858

ENSGALP00000005576 CID 57 - 65
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1155,60)" 10200 1859

ENSGALP00000009605 CID 219 - 227
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1155,60)" 14318 true 0.69 1860



ENSGALP00000024956 CID 171 - 179
glucan (1 4-alpha-) branching enzyme 1 
- CGNC Symbol 11562 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1155,66)" 1267 1861

ENSGALP00000019423 CID 242 - 250
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1155,73)" 4741 true 0.72 1862

ENSGALP00000019569 CID 131 - 140

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1155,75)" 19898 true 0.72 1863

ENSGALP00000035386 CID 196 - 204 hemopexin - CGNC Symbol 15517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1156,60)" 210442 1864



ENSGALP00000005944 CID 921 - 929
phospholipase C gamma 1 - CGNC 
Symbol 50935 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1156,60)" 2738 true 1.31 1865

ENSGALP00000036122 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1156,60)" 26561 1866

ENSGALP00000028746 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1156,60)" 26561 1867

ENSGALP00000006578 CID 159 - 167

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1156,60)" 26561 1868



ENSGALP00000000337 CID 56 - 66
HEAT repeat containing 1 - CGNC 
Symbol 52557 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1156,61)" 8610 1869

ENSGALP00000041690 CID 65 - 73
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1156,63)" 4504 true 3.89 1870

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC Symbol 
50454 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1156,63)" 4504 1871

ENSGALP00000015063 CID 2-Dec
fibrinogen gamma chain - CGNC 
Symbol 7041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1156,65)" 1183 1872



ENSGALP00000018410 CID 493 - 504
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1156,71)" 678 false 0.4 1873

ENSGALP00000037708 CID 318 - 327
proteasome 26S subunit ATPase 3 - 
CGNC Symbol 6143 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1156,72)" 1257 1874

ENSGALP00000041110 CID 167 - 177 lactamase beta like 1 - HGNC:35445 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1157,55)" 2892 1875

ENSGALP00000017341 CID 436 - 444

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1157,57)" 4351 true 0.23 1876



ENSGALP00000038904 CID 33 - 41

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1157,59)" 4354 true 1.85 1877

ENSGALP00000009286 CID 266 - 274
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1157,62)" 4928 1878

ENSGALP00000029109 CID 398 - 406
proteasome 26S subunit non-ATPase 3 - 
CGNC Symbol 15224 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1157,63)" 5021 1879

ENSGALP00000019205 CID 67 - 77

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1157,66)" 9327 true 0.12 1880



ENSGALP00000037266 CID 70 - 80

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53220 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1157,66)" 9327 true 0.12 1881

ENSGALP00000037994 CID 23 - 31

Uncharacterized protein - 
UniProtKB/TrEMBL I3L4J1 - CGNC 
Symbol 66170 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1157,66)" 30339 false 1.22 1882

ENSGALP00000027157 CID 1,041 - 1,052
collagen type IV alpha 2 - CGNC Symbol 
12638 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1157,68)" 4338 false 0.85 1883

ENSGALP00000012641 CID 1,900 - 1,908 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1157,71)" 29222 false 1884



ENSGALP00000042774 CID 888 - 897
biorientation of chromosomes in cell 
division 1-like 1 - CGNC Symbol 11076 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1157,71)" 29222 false 1885

ENSGALP00000018340 CID 401 - 410 SATB homeobox 1 - CGNC Symbol 8550 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1157,71)" 29222 false 1886

ENSGALP00000015988 CID 199 - 208
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1158,56)" 7034 true 1.48 1887

ENSGALP00000023523 CID 199 - 208 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1158,56)" 7034 true 1.48 1888



ENSGALP00000018765 CID 36 - 46
ribosomal protein L14 - CGNC Symbol 
49056 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1158,62)" 10819 true 2.23 1889

ENSGALP00000027974 CID 97 - 105
hemoglobin gamma A - CGNC Symbol 
50915 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1158,63)" 280802 1890

ENSGALP00000035593 CID 97 - 105 Hemoglobin subunit beta - UP P02112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1158,63)" 280802 1891

ENSGALP00000012034 CID 242 - 251
tubulin beta 1 class VI - CGNC Symbol 
49797 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1158,64)" 202286 true 1.58 1892



ENSGALP00000020884 CID 242 - 251
tubulin beta 2B class IIb - CGNC Symbol 
51362 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1158,64)" 202286 true 1.58 1893

ENSGALP00000013964 CID 242 - 251
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1158,64)" 202286 true 1.58 1894

ENSGALP00000022436 CID 187 - 196 tubulin beta class I - HGNC:20778 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1158,64)" 202286 true 1.58 1895

ENSGALP00000011666 CID 551 - 560
kinesin family member 5B - CGNC 
Symbol 5451 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1158,65)" 1227 false 1.4 1896



ENSGALP00000008128 CID 1,018 - 1,028
nucleoporin 210kDa - CGNC Symbol 
3777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1158,66)" 4609 true 0.36 1897

ENSGALP00000007287 CID 87 - 96
ribosomal protein S14 - CGNC Symbol 
3393 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1158,77)" 36437 false 1898

ENSGALP00000005322 CID Sep-18
BRX1 biogenesis of ribosomes - CGNC 
Symbol 2456 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1158,77)" 36437 1899

ENSGALP00000038463 CID 212 - 222
ribosomal protein L7a - CGNC Symbol 
50454 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1158,78)" 953 false 1900



ENSGALP00000041159 CID 51 - 60 ribosomal protein S16 - HGNC:10396 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1158,83)" 55024 true 3.22 1901

ENSGALP00000000468 CID 400 - 408

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1159,68)" 10165 1902

ENSGALP00000009007 CID 97 - 106
ADP-ribosylation factor 4 - CGNC 
Symbol 55483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1159,69)" 9865 true 1.44 1903

ENSGALP00000016536 CID 761 - 770
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1159,74)" 1908 false 1904



ENSGALP00000015964 CID 35 - 44
ribosomal protein L18a - CGNC Symbol 
50601 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1159,74)" 1908 true 2.37 1905

ENSGALP00000015657 CID 197 - 206 actin beta - CGNC Symbol 49855 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1160,58)" 39569 true 2.55 1906

ENSGALP00000042680 CID 197 - 206

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1160,58)" 39569 true 2.55 1907

ENSGALP00000021472 CID 475 - 485
fumarate hydratase - CGNC Symbol 
9939 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1160,67)" 5149 1908



ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC Symbol 
50454 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1160,68)" 33936 false 0.83 1909

ENSGALP00000025629 CID 348 - 356
RNA binding motif protein 12B - CGNC 
Symbol 51213 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1160,68)" 33936 false 3.89 1910

ENSGALP00000041690 CID 65 - 73
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1160,68)" 33936 true 0.83 1911

ENSGALP00000020666 CID 176 - 184
DEK proto-oncogene - CGNC Symbol 
9623 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1160,68)" 33936 false 3.89 1912



ENSGALP00000036304 CID 430 - 439
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1160,70)" 528 true 1.96 1913

ENSGALP00000016780 CID 144 - 152
transmembrane p24 trafficking protein 
10 - CGNC Symbol 7851 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1160,80)" 10660 false 1914

ENSGALP00000038124 CID 2,117 - 2,127
fatty acid synthase - CGNC Symbol 
1983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1161,60)" 13713 false 1.26 1915

ENSGALP00000038979 CID 205 - 214
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1161,60)" 13713 false 1916



ENSGALP00000000338 CID 243 - 253
proteasome inhibitor subunit 1 - CGNC 
Symbol 152 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1161,61)" 11675 true 0.56 1917

ENSGALP00000019430 CID 1,083 - 1,093
alpha-2-macroglobulin-like - CGNC 
Symbol 52563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1161,61)" 11675 false 0.56 1918

ENSGALP00000033650 CID 93 - 102
FYN binding protein - CGNC Symbol 
2773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1161,63)" 2799 true 0.71 1919

ENSGALP00000025600 CID 253 - 262
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1161,65)" 626 false 0.56 1920



ENSGALP00000007593 CID 203 - 212 prosaposin - CGNC Symbol 49395 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1161,68)" 49628 1921

ENSGALP00000010633 CID 70 - 78
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1161,69)" 5546 false 0.51 1922

ENSGALP00000014768 CID 484 - 492
EH-domain containing 3 - CGNC Symbol 
51465 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1161,74)" 745 1923

ENSGALP00000038209 CID 244 - 253
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1161,74)" 745 true 0.45 1924



ENSGALP00000005822 CID 541 - 549
topoisomerase (DNA) I - CGNC Symbol 
2691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1162,54)" 3634 true 1.62 1925

ENSGALP00000023099 CID 872 - 882
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1162,54)" 3634 1926

ENSGALP00000004979 CID 278 - 287 tubulin gamma 1 - CGNC Symbol 51156 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1162,57)" 50452 false 1.62 1927

ENSGALP00000002497 CID 173 - 182
proteasome 26S subunit non-ATPase 5 - 
CGNC Symbol 1140 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1162,57)" 50452 false 1.62 1928



ENSGALP00000018765 CID 36 - 46
ribosomal protein L14 - CGNC Symbol 
49056 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1162,61)" 17257 1929

ENSGALP00000015988 CID 199 - 208
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1162,62)" 50765 1930

ENSGALP00000023523 CID 199 - 208 actin beta-like 2 - CGNC Symbol 52851 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1162,62)" 50765 1931

ENSGALP00000003646 CID 164 - 173
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1162,62)" 4482 true 1.56 1932



ENSGALP00000003823 CID 1,056 - 1,066
complement factor H-related 2 - CGNC 
Symbol 53547 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1162,62)" 7676 true 0.49 1933

ENSGALP00000022436 CID 187 - 196 tubulin beta class I - HGNC:20778 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1162,66)" 267410 1934

ENSGALP00000013964 CID 242 - 251
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1162,66)" 267410 1935

ENSGALP00000020884 CID 242 - 251
tubulin beta 2B class IIb - CGNC Symbol 
51362 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1162,66)" 267410 1936



ENSGALP00000012034 CID 242 - 251
tubulin beta 1 class VI - CGNC Symbol 
49797 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1162,66)" 267410 1937

ENSGALP00000015626 CID 218 - 227
phosphoenolpyruvate carboxykinase 2 
(mitochondrial) - CGNC Symbol 49813 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1162,67)" 3368 true 48.79 1938

ENSGALP00000009709 CID 286 - 294

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1162,69)" 7522 false 2.75 1939

ENSGALP00000015051 CID 232 - 241
pleiotropic regulator 1 - CGNC Symbol 
7032 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1162,73)" 6176 1940



ENSGALP00000027249 CID 394 - 402
DnaJ heat shock protein family (Hsp40) 
member C3 - CGNC Symbol 12678 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1162,73)" 6176 false 1941

ENSGALP00000023099 CID 467 - 476
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1163,59)" 3362 true 1.81 1942

ENSGALP00000005680 CID 106 - 115 adenylate kinase 2 - CGNC Symbol 2627 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1163,60)" 26124 true 1.4 1943

ENSGALP00000010618 CID 346 - 355
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1163,62)" 2329 true 0.66 1944



ENSGALP00000027391 CID 345 - 354
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1163,65)" 18484 true 32.85 1945

ENSGALP00000007101 CID 1,110 - 1,118
CAP-GLY domain containing linker 
protein 1 - CGNC Symbol 3295 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1163,65)" 2312 false 1946

ENSGALP00000011232 CID Jul-16
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1163,65)" 3490 false 1947

ENSGALP00000004048 CID 300 - 308 kinectin 1 - CGNC Symbol 9206 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1163,68)" 2205 1948



ENSGALP00000002828 CID 415 - 425
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1163,69)" 5214 true 2.01 1949

ENSGALP00000043196 CID 1,352 - 1,361
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1163,69)" 5214 1950

ENSGALP00000011095 CID 425 - 436

SHC (Src homology 2 domain 
containing) transforming protein 1 - 
CGNC Symbol 5182 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1164,57)" 25531 false 0.92 1951

ENSGALP00000024116 CID 965 - 974
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1164,60)" 622 true 0.92 1952



ENSGALP00000013987 CID 912 - 921
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1164,60)" 622 true 0.92 1953

ENSGALP00000014641 CID 89 - 98
endothelial differentiation related 
factor 1 - CGNC Symbol 6846 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1164,65)" 3217 false 5.65 1954

ENSGALP00000019365 CID 261 - 271 annexin A5 - CGNC Symbol 9009 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1165,58)" 60573 1955

ENSGALP00000041289 CID May-13
Hsap of 1: actin related protein 2/3 
complex subunit 2 - HGNC:705 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1165,63)" 3624 true 0.56 1956



ENSGALP00000000338 CID 243 - 253
proteasome inhibitor subunit 1 - CGNC 
Symbol 152 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1165,63)" 6831 1957

ENSGALP00000039728 CID 1-Oct

Gallus gallus small nuclear 
ribonucleoprotein polypeptide G 
(SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1165,65)" 596 false 1958

ENSGALP00000015057 CID 366 - 374
fibrinogen beta chain - CGNC Symbol 
7036 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1165,66)" 1272 true 7.88 1959

ENSGALP00000004437 CID Sep-17
ribosomal protein S10 - CGNC Symbol 
51122 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1165,73)" 12232 true 0.31 1960



ENSGALP00000015369 CID 203 - 211
mitochondrial amidoxime reducing 
component 2 - CGNC Symbol 53405 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1165,73)" 12232 1961

ENSGALP00000039872 CID 74 - 83
regulator of chromosome condensation 
2 - CGNC Symbol 287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1166,60)" 3260 true 0.32 1962

ENSGALP00000003646 CID 164 - 173
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1166,64)" 4583 1963

ENSGALP00000043196 CID 85 - 94
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1166,65)" 1156 true 1.03 1964



ENSGALP00000004941 CID 358 - 366
diacylglycerol kinase epsilon - CGNC 
Symbol 2268 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1166,68)" 659 true 1.03 1965

ENSGALP00000012879 CID 754 - 762
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1166,68)" 3620 false 1.05 1966

ENSGALP00000015626 CID 218 - 227
phosphoenolpyruvate carboxykinase 2 
(mitochondrial) - CGNC Symbol 49813 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1166,68)" 102457 1967

ENSGALP00000018939 CID 286 - 295
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1166,68)" 35702 1968



ENSGALP00000019040 CID 1,454 - 1,463
nucleoporin 205kDa - CGNC Symbol 
8864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1166,69)" 104926 false 1969

ENSGALP00000009853 CID 35 - 45
zinc finger protein 326 - CGNC Symbol 
4587 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1167,54)" 7654 1970

ENSGALP00000015071 CID 584 - 593
transmembrane protein 63A - CGNC 
Symbol 7047 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1167,56)" 2417 true 1.07 1971

ENSGALP00000007680 CID 125 - 133
ribosomal protein L6 - CGNC Symbol 
48978 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1167,58)" 26702 true 1.79 1972



ENSGALP00000005680 CID 106 - 115 adenylate kinase 2 - CGNC Symbol 2627 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1167,63)" 37130 1973

ENSGALP00000021892 CID 162 - 170
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1167,63)" 1148 true 3.08 1974

ENSGALP00000027391 CID 345 - 354
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1167,66)" 3429 1975

ENSGALP00000006278 CID 611 - 619
protein kinase C alpha - CGNC Symbol 
50506 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1167,70)" 2327 false 1976



ENSGALP00000025525 CID 149 - 158
carbonic anhydrase II - CGNC Symbol 
11834 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1167,71)" 1109 false 1977

ENSGALP00000039157 CID 959 - 968 ATP citrate lyase - CGNC Symbol 2533 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1167,72)" 40212 false 1978

ENSGALP00000009007 CID 97 - 106
ADP-ribosylation factor 4 - CGNC 
Symbol 55483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1167,75)" 12901 true 1.44 1979

ENSGALP00000020634 CID 157 - 165
cytoskeleton-associated protein 4 - 
HGNC:16991 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1168,64)" 11556 1980



ENSGALP00000011510 CID 230 - 238
apolipoprotein A-I - CGNC Symbol 
49860 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1168,64)" 11556 1981

ENSGALP00000000316 CID 26 - 35 major vault protein - CGNC Symbol 136 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1168,66)" 5108 true 1.45 1982

ENSGALP00000015128 CID 272 - 282 lamin B receptor - CGNC Symbol 49736 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1168,68)" 6371 true 0.85 1983

ENSGALP00000042774 CID 103 - 111
biorientation of chromosomes in cell 
division 1-like 1 - CGNC Symbol 11076 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1168,70)" 580 true 1.13 1984



ENSGALP00000036304 CID 430 - 439
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1168,75)" 2114 true 1.96 1985

ENSGALP00000005653 CID 1,307 - 1,316 fibronectin 1 - CGNC Symbol 2613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1169,58)" 8009 1986

ENSGALP00000015687 CID 486 - 497
collagen type I alpha 2 - CGNC Symbol 
49716 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1169,61)" 9380 1987

ENSGALP00000000383 CID 697 - 707
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1169,61)" 9380 1988



ENSGALP00000019224 CID 879 - 889

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1169,69)" 2183 false 2.87 1989

ENSGALP00000010633 CID 70 - 78
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1169,74)" 2571 true 0.51 1990

ENSGALP00000001332 CID 419 - 427
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1170,55)" 2241 true 1.46 1991

ENSGALP00000012380 CID 119 - 128
succinate-CoA ligase GDP-forming beta 
subunit - CGNC Symbol 5776 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1170,59)" 5502 1992



ENSGALP00000026550 CID 2,522 - 2,529 apolipoprotein B - CGNC Symbol 12347 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1170,60)" 4817 false 1993

ENSGALP00000002497 CID 2-Nov
proteasome 26S subunit non-ATPase 5 - 
CGNC Symbol 1140 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1170,62)" 552 1994

ENSGALP00000038979 CID 2,084 - 2,092
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1170,63)" 3663 true 1.2 1995

ENSGALP00000004476 CID 47 - 55 reticulocalbin 2 - CGNC Symbol 2050 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1170,63)" 3663 false 1.2 1996



ENSGALP00000038576 CID 152 - 161
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1170,67)" 1197 true 0.4 1997

ENSGALP00000014599 CID 136 - 146 sorcin - CGNC Symbol 51278 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1170,69)" 2256 true 0.28 1998

ENSGALP00000011510 CID 155 - 163
apolipoprotein A-I - CGNC Symbol 
49860 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1170,76)" 2222 false 1999

ENSGALP00000005520 CID 402 - 411
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1171,59)" 3090 true 3.75 2000



ENSGALP00000007680 CID 125 - 133
ribosomal protein L6 - CGNC Symbol 
48978 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1171,60)" 50059 2001

ENSGALP00000017123 CID 295 - 305
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1171,63)" 1539 2002

ENSGALP00000017495 CID 463 - 472 scinderin - CGNC Symbol 8188 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1171,63)" 1539 true 1.07 2003

ENSGALP00000004417 CID 289 - 297
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1171,63)" 6715 false 0.89 2004



ENSGALP00000006018 CID 31 - 41
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1171,66)" 5066 true 0.51 2005

ENSGALP00000012034 CID 253 - 262
tubulin beta 1 class VI - CGNC Symbol 
49797 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1171,66)" 166860 true 1.27 2006

ENSGALP00000020884 CID 253 - 262
tubulin beta 2B class IIb - CGNC Symbol 
51362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1171,66)" 166860 true 1.27 2007

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1171,66)" 166860 true 1.27 2008



ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1171,66)" 166860 true 1.27 2009

ENSGALP00000003954 CID 306 - 316
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1171,66)" 4079 true 0.46 2010

ENSGALP00000010618 CID 346 - 355
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1171,67)" 2044 true 0.75 2011

ENSGALP00000002828 CID 415 - 425
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1171,75)" 5471 true 2.01 2012



ENSGALP00000038912 CID 32 - 40 alpha-D-globin - CGNC Symbol 50309 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1172,60)" 32411 true 0.22 2013

ENSGALP00000038262 CID 102 - 110
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1172,60)" 10191 false 2014

ENSGALP00000015128 CID 150 - 158 lamin B receptor - CGNC Symbol 49736 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1172,64)" 39681 true 0.23 2015

ENSGALP00000019430 CID 460 - 468
alpha-2-macroglobulin-like - CGNC 
Symbol 52563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1172,64)" 39681 false 2016



ENSGALP00000003898 CID 389 - 397 matrin 3 - CGNC Symbol 1772 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1172,65)" 18695 true 0.62 2017

ENSGALP00000006778 CID 436 - 444
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1172,65)" 1185 false 2018

ENSGALP00000015128 CID 272 - 282 lamin B receptor - CGNC Symbol 49736 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1172,70)" 7074 2019

ENSGALP00000024078 CID Oct-19
WD repeat domain 1 - CGNC Symbol 
11108 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1173,68)" 20712 true 1.59 2020



ENSGALP00000000337 CID 1,363 - 1,372
HEAT repeat containing 1 - CGNC 
Symbol 52557 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1173,70)" 4037 2021

ENSGALP00000019224 CID 879 - 889

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1173,72)" 20040 2022

ENSGALP00000009341 CID 293 - 302
high density lipoprotein binding protein 
- CGNC Symbol 4348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1173,72)" 7408 false 2023

ENSGALP00000004437 CID Sep-17
ribosomal protein S10 - CGNC Symbol 
51122 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1173,78)" 3448 true 0.31 2024



ENSGALP00000019755 CID 121 - 129
eukaryotic translation initiation factor 3 
subunit M - CGNC Symbol 9182 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1174,60)" 9535 false 0.57 2025

ENSGALP00000028277 CID 93 - 102
H2A histone family member Z - CGNC 
Symbol 52762 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1174,60)" 9535 true 0.26 2026

ENSGALP00000037866 CID 348 - 357
ornithine aminotransferase - CGNC 
Symbol 52788 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1174,60)" 9535 false 0.57 2027

ENSGALP00000007934 CID 1-Oct
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1174,64)" 1319 false 2028



ENSGALP00000038979 CID 2,084 - 2,092
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1174,65)" 10540 2029

ENSGALP00000003152 CID 638 - 647
adenosylhomocysteinase - CGNC 
Symbol 1443 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1174,69)" 517 false 2030

ENSGALP00000041633 CID 35 - 44
Hsap of 1: ilvB (bacterial acetolactate 
synthase)-like - HGNC:6041 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1174,71)" 698 false 2031

ENSGALP00000027063 CID 1-Nov
mitochondrial ribosomal protein S9 - 
CGNC Symbol 12597 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1174,74)" 2144 2032



ENSGALP00000016816 CID 390 - 399 exportin 5 - CGNC Symbol 7870 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1174,74)" 466 false 2033

ENSGALP00000026550 CID 2,253 - 2,261 apolipoprotein B - CGNC Symbol 12347 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1174,76)" 1368 false 2034

ENSGALP00000012914 CID 264 - 271
adenosylhomocysteinase-like 2 - CGNC 
Symbol 50318 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1175,47)" 1398 true 1.63 2035

ENSGALP00000010210 CID 200 - 209
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1175,54)" 652 true 27.23 2036



ENSGALP00000007511 CID 392 - 402

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1175,60)" 13330 2037

ENSGALP00000005520 CID 402 - 411
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1175,60)" 13330 2038

ENSGALP00000026579 CID 92 - 101
zinc finger protein 512 - CGNC Symbol 
12362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1175,68)" 1375 false 2039

ENSGALP00000020884 CID 253 - 262
tubulin beta 2B class IIb - CGNC Symbol 
51362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1175,68)" 211700 2040



ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1175,68)" 211700 2041

ENSGALP00000012034 CID 253 - 262
tubulin beta 1 class VI - CGNC Symbol 
49797 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1175,68)" 211700 2042

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1175,68)" 211700 2043

ENSGALP00000021892 CID 162 - 170
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1175,68)" 3536 true 3.08 2044



ENSGALP00000017865 CID 289 - 299

hydroxysteroid (17-beta) 
dehydrogenase 11 - CGNC Symbol 
51780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1176,57)" 988 2045

ENSGALP00000003898 CID 389 - 397 matrin 3 - CGNC Symbol 1772 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1176,66)" 5782 2046

ENSGALP00000042774 CID 790 - 800
biorientation of chromosomes in cell 
division 1-like 1 - CGNC Symbol 11076 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1176,66)" 1200 false 2047

ENSGALP00000025606 CID 21 - 30
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1176,66)" 6905 true 1.76 2048



ENSGALP00000009371 CID 21 - 30
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1176,66)" 6905 true 1.76 2049

ENSGALP00000004840 CID 242 - 250
replication protein A1 - CGNC Symbol 
2225 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1176,69)" 1706 false 2050

ENSGALP00000025600 CID 236 - 245
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1176,76)" 793 true 1.46 2051

ENSGALP00000038979 CID 815 - 824
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1176,76)" 657 false 2052



ENSGALP00000042774 CID 103 - 111
biorientation of chromosomes in cell 
division 1-like 1 - CGNC Symbol 11076 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1176,76)" 657 false 1.13 2053

ENSGALP00000000485 CID 1,324 - 1,333
Hsap of 1: AT-rich interaction domain 
1A - HGNC:11110 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1177,55)" 1288 true 1.56 2054

ENSGALP00000001750 CID 134 - 143 prohibitin - CGNC Symbol 51144 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1177,60)" 921 true 1.56 2055

P35527 CID 328 - 336
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1177,64)" 1128 false 2056



ENSGALP00000024078 CID Oct-19
WD repeat domain 1 - CGNC Symbol 
11108 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1177,70)" 33839 2057

ENSGALP00000020744 CID 547 - 556
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1178,57)" 2473 true 5.24 2058

ENSGALP00000035595 CID 59 - 68
40S ribosomal protein S11 - Refseq 
NP_001026004 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1178,60)" 2909 true 2.42 2059

ENSGALP00000015000 CID 891 - 900
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1178,60)" 4405 2060



ENSGALP00000012293 CID 69 - 77
ribosomal protein L35a - CGNC Symbol 
5744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1178,64)" 6493 true 0.85 2061

ENSGALP00000011502 CID 155 - 164
apolipoprotein A-IV - CGNC Symbol 
49474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1178,66)" 6458 2062

ENSGALP00000038677 CID 135 - 145
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1178,70)" 2251 true 1.79 2063

ENSGALP00000012914 CID 264 - 271
adenosylhomocysteinase-like 2 - CGNC 
Symbol 50318 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1179,51)" 2273 2064



ENSGALP00000010210 CID 200 - 209
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1179,56)" 78669 2065

ENSGALP00000015817 CID 350 - 358

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1179,60)" 3009 true 0.26 2066

ENSGALP00000023396 CID 59 - 68
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1179,64)" 9708 true 1.42 2067

ENSGALP00000000383 CID 388 - 397
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1180,60)" 46406 2068



ENSGALP00000038912 CID 32 - 40 alpha-D-globin - CGNC Symbol 50309 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1180,64)" 7175 true 0.22 2069

ENSGALP00000004013 CID 2,144 - 2,153 talin 1 - CGNC Symbol 1830 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1180,67)" 1031 true 1.33 2070

ENSGALP00000008267 CID 40 - 49
G protein-coupled receptor kinase 
interactor 2 - CGNC Symbol 3839 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1180,67)" 34787 true 1.22 2071

ENSGALP00000010358 CID 490 - 498
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1180,72)" 933 true 0.88 2072



ENSGALP00000001750 CID 134 - 143 prohibitin - CGNC Symbol 51144 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1181,63)" 1434 2073

ENSGALP00000009873 CID 877 - 886
collagen type VI alpha 2 - CGNC Symbol 
4597 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1181,70)" 18593 2074

ENSGALP00000041604 CID 96 - 105
ADP ribosylation factor 6 - CGNC 
Symbol 53514 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1181,76)" 382 false 2075

ENSGALP00000043386 CID 440 - 448 Hsap of 1: dynamin 2 - HGNC:2974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1182,53)" 1781 2076



ENSGALP00000040815 CID 573 - 581

FERM RhoGEF (ARHGEF) and pleckstrin 
domain protein 1 (chondrocyte-
derived) - CGNC Symbol 12671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1182,58)" 15356 false 1.08 2077

ENSGALP00000006218 CID 62 - 71
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1182,58)" 15356 2078

ENSGALP00000020744 CID 547 - 556
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1182,58)" 15356 2079

ENSGALP00000035595 CID 59 - 68
40S ribosomal protein S11 - Refseq 
NP_001026004 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1182,63)" 12871 2080



ENSGALP00000018258 CID 88 - 97 Enah/Vasp-like - CGNC Symbol 8513 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1182,64)" 995 false 2081

ENSGALP00000025461 CID 442 - 451
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1182,65)" 6380 2082

ENSGALP00000036304 CID 387 - 396
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1182,67)" 6734 true 1.17 2083

ENSGALP00000016816 CID 390 - 399 exportin 5 - CGNC Symbol 7870 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1182,70)" 36663 false 2084



ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - UP 
P18944 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1182,70)" 36663 true 1.47 2085

ENSGALP00000038677 CID 135 - 145
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1182,70)" 5049 2086

ENSGALP00000019423 CID 323 - 333
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1183,55)" 1407 true 3.86 2087

ENSGALP00000015817 CID 350 - 358

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1183,63)" 10095 2088



ENSGALP00000013377 CID 160 - 170
aldehyde dehydrogenase 7 family 
member A1 - CGNC Symbol 6235 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1183,66)" 956 true 1.36 2089

ENSGALP00000004521 CID 290 - 300
ribosomal L1 domain containing 1 - 
CGNC Symbol 2075 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1183,71)" 1012 true 1.19 2090

ENSGALP00000028746 CID 19 - 27

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1184,51)" 1921 false 2091

ENSGALP00000017951 CID 1-Nov
translin-associated factor X - CGNC 
Symbol 8383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1184,60)" 2202 true 0.55 2092



ENSGALP00000005565 CID 103 - 114
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1184,62)" 4053 true 0.64 2093

ENSGALP00000025165 CID 234 - 242

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1184,66)" 49214 false 6.73 2094

ENSGALP00000014097 CID 69 - 77
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1184,66)" 49214 true 0.75 2095

ENSGALP00000011673 CID 147 - 156
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1184,66)" 2115 2096



ENSGALP00000022004 CID 169 - 178 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1184,67)" 592 true 0.65 2097

ENSGALP00000005576 CID 440 - 449
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1184,69)" 8772 true 0.91 2098

ENSGALP00000008267 CID 40 - 49
G protein-coupled receptor kinase 
interactor 2 - CGNC Symbol 3839 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1184,70)" 107907 2099

ENSGALP00000009371 CID 21 - 30
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1184,72)" 56323 true 2.13 2100



ENSGALP00000025606 CID 21 - 30
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1184,72)" 56323 true 2.13 2101

ENSGALP00000013267 CID 80 - 89
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1184,72)" 2684 false 2102

ENSGALP00000004011 CID 542 - 553
collagen type V alpha 1 - CGNC Symbol 
49379 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1185,56)" 1731 2103

ENSGALP00000013640 CID 133 - 142

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1185,59)" 2957 2104



ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1185,62)" 22899 false 1.04 2105

P35527 CID 251 - 261
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1185,63)" 1437 true 1.27 2106

ENSGALP00000012529 CID 263 - 271
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1185,64)" 902 false 2107

ENSGALP00000000383 CID 697 - 707
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1185,65)" 23603 2108



ENSGALP00000007934 CID 27 - 35
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1185,67)" 8597 false 2109

ENSGALP00000006555 CID 31 - 41
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1185,68)" 16238 true 2.8 2110

ENSGALP00000014107 CID 376 - 384 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1185,68)" 4270 false 2111

ENSGALP00000018424 CID 378 - 386 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1185,68)" 4270 false 2112



ENSGALP00000039538 CID 612 - 620

complement component 4 binding 
protein alpha chain - CGNC Symbol 
51108 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1185,69)" 3036 false 2113

ENSGALP00000018179 CID 1,216 - 1,226
SEC31 homolog A (S. cerevisiae) - CGNC 
Symbol 8479 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1185,76)" 4148 2114

ENSGALP00000004013 CID 614 - 624 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1186,69)" 5481 true 0.9 2115

ENSGALP00000036304 CID 387 - 396
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1186,69)" 7798 2116



ENSGALP00000018309 CID 147 - 157
raftlin lipid raft linker 1 - CGNC Symbol 
8540 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1186,69)" 7798 false 2117

ENSGALP00000041532 CID 110 - 120
adenine phosphoribosyltransferase - 
CGNC Symbol 65844 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1186,70)" 4389 true 0.75 2118

ENSGALP00000008695 CID 261 - 271
PDZ and LIM domain 1 - CGNC Symbol 
4041 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1186,71)" 640 true 1.2 2119

ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - UP 
P18944 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1186,73)" 57085 2120



ENSGALP00000019423 CID 323 - 333
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1187,57)" 19410 2121

ENSGALP00000038778 CID 80 - 89 actin-like 6A - CGNC Symbol 6893 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1187,65)" 2375 false 2122

ENSGALP00000012034 CID 253 - 262
tubulin beta 1 class VI - CGNC Symbol 
49797 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1187,66)" 21780 true 1.51 2123

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1187,66)" 21780 true 1.51 2124



ENSGALP00000020884 CID 253 - 262
tubulin beta 2B class IIb - CGNC Symbol 
51362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1187,66)" 21780 true 1.51 2125

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1187,66)" 21780 true 1.51 2126

ENSGALP00000013377 CID 160 - 170
aldehyde dehydrogenase 7 family 
member A1 - CGNC Symbol 6235 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1187,68)" 3311 2127

ENSGALP00000023396 CID 59 - 68
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1187,69)" 14644 true 1.42 2128



ENSGALP00000020445 CID 1,923 - 1,932
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1187,70)" 9019 true 1.51 2129

ENSGALP00000024133 CID 222 - 230
histone deacetylase 2 - CGNC Symbol 
11140 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1188,59)" 4537 true 1.02 2130

ENSGALP00000038912 CID 32 - 40 alpha-D-globin - CGNC Symbol 50309 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1188,60)" 2940 false 2131

ENSGALP00000003917 CID 225 - 233

hexose-6-phosphate dehydrogenase 
(glucose 1-dehydrogenase) - CGNC 
Symbol 1785 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1188,63)" 2684 2132



ENSGALP00000012888 CID 635 - 644 nebulette - CGNC Symbol 49189 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1188,64)" 1368 true 1.18 2133

ENSGALP00000016334 CID 15 - 24
proteasome subunit alpha 6 - CGNC 
Symbol 7649 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1188,66)" 16421 2134

ENSGALP00000022004 CID 169 - 178 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1188,71)" 2332 2135

ENSGALP00000026123 CID 551 - 560

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1188,72)" 1299 false 1.23 2136



ENSGALP00000020154 CID 144 - 153
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1188,73)" 21995 true 0.8 2137

ENSGALP00000005576 CID 440 - 449
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1188,73)" 3605 2138

ENSGALP00000030644 CID 236 - 246
sodium channel voltage-gated type V 
alpha subunit - CGNC Symbol 49568 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1188,76)" 369 false 2139

ENSGALP00000010358 CID 490 - 498
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1188,77)" 818 true 0.88 2140



ENSGALP00000006555 CID 300 - 309
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1189,52)" 1347 true 0.55 2141

ENSGALP00000023288 CID 236 - 245
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1189,52)" 1347 true 0.55 2142

ENSGALP00000003139 CID 68 - 76
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1189,62)" 955 true 1.27 2143

ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1189,64)" 26248 2144



P35527 CID 251 - 261
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1189,65)" 1822 2145

ENSGALP00000018087 CID 38 - 49
vaccinia related kinase 1 - CGNC 
Symbol 8440 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1189,69)" 2241 2146

ENSGALP00000006555 CID 31 - 41
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1189,72)" 14930 2147

ENSGALP00000023099 CID 872 - 882
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1190,60)" 27077 false 1.05 2148



ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1190,60)" 27077 true 0.16 2149

ENSGALP00000021708 CID 317 - 327
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1190,63)" 15324 2150

ENSGALP00000012376 CID 379 - 387

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1190,65)" 1769 false 1.2 2151

ENSGALP00000020268 CID 114 - 123
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1190,71)" 13221 false 2152



ENSGALP00000041532 CID 110 - 120
adenine phosphoribosyltransferase - 
CGNC Symbol 65844 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1190,72)" 3957 2153

ENSGALP00000027161 CID 1-Sep
carbohydrate kinase domain containing 
- CGNC Symbol 50844 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1191,61)" 211 2154

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1191,68)" 30576 2155

ENSGALP00000020884 CID 253 - 262
tubulin beta 2B class IIb - CGNC Symbol 
51362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1191,68)" 30576 2156



ENSGALP00000012034 CID 253 - 262
tubulin beta 1 class VI - CGNC Symbol 
49797 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1191,68)" 30576 2157

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1191,68)" 30576 2158

ENSGALP00000012349 CID 341 - 351
C-terminal binding protein-like - CGNC 
Symbol 50231 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1191,69)" 9786 true 0.57 2159

ENSGALP00000019469 CID 43 - 52
ribosomal protein SA - CGNC Symbol 
49202 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1191,70)" 657 true 1.72 2160



ENSGALP00000024133 CID 222 - 230
histone deacetylase 2 - CGNC Symbol 
11140 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1192,62)" 3136 2161

ENSGALP00000005822 CID 532 - 540
topoisomerase (DNA) I - CGNC Symbol 
2691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1192,64)" 1108 true 0.5 2162

ENSGALP00000020463 CID 352 - 362

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1192,65)" 2079 true 0.71 2163

ENSGALP00000005565 CID 103 - 114
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1192,66)" 2599 true 0.64 2164



ENSGALP00000020268 CID 102 - 113
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1192,69)" 3907 2165

ENSGALP00000014097 CID 69 - 77
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1192,71)" 37053 true 0.75 2166

ENSGALP00000020154 CID 144 - 153
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1192,75)" 16509 2167

P13645 CID 442 - 450

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 PE=1 
SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1193,62)" 2458 true 2.69 2168



ENSGALP00000026509 CID 562 - 571
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1193,66)" 9446 true 0.91 2169

ENSGALP00000019678 CID 319 - 327
glycerol-3-phosphate dehydrogenase 1-
like 2 - CGNC Symbol 13104 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1193,71)" 3666 true 0.86 2170

ENSGALP00000039157 CID 168 - 177 ATP citrate lyase - CGNC Symbol 2533 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1193,72)" 899 false 2171

ENSGALP00000016711 CID 502 - 512
guanine monophosphate synthase - 
CGNC Symbol 7825 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1193,72)" 1788 2172



ENSGALP00000004011 CID 881 - 892
collagen type V alpha 1 - CGNC Symbol 
49379 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1194,67)" 100311 false 0.21 2173

ENSGALP00000041873 CID 45 - 55
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1194,73)" 18308 true 1.75 2174

ENSGALP00000004013 CID 614 - 624 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1194,74)" 4306 true 0.9 2175

ENSGALP00000029322 CID 112 - 120
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1195,58)" 9252 true 0.8 2176



ENSGALP00000020268 CID 243 - 252
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1195,61)" 3869 true 7.4 2177

ENSGALP00000042374 CID 236 - 244
thimet oligopeptidase 1 - CGNC Symbol 
52774 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1195,61)" 4727 true 0.89 2178

ENSGALP00000043136 CID 304 - 314 citrate synthase - CGNC Symbol 64209 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1195,68)" 3567 true 2.05 2179

ENSGALP00000005643 CID 296 - 306

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1195,70)" 4039 2180



ENSGALP00000012349 CID 341 - 351
C-terminal binding protein-like - CGNC 
Symbol 50231 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1195,71)" 4790 2181

ENSGALP00000037924 CID 141 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1196,54)" 52047 true 0.79 2182

ENSGALP00000002828 CID 638 - 646
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1196,55)" 659 true 0.79 2183

ENSGALP00000017934 CID 29 - 39
cytochrome c somatic - CGNC Symbol 
8375 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1196,66)" 14628 true 0.94 2184



ENSGALP00000020463 CID 263 - 272

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1196,71)" 522 false 2185

ENSGALP00000008341 CID 41 - 49
glutathione S-transferase theta 1-like - 
CGNC Symbol 55583 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1197,59)" 2912 true 0.43 2186

ENSGALP00000036304 CID 357 - 365
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1197,62)" 1586 false 2187

P13645 CID 442 - 450

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 PE=1 
SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1197,64)" 8773 2188



ENSGALP00000013700 CID 44 - 54

SEC13 homolog nuclear pore and COPII 
coat complex component - CGNC 
Symbol 6381 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1197,69)" 3901 true 1.5 2189

ENSGALP00000038313 CID 224 - 234

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 7657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1197,73)" 8443 true 4.98 2190

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1198,65)" 3004 true 0.16 2191

ENSGALP00000036304 CID 387 - 396
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1198,67)" 10952 true 1.16 2192



ENSGALP00000008163 CID 171 - 180
orosomucoid 1 (ovoglycoprotein) - 
CGNC Symbol 49217 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1198,71)" 23284 true 1.02 2193

ENSGALP00000013388 CID 211 - 222
proteasome 26S subunit ATPase 2 - 
CGNC Symbol 6240 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1198,73)" 2084 true 0.9 2194

ENSGALP00000041873 CID 45 - 55
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1198,75)" 39894 2195

ENSGALP00000029322 CID 112 - 120
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1199,60)" 7449 2196



ENSGALP00000003737 CID 184 - 193 enolase 1 (alpha) - CGNC Symbol 49607 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1199,68)" 3463 true 2.02 2197

ENSGALP00000015846 CID 396 - 404
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1199,69)" 2701 2198

ENSGALP00000017123 CID 295 - 305
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1199,69)" 5232 true 0.95 2199

ENSGALP00000010942 CID 91 - 100
ribosomal protein S15a - CGNC Symbol 
5109 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1199,70)" 5964 false 1.39 2200



ENSGALP00000038984 CID 101 - 110
proteasome activator subunit 3 - CGNC 
Symbol 51153 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1199,71)" 1348 true 2.05 2201

ENSGALP00000043136 CID 304 - 314 citrate synthase - CGNC Symbol 64209 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1199,72)" 5689 2202

ENSGALP00000019469 CID 43 - 52
ribosomal protein SA - CGNC Symbol 
49202 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1199,75)" 1140 true 1.44 2203

ENSGALP00000037924 CID 141 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1200,57)" 45145 2204



ENSGALP00000013574 CID 334 - 342
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1200,57)" 17536 true 4.47 2205

ENSGALP00000008131 CID 902 - 911 vinculin - CGNC Symbol 3778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1200,57)" 17536 2206

ENSGALP00000008163 CID 138 - 148
orosomucoid 1 (ovoglycoprotein) - 
CGNC Symbol 49217 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1200,65)" 4500 2207

ENSGALP00000014097 CID 69 - 77
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1200,66)" 22244 true 0.91 2208



ENSGALP00000017934 CID 29 - 39
cytochrome c somatic - CGNC Symbol 
8375 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1200,69)" 13794 2209

ENSGALP00000009709 CID 481 - 492

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1200,71)" 918 false 0.59 2210

ENSGALP00000015741 CID 381 - 390
mitotic checkpoint protein BUB3 - 
Refseq NP_001006506 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1200,71)" 2554 false 6.44 2211

ENSGALP00000007487 CID 110 - 120
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1200,71)" 2554 true 0.87 2212



ENSGALP00000005653 CID 618 - 625 fibronectin 1 - CGNC Symbol 2613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1201,51)" 13119 2213

ENSGALP00000007997 CID 2-Dec
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1201,63)" 3875 true 19.14 2214

ENSGALP00000025125 CID 27 - 37
LDL receptor related protein associated 
protein 1 - CGNC Symbol 11638 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1201,64)" 589 true 19.14 2215

ENSGALP00000004641 CID 1,345 - 1,354
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1201,64)" 5344 true 0.87 2216



ENSGALP00000010662 CID 215 - 223

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1201,65)" 6868 true 0.35 2217

ENSGALP00000026487 CID 399 - 411
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1201,66)" 1055 true 11.68 2218

ENSGALP00000013700 CID 44 - 54

SEC13 homolog nuclear pore and COPII 
coat complex component - CGNC 
Symbol 6381 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1201,72)" 5834 2219

ENSGALP00000023075 CID 430 - 440
replication factor C subunit 1 - CGNC 
Symbol 51823 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1201,75)" 1888 2220



ENSGALP00000038313 CID 224 - 234

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 7657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1201,76)" 46285 2221

ENSGALP00000036304 CID 387 - 396
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1202,69)" 13161 2222

ENSGALP00000008131 CID 577 - 587 vinculin - CGNC Symbol 3778 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1202,71)" 3010 2223

ENSGALP00000019031 CID 212 - 221 albumin - CGNC Symbol 14106 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1202,71)" 20250 true 1.05 2224



ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - UP 
P18944 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1202,72)" 9034 2225

ENSGALP00000009481 CID 104 - 113
RAB7A member RAS oncogene family - 
CGNC Symbol 4408 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1203,61)" 2556 true 1.5 2226

ENSGALP00000020268 CID 243 - 252
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1203,66)" 30632 true 7.4 2227

ENSGALP00000008802 CID 221 - 231
ribosomal protein S2 - CGNC Symbol 
50281 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1203,69)" 3918 true 1.49 2228



ENSGALP00000025745 CID 132 - 142

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - CGNC 
Symbol 11954 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1203,70)" 2198 false 2229

ENSGALP00000007927 CID 78 - 86
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1204,56)" 21508 true 1.4 2230

ENSGALP00000013574 CID 334 - 342
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1204,59)" 84736 2231

ENSGALP00000005576 CID 205 - 215
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1204,66)" 4506 2232



ENSGALP00000019975 CID 234 - 244
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1204,66)" 4506 2233

ENSGALP00000014374 CID 221 - 230
malate dehydrogenase 1 - CGNC 
Symbol 6725 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1204,68)" 13730 true 2.11 2234

ENSGALP00000020268 CID 229 - 238
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1204,70)" 14266 true 0.87 2235

ENSGALP00000043242 CID 91 - 99
RAD23 homolog A (S. cerevisiae) - 
CGNC Symbol 63890 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1205,58)" 10201 true 1.67 2236



ENSGALP00000014097 CID 34 - 43
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1205,66)" 9564 true 2.52 2237

ENSGALP00000004641 CID 1,345 - 1,354
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1205,68)" 4383 2238

ENSGALP00000027391 CID 251 - 260
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1206,57)" 1758 true 1.41 2239

ENSGALP00000009555 CID 118 - 126
VPS29 retromer complex component-
like - CGNC Symbol 50383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1206,59)" 4794 true 2.51 2240



ENSGALP00000026487 CID 252 - 262
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1207,53)" 5984 true 6.44 2241

P04264 CID 377 - 386
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1207,64)" 7136 true 2.77 2242

ENSGALP00000021742 CID 36 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1207,64)" 28387 true 0.75 2243

ENSGALP00000009481 CID 104 - 113
RAB7A member RAS oncogene family - 
CGNC Symbol 4408 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1207,64)" 2220 2244



ENSGALP00000003737 CID 184 - 193 enolase 1 (alpha) - CGNC Symbol 49607 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1207,73)" 7002 true 2.02 2245

ENSGALP00000037906 CID 43 - 52
ribosomal protein L35 - CGNC Symbol 
49055 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1207,80)" 911 false 2246

ENSGALP00000007927 CID 78 - 86
Hsap of 9: ribosomal protein L36a - 
HGNC:10359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1208,58)" 28229 2247

ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1208,58)" 32102 true 2.98 2248



ENSGALP00000008824 CID 305 - 313
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1208,63)" 19285 true 0.37 2249

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1208,65)" 2466903 true 0.29 2250

ENSGALP00000014097 CID 69 - 77
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1208,69)" 7003 false 0.91 2251

ENSGALP00000014374 CID 221 - 230
malate dehydrogenase 1 - CGNC 
Symbol 6725 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1208,71)" 24037 2252



ENSGALP00000011510 CID 185 - 194
apolipoprotein A-I - CGNC Symbol 
49860 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1209,64)" 26243 2253

ENSGALP00000038618 CID 124 - 135
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1209,66)" 4072 2254

ENSGALP00000009007 CID 79 - 88
ADP-ribosylation factor 4 - CGNC 
Symbol 55483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1209,68)" 3634 true 0.61 2255

ENSGALP00000026487 CID 399 - 411
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1209,71)" 16256 true 11.68 2256



ENSGALP00000020258 CID 410 - 420

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1209,72)" 1106 true 1.28 2257

ENSGALP00000027391 CID 251 - 260
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1210,60)" 6111 2258

ENSGALP00000035366 CID 264 - 272
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1210,62)" 831 true 1.09 2259

ENSGALP00000012869 CID 122 - 131
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1210,62)" 19849 false 0.11 2260



ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1210,63)" 18747 true 1.48 2261

ENSGALP00000036720 CID 534 - 542
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1210,66)" 1341 2262

ENSGALP00000007055 CID 289 - 299
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1210,66)" 9680 2263

ENSGALP00000009526 CID 125 - 133 plastin 3 - CGNC Symbol 4430 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1210,68)" 1917 false 2264



ENSGALP00000027391 CID 121 - 129
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1210,68)" 1917 false 2265

ENSGALP00000033915 CID 125 - 135

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1210,74)" 5957 false 22.93 2266

ENSGALP00000000383 CID 1,369 - 1,379
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1210,74)" 5957 true 22.93 2267

ENSGALP00000003152 CID 638 - 647
adenosylhomocysteinase - CGNC 
Symbol 1443 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1210,76)" 2318 false 1.75 2268



ENSGALP00000018987 CID 193 - 202 t-complex 1 - CGNC Symbol 8842 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1210,76)" 2318 true 1.75 2269

ENSGALP00000026487 CID 252 - 262
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1211,56)" 50124 2270

ENSGALP00000007523 CID 44 - 53
chloride intracellular channel 2 - CGNC 
Symbol 51647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1211,62)" 4291 true 2.09 2271

ENSGALP00000021343 CID 263 - 272
serine/threonine kinase receptor 
associated protein - CGNC Symbol 9899 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1211,64)" 1136 2272



P04264 CID 377 - 386
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1211,67)" 26735 2273

ENSGALP00000014308 CID 401 - 410
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1211,68)" 31131 true 1.67 2274

ENSGALP00000021255 CID 401 - 410
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1211,68)" 31131 true 1.67 2275

ENSGALP00000019120 CID 462 - 472
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1211,68)" 7573 true 2.09 2276



ENSGALP00000012481 CID 87 - 97
ribosomal protein L4 - CGNC Symbol 
5828 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1212,52)" 1511 true 3.14 2277

ENSGALP00000035386 CID 296 - 306 hemopexin - CGNC Symbol 15517 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1212,61)" 3203 2278

ENSGALP00000008824 CID 305 - 313
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1212,65)" 6816 2279

ENSGALP00000032274 CID 209 - 218

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1212,66)" 3084 true 0.63 2280



ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1212,68)" 24499 2281

ENSGALP00000015560 CID 267 - 276
eukaryotic translation initiation factor 2 
subunit alpha - CGNC Symbol 7281 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1212,69)" 4209 true 1.26 2282

ENSGALP00000037994 CID 163 - 174

Uncharacterized protein - 
UniProtKB/TrEMBL I3L4J1 - CGNC 
Symbol 66170 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1212,72)" 2220 true 0.99 2283

ENSGALP00000001750 CID 84 - 93 prohibitin - CGNC Symbol 51144 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1213,71)" 3878 true 2.05 2284



ENSGALP00000014097 CID 34 - 43
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1213,71)" 28759 true 2.52 2285

ENSGALP00000041873 CID 114 - 124
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1213,74)" 1756 true 1.05 2286

ENSGALP00000009555 CID 118 - 126
VPS29 retromer complex component-
like - CGNC Symbol 50383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1214,64)" 9449 true 2.51 2287

ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1214,67)" 270124 2288



ENSGALP00000034078 CID 41 - 50
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1214,70)" 3992 true 2.33 2289

ENSGALP00000017347 CID 203 - 214
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1214,72)" 705 true 3.15 2290

ENSGALP00000000468 CID 191 - 202

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1214,72)" 705 true 3.15 2291

ENSGALP00000019672 CID 333 - 342
oxysterol binding protein-like 11 - 
CGNC Symbol 9142 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1214,78)" 2266 true 0.45 2292



ENSGALP00000023214 CID 211 - 220
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1215,60)" 4734 true 1.19 2293

ENSGALP00000038979 CID 1,963 - 1,973
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1215,65)" 16890 false 1.19 2294

ENSGALP00000018469 CID 359 - 369
cystathionine gamma-lyase - CGNC 
Symbol 8612 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1215,68)" 4535 false 1.06 2295

ENSGALP00000007493 CID 270 - 280
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1215,68)" 4535 false 1.06 2296



ENSGALP00000041159 CID May-15 ribosomal protein S16 - HGNC:10396 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1215,69)" 26844 true 0.52 2297

ENSGALP00000006240 CID 2,527 - 2,537
collagen type VI alpha 3 - CGNC Symbol 
2875 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1215,70)" 59356 false 2298

ENSGALP00000021255 CID 401 - 410
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1215,70)" 59356 2299

ENSGALP00000014308 CID 401 - 410
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1215,70)" 59356 2300



ENSGALP00000005668 CID 427 - 436 vitronectin - CGNC Symbol 2621 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1215,71)" 22737 2301

ENSGALP00000012815 CID 372 - 381
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1215,71)" 3785 false 2302

ENSGALP00000012481 CID 87 - 97
ribosomal protein L4 - CGNC Symbol 
5828 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1216,56)" 4956 2303

ENSGALP00000023936 CID 80 - 89

3-hydroxy-3-methylglutaryl-CoA 
synthase 1 (soluble) - CGNC Symbol 
49779 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1216,61)" 15910 2304



ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1216,63)" 79186 true 2.98 2305

ENSGALP00000023446 CID 68 - 77 prohibitin 2 - CGNC Symbol 10814 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1216,65)" 492 true 0.9 2306

ENSGALP00000012879 CID 235 - 243
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1216,65)" 5901 2307

ENSGALP00000001027 CID 137 - 147
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1216,67)" 1205 true 0.46 2308



ENSGALP00000017954 CID 134 - 143

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1216,68)" 21041 true 0.8 2309

ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - CGNC 
Symbol 49444 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1216,69)" 1356 true 0.23 2310

ENSGALP00000004013 CID 307 - 316 talin 1 - CGNC Symbol 1830 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1216,70)" 1708 true 0.39 2311

ENSGALP00000004425 CID 211 - 220
metastasis associated 1 - CGNC Symbol 
53548 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1216,71)" 60442 true 0.46 2312



ENSGALP00000040966 CID 38 - 49
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1216,73)" 4074 2313

ENSGALP00000042647 CID 200 - 209
short chain dehydrogenase/reductase 
family 9C member 7 - HGNC:29958 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1216,75)" 4247 true 1.66 2314

ENSGALP00000042897 CID 1-Nov
polymerase (DNA) delta 2 accessory 
subunit - CGNC Symbol 63741 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1217,62)" 1015 2315

ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1217,66)" 3981 2316



ENSGALP00000023523 CID 318 - 328 actin beta-like 2 - CGNC Symbol 52851 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1217,67)" 22702 true 1.46 2317

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1217,67)" 22702 true 1.46 2318

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1217,67)" 22702 true 1.46 2319

ENSGALP00000015988 CID 318 - 328
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1217,67)" 22702 true 1.46 2320



ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1217,68)" 412484 true 0.7 2321

ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1217,68)" 412484 true 0.7 2322

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1217,68)" 412484 true 0.7 2323

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1217,68)" 412484 true 0.7 2324



ENSGALP00000001750 CID 84 - 93 prohibitin - CGNC Symbol 51144 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1217,74)" 7947 2325

ENSGALP00000020634 CID 2-Nov
cytoskeleton-associated protein 4 - 
HGNC:16991 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1217,76)" 3324 false 1.05 2326

ENSGALP00000041873 CID 114 - 124
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1217,76)" 3324 2327

ENSGALP00000012472 CID 389 - 398 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1218,65)" 10365 true 1.43 2328



ENSGALP00000019672 CID 333 - 342
oxysterol binding protein-like 11 - 
CGNC Symbol 9142 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1218,79)" 987 false 0.45 2329

ENSGALP00000019975 CID 150 - 161
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1219,63)" 1012 true 1.21 2330

ENSGALP00000013574 CID 61 - 71
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1219,63)" 6398 true 4.14 2331

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1219,65)" 15538 true 0.84 2332



ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1219,65)" 15538 true 0.84 2333

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1219,65)" 15538 true 0.84 2334

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1219,65)" 15538 true 0.84 2335

ENSGALP00000038979 CID 1,963 - 1,973
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1219,70)" 3308 2336



ENSGALP00000041159 CID May-15 ribosomal protein S16 - HGNC:10396 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1219,71)" 15964 2337

ENSGALP00000020169 CID 710 - 720
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1219,72)" 3193 false 2338

ENSGALP00000000170 CID 48 - 57
receptor for activated C kinase 1 - 
CGNC Symbol 61 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1220,57)" 27310 true 2.54 2339

ENSGALP00000041979 CID 243 - 252
protein kinase cAMP-dependent 
catalytic beta - CGNC Symbol 66476 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1220,64)" 4034 true 0.97 2340



ENSGALP00000017954 CID 134 - 143

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1220,68)" 18942 2341

ENSGALP00000024710 CID 48 - 56
ribosomal protein L24 - CGNC Symbol 
50756 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1220,69)" 2810 false 2342

ENSGALP00000019031 CID 174 - 182 albumin - CGNC Symbol 14106 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1220,70)" 23770 true 26.06 2343

ENSGALP00000004425 CID 211 - 220
metastasis associated 1 - CGNC Symbol 
53548 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1220,73)" 30941 2344



ENSGALP00000003381 CID 73 - 82
aconitase 1 soluble - CGNC Symbol 
48955 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1220,76)" 4201 true 26.06 2345

ENSGALP00000002235 CID 86 - 95 stathmin 1 - CGNC Symbol 49630 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1221,61)" 10913 false 2346

ENSGALP00000020445 CID 746 - 755
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1221,65)" 3516 true 1.45 2347

ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1221,72)" 115270 2348



ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1221,72)" 115270 2349

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1221,72)" 115270 2350

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1221,72)" 115270 2351

ENSGALP00000042627 CID 130 - 139
Gallus gallus granulysin (GNLY) mRNA. - 
RefSeq mRNA NM_001044680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1222,63)" 1744 true 0.77 2352



ENSGALP00000012472 CID 389 - 398 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1222,68)" 15693 2353

ENSGALP00000023165 CID 279 - 289

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1222,73)" 22558 true 0.64 2354

ENSGALP00000034078 CID 41 - 50
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1222,75)" 9309 true 2.33 2355

ENSGALP00000039965 CID 563 - 572
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1222,75)" 5616 2356



ENSGALP00000019672 CID 333 - 342
oxysterol binding protein-like 11 - 
CGNC Symbol 9142 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1222,86)" 351 true 0.45 2357

ENSGALP00000005633 CID 179 - 189
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1223,62)" 15521 2358

ENSGALP00000013574 CID 61 - 71
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1223,66)" 35841 2359

ENSGALP00000023099 CID 840 - 849
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1223,71)" 5616 true 1.55 2360



ENSGALP00000004817 CID 144 - 154 peroxiredoxin 6 - CGNC Symbol 2214 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1223,74)" 15157 2361

ENSGALP00000002808 CID 481 - 489
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1224,55)" 3330 true 0.48 2362

ENSGALP00000023917 CID 500 - 510
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1224,58)" 547 false 2363

ENSGALP00000021742 CID 48 - 58 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1224,64)" 2864 false 2364



ENSGALP00000021743 CID 44 - 54 histone H2B - CGNC Symbol 52653 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1224,64)" 2864 false 2365

ENSGALP00000030864 CID 576 - 584
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1224,71)" 1988 true 0.7 2366

ENSGALP00000000338 CID 123 - 131
proteasome inhibitor subunit 1 - CGNC 
Symbol 152 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1225,60)" 1331 true 1.32 2367

ENSGALP00000010405 CID 644 - 652
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1225,64)" 9141 false 2368



ENSGALP00000002604 CID 141 - 152
inter-alpha-trypsin inhibitor heavy 
chain 3 - CGNC Symbol 50111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1225,69)" 12268 2369

ENSGALP00000006970 CID 45 - 54 exportin 1 - CGNC Symbol 3224 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1225,73)" 1809 true 0.75 2370

ENSGALP00000015988 CID 318 - 328
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1225,73)" 5695 false 2371

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1225,73)" 5695 false 2372



ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1225,73)" 5695 false 2373

ENSGALP00000023523 CID 318 - 328 actin beta-like 2 - CGNC Symbol 52851 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1225,73)" 5695 false 2374

ENSGALP00000015277 CID 38 - 47
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1225,74)" 2608 true 0.82 2375

ENSGALP00000002349 CID 38 - 47
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1225,74)" 2608 true 0.82 2376



ENSGALP00000014107 CID 124 - 133 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1225,77)" 825 true 5.98 2377

ENSGALP00000026550 CID 2,301 - 2,309 apolipoprotein B - CGNC Symbol 12347 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1225,77)" 825 2378

ENSGALP00000041574 CID 188 - 197
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1225,78)" 1334 true 2.89 2379

ENSGALP00000007822 CID 20 - 28
coronin actin binding protein 1C - CGNC 
Symbol 50369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1226,52)" 82512 true 0.58 2380



ENSGALP00000025639 CID 81 - 90
fatty acid binding protein 1 - CGNC 
Symbol 11895 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1226,59)" 8468 2381

ENSGALP00000014317 CID 228 - 236
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1226,59)" 454 true 0.58 2382

ENSGALP00000003035 CID 497 - 507
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1226,64)" 2734 true 0.58 2383

ENSGALP00000027997 CID 132 - 142

dolichyl-phosphate 
mannosyltransferase polypeptide 1 
catalytic subunit - CGNC Symbol 13045 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1226,65)" 40011 false 0.32 2384



ENSGALP00000007265 CID 114 - 122
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1226,65)" 40011 true 0.32 2385

ENSGALP00000031272 CID 113 - 121
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1226,65)" 40011 true 0.32 2386

ENSGALP00000014119 CID 101 - 111
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1226,72)" 5274 true 0.32 2387

ENSGALP00000023165 CID 279 - 289

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1226,76)" 28915 2388



ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1227,63)" 145205 true 0.73 2389

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1227,63)" 145205 true 0.73 2390

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1227,63)" 145205 true 0.73 2391

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1227,63)" 145205 true 0.73 2392



ENSGALP00000018987 CID 302 - 312 t-complex 1 - CGNC Symbol 8842 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1227,65)" 16394 true 3.95 2393

ENSGALP00000010510 CID 160 - 171
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1227,70)" 66739 true 0.31 2394

ENSGALP00000023099 CID 840 - 849
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1227,73)" 4297 2395

ENSGALP00000041979 CID 243 - 252
protein kinase cAMP-dependent 
catalytic beta - CGNC Symbol 66476 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1228,68)" 3918 true 0.97 2396



ENSGALP00000020744 CID 384 - 394
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1228,71)" 5007 true 10.92 2397

ENSGALP00000003089 CID 240 - 251
valosin containing protein - CGNC 
Symbol 53073 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1228,72)" 9335 true 1.11 2398

ENSGALP00000009709 CID 481 - 492

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1228,74)" 4827 true 0.34 2399

ENSGALP00000000383 CID 134 - 143
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1228,83)" 2091 true 0.63 2400



ENSGALP00000001456 CID 776 - 785

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1229,62)" 2198 true 1.11 2401

ENSGALP00000009121 CID 643 - 653
glycyl-tRNA synthetase - CGNC Symbol 
4244 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1229,74)" 2843 2402

ENSGALP00000012878 CID 76 - 86
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1229,75)" 13836 true 2.75 2403

ENSGALP00000007822 CID 20 - 28
coronin actin binding protein 1C - CGNC 
Symbol 50369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1230,54)" 36294 2404



ENSGALP00000018740 CID 1,246 - 1,254
complement component 3 - CGNC 
Symbol 8744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1230,56)" 16699 2405

ENSGALP00000014317 CID 228 - 236
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1230,62)" 2062 2406

ENSGALP00000014119 CID 101 - 111
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1230,75)" 15158 2407

ENSGALP00000009314 CID 129 - 138 septin 2 - CGNC Symbol 4335 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1231,58)" 12402 true 0.66 2408



ENSGALP00000011044 CID 694 - 703
inter-alpha-trypsin inhibitor heavy 
chain 2 - CGNC Symbol 5157 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1231,65)" 914 true 0.95 2409

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1231,66)" 1833 2410

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1231,66)" 1833 2411

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1231,66)" 1833 2412



ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1231,66)" 1833 2413

ENSGALP00000018987 CID 302 - 312 t-complex 1 - CGNC Symbol 8842 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1231,67)" 15479 2414

ENSGALP00000019469 CID 90 - 102
ribosomal protein SA - CGNC Symbol 
49202 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1231,68)" 13511 true 2.02 2415

ENSGALP00000041423 CID 116 - 126
glutathione peroxidase 1 - CGNC 
Symbol 65881 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1231,70)" 80132 true 1.73 2416



ENSGALP00000010510 CID 160 - 171
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1231,73)" 163823 2417

ENSGALP00000040662 CID 106 - 115
inositol monophosphatase 1 - 
HGNC:6050 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1231,76)" 11592 true 0.06 2418

ENSGALP00000013273 CID 145 - 154
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1231,80)" 652 true 0.7 2419

ENSGALP00000039552 CID 187 - 196
proteasome 26S subunit non-ATPase 
13 - CGNC Symbol 51869 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1232,64)" 5663 2420



ENSGALP00000020744 CID 384 - 394
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1232,74)" 40615 2421

ENSGALP00000009709 CID 481 - 492

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1232,75)" 1992 false 2422

ENSGALP00000012869 CID 166 - 176
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1233,62)" 2431 false 2.81 2423

ENSGALP00000008695 CID 23 - 32
PDZ and LIM domain 1 - CGNC Symbol 
4041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1233,62)" 2431 true 1.09 2424



ENSGALP00000023523 CID 318 - 328 actin beta-like 2 - CGNC Symbol 52851 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1233,65)" 17218 true 1.44 2425

ENSGALP00000015988 CID 318 - 328
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1233,65)" 17218 true 1.44 2426

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1233,65)" 17218 true 1.44 2427

ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1233,65)" 17218 true 1.44 2428



ENSGALP00000014070 CID 52 - 61
histidine-rich glycoprotein - CGNC 
Symbol 56138 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1233,66)" 53690 2429

ENSGALP00000016918 CID 204 - 213
eukaryotic translation initiation factor 
2A - CGNC Symbol 7921 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1233,66)" 5402 false 1.16 2430

ENSGALP00000010405 CID 299 - 309
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1233,66)" 5402 false 2431

ENSGALP00000026487 CID 91 - 101
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1233,67)" 26430 2432



P13645 CID 246 - 256

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 PE=1 
SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1233,67)" 8344 2433

ENSGALP00000039235 CID 296 - 305
cold shock domain containing E1 - 
CGNC Symbol 51115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1233,67)" 8344 false 2434

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1233,67)" 67589 true 0.93 2435

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1233,67)" 67589 true 0.93 2436



ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1233,67)" 67589 true 0.93 2437

ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1233,67)" 67589 true 0.93 2438

ENSGALP00000000337 CID 1,167 - 1,176
HEAT repeat containing 1 - CGNC 
Symbol 52557 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1233,69)" 376 false 0.93 2439

ENSGALP00000042374 CID 218 - 226
thimet oligopeptidase 1 - CGNC Symbol 
52774 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1233,71)" 772 true 0.57 2440



ENSGALP00000014107 CID 124 - 133 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1233,83)" 9220 true 5.98 2441

ENSGALP00000039649 CID 87 - 95
ubiquitin conjugating enzyme E2 G1 - 
CGNC Symbol 56402 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1234,65)" 6965 true 2.36 2442

ENSGALP00000003035 CID 497 - 507
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1234,69)" 2687 true 0.58 2443

ENSGALP00000020463 CID 151 - 162

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1234,79)" 1975 false 0.5 2444



ENSGALP00000009314 CID 129 - 138 septin 2 - CGNC Symbol 4335 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1235,61)" 8488 2445

ENSGALP00000027981 CID 517 - 526
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1235,61)" 22356 true 0.64 2446

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1235,68)" 105711 false 8.41* 2447

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1235,68)" 105711 true 8.41 2448



ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1235,68)" 105711 false 8.41* 2449

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1235,68)" 105711 true 8.41 2450

ENSGALP00000022004 CID 50 - 59 tropomyosin 3 - HGNC:12012 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1235,68)" 10509 2451

ENSGALP00000013963 CID 925 - 934
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1235,69)" 3666 false 0.64 2452



ENSGALP00000019469 CID 90 - 102
ribosomal protein SA - CGNC Symbol 
49202 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1235,71)" 34057 2453

ENSGALP00000041423 CID 116 - 126
glutathione peroxidase 1 - CGNC 
Symbol 65881 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1235,72)" 131740 2454

ENSGALP00000004621 CID 77 - 86
electron-transfer-flavoprotein alpha 
polypeptide - CGNC Symbol 2114 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1235,75)" 2715 false 2455

ENSGALP00000013267 CID 300 - 309
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1235,75)" 487 true 1.04 2456



ENSGALP00000004548 CID 53 - 62
acyl-CoA dehydrogenase long chain - 
CGNC Symbol 2086 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1236,61)" 11062 2457

ENSGALP00000015741 CID 258 - 268
mitotic checkpoint protein BUB3 - 
Refseq NP_001006506 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1236,67)" 2140 true 0.8 2458

ENSGALP00000017495 CID 478 - 487 scinderin - CGNC Symbol 8188 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1236,74)" 1244 true 0.38 2459

ENSGALP00000027997 CID 223 - 233

dolichyl-phosphate 
mannosyltransferase polypeptide 1 
catalytic subunit - CGNC Symbol 13045 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1236,78)" 8696 false 2460



ENSGALP00000003089 CID 240 - 251
valosin containing protein - CGNC 
Symbol 53073 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1236,78)" 8696 true 1.11 2461

ENSGALP00000009709 CID 481 - 492

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1236,79)" 922 true 0.34 2462

ENSGALP00000035593 CID 134 - 144 Hemoglobin subunit beta - UP P02112 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1236,79)" 922 2463

ENSGALP00000019087 CID 127 - 136
protein disulfide isomerase family A 
member 5 - CGNC Symbol 8884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1237,55)" 935 true 9.21 2464



ENSGALP00000043427 CID 268 - 276 block of proliferation 1 - HGNC:15519 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1237,59)" 1031 true 2.44 2465

ENSGALP00000008695 CID 23 - 32
PDZ and LIM domain 1 - CGNC Symbol 
4041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1237,64)" 2399 2466

ENSGALP00000004840 CID 487 - 496
replication protein A1 - CGNC Symbol 
2225 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1237,68)" 2363 2467

ENSGALP00000028746 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1237,70)" 60091 2468



ENSGALP00000006578 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1237,70)" 60091 2469

ENSGALP00000036122 CID 213 - 222

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1237,70)" 60091 2470

ENSGALP00000039133 CID 195 - 204

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1237,70)" 60091 2471

ENSGALP00000005643 CID 256 - 267

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1237,79)" 1481 false 2472



ENSGALP00000012878 CID 76 - 86
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1237,81)" 35070 true 2.75 2473

ENSGALP00000041574 CID 188 - 197
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1237,85)" 3859 true 2.89 2474

ENSGALP00000006578 CID 128 - 138

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1238,62)" 1000 true 0.93 2475

ENSGALP00000006604 CID 124 - 132
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1238,63)" 36912 true 1.42 2476



ENSGALP00000009681 CID 51 - 61

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - CGNC 
Symbol 4513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1238,66)" 7995 2477

ENSGALP00000020463 CID 151 - 162

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1238,82)" 5039 2478

ENSGALP00000022629 CID 364 - 372
Gallus gallus vanin 1 (VNN1) mRNA. - 
RefSeq mRNA NM_001039288 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1239,62)" 7138 2479

ENSGALP00000027981 CID 517 - 526
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1239,63)" 14728 2480



ENSGALP00000021034 CID 816 - 824

minichromosome maintenance 
complex component 4 - CGNC Symbol 
9780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1239,64)" 6305 true 0.57 2481

ENSGALP00000013375 CID 151 - 161
peptidylprolyl isomerase like 3 - CGNC 
Symbol 6234 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1239,65)" 472 true 1.05 2482

ENSGALP00000042834 CID 2-Dec no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1239,67)" 787 true 0.78 2483

ENSGALP00000015063 CID 35 - 43
fibrinogen gamma chain - CGNC 
Symbol 7041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1240,54)" 9660 2484



ENSGALP00000000509 CID 590 - 600

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1240,60)" 1683 true 0.38 2485

ENSGALP00000038179 CID 107 - 117
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1240,73)" 5014 true 0.96 2486

ENSGALP00000019087 CID 127 - 136
protein disulfide isomerase family A 
member 5 - CGNC Symbol 8884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1241,56)" 10896 2487

ENSGALP00000043427 CID 268 - 276 block of proliferation 1 - HGNC:15519 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1241,62)" 3186 2488



ENSGALP00000018987 CID 115 - 125 t-complex 1 - CGNC Symbol 8842 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1241,70)" 21339 true 1.28 2489

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1241,72)" 9053 true 1.44 2490

ENSGALP00000023523 CID 318 - 328 actin beta-like 2 - CGNC Symbol 52851 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1241,72)" 9053 true 1.44 2491

ENSGALP00000015988 CID 318 - 328
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1241,72)" 9053 true 1.44 2492



ENSGALP00000042680 CID 316 - 326

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1241,72)" 9053 true 1.44 2493

ENSGALP00000037170 CID 265 - 274

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1241,76)" 15313 true 0.12 2494

ENSGALP00000000383 CID 1,284 - 1,293
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1242,59)" 6377 2495

ENSGALP00000025639 CID 81 - 90
fatty acid binding protein 1 - CGNC 
Symbol 11895 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1242,63)" 88080 false 2496



ENSGALP00000006604 CID 124 - 132
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1242,66)" 56979 2497

ENSGALP00000038904 CID 2-Dec

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1242,74)" 814 false 2498

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1243,63)" 8822 true 0.82 2499

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1243,63)" 8822 true 0.82 2500



ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1243,63)" 8822 true 0.82 2501

ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1243,63)" 8822 true 0.82 2502

ENSGALP00000021034 CID 816 - 824

minichromosome maintenance 
complex component 4 - CGNC Symbol 
9780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1243,67)" 3356 2503

ENSGALP00000013375 CID 151 - 161
peptidylprolyl isomerase like 3 - CGNC 
Symbol 6234 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1243,67)" 785 2504



ENSGALP00000023446 CID 195 - 206 prohibitin 2 - CGNC Symbol 10814 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1243,69)" 1283 true 1.73 2505

ENSGALP00000016632 CID 33 - 43 keratin 8 - HGNC:6446 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1243,72)" 1759 2506

ENSGALP00000002513 CID 54 - 63
LIM and SH3 protein 1 - CGNC Symbol 
1150 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1244,64)" 3168 true 1.84 2507

ENSGALP00000002168 CID 104 - 115

ribosomal RNA processing 9 small 
subunit (SSU) processome component 
homolog (yeast) - CGNC Symbol 978 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1244,64)" 4395 2508



ENSGALP00000035386 CID 296 - 306 hemopexin - CGNC Symbol 15517 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1244,66)" 172004 2509

ENSGALP00000027349 CID 119 - 128
N(alpha)-acetyltransferase 16 NatA 
auxiliary subunit - CGNC Symbol 12725 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1244,68)" 5361 true 1.58 2510

ENSGALP00000034956 CID 87 - 96 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1244,72)" 3313 true 2.02 2511

ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1245,67)" 1920 true 6.82 2512



ENSGALP00000005520 CID 2-Nov
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1245,69)" 5618 true 4.32 2513

ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1245,69)" 9221 true 1.45 2514

ENSGALP00000003914 CID 236 - 245
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1245,71)" 4722 true 2.05 2515

ENSGALP00000042837 CID 131 - 140

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1246,66)" 7999 true 0.85 2516



ENSGALP00000001027 CID 105 - 115
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1246,67)" 7319 true 0.57 2517

ENSGALP00000015560 CID 235 - 244
eukaryotic translation initiation factor 2 
subunit alpha - CGNC Symbol 7281 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1246,68)" 2584 2518

ENSGALP00000036834 CID 646 - 655
microsomal triglyceride transfer 
protein - CGNC Symbol 9320 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1246,71)" 6534 2519

ENSGALP00000000485 CID 1,450 - 1,458
Hsap of 1: AT-rich interaction domain 
1A - HGNC:11110 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1246,72)" 1787 2520



ENSGALP00000010633 CID 55 - 64
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1246,74)" 46973 true 0.57 2521

ENSGALP00000025130 CID 125 - 135 ribosomal protein S23 - HGNC:10410 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1246,79)" 1993 true 0.71 2522

ENSGALP00000020445 CID 1,846 - 1,855
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1247,67)" 3490 2523

ENSGALP00000000639 CID 57 - 66 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1247,68)" 18812 true 0.26 2524



ENSGALP00000039757 CID 630 - 639
hypoxia up-regulated 1 - CGNC Symbol 
53307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1247,68)" 18812 false 0.26 2525

ENSGALP00000007822 CID 343 - 352
coronin actin binding protein 1C - CGNC 
Symbol 50369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1247,69)" 64048 2526

ENSGALP00000017274 CID 131 - 141
acyl-CoA synthetase long-chain family 
member 1 - CGNC Symbol 8071 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1247,71)" 10153 2527

ENSGALP00000007705 CID 134 - 144
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1247,72)" 5591 2528



ENSGALP00000034078 CID 58 - 67
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1247,72)" 26870 false 0.91 2529

ENSGALP00000008056 CID 234 - 243
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1247,72)" 26870 true 0.91 2530

ENSGALP00000041690 CID 137 - 147
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1248,60)" 716 false 2531

ENSGALP00000023446 CID Aug-18 prohibitin 2 - CGNC Symbol 10814 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1248,65)" 3547 true 1.37 2532



ENSGALP00000038287 CID 195 - 207 calponin 3 acidic - CGNC Symbol 4166 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1248,67)" 409 2533

ENSGALP00000027349 CID 119 - 128
N(alpha)-acetyltransferase 16 NatA 
auxiliary subunit - CGNC Symbol 12725 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1248,71)" 8479 2534

ENSGALP00000015246 CID 198 - 208 peroxiredoxin 3 - CGNC Symbol 7123 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1248,72)" 9599 true 1.36 2535

ENSGALP00000017112 CID 757 - 768
aldehyde dehydrogenase 18 family 
member A1 - CGNC Symbol 7994 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1248,82)" 782 false 2536



ENSGALP00000019613 CID 417 - 427
adenylosuccinate lyase - CGNC Symbol 
9122 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1249,57)" 5970 true 1.86 2537

ENSGALP00000027249 CID 102 - 111
DnaJ heat shock protein family (Hsp40) 
member C3 - CGNC Symbol 12678 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1249,65)" 1741 true 0.82 2538

ENSGALP00000016918 CID 204 - 213
eukaryotic translation initiation factor 
2A - CGNC Symbol 7921 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1249,65)" 272 false 2539

ENSGALP00000003175 CID 185 - 195
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1249,65)" 272 false 1.1 2540



ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1249,66)" 3152 2541

ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1249,71)" 201904 2542

ENSGALP00000019161 CID 72 - 80
WW domain binding protein 11 - CGNC 
Symbol 53212 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1249,71)" 4184 true 0.55 2543

ENSGALP00000019629 CID 30 - 41
proteasome subunit alpha 3 - CGNC 
Symbol 9125 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1249,71)" 4039 2544



ENSGALP00000003914 CID 236 - 245
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1249,73)" 9179 2545

ENSGALP00000004867 CID Oct-20
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1249,73)" 847 true 1.33 2546

ENSGALP00000013710 CID 1-Nov
ribosomal protein L32 - CGNC Symbol 
50169 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1249,79)" 1982 2547

ENSGALP00000036056 CID 311 - 320
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1250,64)" 2443 true 0.61 2548



ENSGALP00000009511 CID 58 - 67
ribosomal protein L5 - CGNC Symbol 
4424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1250,68)" 4586 true 1.65 2549

ENSGALP00000001027 CID 105 - 115
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1250,69)" 4531 2550

ENSGALP00000004641 CID 1,311 - 1,320
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1250,72)" 5196 true 1.17 2551

ENSGALP00000010633 CID 55 - 64
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1250,75)" 18178 2552



ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1251,64)" 21205 true 1.87 2553

ENSGALP00000007680 CID 248 - 256
ribosomal protein L6 - CGNC Symbol 
48978 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1251,66)" 1351 true 1.13 2554

ENSGALP00000020445 CID 765 - 775
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1251,66)" 17493 true 2.22 2555

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1251,67)" 6462 true 0.82 2556



ENSGALP00000042680 CID 40 - 50

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1251,67)" 6462 true 0.82 2557

ENSGALP00000023523 CID 42 - 52 actin beta-like 2 - CGNC Symbol 52851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1251,67)" 6462 true 0.82 2558

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1251,67)" 6462 true 0.82 2559

ENSGALP00000023446 CID 195 - 206 prohibitin 2 - CGNC Symbol 10814 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1251,75)" 2768 true 1.73 2560



ENSGALP00000030644 CID 505 - 515
sodium channel voltage-gated type V 
alpha subunit - CGNC Symbol 49568 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1252,58)" 104050 true 0.61 2561

ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1252,63)" 1845 false 2562

ENSGALP00000001201 CID 143 - 152
mitogen-activated protein kinase 14 - 
CGNC Symbol 13975 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1252,67)" 1948 true 1.23 2563

ENSGALP00000016629 CID 159 - 168 peroxiredoxin 1 - CGNC Symbol 7794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1252,72)" 6292 true 1.23 2564



ENSGALP00000025639 CID 37 - 47
fatty acid binding protein 1 - CGNC 
Symbol 11895 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1252,73)" 6889 true 6.02 2565

ENSGALP00000015246 CID 198 - 208 peroxiredoxin 3 - CGNC Symbol 7123 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1252,74)" 13030 2566

ENSGALP00000034956 CID 87 - 96 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1252,77)" 8084 true 2.02 2567

ENSGALP00000028857 CID 308 - 318

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1252,77)" 3975 false 2568



ENSGALP00000014557 CID 315 - 324 mutS homolog 2 - CGNC Symbol 6808 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1253,58)" 4142 true 0.52 2569

ENSGALP00000019613 CID 417 - 427
adenylosuccinate lyase - CGNC Symbol 
9122 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1253,59)" 10003 2570

ENSGALP00000015366 CID 18 - 28
peptidylprolyl isomerase D - CGNC 
Symbol 7186 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1253,61)" 1017 true 1.66 2571

ENSGALP00000039691 CID 141 - 151
extracellular fatty acid-binding protein 
precursor - Refseq NP_990753 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1253,70)" 4926 2572



ENSGALP00000016629 CID 141 - 151 peroxiredoxin 1 - CGNC Symbol 7794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1253,73)" 145286 true 0.64 2573

ENSGALP00000042680 CID 51 - 61

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1254,58)" 463 true 1.51 2574

ENSGALP00000015657 CID 51 - 61 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1254,58)" 463 true 1.51 2575

ENSGALP00000023523 CID 53 - 63 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1254,58)" 463 true 1.51 2576



ENSGALP00000015988 CID 53 - 63
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1254,58)" 463 true 1.51 2577

ENSGALP00000018424 CID 17 - 28 desmin - CGNC Symbol 49543 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1254,68)" 5668 2578

ENSGALP00000023085 CID 141 - 151 actinin alpha 4 - CGNC Symbol 49612 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1254,69)" 3351 true 1.76 2579

ENSGALP00000009511 CID 58 - 67
ribosomal protein L5 - CGNC Symbol 
4424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1254,70)" 7534 2580



ENSGALP00000005576 CID 380 - 391
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1254,74)" 16802 true 1.39 2581

ENSGALP00000019975 CID 409 - 420
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1254,74)" 16802 true 1.39 2582

ENSGALP00000025130 CID 125 - 135 ribosomal protein S23 - HGNC:10410 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1254,81)" 2508 false 2583

ENSGALP00000023288 CID 133 - 142
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1255,46)" 1504 true 2.69 2584



ENSGALP00000000643 CID 15 - 24
ribosomal protein L36 - CGNC Symbol 
48965 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1255,58)" 68929 true 1.98 2585

ENSGALP00000040337 CID 306 - 315
G1 to S phase transition 1 - CGNC 
Symbol 54531 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1255,67)" 4268 true 1.93 2586

ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1255,67)" 39569 2587

ENSGALP00000020445 CID 765 - 775
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1255,69)" 40032 2588



ENSGALP00000000639 CID 57 - 66 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1255,73)" 4058 true 0.26 2589

ENSGALP00000022671 CID 60 - 69

Gallus gallus S100 calcium binding 
protein A9 (S100A9) mRNA. - RefSeq 
mRNA NM_001305151 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1255,75)" 84936 true 2.22 2590

ENSGALP00000004011 CID 130 - 139
collagen type V alpha 1 - CGNC Symbol 
49379 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1255,75)" 84936 2591

ENSGALP00000034078 CID 58 - 67
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1255,76)" 107389 true 2.86 2592



ENSGALP00000035370 CID 62 - 70
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1256,59)" 5620 true 2.64 2593

ENSGALP00000003954 CID 34 - 45
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1256,61)" 2045 true 0.28 2594

ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1256,66)" 65355 true 0.96 2595

ENSGALP00000019120 CID 27 - 37
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1256,66)" 65355 true 0.96 2596



ENSGALP00000010510 CID 26 - 36
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1256,66)" 65355 true 0.96 2597

ENSGALP00000003175 CID 273 - 281
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1257,56)" 808 2598

ENSGALP00000041974 CID 260 - 269
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1257,63)" 8629 true 1.08 2599

ENSGALP00000015366 CID 18 - 28
peptidylprolyl isomerase D - CGNC 
Symbol 7186 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1257,63)" 2008 2600



ENSGALP00000016080 CID 341 - 349
cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 7517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1257,65)" 1332 false 2601

ENSGALP00000020884 CID 381 - 390
tubulin beta 2B class IIb - CGNC Symbol 
51362 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1257,65)" 88521 true 0.43 2602

ENSGALP00000013964 CID 381 - 390
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1257,65)" 88521 true 0.43 2603

ENSGALP00000022436 CID 326 - 335 tubulin beta class I - HGNC:20778 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1257,65)" 88521 true 0.43 2604



ENSGALP00000016629 CID 141 - 151 peroxiredoxin 1 - CGNC Symbol 7794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1257,76)" 98115 2605

ENSGALP00000025639 CID 81 - 90
fatty acid binding protein 1 - CGNC 
Symbol 11895 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1258,63)" 3281 true 1.73 2606

ENSGALP00000015988 CID 53 - 63
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1258,64)" 2970 2607

ENSGALP00000015657 CID 51 - 61 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1258,64)" 2970 2608



ENSGALP00000042680 CID 51 - 61

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1258,64)" 2970 2609

ENSGALP00000023523 CID 53 - 63 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1258,64)" 2970 2610

ENSGALP00000019031 CID 149 - 159 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1258,64)" 1726 true 0.76 2611

ENSGALP00000006555 CID 481 - 492
poly(A) binding protein cytoplasmic 1-
like - CGNC Symbol 3026 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1258,68)" 437 true 0.65 2612



ENSGALP00000023085 CID 141 - 151 actinin alpha 4 - CGNC Symbol 49612 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1258,71)" 5999 2613

ENSGALP00000018987 CID 237 - 246 t-complex 1 - CGNC Symbol 8842 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1258,72)" 2093 true 0.65 2614

ENSGALP00000015623 CID 1,567 - 1,576
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1258,73)" 4366 true 1.45 2615

ENSGALP00000002252 CID 218 - 228
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1258,74)" 16195 2616



ENSGALP00000015051 CID 479 - 489
pleiotropic regulator 1 - CGNC Symbol 
7032 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1258,77)" 3902 false 2617

ENSGALP00000005576 CID 380 - 391
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1258,77)" 14564 2618

ENSGALP00000019975 CID 409 - 420
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1258,77)" 14564 2619

ENSGALP00000023288 CID 133 - 142
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1259,48)" 5060 2620



ENSGALP00000006414 CID 58 - 66
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1259,56)" 5315 true 1.09 2621

ENSGALP00000000643 CID 15 - 24
ribosomal protein L36 - CGNC Symbol 
48965 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1259,60)" 144341 2622

ENSGALP00000002373 CID 606 - 615
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1259,60)" 144341 2623

ENSGALP00000011696 CID 151 - 161
Aly/REF export factor - CGNC Symbol 
5467 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1259,65)" 17352 true 0.8 2624



ENSGALP00000000236 CID 225 - 234
antigen peptide transporter 2 - Refseq 
NP_001092827 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1259,70)" 4614 2625

ENSGALP00000007101 CID 348 - 359
CAP-GLY domain containing linker 
protein 1 - CGNC Symbol 3295 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1259,72)" 17010 false 1.14 2626

ENSGALP00000039796 CID 147 - 157

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1259,74)" 24423 true 0.63 2627

ENSGALP00000006574 CID 57 - 67
liver basic fatty acid binding protein - 
CGNC Symbol 49276 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1259,74)" 2013 true 2.12 2628



ENSGALP00000014298 CID 2-Nov
ribosomal protein L12 - CGNC Symbol 
50469 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1259,75)" 48477 2629

ENSGALP00000019365 CID 141 - 151 annexin A5 - CGNC Symbol 9009 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1260,62)" 3305 true 80.83 2630

ENSGALP00000011666 CID 285 - 295
kinesin family member 5B - CGNC 
Symbol 5451 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1260,64)" 920 true 1.84 2631

ENSGALP00000030644 CID 505 - 515
sodium channel voltage-gated type V 
alpha subunit - CGNC Symbol 49568 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1260,64)" 203077 true 0.61 2632



ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1260,69)" 192167 2633

ENSGALP00000019120 CID 27 - 37
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1260,69)" 192167 2634

ENSGALP00000010510 CID 26 - 36
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1260,69)" 192167 2635

ENSGALP00000026444 CID 1-Nov
isoamyl acetate-hydrolyzing esterase 1 
homolog - CGNC Symbol 12296 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1260,69)" 192167 2636



ENSGALP00000024331 CID 673 - 684
tight junction protein 2 - CGNC Symbol 
49456 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1260,69)" 5619 false 2637

ENSGALP00000016629 CID 159 - 168 peroxiredoxin 1 - CGNC Symbol 7794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1260,74)" 9506 true 1.23 2638

ENSGALP00000041974 CID 260 - 269
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1261,66)" 9713 2639

ENSGALP00000034108 CID 32 - 42
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1261,70)" 3339 2640



ENSGALP00000025639 CID 21 - 31
fatty acid binding protein 1 - CGNC 
Symbol 11895 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1261,76)" 6285 false 2641

ENSGALP00000003012 CID 165 - 175
malate dehydrogenase 2 - CGNC 
Symbol 1378 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1261,77)" 41518 true 1.42 2642

ENSGALP00000019161 CID 72 - 80
WW domain binding protein 11 - CGNC 
Symbol 53212 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1261,78)" 1923 true 0.55 2643

ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1262,61)" 11454 true 1.83 2644



ENSGALP00000023523 CID 53 - 63 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1262,62)" 697 true 1.51 2645

ENSGALP00000042680 CID 51 - 61

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1262,62)" 697 true 1.51 2646

ENSGALP00000015988 CID 53 - 63
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1262,62)" 697 true 1.51 2647

ENSGALP00000015657 CID 51 - 61 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1262,62)" 697 true 1.51 2648



ENSGALP00000012529 CID 281 - 290
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1262,64)" 8499 2649

ENSGALP00000005971 CID 136 - 145 annexin A2 - CGNC Symbol 49740 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1262,66)" 4821 2650

ENSGALP00000025629 CID 209 - 219
RNA binding motif protein 12B - CGNC 
Symbol 51213 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1262,66)" 1026 false 0.7 2651

ENSGALP00000038587 CID 1-Dec
actin related protein 2/3 complex 
subunit 5 16kDa - CGNC Symbol 14362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1262,67)" 774 false 2652



ENSGALP00000018987 CID 503 - 513 t-complex 1 - CGNC Symbol 8842 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1262,69)" 3196 true 1.6 2653

ENSGALP00000015623 CID 1,567 - 1,576
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1262,71)" 5720 2654

P35527 CID 47 - 59
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1263,56)" 2176 true 1.92 2655

ENSGALP00000006414 CID 58 - 66
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1263,58)" 7406 2656



ENSGALP00000027391 CID 331 - 340
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1263,60)" 18520 true 2.66 2657

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1263,62)" 1901 true 2.66 2658

ENSGALP00000011696 CID 151 - 161
Aly/REF export factor - CGNC Symbol 
5467 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1263,67)" 11450 2659

ENSGALP00000024853 CID 200 - 210
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1263,69)" 1804 true 1.81 2660



ENSGALP00000007822 CID 343 - 352
coronin actin binding protein 1C - CGNC 
Symbol 50369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1263,70)" 401 2661

ENSGALP00000001013 CID 69 - 79
ribosomal protein L22 - CGNC Symbol 
48966 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1263,74)" 3340 true 2.75 2662

ENSGALP00000039796 CID 147 - 157

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1263,78)" 12968 2663

ENSGALP00000002828 CID 688 - 697
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1264,56)" 10417 true 2.03 2664



ENSGALP00000038287 CID 195 - 207 calponin 3 acidic - CGNC Symbol 4166 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1264,64)" 4058 2665

ENSGALP00000004548 CID 53 - 62
acyl-CoA dehydrogenase long chain - 
CGNC Symbol 2086 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1264,65)" 719 true 3.48 2666

ENSGALP00000019365 CID 141 - 151 annexin A5 - CGNC Symbol 9009 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1264,65)" 288339 2667

ENSGALP00000007476 CID 110 - 119
SET nuclear oncogene - CGNC Symbol 
3483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1264,65)" 7390 true 0.9 2668



ENSGALP00000011666 CID 285 - 295
kinesin family member 5B - CGNC 
Symbol 5451 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1264,66)" 3360 2669

ENSGALP00000025165 CID 75 - 85

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1264,66)" 15259 true 2.29 2670

ENSGALP00000014768 CID 125 - 135
EH-domain containing 3 - CGNC Symbol 
51465 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1264,68)" 1171 true 0.77 2671

ENSGALP00000018849 CID 175 - 185
interleukin enhancer binding factor 2 - 
CGNC Symbol 8794 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1264,79)" 8261 true 0.41 2672



ENSGALP00000023926 CID 36 - 45
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1265,59)" 9878 true 1.46 2673

ENSGALP00000022235 CID 403 - 413
CNDP dipeptidase 2 (metallopeptidase 
M20 family) - CGNC Symbol 13892 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1265,70)" 1685 2674

ENSGALP00000010405 CID 299 - 309
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1265,71)" 224040 false 2675

ENSGALP00000012605 CID 42 - 51
pescadillo ribosomal biogenesis factor 
1 - CGNC Symbol 5881 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1265,76)" 736 true 1.56 2676



ENSGALP00000003012 CID 165 - 175
malate dehydrogenase 2 - CGNC 
Symbol 1378 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1265,79)" 59328 2677

ENSGALP00000020520 CID 237 - 246 ubiquilin 1 - CGNC Symbol 9551 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1266,56)" 2278 true 1.84 2678

ENSGALP00000022674 CID 215 - 224 ubiquilin 4 - CGNC Symbol 52757 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1266,56)" 2278 true 1.84 2679

ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1266,63)" 11288 2680



ENSGALP00000022004 CID 218 - 226 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1266,65)" 2742 true 1.91 2681

ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1266,65)" 8140 true 1.44 2682

ENSGALP00000023211 CID 148 - 158
superoxide dismutase 3 extracellular - 
HGNC:11181 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1266,69)" 2253 false 2683

ENSGALP00000004013 CID 1,544 - 1,554 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1267,60)" 22649 2684



ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1267,63)" 793 true 1.81 2685

ENSGALP00000027391 CID 331 - 340
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1267,63)" 31326 2686

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1267,63)" 31326 2687

ENSGALP00000027063 CID 109 - 118
mitochondrial ribosomal protein S9 - 
CGNC Symbol 12597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1267,66)" 3506 true 0.45 2688



ENSGALP00000026633 CID 668 - 677

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1267,72)" 19670 false 2689

ENSGALP00000040337 CID 306 - 315
G1 to S phase transition 1 - CGNC 
Symbol 54531 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1267,76)" 10563 true 1.93 2690

ENSGALP00000002828 CID 688 - 697
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1268,58)" 21484 2691

ENSGALP00000037001 CID 154 - 163

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1268,65)" 3514 true 0.77 2692



ENSGALP00000004548 CID 53 - 62
acyl-CoA dehydrogenase long chain - 
CGNC Symbol 2086 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1268,67)" 3994 2693

ENSGALP00000000383 CID 356 - 366
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1268,70)" 2554 2694

ENSGALP00000018750 CID 98 - 108
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1268,72)" 1278 true 0.67 2695

ENSGALP00000034956 CID 87 - 96 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1268,76)" 1193 false 2696



ENSGALP00000024150 CID 642 - 652
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1268,76)" 3235 2697

ENSGALP00000006038 CID 519 - 528 ribophorin II - CGNC Symbol 2792 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1268,80)" 980 true 4.03 2698

ENSGALP00000018849 CID 175 - 185
interleukin enhancer binding factor 2 - 
CGNC Symbol 8794 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1268,80)" 3646 2699

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1269,55)" 28067 true 0.75 2700



ENSGALP00000023926 CID 36 - 45
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1269,62)" 17907 2701

ENSGALP00000009037 CID 792 - 802 myosin IG - CGNC Symbol 51252 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1269,67)" 4584 false 2702

ENSGALP00000007819 CID 175 - 184 peptidase D - CGNC Symbol 3636 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1269,69)" 11916 2703

ENSGALP00000041159 CID 74 - 85 ribosomal protein S16 - HGNC:10396 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1269,71)" 11085 true 1.09 2704



ENSGALP00000011510 CID 252 - 261
apolipoprotein A-I - CGNC Symbol 
49860 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1269,80)" 6340 false 2705

ENSGALP00000014099 CID 185 - 194 CD28 molecule - CGNC Symbol 6581 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1270,53)" 2471 true 1.27 2706

ENSGALP00000020445 CID 1,182 - 1,191
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1270,59)" 13553 true 1.27 2707

ENSGALP00000003089 CID 366 - 377
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1270,65)" 5502 true 1.19 2708



ENSGALP00000004046 CID 143 - 152
RAN member RAS oncogene family - 
CGNC Symbol 1850 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1270,67)" 31097 true 1.02 2709

ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1270,68)" 11176 2710

ENSGALP00000003717 CID 209 - 220
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1270,71)" 5050 true 3.92 2711

ENSGALP00000001013 CID 52 - 64
ribosomal protein L22 - CGNC Symbol 
48966 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1270,72)" 16477 true 0.91 2712



ENSGALP00000040890 CID 451 - 462
Sad1 and UNC84 domain containing 2 - 
CGNC Symbol 50656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1270,72)" 2460 true 3.92 2713

ENSGALP00000018987 CID 503 - 513 t-complex 1 - CGNC Symbol 8842 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1270,73)" 5106 true 1.6 2714

ENSGALP00000021255 CID 515 - 525
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1270,75)" 1037 true 2.18 2715

ENSGALP00000019801 CID 116 - 125 septin 7 - CGNC Symbol 51333 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1271,57)" 8077 true 0.99 2716



ENSGALP00000022004 CID 92 - 101 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1271,66)" 15411 true 0.99 2717

ENSGALP00000010662 CID 183 - 193

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1271,68)" 9442 2718

ENSGALP00000003058 CID 49 - 59
ubiquitin conjugating enzyme E2 O - 
CGNC Symbol 1396 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1271,72)" 1287 true 0.65 2719

ENSGALP00000024853 CID 200 - 210
syndecan binding protein (syntenin) - 
CGNC Symbol 51422 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1271,74)" 4534 true 1.81 2720



ENSGALP00000001013 CID 69 - 79
ribosomal protein L22 - CGNC Symbol 
48966 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1271,79)" 9178 true 2.75 2721

ENSGALP00000012380 CID 260 - 269
succinate-CoA ligase GDP-forming beta 
subunit - CGNC Symbol 5776 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1272,61)" 3117 2722

ENSGALP00000004046 CID 2-Dec
RAN member RAS oncogene family - 
CGNC Symbol 1850 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1272,64)" 31250 true 0.86 2723

ENSGALP00000037001 CID 154 - 163

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1272,67)" 1851 2724



ENSGALP00000007476 CID 110 - 119
SET nuclear oncogene - CGNC Symbol 
3483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1272,70)" 2012 true 0.9 2725

ENSGALP00000038463 CID 37 - 47
ribosomal protein L7a - CGNC Symbol 
50454 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1272,70)" 5605 false 1.19 2726

ENSGALP00000000383 CID 356 - 366
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1272,73)" 31577 true 11.2 2727

ENSGALP00000037170 CID 848 - 859

polymerase (RNA) II (DNA directed) 
polypeptide B 140kDa - CGNC Symbol 
8655 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1272,73)" 31577 2728



ENSGALP00000025165 CID 75 - 85

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1272,73)" 5484 true 4.03 2729

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1273,58)" 23256 2730

ENSGALP00000014229 CID 100 - 110 pleckstrin - CGNC Symbol 6647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1273,65)" 14115 false 0.66 2731

ENSGALP00000000666 CID 486 - 495
phosphoglucomutase 2 - CGNC Symbol 
52790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1273,70)" 7565 true 0.7 2732



ENSGALP00000041159 CID 74 - 85 ribosomal protein S16 - HGNC:10396 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1273,73)" 10522 2733

ENSGALP00000015817 CID 422 - 433

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1273,77)" 803 2734

ENSGALP00000012605 CID 42 - 51
pescadillo ribosomal biogenesis factor 
1 - CGNC Symbol 5881 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1273,80)" 1687 true 1.56 2735

ENSGALP00000020445 CID 1,182 - 1,191
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1274,61)" 18346 2736



ENSGALP00000042184 CID 96 - 107 cathelicidin-1 - CGNC Symbol 49912 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1274,67)" 3534 2737

ENSGALP00000003717 CID 209 - 220
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1274,73)" 24801 2738

ENSGALP00000040890 CID 451 - 462
Sad1 and UNC84 domain containing 2 - 
CGNC Symbol 50656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1274,74)" 1128 2739

ENSGALP00000021255 CID 515 - 525
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1274,78)" 2116 2740



ENSGALP00000005090 CID 187 - 197
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1274,81)" 510 true 0.84 2741

ENSGALP00000019801 CID 116 - 125 septin 7 - CGNC Symbol 51333 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1275,61)" 11224 2742

ENSGALP00000018083 CID 143 - 152
WD repeat domain 78 - CGNC Symbol 
8439 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1275,61)" 9320 false 2743

ENSGALP00000003139 CID 48 - 59
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1275,67)" 844 true 9.59 2744



ENSGALP00000035815 CID 154 - 164

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1275,68)" 5375 true 8.03 2745

ENSGALP00000016606 CID 1-Dec

KRR1 small subunit (SSU) processome 
component homolog (yeast) - CGNC 
Symbol 7781 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1275,69)" 28151 2746

ENSGALP00000022004 CID 92 - 101 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1275,69)" 28151 2747

ENSGALP00000026337 CID 230 - 240 peroxiredoxin 4 - CGNC Symbol 12239 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1275,71)" 14894 2748



ENSGALP00000021838 CID 409 - 420
RNA binding motif protein 14 - 
HGNC:14219 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1275,71)" 1314 false 2749

ENSGALP00000017250 CID Nov-23

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 4 - CGNC Symbol 51774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1275,73)" 2372 true 1.78 2750

ENSGALP00000006680 CID 436 - 444
sterol O-acyltransferase 1 - CGNC 
Symbol 3090 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1275,73)" 2372 2751

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1275,76)" 4332 true 8.28 2752



ENSGALP00000004515 CID 29 - 39
KRAB-A domain-containing protein 2 - 
CGNC Symbol 49788 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1276,66)" 1543 2753

ENSGALP00000004046 CID 2-Dec
RAN member RAS oncogene family - 
CGNC Symbol 1850 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1276,67)" 24759 true 0.86 2754

ENSGALP00000009393 CID 752 - 762
clustered mitochondria (cluA/CLU1) 
homolog - CGNC Symbol 4370 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1276,68)" 1687 true 3.01 2755

ENSGALP00000019975 CID 84 - 93
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1276,69)" 2338 true 0.61 2756



ENSGALP00000019468 CID 416 - 426 aconitase 2 - CGNC Symbol 9059 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1276,69)" 21249 true 1.37 2757

ENSGALP00000018750 CID 98 - 108
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1276,77)" 841 false 2758

ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1277,58)" 5934 true 1.16 2759

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1277,58)" 5934 true 1.16 2760



ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1277,61)" 20754 true 1.87 2761

ENSGALP00000029322 CID 36 - 45
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1277,65)" 3535 true 1.29 2762

ENSGALP00000000666 CID 486 - 495
phosphoglucomutase 2 - CGNC Symbol 
52790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1277,72)" 1792 2763

ENSGALP00000009217 CID 45 - 55
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1277,79)" 517 false 2764



ENSGALP00000022004 CID 218 - 226 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1278,72)" 5233 true 1.91 2765

ENSGALP00000004046 CID 143 - 152
RAN member RAS oncogene family - 
CGNC Symbol 1850 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1278,72)" 30775 true 1.02 2766

ENSGALP00000005565 CID May-15
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1279,60)" 6799 true 0.84 2767

ENSGALP00000018083 CID 143 - 152
WD repeat domain 78 - CGNC Symbol 
8439 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1279,63)" 18282 false 0.84 2768



ENSGALP00000020563 CID 325 - 335
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1279,67)" 7289 2769

ENSGALP00000011502 CID 308 - 318
apolipoprotein A-IV - CGNC Symbol 
49474 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1279,71)" 4486 2770

ENSGALP00000019120 CID 161 - 172
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1279,72)" 5010 2771

ENSGALP00000039235 CID 90 - 99
cold shock domain containing E1 - 
CGNC Symbol 51115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1279,77)" 4204 true 2.71 2772



ENSGALP00000004013 CID 664 - 673 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1280,66)" 1804 true 1.92 2773

ENSGALP00000009393 CID 752 - 762
clustered mitochondria (cluA/CLU1) 
homolog - CGNC Symbol 4370 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1280,71)" 12313 2774

ENSGALP00000019468 CID 416 - 426 aconitase 2 - CGNC Symbol 9059 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1280,71)" 11027 2775

ENSGALP00000038463 CID 37 - 47
ribosomal protein L7a - CGNC Symbol 
50454 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1280,73)" 10439 true 1.19 2776



ENSGALP00000015623 CID 582 - 593
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1280,74)" 5143 2777

ENSGALP00000000693 CID 78 - 88

succinate dehydrogenase complex 
subunit B iron sulfur (Ip) - CGNC Symbol 
63429 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1280,74)" 3306 true 3.01 2778

ENSGALP00000010510 CID 448 - 458
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1280,74)" 3306 2779

ENSGALP00000019120 CID 451 - 461
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1280,74)" 3306 2780



ENSGALP00000006038 CID 519 - 528 ribophorin II - CGNC Symbol 2792 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1280,87)" 4214 true 4.03 2781

ENSGALP00000018454 CID 333 - 341 tubulin alpha 4b - CGNC Symbol 65790 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1281,61)" 6910 2782

ENSGALP00000037524 CID 322 - 330 tubulin alpha 4a - CGNC Symbol 65758 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1281,61)" 6910 2783

ENSGALP00000019120 CID 305 - 314
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1281,64)" 36779 true 2.14 2784



ENSGALP00000010510 CID 302 - 311
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1281,64)" 36779 true 2.14 2785

ENSGALP00000025600 CID 51 - 61
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1281,75)" 2012 true 1.58 2786

ENSGALP00000009821 CID 44 - 55
ribosomal protein S13 - CGNC Symbol 
49921 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1281,77)" 45179 true 4.32 2787

ENSGALP00000014107 CID 140 - 149 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1282,62)" 11516 true 4.08 2788



ENSGALP00000024150 CID 157 - 167
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1282,74)" 2580 true 2.73 2789

ENSGALP00000005565 CID May-15
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1283,59)" 3847 2790

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1283,71)" 6759 false 2791

ENSGALP00000003139 CID 48 - 59
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1283,71)" 5403 true 9.59 2792



ENSGALP00000035815 CID 154 - 164

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1283,72)" 37634 true 8.03 2793

ENSGALP00000015410 CID 177 - 186 actinin alpha 1 - CGNC Symbol 48956 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1283,72)" 42362 true 0.99 2794

ENSGALP00000003850 CID 16 - 28
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1283,73)" 3192 true 10.47 2795

ENSGALP00000018695 CID 234 - 244
glycerol-3-phosphate dehydrogenase 1-
like - CGNC Symbol 8724 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1283,74)" 811 2796



ENSGALP00000017250 CID Nov-23

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 4 - CGNC Symbol 51774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1283,75)" 7064 true 1.78 2797

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1283,82)" 38608 true 8.28 2798

ENSGALP00000039133 CID 110 - 120

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1284,62)" 38046 true 1.92 2799

ENSGALP00000005081 CID 37 - 47
lectin galactoside-binding soluble 2 - 
CGNC Symbol 2336 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1284,67)" 1180 true 2.83 2800



ENSGALP00000042157 CID 209 - 219
docking protein 2 56kDa - CGNC 
Symbol 65680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1284,68)" 2767 true 1.68 2801

ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1284,74)" 7185 true 4.11 2802

ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1284,74)" 7185 true 4.11 2803

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1285,66)" 43571 true 1.87 2804



ENSGALP00000032101 CID 205 - 215 transaldolase - Refseq NP_001026348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1285,67)" 748 true 2.14 2805

ENSGALP00000008824 CID 459 - 470
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1285,67)" 292 true 0.44 2806

ENSGALP00000029322 CID 36 - 45
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1285,68)" 2659 true 1.29 2807

ENSGALP00000010510 CID 302 - 311
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1285,68)" 20439 2808



ENSGALP00000019120 CID 305 - 314
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1285,68)" 20439 2809

ENSGALP00000034108 CID 422 - 432
pyruvate kinase muscle - CGNC Symbol 
1412 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1285,75)" 2041 false 2810

ENSGALP00000036720 CID 4,075 - 4,085
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1285,77)" 2403 true 1.37 2811

ENSGALP00000014107 CID 140 - 149 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1286,60)" 25598 2812



ENSGALP00000016120 CID 32 - 41
Ras-related protein Rap-1b-like protein - 
CGNC Symbol 50604 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1286,61)" 2350 true 1 2813

ENSGALP00000000383 CID 1,014 - 1,024
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1286,67)" 95518 2814

ENSGALP00000015410 CID 166 - 176 actinin alpha 1 - CGNC Symbol 48956 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1286,68)" 1547 true 1.09 2815

ENSGALP00000019037 CID Feb-13
acetyl-CoA acetyltransferase 2 - CGNC 
Symbol 8861 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1286,69)" 14124 2816



ENSGALP00000015246 CID 157 - 167 peroxiredoxin 3 - CGNC Symbol 7123 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1286,72)" 3040 true 1.46 2817

ENSGALP00000024150 CID 157 - 167
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1286,76)" 7648 2818

ENSGALP00000023165 CID 387 - 397

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1287,59)" 16214 true 0.8 2819

ENSGALP00000013738 CID 142 - 152
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1287,61)" 12911 true 0.79 2820



ENSGALP00000003152 CID 681 - 690
adenosylhomocysteinase - CGNC 
Symbol 1443 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1287,64)" 19974 true 1.1 2821

ENSGALP00000039235 CID 90 - 99
cold shock domain containing E1 - 
CGNC Symbol 51115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1287,82)" 11978 true 2.71 2822

ENSGALP00000022328 CID 444 - 455
fucosidase alpha-L- 2 plasma - CGNC 
Symbol 10313 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1287,86)" 700 false 2823

ENSGALP00000023926 CID 152 - 161
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1288,63)" 19163 true 1.6 2824



ENSGALP00000039133 CID 110 - 120

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1288,65)" 71490 2825

ENSGALP00000005081 CID 37 - 47
lectin galactoside-binding soluble 2 - 
CGNC Symbol 2336 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1288,69)" 3313 2826

ENSGALP00000014509 CID Jul-18
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1288,70)" 20087 true 0.36 2827

ENSGALP00000013659 CID 289 - 299
THUMP domain containing 3 - CGNC 
Symbol 6359 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1288,71)" 4769 2828



ENSGALP00000000383 CID 356 - 366
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1288,72)" 2018 true 0.8 2829

ENSGALP00000039649 CID 49 - 58
ubiquitin conjugating enzyme E2 G1 - 
CGNC Symbol 56402 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1288,72)" 9924 true 0.71 2830

ENSGALP00000019120 CID 451 - 461
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1288,72)" 20011 false 0.49 2831

ENSGALP00000010510 CID 448 - 458
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1288,72)" 20011 false 0.49 2832



ENSGALP00000013029 CID 944 - 954
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1288,74)" 3366 2833

ENSGALP00000027974 CID 32 - 41
hemoglobin gamma A - CGNC Symbol 
50915 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1288,76)" 2907 2834

ENSGALP00000035593 CID 32 - 41 Hemoglobin subunit beta - UP P02112 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1288,76)" 2907 2835

ENSGALP00000003187 CID 358 - 367
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1289,63)" 1296 true 1.83 2836



ENSGALP00000024116 CID 272 - 282
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1289,65)" 922 false 2837

ENSGALP00000000224 CID 81 - 91
proliferating cell nuclear antigen - 
CGNC Symbol 92 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1289,65)" 7707 true 0.58 2838

ENSGALP00000025476 CID 224 - 234

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1289,66)" 3384 true 0.38 2839

ENSGALP00000026283 CID 142 - 152
glutathione transferase - CGNC Symbol 
49780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1289,68)" 275775 2840



ENSGALP00000023278 CID 314 - 324
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1289,68)" 1976 true 0.38 2841

ENSGALP00000038124 CID 2,473 - 2,483
fatty acid synthase - CGNC Symbol 
1983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1289,70)" 2699 true 2.74 2842

ENSGALP00000022629 CID 44 - 55
Gallus gallus vanin 1 (VNN1) mRNA. - 
RefSeq mRNA NM_001039288 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1289,70)" 3261 2843

ENSGALP00000029589 CID 327 - 336 septin 6 - CGNC Symbol 51720 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1289,73)" 4978 true 0.67 2844



ENSGALP00000018689 CID 340 - 349 septin 11 - CGNC Symbol 8720 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1289,73)" 4978 true 0.67 2845

ENSGALP00000036002 CID 126 - 136
RAB10 member RAS oncogene family - 
CGNC Symbol 12382 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1289,74)" 2547 true 0.58 2846

ENSGALP00000021618 CID 158 - 169
lactate dehydrogenase B - CGNC 
Symbol 10005 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1290,64)" 5228 true 2.57 2847

ENSGALP00000016120 CID 32 - 41
Ras-related protein Rap-1b-like protein - 
CGNC Symbol 50604 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1290,64)" 2359 2848



ENSGALP00000015410 CID 166 - 176 actinin alpha 1 - CGNC Symbol 48956 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1290,70)" 1679 2849

ENSGALP00000012928 CID 22 - 33
SMT3 suppressor of mif two 3 homolog 
2 (S. cerevisiae) - CGNC Symbol 55792 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1290,71)" 5307 true 0.62 2850

ENSGALP00000026509 CID 218 - 228
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1290,72)" 2750 true 0.67 2851

ENSGALP00000038912 CID 128 - 139 alpha-D-globin - CGNC Symbol 50309 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1290,78)" 138385 true 0.18 2852



ENSGALP00000008267 CID 664 - 673
G protein-coupled receptor kinase 
interactor 2 - CGNC Symbol 3839 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1291,60)" 2005 true 0.45 2853

ENSGALP00000023165 CID 387 - 397

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1291,62)" 10422 2854

ENSGALP00000013738 CID 142 - 152
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1291,63)" 10611 2855

ENSGALP00000014599 CID 117 - 127 sorcin - CGNC Symbol 51278 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1291,70)" 17585 false 0.36 2856



ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1291,70)" 73424 true 1.65 2857

ENSGALP00000040337 CID 272 - 282
G1 to S phase transition 1 - CGNC 
Symbol 54531 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1291,73)" 538 true 6.84 2858

ENSGALP00000003187 CID 279 - 289
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1291,74)" 10695 2859

ENSGALP00000015410 CID 177 - 186 actinin alpha 1 - CGNC Symbol 48956 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1291,77)" 40346 true 0.99 2860



ENSGALP00000020154 CID 414 - 423
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1292,52)" 1471 true 0.85 2861

ENSGALP00000014599 CID 107 - 116 sorcin - CGNC Symbol 51278 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1292,58)" 22382 true 2.11 2862

ENSGALP00000041690 CID 116 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1292,59)" 29654 true 0.8 2863

ENSGALP00000035973 CID 718 - 728

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1292,61)" 3992 false 0.85 2864



ENSGALP00000026550 CID 539 - 549 apolipoprotein B - CGNC Symbol 12347 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1292,61)" 3992 false 2865

ENSGALP00000023926 CID 152 - 161
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1292,68)" 43388 2866

ENSGALP00000016523 CID 339 - 348

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1292,69)" 9195 true 0.84 2867

ENSGALP00000014509 CID Jul-18
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1292,70)" 1467 2868



ENSGALP00000025475 CID 193 - 203

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1292,72)" 4357 2869

ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1292,83)" 17693 false 2870

ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1292,83)" 17693 false 2871

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1293,60)" 1506 true 1.83 2872



ENSGALP00000016260 CID 95 - 106
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1293,61)" 5017 true 0.85 2873

ENSGALP00000038124 CID 1,625 - 1,635
fatty acid synthase - CGNC Symbol 
1983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1293,71)" 1252 true 3.88 2874

ENSGALP00000020634 CID 315 - 326
cytoskeleton-associated protein 4 - 
HGNC:16991 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1293,72)" 3353 false 2875

ENSGALP00000011232 CID 377 - 386
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1293,72)" 1503 false 2876



ENSGALP00000038124 CID 2,473 - 2,483
fatty acid synthase - CGNC Symbol 
1983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1293,72)" 5328 2877

ENSGALP00000023278 CID 314 - 324
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1293,75)" 351 true 2.73 2878

ENSGALP00000036720 CID 4,075 - 4,085
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1293,80)" 5223 true 1.37 2879

ENSGALP00000015665 CID 218 - 228 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1294,60)" 3234 true 0.3 2880



ENSGALP00000021618 CID 158 - 169
lactate dehydrogenase B - CGNC 
Symbol 10005 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1294,66)" 17871 2881

ENSGALP00000007493 CID 28 - 39
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1294,68)" 29358 true 1.71 2882

ENSGALP00000035339 CID 78 - 89

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1294,68)" 6455 2883

ENSGALP00000026286 CID 142 - 152
glutathione S-transferase alpha 3 - 
CGNC Symbol 49941 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1294,68)" 7807 true 4.81 2884



ENSGALP00000002322 CID 175 - 184
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1294,68)" 8178 true 0.81 2885

ENSGALP00000009669 CID 987 - 997
dedicator of cytokinesis 11 - CGNC 
Symbol 51664 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1294,75)" 241 false 2886

ENSGALP00000040890 CID 358 - 368
Sad1 and UNC84 domain containing 2 - 
CGNC Symbol 50656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1295,60)" 3885 true 0.53 2887

ENSGALP00000018424 CID 194 - 204 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1295,64)" 14491 2888



ENSGALP00000020563 CID 325 - 335
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1295,66)" 2881 2889

ENSGALP00000008056 CID 472 - 481
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1295,67)" 3107 true 2.58 2890

ENSGALP00000013963 CID 747 - 756
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1295,69)" 1804 false 0.62 2891

ENSGALP00000003152 CID 681 - 690
adenosylhomocysteinase - CGNC 
Symbol 1443 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1295,69)" 14241 true 1.1 2892



ENSGALP00000036122 CID 128 - 138

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1296,57)" 24860 true 2.25 2893

ENSGALP00000014599 CID 107 - 116 sorcin - CGNC Symbol 51278 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1296,60)" 46201 2894

ENSGALP00000041690 CID 116 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1296,60)" 19024 2895

ENSGALP00000000639 CID 255 - 264 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1296,66)" 9196 false 2896



ENSGALP00000009665 CID 108 - 117
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1296,66)" 4164 true 1.32 2897

ENSGALP00000016523 CID 339 - 348

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1296,72)" 61945 true 2.47 2898

ENSGALP00000026858 CID Feb-14

minichromosome maintenance 
complex component 3 - CGNC Symbol 
12496 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1297,63)" 11108 2899

ENSGALP00000018372 CID 103 - 113
sulfotransferase family cytosolic 6B 
member 1-like - CGNC Symbol 51503 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1297,67)" 1610 2900



ENSGALP00000041195 CID 157 - 166
Hsap of 9: toll like receptor adaptor 
molecule 2 - HGNC:21354 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1297,69)" 24344 2901

ENSGALP00000013122 CID 406 - 417
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1297,70)" 2848 true 0.85 2902

ENSGALP00000035366 CID 383 - 393
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1297,80)" 10588 false 2903

ENSGALP00000015665 CID 218 - 228 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1298,62)" 970 2904



ENSGALP00000007493 CID 28 - 39
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1298,69)" 40754 2905

ENSGALP00000012928 CID 22 - 33
SMT3 suppressor of mif two 3 homolog 
2 (S. cerevisiae) - CGNC Symbol 55792 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1298,76)" 2829 true 0.62 2906

ENSGALP00000026509 CID 218 - 228
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1298,78)" 877 true 0.67 2907

ENSGALP00000038912 CID 128 - 139 alpha-D-globin - CGNC Symbol 50309 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1298,83)" 20962 true 0.18 2908



ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1299,75)" 124574 true 1.65 2909

ENSGALP00000036122 CID 128 - 138

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1300,60)" 65102 2910

ENSGALP00000020563 CID 313 - 324
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1300,62)" 9929 2911

ENSGALP00000018424 CID 143 - 152 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1300,62)" 7767 2912



ENSGALP00000011673 CID 163 - 172
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1300,68)" 2121 true 1.04 2913

ENSGALP00000009665 CID 108 - 117
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1300,71)" 768 2914

ENSGALP00000019365 CID Jul-18 annexin A5 - CGNC Symbol 9009 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1300,71)" 365404 2915

ENSGALP00000008236 CID 74 - 83
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1300,81)" 4818 true 2.29 2916



ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1301,65)" 3289 true 1.83 2917

ENSGALP00000015665 CID 245 - 254 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1301,68)" 2378 false 2918

ENSGALP00000008578 CID 841 - 852
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1301,69)" 1716 false 2919

ENSGALP00000016447 CID 27 - 37
ribosomal protein S8 - CGNC Symbol 
52222 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1301,72)" 50388 true 1.39 2920



ENSGALP00000007705 CID 39 - 48
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1301,74)" 39981 true 0.42 2921

ENSGALP00000000261 CID 22 - 33
defender against cell death 1 - CGNC 
Symbol 111 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1302,64)" 850 true 4.37 2922

ENSGALP00000027391 CID 399 - 409
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1302,67)" 4326 false 2923

ENSGALP00000026286 CID 142 - 152
glutathione S-transferase alpha 3 - 
CGNC Symbol 49941 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1302,71)" 52056 true 4.81 2924



ENSGALP00000013738 CID 142 - 152
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1303,61)" 607 true 0.7 2925

ENSGALP00000026270 CID 531 - 540
glutamate-cysteine ligase catalytic 
subunit - CGNC Symbol 12202 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1303,65)" 1353 true 2.15 2926

ENSGALP00000008056 CID 472 - 481
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1303,72)" 13320 true 2.58 2927

ENSGALP00000006240 CID 1,926 - 1,936
collagen type VI alpha 3 - CGNC Symbol 
2875 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1303,78)" 5221 true 3.03 2928



ENSGALP00000005271 CID 299 - 310
eukaryotic translation initiation factor 3 
subunit I - CGNC Symbol 2428 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1304,59)" 2316 true 1.82 2929

ENSGALP00000020445 CID 1,445 - 1,454
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1304,74)" 11208 true 1.11 2930

ENSGALP00000014737 CID Jul-18
VMA21 vacuolar H+-ATPase homolog 
(S. cerevisiae) - CGNC Symbol 51726 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1305,71)" 21573 true 0.19 2931

ENSGALP00000007705 CID 39 - 48
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1305,76)" 16225 2932



ENSGALP00000016523 CID 394 - 403

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1305,84)" 4467 false 2933

ENSGALP00000035366 CID 383 - 393
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1305,84)" 4467 2934

ENSGALP00000000261 CID 22 - 33
defender against cell death 1 - CGNC 
Symbol 111 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1306,66)" 5924 2935

ENSGALP00000028016 CID 2-Dec
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1306,77)" 1614 true 0.84 2936



ENSGALP00000013029 CID 411 - 422
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1306,78)" 4760 true 0.8 2937

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1307,69)" 6978 true 1.62 2938

ENSGALP00000005520 CID 332 - 343
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1307,91)" 1050 false 2939

ENSGALP00000011717 CID 34 - 45
ribosomal protein large P0 - CGNC 
Symbol 49505 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1308,67)" 3058 true 1.96 2940



ENSGALP00000003954 CID 260 - 270
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1308,68)" 4991 true 0.61 2941

ENSGALP00000042317 CID Sep-19
regulator of chromosome condensation 
1 - HGNC:1913 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1308,71)" 9699 true 0.66 2942

ENSGALP00000015560 CID 144 - 154
eukaryotic translation initiation factor 2 
subunit alpha - CGNC Symbol 7281 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1308,72)" 17292 true 3.57 2943

ENSGALP00000018939 CID 122 - 132
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1308,74)" 35528 2944



ENSGALP00000021034 CID 340 - 349

minichromosome maintenance 
complex component 4 - CGNC Symbol 
9780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1308,81)" 9456 false 5.2 2945

ENSGALP00000010800 CID 45 - 55
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1308,84)" 91763 true 0.97 2946

ENSGALP00000038287 CID Jun-15 calponin 3 acidic - CGNC Symbol 4166 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1309,64)" 7097 2947

ENSGALP00000018265 CID 216 - 226

serpin peptidase inhibitor clade H (heat 
shock protein 47) member 1 (collagen 
binding protein 1) - CGNC Symbol 8518 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1309,68)" 20337 2948



ENSGALP00000005245 CID 93 - 102
flavin-containing monooxygenase 3 - 
CGNC Symbol 49237 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1309,70)" 9924 2949

ENSGALP00000019832 CID 318 - 329
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1309,70)" 11737 true 1.33 2950

ENSGALP00000042988 CID 171 - 181
proteasome subunit beta 2 - 
HGNC:9539 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1309,73)" 14460 true 1.36 2951

ENSGALP00000014737 CID Jul-18
VMA21 vacuolar H+-ATPase homolog 
(S. cerevisiae) - CGNC Symbol 51726 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1309,74)" 1477 2952



ENSGALP00000016447 CID 27 - 37
ribosomal protein S8 - CGNC Symbol 
52222 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1309,78)" 70501 true 1.39 2953

ENSGALP00000016080 CID 239 - 248
cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 7517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1310,55)" 2799 true 4.28 2954

ENSGALP00000018740 CID 1,089 - 1,098
complement component 3 - CGNC 
Symbol 8744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1310,55)" 2799 2955

ENSGALP00000013574 CID 106 - 117
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1310,55)" 2118 true 4.28 2956



ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - CGNC Symbol 
49056 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1310,66)" 16148 true 1.71 2957

ENSGALP00000017347 CID 220 - 231
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1310,74)" 7992 2958

ENSGALP00000041772 CID 216 - 227

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1310,80)" 2160 true 0.62 2959

ENSGALP00000013029 CID 411 - 422
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1310,81)" 10933 2960



ENSGALP00000028016 CID 2-Dec
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1310,81)" 3014 true 0.71 2961

ENSGALP00000038209 CID 60 - 69
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1311,67)" 14523 true 0.74 2962

ENSGALP00000026270 CID 531 - 540
glutamate-cysteine ligase catalytic 
subunit - CGNC Symbol 12202 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1311,69)" 2913 true 2.15 2963

ENSGALP00000013240 CID 202 - 211
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1311,70)" 3519 true 1.25 2964



ENSGALP00000015057 CID 84 - 95
fibrinogen beta chain - CGNC Symbol 
7036 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1311,72)" 10014 true 1.8 2965

ENSGALP00000018441 CID Aug-19
aspartyl aminopeptidase - CGNC 
Symbol 8600 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1311,74)" 2672 true 1.18 2966

ENSGALP00000007287 CID 105 - 117
ribosomal protein S14 - CGNC Symbol 
3393 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1311,75)" 13166 false 1.01 2967

ENSGALP00000006832 CID 3,657 - 3,669
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1311,75)" 3757 false 3.53 2968



ENSGALP00000003172 CID 1,155 - 1,166
WD repeat domain 33 - CGNC Symbol 
1450 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1312,58)" 1444 true 0.79 2969

ENSGALP00000000734 CID Dec-23
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1312,75)" 479 false 2970

ENSGALP00000010800 CID 45 - 55
actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 50145 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1312,86)" 112043 2971

ENSGALP00000041974 CID 156 - 165
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1313,62)" 1968 true 0.36 2972



ENSGALP00000009402 CID 464 - 472
arachidonate 5-lipoxygenase - CGNC 
Symbol 4373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1313,63)" 12460 2973

ENSGALP00000020445 CID 1,081 - 1,091
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1313,74)" 8694 true 1.49 2974

ENSGALP00000019832 CID 318 - 329
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1313,74)" 13386 2975

ENSGALP00000016334 CID 34 - 46
proteasome subunit alpha 6 - CGNC 
Symbol 7649 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1313,76)" 9938 true 1.27 2976



ENSGALP00000003899 CID 353 - 363
methionine adenosyltransferase I alpha 
- CGNC Symbol 1773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1313,77)" 1645 true 5.26 2977

ENSGALP00000036970 CID 140 - 151
heme oxygenase 1 - CGNC Symbol 
49737 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1313,80)" 586 false 2978

ENSGALP00000013574 CID 106 - 117
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1314,57)" 9368 2979

ENSGALP00000016080 CID 239 - 248
cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 7517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1314,58)" 3565 2980



ENSGALP00000000383 CID 1,347 - 1,357
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1314,59)" 22601 2981

ENSGALP00000003455 CID 30 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1314,61)" 3042 true 7.87 2982

ENSGALP00000027488 CID 796 - 806
periostin osteoblast specific factor - 
CGNC Symbol 12805 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1314,73)" 2549 2983

ENSGALP00000038626 CID 233 - 243
lactate dehydrogenase A - CGNC 
Symbol 49707 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1314,76)" 3212 false 2984



ENSGALP00000008128 CID 1,513 - 1,523
nucleoporin 210kDa - CGNC Symbol 
3777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1315,58)" 1399 false 2985

ENSGALP00000038124 CID 60 - 70
fatty acid synthase - CGNC Symbol 
1983 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1315,72)" 3374 false 2986

ENSGALP00000003089 CID 513 - 524
valosin containing protein - CGNC 
Symbol 53073 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1315,73)" 5991 true 3.53 2987

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1315,75)" 13548 true 1.62 2988



ENSGALP00000018441 CID Aug-19
aspartyl aminopeptidase - CGNC 
Symbol 8600 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1315,76)" 4848 2989

ENSGALP00000016363 CID 260 - 270
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1315,77)" 8887 false 2990

ENSGALP00000007287 CID 105 - 117
ribosomal protein S14 - CGNC Symbol 
3393 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1315,78)" 12763 false 1.01 2991

ENSGALP00000021708 CID 47 - 57
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1316,63)" 31944 true 1.25 2992



ENSGALP00000006240 CID 599 - 608
collagen type VI alpha 3 - CGNC Symbol 
2875 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1316,63)" 8827 2993

ENSGALP00000003823 CID 544 - 554
complement factor H-related 2 - CGNC 
Symbol 53547 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1316,64)" 2578 2994

ENSGALP00000003954 CID 260 - 270
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1316,72)" 2466 true 0.61 2995

ENSGALP00000011717 CID 34 - 45
ribosomal protein large P0 - CGNC 
Symbol 49505 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1316,72)" 7481 true 1.96 2996



ENSGALP00000024283 CID 171 - 182
ribosomal protein S6 - CGNC Symbol 
49670 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1316,72)" 14412 2997

ENSGALP00000027953 CID 95 - 106
ribosomal protein S3 - CGNC Symbol 
13020 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1316,73)" 35109 true 2.77 2998

ENSGALP00000042317 CID Sep-19
regulator of chromosome condensation 
1 - HGNC:1913 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1316,74)" 6111 true 0.66 2999

ENSGALP00000027974 CID 32 - 41
hemoglobin gamma A - CGNC Symbol 
50915 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1316,76)" 443742 true 0.09 3000



ENSGALP00000035593 CID 32 - 41 Hemoglobin subunit beta - UP P02112 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1316,76)" 443742 true 0.09 3001

ENSGALP00000007763 CID 27 - 37
ribosomal protein S24 - CGNC Symbol 
3616 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1316,79)" 2234 false 3002

ENSGALP00000020445 CID 1,445 - 1,454
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1316,83)" 7983 true 1.11 3003

ENSGALP00000024116 CID 838 - 848
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1316,84)" 203 false 3004



ENSGALP00000025125 CID 287 - 296
LDL receptor related protein associated 
protein 1 - CGNC Symbol 11638 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1316,84)" 203 3005

ENSGALP00000041974 CID 156 - 165
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1317,64)" 2409 3006

ENSGALP00000043400 CID Oct-20
thioredoxin domain containing 17 - 
HGNC:28218 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1317,69)" 28927 3007

ENSGALP00000016334 CID 34 - 46
proteasome subunit alpha 6 - CGNC 
Symbol 7649 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1317,78)" 12613 3008



ENSGALP00000003899 CID 353 - 363
methionine adenosyltransferase I alpha 
- CGNC Symbol 1773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1317,81)" 4738 3009

ENSGALP00000036720 CID 2,565 - 2,573
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1318,53)" 782 true 1.24 3010

ENSGALP00000003455 CID 30 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1318,64)" 29663 3011

ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - CGNC Symbol 
49056 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1318,71)" 30009 true 1.71 3012



ENSGALP00000038878 CID 200 - 210
collagen type VI alpha 1 - CGNC Symbol 
4468 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1318,75)" 7050 3013

ENSGALP00000004444 CID 35 - 46
vesicle amine transport 1 - CGNC 
Symbol 2031 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1318,81)" 2538 true 1.6 3014

ENSGALP00000002525 CID 388 - 397 septin 9 - CGNC Symbol 50494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1319,69)" 19968 true 0.41 3015

ENSGALP00000013240 CID 202 - 211
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1319,75)" 4416 true 1.25 3016



ENSGALP00000027779 CID 293 - 303

chromosome 1 open reading frame 
human C11orf54 - Refseq 
NP_001264206 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1319,77)" 13859 true 2.67 3017

ENSGALP00000021708 CID 47 - 57
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1320,65)" 39951 3018

ENSGALP00000030644 CID 1,743 - 1,754
sodium channel voltage-gated type V 
alpha subunit - CGNC Symbol 49568 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1320,70)" 3413 false 0.5 3019

ENSGALP00000002252 CID 26 - 37
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1320,71)" 892 false 3020



ENSGALP00000021618 CID 233 - 243
lactate dehydrogenase B - CGNC 
Symbol 10005 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1320,71)" 31642 true 3.39 3021

ENSGALP00000027953 CID 95 - 106
ribosomal protein S3 - CGNC Symbol 
13020 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1320,75)" 104444 3022

ENSGALP00000000509 CID 78 - 88

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1320,76)" 776 false 3023

ENSGALP00000027974 CID 32 - 41
hemoglobin gamma A - CGNC Symbol 
50915 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1320,77)" 6908 3024



ENSGALP00000035593 CID 32 - 41 Hemoglobin subunit beta - UP P02112 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1320,77)" 6908 3025

ENSGALP00000039872 CID 233 - 242
regulator of chromosome condensation 
2 - CGNC Symbol 287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1321,63)" 34099 true 0.41 3026

ENSGALP00000008863 CID 420 - 430
transmembrane 9 superfamily member 
3 - CGNC Symbol 4123 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1321,68)" 1825 3027

ENSGALP00000005132 CID 295 - 305
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1321,73)" 762 true 1.32 3028



ENSGALP00000016147 CID 401 - 412
MYST histone acetyltransferase 2 - 
CGNC Symbol 52487 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1321,73)" 3457 true 1.08 3029

ENSGALP00000013174 CID 1-Nov
ribosomal protein S27a - CGNC Symbol 
49483 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1321,76)" 13976 false 3030

ENSGALP00000020445 CID 1,081 - 1,091
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1321,80)" 12831 true 1.49 3031

ENSGALP00000038761 CID 485 - 496 KIAA1328 - CGNC Symbol 52923 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1322,65)" 2660 false 0.76 3032



ENSGALP00000007185 CID 186 - 197
glutathione peroxidase 3 - CGNC 
Symbol 53151 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1322,74)" 8898 3033

ENSGALP00000003717 CID 397 - 407
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1322,75)" 2685 3034

ENSGALP00000039931 CID 26 - 37
proteasome 26S subunit non-ATPase 
11 - CGNC Symbol 17043 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1322,79)" 1430 true 0.77 3035

ENSGALP00000042479 CID 241 - 251
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1323,66)" 5113 true 2.36 3036



ENSGALP00000020561 CID 358 - 368
RNA 2' 3'-cyclic phosphate and 5'-OH 
ligase - CGNC Symbol 9570 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1323,71)" 8555 true 2.36 3037

ENSGALP00000002525 CID 388 - 397 septin 9 - CGNC Symbol 50494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1323,72)" 3774 3038

ENSGALP00000027779 CID 293 - 303

chromosome 1 open reading frame 
human C11orf54 - Refseq 
NP_001264206 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1323,80)" 37449 3039

ENSGALP00000014107 CID 191 - 201 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1324,62)" 3286 true 0.89 3040



ENSGALP00000005643 CID 81 - 91

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1324,65)" 3295 true 1.02 3041

ENSGALP00000008236 CID 1,203 - 1,213
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1324,69)" 1554 true 1.26 3042

ENSGALP00000013574 CID 447 - 458
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1324,71)" 7652 true 7.29 3043

ENSGALP00000028664 CID 358 - 368
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1324,72)" 4797 false 0.53 3044



ENSGALP00000021618 CID 233 - 243
lactate dehydrogenase B - CGNC 
Symbol 10005 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1324,74)" 112289 3045

ENSGALP00000009665 CID 154 - 164
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1324,78)" 936 true 0.41 3046

ENSGALP00000039872 CID 233 - 242
regulator of chromosome condensation 
2 - CGNC Symbol 287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1325,65)" 9928 3047

ENSGALP00000003423 CID 907 - 917
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1325,67)" 7679 true 0.66 3048



ENSGALP00000005132 CID 295 - 305
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1325,72)" 7728 true 1.11 3049

ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1325,72)" 18710 true 0.57 3050

ENSGALP00000039878 CID 27 - 37
ubiquitin associated protein 2-like - 
CGNC Symbol 17025 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1325,74)" 3132 true 1.1 3051

ENSGALP00000000639 CID 128 - 137 lamin B2 - CGNC Symbol 49708 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1325,79)" 58326 true 0.11 3052



ENSGALP00000025476 CID 403 - 412

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1326,62)" 10794 true 0.38 3053

ENSGALP00000011689 CID 36 - 47
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1326,70)" 1980 true 17.05 3054

ENSGALP00000016450 CID 30 - 39 glyoxalase I - CGNC Symbol 7697 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1326,70)" 10939 true 1.16 3055

ENSGALP00000037462 CID 312 - 322 thymopoietin - CGNC Symbol 50621 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1326,76)" 13881 true 0.39 3056



ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC 
Symbol 7795 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1327,66)" 11122 true 1.81 3057

ENSGALP00000042479 CID 241 - 251
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1327,67)" 10096 3058

ENSGALP00000027779 CID 180 - 190

chromosome 1 open reading frame 
human C11orf54 - Refseq 
NP_001264206 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1327,69)" 496 3059

ENSGALP00000006284 CID 58 - 69

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1327,72)" 5050 true 1.2 3060



ENSGALP00000009709 CID 611 - 623

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1327,72)" 1782 true 0.83 3061

ENSGALP00000005653 CID 1,202 - 1,213 fibronectin 1 - CGNC Symbol 2613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1327,79)" 11173 3062

ENSGALP00000014107 CID 191 - 201 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1328,65)" 25021 3063

ENSGALP00000042900 CID 123 - 132

PAF1 homolog Paf1/RNA polymerase II 
complex component - CGNC Symbol 
64966 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1328,68)" 11002 true 7.41 3064



ENSGALP00000013240 CID 546 - 556
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1328,83)" 514 false 3065

ENSGALP00000015410 CID 696 - 705 actinin alpha 1 - CGNC Symbol 48956 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1329,64)" 5564 true 1.03 3066

ENSGALP00000003423 CID 907 - 917
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1329,70)" 569 3067

ENSGALP00000009873 CID 203 - 213
collagen type VI alpha 2 - CGNC Symbol 
4597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1329,71)" 13543 3068



ENSGALP00000022235 CID 280 - 289
CNDP dipeptidase 2 (metallopeptidase 
M20 family) - CGNC Symbol 13892 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1329,74)" 671 3069

ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1329,75)" 9134 3070

ENSGALP00000039878 CID 27 - 37
ubiquitin associated protein 2-like - 
CGNC Symbol 17025 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1329,75)" 3504 3071

ENSGALP00000005132 CID 295 - 305
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1329,77)" 1906 true 1.32 3072



ENSGALP00000016196 CID Feb-13
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1329,79)" 388 true 1.49 3073

ENSGALP00000021255 CID 503 - 513
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1329,85)" 1479 true 0.77 3074

ENSGALP00000025476 CID 403 - 412

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1330,64)" 3721 3075

ENSGALP00000039965 CID 551 - 562
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1330,70)" 1196 true 2.14 3076



ENSGALP00000016450 CID 30 - 39 glyoxalase I - CGNC Symbol 7697 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1330,72)" 5990 3077

ENSGALP00000011689 CID 36 - 47
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1330,72)" 43320 3078

ENSGALP00000041816 CID 97 - 107
calcium binding protein 39 - 
HGNC:20292 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1330,75)" 15343 true 0.49 3079

ENSGALP00000033594 CID 34 - 46
phosphohistidine phosphatase 1 - 
CGNC Symbol 14487 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1330,77)" 6553 false 3080



ENSGALP00000002828 CID 439 - 448
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1330,79)" 18067 true 3.3 3081

ENSGALP00000039931 CID 26 - 37
proteasome 26S subunit non-ATPase 
11 - CGNC Symbol 17043 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1330,85)" 1096 true 0.77 3082

ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC 
Symbol 7795 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1331,69)" 20666 3083

ENSGALP00000007055 CID 60 - 70
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1331,71)" 23725 true 2.1 3084



ENSGALP00000005668 CID 338 - 350 vitronectin - CGNC Symbol 2621 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1331,71)" 12761 3085

ENSGALP00000033650 CID 297 - 308
FYN binding protein - CGNC Symbol 
2773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1331,74)" 2847 true 0.37 3086

ENSGALP00000038753 CID 801 - 812 coronin 7 - CGNC Symbol 50317 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1331,75)" 6179 true 0.6 3087

ENSGALP00000039265 CID 604 - 615
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1331,76)" 13533 true 2.1 3088



ENSGALP00000026550 CID 4,587 - 4,598 apolipoprotein B - CGNC Symbol 12347 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1331,78)" 5409 3089

ENSGALP00000024710 CID 81 - 93
ribosomal protein L24 - CGNC Symbol 
50756 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1331,78)" 5113 true 1.94 3090

ENSGALP00000005367 CID 208 - 220

aminoacyl tRNA synthetase complex-
interacting multifunctional protein 2 - 
CGNC Symbol 54930 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1331,78)" 3793 true 0.97 3091

ENSGALP00000014097 CID 1-Dec
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1332,61)" 128649 3092



ENSGALP00000004104 CID 229 - 238
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1332,67)" 9030 3093

ENSGALP00000011843 CID 154 - 164
catenin (cadherin-associated protein) 
delta 1 - CGNC Symbol 53492 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1332,69)" 6131 3094

ENSGALP00000042900 CID 123 - 132

PAF1 homolog Paf1/RNA polymerase II 
complex component - CGNC Symbol 
64966 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1332,70)" 5393 3095

ENSGALP00000026550 CID 3,735 - 3,746 apolipoprotein B - CGNC Symbol 12347 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1332,74)" 3748 3096



ENSGALP00000013574 CID 447 - 458
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1332,77)" 67752 true 7.29 3097

ENSGALP00000038925 CID 154 - 166
lectin mannose binding 1 - CGNC 
Symbol 2024 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1332,77)" 1812 true 0.71 3098

ENSGALP00000020268 CID 543 - 553
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1332,78)" 9571 false 3099

ENSGALP00000003175 CID 169 - 178
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1333,65)" 2649 3100



ENSGALP00000015410 CID 696 - 705 actinin alpha 1 - CGNC Symbol 48956 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1333,66)" 4821 3101

ENSGALP00000011488 CID 1-Dec malectin - CGNC Symbol 5363 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1333,71)" 55718 3102

ENSGALP00000036405 CID 299 - 309
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1333,72)" 2203 true 1.36 3103

ENSGALP00000019161 CID 516 - 527
WW domain binding protein 11 - CGNC 
Symbol 53212 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1333,74)" 15838 false 0.12 3104



ENSGALP00000022004 CID 66 - 76 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1333,74)" 15838 false 3105

ENSGALP00000016080 CID 554 - 564
cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 7517 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1333,75)" 5771 false 0.39 3106

ENSGALP00000009665 CID 931 - 943
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1333,75)" 5771 true 0.39 3107

ENSGALP00000009709 CID 272 - 282

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1333,77)" 1828 true 0.09 3108



ENSGALP00000021314 CID 485 - 497 caldesmon 1 - CGNC Symbol 9884 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1333,77)" 18008 false 3109

ENSGALP00000021472 CID 170 - 180
fumarate hydratase - CGNC Symbol 
9939 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1333,80)" 1681 true 1.21 3110

ENSGALP00000016196 CID Feb-13
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1333,80)" 690 true 1.49 3111

ENSGALP00000000639 CID 128 - 137 lamin B2 - CGNC Symbol 49708 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1333,84)" 5703 true 0.11 3112



ENSGALP00000003455 CID 30 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1334,63)" 2969 3113

ENSGALP00000010510 CID 78 - 88
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1334,65)" 3451 true 0.86 3114

ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - CGNC Symbol 
49056 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1334,70)" 2040 true 0.47 3115

ENSGALP00000039965 CID 551 - 562
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1334,72)" 2557 3116



ENSGALP00000022269 CID 169 - 179

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1334,74)" 6297 true 3.38 3117

ENSGALP00000013682 CID Dec-25
glutathione S-transferase omega 1 - 
CGNC Symbol 52072 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1334,75)" 8652 true 1.48 3118

ENSGALP00000041816 CID 97 - 107
calcium binding protein 39 - 
HGNC:20292 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1334,77)" 4314 3119

ENSGALP00000003431 CID 193 - 204

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1334,80)" 2068 3120



ENSGALP00000009873 CID 412 - 425
collagen type VI alpha 2 - CGNC Symbol 
4597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1335,66)" 1397 3121

ENSGALP00000027541 CID 115 - 127
high mobility group box 1 - CGNC 
Symbol 49444 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1335,70)" 16467 true 0.43 3122

ENSGALP00000027534 CID 275 - 285
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1335,72)" 4063 true 3.43 3123

ENSGALP00000012163 CID 950 - 962
transcription elongation regulator 1 - 
CGNC Symbol 5680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1335,72)" 4063 3124



ENSGALP00000007055 CID 60 - 70
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1335,73)" 57889 3125

ENSGALP00000006284 CID 58 - 69

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1335,76)" 5288 true 1.2 3126

ENSGALP00000038753 CID 801 - 812 coronin 7 - CGNC Symbol 50317 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1335,77)" 4067 3127

ENSGALP00000038904 CID 129 - 140

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1335,78)" 45074 true 0.03 3128



ENSGALP00000039265 CID 604 - 615
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1335,79)" 9959 3129

ENSGALP00000002625 CID 455 - 465

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1336,66)" 2958 true 5.59 3130

ENSGALP00000004840 CID 322 - 332
replication protein A1 - CGNC Symbol 
2225 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1336,80)" 227 true 0.82 3131

ENSGALP00000020310 CID 514 - 525
SET binding factor 1 - CGNC Symbol 
9447 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1336,85)" 1134 false 3132



ENSGALP00000017856 CID 2-Dec
transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 51305 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1337,57)" 4138 3133

ENSGALP00000000170 CID 107 - 118
receptor for activated C kinase 1 - 
CGNC Symbol 61 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1337,66)" 5817 true 2.35 3134

ENSGALP00000008863 CID 212 - 221
transmembrane 9 superfamily member 
3 - CGNC Symbol 4123 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1337,67)" 8645 true 2.8 3135

ENSGALP00000015626 CID 143 - 154
phosphoenolpyruvate carboxykinase 2 
(mitochondrial) - CGNC Symbol 49813 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1337,68)" 3982 false 3136



ENSGALP00000036405 CID 299 - 309
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1337,75)" 2340 3137

ENSGALP00000012376 CID 339 - 349

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1337,79)" 2230 3138

ENSGALP00000035658 CID 104 - 114
paraspeckle component 1 - CGNC 
Symbol 50884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1338,67)" 9688 true 0.9 3139

ENSGALP00000036720 CID 1,310 - 1,319
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1338,67)" 1225 3140



ENSGALP00000011574 CID 70 - 80
dynein light chain 1 cytoplasmic - CGNC 
Symbol 53172 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1338,67)" 3652 true 1.27 3141

ENSGALP00000007237 CID 250 - 259
RNA binding motif protein 22 - CGNC 
Symbol 3366 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1338,67)" 5836 true 0.85 3142

ENSGALP00000002235 CID 30 - 41 stathmin 1 - CGNC Symbol 49630 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1338,71)" 5260 false 3143

ENSGALP00000027194 CID 1,072 - 1,082
tripeptidyl peptidase II - CGNC Symbol 
12657 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1338,74)" 12607 false 3.66 3144



ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1338,74)" 12607 3145

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1338,74)" 12607 true 0.92 3146

ENSGALP00000002828 CID 439 - 448
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1338,83)" 79059 true 3.3 3147

ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1339,59)" 81452 true 2.8 3148



ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1339,59)" 81452 true 2.8 3149

ENSGALP00000015369 CID 191 - 201
mitochondrial amidoxime reducing 
component 2 - CGNC Symbol 53405 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1339,70)" 2258 true 8.32 3150

ENSGALP00000025475 CID 131 - 142

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1339,70)" 4215 true 0.83 3151

ENSGALP00000025476 CID 162 - 173

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1339,70)" 4215 true 0.83 3152



ENSGALP00000016523 CID 42 - 53

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1339,73)" 2754 false 3153

ENSGALP00000020744 CID 102 - 113
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1339,73)" 2754 false 3154

ENSGALP00000018410 CID 831 - 841
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1339,75)" 2411 true 1.11 3155

ENSGALP00000038904 CID 129 - 140

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1339,83)" 633 true 1.11 3156



ENSGALP00000019569 CID 141 - 151

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1339,83)" 633 false 0.39 3157

ENSGALP00000024710 CID 81 - 93
ribosomal protein L24 - CGNC Symbol 
50756 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1339,83)" 8556 true 1.94 3158

ENSGALP00000020641 CID 186 - 197
aldehyde dehydrogenase 5 family 
member A1 - CGNC Symbol 9610 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1339,83)" 8556 false 0.65 3159

ENSGALP00000025475 CID 258 - 267

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1340,65)" 5673 true 1.19 3160



ENSGALP00000016536 CID 530 - 540
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1340,68)" 840 true 1.5 3161

ENSGALP00000002625 CID 455 - 465

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1340,68)" 20039 3162

ENSGALP00000035478 CID 1,627 - 1,639 filamin B beta - CGNC Symbol 49141 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1340,75)" 1857 true 3.2 3163

ENSGALP00000022004 CID 168 - 178 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1340,79)" 6910 true 1.47 3164



ENSGALP00000039954 CID 220 - 230 Hsap of 1: formin like 1 - HGNC:1212 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1340,82)" 34086 false 1.25 3165

ENSGALP00000004817 CID 97 - 107 peroxiredoxin 6 - CGNC Symbol 2214 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1340,82)" 34086 true 0.79 3166

ENSGALP00000015735 CID 236 - 246
Sjogren syndrome antigen B - CGNC 
Symbol 7359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1341,56)" 4438 true 1.43 3167

ENSGALP00000001474 CID 325 - 334

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1341,63)" 1934 true 1.43 3168



ENSGALP00000000170 CID 107 - 118
receptor for activated C kinase 1 - 
CGNC Symbol 61 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1341,69)" 14046 3169

ENSGALP00000008863 CID 212 - 221
transmembrane 9 superfamily member 
3 - CGNC Symbol 4123 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1341,70)" 25555 3170

ENSGALP00000019087 CID 238 - 247
protein disulfide isomerase family A 
member 5 - CGNC Symbol 8884 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1341,70)" 3640 false 3171

ENSGALP00000011559 CID 78 - 88

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1342,60)" 1842 true 1.5 3172



ENSGALP00000035658 CID 104 - 114
paraspeckle component 1 - CGNC 
Symbol 50884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1342,69)" 10864 3173

ENSGALP00000033741 CID 74 - 84
EF-hand domain family member D1 - 
CGNC Symbol 52247 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1342,71)" 9181 true 0.81 3174

ENSGALP00000037462 CID 312 - 322 thymopoietin - CGNC Symbol 50621 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1342,75)" 3170 true 0.81 3175

ENSGALP00000042900 CID 414 - 427

PAF1 homolog Paf1/RNA polymerase II 
complex component - CGNC Symbol 
64966 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1342,76)" 2413 3176



ENSGALP00000009665 CID 317 - 327
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1342,77)" 1545 true 0.99 3177

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1342,77)" 12187 true 0.92 3178

ENSGALP00000022269 CID 169 - 179

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1342,80)" 22565 true 3.38 3179

ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1343,61)" 220498 3180



ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1343,61)" 220498 3181

ENSGALP00000027981 CID 140 - 149
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1343,62)" 1006 true 0.57 3182

ENSGALP00000025475 CID 131 - 142

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1343,70)" 6884 3183

ENSGALP00000025476 CID 162 - 173

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1343,70)" 6884 3184



ENSGALP00000015369 CID 191 - 201
mitochondrial amidoxime reducing 
component 2 - CGNC Symbol 53405 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1343,75)" 23081 3185

ENSGALP00000019120 CID 240 - 249
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1343,75)" 5084 true 0.83 3186

ENSGALP00000002695 CID 306 - 316

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1343,75)" 4681 true 1.82 3187

ENSGALP00000017367 CID 121 - 130

Gallus gallus mago-nashi homolog 2 
(MAGOH2) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308098 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1343,77)" 5186 true 1.22 3188



ENSGALP00000024167 CID 685 - 696 transportin 1 - CGNC Symbol 11160 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1343,77)" 1170 true 1.32 3189

ENSGALP00000027534 CID 275 - 285
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1343,77)" 18160 true 3.43 3190

ENSGALP00000025475 CID 258 - 267

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1344,65)" 4993 3191

ENSGALP00000039157 CID 18 - 28 ATP citrate lyase - CGNC Symbol 2533 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1344,69)" 4630 3192



ENSGALP00000042834 CID 295 - 305 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1344,73)" 5408 3193

ENSGALP00000035478 CID 1,627 - 1,639 filamin B beta - CGNC Symbol 49141 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1344,76)" 7195 3194

ENSGALP00000015735 CID 236 - 246
Sjogren syndrome antigen B - CGNC 
Symbol 7359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1345,60)" 7178 3195

ENSGALP00000020744 CID 671 - 681
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1345,65)" 851 true 7.05 3196



ENSGALP00000001474 CID 325 - 334

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1345,66)" 19322 3197

ENSGALP00000005680 CID 163 - 172 adenylate kinase 2 - CGNC Symbol 2627 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1345,68)" 14762 true 1.44 3198

ENSGALP00000011510 CID 83 - 92
apolipoprotein A-I - CGNC Symbol 
49860 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1345,71)" 4095 3199

ENSGALP00000011881 CID 489 - 499
citron rho-interacting serine/threonine 
kinase - CGNC Symbol 5556 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1345,76)" 2750 true 0.67 3200



ENSGALP00000035658 CID 198 - 209
paraspeckle component 1 - CGNC 
Symbol 50884 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1345,77)" 10588 true 0.67 3201

ENSGALP00000035478 CID 1,003 - 1,014 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1345,85)" 796 false 3202

ENSGALP00000011559 CID 78 - 88

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1346,63)" 20290 3203

ENSGALP00000006043 CID 826 - 837
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1346,66)" 2858 3204



ENSGALP00000018179 CID 315 - 327
SEC31 homolog A (S. cerevisiae) - CGNC 
Symbol 8479 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1346,69)" 3059 true 2.74 3205

ENSGALP00000008498 CID 103 - 114 transketolase - CGNC Symbol 3953 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1346,73)" 5303 true 0.91 3206

ENSGALP00000020445 CID 683 - 693
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1346,79)" 23108 true 2.59 3207

ENSGALP00000041772 CID 228 - 240

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1346,81)" 7610 true 0.55 3208



ENSGALP00000017341 CID 99 - 108

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1347,65)" 1226 true 1.04 3209

ENSGALP00000018498 CID 46 - 57

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1347,68)" 5839 true 2.7 3210

ENSGALP00000028374 CID 26 - 37

VAMP (vesicle-associated membrane 
protein)-associated protein A 33kDa - 
CGNC Symbol 54859 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1347,75)" 1813 true 0.73 3211

ENSGALP00000009880 CID 307 - 318
formimidoyltransferase 
cyclodeaminase - CGNC Symbol 4601 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1347,77)" 18483 3212



ENSGALP00000024868 CID 78 - 90
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1347,79)" 9355 true 1.81 3213

ENSGALP00000022004 CID 78 - 90 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1348,69)" 7459 3214

ENSGALP00000010899 CID 64 - 75

ATP synthase H+ transporting 
mitochondrial F1 complex gamma 
polypeptide 1 - CGNC Symbol 5096 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1348,78)" 8309 false 3215

ENSGALP00000022004 CID 168 - 178 tropomyosin 3 - HGNC:12012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1348,84)" 10836 true 1.47 3216



ENSGALP00000011491 CID 260 - 270
pyruvate dehydrogenase (lipoamide) 
beta - CGNC Symbol 5364 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1349,69)" 2333 3217

ENSGALP00000009681 CID 243 - 254

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - CGNC 
Symbol 4513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1349,74)" 3961 true 0.84 3218

ENSGALP00000011510 CID 83 - 92
apolipoprotein A-I - CGNC Symbol 
49860 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1349,74)" 412099 true 57.78 3219

ENSGALP00000011770 CID 287 - 299
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1349,74)" 2424 true 0.88 3220



ENSGALP00000027816 CID 239 - 250 cathepsin C - CGNC Symbol 12954 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1349,75)" 12836 3221

ENSGALP00000008498 CID 300 - 310 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1349,77)" 2258 false 3222

ENSGALP00000018179 CID 315 - 327
SEC31 homolog A (S. cerevisiae) - CGNC 
Symbol 8479 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1350,72)" 10300 3223

ENSGALP00000017341 CID 510 - 519

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1350,72)" 718 true 0.69 3224



ENSGALP00000008056 CID 482 - 494
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1350,73)" 333 true 2.96 3225

ENSGALP00000019430 CID 724 - 734
alpha-2-macroglobulin-like - CGNC 
Symbol 52563 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1350,74)" 6566 true 0.91 3226

ENSGALP00000004048 CID 343 - 353 kinectin 1 - CGNC Symbol 9206 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1350,75)" 6027 true 1.4 3227

ENSGALP00000033741 CID 74 - 84
EF-hand domain family member D1 - 
CGNC Symbol 52247 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1350,76)" 7540 true 0.81 3228



ENSGALP00000006832 CID 1,759 - 1,770
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1350,77)" 4582 false 3229

ENSGALP00000020445 CID 683 - 693
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1350,82)" 30074 3230

ENSGALP00000040189 CID 273 - 283
enoyl CoA hydratase short chain 1 
mitochondrial - CGNC Symbol 56301 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1351,69)" 2500 3231

ENSGALP00000012641 CID 1,776 - 1,785 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1351,69)" 4045 false 0.24 3232



ENSGALP00000007586 CID 347 - 357
aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 50558 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1351,71)" 1327 3233

ENSGALP00000007055 CID 60 - 70
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1351,74)" 2442 3234

ENSGALP00000011770 CID 251 - 261
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1351,75)" 4581 true 2.37 3235

ENSGALP00000016536 CID 186 - 196
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1351,75)" 4581 true 2.37 3236



ENSGALP00000002695 CID 306 - 316

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1351,79)" 8844 true 1.82 3237

ENSGALP00000024868 CID 78 - 90
RAB2A member RAS oncogene family - 
CGNC Symbol 49674 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1351,82)" 11353 3238

ENSGALP00000011770 CID 371 - 381
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1352,68)" 3047 true 1.09 3239

ENSGALP00000033366 CID 66 - 76
leukocyte ribonuclease A-2 - CGNC 
Symbol 52020 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1352,69)" 12518 3240



ENSGALP00000042475 CID 36 - 47
purine-rich element binding protein A - 
CGNC Symbol 15180 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1352,74)" 45078 3241

ENSGALP00000004180 CID 113 - 123
WD repeat domain 5 - CGNC Symbol 
50449 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1352,75)" 8011 false 3242

ENSGALP00000010303 CID 364 - 375 interleukin 16 - CGNC Symbol 4808 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1352,76)" 186138 false 3243

ENSGALP00000020744 CID 671 - 681
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1353,71)" 1668 false 3244



ENSGALP00000021353 CID Apr-14
microsomal glutathione S-transferase 1 
- CGNC Symbol 9903 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1353,73)" 10357 3245

ENSGALP00000005680 CID 163 - 172 adenylate kinase 2 - CGNC Symbol 2627 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1353,73)" 21743 true 1.44 3246

ENSGALP00000011770 CID 287 - 299
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1353,75)" 3436 3247

ENSGALP00000020445 CID 1,794 - 1,804
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1353,77)" 2208 false 3248



ENSGALP00000035658 CID 198 - 209
paraspeckle component 1 - CGNC 
Symbol 50884 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1353,82)" 6493 true 0.67 3249

ENSGALP00000005668 CID 228 - 239 vitronectin - CGNC Symbol 2621 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1354,64)" 17537 3250

ENSGALP00000041195 CID 89 - 99
Hsap of 9: toll like receptor adaptor 
molecule 2 - HGNC:21354 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1354,69)" 11569 3251

ENSGALP00000000236 CID 471 - 481
antigen peptide transporter 2 - Refseq 
NP_001092827 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1354,75)" 1964 3252



ENSGALP00000002252 CID 461 - 471
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1354,77)" 379 false 3253

ENSGALP00000013963 CID 89 - 99
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1354,80)" 790 true 0.74 3254

ENSGALP00000014107 CID 47 - 59 vimentin - CGNC Symbol 51275 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1355,72)" 641 true 8.57 3255

ENSGALP00000018498 CID 46 - 57

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1355,73)" 12992 true 2.7 3256



ENSGALP00000017782 CID 40 - 50
lin-7 homolog A (C. elegans) - CGNC 
Symbol 8314 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1355,74)" 5922 3257

ENSGALP00000028374 CID 26 - 37

VAMP (vesicle-associated membrane 
protein)-associated protein A 33kDa - 
CGNC Symbol 54859 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1355,79)" 1322 true 0.73 3258

ENSGALP00000036834 CID 415 - 425
microsomal triglyceride transfer 
protein - CGNC Symbol 9320 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1355,79)" 18099 true 0.95 3259

ENSGALP00000014746 CID 50 - 63
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1355,80)" 23060 true 1.76 3260



ENSGALP00000004013 CID 442 - 454 talin 1 - CGNC Symbol 1830 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1355,80)" 5688 true 0.64 3261

ENSGALP00000037564 CID 104 - 115
Hsap of 4: solute carrier family 25 
member 10 - HGNC:10980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1355,81)" 1714 true 0.86 3262

ENSGALP00000025010 CID 88 - 99
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1355,89)" 1211 true 1.21 3263

ENSGALP00000016536 CID 74 - 84
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1356,63)" 2702 true 4.05 3264



ENSGALP00000043196 CID 1,310 - 1,321
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1356,71)" 1823 true 0.79 3265

ENSGALP00000019931 CID 308 - 319
RAP1 GTP-GDP dissociation stimulator 
1 - CGNC Symbol 9282 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1356,78)" 656 3266

ENSGALP00000019667 CID 261 - 271
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1357,69)" 2978 true 1.24 3267

ENSGALP00000003089 CID 454 - 465
valosin containing protein - CGNC 
Symbol 53073 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1357,74)" 2097 true 0.28 3268



ENSGALP00000000189 CID 13 - 23
small nuclear ribonucleoprotein 
polypeptide E - CGNC Symbol 49689 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1357,80)" 39513 true 0.28 3269

ENSGALP00000035478 CID 1,604 - 1,615 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1358,67)" 2679 3270

ENSGALP00000016196 CID 377 - 388
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1358,68)" 9170 true 2.14 3271

ENSGALP00000020445 CID 566 - 576
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1358,74)" 875 false 3272



ENSGALP00000041110 CID 20 - 30 lactamase beta like 1 - HGNC:35445 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1358,78)" 817 true 17.43 3273

ENSGALP00000019430 CID 724 - 734
alpha-2-macroglobulin-like - CGNC 
Symbol 52563 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1358,78)" 7864 false 1.17 3274

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1358,78)" 6083 true 1.02 3275

ENSGALP00000012765 CID Feb-13
SMAD family member 3 - CGNC Symbol 
5954 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1358,84)" 632 3276



ENSGALP00000041772 CID 228 - 240

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1358,89)" 3950 true 0.55 3277

ENSGALP00000020445 CID 1,878 - 1,888
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1359,64)" 9285 true 1.4 3278

ENSGALP00000026858 CID 317 - 328

minichromosome maintenance 
complex component 3 - CGNC Symbol 
12496 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1359,76)" 1143 false 3279

ENSGALP00000004013 CID 442 - 454 talin 1 - CGNC Symbol 1830 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1359,80)" 2077 3280



ENSGALP00000010070 CID 193 - 203
tryptophan hydroxylase 1 - CGNC 
Symbol 49485 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1359,81)" 10867 false 1.78 3281

ENSGALP00000011770 CID 251 - 261
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1359,81)" 10867 true 2.37 3282

ENSGALP00000016536 CID 186 - 196
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1359,81)" 10867 true 2.37 3283

ENSGALP00000014746 CID 50 - 63
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1359,82)" 61519 3284



ENSGALP00000008802 CID 97 - 107
ribosomal protein S2 - CGNC Symbol 
50281 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1359,82)" 61519 3285

ENSGALP00000040654 CID 2-Dec thymosin beta 4 Y-linked - HGNC:11882 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1360,65)" 23061 true 2.65 3286

ENSGALP00000016536 CID 74 - 84
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1360,66)" 13669 3287

ENSGALP00000028746 CID 104 - 115

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1360,74)" 2045 true 1.33 3288



ENSGALP00000009681 CID 97 - 107

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - CGNC 
Symbol 4513 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1360,77)" 21109 true 0.49 3289

ENSGALP00000020268 CID 543 - 553
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1360,79)" 32145 true 0.56 3290

ENSGALP00000012380 CID 215 - 226
succinate-CoA ligase GDP-forming beta 
subunit - CGNC Symbol 5776 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1360,82)" 1214 false 3291

ENSGALP00000012481 CID 223 - 234
ribosomal protein L4 - CGNC Symbol 
5828 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1360,84)" 19440 false 3292



ENSGALP00000021475 CID 314 - 326

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1361,72)" 4910 3293

ENSGALP00000014097 CID 34 - 44
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1361,77)" 9991 true 0.14 3294

ENSGALP00000010303 CID 880 - 891 interleukin 16 - CGNC Symbol 4808 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1361,81)" 1585 true 0.61 3295

ENSGALP00000025461 CID 64 - 75
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1361,81)" 3124 true 2.85 3296



ENSGALP00000000189 CID 13 - 23
small nuclear ribonucleoprotein 
polypeptide E - CGNC Symbol 49689 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1361,81)" 6976 3297

ENSGALP00000009681 CID 243 - 254

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - CGNC 
Symbol 4513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1361,82)" 3323 true 0.84 3298

ENSGALP00000014746 CID 64 - 75
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1361,87)" 3393 false 3299

ENSGALP00000014260 CID 38 - 49
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1362,64)" 1122 true 1.41 3300



ENSGALP00000008236 CID 900 - 910
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1362,66)" 650 3301

ENSGALP00000008236 CID 869 - 879
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1362,66)" 6854 true 1.93 3302

ENSGALP00000007709 CID Feb-13
COP9 signalosome subunit 3 - CGNC 
Symbol 3588 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1362,67)" 2329 3303

ENSGALP00000026579 CID 311 - 321
zinc finger protein 512 - CGNC Symbol 
12362 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1362,70)" 4777 true 0.46 3304



ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1362,72)" 3289 false 0.76 3305

ENSGALP00000025525 CID 77 - 89
carbonic anhydrase II - CGNC Symbol 
11834 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1362,77)" 18881 true 0.49 3306

ENSGALP00000013622 CID 97 - 108
5'-3' exoribonuclease 2 - CGNC Symbol 
6344 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1362,77)" 1109 true 0.58 3307

ENSGALP00000041110 CID 20 - 30 lactamase beta like 1 - HGNC:35445 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1362,79)" 586 3308



ENSGALP00000035478 CID 1,464 - 1,477 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1362,81)" 8189 true 3.11 3309

ENSGALP00000020445 CID 1,878 - 1,888
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1363,66)" 15020 3310

ENSGALP00000014097 CID 81 - 91
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1363,69)" 10296 true 1.09 3311

ENSGALP00000042479 CID 281 - 291
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1363,74)" 4267 3312



ENSGALP00000002828 CID 20 - 31
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1363,74)" 4267 true 2.16 3313

ENSGALP00000021742 CID 35 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1363,75)" 76884 true 0.11 3314

ENSGALP00000042774 CID 1,322 - 1,333
biorientation of chromosomes in cell 
division 1-like 1 - CGNC Symbol 11076 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1363,77)" 3403 false 2.15 3315

ENSGALP00000037564 CID 104 - 115
Hsap of 4: solute carrier family 25 
member 10 - HGNC:10980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1363,86)" 973 true 0.86 3316



ENSGALP00000015246 CID 186 - 197 peroxiredoxin 3 - CGNC Symbol 7123 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1363,87)" 329 true 0.55 3317

ENSGALP00000010387 CID 87 - 96
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1364,64)" 12978 true 0.76 3318

ENSGALP00000005576 CID 241 - 251
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1364,67)" 15695 true 0.76 3319

ENSGALP00000019975 CID 270 - 280
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1364,67)" 15695 true 0.76 3320



ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1364,67)" 15695 true 0.76 3321

ENSGALP00000036405 CID 98 - 109
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1364,72)" 3244 3322

ENSGALP00000014509 CID 172 - 184
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1364,73)" 5222 true 0.86 3323

ENSGALP00000019040 CID 1,606 - 1,617
nucleoporin 205kDa - CGNC Symbol 
8864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1364,74)" 890 true 2.46 3324



ENSGALP00000041526 CID 46 - 56

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1364,75)" 13851 true 0.9 3325

ENSGALP00000024348 CID 304 - 314

structural maintenance of 
chromosomes protein 5 - Refseq 
NP_001034424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1364,76)" 2774 false 3326

ENSGALP00000007941 CID 2,706 - 2,716 fibrillin 1 - CGNC Symbol 48993 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1364,77)" 7964 false 3327

ENSGALP00000009681 CID 97 - 107

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - CGNC 
Symbol 4513 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1364,78)" 7537 3328



ENSGALP00000015410 CID 557 - 568 actinin alpha 1 - CGNC Symbol 48956 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1364,82)" 839 true 1.27 3329

ENSGALP00000023395 CID 844 - 853
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1365,66)" 9033 true 0.44 3330

ENSGALP00000011510 CID 83 - 92
apolipoprotein A-I - CGNC Symbol 
49860 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1365,76)" 114478 true 7.02 3331

ENSGALP00000019832 CID 399 - 409
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1366,61)" 1655 true 1.52 3332



ENSGALP00000015410 CID 733 - 743 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1366,64)" 33428 true 1.34 3333

ENSGALP00000014260 CID 38 - 49
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1366,66)" 2529 3334

ENSGALP00000008236 CID 869 - 879
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1366,69)" 14589 3335

ENSGALP00000012605 CID 92 - 102
pescadillo ribosomal biogenesis factor 
1 - CGNC Symbol 5881 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1366,72)" 587 3336



ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1366,73)" 17419 3337

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1366,75)" 41188 true 0.12 3338

ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1366,75)" 10925 true 1.35 3339

ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1366,77)" 2999 3340



ENSGALP00000003012 CID 91 - 103
malate dehydrogenase 2 - CGNC 
Symbol 1378 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1366,78)" 7113 true 1.13 3341

ENSGALP00000025525 CID 77 - 89
carbonic anhydrase II - CGNC Symbol 
11834 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1366,79)" 8790 3342

ENSGALP00000041110 CID 20 - 30 lactamase beta like 1 - HGNC:35445 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1366,82)" 8220 false 2.75 3343

P04264 CID 344 - 355
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1366,82)" 847 false 3344



ENSGALP00000016632 CID 148 - 159 keratin 8 - HGNC:6446 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1366,82)" 847 false 3345

ENSGALP00000035478 CID 1,464 - 1,477 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1366,84)" 29812 3346

ENSGALP00000038124 CID 1,182 - 1,192
fatty acid synthase - CGNC Symbol 
1983 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1367,75)" 2900 true 1 3347

ENSGALP00000001483 CID 330 - 340

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase subunit 
STT3A-like - CGNC Symbol 65836 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1367,76)" 1906 false 3348



ENSGALP00000014641 CID 134 - 146
endothelial differentiation related 
factor 1 - CGNC Symbol 6846 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1367,80)" 41372 false 0.71 3349

ENSGALP00000038774 CID 102 - 113
argininosuccinate synthase 1 - CGNC 
Symbol 50457 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1367,81)" 72247 3350

ENSGALP00000038570 CID 56 - 67
eukaryotic translation initiation factor 
5A2 - CGNC Symbol 49863 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1367,83)" 12983 true 1.27 3351

ENSGALP00000003646 CID 319 - 330
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1367,84)" 6394 true 5.47 3352



ENSGALP00000038523 CID 529 - 541

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC Symbol 
49809 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1367,84)" 6394 false 3353

ENSGALP00000010414 CID 266 - 277
RNA binding motif protein X-linked - 
CGNC Symbol 51674 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1368,59)" 6947 true 0.39 3354

ENSGALP00000010387 CID 87 - 96
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1368,67)" 12402 3355

ENSGALP00000040654 CID 2-Dec thymosin beta 4 Y-linked - HGNC:11882 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1368,69)" 58684 true 2.65 3356



ENSGALP00000011666 CID 99 - 110
kinesin family member 5B - CGNC 
Symbol 5451 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1368,70)" 14055 3357

ENSGALP00000017495 CID 251 - 262 scinderin - CGNC Symbol 8188 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1368,70)" 14055 false 3358

ENSGALP00000019975 CID 270 - 280
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1368,71)" 21161 3359

ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1368,71)" 21161 3360



ENSGALP00000005576 CID 241 - 251
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1368,71)" 21161 3361

ENSGALP00000010423 CID 284 - 294
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1368,72)" 33911 true 1.47 3362

ENSGALP00000028746 CID 104 - 115

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1368,78)" 3300 true 1.33 3363

ENSGALP00000001470 CID 217 - 227
adaptor related protein complex 3 
delta 1 subunit - CGNC Symbol 663 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1368,80)" 276 false 3364



ENSGALP00000023395 CID 844 - 853
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1369,69)" 3781 3365

ENSGALP00000003954 CID 607 - 621
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1369,70)" 89524 true 0.5 3366

ENSGALP00000043196 CID 2,361 - 2,373
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1369,72)" 1475 3367

ENSGALP00000011717 CID 142 - 153
ribosomal protein large P0 - CGNC 
Symbol 49505 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1369,77)" 3405 true 0.71 3368



ENSGALP00000026937 CID 65 - 76 regucalcin - CGNC Symbol 49339 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1369,77)" 5121 3369

ENSGALP00000004013 CID 1,862 - 1,873 talin 1 - CGNC Symbol 1830 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1369,80)" 6387 false 0.58 3370

ENSGALP00000019832 CID 399 - 409
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1370,64)" 6310 3371

ENSGALP00000001480 CID 192 - 202 myeloperoxidase - CGNC Symbol 50519 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1370,71)" 11040 false 3372



ENSGALP00000019469 CID 156 - 166
ribosomal protein SA - CGNC Symbol 
49202 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1370,76)" 4561 true 1.13 3373

ENSGALP00000009371 CID 135 - 146
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1370,79)" 94815 true 2.3 3374

ENSGALP00000025606 CID 135 - 146
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1370,79)" 94815 true 2.3 3375

ENSGALP00000003012 CID 91 - 103
malate dehydrogenase 2 - CGNC 
Symbol 1378 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1370,80)" 40416 3376



ENSGALP00000012472 CID 609 - 620 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1371,64)" 1499 true 0.69 3377

ENSGALP00000014097 CID 81 - 91
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1371,73)" 9737 true 1.09 3378

ENSGALP00000041289 CID 124 - 134
Hsap of 1: actin related protein 2/3 
complex subunit 2 - HGNC:705 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1371,74)" 14033 true 0.56 3379

ENSGALP00000008299 CID 42 - 52
family with sequence similarity 120A - 
CGNC Symbol 3854 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1371,75)" 2553 3380



ENSGALP00000007822 CID 342 - 352
coronin actin binding protein 1C - CGNC 
Symbol 50369 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1371,76)" 1101 true 0.24 3381

ENSGALP00000038124 CID 1,182 - 1,192
fatty acid synthase - CGNC Symbol 
1983 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1371,76)" 2894 3382

ENSGALP00000002828 CID 20 - 31
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1371,79)" 9323 true 2.16 3383

ENSGALP00000009665 CID 431 - 441
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1371,81)" 10335 false 0.73 3384



ENSGALP00000005668 CID 426 - 436 vitronectin - CGNC Symbol 2621 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1371,81)" 10335 3385

ENSGALP00000038523 CID 529 - 541

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC Symbol 
49809 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1371,87)" 42587 3386

ENSGALP00000003646 CID 319 - 330
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1371,87)" 42587 3387

ENSGALP00000010414 CID 266 - 277
RNA binding motif protein X-linked - 
CGNC Symbol 51674 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1372,61)" 2564 3388



ENSGALP00000010423 CID 284 - 294
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1372,72)" 37267 3389

ENSGALP00000010405 CID 120 - 131
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1372,73)" 7345 true 2.33 3390

ENSGALP00000008079 CID 375 - 385
serine hydroxymethyltransferase 1 
(soluble) - CGNC Symbol 3751 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1372,75)" 178 false 3391

ENSGALP00000016660 CID 488 - 499
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1372,76)" 3236 true 0.49 3392



ENSGALP00000020214 CID 399 - 412
nidogen 2 (osteonidogen) - CGNC 
Symbol 9414 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1372,76)" 2330 true 2.52 3393

ENSGALP00000025593 CID 1,412 - 1,423
collagen type XII alpha 1 - CGNC 
Symbol 49526 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1372,78)" 2680 true 1.09 3394

ENSGALP00000016978 CID 113 - 123
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1372,86)" 1399 3395

ENSGALP00000015410 CID 557 - 568 actinin alpha 1 - CGNC Symbol 48956 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1372,87)" 1069 true 1.27 3396



ENSGALP00000039728 CID 64 - 75

Gallus gallus small nuclear 
ribonucleoprotein polypeptide G 
(SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1373,72)" 32611 true 1.28 3397

ENSGALP00000003954 CID 607 - 621
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1373,73)" 44397 3398

ENSGALP00000008735 CID 458 - 468
helicase lymphoid-specific - CGNC 
Symbol 4060 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1373,76)" 1110 3399

ENSGALP00000008530 CID 282 - 292
eukaryotic translation initiation factor 3 
subunit F - CGNC Symbol 3965 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1373,77)" 2087 true 1.1 3400



ENSGALP00000013240 CID 509 - 519
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1373,79)" 1969 true 1.21 3401

ENSGALP00000007666 CID 65 - 76
peptidylprolyl isomerase F - CGNC 
Symbol 52036 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1374,74)" 3412 true 2 3402

ENSGALP00000041110 CID 20 - 30 lactamase beta like 1 - HGNC:35445 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1374,79)" 2078 true 4.01 3403

ENSGALP00000011095 CID 556 - 567

SHC (Src homology 2 domain 
containing) transforming protein 1 - 
CGNC Symbol 5182 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1374,80)" 1580 true 0.46 3404



ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1374,80)" 15508 true 1.35 3405

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1374,80)" 47250 true 0.12 3406

ENSGALP00000009985 CID 90 - 102
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1374,91)" 936 false 3407

ENSGALP00000035595 CID 107 - 117
40S ribosomal protein S11 - Refseq 
NP_001026004 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1375,65)" 2849 false 3408



ENSGALP00000023059 CID 845 - 856

PDS5 regulator of cohesion 
maintenance homolog A (S. cerevisiae) - 
CGNC Symbol 10643 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1375,70)" 18639 false 3409

ENSGALP00000038904 CID 1-Dec

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1375,72)" 1234 false 3410

ENSGALP00000011510 CID 36 - 46
apolipoprotein A-I - CGNC Symbol 
49860 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1375,74)" 977 true 2.98 3411

ENSGALP00000041289 CID 124 - 134
Hsap of 1: actin related protein 2/3 
complex subunit 2 - HGNC:705 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1375,76)" 7833 3412



ENSGALP00000024331 CID 1,054 - 1,063
tight junction protein 2 - CGNC Symbol 
49456 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1375,76)" 7833 false 0.22 3413

ENSGALP00000013964 CID 163 - 174
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1375,77)" 3765 true 0.99 3414

ENSGALP00000022436 CID 108 - 119 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1375,77)" 3765 true 0.99 3415

ENSGALP00000012034 CID 163 - 174
tubulin beta 1 class VI - CGNC Symbol 
49797 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1375,77)" 3765 true 0.99 3416



ENSGALP00000028746 CID 128 - 139

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1375,82)" 11994 true 1.3 3417

ENSGALP00000021742 CID 35 - 44 Histone H2B 1/2/3/4/6 - UP P0C1H3 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1375,82)" 5990 true 0.11 3418

ENSGALP00000038570 CID 56 - 67
eukaryotic translation initiation factor 
5A2 - CGNC Symbol 49863 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1375,88)" 16451 true 1.27 3419

ENSGALP00000040654 CID 2-Dec thymosin beta 4 Y-linked - HGNC:11882 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1376,65)" 3735 true 2.29 3420



ENSGALP00000015560 CID 277 - 288
eukaryotic translation initiation factor 2 
subunit alpha - CGNC Symbol 7281 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1376,67)" 1396 true 1.64 3421

ENSGALP00000016523 CID 321 - 331

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1376,70)" 2101 true 2.71 3422

ENSGALP00000038313 CID 365 - 375

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 7657 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1376,83)" 1492 true 2.99 3423

ENSGALP00000019817 CID 337 - 348
TGF-beta activated kinase 1/MAP3K7 
binding protein 1 - CGNC Symbol 50652 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1377,62)" 806 true 0.75 3424



ENSGALP00000020445 CID 1,857 - 1,867
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1377,70)" 2275 true 0.93 3425

ENSGALP00000011673 CID 54 - 63
ferritin heavy polypeptide 1 - CGNC 
Symbol 49581 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1377,72)" 13653 3426

ENSGALP00000043256 CID 88 - 99
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1377,72)" 13145 false 3427

ENSGALP00000002322 CID 87 - 98
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1377,73)" 278628 true 0.27 3428



ENSGALP00000027534 CID 775 - 785
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1377,73)" 278628 false 0.27 3429

ENSGALP00000039728 CID 64 - 75

Gallus gallus small nuclear 
ribonucleoprotein polypeptide G 
(SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1377,74)" 26929 3430

ENSGALP00000020258 CID Mar-13

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1377,75)" 1898 3431

ENSGALP00000027534 CID 311 - 323
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1377,75)" 1898 true 2.07 3432



ENSGALP00000025600 CID 99 - 111
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1377,75)" 1898 false 0.25 3433

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1377,78)" 48296 true 1.25 3434

ENSGALP00000011717 CID 142 - 153
ribosomal protein large P0 - CGNC 
Symbol 49505 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1377,82)" 446 true 1 3435

ENSGALP00000012472 CID 559 - 570 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1378,66)" 20868 true 1.15 3436



ENSGALP00000016623 CID 96 - 105
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1378,66)" 34889 true 2.03 3437

ENSGALP00000025606 CID 135 - 146
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1378,84)" 147233 true 2.3 3438

ENSGALP00000009371 CID 135 - 146
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1378,84)" 147233 true 2.3 3439

ENSGALP00000020463 CID 482 - 494

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1379,72)" 3368 true 0.52 3440



ENSGALP00000020563 CID 299 - 309
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1379,72)" 18689 3441

ENSGALP00000020268 CID 78 - 88
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1379,73)" 7960 false 3442

ENSGALP00000042870 CID 121 - 131 aminoacylase 1 - CGNC Symbol 64270 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1379,73)" 7960 true 1.4 3443

ENSGALP00000009552 CID 93 - 105
ribosomal protein L27a - CGNC Symbol 
55716 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1379,80)" 84580 true 1.34 3444



ENSGALP00000030864 CID 148 - 160
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1379,85)" 762701 false 0.11 3445

ENSGALP00000015560 CID 277 - 288
eukaryotic translation initiation factor 2 
subunit alpha - CGNC Symbol 7281 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1380,69)" 3590 3446

ENSGALP00000017462 CID 115 - 127
high mobility group box 2 - CGNC 
Symbol 8169 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1380,71)" 5996 true 5.6 3447

ENSGALP00000016523 CID 321 - 331

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1380,72)" 6584 3448



ENSGALP00000035973 CID 100 - 111

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1380,75)" 11995 false 3449

ENSGALP00000023396 CID 206 - 218
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1381,71)" 1545 true 1.37 3450

ENSGALP00000007945 CID 83 - 93

translocase of inner mitochondrial 
membrane 8 homolog A (yeast) - CGNC 
Symbol 3689 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1381,76)" 5424 true 1.33 3451

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1381,78)" 1393 true 3.76 3452



ENSGALP00000013355 CID 45 - 56
ribosomal protein L30 - CGNC Symbol 
6224 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1381,80)" 35456 true 1.91 3453

ENSGALP00000020666 CID 310 - 320
DEK proto-oncogene - CGNC Symbol 
9623 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1381,80)" 2528 false 0.04 3454

ENSGALP00000014768 CID 281 - 292
EH-domain containing 3 - CGNC Symbol 
51465 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1381,81)" 539606 false 3.83 3455

ENSGALP00000004048 CID 151 - 163 kinectin 1 - CGNC Symbol 9206 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1381,81)" 539606 false 3.83 3456



ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1381,81)" 539606 true 0.28 3457

ENSGALP00000027974 CID 78 - 88
hemoglobin gamma A - CGNC Symbol 
50915 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1381,82)" 165778 3458

ENSGALP00000007822 CID 408 - 419
coronin actin binding protein 1C - CGNC 
Symbol 50369 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1381,82)" 40366 false 0.34 3459

ENSGALP00000027401 CID 94 - 106
succinate-CoA ligase ADP-forming beta 
subunit - CGNC Symbol 12755 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1381,82)" 40366 false 0.34 3460



ENSGALP00000012472 CID 559 - 570 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1382,67)" 21135 3461

ENSGALP00000016623 CID 96 - 105
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1382,69)" 72184 3462

ENSGALP00000027157 CID 361 - 375
collagen type IV alpha 2 - CGNC Symbol 
12638 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1382,69)" 3741 3463

ENSGALP00000015000 CID 495 - 506
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1382,73)" 3191 3464



ENSGALP00000021034 CID 716 - 728

minichromosome maintenance 
complex component 4 - CGNC Symbol 
9780 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1382,74)" 5569 3465

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1382,75)" 27974 true 0.1 3466

ENSGALP00000002366 CID 50 - 61

Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 
51112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1382,75)" 27974 false 0.94 3467

ENSGALP00000013240 CID 1,607 - 1,618
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1382,75)" 27974 false 0.94 3468



ENSGALP00000013240 CID 1,607 - 1,618
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1382,77)" 165883 3469

ENSGALP00000018765 CID 24 - 35
ribosomal protein L14 - CGNC Symbol 
49056 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1382,80)" 6398 true 1.42 3470

ENSGALP00000041110 CID 20 - 30 lactamase beta like 1 - HGNC:35445 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1382,82)" 2817 false 3471

ENSGALP00000006038 CID 66 - 77 ribophorin II - CGNC Symbol 2792 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1383,73)" 10062 3472



ENSGALP00000003012 CID 257 - 268
malate dehydrogenase 2 - CGNC 
Symbol 1378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1383,73)" 10062 true 0.56 3473

ENSGALP00000020463 CID 482 - 494

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1383,74)" 4225 3474

ENSGALP00000042870 CID 121 - 131 aminoacylase 1 - CGNC Symbol 64270 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1383,75)" 11307 3475

ENSGALP00000003717 CID 351 - 362
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1383,81)" 1089 true 1.03 3476



ENSGALP00000009552 CID 93 - 105
ribosomal protein L27a - CGNC Symbol 
55716 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1383,82)" 118037 3477

ENSGALP00000005653 CID 49 - 61 fibronectin 1 - CGNC Symbol 2613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1383,82)" 118037 3478

ENSGALP00000038587 CID 13 - 24
actin related protein 2/3 complex 
subunit 5 16kDa - CGNC Symbol 14362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1383,82)" 118037 false 1.58 3479

ENSGALP00000013574 CID 160 - 171
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1384,64)" 6530 true 4.29 3480



ENSGALP00000028016 CID 74 - 84
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1384,65)" 2215 true 0.61 3481

ENSGALP00000040654 CID 2-Dec thymosin beta 4 Y-linked - HGNC:11882 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1384,69)" 11028 true 2.29 3482

ENSGALP00000005643 CID 428 - 438

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1384,70)" 2992 false 3483

ENSGALP00000013964 CID 47 - 58
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1384,72)" 11058 true 1.69 3484



ENSGALP00000016918 CID 530 - 542
eukaryotic translation initiation factor 
2A - CGNC Symbol 7921 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1384,75)" 18907 true 0.11 3485

ENSGALP00000040903 CID 171 - 183
tapasin isoform 2 precursor - Refseq 
NP_001193540 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1384,76)" 9222 true 1.02 3486

ENSGALP00000010754 CID 67 - 76
microtubule-associated protein RP/EB 
family member 1 - CGNC Symbol 50961 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1384,77)" 4328 true 0.84 3487

ENSGALP00000011961 CID 120 - 129
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1384,78)" 6553 3488



ENSGALP00000016623 CID 107 - 117
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1384,78)" 6553 true 2.05 3489

ENSGALP00000010387 CID 98 - 108
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1384,78)" 6553 true 2.05 3490

ENSGALP00000043256 CID 88 - 99
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1385,73)" 1567 true 0.56 3491

ENSGALP00000007945 CID 83 - 93

translocase of inner mitochondrial 
membrane 8 homolog A (yeast) - CGNC 
Symbol 3689 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1385,78)" 8503 3492



ENSGALP00000013355 CID 45 - 56
ribosomal protein L30 - CGNC Symbol 
6224 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1385,82)" 81198 3493

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1385,82)" 1307 3494

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1385,83)" 67724 true 1.25 3495

ENSGALP00000026123 CID 261 - 272

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1385,83)" 33179 true 1.56 3496



ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1385,83)" 1930 true 1.37 3497

ENSGALP00000010182 CID 577 - 588
urocanate hydratase 1 - CGNC Symbol 
4738 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1385,83)" 1930 false 3498

ENSGALP00000037462 CID 114 - 126 thymopoietin - CGNC Symbol 50621 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1386,77)" 15284 true 0.64 3499

ENSGALP00000006240 CID 1,586 - 1,597
collagen type VI alpha 3 - CGNC Symbol 
2875 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1386,77)" 7811 3500



ENSGALP00000002235 CID 15 - 27 stathmin 1 - CGNC Symbol 49630 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1386,78)" 27839 false 3501

ENSGALP00000021838 CID 32 - 43
RNA binding motif protein 14 - 
HGNC:14219 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1386,81)" 47769 true 0.31 3502

ENSGALP00000018765 CID 24 - 35
ribosomal protein L14 - CGNC Symbol 
49056 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1386,83)" 9115 3503

ENSGALP00000017123 CID 351 - 363
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1387,70)" 924235 false 1.25 3504



ENSGALP00000035593 CID 19 - 31 Hemoglobin subunit beta - UP P02112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1387,70)" 924235 true 1.25 3505

ENSGALP00000034108 CID 43 - 55
pyruvate kinase muscle - CGNC Symbol 
1412 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1387,73)" 15919 true 3.46 3506

ENSGALP00000016606 CID 353 - 364

KRR1 small subunit (SSU) processome 
component homolog (yeast) - CGNC 
Symbol 7781 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1387,84)" 609 3507

ENSGALP00000007101 CID 347 - 359
CAP-GLY domain containing linker 
protein 1 - CGNC Symbol 3295 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1387,85)" 50712 false 1.05 3508



ENSGALP00000023548 CID 232 - 244
death associated protein 3 - CGNC 
Symbol 13985 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1387,85)" 50712 false 3509

ENSGALP00000016361 CID 188 - 199
ribosomal protein S3A - CGNC Symbol 
51748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1387,85)" 1714 false 0.43 3510

ENSGALP00000009341 CID 146 - 158
high density lipoprotein binding protein 
- CGNC Symbol 4348 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1387,85)" 5204 false 0.47 3511

ENSGALP00000019975 CID 73 - 83
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1388,68)" 43976 true 0.58 3512



ENSGALP00000020563 CID 68 - 79
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1388,70)" 2925 3513

ENSGALP00000040484 CID 52 - 63
ribosomal protein S28 - CGNC Symbol 
54861 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1388,74)" 4089 true 1.82 3514

ENSGALP00000040903 CID 171 - 183
tapasin isoform 2 precursor - Refseq 
NP_001193540 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1388,79)" 9408 3515

ENSGALP00000018987 CID Feb-14 t-complex 1 - CGNC Symbol 8842 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1389,67)" 16984 3516



ENSGALP00000039728 CID 64 - 75

Gallus gallus small nuclear 
ribonucleoprotein polypeptide G 
(SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1389,71)" 1060 true 0.88 3517

ENSGALP00000038753 CID 318 - 329 coronin 7 - CGNC Symbol 50317 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1389,75)" 1307 3518

ENSGALP00000015176 CID 173 - 183
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1389,75)" 1126 true 2.1 3519

ENSGALP00000018750 CID 186 - 197
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1389,76)" 8846 true 2.03 3520



ENSGALP00000020445 CID 1,857 - 1,867
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1389,78)" 2108 true 0.93 3521

ENSGALP00000001221 CID 171 - 181
Ras association domain family member 
5 - CGNC Symbol 541 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1389,81)" 5841 true 0.51 3522

ENSGALP00000026123 CID 261 - 272

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1389,84)" 27799 3523

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1389,87)" 34160 true 0.21 3524



ENSGALP00000001062 CID 152 - 165 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1389,87)" 12467 false 3525

ENSGALP00000006832 CID 1,716 - 1,728
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1389,87)" 12467 false 3526

ENSGALP00000037462 CID 114 - 126 thymopoietin - CGNC Symbol 50621 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1390,79)" 8342 3527

ENSGALP00000003423 CID 159 - 170
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1390,79)" 1698 3528



ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1390,81)" 24907 true 0.15 3529

ENSGALP00000002252 CID 241 - 251
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1390,83)" 2759 false 3530

ENSGALP00000036720 CID 2,898 - 2,908
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1391,60)" 3194 3531

ENSGALP00000024283 CID 54 - 65
ribosomal protein S6 - CGNC Symbol 
49670 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1391,73)" 679 true 1.86 3532



ENSGALP00000017123 CID 351 - 363
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1391,74)" 30715 false 2.46 3533

ENSGALP00000003584 CID 74 - 84
H3 histone family 3B - CGNC Symbol 
49711 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1391,75)" 1432665 false 3534

ENSGALP00000014308 CID 191 - 203
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1391,75)" 1432665 3535

ENSGALP00000017123 CID 351 - 363
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1391,76)" 15380 3536



ENSGALP00000034108 CID 43 - 55
pyruvate kinase muscle - CGNC Symbol 
1412 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1391,77)" 77750 3537

ENSGALP00000003012 CID 257 - 268
malate dehydrogenase 2 - CGNC 
Symbol 1378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1391,77)" 5854 true 0.56 3538

ENSGALP00000002238 CID 249 - 259 protein PML-like - CGNC Symbol 65465 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1391,79)" 7939 true 1.04 3539

ENSGALP00000014509 CID 245 - 260
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1392,69)" 2915 true 0.92 3540



ENSGALP00000028016 CID 74 - 84
enhancer of rudimentary homolog 
(Drosophila) - CGNC Symbol 13056 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1392,70)" 1184 true 0.61 3541

ENSGALP00000019975 CID 73 - 83
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1392,71)" 22819 3542

ENSGALP00000009709 CID 822 - 832

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1392,75)" 2202 true 0.69 3543

ENSGALP00000018424 CID 268 - 279 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1392,76)" 14437 false 0.41 3544



ENSGALP00000003423 CID 585 - 595
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1392,76)" 14437 true 0.41 3545

ENSGALP00000040484 CID 52 - 63
ribosomal protein S28 - CGNC Symbol 
54861 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1392,76)" 7947 3546

ENSGALP00000037866 CID 363 - 374
ornithine aminotransferase - CGNC 
Symbol 52788 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1392,76)" 7947 3547

ENSGALP00000010387 CID 98 - 108
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1392,81)" 17836 true 2.05 3548



ENSGALP00000016623 CID 107 - 117
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1392,81)" 17836 true 2.05 3549

P13645 CID 323 - 333

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 PE=1 
SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1393,67)" 8210 true 2.78 3550

ENSGALP00000018750 CID 186 - 197
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1393,78)" 14628 3551

ENSGALP00000040387 CID 336 - 346
phosphofructokinase liver - CGNC 
Symbol 55585 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1393,78)" 14628 false 3552



ENSGALP00000005643 CID 99 - 109

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1393,80)" 626 true 2.54 3553

ENSGALP00000001221 CID 171 - 181
Ras association domain family member 
5 - CGNC Symbol 541 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1393,85)" 436 3554

ENSGALP00000001062 CID 152 - 165 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1393,87)" 2121 true 2.03 3555

ENSGALP00000012474 CID 184 - 194
trafficking protein particle complex 4 - 
CGNC Symbol 5825 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1394,71)" 5544 true 0.59 3556



ENSGALP00000002186 CID 187 - 199
WD repeat domain 77 - CGNC Symbol 
991 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1394,76)" 3270 true 1.35 3557

ENSGALP00000016918 CID 289 - 300
eukaryotic translation initiation factor 
2A - CGNC Symbol 7921 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1395,63)" 774 true 4.47 3558

ENSGALP00000003584 CID 74 - 84
H3 histone family 3B - CGNC Symbol 
49711 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1395,78)" 76248 false 3559

ENSGALP00000002238 CID 249 - 259 protein PML-like - CGNC Symbol 65465 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1395,81)" 4629 3560



ENSGALP00000014768 CID 77 - 87
EH-domain containing 3 - CGNC Symbol 
51465 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1396,70)" 5990 true 1.43 3561

ENSGALP00000007680 CID 237 - 247
ribosomal protein L6 - CGNC Symbol 
48978 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1396,71)" 8106 false 3562

ENSGALP00000014509 CID 245 - 260
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1396,72)" 939 3563

ENSGALP00000043256 CID 29 - 42
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1396,73)" 3047 3564



ENSGALP00000038523 CID 560 - 571

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC Symbol 
49809 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1396,75)" 17444 3565

ENSGALP00000009709 CID 822 - 832

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1396,75)" 2915 3566

ENSGALP00000005576 CID 153 - 165
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1396,77)" 11388 true 1.35 3567

ENSGALP00000019975 CID 182 - 194
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1396,77)" 11388 true 1.35 3568



ENSGALP00000025130 CID 55 - 67 ribosomal protein S23 - HGNC:10410 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1396,78)" 9899 false 1.43 3569

ENSGALP00000011629 CID 38 - 48

ATPase H+ transporting lysosomal 
13kDa V1 subunit G1 - CGNC Symbol 
5433 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1397,67)" 5750 3570

P13645 CID 323 - 333

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 PE=1 
SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1397,69)" 25144 3571

ENSGALP00000025606 CID 52 - 62
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1397,79)" 1178 true 4.73 3572



ENSGALP00000009371 CID 52 - 62
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1397,79)" 1178 true 4.73 3573

ENSGALP00000039691 CID 141 - 152
extracellular fatty acid-binding protein 
precursor - Refseq NP_990753 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1397,79)" 293823 false 2.78 3574

ENSGALP00000015176 CID 173 - 183
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1397,80)" 3358 true 2.1 3575

ENSGALP00000001483 CID Sep-19

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase subunit 
STT3A-like - CGNC Symbol 65836 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1397,80)" 3358 false 3576



ENSGALP00000007593 CID 192 - 202 prosaposin - CGNC Symbol 49395 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1398,64)" 6610 3577

ENSGALP00000024624 CID 194 - 204
translocase of outer mitochondrial 
membrane 70 - CGNC Symbol 11379 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1398,67)" 7974 true 1.17 3578

ENSGALP00000002186 CID 187 - 199
WD repeat domain 77 - CGNC Symbol 
991 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1398,79)" 5039 3579

ENSGALP00000015817 CID 359 - 371

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1398,93)" 1101 false 3580



ENSGALP00000016918 CID 289 - 300
eukaryotic translation initiation factor 
2A - CGNC Symbol 7921 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1399,66)" 1106 3581

ENSGALP00000021314 CID 459 - 470 caldesmon 1 - CGNC Symbol 9884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1399,74)" 1316 false 3582

ENSGALP00000024283 CID 54 - 65
ribosomal protein S6 - CGNC Symbol 
49670 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1399,80)" 1738 true 1.86 3583

ENSGALP00000013964 CID 163 - 174
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1399,80)" 1104 false 3584



ENSGALP00000043196 CID 2,376 - 2,387
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1399,80)" 1104 3585

ENSGALP00000022436 CID 108 - 119 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1399,80)" 1104 false 3586

ENSGALP00000012034 CID 163 - 174
tubulin beta 1 class VI - CGNC Symbol 
49797 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1399,80)" 1104 false 3587

ENSGALP00000025165 CID 221 - 233

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1400,69)" 6839 true 1.49 3588



ENSGALP00000014768 CID 77 - 87
EH-domain containing 3 - CGNC Symbol 
51465 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1400,73)" 9900 3589

ENSGALP00000005132 CID 92 - 103
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1400,73)" 15516 true 0.96 3590

ENSGALP00000008236 CID 559 - 570
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1400,78)" 1485 3591

ENSGALP00000013240 CID 1,454 - 1,464
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1400,79)" 773 false 1.64 3592



ENSGALP00000005576 CID 153 - 165
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1400,81)" 10122 3593

ENSGALP00000019975 CID 182 - 194
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1400,81)" 10122 3594

ENSGALP00000034078 CID Aug-19
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1400,82)" 70982 true 1.52 3595

ENSGALP00000016334 CID 157 - 167
proteasome subunit alpha 6 - CGNC 
Symbol 7649 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1401,63)" 1804 false 3596



ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1401,82)" 1696 true 1.75 3597

ENSGALP00000009341 CID 901 - 911
high density lipoprotein binding protein 
- CGNC Symbol 4348 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1401,82)" 1696 false 1.75 3598

ENSGALP00000016743 CID 70 - 80
epoxide hydrolase 1-like - CGNC 
Symbol 51488 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1401,87)" 3903 false 3599

ENSGALP00000024133 CID 202 - 213
histone deacetylase 2 - CGNC Symbol 
11140 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1402,66)" 5677 true 0.67 3600



ENSGALP00000024624 CID 194 - 204
translocase of outer mitochondrial 
membrane 70 - CGNC Symbol 11379 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1402,70)" 9737 3601

ENSGALP00000011006 CID 333 - 344 catenin beta like 1 - CGNC Symbol 5146 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1402,75)" 809 false 3602

ENSGALP00000001914 CID 123 - 134
chloride intracellular channel 4 - CGNC 
Symbol 861 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1403,71)" 5444 3603

ENSGALP00000024956 CID 519 - 529
glucan (1 4-alpha-) branching enzyme 1 
- CGNC Symbol 11562 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1403,76)" 3103 3604



ENSGALP00000016536 CID 582 - 593
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1403,80)" 6464 true 0.96 3605

ENSGALP00000025165 CID 221 - 233

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1404,70)" 10223 3606

ENSGALP00000019667 CID 37 - 48
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1404,73)" 1981 true 0.25 3607

ENSGALP00000038209 CID 37 - 48
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1404,84)" 15582 true 7.24 3608



ENSGALP00000039157 CID 104 - 114 ATP citrate lyase - CGNC Symbol 2533 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1404,85)" 24334 true 3.89 3609

ENSGALP00000023165 CID 181 - 192

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1404,88)" 1662 true 1.64 3610

ENSGALP00000004013 CID 197 - 207 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1405,65)" 1900 true 1.35 3611

ENSGALP00000018987 CID Feb-14 t-complex 1 - CGNC Symbol 8842 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1405,66)" 2637 3612



ENSGALP00000017954 CID 210 - 224

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1405,67)" 114218 true 0.36 3613

ENSGALP00000011689 CID 381 - 391
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1405,69)" 4601 true 2.17 3614

ENSGALP00000021255 CID 371 - 381
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1405,71)" 2902 true 2.23 3615

ENSGALP00000001565 CID 288 - 299

discs large (Drosophila) homolog-
associated protein 4 - CGNC Symbol 
708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1405,73)" 17557 false 3616



ENSGALP00000011559 CID 418 - 429

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1405,73)" 17557 false 0.49 3617

ENSGALP00000025010 CID 47 - 57
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1405,73)" 17557 3618

ENSGALP00000015257 CID 298 - 310
ribosome binding protein 1 - CGNC 
Symbol 6587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1405,73)" 2103 3619

ENSGALP00000026858 CID 447 - 459

minichromosome maintenance 
complex component 3 - CGNC Symbol 
12496 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1405,73)" 3909 true 0.67 3620



ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1405,78)" 3369 true 1.27 3621

ENSGALP00000015000 CID 863 - 875
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1405,79)" 5344 true 1.63 3622

ENSGALP00000006832 CID 2,585 - 2,596
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1405,81)" 2948 false 3623

ENSGALP00000009371 CID 52 - 62
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1405,84)" 949 3624



ENSGALP00000025606 CID 52 - 62
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1405,84)" 949 3625

ENSGALP00000017661 CID 185 - 196
USO1 vesicle transport factor - CGNC 
Symbol 8265 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1405,86)" 2214 false 3626

ENSGALP00000042610 CID 38 - 51

ATP synthase H+ transporting 
mitochondrial F1 complex delta subunit 
- CGNC Symbol 56808 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1406,65)" 5227 true 2.04 3627

ENSGALP00000024133 CID 202 - 213
histone deacetylase 2 - CGNC Symbol 
11140 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1406,69)" 3084 3628



ENSGALP00000017250 CID 50 - 60

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 4 - CGNC Symbol 51774 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1406,80)" 13255 true 0.67 3629

ENSGALP00000035815 CID 15 - 25

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1406,80)" 13255 true 0.67 3630

ENSGALP00000004375 CID 159 - 171
acetyl-CoA acyltransferase 2 - CGNC 
Symbol 2003 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1406,88)" 12925 false 3631

ENSGALP00000026044 CID 444 - 454
argonaute RISC catalytic component 2 - 
CGNC Symbol 64972 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1406,88)" 12925 3632



ENSGALP00000013388 CID 285 - 297
proteasome 26S subunit ATPase 2 - 
CGNC Symbol 6240 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1407,64)" 3005 true 1.12 3633

ENSGALP00000009605 CID 267 - 278
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1407,81)" 2198 3634

ENSGALP00000016536 CID 582 - 593
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1407,82)" 21922 3635

ENSGALP00000036720 CID 2,811 - 2,821
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1408,70)" 1990 3636



ENSGALP00000016080 CID 934 - 945
cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 7517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1408,83)" 967 true 0.85 3637

ENSGALP00000023396 CID 20 - 32
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1408,83)" 68545 true 0.27 3638

ENSGALP00000000383 CID 122 - 133
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1408,88)" 19858 3639

ENSGALP00000034078 CID Aug-19
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1408,89)" 37703 true 2.69 3640



ENSGALP00000004013 CID 197 - 207 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1409,67)" 2880 3641

ENSGALP00000014480 CID 90 - 103
Hsap of 16: GIMAP1-GIMAP5 
readthrough - HGNC:51257 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1409,68)" 3137 true 1.26 3642

ENSGALP00000017954 CID 210 - 224

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1409,69)" 45956 3643

ENSGALP00000021255 CID 371 - 381
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1409,73)" 4622 3644



ENSGALP00000032101 CID 204 - 215 transaldolase - Refseq NP_001026348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1409,73)" 467 3645

ENSGALP00000000805 CID 488 - 499
RAN binding protein 3 - CGNC Symbol 
357 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1409,74)" 2234 true 0.3 3646

ENSGALP00000033650 CID 23 - 35
FYN binding protein - CGNC Symbol 
2773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1409,76)" 1861 true 0.35 3647

ENSGALP00000007355 CID 247 - 257 ataxin 2 - CGNC Symbol 3422 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1409,76)" 1861 false 0.71 3648



ENSGALP00000000383 CID 612 - 623
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1409,76)" 147926 3649

ENSGALP00000011344 CID 366 - 376

protein kinase cAMP-dependent 
regulatory type II alpha - CGNC Symbol 
64276 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1409,76)" 147926 false 3650

ENSGALP00000026858 CID 447 - 459

minichromosome maintenance 
complex component 3 - CGNC Symbol 
12496 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1409,77)" 2341 3651

ENSGALP00000014260 CID 91 - 102
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1409,84)" 3745 true 0.6 3652



ENSGALP00000008236 CID 1,010 - 1,021
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1409,90)" 1750 true 0.64 3653

ENSGALP00000042610 CID 38 - 51

ATP synthase H+ transporting 
mitochondrial F1 complex delta subunit 
- CGNC Symbol 56808 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1410,68)" 2119 3654

ENSGALP00000042680 CID 51 - 62

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1410,68)" 2892 true 2.66 3655

ENSGALP00000015988 CID 53 - 64
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1410,68)" 2892 true 2.66 3656



ENSGALP00000023523 CID 53 - 64 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1410,68)" 2892 true 2.66 3657

ENSGALP00000015657 CID 51 - 62 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1410,68)" 2892 true 2.66 3658

ENSGALP00000017250 CID 50 - 60

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 4 - CGNC Symbol 51774 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1410,82)" 7628 true 1.09 3659

ENSGALP00000035815 CID 15 - 25

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1410,82)" 7628 true 1.09 3660



ENSGALP00000001332 CID 176 - 189
lysyl-tRNA synthetase - CGNC Symbol 
602 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1410,86)" 5639 false 3661

ENSGALP00000013388 CID 285 - 297
proteasome 26S subunit ATPase 2 - 
CGNC Symbol 6240 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1411,66)" 4102 3662

ENSGALP00000042479 CID Nov-25
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1411,79)" 2208 true 3.44 3663

ENSGALP00000020666 CID 123 - 134
DEK proto-oncogene - CGNC Symbol 
9623 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1412,72)" 20408 true 0.43 3664



ENSGALP00000019629 CID 73 - 86
proteasome subunit alpha 3 - CGNC 
Symbol 9125 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1412,80)" 6272 3665

ENSGALP00000002205 CID 223 - 234

ATP synthase H+ transporting 
mitochondrial Fo complex subunit B1 - 
CGNC Symbol 1004 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1412,81)" 1222 true 1.07 3666

ENSGALP00000000383 CID 122 - 133
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1412,92)" 8119 false 3667

ENSGALP00000008699 CID 21 - 32
O-linked N-acetylglucosamine (GlcNAc) 
transferase - CGNC Symbol 4043 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1413,63)" 1561 true 0.96 3668



ENSGALP00000005505 CID 105 - 116
RAB8B member RAS oncogene family - 
CGNC Symbol 2544 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1413,67)" 2734 true 0.94 3669

ENSGALP00000014480 CID 90 - 103
Hsap of 16: GIMAP1-GIMAP5 
readthrough - HGNC:51257 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1413,70)" 2728 3670

ENSGALP00000005643 CID 439 - 452

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1413,73)" 2814 true 3.43 3671

ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1413,73)" 10908 true 0.94 3672



ENSGALP00000027399 CID 178 - 189 esterase D - CGNC Symbol 12753 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1413,75)" 4403 true 3.69 3673

ENSGALP00000000805 CID 488 - 499
RAN binding protein 3 - CGNC Symbol 
357 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1413,76)" 1275 3674

ENSGALP00000018410 CID 351 - 362
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1413,77)" 535 false 3675

ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1413,82)" 4291 true 1.27 3676



ENSGALP00000009853 CID 94 - 105
zinc finger protein 326 - CGNC Symbol 
4587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1414,62)" 10075 true 0.65 3677

ENSGALP00000000634 CID 184 - 195
LCK proto-oncogene Src family tyrosine 
kinase - HGNC:6524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1414,65)" 5168 true 0.24 3678

ENSGALP00000012326 CID 105 - 116
Fas associated via death domain - 
CGNC Symbol 51906 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1414,77)" 1737 true 0.91 3679

ENSGALP00000019979 CID 315 - 326

Gallus gallus alcohol dehydrogenase 1C 
(class I) gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA NM_001305183 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1414,78)" 5431 3680



ENSGALP00000007941 CID 566 - 578 fibrillin 1 - CGNC Symbol 48993 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1414,81)" 2652 false 3681

ENSGALP00000021708 CID 58 - 70
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1414,83)" 19316 true 0.6 3682

ENSGALP00000036304 CID 375 - 386
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1415,63)" 11039 3683

ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1415,71)" 2998 false 1.26 3684



ENSGALP00000020169 CID 670 - 680
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1415,73)" 2844 3685

ENSGALP00000035780 CID 1,066 - 1,077
RAN binding protein 2 - CGNC Symbol 
50838 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1415,80)" 4991 3686

ENSGALP00000042479 CID Nov-25
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1415,80)" 4991 3687

ENSGALP00000016260 CID 76 - 86
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1416,71)" 2576 true 0.41 3688



ENSGALP00000008498 CID 175 - 186 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1416,77)" 7956 true 0.91 3689

ENSGALP00000007139 CID 564 - 576
dimethylglycine dehydrogenase - CGNC 
Symbol 3314 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1416,77)" 5937 3690

ENSGALP00000036304 CID 53 - 66
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1416,83)" 13269 true 0.89 3691

ENSGALP00000023396 CID 20 - 32
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1416,89)" 15675 true 0.27 3692



ENSGALP00000005505 CID 105 - 116
RAB8B member RAS oncogene family - 
CGNC Symbol 2544 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1417,70)" 2856 3693

ENSGALP00000023288 CID 311 - 321
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1417,70)" 10615 true 1.98 3694

ENSGALP00000006018 CID 375 - 385
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1417,71)" 1533 true 1.51 3695

ENSGALP00000027488 CID 741 - 753
periostin osteoblast specific factor - 
CGNC Symbol 12805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1417,71)" 7913 false 0.68 3696



ENSGALP00000042872 CID 319 - 330
chromosome 6 open reading frame 163 
- HGNC:21403 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1417,75)" 10454 false 3697

ENSGALP00000005643 CID 439 - 452

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1417,75)" 10454 3698

ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1417,76)" 26140 3699

ENSGALP00000022392 CID 244 - 256 transportin 3 - CGNC Symbol 10345 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1417,77)" 8375 3700



ENSGALP00000040966 CID 80 - 91
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1417,77)" 8375 true 1.51 3701

ENSGALP00000023099 CID 767 - 780
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1417,78)" 7604 true 1.51 3702

ENSGALP00000027399 CID 178 - 189 esterase D - CGNC Symbol 12753 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1417,78)" 17271 3703

ENSGALP00000012678 CID 1,008 - 1,018
PDZ domain containing ring finger 3 - 
CGNC Symbol 5913 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1417,82)" 1385 3704



ENSGALP00000009853 CID 94 - 105
zinc finger protein 326 - CGNC Symbol 
4587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1418,66)" 6221 3705

ENSGALP00000021353 CID 43 - 55
microsomal glutathione S-transferase 1 
- CGNC Symbol 9903 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1418,72)" 12938 true 0.65 3706

ENSGALP00000009371 CID 85 - 96
eukaryotic translation elongation factor 
1 alpha 2 - CGNC Symbol 50948 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1418,76)" 2630 3707

ENSGALP00000004548 CID 94 - 107
acyl-CoA dehydrogenase long chain - 
CGNC Symbol 2086 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1418,91)" 3409 false 3708



ENSGALP00000023115 CID 327 - 337
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1419,70)" 3584 false 3709

ENSGALP00000023319 CID 440 - 451 catalase - CGNC Symbol 51998 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1419,70)" 2516 true 2.54 3710

ENSGALP00000041109 CID 446 - 458
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1419,81)" 5342 3711

ENSGALP00000027488 CID 712 - 723
periostin osteoblast specific factor - 
CGNC Symbol 12805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1419,87)" 2893 false 3712



ENSGALP00000020445 CID 317 - 327
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1420,60)" 647 3713

ENSGALP00000009217 CID 32 - 43
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1420,63)" 6527 true 3.12 3714

ENSGALP00000013987 CID 533 - 545
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1420,76)" 2370 false 3715

ENSGALP00000016816 CID 16 - 28 exportin 5 - CGNC Symbol 7870 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1420,76)" 2370 3716



ENSGALP00000020666 CID 123 - 134
DEK proto-oncogene - CGNC Symbol 
9623 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1420,77)" 8013 true 0.43 3717

ENSGALP00000008498 CID 175 - 186 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1420,79)" 6868 3718

ENSGALP00000002205 CID 223 - 234

ATP synthase H+ transporting 
mitochondrial Fo complex subunit B1 - 
CGNC Symbol 1004 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1420,85)" 1306 true 1.07 3719

ENSGALP00000035478 CID 2,409 - 2,419 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1421,66)" 941 false 3720



ENSGALP00000001997 CID 95 - 107
eukaryotic translation initiation factor 
4H - CGNC Symbol 897 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1421,72)" 2610 true 1.55 3721

ENSGALP00000020275 CID 39 - 50
lectin galactoside-binding soluble 1 - 
CGNC Symbol 49833 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1421,72)" 3937 true 0.83 3722

ENSGALP00000023288 CID 311 - 321
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1421,73)" 3078 3723

ENSGALP00000006018 CID 375 - 385
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1421,73)" 3078 3724



ENSGALP00000014374 CID 299 - 310
malate dehydrogenase 1 - CGNC 
Symbol 6725 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1421,75)" 26921 true 1.83 3725

ENSGALP00000015735 CID 288 - 299
Sjogren syndrome antigen B - CGNC 
Symbol 7359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1421,76)" 7924 true 2.92 3726

ENSGALP00000007837 CID 94 - 105
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1421,77)" 8416 true 4.2 3727

ENSGALP00000040966 CID 80 - 91
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1421,79)" 13246 3728



ENSGALP00000016536 CID 222 - 234
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1421,80)" 9798 true 5.02 3729

ENSGALP00000011843 CID 309 - 321
catenin (cadherin-associated protein) 
delta 1 - CGNC Symbol 53492 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1421,94)" 1718 false 3730

ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1422,69)" 2609 true 3.21 3731

ENSGALP00000027512 CID 69 - 80
replication factor C subunit 3 - CGNC 
Symbol 12816 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1422,80)" 3908 true 1.1 3732



ENSGALP00000001483 CID 290 - 300

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase subunit 
STT3A-like - CGNC Symbol 65836 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1422,80)" 3715 3733

ENSGALP00000000211 CID 69 - 80
bromodomain containing 2 - CGNC 
Symbol 50420 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1422,80)" 3715 3734

ENSGALP00000021708 CID 58 - 70
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1422,89)" 9380 true 0.6 3735

ENSGALP00000023319 CID 440 - 451 catalase - CGNC Symbol 51998 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1423,71)" 7330 3736



ENSGALP00000008163 CID 155 - 165
orosomucoid 1 (ovoglycoprotein) - 
CGNC Symbol 49217 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1423,73)" 104684 3737

ENSGALP00000006240 CID 1,035 - 1,047
collagen type VI alpha 3 - CGNC Symbol 
2875 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1423,76)" 1457 3738

ENSGALP00000013729 CID 26 - 37
small ubiquitin-like modifier 1 - CGNC 
Symbol 48961 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1423,78)" 1412 true 1.96 3739

ENSGALP00000009217 CID 32 - 43
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1424,65)" 23712 3740



ENSGALP00000020268 CID 579 - 590
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1424,73)" 766 true 12.89 3741

ENSGALP00000019629 CID 73 - 86
proteasome subunit alpha 3 - CGNC 
Symbol 9125 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1424,76)" 1972 true 12.89 3742

ENSGALP00000043256 CID 29 - 42
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1424,76)" 1972 false 12.89 3743

ENSGALP00000026633 CID 301 - 312

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1424,76)" 4942 true 3.11 3744



ENSGALP00000036405 CID 98 - 109
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1424,77)" 27006 false 5.79 3745

ENSGALP00000001332 CID 228 - 238
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1424,78)" 2066 true 0.88 3746

ENSGALP00000019205 CID 36 - 48

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53222 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1424,87)" 68268 true 0.06 3747

ENSGALP00000037266 CID 39 - 51

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53220 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1424,87)" 68268 true 0.06 3748



ENSGALP00000023488 CID 928 - 939
formin binding protein 4 - CGNC 
Symbol 10828 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1424,89)" 274 false 3749

ENSGALP00000006494 CID 445 - 457
formin binding protein 1 - CGNC 
Symbol 2999 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1425,66)" 3370 true 1.63 3750

ENSGALP00000001997 CID 95 - 107
eukaryotic translation initiation factor 
4H - CGNC Symbol 897 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1425,72)" 5307 3751

ENSGALP00000020275 CID 39 - 50
lectin galactoside-binding soluble 1 - 
CGNC Symbol 49833 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1425,75)" 70864 3752



ENSGALP00000014374 CID 299 - 310
malate dehydrogenase 1 - CGNC 
Symbol 6725 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1425,77)" 54795 3753

ENSGALP00000007837 CID 94 - 105
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1425,78)" 65302 3754

ENSGALP00000016536 CID 222 - 234
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1425,82)" 80671 3755

ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1426,73)" 49438 3756



ENSGALP00000006578 CID 104 - 115

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1426,85)" 833 true 1.39 3757

ENSGALP00000000338 CID 37 - 49
proteasome inhibitor subunit 1 - CGNC 
Symbol 152 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1427,66)" 556 true 0.91 3758

ENSGALP00000004817 CID 41 - 52 peroxiredoxin 6 - CGNC Symbol 2214 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1427,69)" 4800 3759

ENSGALP00000014374 CID 80 - 92
malate dehydrogenase 1 - CGNC 
Symbol 6725 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1427,78)" 2915 true 0.89 3760



ENSGALP00000017926 CID Nov-23
phosphoglucomutase 1 - CGNC Symbol 
8372 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1427,81)" 2292 false 3761

ENSGALP00000019031 CID 59 - 70 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1428,61)" 7107 true 0.51 3762

ENSGALP00000000236 CID 342 - 352
antigen peptide transporter 2 - Refseq 
NP_001092827 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1428,63)" 2976 true 1.06 3763

ENSGALP00000030678 CID 159 - 171 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1428,72)" 4631 true 0.69 3764



ENSGALP00000009960 CID 146 - 158
ribosomal protein L13 - CGNC Symbol 
49509 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1428,77)" 6883 true 2.28 3765

ENSGALP00000020268 CID 579 - 590
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1428,80)" 20114 3766

ENSGALP00000038262 CID 79 - 90
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1429,64)" 22214 true 0.93 3767

ENSGALP00000018987 CID 472 - 483 t-complex 1 - CGNC Symbol 8842 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1429,69)" 5211 3768



ENSGALP00000018258 CID 385 - 395 Enah/Vasp-like - CGNC Symbol 8513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1429,77)" 5448 true 0.16 3769

ENSGALP00000038979 CID 1,474 - 1,486
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1430,78)" 17286 true 1.11 3770

ENSGALP00000016008 CID 110 - 121
glucosamine (N-acetyl)-6-sulfatase - 
CGNC Symbol 7488 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1430,84)" 8590 true 3.7 3771

ENSGALP00000035717 CID 34 - 44

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1431,58)" 15962 true 0.95 3772



ENSGALP00000018939 CID 334 - 345
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1431,66)" 8467 3773

ENSGALP00000000338 CID 37 - 49
proteasome inhibitor subunit 1 - CGNC 
Symbol 152 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1431,68)" 506 3774

ENSGALP00000005576 CID 45 - 55
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1431,69)" 21526 true 1.78 3775

ENSGALP00000021838 CID 554 - 566
RNA binding motif protein 14 - 
HGNC:14219 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1431,72)" 12622 true 1.78 3776



ENSGALP00000041423 CID Apr-14
glutathione peroxidase 1 - CGNC 
Symbol 65881 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1431,74)" 662 true 1.65 3777

ENSGALP00000009393 CID 380 - 391
clustered mitochondria (cluA/CLU1) 
homolog - CGNC Symbol 4370 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1431,75)" 3016 3778

ENSGALP00000041574 CID 198 - 209
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1431,76)" 4489 true 0.49 3779

ENSGALP00000014374 CID 80 - 92
malate dehydrogenase 1 - CGNC 
Symbol 6725 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1431,81)" 2775 3780



ENSGALP00000035366 CID 414 - 426
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1431,84)" 15193 true 0.31 3781

ENSGALP00000023075 CID 466 - 477
replication factor C subunit 1 - CGNC 
Symbol 51823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1432,76)" 504 true 0.87 3782

ENSGALP00000019975 CID 84 - 94
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1432,76)" 12388 true 0.48 3783

ENSGALP00000007593 CID 420 - 432 prosaposin - CGNC Symbol 49395 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1432,76)" 12388 3784



ENSGALP00000025606 CID 85 - 96
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1432,76)" 55621 true 2.51 3785

ENSGALP00000030678 CID 159 - 171 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1432,77)" 5193 3786

ENSGALP00000009960 CID 146 - 158
ribosomal protein L13 - CGNC Symbol 
49509 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1432,80)" 11848 3787

ENSGALP00000038262 CID 79 - 90
serine/arginine-rich splicing factor 1 - 
Refseq NP_001107213 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1433,66)" 21177 3788



ENSGALP00000015846 CID 380 - 392
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1433,68)" 7810 3789

ENSGALP00000001474 CID 620 - 631

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1433,84)" 1077 true 1.57 3790

ENSGALP00000002493 CID 110 - 123
ribosomal protein L23 - CGNC Symbol 
1138 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1433,85)" 11935 3791

ENSGALP00000023278 CID 191 - 205
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1433,85)" 11935 false 3792



ENSGALP00000039872 CID 253 - 265
regulator of chromosome condensation 
2 - CGNC Symbol 287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1433,86)" 8033 true 0.24 3793

ENSGALP00000007511 CID 204 - 217

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1433,88)" 588 false 3794

ENSGALP00000038124 CID 411 - 421
fatty acid synthase - CGNC Symbol 
1983 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1434,66)" 4272 3795

ENSGALP00000040418 CID 33 - 44 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1434,68)" 4795 true 1.15 3796



ENSGALP00000035339 CID 194 - 207

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1434,72)" 919 true 8.43 3797

ENSGALP00000030864 CID 109 - 120
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1434,78)" 32073 true 0.74 3798

ENSGALP00000002278 CID 40 - 51
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1434,80)" 5241 true 2.56 3799

ENSGALP00000003012 CID 203 - 214
malate dehydrogenase 2 - CGNC 
Symbol 1378 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1434,88)" 1192 false 3800



ENSGALP00000035717 CID 34 - 44

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1435,61)" 14547 3801

ENSGALP00000005576 CID 45 - 55
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1435,72)" 37440 3802

ENSGALP00000038957 CID 74 - 84
ribosomal protein L27 - CGNC Symbol 
49733 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1435,72)" 24665 true 2.41 3803

ENSGALP00000041423 CID Apr-14
glutathione peroxidase 1 - CGNC 
Symbol 65881 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1435,77)" 1094 3804



ENSGALP00000041574 CID 198 - 209
Hsap of 1: chaperonin containing TCP1 
subunit 3 - HGNC:1616 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1435,78)" 2715 3805

ENSGALP00000025593 CID 1,231 - 1,243
collagen type XII alpha 1 - CGNC 
Symbol 49526 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1435,78)" 2252 3806

ENSGALP00000025593 CID 426 - 437
collagen type XII alpha 1 - CGNC 
Symbol 49526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1435,79)" 3841 false 3807

ENSGALP00000011770 CID 684 - 694
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1436,68)" 2302 3808



ENSGALP00000016536 CID 625 - 635
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1436,68)" 2302 3809

ENSGALP00000019975 CID 84 - 94
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1436,79)" 5946 3810

ENSGALP00000025606 CID 85 - 96
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1436,79)" 629461 3811

ENSGALP00000038576 CID 40 - 52
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1436,81)" 7963 true 0.92 3812



ENSGALP00000019205 CID 36 - 48

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53222 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1436,95)" 4278 true 0.06 3813

ENSGALP00000037266 CID 39 - 51

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53220 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1436,95)" 4278 true 0.06 3814

ENSGALP00000013574 CID 365 - 377
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1437,71)" 3000 true 4.99 3815

ENSGALP00000024468 CID 65 - 76
ribosomal protein S15 - CGNC Symbol 
11306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1437,80)" 2322 true 2.16 3816



ENSGALP00000013122 CID 222 - 233
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1437,81)" 8645 true 1.16 3817

ENSGALP00000039872 CID 253 - 265
regulator of chromosome condensation 
2 - CGNC Symbol 287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1437,87)" 1920 3818

ENSGALP00000000639 CID 191 - 201 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1438,67)" 3584 false 3819

ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1438,71)" 42864 true 0.86 3820



ENSGALP00000041159 CID 34 - 45 ribosomal protein S16 - HGNC:10396 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1438,78)" 3510 true 1.96 3821

ENSGALP00000002278 CID 40 - 51
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1438,83)" 11798 3822

ENSGALP00000009669 CID 1,540 - 1,551
dedicator of cytokinesis 11 - CGNC 
Symbol 51664 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1438,83)" 11798 3823

ENSGALP00000012938 CID Jan-14
apoptosis inhibitor 5 - CGNC Symbol 
16313 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1439,75)" 4794 false 3824



ENSGALP00000038957 CID 74 - 84
ribosomal protein L27 - CGNC Symbol 
49733 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1439,75)" 55945 3825

ENSGALP00000012879 CID 741 - 753
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1439,76)" 406 false 3826

ENSGALP00000008824 CID 326 - 336
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1440,71)" 687 true 0.91 3827

ENSGALP00000003199 CID 270 - 281

TAF15 RNA polymerase II TATA box 
binding protein (TBP)-associated factor 
68kDa - CGNC Symbol 50532 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1440,78)" 3856 false 3828



ENSGALP00000002348 CID 58 - 70
zinc finger ZZ-type and EF-hand domain 
containing 1 - CGNC Symbol 1069 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1440,80)" 27221 3829

ENSGALP00000005653 CID 1,294 - 1,306 fibronectin 1 - CGNC Symbol 2613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1440,82)" 5649 3830

ENSGALP00000005081 CID 95 - 106
lectin galactoside-binding soluble 2 - 
CGNC Symbol 2336 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1441,74)" 12258 3831

ENSGALP00000040418 CID 33 - 44 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1442,72)" 5912 true 1.15 3832



ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1442,74)" 36852 3833

ENSGALP00000023214 CID 221 - 232
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1442,74)" 45390 true 0.89 3834

ENSGALP00000025476 CID 29 - 41

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1442,80)" 584 false 3835

ENSGALP00000041744 CID 148 - 159
SEC22 homolog B vesicle trafficking 
protein - CGNC Symbol 52179 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1442,80)" 584 true 0.91 3836



ENSGALP00000041159 CID 34 - 45 ribosomal protein S16 - HGNC:10396 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1442,80)" 6898 3837

ENSGALP00000036688 CID 85 - 96 tubulin alpha 8a - CGNC Symbol 262 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1442,85)" 5729 true 0.73 3838

ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1442,85)" 5729 true 0.73 3839

ENSGALP00000037524 CID 95 - 106 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1442,85)" 5729 true 0.73 3840



ENSGALP00000023926 CID 134 - 144
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1443,65)" 12778 true 1.4 3841

ENSGALP00000011330 CID 393 - 405
nuclear receptor coactivator 5 - CGNC 
Symbol 5288 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1443,75)" 1332 true 0.9 3842

ENSGALP00000008236 CID 998 - 1,009
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1443,78)" 7421 true 2.41 3843

ENSGALP00000014800 CID 1,329 - 1,341

Hsap of 1: scavenger receptor cysteine 
rich family member with 5 domains - 
HGNC:26641 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1443,79)" 20076 3844



ENSGALP00000038778 CID 35 - 47 actin-like 6A - CGNC Symbol 6893 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1443,82)" 4280 true 0.47 3845

ENSGALP00000012145 CID 397 - 408
structure specific recognition protein 1 - 
CGNC Symbol 49844 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1444,70)" 2509 true 0.69 3846

ENSGALP00000031272 CID Feb-14
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1444,73)" 584 3847

ENSGALP00000008824 CID 326 - 336
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1444,75)" 766 true 1.25 3848



ENSGALP00000009286 CID 212 - 223
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1444,80)" 3044 false 3849

ENSGALP00000016509 CID 1,381 - 1,392

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1444,82)" 7901 true 0.56 3850

ENSGALP00000012641 CID 1,676 - 1,687 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1444,83)" 40378 false 3851

ENSGALP00000023059 CID 1,312 - 1,324

PDS5 regulator of cohesion 
maintenance homolog A (S. cerevisiae) - 
CGNC Symbol 10643 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1444,83)" 40378 false 1.43 3852



ENSGALP00000013574 CID 365 - 377
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1445,75)" 18218 true 4.99 3853

ENSGALP00000004375 CID 77 - 90
acetyl-CoA acyltransferase 2 - CGNC 
Symbol 2003 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1445,88)" 10507 true 1.41 3854

ENSGALP00000040890 CID 662 - 674
Sad1 and UNC84 domain containing 2 - 
CGNC Symbol 50656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1446,74)" 1634 true 0.52 3855

ENSGALP00000002513 CID 75 - 87
LIM and SH3 protein 1 - CGNC Symbol 
1150 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1446,75)" 3544 true 0.71 3856



ENSGALP00000003423 CID 616 - 626
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1446,76)" 68055 true 0.34 3857

ENSGALP00000019031 CID 463 - 474 albumin - CGNC Symbol 14106 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1446,77)" 12637 false 3858

ENSGALP00000023214 CID 221 - 232
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1446,77)" 38872 3859

ENSGALP00000012878 CID 172 - 184
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1446,81)" 1048 true 3.31 3860



ENSGALP00000036720 CID 1,428 - 1,439
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1446,85)" 24024 3861

ENSGALP00000000383 CID 1,299 - 1,311
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1446,85)" 24024 false 3862

ENSGALP00000023926 CID 134 - 144
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1447,68)" 17848 3863

ENSGALP00000014870 CID 288 - 302

Hsap of 1: scavenger receptor cysteine 
rich family member with 5 domains - 
HGNC:26641 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1447,77)" 3949 3864



ENSGALP00000008236 CID 998 - 1,009
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1447,80)" 18362 3865

ENSGALP00000020960 CID 174 - 186

serpin peptidase inhibitor clade B 
(ovalbumin) member 10 - CGNC 
Symbol 49439 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1447,81)" 2022 false 1.05 3866

ENSGALP00000036122 CID 92 - 103

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1447,81)" 2022 false 3867

P04264 CID 186 - 197
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1447,82)" 2843 true 2.41 3868



ENSGALP00000038912 CID 116 - 127 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1448,70)" 22325 true 0.61 3869

ENSGALP00000014260 CID 71 - 81
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1448,71)" 2138 true 0.32 3870

ENSGALP00000004641 CID 1,021 - 1,032
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1448,73)" 1629 true 0.8 3871

ENSGALP00000004641 CID 822 - 833
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1448,82)" 3513 true 0.77 3872



ENSGALP00000016509 CID 1,381 - 1,392

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1448,82)" 4841 3873

ENSGALP00000026487 CID 124 - 137
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1448,84)" 6486 3874

ENSGALP00000006043 CID 1,053 - 1,064
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1448,89)" 12305 true 0.89 3875

ENSGALP00000041067 CID 38 - 49
16 kDa beta-galactoside-binding lectin - 
UP P23668 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1449,76)" 9621 3876



ENSGALP00000017926 CID 222 - 234
phosphoglucomutase 1 - CGNC Symbol 
8372 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1449,80)" 3958 false 3877

ENSGALP00000038124 CID 1,744 - 1,756
fatty acid synthase - CGNC Symbol 
1983 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1449,86)" 1327 false 3878

ENSGALP00000024468 CID 65 - 76
ribosomal protein S15 - CGNC Symbol 
11306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1449,88)" 5012 true 2.16 3879

ENSGALP00000004375 CID 77 - 90
acetyl-CoA acyltransferase 2 - CGNC 
Symbol 2003 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1449,91)" 11435 3880



ENSGALP00000016481 CID 34 - 46
Sec23 homolog A (S. cerevisiae) - CGNC 
Symbol 7715 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1449,93)" 472 true 0.48 3881

ENSGALP00000027534 CID 725 - 735
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1450,72)" 2533 3882

ENSGALP00000014119 CID 70 - 83
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1450,75)" 1067 true 0.54 3883

ENSGALP00000040890 CID 662 - 674
Sad1 and UNC84 domain containing 2 - 
CGNC Symbol 50656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1450,75)" 1009 3884



ENSGALP00000007379 CID 151 - 162

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1450,75)" 7026 3885

ENSGALP00000003423 CID 616 - 626
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1450,78)" 22537 3886

ENSGALP00000027953 CID 28 - 40
ribosomal protein S3 - CGNC Symbol 
13020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1451,68)" 5547 true 1.26 3887

ENSGALP00000005132 CID 333 - 343
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1451,78)" 933 true 0.57 3888



ENSGALP00000036122 CID 128 - 139

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1452,72)" 8513 true 1.5 3889

ENSGALP00000011689 CID 201 - 212
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1452,79)" 583 true 7.32 3890

ENSGALP00000004437 CID 140 - 153
ribosomal protein S10 - CGNC Symbol 
51122 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1453,70)" 57396 true 1.85 3891

ENSGALP00000026550 CID 4,150 - 4,161 apolipoprotein B - CGNC Symbol 12347 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1453,72)" 3059 3892



ENSGALP00000020445 CID 1,343 - 1,353
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1453,75)" 5783 false 3893

ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1453,78)" 2135 true 1.17 3894

ENSGALP00000021892 CID 292 - 303
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1454,76)" 996 false 3895

ENSGALP00000012878 CID 172 - 184
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1454,86)" 3474 true 3.31 3896



ENSGALP00000027953 CID 28 - 40
ribosomal protein S3 - CGNC Symbol 
13020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1455,71)" 11356 3897

ENSGALP00000025883 CID 60 - 71
eukaryotic translation initiation factor 3 
subunit E - CGNC Symbol 12026 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1455,77)" 9048 true 1.37 3898

ENSGALP00000043256 CID Feb-13
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1456,72)" 6196 true 4.41 3899

ENSGALP00000038912 CID 116 - 127 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1456,75)" 1797 true 0.61 3900



ENSGALP00000025010 CID Feb-13
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1456,78)" 77809 true 0.82 3901

ENSGALP00000026633 CID 527 - 538

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1456,80)" 4120 false 3902

ENSGALP00000025280 CID Apr-16 thioredoxin - CGNC Symbol 49804 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1456,81)" 2070 true 0.82 3903

ENSGALP00000004641 CID 822 - 833
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1456,86)" 2472 true 0.77 3904



ENSGALP00000007287 CID 129 - 141
ribosomal protein S14 - CGNC Symbol 
3393 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1457,72)" 11277 true 2.56 3905

ENSGALP00000004437 CID 140 - 153
ribosomal protein S10 - CGNC Symbol 
51122 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1457,73)" 90929 3906

ENSGALP00000017347 CID 63 - 73
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1457,78)" 1674 true 1.31 3907

ENSGALP00000027488 CID 413 - 424
periostin osteoblast specific factor - 
CGNC Symbol 12805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1458,68)" 7003 3908



ENSGALP00000008095 CID 129 - 141 adenosine kinase - CGNC Symbol 3760 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1458,83)" 1092 false 3909

ENSGALP00000020954 CID 175 - 186

serpin peptidase inhibitor clade B 
(ovalbumin) member 1 - CGNC Symbol 
13903 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1459,66)" 2129 3910

ENSGALP00000001332 CID 551 - 562
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1459,76)" 2644 true 1 3911

ENSGALP00000039157 CID 1,056 - 1,067 ATP citrate lyase - CGNC Symbol 2533 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1459,78)" 3317 false 3912



ENSGALP00000025883 CID 60 - 71
eukaryotic translation initiation factor 3 
subunit E - CGNC Symbol 12026 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1459,80)" 12405 3913

ENSGALP00000013388 CID 340 - 351
proteasome 26S subunit ATPase 2 - 
CGNC Symbol 6240 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1459,84)" 1437 true 1.1 3914

ENSGALP00000035973 CID 157 - 169

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1460,75)" 28607 false 3915

ENSGALP00000043256 CID Feb-13
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1460,75)" 28607 true 4.41 3916



ENSGALP00000021034 CID 61 - 73

minichromosome maintenance 
complex component 4 - CGNC Symbol 
9780 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1460,75)" 14435 true 0.2 3917

ENSGALP00000020563 CID 312 - 324
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1460,76)" 9926 false 3918

ENSGALP00000036122 CID 128 - 139

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1460,76)" 13758 true 1.5 3919

ENSGALP00000011689 CID 201 - 212
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1460,85)" 7375 true 7.32 3920



ENSGALP00000012888 CID 38 - 50 nebulette - CGNC Symbol 49189 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1460,87)" 1829 true 5.45 3921

ENSGALP00000013659 CID 18 - 32
THUMP domain containing 3 - CGNC 
Symbol 6359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1461,68)" 978 3922

ENSGALP00000007287 CID 129 - 141
ribosomal protein S14 - CGNC Symbol 
3393 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1461,75)" 23019 3923

ENSGALP00000015410 CID 718 - 729 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1461,81)" 7002 3924



ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1461,87)" 1030 true 1.03 3925

ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - CGNC Symbol 
4424 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1462,70)" 9636 true 1.41 3926

ENSGALP00000012883 CID 160 - 171

Gallus gallus recombination activating 
gene 2 (RAG2) mRNA. - RefSeq mRNA 
NM_001305057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1462,81)" 77410 false 3927

ENSGALP00000003899 CID 251 - 265
methionine adenosyltransferase I alpha 
- CGNC Symbol 1773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1462,81)" 77410 3928



ENSGALP00000026457 CID 223 - 233
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1463,75)" 2356 true 3.28 3929

ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1463,77)" 20508 true 1.58 3930

ENSGALP00000011071 CID 200 - 213
glutaminyl-tRNA synthetase - CGNC 
Symbol 5185 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1463,77)" 20508 false 1.58 3931

ENSGALP00000042870 CID Sep-22 aminoacylase 1 - CGNC Symbol 64270 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1463,77)" 1147 true 1.58 3932



ENSGALP00000004548 CID 335 - 346
acyl-CoA dehydrogenase long chain - 
CGNC Symbol 2086 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1463,78)" 1018 false 1.26 3933

ENSGALP00000012376 CID 511 - 522

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1463,78)" 1018 true 1.26 3934

ENSGALP00000025593 CID 2,384 - 2,396
collagen type XII alpha 1 - CGNC 
Symbol 49526 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1463,83)" 4669 3935

ENSGALP00000003152 CID 251 - 263
adenosylhomocysteinase - CGNC 
Symbol 1443 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1463,83)" 4669 false 1.45 3936



ENSGALP00000016447 CID 99 - 110
ribosomal protein S8 - CGNC Symbol 
52222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1464,74)" 17293 true 1.73 3937

ENSGALP00000005944 CID 1,216 - 1,229
phospholipase C gamma 1 - CGNC 
Symbol 50935 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1464,75)" 1115 3938

ENSGALP00000021034 CID 61 - 73

minichromosome maintenance 
complex component 4 - CGNC Symbol 
9780 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1464,76)" 1585 3939

ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1464,83)" 7601 true 0.8 3940



ENSGALP00000001685 CID 21 - 32
NIMA-related kinase 6 - CGNC Symbol 
759 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1465,70)" 4808 true 2.92 3941

ENSGALP00000002014 CID 824 - 837
F-box and WD repeat domain 
containing 10 - CGNC Symbol 50485 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1465,78)" 2892 false 3942

ENSGALP00000035478 CID 56 - 68 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1465,79)" 3137 true 2.92 3943

ENSGALP00000003646 CID 119 - 132
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1465,80)" 8923 true 3.25 3944



ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - CGNC Symbol 
4424 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1466,72)" 13590 3945

ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1466,84)" 561823 true 1.02 3946

ENSGALP00000037524 CID 95 - 106 tubulin alpha 4a - CGNC Symbol 65758 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1466,84)" 561823 true 1.02 3947

ENSGALP00000036688 CID 85 - 96 tubulin alpha 8a - CGNC Symbol 262 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1466,84)" 561823 true 1.02 3948



ENSGALP00000039757 CID 90 - 100
hypoxia up-regulated 1 - CGNC Symbol 
53307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1466,87)" 4331 false 3949

ENSGALP00000000468 CID 304 - 316

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1466,87)" 4067 true 1.05 3950

ENSGALP00000026457 CID 223 - 233
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1467,75)" 13432 3951

ENSGALP00000007523 CID 41 - 53
chloride intracellular channel 2 - CGNC 
Symbol 51647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1467,76)" 12729 3952



ENSGALP00000023099 CID 72 - 86
histocompatibility (minor) HA-1 - CGNC 
Symbol 51181 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1467,77)" 1249 false 3953

ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1467,80)" 57889 3954

ENSGALP00000001332 CID 551 - 562
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1467,81)" 894 true 1 3955

ENSGALP00000035339 CID 250 - 262

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1467,83)" 9364 true 1.4 3956



ENSGALP00000027401 CID 384 - 396
succinate-CoA ligase ADP-forming beta 
subunit - CGNC Symbol 12755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1467,88)" 1587 false 3957

ENSGALP00000036002 CID 70 - 81
RAB10 member RAS oncogene family - 
CGNC Symbol 12382 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1468,66)" 1900 true 1.35 3958

ENSGALP00000016447 CID 99 - 110
ribosomal protein S8 - CGNC Symbol 
52222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1468,77)" 30915 3959

ENSGALP00000016481 CID 400 - 412
Sec23 homolog A (S. cerevisiae) - CGNC 
Symbol 7715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1468,77)" 30915 false 3960



ENSGALP00000017016 CID 323 - 335 glutaredoxin 3 - CGNC Symbol 7961 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1468,85)" 1101 3961

ENSGALP00000004720 CID 449 - 461
phosphoglycerate dehydrogenase - 
CGNC Symbol 2161 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1468,91)" 37011 3962

ENSGALP00000036834 CID 479 - 491
microsomal triglyceride transfer 
protein - CGNC Symbol 9320 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1468,98)" 5776 false 3963

ENSGALP00000010241 CID 221 - 232

Uncharacterized protein - 
UniProtKB/TrEMBL V9GY05 - CGNC 
Symbol 4773 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1469,65)" 4144 true 1.23 3964



ENSGALP00000001685 CID 21 - 32
NIMA-related kinase 6 - CGNC Symbol 
759 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1469,71)" 10037 3965

ENSGALP00000012367 CID 19 - 31
SLC9A3 regulator 1 - CGNC Symbol 
51624 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1469,74)" 8321 true 0.71 3966

ENSGALP00000036304 CID 218 - 229
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1469,79)" 886 false 3967

ENSGALP00000005971 CID 314 - 324 annexin A2 - CGNC Symbol 49740 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1469,82)" 4921 true 2.92 3968



ENSGALP00000003646 CID 119 - 132
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1469,82)" 31981 3969

ENSGALP00000035478 CID 56 - 68 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1469,83)" 6855 3970

ENSGALP00000017347 CID 63 - 73
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1469,85)" 1233 true 1.31 3971

ENSGALP00000009880 CID 262 - 275
formimidoyltransferase 
cyclodeaminase - CGNC Symbol 4601 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1470,01)" 657 false 3972



ENSGALP00000033915 CID 136 - 147

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1470,71)" 450 true 0.92 3973

ENSGALP00000003342 CID 360 - 371
adaptor-related protein complex 2 beta 
1 subunit - CGNC Symbol 1528 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1470,72)" 3673 true 1.26 3974

ENSGALP00000013190 CID 360 - 371
adaptor-related protein complex 1 beta 
1 subunit - CGNC Symbol 6168 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1470,72)" 3673 true 1.26 3975

ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1470,86)" 377 3976



ENSGALP00000000468 CID 304 - 316

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1470,88)" 5659 3977

ENSGALP00000007139 CID 531 - 543
dimethylglycine dehydrogenase - CGNC 
Symbol 3314 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1470,89)" 10866 3978

ENSGALP00000015366 CID Feb-14
peptidylprolyl isomerase D - CGNC 
Symbol 7186 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1471,73)" 15418 3979

ENSGALP00000038124 CID 1,716 - 1,728
fatty acid synthase - CGNC Symbol 
1983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1471,76)" 2149 3980



ENSGALP00000012376 CID 511 - 522

signal transducer and activator of 
transcription 1 91kDa - CGNC Symbol 
52118 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1471,83)" 1281 true 1.26 3981

ENSGALP00000035339 CID 250 - 262

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1471,85)" 14266 3982

ENSGALP00000015057 CID 83 - 95
fibrinogen beta chain - CGNC Symbol 
7036 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1471,88)" 1573 false 3983

ENSGALP00000001750 CID 106 - 117 prohibitin - CGNC Symbol 51144 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1472,67)" 4948 true 1.89 3984



ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1472,68)" 6267 true 1.89 3985

ENSGALP00000003954 CID 489 - 499
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1472,68)" 3103 true 0.85 3986

ENSGALP00000011961 CID 130 - 141
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1472,76)" 14511 true 0.71 3987

ENSGALP00000020561 CID 68 - 81
RNA 2' 3'-cyclic phosphate and 5'-OH 
ligase - CGNC Symbol 9570 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1472,85)" 2228 true 1.22 3988



ENSGALP00000010241 CID 221 - 232

Uncharacterized protein - 
UniProtKB/TrEMBL V9GY05 - CGNC 
Symbol 4773 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1473,67)" 5461 3989

ENSGALP00000024803 CID 1-Nov
prolyl endopeptidase - CGNC Symbol 
11476 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1473,68)" 1488 3990

ENSGALP00000008082 CID 481 - 492

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily c member 1 - CGNC Symbol 
3752 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1473,78)" 2969 true 0.48 3991

ENSGALP00000011598 CID 206 - 219
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1473,80)" 1343 false 0.44 3992



ENSGALP00000000615 CID 48 - 60
karyopherin subunit beta 1 - 
HGNC:6400 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1473,80)" 778 false 3993

ENSGALP00000012463 CID 551 - 562 cortactin - CGNC Symbol 5818 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1473,82)" 12623 3994

ENSGALP00000010689 CID 36 - 49
ureidopropionase beta - CGNC Symbol 
4998 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1473,85)" 4067 3995

ENSGALP00000033915 CID 136 - 147

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC Symbol 
3113 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1474,74)" 412 3996



ENSGALP00000028746 CID 92 - 103

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1474,77)" 581 true 1.14 3997

ENSGALP00000017556 CID 318 - 329 legumain - CGNC Symbol 8216 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1474,77)" 581 3998

ENSGALP00000003717 CID 380 - 393
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1474,80)" 2530 true 3.11 3999

ENSGALP00000010266 CID 237 - 249
H2A histone family member Y - CGNC 
Symbol 4787 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1474,80)" 2530 false 3.11 4000



ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1474,89)" 569779 true 1.02 4001

ENSGALP00000037524 CID 95 - 106 tubulin alpha 4a - CGNC Symbol 65758 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1474,89)" 569779 true 1.02 4002

ENSGALP00000036688 CID 85 - 96 tubulin alpha 8a - CGNC Symbol 262 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1474,89)" 569779 true 1.02 4003

ENSGALP00000012888 CID 461 - 473 nebulette - CGNC Symbol 49189 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1475,75)" 2382 4004



ENSGALP00000016481 CID 68 - 79
Sec23 homolog A (S. cerevisiae) - CGNC 
Symbol 7715 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1475,80)" 2080 true 2.6 4005

ENSGALP00000000509 CID 575 - 589

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1476,65)" 2848 true 0.52 4006

ENSGALP00000015623 CID 651 - 662
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1476,70)" 8693 false 4007

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1476,70)" 8693 true 1.89 4008



ENSGALP00000001750 CID 106 - 117 prohibitin - CGNC Symbol 51144 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1476,70)" 10161 4009

ENSGALP00000018695 CID 209 - 222
glycerol-3-phosphate dehydrogenase 1-
like - CGNC Symbol 8724 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1476,76)" 16044 true 0.14 4010

ENSGALP00000011961 CID 130 - 141
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1476,77)" 15660 4011

ENSGALP00000019192 CID 197 - 209
uridine monophosphate synthetase - 
CGNC Symbol 8931 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1476,78)" 10282 true 1.65 4012



ENSGALP00000023395 CID 122 - 133
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1476,86)" 19748 true 1.05 4013

ENSGALP00000020561 CID 68 - 81
RNA 2' 3'-cyclic phosphate and 5'-OH 
ligase - CGNC Symbol 9570 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1476,90)" 785 4014

ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1476,91)" 5817 true 0.8 4015

ENSGALP00000006218 CID 217 - 228
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1477,63)" 9868 true 1.2 4016



ENSGALP00000039796 CID 308 - 319

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1477,73)" 5249 true 1.05 4017

ENSGALP00000012367 CID 19 - 31
SLC9A3 regulator 1 - CGNC Symbol 
51624 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1477,78)" 5501 true 0.71 4018

ENSGALP00000000693 CID 241 - 252

succinate dehydrogenase complex 
subunit B iron sulfur (Ip) - CGNC Symbol 
63429 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1478,80)" 10071 true 1.78 4019

ENSGALP00000003717 CID 380 - 393
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1478,82)" 12017 4020



ENSGALP00000003060 CID 195 - 208
pre-mRNA processing factor 38B - 
CGNC Symbol 1397 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1479,73)" 1969 true 0.35 4021

ENSGALP00000004871 CID 50 - 61
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1479,74)" 6811 true 1.03 4022

ENSGALP00000002828 CID 727 - 738
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1479,74)" 347 true 1.56 4023

ENSGALP00000024116 CID 589 - 600
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1479,76)" 2494 4024



ENSGALP00000002373 CID 561 - 573
ATPase Ca++ transporting ubiquitous - 
CGNC Symbol 1084 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1479,78)" 16279 true 0.35 4025

ENSGALP00000026509 CID 381 - 393
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1479,81)" 500 true 0.83 4026

ENSGALP00000028664 CID 208 - 217
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1479,87)" 1404 4027

ENSGALP00000004013 CID 1,306 - 1,319 talin 1 - CGNC Symbol 1830 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1479,88)" 3110 true 0.16 4028



ENSGALP00000013267 CID 279 - 290
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1480,70)" 16238 true 1.05 4029

ENSGALP00000000509 CID 575 - 589

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1480,72)" 5168 4030

ENSGALP00000003954 CID 489 - 499
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1480,73)" 2639 true 0.85 4031

ENSGALP00000018695 CID 209 - 222
glycerol-3-phosphate dehydrogenase 1-
like - CGNC Symbol 8724 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1480,79)" 1383 4032



ENSGALP00000019192 CID 197 - 209
uridine monophosphate synthetase - 
CGNC Symbol 8931 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1480,81)" 19426 4033

ENSGALP00000013574 CID 182 - 193
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1480,81)" 6081 true 1.65 4034

ENSGALP00000023395 CID 122 - 133
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1480,89)" 18879 4035

ENSGALP00000006218 CID 217 - 228
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1481,65)" 11851 4036



ENSGALP00000002604 CID 496 - 508
inter-alpha-trypsin inhibitor heavy 
chain 3 - CGNC Symbol 50111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1481,77)" 23367 4037

ENSGALP00000003737 CID 270 - 281 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1481,78)" 3549 true 1.29 4038

ENSGALP00000016632 CID 109 - 120 keratin 8 - HGNC:6446 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1481,80)" 2422 4039

ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1481,81)" 6335 4040



ENSGALP00000011843 CID 549 - 560
catenin (cadherin-associated protein) 
delta 1 - CGNC Symbol 53492 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1481,83)" 2648 4041

ENSGALP00000011559 CID 55 - 67

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1482,71)" 1586 4042

ENSGALP00000019120 CID 78 - 89
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1482,72)" 9325 true 1.9 4043

ENSGALP00000003012 CID 241 - 256
malate dehydrogenase 2 - CGNC 
Symbol 1378 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1482,75)" 11220 true 3.24 4044



ENSGALP00000014298 CID 17 - 31
ribosomal protein L12 - CGNC Symbol 
50469 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1482,78)" 1546 true 1.18 4045

ENSGALP00000000693 CID 241 - 252

succinate dehydrogenase complex 
subunit B iron sulfur (Ip) - CGNC Symbol 
63429 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1482,82)" 21648 4046

ENSGALP00000001145 CID 165 - 176
DnaJ heat shock protein family (Hsp40) 
member C8 - CGNC Symbol 507 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1482,83)" 380 false 4047

ENSGALP00000028746 CID 92 - 103

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1482,83)" 380 true 1.14 4048



ENSGALP00000012869 CID 59 - 71
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1482,83)" 380 4049

ENSGALP00000017347 CID 316 - 328
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1482,92)" 5819 4050

ENSGALP00000015964 CID 102 - 114
ribosomal protein L18a - CGNC Symbol 
50601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1483,73)" 9599 true 1.27 4051

ENSGALP00000002828 CID 727 - 738
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1483,74)" 5398 4052



ENSGALP00000004871 CID 50 - 61
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1483,76)" 1571 4053

ENSGALP00000014918 CID 576 - 587
AF4/FMR2 family member 2 - 
HGNC:3776 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1483,77)" 1713 false 4054

ENSGALP00000006240 CID 1,441 - 1,453
collagen type VI alpha 3 - CGNC Symbol 
2875 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1483,77)" 1713 4055

ENSGALP00000019031 CID 513 - 523 albumin - CGNC Symbol 14106 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1483,89)" 9343 true 0.58 4056



ENSGALP00000010303 CID 1,375 - 1,387 interleukin 16 - CGNC Symbol 4808 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1483,89)" 273 true 0.16 4057

ENSGALP00000007487 CID 282 - 292
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1484,70)" 28651 true 1.06 4058

ENSGALP00000013267 CID 279 - 290
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1484,72)" 17991 4059

ENSGALP00000006494 CID 227 - 239
formin binding protein 1 - CGNC 
Symbol 2999 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1484,72)" 17991 4060



ENSGALP00000009487 CID 304 - 315 ribophorin I - CGNC Symbol 4413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1484,74)" 2700 true 1.81 4061

ENSGALP00000036720 CID 1,819 - 1,830
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1484,76)" 1472 true 1.81 4062

ENSGALP00000037462 CID 359 - 371 thymopoietin - CGNC Symbol 50621 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1484,78)" 1683 true 0.41 4063

ENSGALP00000021708 CID 102 - 115
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1484,84)" 1154 true 0.56 4064



ENSGALP00000019120 CID 332 - 345
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1484,86)" 74401 true 3.51 4065

ENSGALP00000020520 CID 64 - 76 ubiquilin 1 - CGNC Symbol 9551 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1484,87)" 858 true 0.8 4066

ENSGALP00000032645 CID 32 - 42
DNA nucleotidylexotransferase - CGNC 
Symbol 5270 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1484,87)" 858 4067

ENSGALP00000008095 CID 330 - 341 adenosine kinase - CGNC Symbol 3760 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1485,76)" 2507 true 0.59 4068



ENSGALP00000012938 CID 74 - 86
apoptosis inhibitor 5 - CGNC Symbol 
16313 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1485,77)" 2554 true 0.7 4069

ENSGALP00000007511 CID 423 - 434

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1485,82)" 2083 true 3 4070

ENSGALP00000042870 CID 301 - 313 aminoacylase 1 - CGNC Symbol 64270 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1486,76)" 2095 true 0.16 4071

ENSGALP00000022235 CID Oct-20
CNDP dipeptidase 2 (metallopeptidase 
M20 family) - CGNC Symbol 13892 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1486,79)" 932 true 1.33 4072



ENSGALP00000036834 CID 232 - 243
microsomal triglyceride transfer 
protein - CGNC Symbol 9320 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1486,79)" 6549 4073

ENSGALP00000008131 CID 455 - 468 vinculin - CGNC Symbol 3778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1486,84)" 1159 4074

ENSGALP00000003089 CID 324 - 336
valosin containing protein - CGNC 
Symbol 53073 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1486,86)" 1465 false 4075

ENSGALP00000002828 CID 438 - 448
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1486,90)" 9518 true 2.68 4076



ENSGALP00000038435 CID 365 - 377

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1487,75)" 6403 false 4077

ENSGALP00000015964 CID 102 - 114
ribosomal protein L18a - CGNC Symbol 
50601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1487,75)" 12235 4078

ENSGALP00000008105 CID 250 - 263

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1487,90)" 979 false 4079

ENSGALP00000003538 CID 234 - 245
eukaryotic translation termination 
factor 1 - CGNC Symbol 1614 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1488,67)" 4182 4080



ENSGALP00000007487 CID 282 - 292
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1488,73)" 34330 4081

ENSGALP00000015176 CID 490 - 502
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1488,74)" 1462 true 0.73 4082

ENSGALP00000036720 CID 1,819 - 1,830
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1488,76)" 3541 4083

ENSGALP00000009487 CID 304 - 315 ribophorin I - CGNC Symbol 4413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1488,77)" 13021 4084



ENSGALP00000006018 CID 247 - 259
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1488,77)" 5288 false 4085

ENSGALP00000019120 CID 332 - 345
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1488,88)" 237608 4086

ENSGALP00000014109 CID 209 - 219 kininogen 1 - CGNC Symbol 6589 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1489,69)" 5554 4087

ENSGALP00000023089 CID 45 - 57
ribosomal protein large P2 - CGNC 
Symbol 10655 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1489,74)" 10260 true 1.67 4088



ENSGALP00000015410 CID 338 - 350 actinin alpha 1 - CGNC Symbol 48956 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1489,79)" 3257 false 0.65 4089

ENSGALP00000023085 CID 313 - 325 actinin alpha 4 - CGNC Symbol 49612 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1489,79)" 3257 false 0.81 4090

ENSGALP00000012938 CID 74 - 86
apoptosis inhibitor 5 - CGNC Symbol 
16313 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1489,79)" 1607 4091

ENSGALP00000003737 CID 270 - 281 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1489,83)" 2191 true 1.01 4092



ENSGALP00000019120 CID 78 - 89
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1490,78)" 19071 false 1.9 4093

ENSGALP00000010510 CID 77 - 88
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1490,78)" 19071 true 1.62 4094

ENSGALP00000025278 CID 77 - 90
prostaglandin reductase 1 - CGNC 
Symbol 11711 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1490,82)" 13981 true 1.63 4095

ENSGALP00000005132 CID 77 - 89
DnaJ (Hsp40) homolog subfamily A 
member 4 - CGNC Symbol 2362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1490,82)" 1463 false 4096



ENSGALP00000000468 CID 320 - 331

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1490,85)" 3379 false 4097

ENSGALP00000007780 CID 115 - 128
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1490,87)" 945 true 2.83 4098

ENSGALP00000011232 CID 434 - 446
phosphofructokinase platelet - CGNC 
Symbol 53359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1491,78)" 12052 4099

ENSGALP00000014828 CID 437 - 451
PIT54 protein precursor - Refseq 
NP_997063 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1491,79)" 17401 4100



ENSGALP00000022400 CID 39 - 51

Gallus gallus ABRA C-terminal like 
(ABRACL) mRNA. - RefSeq mRNA 
NM_001302176 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1491,80)" 3068 true 0.78 4101

ENSGALP00000026858 CID 303 - 315

minichromosome maintenance 
complex component 3 - CGNC Symbol 
12496 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1491,82)" 3055 false 4102

ENSGALP00000004720 CID 76 - 90
phosphoglycerate dehydrogenase - 
CGNC Symbol 2161 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1492,74)" 3447 4103

ENSGALP00000003431 CID 232 - 244

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1492,74)" 3447 false 4104



ENSGALP00000015000 CID 35 - 47
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1492,78)" 1534 true 0.72 4105

ENSGALP00000007997 CID 97 - 109
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1492,79)" 1766 true 0.73 4106

ENSGALP00000025356 CID 58 - 71

ATP synthase H+ transporting 
mitochondrial Fo complex subunit F6 - 
CGNC Symbol 11749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1492,80)" 2258 true 0.62 4107

ENSGALP00000001474 CID 352 - 365

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1492,81)" 13746 4108



ENSGALP00000018454 CID 106 - 117 tubulin alpha 4b - CGNC Symbol 65790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1492,83)" 2024 true 1.33 4109

ENSGALP00000020520 CID 64 - 76 ubiquilin 1 - CGNC Symbol 9551 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1492,91)" 682 true 0.8 4110

ENSGALP00000002525 CID 548 - 559 septin 9 - CGNC Symbol 50494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1493,76)" 14755 true 0.43 4111

ENSGALP00000000669 CID 157 - 169

Hsap of 4: nascent polypeptide-
associated complex alpha subunit - 
HGNC:7629 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1493,78)" 4990 4112



ENSGALP00000003646 CID 88 - 100
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1493,78)" 4768 true 2.55 4113

ENSGALP00000017049 CID 27 - 39
cytidine/uridine monophosphate 
kinase 1 - CGNC Symbol 7971 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1493,79)" 41159 true 1.15 4114

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1493,79)" 40201 true 0.92 4115

ENSGALP00000023085 CID 313 - 325 actinin alpha 4 - CGNC Symbol 49612 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1493,80)" 2677 4116



ENSGALP00000015410 CID 338 - 350 actinin alpha 1 - CGNC Symbol 48956 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1493,80)" 2677 true 1.41 4117

ENSGALP00000002168 CID 171 - 183

ribosomal RNA processing 9 small 
subunit (SSU) processome component 
homolog (yeast) - CGNC Symbol 978 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1493,80)" 540 4118

ENSGALP00000025278 CID 77 - 90
prostaglandin reductase 1 - CGNC 
Symbol 11711 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1494,84)" 21943 4119

ENSGALP00000007780 CID 115 - 128
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1494,88)" 2715 4120



ENSGALP00000040654 CID 1-Dec thymosin beta 4 Y-linked - HGNC:11882 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1495,76)" 1042 4121

ENSGALP00000006778 CID 464 - 476
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1495,80)" 12913 true 1.45 4122

ENSGALP00000015093 CID 151 - 162
RNA binding protein S1 serine-rich 
domain - CGNC Symbol 7058 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1496,73)" 1227 true 1.2 4123

ENSGALP00000036405 CID 49 - 62
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1496,90)" 1243 true 1.22 4124



ENSGALP00000038179 CID 154 - 167
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1497,76)" 1569 true 0.87 4125

ENSGALP00000002525 CID 548 - 559 septin 9 - CGNC Symbol 50494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1497,79)" 5323 4126

ENSGALP00000010070 CID 197 - 208
tryptophan hydroxylase 1 - CGNC 
Symbol 49485 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1497,79)" 13153 4127

ENSGALP00000003646 CID 88 - 100
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1497,79)" 13153 4128



ENSGALP00000007837 CID 15 - 27
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1497,80)" 1830 true 2.6 4129

ENSGALP00000017049 CID 27 - 39
cytidine/uridine monophosphate 
kinase 1 - CGNC Symbol 7971 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1497,81)" 46860 4130

ENSGALP00000015410 CID 338 - 350 actinin alpha 1 - CGNC Symbol 48956 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1497,83)" 1634 true 0.65 4131

ENSGALP00000020445 CID 1,358 - 1,370
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1497,85)" 11394 true 1.37 4132



ENSGALP00000006043 CID 814 - 825
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1498,66)" 3351 true 0.35 4133

ENSGALP00000042834 CID 42 - 53 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1498,70)" 1908 true 5.41 4134

ENSGALP00000025404 CID 314 - 326
inner membrane mitochondrial protein - 
CGNC Symbol 11773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1498,85)" 7709 true 1.27 4135

ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1498,89)" 1480 true 2.82 4136



ENSGALP00000002828 CID 438 - 448
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1498,98)" 5309 false 4137

ENSGALP00000032274 CID 110 - 121

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1499,75)" 4610 true 0.56 4138

ENSGALP00000013748 CID Jan-13
SH2 domain containing 1A - CGNC 
Symbol 65191 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1499,78)" 89434 4139

ENSGALP00000008802 CID 257 - 268
ribosomal protein S2 - CGNC Symbol 
50281 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1499,81)" 20935 true 2.73 4140



ENSGALP00000006778 CID 464 - 476
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1499,83)" 19675 4141

ENSGALP00000022400 CID 39 - 51

Gallus gallus ABRA C-terminal like 
(ABRACL) mRNA. - RefSeq mRNA 
NM_001302176 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1499,85)" 2401 true 0.78 4142

ENSGALP00000025476 CID 318 - 328

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1500,68)" 5925 true 1.01 4143

ENSGALP00000015246 CID 172 - 185 peroxiredoxin 3 - CGNC Symbol 7123 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1500,82)" 4614 true 1.97 4144



ENSGALP00000013987 CID 31 - 42
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1501,72)" 1471 4145

ENSGALP00000025593 CID 1,475 - 1,487
collagen type XII alpha 1 - CGNC 
Symbol 49526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1501,76)" 5084 4146

ENSGALP00000023214 CID 120 - 133
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1501,80)" 1298 true 0.84 4147

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1501,84)" 36240 true 0.92 4148



ENSGALP00000020445 CID 1,358 - 1,370
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1501,87)" 27519 4149

ENSGALP00000018987 CID 382 - 393 t-complex 1 - CGNC Symbol 8842 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1502,55)" 2169 true 2.44 4150

ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1502,76)" 4764 true 1.19 4151

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1502,76)" 4764 true 1.19 4152



ENSGALP00000020884 CID 325 - 336
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1502,76)" 4764 true 1.19 4153

ENSGALP00000035815 CID 46 - 57

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1502,80)" 17382 true 0.46 4154

ENSGALP00000017250 CID 81 - 92

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 4 - CGNC Symbol 51774 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1502,80)" 17382 true 0.46 4155

ENSGALP00000016008 CID 373 - 385
glucosamine (N-acetyl)-6-sulfatase - 
CGNC Symbol 7488 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1502,81)" 598 true 1.96 4156



ENSGALP00000003846 CID 70 - 82 avidin - CGNC Symbol 49723 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1502,83)" 1991 true 1.27 4157

ENSGALP00000001456 CID 791 - 803

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1502,86)" 4357 true 0.76 4158

ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1-
like - CGNC Symbol 9427 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1502,86)" 1623 4159

ENSGALP00000025404 CID 314 - 326
inner membrane mitochondrial protein - 
CGNC Symbol 11773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1502,87)" 6090 4160



ENSGALP00000027391 CID 53 - 65
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1503,76)" 15137 true 2.74 4161

ENSGALP00000004225 CID 156 - 169

Gallus gallus NME/NM23 nucleoside 
diphosphate kinase 4 (NME4) mRNA. - 
RefSeq mRNA NM_001282217 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1503,77)" 2288 4162

ENSGALP00000032274 CID 110 - 121

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1503,77)" 2421 4163

ENSGALP00000021255 CID 264 - 275
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1503,80)" 1006 true 0.98 4164



ENSGALP00000002218 CID Jul-18
ribosomal protein L38 - CGNC Symbol 
1012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1503,88)" 2121 true 2.16 4165

ENSGALP00000034108 CID 173 - 185
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1503,89)" 1141 true 2.16 4166

ENSGALP00000038435 CID 463 - 475

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1504,75)" 16679 4167

ENSGALP00000019037 CID 174 - 186
acetyl-CoA acetyltransferase 2 - CGNC 
Symbol 8861 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1504,76)" 3009 4168



ENSGALP00000015093 CID 151 - 162
RNA binding protein S1 serine-rich 
domain - CGNC Symbol 7058 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1504,77)" 988 true 1.2 4169

ENSGALP00000015246 CID 172 - 185 peroxiredoxin 3 - CGNC Symbol 7123 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1504,85)" 9417 4170

ENSGALP00000016632 CID 212 - 223 keratin 8 - HGNC:6446 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1504,95)" 1521 false 4171

ENSGALP00000036405 CID 49 - 62
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1504,95)" 1521 true 1.22 4172



ENSGALP00000013544 CID 178 - 189
coagulation factor II thrombin - CGNC 
Symbol 6314 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1505,68)" 8985 4173

ENSGALP00000015687 CID 84 - 98
collagen type I alpha 2 - CGNC Symbol 
49716 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1505,79)" 26671 4174

ENSGALP00000013748 CID Jan-13
SH2 domain containing 1A - CGNC 
Symbol 65191 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1505,82)" 3336 4175

ENSGALP00000035478 CID 1,943 - 1,955 filamin B beta - CGNC Symbol 49141 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1505,86)" 5454 true 1.77 4176



ENSGALP00000018987 CID 382 - 393 t-complex 1 - CGNC Symbol 8842 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1506,58)" 7526 4177

ENSGALP00000005468 CID 260 - 273

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC Symbol 
49552 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1506,71)" 5028 true 1.03 4178

ENSGALP00000042834 CID 42 - 53 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1506,76)" 13502 true 5.41 4179

ENSGALP00000040011 CID 378 - 390
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1506,78)" 1050 true 2.21 4180



ENSGALP00000016008 CID 373 - 385
glucosamine (N-acetyl)-6-sulfatase - 
CGNC Symbol 7488 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1506,82)" 1548 4181

ENSGALP00000027391 CID 53 - 65
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1507,80)" 6786 4182

ENSGALP00000021367 CID 1-Dec
Sec61 translocon gamma subunit - 
CGNC Symbol 9909 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1508,67)" 18530 4183

ENSGALP00000031725 CID 75 - 86

Gallus gallus SH3 domain binding 
glutamic acid-rich protein like 
(SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1508,69)" 10642 true 0.53 4184



ENSGALP00000025476 CID 318 - 328

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1508,73)" 6162 true 1.01 4185

ENSGALP00000019120 CID 303 - 314
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1508,79)" 6054 true 1.77 4186

ENSGALP00000010510 CID 300 - 311
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1508,79)" 6054 true 1.77 4187

ENSGALP00000011071 CID 79 - 91
glutaminyl-tRNA synthetase - CGNC 
Symbol 5185 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1508,82)" 4408 4188



ENSGALP00000002828 CID 845 - 857
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1508,86)" 316 false 4189

ENSGALP00000011488 CID 116 - 127 malectin - CGNC Symbol 5363 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1509,84)" 5574 true 1.01 4190

ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1509,84)" 1553 true 10.78 4191

ENSGALP00000023214 CID 120 - 133
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1509,85)" 1089 true 0.84 4192



ENSGALP00000035478 CID 1,943 - 1,955 filamin B beta - CGNC Symbol 49141 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1509,88)" 7382 4193

ENSGALP00000022671 CID Apr-16

Gallus gallus S100 calcium binding 
protein A9 (S100A9) mRNA. - RefSeq 
mRNA NM_001305151 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1510,79)" 946 false 4194

ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1510,82)" 2523 true 1.19 4195

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1510,82)" 2523 true 1.19 4196



ENSGALP00000020884 CID 325 - 336
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1510,82)" 2523 true 1.19 4197

ENSGALP00000035815 CID 46 - 57

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 6 - CGNC Symbol 49032 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1510,82)" 1677 true 1.44 4198

ENSGALP00000017250 CID 81 - 92

solute carrier family 25 (mitochondrial 
carrier adenine nucleotide translocator) 
member 4 - CGNC Symbol 51774 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1510,82)" 1677 true 1.44 4199

ENSGALP00000041886 CID 61 - 75

ubiquinol-cytochrome c reductase 
Rieske iron-sulfur polypeptide 1 - CGNC 
Symbol 3283 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1510,84)" 956 false 4200



ENSGALP00000020953 CID 111 - 122

serpin peptidase inhibitor clade B 
(ovalbumin) member 6 - CGNC Symbol 
51364 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1511,76)" 1208 true 0.93 4201

ENSGALP00000026487 CID 380 - 392
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1511,76)" 6394 true 8.29 4202

ENSGALP00000002234 CID Feb-13
RAB14 member RAS oncogene family - 
CGNC Symbol 1018 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1511,77)" 956 true 2.1 4203

ENSGALP00000017274 CID 100 - 113
acyl-CoA synthetase long-chain family 
member 1 - CGNC Symbol 8071 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1511,79)" 2774 4204



ENSGALP00000034108 CID 173 - 185
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1511,95)" 3904 true 2.16 4205

ENSGALP00000031725 CID 75 - 86

Gallus gallus SH3 domain binding 
glutamic acid-rich protein like 
(SH3BGRL) mRNA. - RefSeq mRNA 
NM_001012574 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1512,71)" 5478 4206

ENSGALP00000000211 CID 375 - 387
bromodomain containing 2 - CGNC 
Symbol 50420 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1512,73)" 624 true 0.82 4207

ENSGALP00000012888 CID 385 - 398 nebulette - CGNC Symbol 49189 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1512,78)" 817 false 4208



ENSGALP00000017080 CID 82 - 95
SNW domain containing 1 - CGNC 
Symbol 7983 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1512,78)" 817 false 0.43 4209

ENSGALP00000019120 CID 303 - 314
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1512,81)" 9494 4210

ENSGALP00000010510 CID 300 - 311
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1512,81)" 9494 4211

ENSGALP00000014308 CID 304 - 316
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1512,82)" 6032 true 0.77 4212



ENSGALP00000006832 CID 4,092 - 4,104
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1512,82)" 6032 false 0.77 4213

ENSGALP00000014308 CID 124 - 136
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1512,85)" 1566 true 2.01 4214

ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1513,69)" 4837 true 1.19 4215

ENSGALP00000003737 CID 16 - 28 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1513,80)" 9109 true 0.56 4216



ENSGALP00000035366 CID 262 - 272
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1513,81)" 1276 true 0.78 4217

ENSGALP00000016967 CID 185 - 197
glutathione S-transferase zeta 1 - CGNC 
Symbol 7940 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1513,82)" 4289 4218

ENSGALP00000019402 CID 648 - 661
catenin (cadherin-associated protein) 
beta 1 88kDa - CGNC Symbol 49578 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1513,83)" 4034 4219

ENSGALP00000009121 CID 549 - 561
glycyl-tRNA synthetase - CGNC Symbol 
4244 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1513,84)" 1190 true 0.33 4220



ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1513,87)" 20437 4221

ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1513,88)" 2231 true 0.78 4222

ENSGALP00000008236 CID 899 - 910
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1514,77)" 681 true 1.22 4223

ENSGALP00000023396 CID 100 - 112
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1514,78)" 14659 true 1.14 4224



ENSGALP00000040011 CID 378 - 390
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1514,82)" 2630 true 2.21 4225

ENSGALP00000019365 CID 291 - 302 annexin A5 - CGNC Symbol 9009 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1514,82)" 2630 false 4226

ENSGALP00000015753 CID 306 - 318 paraoxonase 2 - CGNC Symbol 49501 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1514,90)" 7393 4227

ENSGALP00000019120 CID 38 - 50
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1515,73)" 180490 true 1.71 4228



ENSGALP00000010510 CID 37 - 49
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1515,73)" 180490 true 1.71 4229

ENSGALP00000013748 CID Jan-13
SH2 domain containing 1A - CGNC 
Symbol 65191 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1515,78)" 3441 4230

ENSGALP00000026487 CID 380 - 392
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1515,78)" 56951 4231

ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1516,69)" 1810 4232



ENSGALP00000042680 CID 360 - 372

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1516,69)" 1810 4233

ENSGALP00000037708 CID 334 - 345
proteasome 26S subunit ATPase 3 - 
CGNC Symbol 6143 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1516,75)" 3544 true 1.25 4234

ENSGALP00000042171 CID 97 - 108 transgelin 2 - CGNC Symbol 65718 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1516,80)" 2918 true 2.18 4235

ENSGALP00000004417 CID 435 - 447
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1516,85)" 26452 true 0.42 4236



ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1517,71)" 3929 4237

ENSGALP00000020744 CID 434 - 447
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1517,79)" 24569 4238

ENSGALP00000003035 CID 123 - 134
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1517,80)" 3371 true 0.75 4239

ENSGALP00000006043 CID 732 - 744
cytoplasmic FMR1 interacting protein 2 - 
CGNC Symbol 2795 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1517,83)" 2880 true 0.59 4240



ENSGALP00000010662 CID 199 - 210

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - CGNC 
Symbol 4989 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1517,85)" 8507 false 4241

ENSGALP00000003296 CID 386 - 399

lymphocyte cytosolic protein 2 (SH2 
domain containing leukocyte protein of 
76kDa) - CGNC Symbol 1506 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1517,87)" 715 false 4242

ENSGALP00000004817 CID 84 - 96 peroxiredoxin 6 - CGNC Symbol 2214 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1518,72)" 2057 true 3.01 4243

ENSGALP00000040815 CID 582 - 593

FERM RhoGEF (ARHGEF) and pleckstrin 
domain protein 1 (chondrocyte-
derived) - CGNC Symbol 12671 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1518,83)" 2698 4244



ENSGALP00000019931 CID 111 - 123
RAP1 GTP-GDP dissociation stimulator 
1 - CGNC Symbol 9282 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1519,72)" 1411 true 0.86 4245

ENSGALP00000026511 CID 148 - 159
family with sequence similarity 49 
member A - CGNC Symbol 12326 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1519,72)" 6203 4246

ENSGALP00000008171 CID 114 - 126
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1519,74)" 8178 true 0.63 4247

ENSGALP00000019120 CID 38 - 50
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1519,76)" 310023 4248



ENSGALP00000010510 CID 37 - 49
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1519,76)" 310023 4249

ENSGALP00000003139 CID 380 - 392
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1519,79)" 1032 true 9.53 4250

ENSGALP00000020953 CID 111 - 122

serpin peptidase inhibitor clade B 
(ovalbumin) member 6 - CGNC Symbol 
51364 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1519,79)" 1123 true 0.93 4251

ENSGALP00000017462 CID 31 - 43
high mobility group box 2 - CGNC 
Symbol 8169 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1520,69)" 54819 true 0.06 4252



ENSGALP00000007487 CID 913 - 925
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1520,71)" 6610 true 0.82 4253

ENSGALP00000023917 CID 174 - 187
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1520,76)" 9330 true 0.82 4254

ENSGALP00000042171 CID 97 - 108 transgelin 2 - CGNC Symbol 65718 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1520,82)" 7229 4255

ENSGALP00000000316 CID 417 - 430 major vault protein - CGNC Symbol 136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1520,84)" 842 true 0.13 4256



ENSGALP00000014308 CID 304 - 316
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1520,87)" 2447 true 0.77 4257

ENSGALP00000004417 CID 435 - 447
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1520,88)" 11057 4258

ENSGALP00000014308 CID 124 - 136
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1520,90)" 5108 true 2.01 4259

ENSGALP00000016536 CID 361 - 374
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1521,77)" 1411 4260



ENSGALP00000003455 CID 77 - 89
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1521,81)" 10059 false 4261

ENSGALP00000000639 CID 293 - 305 lamin B2 - CGNC Symbol 49708 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1521,83)" 625 true 0.34 4262

ENSGALP00000009121 CID 549 - 561
glycyl-tRNA synthetase - CGNC Symbol 
4244 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1521,92)" 138 false 4263

ENSGALP00000020094 CID Feb-15
H1 histone family member 0 - CGNC 
Symbol 9356 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1521,92)" 569 true 0.71 4264



ENSGALP00000024116 CID 770 - 783
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1521,92)" 8714 4265

ENSGALP00000035339 CID 181 - 193

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1521,92)" 1741 true 0.78 4266

ENSGALP00000023396 CID 175 - 187
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1522,77)" 235 true 1.36 4267

ENSGALP00000025010 CID 29 - 43
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1522,80)" 36462 4268



ENSGALP00000016120 CID 152 - 163
Ras-related protein Rap-1b-like protein - 
CGNC Symbol 50604 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1522,82)" 13771 true 0.28 4269

ENSGALP00000027982 CID 133 - 146
stromal interaction molecule 1 - CGNC 
Symbol 13037 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1522,82)" 13771 false 0.28 4270

ENSGALP00000001957 CID 84 - 96
serine and arginine repetitive matrix 1 - 
CGNC Symbol 876 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1522,84)" 1788 true 0.17 4271

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1522,88)" 31176 true 0.17 4272



ENSGALP00000007511 CID 266 - 279

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1522,91)" 2608 false 4273

ENSGALP00000020169 CID 519 - 531
phosphorylase glycogen liver - CGNC 
Symbol 49139 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1522,91)" 2608 4274

ENSGALP00000040815 CID 582 - 593

FERM RhoGEF (ARHGEF) and pleckstrin 
domain protein 1 (chondrocyte-
derived) - CGNC Symbol 12671 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1522,92)" 1384 true 0.69 4275

ENSGALP00000040424 CID 177 - 189
small nuclear ribonucleoprotein U5 
subunit 40 - CGNC Symbol 381 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1523,71)" 957 true 0.98 4276



ENSGALP00000008171 CID 114 - 126
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1523,77)" 1884 4277

ENSGALP00000009121 CID Jan-14
glycyl-tRNA synthetase - CGNC Symbol 
4244 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1523,77)" 4348 4278

ENSGALP00000013053 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1523,80)" 650 false 4279

ENSGALP00000003139 CID 380 - 392
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1523,80)" 21673 4280



ENSGALP00000002493 CID 52 - 66
ribosomal protein L23 - CGNC Symbol 
1138 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1523,87)" 2018 false 4281

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - CGNC 
Symbol 49444 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1524,70)" 4346 false 4282

ENSGALP00000017462 CID 31 - 43
high mobility group box 2 - CGNC 
Symbol 8169 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1524,71)" 3036 4283

ENSGALP00000007487 CID 913 - 925
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1524,73)" 5443 4284



ENSGALP00000023013 CID 162 - 175
mannose-6-phosphate receptor cation 
dependent - CGNC Symbol 49623 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1524,76)" 1020 true 1.1 4285

ENSGALP00000041772 CID 84 - 97

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1524,76)" 12994 true 0.81 4286

ENSGALP00000023917 CID 174 - 187
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1524,78)" 4873 4287

ENSGALP00000003823 CID 512 - 524
complement factor H-related 2 - CGNC 
Symbol 53547 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1524,79)" 3476 4288



ENSGALP00000037708 CID 334 - 345
proteasome 26S subunit ATPase 3 - 
CGNC Symbol 6143 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1524,80)" 6141 true 1.25 4289

ENSGALP00000015000 CID 733 - 744
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1524,81)" 3584 false 4290

ENSGALP00000000316 CID 417 - 430 major vault protein - CGNC Symbol 136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1524,87)" 602 4291

ENSGALP00000035717 CID 64 - 77

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1524,89)" 6635 true 0.91 4292



ENSGALP00000022250 CID 45 - 57
cytochrome b5 type A (microsomal) - 
CGNC Symbol 10264 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1525,76)" 6473 true 4.1 4293

ENSGALP00000013388 CID 85 - 97
proteasome 26S subunit ATPase 2 - 
CGNC Symbol 6240 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1525,82)" 1937 true 1.95 4294

ENSGALP00000003035 CID 123 - 134
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1525,85)" 3148 true 0.75 4295

ENSGALP00000035905 CID 13 - 25
cell division cycle 5 like - CGNC Symbol 
12520 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1525,85)" 3148 false 1.05 4296



ENSGALP00000035366 CID 262 - 272
isocitrate dehydrogenase 2 (NADP+) 
mitochondrial - CGNC Symbol 54127 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1525,88)" 997 true 0.78 4297

ENSGALP00000016308 CID 458 - 469
signal recognition particle 54kDa - 
CGNC Symbol 16066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1526,72)" 2359 4298

ENSGALP00000004817 CID 84 - 96 peroxiredoxin 6 - CGNC Symbol 2214 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1526,77)" 6198 true 3.01 4299

ENSGALP00000019018 CID 170 - 182 translin - CGNC Symbol 8854 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1526,80)" 3878 true 0.18 4300



ENSGALP00000003850 CID 105 - 117
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1526,80)" 6817 true 3.15 4301

ENSGALP00000016120 CID 152 - 163
Ras-related protein Rap-1b-like protein - 
CGNC Symbol 50604 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1526,85)" 2642 4302

ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1527,73)" 8605 true 0.98 4303

ENSGALP00000037001 CID 134 - 147

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1527,91)" 4612 true 0.2 4304



ENSGALP00000041772 CID 84 - 97

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1528,79)" 9705 4305

ENSGALP00000023013 CID 162 - 175
mannose-6-phosphate receptor cation 
dependent - CGNC Symbol 49623 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1528,79)" 1254 4306

ENSGALP00000004011 CID Oct-22
collagen type V alpha 1 - CGNC Symbol 
49379 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1528,85)" 4724 4307

ENSGALP00000035717 CID 64 - 77

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1528,92)" 5012 4308



ENSGALP00000026337 CID 191 - 203 peroxiredoxin 4 - CGNC Symbol 12239 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1528,96)" 2712 false 4309

ENSGALP00000002420 CID Feb-15
proteasome subunit beta 3 - CGNC 
Symbol 1108 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1529,70)" 3355 4310

ENSGALP00000023523 CID 87 - 97 actin beta-like 2 - CGNC Symbol 52851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1529,78)" 14970 false 4311

ENSGALP00000022250 CID 45 - 57
cytochrome b5 type A (microsomal) - 
CGNC Symbol 10264 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1529,79)" 38009 4312



ENSGALP00000013388 CID 85 - 97
proteasome 26S subunit ATPase 2 - 
CGNC Symbol 6240 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1529,82)" 6101 4313

ENSGALP00000022589 CID 140 - 153
insulin-like growth factor 2 mRNA 
binding protein 2 - CGNC Symbol 52270 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1529,90)" 974 true 0.71 4314

ENSGALP00000035386 CID 168 - 178 hemopexin - CGNC Symbol 15517 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1530,74)" 87378 4315

ENSGALP00000019018 CID 170 - 182 translin - CGNC Symbol 8854 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1530,82)" 2659 4316



ENSGALP00000003850 CID 105 - 117
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1530,83)" 23462 4317

ENSGALP00000018616 CID 84 - 96
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1531,82)" 3890 true 0.41 4318

P35908 CID 198 - 209
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1531,86)" 1577 true 2.38 4319

P04264 CID 200 - 211
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1531,86)" 1577 true 2.38 4320



ENSGALP00000015988 CID 362 - 374
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1532,77)" 8967 4321

ENSGALP00000010405 CID 119 - 131
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1532,92)" 994 false 4322

ENSGALP00000024150 CID 222 - 234
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1533,71)" 3331 true 2.45 4323

ENSGALP00000023523 CID 87 - 97 actin beta-like 2 - CGNC Symbol 52851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1533,82)" 1279 4324



ENSGALP00000014119 CID 344 - 356
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1533,83)" 9884 true 2.25 4325

ENSGALP00000009709 CID 736 - 749

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1533,86)" 6490 false 4326

ENSGALP00000009873 CID 600 - 610
collagen type VI alpha 2 - CGNC Symbol 
4597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1534,58)" 7953 4327

ENSGALP00000002322 CID 149 - 160
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1534,68)" 15491 true 1.62 4328



ENSGALP00000024167 CID 378 - 391 transportin 1 - CGNC Symbol 11160 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1534,80)" 8741 true 0.16 4329

ENSGALP00000012472 CID 287 - 298 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1534,82)" 2643 true 1.29 4330

ENSGALP00000020169 CID 657 - 669
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1535,73)" 1446 4331

ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1535,78)" 8469 true 0.98 4332



ENSGALP00000014870 CID 178 - 192

Hsap of 1: scavenger receptor cysteine 
rich family member with 5 domains - 
HGNC:26641 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1535,78)" 6432 4333

ENSGALP00000018616 CID 84 - 96
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1535,84)" 1601 4334

ENSGALP00000002442 CID 95 - 108
chromosome 17 open reading frame 62 
- HGNC:28672 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1535,85)" 19274 true 1.02 4335

ENSGALP00000037001 CID 134 - 147

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1535,95)" 740 true 0.2 4336



ENSGALP00000035593 CID 122 - 133 Hemoglobin subunit beta - UP P02112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1536,70)" 7307 false 4337

ENSGALP00000023115 CID 132 - 145
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1536,72)" 4243 4338

ENSGALP00000027512 CID 309 - 321
replication factor C subunit 3 - CGNC 
Symbol 12816 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1536,74)" 1086 false 4339

ENSGALP00000030147 CID 45 - 57
family with sequence similarity 49 
member B - CGNC Symbol 12196 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1536,77)" 1431 false 4340



ENSGALP00000019569 CID 172 - 184

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1536,87)" 566 4341

ENSGALP00000024150 CID 222 - 234
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1537,72)" 10894 4342

ENSGALP00000014768 CID 345 - 357
EH-domain containing 3 - CGNC Symbol 
51465 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1537,79)" 3006 true 2 4343

ENSGALP00000022589 CID 140 - 153
insulin-like growth factor 2 mRNA 
binding protein 2 - CGNC Symbol 52270 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1537,96)" 527 true 0.67 4344



ENSGALP00000016630 CID 315 - 327

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC 
Symbol 7795 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1538,67)" 2197 4345

ENSGALP00000012869 CID 482 - 494
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1538,74)" 716 true 2 4346

ENSGALP00000024167 CID 378 - 391 transportin 1 - CGNC Symbol 11160 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1538,83)" 1274 4347

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-VI 
germinal H4 (similar to human histone 
cluster 1 class H4 genes) (HIST1H46) 
mRNA. - RefSeq mRNA NM_001037845 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1538,87)" 4736 false 4348



ENSGALP00000008131 CID 193 - 207 vinculin - CGNC Symbol 3778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1539,76)" 9943 4349

ENSGALP00000026509 CID 205 - 217
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1539,82)" 17284 true 0.66 4350

ENSGALP00000002442 CID 95 - 108
chromosome 17 open reading frame 62 
- HGNC:28672 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1539,87)" 7784 4351

P04264 CID 200 - 211
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1539,91)" 2121 true 2.38 4352



ENSGALP00000022004 CID 141 - 152 tropomyosin 3 - HGNC:12012 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1539,91)" 2121 false 0.42 4353

P35908 CID 198 - 209
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1539,91)" 2121 true 2.38 4354

ENSGALP00000007680 CID 152 - 166
ribosomal protein L6 - CGNC Symbol 
48978 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1539,97)" 1409 true 0.2 4355

ENSGALP00000002808 CID 447 - 458
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1540,70)" 4480 true 0.47 4356



ENSGALP00000017462 CID 13 - 24
high mobility group box 2 - CGNC 
Symbol 8169 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1540,71)" 4905 false 4357

ENSGALP00000034078 CID 116 - 129
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1540,77)" 4072 true 2.53 4358

ENSGALP00000039133 CID 74 - 85

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1540,83)" 777 false 4359

ENSGALP00000027982 CID 160 - 173
stromal interaction molecule 1 - CGNC 
Symbol 13037 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1540,90)" 2788 true 1.84 4360



ENSGALP00000013294 CID 99 - 111
5'-nucleotidase cytosolic II - CGNC 
Symbol 6204 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1540,90)" 727 false 4361

ENSGALP00000009314 CID 117 - 128 septin 2 - CGNC Symbol 4335 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1541,79)" 10015 true 0.58 4362

ENSGALP00000008152 CID 241 - 252
Hsap of 4: SMG8 nonsense mediated 
mRNA decay factor - HGNC:25551 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1541,79)" 10015 4363

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1541,80)" 15722 true 3.25 4364



ENSGALP00000014768 CID 345 - 357
EH-domain containing 3 - CGNC Symbol 
51465 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1541,82)" 7414 4365

ENSGALP00000014119 CID 344 - 356
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1541,87)" 24674 true 2.25 4366

ENSGALP00000002322 CID 149 - 160
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1542,75)" 22769 true 1.62 4367

ENSGALP00000012869 CID 482 - 494
dihydrolipoamide dehydrogenase - 
CGNC Symbol 5998 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1542,77)" 2602 4368



ENSGALP00000010414 CID 50 - 63
RNA binding motif protein X-linked - 
CGNC Symbol 51674 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1542,79)" 1580 false 4369

ENSGALP00000012472 CID 287 - 298 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1542,87)" 3419 true 1.29 4370

ENSGALP00000003767 CID 51 - 65
phosphoserine phosphatase - CGNC 
Symbol 50540 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1542,89)" 131 4371

ENSGALP00000010358 CID 285 - 296
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1542,95)" 1158 false 4372



ENSGALP00000020445 CID 342 - 355
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1542,96)" 2188 false 4373

ENSGALP00000006218 CID 133 - 145
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1543,72)" 2504 true 0.72 4374

ENSGALP00000015988 CID 87 - 97
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1543,78)" 108098 true 0.25 4375

ENSGALP00000042680 CID 85 - 95

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1543,78)" 108098 false 0.25* 4376



ENSGALP00000015657 CID 85 - 95 actin beta - CGNC Symbol 49855 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1543,78)" 108098 false 0.25* 4377

ENSGALP00000000337 CID 1,472 - 1,484
HEAT repeat containing 1 - CGNC 
Symbol 52557 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1543,84)" 1273 true 2.42 4378

ENSGALP00000002808 CID 447 - 458
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1544,73)" 2106 4379

ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1544,73)" 930659 true 1.5 4380



ENSGALP00000042680 CID 360 - 372

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1544,73)" 930659 true 1.5 4381

ENSGALP00000027982 CID 160 - 173
stromal interaction molecule 1 - CGNC 
Symbol 13037 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1544,92)" 5418 4382

ENSGALP00000017341 CID 231 - 242

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1545,60)" 1941 true 1 4383

ENSGALP00000023523 CID 362 - 374 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1545,73)" 8060 false 4384



ENSGALP00000009314 CID 117 - 128 septin 2 - CGNC Symbol 4335 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1545,82)" 5257 4385

ENSGALP00000036056 CID 1,212 - 1,224
Rho-associated coiled-coil containing 
protein kinase 1 - CGNC Symbol 11078 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1545,83)" 59141 4386

ENSGALP00000004487 CID 109 - 122
zinc finger protein 532 - CGNC Symbol 
65658 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1545,83)" 59141 false 4387

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1545,83)" 59141 4388



ENSGALP00000008236 CID 132 - 144
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1546,79)" 2089 true 2.3 4389

ENSGALP00000006218 CID 133 - 145
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1547,76)" 2122 4390

ENSGALP00000043256 CID 44 - 56
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1547,77)" 3044 4391

ENSGALP00000015988 CID 87 - 97
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1547,81)" 8630 4392



ENSGALP00000015657 CID 85 - 95 actin beta - CGNC Symbol 49855 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1547,81)" 8630 4393

ENSGALP00000042680 CID 85 - 95

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1547,81)" 8630 4394

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1547,82)" 10815 true 0.62 4395

ENSGALP00000000337 CID 1,472 - 1,484
HEAT repeat containing 1 - CGNC 
Symbol 52557 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1547,86)" 5891 4396



ENSGALP00000008105 CID 103 - 115

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1547,92)" 502 false 4397

ENSGALP00000014828 CID 217 - 231
PIT54 protein precursor - Refseq 
NP_997063 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1547,92)" 6169 false 4398

ENSGALP00000003538 CID 331 - 342
eukaryotic translation termination 
factor 1 - CGNC Symbol 1614 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1548,72)" 1049 true 2.77 4399

ENSGALP00000042680 CID 360 - 372

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1548,76)" 1095405 4400



ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1548,76)" 1095405 4401

ENSGALP00000038260 CID 104 - 117
progesterone receptor membrane 
component 1 - CGNC Symbol 14133 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1548,78)" 15288 4402

ENSGALP00000017805 CID 64 - 78 double PHD fingers 2 - HGNC:9964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1548,81)" 1748 false 4403

ENSGALP00000018705 CID 168 - 179
dynein cytoplasmic 1 light intermediate 
chain 1 - CGNC Symbol 8732 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1548,82)" 10894 4404



ENSGALP00000034078 CID 116 - 129
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1548,82)" 10894 true 2.53 4405

ENSGALP00000010153 CID 689 - 703
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1548,95)" 974 true 0.61 4406

ENSGALP00000015410 CID 39 - 51 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1549,75)" 929 true 1.34 4407

ENSGALP00000021907 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member E - 
CGNC Symbol 52680 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1549,80)" 1020 true 0.26 4408



ENSGALP00000002348 CID 857 - 870
zinc finger ZZ-type and EF-hand domain 
containing 1 - CGNC Symbol 1069 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1549,82)" 2837 true 0.91 4409

ENSGALP00000006414 CID 79 - 92
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1550,72)" 3500 4410

ENSGALP00000008236 CID 132 - 144
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1550,82)" 5309 4411

ENSGALP00000020169 CID 431 - 442
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1550,83)" 1975 4412



ENSGALP00000020214 CID 561 - 573
nidogen 2 (osteonidogen) - CGNC 
Symbol 9414 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1550,84)" 2568 4413

ENSGALP00000002828 CID 287 - 298
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1550,86)" 561 false 4414

ENSGALP00000019801 CID 277 - 288 septin 7 - CGNC Symbol 51333 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1551,71)" 11309 true 0.92 4415

ENSGALP00000023396 CID 85 - 98
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1551,82)" 59279 true 0.63 4416



ENSGALP00000003012 CID 78 - 90
malate dehydrogenase 2 - CGNC 
Symbol 1378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1551,87)" 4015 false 4417

ENSGALP00000039538 CID 673 - 685

complement component 4 binding 
protein alpha chain - CGNC Symbol 
51108 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1552,80)" 4192 4418

ENSGALP00000026123 CID 531 - 544

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1552,82)" 18118 true 0.68 4419

ENSGALP00000003767 CID 79 - 92
phosphoserine phosphatase - CGNC 
Symbol 50540 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1552,89)" 2309 4420



ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1552,89)" 13329 true 1.21 4421

ENSGALP00000010153 CID 689 - 703
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1552,99)" 342 4422

ENSGALP00000017341 CID 231 - 242

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1553,66)" 1940 true 1 4423

ENSGALP00000015410 CID 39 - 51 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1553,77)" 2014 4424



ENSGALP00000009408 CID 38 - 52
acetyl-CoA acyltransferase 1 - CGNC 
Symbol 4375 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1553,85)" 1322 4425

ENSGALP00000002348 CID 857 - 870
zinc finger ZZ-type and EF-hand domain 
containing 1 - CGNC Symbol 1069 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1553,85)" 3747 4426

ENSGALP00000029248 CID 156 - 167
chromobox homolog 1 - CGNC Symbol 
49096 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1554,76)" 4286 true 0.51 4427

ENSGALP00000027194 CID 1,103 - 1,115
tripeptidyl peptidase II - CGNC Symbol 
12657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1554,81)" 15025 true 0.98 4428



ENSGALP00000024116 CID 1,284 - 1,295
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1554,81)" 2149 false 4429

ENSGALP00000011071 CID 138 - 150
glutaminyl-tRNA synthetase - CGNC 
Symbol 5185 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1554,81)" 2149 4430

ENSGALP00000025937 CID 514 - 527

eukaryotic translation elongation factor 
1 delta (guanine nucleotide exchange 
protein) - CGNC Symbol 12059 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1554,86)" 305 false 4431

ENSGALP00000006778 CID 421 - 433
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1554,92)" 11192 4432



ENSGALP00000027953 CID 202 - 214
ribosomal protein S3 - CGNC Symbol 
13020 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1554,98)" 2461 false 4433

ENSGALP00000023941 CID 67 - 79
fatty acid binding protein 7 brain - 
CGNC Symbol 49717 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1555,72)" 608 4434

ENSGALP00000019801 CID 277 - 288 septin 7 - CGNC Symbol 51333 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1555,73)" 10392 4435

ENSGALP00000002377 CID 1,511 - 1,522
complement component 5 - CGNC 
Symbol 1085 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1555,78)" 5504 true 0.92 4436



ENSGALP00000005182 CID 141 - 152
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1555,80)" 2689 true 0.46 4437

ENSGALP00000023396 CID 85 - 98
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1555,84)" 34946 4438

ENSGALP00000019801 CID 367 - 378 septin 7 - CGNC Symbol 51333 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1555,84)" 34946 false 0.69 4439

ENSGALP00000041690 CID 114 - 126
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1555,85)" 3482 true 0.62 4440



ENSGALP00000013710 CID 51 - 64
ribosomal protein L32 - CGNC Symbol 
50169 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1555,87)" 1065 false 4441

ENSGALP00000003538 CID 331 - 342
eukaryotic translation termination 
factor 1 - CGNC Symbol 1614 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1556,78)" 4014 true 2.77 4442

ENSGALP00000039757 CID 406 - 418
hypoxia up-regulated 1 - CGNC Symbol 
53307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1556,79)" 6150 4443

ENSGALP00000026123 CID 531 - 544

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1556,86)" 11675 4444



ENSGALP00000004013 CID 208 - 220 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1556,86)" 12643 true 1.34 4445

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1556,88)" 9256 true 1.86 4446

ENSGALP00000013987 CID 715 - 728
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1556,89)" 1046 4447

ENSGALP00000007101 CID 758 - 771
CAP-GLY domain containing linker 
protein 1 - CGNC Symbol 3295 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1556,92)" 14720 false 0.46 4448



ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1556,92)" 14720 4449

ENSGALP00000006939 CID 231 - 243 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1557,83)" 1983 true 0.59 4450

ENSGALP00000024609 CID 22 - 34
transcription elongation factor A (SII) 1 - 
CGNC Symbol 51413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1557,86)" 14818 true 0.75 4451

ENSGALP00000023059 CID 745 - 757

PDS5 regulator of cohesion 
maintenance homolog A (S. cerevisiae) - 
CGNC Symbol 10643 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1557,87)" 2657 true 2.09 4452



ENSGALP00000026283 CID 172 - 185
glutathione transferase - CGNC Symbol 
49780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1557,89)" 54703 true 1.13 4453

ENSGALP00000012472 CID 592 - 605 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1558,72)" 3355 true 1.43 4454

ENSGALP00000016583 CID 108 - 121
progesterone receptor membrane 
component 2 - CGNC Symbol 7765 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1558,78)" 23158 true 0.48 4455

ENSGALP00000029248 CID 156 - 167
chromobox homolog 1 - CGNC Symbol 
49096 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1558,78)" 2180 4456



ENSGALP00000027194 CID 1,103 - 1,115
tripeptidyl peptidase II - CGNC Symbol 
12657 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1558,87)" 6661 4457

ENSGALP00000005182 CID 141 - 152
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1559,81)" 1064 4458

ENSGALP00000023188 CID 93 - 106

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1559,81)" 4378 true 0.61 4459

ENSGALP00000039757 CID 77 - 89
hypoxia up-regulated 1 - CGNC Symbol 
53307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1559,82)" 2126 true 4.31 4460



ENSGALP00000016630 CID 206 - 220

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC 
Symbol 7795 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1559,87)" 4462 true 3.32 4461

ENSGALP00000036122 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1560,75)" 34118 true 1.14 4462

ENSGALP00000042661 CID 102 - 115
complement factor D (adipsin) - CGNC 
Symbol 65437 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1560,84)" 863 4463

ENSGALP00000035478 CID 838 - 851 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1560,84)" 8989 true 1.21 4464



ENSGALP00000004013 CID 208 - 220 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1560,89)" 9308 4465

ENSGALP00000002322 CID 99 - 111
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1561,78)" 11857 true 0.19 4466

ENSGALP00000019832 CID 212 - 225
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1561,88)" 3701 false 4467

ENSGALP00000024609 CID 22 - 34
transcription elongation factor A (SII) 1 - 
CGNC Symbol 51413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1561,89)" 10098 4468



ENSGALP00000023059 CID 745 - 757

PDS5 regulator of cohesion 
maintenance homolog A (S. cerevisiae) - 
CGNC Symbol 10643 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1561,90)" 573 4469

ENSGALP00000008279 CID 47 - 59
mitochondrial carrier 2 - CGNC Symbol 
3845 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1561,91)" 557 false 4470

ENSGALP00000038124 CID 410 - 421
fatty acid synthase - CGNC Symbol 
1983 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1562,73)" 77465 4471

ENSGALP00000013788 CID 187 - 201
WD repeat domain 12 - CGNC Symbol 
6423 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1562,75)" 1403 4472



ENSGALP00000007930 CID 70 - 83
deoxyuridine triphosphatase - CGNC 
Symbol 3681 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1562,80)" 3397 true 1.53 4473

ENSGALP00000016583 CID 108 - 121
progesterone receptor membrane 
component 2 - CGNC Symbol 7765 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1562,80)" 11087 4474

ENSGALP00000006604 CID 362 - 376
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1562,85)" 6791 true 4.1 4475

ENSGALP00000011006 CID Jan-13 catenin beta like 1 - CGNC Symbol 5146 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1563,72)" 1030 4476



ENSGALP00000000726 CID 35 - 47

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1563,79)" 44830 true 0.26 4477

ENSGALP00000039757 CID 77 - 89
hypoxia up-regulated 1 - CGNC Symbol 
53307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1563,85)" 9635 4478

ENSGALP00000016630 CID 206 - 220

aldo-keto reductase family 1 member 
A1 (aldehyde reductase) - CGNC 
Symbol 7795 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1563,89)" 16955 4479

ENSGALP00000006038 CID 97 - 110 ribophorin II - CGNC Symbol 2792 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1564,76)" 35663 4480



ENSGALP00000036122 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
theta - CGNC Symbol 12303 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1564,76)" 35663 4481

ENSGALP00000027391 CID 163 - 175
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1564,76)" 2181 true 1.19 4482

ENSGALP00000024396 CID 152 - 164
aldehyde dehydrogenase 1 family 
member A1 - CGNC Symbol 49236 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1564,77)" 5735 4483

ENSGALP00000001120 CID 289 - 300 cathepsin S - CGNC Symbol 494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1564,79)" 5126 false 1.19 4484



ENSGALP00000035478 CID 838 - 851 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1564,87)" 31783 4485

ENSGALP00000035478 CID 2,003 - 2,014 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1565,72)" 642 4486

ENSGALP00000023427 CID 85 - 98
tetratricopeptide repeat domain 38 - 
CGNC Symbol 52707 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1565,84)" 30338 false 4487

ENSGALP00000016509 CID 954 - 967

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1565,84)" 15737 4488



ENSGALP00000004425 CID 270 - 284
metastasis associated 1 - CGNC Symbol 
53548 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1565,88)" 556 true 1.22 4489

ENSGALP00000041067 CID 117 - 129
16 kDa beta-galactoside-binding lectin - 
UP P23668 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1565,88)" 62338 true 0.69 4490

ENSGALP00000011071 CID Jan-15
glutaminyl-tRNA synthetase - CGNC 
Symbol 5185 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1565,88)" 62338 4491

ENSGALP00000025525 CID 227 - 239
carbonic anhydrase II - CGNC Symbol 
11834 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1566,70)" 20211 true 0.7 4492



ENSGALP00000012472 CID 592 - 605 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1566,78)" 4789 true 1.43 4493

ENSGALP00000020064 CID 475 - 487
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1566,79)" 1993 true 3.55 4494

ENSGALP00000007930 CID 70 - 83
deoxyuridine triphosphatase - CGNC 
Symbol 3681 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1566,81)" 3211 4495

ENSGALP00000020074 CID 199 - 211
RAB32 member RAS oncogene family - 
CGNC Symbol 9345 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1566,84)" 2133 false 4496



ENSGALP00000013862 CID 983 - 994
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1566,88)" 32157 4497

ENSGALP00000006604 CID 362 - 376
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1566,88)" 32157 4498

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic translation 
initiation factor 2 subunit 3-like protein - 
UP Q2VIR3 - CGNC Symbol 50802 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1566,92)" 9680 true 1.92 4499

ENSGALP00000014097 CID 132 - 144
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1567,70)" 446 false 0.77 4500



ENSGALP00000000726 CID 35 - 47

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1567,82)" 10709 4501

ENSGALP00000023188 CID 93 - 106

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC Symbol 
49727 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1567,86)" 1776 true 0.61 4502

ENSGALP00000018469 CID 28 - 42
cystathionine gamma-lyase - CGNC 
Symbol 8612 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1567,95)" 774 false 4503

ENSGALP00000027391 CID 163 - 175
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1568,80)" 3078 4504



ENSGALP00000008311 CID 376 - 389
SEC24 family member C - CGNC Symbol 
3857 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1568,92)" 677 true 1.52 4505

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1568,96)" 17878 true 1.86 4506

ENSGALP00000015257 CID 432 - 443
ribosome binding protein 1 - CGNC 
Symbol 6587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1569,91)" 315 false 4507

ENSGALP00000025525 CID 227 - 239
carbonic anhydrase II - CGNC Symbol 
11834 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1570,73)" 13160 4508



ENSGALP00000006240 CID 2,538 - 2,551
collagen type VI alpha 3 - CGNC Symbol 
2875 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1570,87)" 9189 4509

ENSGALP00000014191 CID 340 - 353
cytochrome P450 family 20 subfamily A 
member 1 - CGNC Symbol 6626 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1570,88)" 9975 4510

ENSGALP00000020960 CID 125 - 137

serpin peptidase inhibitor clade B 
(ovalbumin) member 10 - CGNC 
Symbol 49439 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1570,95)" 2622 4511

ENSGALP00000014097 CID 132 - 144
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1571,69)" 538 4512



ENSGALP00000008236 CID 475 - 487
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1571,87)" 395 false 4513

ENSGALP00000000383 CID 1,312 - 1,325
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1571,87)" 9837 4514

ENSGALP00000004641 CID 1,995 - 2,008
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1572,84)" 795 true 0.99 4515

ENSGALP00000014119 CID 121 - 135
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1572,89)" 34393 true 2.12 4516



ENSGALP00000018195 CID 143 - 156
proteasome subunit beta 1 - CGNC 
Symbol 8487 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1573,77)" 22919 true 1.52 4517

ENSGALP00000038979 CID 720 - 733
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1573,81)" 547 true 1.07 4518

ENSGALP00000023115 CID 353 - 366
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1573,82)" 6275 4519

ENSGALP00000021944 CID 144 - 155 gasdermin A - CGNC Symbol 52687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1573,82)" 1362 false 4520



ENSGALP00000036839 CID 111 - 123
alcohol dehydrogenase 6 (class V) - 
CGNC Symbol 49588 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1573,84)" 339 false 4521

ENSGALP00000018340 CID 428 - 440 SATB homeobox 1 - CGNC Symbol 8550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1574,82)" 3873 false 4522

ENSGALP00000009880 CID 415 - 427
formimidoyltransferase 
cyclodeaminase - CGNC Symbol 4601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1574,83)" 953 false 4523

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic translation 
initiation factor 2 subunit 3-like protein - 
UP Q2VIR3 - CGNC Symbol 50802 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1574,97)" 18578 true 1.92 4524



ENSGALP00000023165 CID 122 - 136

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1575,00)" 2999 false 4525

ENSGALP00000026550 CID 3,707 - 3,719 apolipoprotein B - CGNC Symbol 12347 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1575,77)" 1849 4526

ENSGALP00000018705 CID 251 - 262
dynein cytoplasmic 1 light intermediate 
chain 1 - CGNC Symbol 8732 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1575,81)" 1625 4527

ENSGALP00000004672 CID 349 - 361

3-hydroxy-3-methylglutaryl-CoA 
synthase 2 (mitochondrial) - CGNC 
Symbol 2139 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1575,86)" 9414 false 4528



ENSGALP00000028746 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1576,75)" 36390 true 1.19 4529

ENSGALP00000001474 CID 323 - 334

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1576,87)" 14394 false 4530

ENSGALP00000014119 CID 121 - 135
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1576,91)" 87760 4531

ENSGALP00000008311 CID 376 - 389
SEC24 family member C - CGNC Symbol 
3857 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1576,97)" 1028 true 1.52 4532



ENSGALP00000023165 CID 153 - 164

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1577,67)" 1789 true 1.22 4533

ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding protein (G 
protein) beta polypeptide 4 - CGNC 
Symbol 6824 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1577,70)" 863 true 1.37 4534

ENSGALP00000018195 CID 143 - 156
proteasome subunit beta 1 - CGNC 
Symbol 8487 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1577,79)" 33701 4535

ENSGALP00000038979 CID 720 - 733
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1577,84)" 583 4536



ENSGALP00000015063 CID 102 - 114
fibrinogen gamma chain - CGNC 
Symbol 7041 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1577,95)" 7536 false 4537

ENSGALP00000038124 CID 1,092 - 1,107
fatty acid synthase - CGNC Symbol 
1983 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1578,90)" 525 4538

ENSGALP00000014308 CID 417 - 432
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1578,92)" 5964 true 2.02 4539

ENSGALP00000000639 CID 545 - 558 lamin B2 - CGNC Symbol 49708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1579,79)" 8715 true 1.46 4540



ENSGALP00000042036 CID 195 - 207
endonuclease G-like - CGNC Symbol 
63533 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1579,84)" 2346 true 1.7 4541

ENSGALP00000013174 CID 30 - 42
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1579,85)" 94012 true 0.22 4542

ENSGALP00000023027 CID 651 - 664
polyhomeotic homolog 1 (Drosophila) - 
CGNC Symbol 50717 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1580,75)" 1745 true 1.19 4543

ENSGALP00000030189 CID 55 - 66
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1580,77)" 7364 false 4544



ENSGALP00000028746 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
zeta - CGNC Symbol 52516 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1580,77)" 46775 4545

ENSGALP00000011647 CID 60 - 71
cytochrome c oxidase subunit VIa 
polypeptide 1 - CGNC Symbol 50396 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1580,85)" 3698 4546

ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding protein (G 
protein) beta polypeptide 4 - CGNC 
Symbol 6824 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1581,73)" 1187 4547

ENSGALP00000023294 CID 1,319 - 1,330
chromodomain helicase DNA binding 
protein 4 - CGNC Symbol 10176 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1581,73)" 10445 true 0.31 4548



ENSGALP00000027305 CID 122 - 134

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1581,74)" 2744 true 1.52 4549

ENSGALP00000002695 CID 335 - 347

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1581,79)" 67142 true 2.41 4550

ENSGALP00000024479 CID 395 - 407
DAZ associated protein 1 - CGNC 
Symbol 11311 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1581,79)" 673 true 1.39 4551

ENSGALP00000018987 CID 472 - 484 t-complex 1 - CGNC Symbol 8842 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1581,80)" 4046 true 1.4 4552



ENSGALP00000027488 CID 741 - 754
periostin osteoblast specific factor - 
CGNC Symbol 12805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1581,86)" 697 false 4553

ENSGALP00000020744 CID 142 - 155
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1581,87)" 1727 true 3.1 4554

ENSGALP00000008824 CID 385 - 399
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1582,71)" 3560 true 0.29 4555

ENSGALP00000042897 CID 317 - 330
polymerase (DNA) delta 2 accessory 
subunit - CGNC Symbol 63741 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1582,82)" 675 true 0.88 4556



ENSGALP00000032645 CID 465 - 476
DNA nucleotidylexotransferase - CGNC 
Symbol 5270 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1582,84)" 488 4557

ENSGALP00000014119 CID 152 - 164
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1583,73)" 3460 true 1.68 4558

ENSGALP00000042403 CID 124 - 135
uncharacterized protein LOC424740 - 
Refseq NP_001026471 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1583,75)" 6296 true 0.52 4559

ENSGALP00000002828 CID 150 - 161
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1583,84)" 2329 4560



ENSGALP00000042036 CID 195 - 207
endonuclease G-like - CGNC Symbol 
63533 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1583,86)" 3008 4561

ENSGALP00000038463 CID 75 - 88
ribosomal protein L7a - CGNC Symbol 
50454 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1583,87)" 84205 true 1.63 4562

ENSGALP00000027488 CID 351 - 364
periostin osteoblast specific factor - 
CGNC Symbol 12805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1583,90)" 2523 4563

ENSGALP00000011559 CID 557 - 567

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1584,58)" 15665 4564



ENSGALP00000003737 CID 240 - 253 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1584,81)" 56855 true 1.41 4565

ENSGALP00000023278 CID 225 - 238
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1584,87)" 49281 true 1.23 4566

ENSGALP00000027015 CID 1,095 - 1,109
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1584,88)" 27754 true 1.82 4567

ENSGALP00000023294 CID 1,319 - 1,330
chromodomain helicase DNA binding 
protein 4 - CGNC Symbol 10176 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1585,74)" 3985 4568



ENSGALP00000027305 CID 122 - 134

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1585,77)" 6405 4569

ENSGALP00000002695 CID 335 - 347

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1585,81)" 168029 4570

ENSGALP00000018410 CID 593 - 605
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1585,87)" 1171 false 4571

ENSGALP00000008824 CID 385 - 399
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1586,73)" 464 4572



ENSGALP00000015057 CID 211 - 223
fibrinogen beta chain - CGNC Symbol 
7036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1586,76)" 42528 4573

ENSGALP00000023427 CID 285 - 298
tetratricopeptide repeat domain 38 - 
CGNC Symbol 52707 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1586,80)" 2093 true 1.6 4574

ENSGALP00000007355 CID 283 - 296 ataxin 2 - CGNC Symbol 3422 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1586,84)" 2124 false 4575

ENSGALP00000014119 CID 152 - 164
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1587,76)" 6156 4576



ENSGALP00000039954 CID 339 - 351 Hsap of 1: formin like 1 - HGNC:1212 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1587,77)" 1604 true 0.37 4577

ENSGALP00000005944 CID 1,246 - 1,258
phospholipase C gamma 1 - CGNC 
Symbol 50935 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1587,79)" 5038 true 0.33 4578

ENSGALP00000015846 CID 425 - 437
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1587,85)" 4577 true 4.74 4579

ENSGALP00000038463 CID 75 - 88
ribosomal protein L7a - CGNC Symbol 
50454 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1587,89)" 115454 4580



ENSGALP00000013174 CID 30 - 42
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1587,90)" 19521 true 0.22 4581

ENSGALP00000003737 CID 240 - 253 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1588,81)" 14228 4582

ENSGALP00000011961 CID 63 - 76
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1588,85)" 5521 true 0.83 4583

ENSGALP00000023278 CID 225 - 238
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1588,87)" 22606 4584



ENSGALP00000017556 CID 214 - 225 legumain - CGNC Symbol 8216 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1589,61)" 18214 4585

ENSGALP00000015410 CID 837 - 849 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1589,75)" 50003 true 1.21 4586

ENSGALP00000018987 CID 472 - 484 t-complex 1 - CGNC Symbol 8842 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1589,85)" 4528 true 1.4 4587

ENSGALP00000011559 CID 110 - 122

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1590,03)" 1193 false 4588



ENSGALP00000023427 CID 285 - 298
tetratricopeptide repeat domain 38 - 
CGNC Symbol 52707 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1590,81)" 3351 4589

ENSGALP00000016509 CID 96 - 109

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1590,86)" 2067 true 0.33 4590

ENSGALP00000002604 CID 224 - 236
inter-alpha-trypsin inhibitor heavy 
chain 3 - CGNC Symbol 50111 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1590,93)" 2643 false 4591

ENSGALP00000016260 CID Jan-13
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1591,77)" 3919 true 1.38 4592



ENSGALP00000005944 CID 1,246 - 1,258
phospholipase C gamma 1 - CGNC 
Symbol 50935 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1591,82)" 1008 4593

ENSGALP00000015846 CID 425 - 437
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1591,86)" 23979 4594

ENSGALP00000014828 CID 327 - 341
PIT54 protein precursor - Refseq 
NP_997063 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1591,87)" 2985 false 4595

ENSGALP00000030471 CID 71 - 84

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1592,81)" 10671 true 0.88 4596



ENSGALP00000018258 CID 38 - 50 Enah/Vasp-like - CGNC Symbol 8513 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1592,83)" 5657 false 4597

ENSGALP00000011961 CID 63 - 76
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1592,88)" 3950 4598

ENSGALP00000041974 CID 131 - 142
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1593,75)" 1791 true 1.32 4599

ENSGALP00000036304 CID 344 - 356
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1593,77)" 1767 true 0.13 4600



ENSGALP00000015410 CID 837 - 849 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1593,79)" 76422 4601

ENSGALP00000036304 CID 292 - 305
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1593,83)" 7019 true 1.63 4602

ENSGALP00000001027 CID 192 - 205
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1593,86)" 4229 true 0.5 4603

ENSGALP00000015623 CID 536 - 549
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1593,86)" 49445 false 4604



ENSGALP00000025593 CID 2,909 - 2,921
collagen type XII alpha 1 - CGNC 
Symbol 49526 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1594,80)" 2002 4605

ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1594,81)" 10508 true 0.49 4606

ENSGALP00000013053 CID 138 - 150

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1594,85)" 7270 true 0.49 4607

ENSGALP00000041758 CID 409 - 422

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1594,93)" 19367 true 2.22 4608



ENSGALP00000008910 CID 200 - 211
musashi RNA-binding protein 1 - CGNC 
Symbol 5460 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1595,79)" 2664 true 0.77 4609

ENSGALP00000016260 CID Jan-13
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1595,80)" 4060 true 1.38 4610

ENSGALP00000025476 CID 401 - 412

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1595,86)" 11054 true 0.4 4611

ENSGALP00000006414 CID 96 - 108
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1596,75)" 22339 true 0.93 4612



ENSGALP00000023027 CID 651 - 664
polyhomeotic homolog 1 (Drosophila) - 
CGNC Symbol 50717 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1596,77)" 6953 false 0.98 4613

ENSGALP00000002322 CID 204 - 217
thymocyte nuclear protein 1 - CGNC 
Symbol 1055 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1596,78)" 2738 true 0.93 4614

ENSGALP00000038778 CID 63 - 76 actin-like 6A - CGNC Symbol 6893 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1596,83)" 15226 true 0.56 4615

ENSGALP00000030471 CID 71 - 84

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1596,84)" 10052 4616



ENSGALP00000027238 CID 146 - 159 importin 5 - CGNC Symbol 50851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1596,85)" 5443 true 0.56 4617

ENSGALP00000019468 CID 552 - 566 aconitase 2 - CGNC Symbol 9059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1597,75)" 2628 true 1.5 4618

ENSGALP00000036304 CID 292 - 305
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1597,85)" 14605 4619

ENSGALP00000001027 CID 192 - 205
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1597,88)" 2102 4620



ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1598,84)" 93271 4621

ENSGALP00000013053 CID 138 - 150

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1598,87)" 3592 4622

ENSGALP00000041758 CID 409 - 422

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1598,96)" 45220 4623

ENSGALP00000025525 CID 240 - 251
carbonic anhydrase II - CGNC Symbol 
11834 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1599,81)" 399 false 4624



ENSGALP00000005090 CID 841 - 854
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1599,82)" 1469 4625

ENSGALP00000011770 CID 440 - 453
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1599,86)" 1598 false 4626

ENSGALP00000027534 CID 464 - 477
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1599,86)" 1598 false 4627

ENSGALP00000016536 CID 375 - 388
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1599,86)" 1598 false 4628



ENSGALP00000015171 CID 179 - 190 Obg-like ATPase 1 - CGNC Symbol 7087 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1599,86)" 1479 4629

ENSGALP00000020445 CID 374 - 387
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1599,91)" 50148 true 0.76 4630

ENSGALP00000039157 CID 583 - 597 ATP citrate lyase - CGNC Symbol 2533 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1599,94)" 3883 4631

ENSGALP00000042317 CID 87 - 100
regulator of chromosome condensation 
1 - HGNC:1913 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1600,76)" 3760 true 0.93 4632



ENSGALP00000006414 CID 96 - 108
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1600,77)" 19748 4633

ENSGALP00000012472 CID 499 - 512 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1600,77)" 429 true 1.41 4634

ENSGALP00000038778 CID 63 - 76 actin-like 6A - CGNC Symbol 6893 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1600,85)" 8511 4635

ENSGALP00000027238 CID 146 - 159 importin 5 - CGNC Symbol 50851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1600,87)" 9139 4636



ENSGALP00000041756 CID 49 - 62
Parkinsonism associated deglycase - 
HGNC:16369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1601,77)" 716 true 0.64 4637

ENSGALP00000018689 CID 79 - 92 septin 11 - CGNC Symbol 8720 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1601,77)" 8017 4638

ENSGALP00000019468 CID 552 - 566 aconitase 2 - CGNC Symbol 9059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1601,77)" 4204 4639

ENSGALP00000025476 CID 401 - 412

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1603,85)" 814 true 0.4 4640



ENSGALP00000008910 CID 200 - 211
musashi RNA-binding protein 1 - CGNC 
Symbol 5460 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1603,86)" 1033 true 0.77 4641

ENSGALP00000020445 CID 374 - 387
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1603,93)" 37367 4642

ENSGALP00000042317 CID 87 - 100
regulator of chromosome condensation 
1 - HGNC:1913 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1604,76)" 2788 4643

ENSGALP00000003737 CID 240 - 253 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1604,82)" 9620 4644



ENSGALP00000019832 CID May-18
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1604,83)" 1165 true 1.48 4645

ENSGALP00000027541 CID 113 - 127
high mobility group box 1 - CGNC 
Symbol 49444 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1604,92)" 3294 true 0.3 4646

ENSGALP00000003646 CID 62 - 74
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1605,83)" 237 true 2.22 4647

ENSGALP00000012474 CID Dec-25
trafficking protein particle complex 4 - 
CGNC Symbol 5825 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1605,87)" 1420 4648



ENSGALP00000000468 CID 177 - 190

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1605,87)" 540 true 0.77 4649

ENSGALP00000006414 CID Feb-14
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1606,71)" 6315 4650

ENSGALP00000018469 CID 43 - 56
cystathionine gamma-lyase - CGNC 
Symbol 8612 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1606,72)" 568 true 18.51 4651

ENSGALP00000016361 CID 95 - 107
ribosomal protein S3A - CGNC Symbol 
51748 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1606,77)" 8103 true 1.81 4652



ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 reductase 
3 (CYB5R3) mRNA. - RefSeq mRNA 
NM_001291805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1606,83)" 8990 true 1.06 4653

ENSGALP00000025404 CID 520 - 532
inner membrane mitochondrial protein - 
CGNC Symbol 11773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1606,94)" 9529 false 1.03 4654

ENSGALP00000003717 CID 501 - 515
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1606,97)" 28546 true 1.08 4655

ENSGALP00000012765 CID 118 - 129
SMAD family member 3 - CGNC Symbol 
5954 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1607,72)" 672 true 1.3 4656



ENSGALP00000017856 CID 144 - 157
transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 51305 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1608,85)" 7780 true 0.93 4657

ENSGALP00000016175 CID 166 - 178
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1609,04)" 745 false 4658

ENSGALP00000022917 CID 44 - 57

SAMM50 sorting and assembly 
machinery component - CGNC Symbol 
10580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1609,88)" 9231 4659

ENSGALP00000018469 CID 43 - 56
cystathionine gamma-lyase - CGNC 
Symbol 8612 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1610,73)" 13965 4660



ENSGALP00000024116 CID 854 - 866
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1610,80)" 16887 false 3.43 4661

ENSGALP00000016361 CID 95 - 107
ribosomal protein S3A - CGNC Symbol 
51748 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1610,80)" 16887 4662

ENSGALP00000024116 CID 854 - 866
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1610,85)" 9940 false 4663

ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 reductase 
3 (CYB5R3) mRNA. - RefSeq mRNA 
NM_001291805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1610,85)" 9940 4664



ENSGALP00000016196 CID 389 - 402
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1610,90)" 5845 true 0.42 4665

ENSGALP00000016536 CID 155 - 169
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1610,91)" 1021 true 0.84 4666

ENSGALP00000039734 CID 39 - 52

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1610,97)" 2644 false 4667

ENSGALP00000003717 CID 501 - 515
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1611,00)" 31577 4668



ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1611,74)" 25463 true 2 4669

ENSGALP00000006284 CID Jul-21

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1611,76)" 2084 true 1.53 4670

ENSGALP00000039552 CID 59 - 70
proteasome 26S subunit non-ATPase 
13 - CGNC Symbol 51869 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1611,78)" 12827 true 1.53 4671

ENSGALP00000005505 CID 154 - 167
RAB8B member RAS oncogene family - 
CGNC Symbol 2544 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1611,84)" 3686 true 2.23 4672



ENSGALP00000017856 CID 144 - 157
transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 51305 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1612,88)" 7221 4673

ENSGALP00000002625 CID 62 - 75

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1612,88)" 2549 true 3.52 4674

ENSGALP00000002349 CID 179 - 193
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1612,96)" 906 true 0.83 4675

ENSGALP00000003646 CID 62 - 74
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1613,86)" 1618 true 2.22 4676



ENSGALP00000004508 CID 176 - 189

endoplasmic reticulum-golgi 
intermediate compartment 1 - CGNC 
Symbol 2067 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1613,87)" 1987 true 1.35 4677

ENSGALP00000003954 CID 46 - 64
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1614,83)" 1393 true 0.31 4678

ENSGALP00000001231 CID 549 - 562
lysine demethylase 1A - CGNC Symbol 
547 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1614,87)" 1064 true 0.27 4679

ENSGALP00000014107 CID 405 - 418 vimentin - CGNC Symbol 51275 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1614,90)" 10801 true 0.7 4680



ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1615,77)" 52406 4681

ENSGALP00000042528 CID 48 - 61
cold inducible RNA binding protein - 
CGNC Symbol 9285 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1615,78)" 998 true 1.06 4682

ENSGALP00000038979 CID 614 - 627
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1615,80)" 3363 true 0.85 4683

ENSGALP00000039552 CID 59 - 70
proteasome 26S subunit non-ATPase 
13 - CGNC Symbol 51869 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1615,81)" 11891 4684



ENSGALP00000014097 CID 69 - 80
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1615,81)" 2053 true 0.42 4685

ENSGALP00000027964 CID 15 - 29
integrin-linked kinase - CGNC Symbol 
13025 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1615,81)" 1059 4686

ENSGALP00000037001 CID 103 - 116

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1615,89)" 3100 true 0.23 4687

ENSGALP00000009341 CID 209 - 221
high density lipoprotein binding protein 
- CGNC Symbol 4348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1615,97)" 2950 false 4688



ENSGALP00000042059 CID 35 - 49
Hsap of 1: RNA binding motif protein 
39 - HGNC:15923 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1616,03)" 1565 false 4689

ENSGALP00000042659 CID 435 - 448
B-cell lymphoma/leukemia 11B-like - 
CGNC Symbol 63941 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1616,83)" 76875 true 0.07 4690

ENSGALP00000017198 CID 221 - 234
striatin calmodulin binding protein - 
CGNC Symbol 8034 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1616,83)" 76875 false 0.94 4691

ENSGALP00000007487 CID 138 - 151
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1616,86)" 13819 false 4692



ENSGALP00000023059 CID 385 - 398

PDS5 regulator of cohesion 
maintenance homolog A (S. cerevisiae) - 
CGNC Symbol 10643 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1616,87)" 895 true 1.59 4693

ENSGALP00000002625 CID 62 - 75

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1616,90)" 12195 4694

ENSGALP00000019678 CID 50 - 62
glycerol-3-phosphate dehydrogenase 1-
like 2 - CGNC Symbol 13104 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1616,92)" 3700 false 4695

ENSGALP00000016743 CID 81 - 93
epoxide hydrolase 1-like - CGNC 
Symbol 51488 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1617,76)" 3276 4696



ENSGALP00000009481 CID 158 - 171
RAB7A member RAS oncogene family - 
CGNC Symbol 4408 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1617,86)" 5222 true 1.28 4697

ENSGALP00000009985 CID 143 - 155
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1618,73)" 662 true 1.11 4698

ENSGALP00000039948 CID 145 - 159 MARCKS-like 1 - CGNC Symbol 14646 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1618,75)" 4712 4699

ENSGALP00000026487 CID 223 - 237
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1618,88)" 15796 4700



ENSGALP00000001474 CID 122 - 136

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1618,92)" 531 true 8.12 4701

ENSGALP00000015277 CID 179 - 193
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1618,94)" 639 true 1.25 4702

ENSGALP00000016196 CID 389 - 402
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1618,95)" 2272 true 0.42 4703

ENSGALP00000004417 CID 120 - 136
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1619,84)" 4461 true 1.85 4704



ENSGALP00000015626 CID 92 - 107
phosphoenolpyruvate carboxykinase 2 
(mitochondrial) - CGNC Symbol 49813 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1619,89)" 4262 false 4705

ENSGALP00000027974 CID 84 - 96
hemoglobin gamma A - CGNC Symbol 
50915 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1620,77)" 2443 true 0.68 4706

ENSGALP00000042659 CID 435 - 448
B-cell lymphoma/leukemia 11B-like - 
CGNC Symbol 63941 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1620,86)" 2039 4707

ENSGALP00000019205 CID Feb-19

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1620,87)" 870 true 1.59 4708



ENSGALP00000007487 CID 138 - 151
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1620,88)" 7483 4709

ENSGALP00000002349 CID 179 - 193
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1621,02)" 2526 true 0.89 4710

ENSGALP00000027982 CID 516 - 531
stromal interaction molecule 1 - CGNC 
Symbol 13037 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1621,81)" 5131 true 2.98 4711

ENSGALP00000006372 CID 290 - 305

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1621,83)" 711 true 1.85 4712



ENSGALP00000038774 CID 129 - 141
argininosuccinate synthase 1 - CGNC 
Symbol 50457 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1621,86)" 9397 true 0.88 4713

ENSGALP00000009481 CID 158 - 171
RAB7A member RAS oncogene family - 
CGNC Symbol 4408 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1621,89)" 7641 4714

ENSGALP00000004508 CID 176 - 189

endoplasmic reticulum-golgi 
intermediate compartment 1 - CGNC 
Symbol 2067 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1621,94)" 1105 true 1.35 4715

ENSGALP00000038774 CID 342 - 356
argininosuccinate synthase 1 - CGNC 
Symbol 50457 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1621,94)" 562 false 4716



ENSGALP00000005607 CID 185 - 197
proline and arginine rich end leucine 
rich repeat protein - HGNC:9357 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1621,96)" 2339 true 1.22 4717

ENSGALP00000009985 CID 143 - 155
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1622,76)" 738 4718

ENSGALP00000003954 CID 46 - 64
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1622,88)" 433 true 0.31 4719

ENSGALP00000026307 CID 427 - 440

Putative eukaryotic translation 
initiation factor 2 subunit 3-like protein - 
UP Q2VIR3 - CGNC Symbol 50802 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1622,91)" 492 false 4720



ENSGALP00000026076 CID 84 - 96
pyridoxal (pyridoxine vitamin B6) 
kinase - CGNC Symbol 12115 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1623,85)" 4388 4721

ENSGALP00000004417 CID 120 - 136
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1623,86)" 6218 4722

ENSGALP00000037001 CID 103 - 116

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC Symbol 
9462 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1623,92)" 1160 true 0.57 4723

ENSGALP00000007586 CID 266 - 278
aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 50558 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1623,93)" 446 false 4724



ENSGALP00000002695 CID 134 - 149

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1624,85)" 57663 4725

ENSGALP00000024253 CID 254 - 267
cell division cycle 40 - CGNC Symbol 
11202 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1624,89)" 2568 true 0.55 4726

ENSGALP00000002625 CID 381 - 394

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1624,95)" 3558 true 4.37 4727

ENSGALP00000025745 CID 39 - 52

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - CGNC 
Symbol 11954 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1624,98)" 15588 true 0.35 4728



ENSGALP00000005643 CID 51 - 65

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1625,79)" 5482 4729

ENSGALP00000006372 CID 290 - 305

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1625,85)" 9031 4730

ENSGALP00000008695 CID 197 - 209
PDZ and LIM domain 1 - CGNC Symbol 
4041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1626,77)" 4390 4731

ENSGALP00000041690 CID 38 - 51
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1626,77)" 719521 true 0.8 4732



ENSGALP00000006578 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1626,78)" 24825 true 1.39 4733

ENSGALP00000003455 CID 27 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1626,81)" 112466 4734

ENSGALP00000015000 CID 63 - 76
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1626,83)" 5111 true 1.39 4735

ENSGALP00000015623 CID 1,492 - 1,504
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1626,87)" 1491 true 0.8 4736



ENSGALP00000015277 CID 179 - 193
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1626,99)" 798 true 1.25 4737

ENSGALP00000010844 CID 125 - 137
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1627,77)" 4892 true 1.34 4738

ENSGALP00000039454 CID 41 - 54
beta-2-microglobulin - CGNC Symbol 
1542 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1627,85)" 2556 true 2.18 4739

ENSGALP00000020445 CID 1,025 - 1,037
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1628,78)" 16978 4740



ENSGALP00000024253 CID 254 - 267
cell division cycle 40 - CGNC Symbol 
11202 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1628,91)" 1419 4741

ENSGALP00000002625 CID 381 - 394

Gallus gallus ATPase H+ transporting 
lysosomal 56/58kDa V1 subunit B2 
(ATP6V1B2) mRNA. - RefSeq mRNA 
NM_001293241 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1628,98)" 17166 4742

ENSGALP00000011241 CID 321 - 334
3-hydroxybutyrate dehydrogenase type 
1 - CGNC Symbol 5244 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1629,80)" 6167 true 0.67 4743

ENSGALP00000035780 CID 2,547 - 2,561
RAN binding protein 2 - CGNC Symbol 
50838 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1629,82)" 2208 4744



ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1629,84)" 7473 true 1.35 4745

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1629,86)" 77966 true 0.54 4746

ENSGALP00000014746 CID 90 - 101
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1629,89)" 29552 true 1.6 4747

ENSGALP00000006578 CID 28 - 41

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
beta - CGNC Symbol 50939 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1630,80)" 34455 4748



ENSGALP00000041690 CID 38 - 51
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1630,83)" 138950 4749

ENSGALP00000014308 CID 324 - 335
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1630,85)" 1962 true 0.89 4750

ENSGALP00000015000 CID 63 - 76
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1630,85)" 2358 4751

ENSGALP00000015623 CID 1,492 - 1,504
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1630,89)" 4617 4752



ENSGALP00000013862 CID 835 - 848
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1630,92)" 669 true 4.71 4753

ENSGALP00000001474 CID 122 - 136

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1631,00)" 7514 true 8.12 4754

ENSGALP00000020884 CID 63 - 77
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1631,79)" 3358 4755

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1631,79)" 3358 4756



ENSGALP00000012034 CID 63 - 77
tubulin beta 1 class VI - CGNC Symbol 
49797 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1631,81)" 3958 4757

ENSGALP00000019120 CID 587 - 598
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1631,83)" 936 false 4758

ENSGALP00000016447 CID 111 - 123
ribosomal protein S8 - CGNC Symbol 
52222 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1631,83)" 744 false 4759

ENSGALP00000013190 CID 345 - 359
adaptor-related protein complex 1 beta 
1 subunit - CGNC Symbol 6168 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1633,00)" 1855 false 4760



ENSGALP00000003342 CID 345 - 359
adaptor-related protein complex 2 beta 
1 subunit - CGNC Symbol 1528 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1633,00)" 1855 false 4761

ENSGALP00000025745 CID 39 - 52

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - CGNC 
Symbol 11954 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1633,03)" 4934 true 0.35 4762

ENSGALP00000041756 CID 133 - 145
Parkinsonism associated deglycase - 
HGNC:16369 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1633,67)" 1384 true 1.21 4763

ENSGALP00000011881 CID 846 - 858
citron rho-interacting serine/threonine 
kinase - CGNC Symbol 5556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1633,81)" 1565 false 4764



ENSGALP00000028857 CID 877 - 892

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1633,86)" 2337 true 1.86 4765

ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1633,87)" 9952 4766

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1633,88)" 182295 4767

ENSGALP00000017016 CID 82 - 94 glutaredoxin 3 - CGNC Symbol 7961 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1633,91)" 2579 true 0.49 4768



ENSGALP00000000669 CID 78 - 90

Hsap of 4: nascent polypeptide-
associated complex alpha subunit - 
HGNC:7629 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1633,99)" 13063 true 0.66 4769

ENSGALP00000012472 CID 513 - 526 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1634,74)" 7893 true 1.65 4770

ENSGALP00000035593 CID 84 - 96 Hemoglobin subunit beta - UP P02112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1634,79)" 60148 true 0.26 4771

ENSGALP00000018165 CID 425 - 437
lymphocyte antigen 75 - CGNC Symbol 
8470 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1634,79)" 60148 false 4772



ENSGALP00000024734 CID 61 - 74 CD47 molecule - CGNC Symbol 11437 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1634,80)" 2248 true 2.35 4773

ENSGALP00000015057 CID 224 - 238
fibrinogen beta chain - CGNC Symbol 
7036 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1634,84)" 65166 4774

ENSGALP00000024167 CID 377 - 391 transportin 1 - CGNC Symbol 11160 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1634,89)" 18909 4775

ENSGALP00000016711 CID 389 - 402
guanine monophosphate synthase - 
CGNC Symbol 7825 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1634,91)" 1954 false 4776



ENSGALP00000014107 CID 405 - 418 vimentin - CGNC Symbol 51275 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1634,91)" 1954 4777

ENSGALP00000015846 CID 50 - 63
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1634,93)" 4433 4778

ENSGALP00000005565 CID Feb-15
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1635,73)" 4248 true 0.75 4779

ENSGALP00000038979 CID 2,460 - 2,472
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1635,82)" 1059 4780



ENSGALP00000026307 CID Feb-17

Putative eukaryotic translation 
initiation factor 2 subunit 3-like protein - 
UP Q2VIR3 - CGNC Symbol 50802 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1635,83)" 520 true 0.88 4781

ENSGALP00000015665 CID 84 - 96 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1635,84)" 48316 true 0.3 4782

ENSGALP00000015687 CID 264 - 281
collagen type I alpha 2 - CGNC Symbol 
49716 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1635,88)" 14249 4783

ENSGALP00000039454 CID 41 - 54
beta-2-microglobulin - CGNC Symbol 
1542 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1635,90)" 5790 true 2.18 4784



ENSGALP00000038979 CID 1,597 - 1,610
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1636,80)" 4903 true 0.82 4785

ENSGALP00000007511 CID 168 - 180

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1636,80)" 3101 4786

ENSGALP00000027953 CID 77 - 90
ribosomal protein S3 - CGNC Symbol 
13020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1636,88)" 2086 false 4787

ENSGALP00000015687 CID 978 - 995
collagen type I alpha 2 - CGNC Symbol 
49716 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1636,88)" 2351 4788



ENSGALP00000023214 CID 459 - 471
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1637,76)" 1837 true 1.41 4789

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1637,81)" 3805 true 0.49 4790

ENSGALP00000019435 CID 21 - 33

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - CGNC 
Symbol 9043 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1637,82)" 2867 true 0.28 4791

ENSGALP00000037960 CID 16 - 31
NAD(P)H dehydrogenase - Refseq 
NP_001264548 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1637,85)" 2841 4792



ENSGALP00000028857 CID 877 - 892

oxoglutarate (alpha-ketoglutarate) 
dehydrogenase (lipoamide) - CGNC 
Symbol 52787 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1637,88)" 4450 4793

ENSGALP00000025461 CID 366 - 379
chaperonin containing TCP1 subunit 8 - 
CGNC Symbol 11805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1637,92)" 1171 true 1.03 4794

ENSGALP00000014746 CID 90 - 101
heat shock 10kDa protein 1 - CGNC 
Symbol 49569 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1637,95)" 46242 true 1.6 4795

ENSGALP00000012472 CID 513 - 526 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1638,75)" 19996 4796



ENSGALP00000024734 CID 61 - 74 CD47 molecule - CGNC Symbol 11437 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1638,84)" 13953 4797

ENSGALP00000004159 CID 134 - 147
ribosomal protein L10a - CGNC Symbol 
51119 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1638,91)" 12095 true 2.05 4798

ENSGALP00000023278 CID 57 - 70
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1638,94)" 17595 true 0.74 4799

ENSGALP00000013862 CID 835 - 848
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1638,97)" 3514 true 4.71 4800



ENSGALP00000011071 CID 163 - 176
glutaminyl-tRNA synthetase - CGNC 
Symbol 5185 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1638,97)" 1576 true 2.15 4801

ENSGALP00000010414 CID 264 - 277
RNA binding motif protein X-linked - 
CGNC Symbol 51674 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1639,69)" 6553 true 0.26 4802

ENSGALP00000005565 CID Feb-15
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1639,75)" 1086 true 0.75 4803

ENSGALP00000042988 CID 71 - 85
proteasome subunit beta 2 - 
HGNC:9539 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1639,83)" 5637 true 1.37 4804



ENSGALP00000015665 CID 84 - 96 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1639,88)" 7365 4805

ENSGALP00000023395 CID Feb-16
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1639,91)" 48159 4806

ENSGALP00000018424 CID 221 - 233 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1639,98)" 1051 4807

ENSGALP00000018454 CID 361 - 373 tubulin alpha 4b - CGNC Symbol 65790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1640,82)" 20449 true 0.58 4808



ENSGALP00000037524 CID 350 - 362 tubulin alpha 4a - CGNC Symbol 65758 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1640,82)" 20449 true 0.58 4809

ENSGALP00000005322 CID 96 - 108
BRX1 biogenesis of ribosomes - CGNC 
Symbol 2456 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1640,82)" 20449 4810

ENSGALP00000003898 CID 188 - 202 matrin 3 - CGNC Symbol 1772 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1640,82)" 2037 false 4811

ENSGALP00000038979 CID 1,597 - 1,610
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1640,82)" 3767 4812



ENSGALP00000006372 CID 230 - 244

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1640,87)" 436 true 4.51 4813

ENSGALP00000015176 CID 533 - 546
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1641,04)" 681 false 4814

ENSGALP00000005653 CID 588 - 600 fibronectin 1 - CGNC Symbol 2613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1641,67)" 11661 4815

ENSGALP00000042627 CID 116 - 129
Gallus gallus granulysin (GNLY) mRNA. - 
RefSeq mRNA NM_001044680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1641,77)" 21307 true 0.56 4816



ENSGALP00000021301 CID 164 - 177

aldo-keto reductase family 1 member 
B10 (aldose reductase) - CGNC Symbol 
50690 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1641,79)" 37102 true 2 4817

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1641,81)" 871 4818

ENSGALP00000017016 CID 82 - 94 glutaredoxin 3 - CGNC Symbol 7961 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1641,90)" 2013 true 0.49 4819

ENSGALP00000000634 CID 139 - 153
LCK proto-oncogene Src family tyrosine 
kinase - HGNC:6524 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1641,91)" 1409 false 4820



ENSGALP00000015000 CID 876 - 890
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1641,95)" 1966 false 4821

ENSGALP00000007379 CID 304 - 316

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1642,75)" 2800 true 1.58 4822

ENSGALP00000013640 CID 318 - 330

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1642,75)" 2800 true 1.58 4823

ENSGALP00000010618 CID 109 - 122
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1642,77)" 19041 4824



ENSGALP00000041690 CID 38 - 51
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1642,78)" 25385 true 0.87 4825

ENSGALP00000003455 CID 27 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1642,80)" 4221 4826

ENSGALP00000035593 CID 84 - 96 Hemoglobin subunit beta - UP P02112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1642,85)" 17544 true 0.26 4827

ENSGALP00000011559 CID 54 - 67

integrin beta 1 (fibronectin receptor 
beta polypeptide antigen CD29 includes 
MDF2 MSK12) - CGNC Symbol 49025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1642,92)" 5249 false 4828



ENSGALP00000019192 CID 434 - 448
uridine monophosphate synthetase - 
CGNC Symbol 8931 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1642,93)" 1797 false 4829

ENSGALP00000015817 CID 593 - 607

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1642,94)" 1517 true 1.92 4830

ENSGALP00000010414 CID 264 - 277
RNA binding motif protein X-linked - 
CGNC Symbol 51674 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1643,71)" 1549 4831

ENSGALP00000007101 CID 403 - 415
CAP-GLY domain containing linker 
protein 1 - CGNC Symbol 3295 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1643,84)" 14312 true 1.17 4832



ENSGALP00000020884 CID 63 - 77
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1643,85)" 40988 true 1.09 4833

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1643,85)" 40988 true 1.09 4834

ENSGALP00000042988 CID 71 - 85
proteasome subunit beta 2 - 
HGNC:9539 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1643,86)" 7705 4835

ENSGALP00000012883 CID 337 - 349

Gallus gallus recombination activating 
gene 2 (RAG2) mRNA. - RefSeq mRNA 
NM_001305057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1643,88)" 6025 true 3.38 4836



ENSGALP00000018750 CID 338 - 351
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1643,92)" 14797 true 1.95 4837

ENSGALP00000018265 CID 227 - 239

serpin peptidase inhibitor clade H (heat 
shock protein 47) member 1 (collagen 
binding protein 1) - CGNC Symbol 8518 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1644,77)" 4732 true 2.87 4838

ENSGALP00000038912 CID 17 - 31 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1644,81)" 715615 true 0.3 4839

ENSGALP00000023917 CID 111 - 124
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1645,76)" 14068 true 0.81 4840



ENSGALP00000021301 CID 164 - 177

aldo-keto reductase family 1 member 
B10 (aldose reductase) - CGNC Symbol 
50690 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1645,82)" 73935 4841

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1645,84)" 2345 true 2.84 4842

ENSGALP00000014107 CID 217 - 229 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1645,97)" 1909 true 5.58 4843

ENSGALP00000041690 CID 38 - 51
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1646,81)" 13711 4844



ENSGALP00000020439 CID 223 - 236
eukaryotic translation initiation factor 3 
subunit D - CGNC Symbol 56714 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1646,91)" 3375 4845

ENSGALP00000004159 CID 134 - 147
ribosomal protein L10a - CGNC Symbol 
51119 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1646,97)" 25114 true 2.05 4846

ENSGALP00000020445 CID 359 - 373
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1647,74)" 1301 true 1.26 4847

ENSGALP00000024150 CID 207 - 221
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1647,80)" 448 true 2.81 4848



ENSGALP00000019468 CID 636 - 650 aconitase 2 - CGNC Symbol 9059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1647,85)" 9296 4849

ENSGALP00000020884 CID 63 - 77
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1647,87)" 45337 4850

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1647,87)" 45337 4851

ENSGALP00000003139 CID 276 - 291
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1647,90)" 1504 true 1.09 4852



ENSGALP00000038912 CID 17 - 31 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1648,84)" 211333 4853

ENSGALP00000018454 CID 361 - 373 tubulin alpha 4b - CGNC Symbol 65790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1648,87)" 10542 true 0.58 4854

ENSGALP00000037524 CID 350 - 362 tubulin alpha 4a - CGNC Symbol 65758 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1648,87)" 10542 true 0.58 4855

ENSGALP00000020884 CID 263 - 276
tubulin beta 2B class IIb - CGNC Symbol 
51362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1648,89)" 22565 false 4856



ENSGALP00000012034 CID 263 - 276
tubulin beta 1 class VI - CGNC Symbol 
49797 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1648,89)" 22565 false 4857

ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1648,89)" 22565 false 4858

ENSGALP00000022436 CID 208 - 221 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1648,89)" 22565 false 4859

ENSGALP00000006372 CID 230 - 244

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1648,92)" 379 false 4860



ENSGALP00000023917 CID 111 - 124
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1649,79)" 16484 4861

ENSGALP00000022386 CID 43 - 56
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1649,80)" 17290 true 0.85 4862

ENSGALP00000000734 CID 44 - 57
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1649,80)" 17290 true 0.85 4863

ENSGALP00000017462 CID 113 - 127
high mobility group box 2 - CGNC 
Symbol 8169 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1649,91)" 6625 true 0.11 4864



ENSGALP00000007379 CID 304 - 316

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1650,80)" 4416 true 1.58 4865

ENSGALP00000013640 CID 318 - 330

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1650,80)" 4416 true 1.58 4866

ENSGALP00000030147 CID 290 - 304
family with sequence similarity 49 
member B - CGNC Symbol 12196 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1650,86)" 1546 true 0.74 4867

ENSGALP00000016972 CID 884 - 898
ceruloplasmin (ferroxidase) - CGNC 
Symbol 7942 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1650,86)" 1546 4868



ENSGALP00000003296 CID 205 - 220

lymphocyte cytosolic protein 2 (SH2 
domain containing leukocyte protein of 
76kDa) - CGNC Symbol 1506 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1650,87)" 7645 true 1.37 4869

ENSGALP00000024150 CID 207 - 221
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1651,82)" 2455 4870

ENSGALP00000003455 CID 48 - 60
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1651,86)" 82337 true 0.72 4871

ENSGALP00000006298 CID 108 - 122
apolipoprotein H (beta-2-glycoprotein 
I) - CGNC Symbol 2904 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1651,87)" 23885 4872



ENSGALP00000002828 CID 559 - 571
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1651,89)" 2576 true 2.57 4873

ENSGALP00000038626 CID 60 - 73
lactate dehydrogenase A - CGNC 
Symbol 49707 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1651,90)" 38840 true 1.05 4874

ENSGALP00000018750 CID 338 - 351
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1651,97)" 29459 true 1.95 4875

ENSGALP00000035717 CID Nov-25

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1652,78)" 663 4876



ENSGALP00000009402 CID 372 - 385
arachidonate 5-lipoxygenase - CGNC 
Symbol 4373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1652,88)" 3812 4877

ENSGALP00000003964 CID 416 - 430
ubiquitin-like modifier activating 
enzyme 7 - CGNC Symbol 1807 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1652,90)" 5769 true 0.64 4878

ENSGALP00000002695 CID 134 - 149

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1652,90)" 2280 true 1.57 4879

ENSGALP00000022386 CID 43 - 56
serine/arginine-rich splicing factor 7 - 
CGNC Symbol 52729 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1653,81)" 7489 4880



ENSGALP00000000734 CID 44 - 57
serine/arginine-rich splicing factor 3 - 
CGNC Symbol 329 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1653,81)" 7489 4881

ENSGALP00000026633 CID 224 - 238

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1653,83)" 946 true 0.97 4882

ENSGALP00000017661 CID 645 - 657
USO1 vesicle transport factor - CGNC 
Symbol 8265 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1653,88)" 477 true 2.7 4883

ENSGALP00000038179 CID 153 - 167
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1653,93)" 356 true 0.99 4884



ENSGALP00000041067 CID 99 - 111
16 kDa beta-galactoside-binding lectin - 
UP P23668 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1653,94)" 11586 false 4885

ENSGALP00000039758 CID 165 - 179
SAM and SH3 domain containing 3 - 
CGNC Symbol 2900 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1654,75)" 3089 true 0.57 4886

ENSGALP00000030147 CID 290 - 304
family with sequence similarity 49 
member B - CGNC Symbol 12196 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1654,89)" 1141 4887

ENSGALP00000039872 CID 15 - 28
regulator of chromosome condensation 
2 - CGNC Symbol 287 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1654,90)" 60953 false 0.74 4888



ENSGALP00000005607 CID 155 - 168
proline and arginine rich end leucine 
rich repeat protein - HGNC:9357 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1654,92)" 14384 4889

ENSGALP00000013122 CID 143 - 157
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1655,04)" 1380 false 4890

ENSGALP00000042834 CID 156 - 169 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1655,84)" 1925 true 6.71 4891

ENSGALP00000028747 CID 14 - 29
reactive intermediate imine deaminase 
A homolog - CGNC Symbol 13608 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1655,90)" 2312 true 8 4892



ENSGALP00000003717 CID 110 - 123
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1655,92)" 2954 false 4893

ENSGALP00000020310 CID 527 - 541
SET binding factor 1 - CGNC Symbol 
9447 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1656,86)" 6539 true 1.12 4894

ENSGALP00000020169 CID 465 - 478
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1656,88)" 7057 false 4895

ENSGALP00000002695 CID 134 - 149

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1656,93)" 4114 4896



ENSGALP00000018340 CID 619 - 633 SATB homeobox 1 - CGNC Symbol 8550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1657,76)" 3972 false 4897

ENSGALP00000041224 CID 56 - 70

Gallus gallus translocase of inner 
mitochondrial membrane 13 homolog 
(yeast) (TIMM13) mRNA. - RefSeq 
mRNA NM_001302195 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1657,84)" 1221 true 1.49 4898

ENSGALP00000014107 CID 217 - 229 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1658,07)" 11513 true 5.58 4899

ENSGALP00000020268 CID 565 - 578
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1658,78)" 1574 false 4900



ENSGALP00000019318 CID 140 - 154
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1658,81)" 1169 false 4901

ENSGALP00000014298 CID 100 - 114
ribosomal protein L12 - CGNC Symbol 
50469 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1658,84)" 10116 true 1.56 4902

ENSGALP00000016481 CID 236 - 249
Sec23 homolog A (S. cerevisiae) - CGNC 
Symbol 7715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1658,87)" 364 true 0.96 4903

ENSGALP00000015128 CID 183 - 196 lamin B receptor - CGNC Symbol 49736 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1658,95)" 462 false 4904



ENSGALP00000023396 CID 160 - 174
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1658,95)" 462 false 4905

ENSGALP00000013738 CID 139 - 152
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1659,80)" 1120 false 4906

ENSGALP00000020884 CID 63 - 77
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1659,83)" 5627 true 0.77 4907

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1659,83)" 5627 true 0.77 4908



ENSGALP00000020744 CID 415 - 427
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1659,85)" 3846 true 2.54 4909

ENSGALP00000042834 CID 156 - 169 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1659,87)" 19138 4910

ENSGALP00000004641 CID 999 - 1,012
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1659,89)" 3499 false 4911

ENSGALP00000028747 CID 14 - 29
reactive intermediate imine deaminase 
A homolog - CGNC Symbol 13608 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1659,93)" 21669 4912



ENSGALP00000007780 CID 57 - 72
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1659,97)" 2667 4913

ENSGALP00000004225 CID 46 - 59

Gallus gallus NME/NM23 nucleoside 
diphosphate kinase 4 (NME4) mRNA. - 
RefSeq mRNA NM_001282217 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1660,02)" 4456 false 4914

ENSGALP00000042497 CID 125 - 140
RAR-related orphan receptor C - CGNC 
Symbol 58847 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1660,85)" 1803 false 4915

ENSGALP00000027953 CID 228 - 243
ribosomal protein S3 - CGNC Symbol 
13020 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1660,86)" 2186 true 1.96 4916



ENSGALP00000027534 CID 244 - 258
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1660,94)" 6666 4917

ENSGALP00000024956 CID 256 - 269
glucan (1 4-alpha-) branching enzyme 1 
- CGNC Symbol 11562 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1661,75)" 4495 4918

ENSGALP00000012481 CID 206 - 219
ribosomal protein L4 - CGNC Symbol 
5828 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1661,83)" 16241 true 2.2 4919

ENSGALP00000017462 CID 113 - 127
high mobility group box 2 - CGNC 
Symbol 8169 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1661,98)" 694 true 0.11 4920



ENSGALP00000012878 CID 157 - 171
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1662,82)" 12288 true 4.76 4921

ENSGALP00000010303 CID 962 - 976 interleukin 16 - CGNC Symbol 4808 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1662,86)" 14609 false 4922

ENSGALP00000014298 CID 100 - 114
ribosomal protein L12 - CGNC Symbol 
50469 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1662,86)" 14609 4923

ENSGALP00000023396 CID 160 - 174
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1662,94)" 1553 false 4924



ENSGALP00000025506 CID 581 - 594
malic enzyme 1 NADP(+)-dependent 
cytosolic - CGNC Symbol 49075 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1663,03)" 375 true 1.51 4925

ENSGALP00000020884 CID 63 - 77
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1663,86)" 2979 4926

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1663,86)" 2979 4927

ENSGALP00000033584 CID 105 - 118
ras homolog family member A - CGNC 
Symbol 49322 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1663,91)" 2094 true 1.05 4928



ENSGALP00000019430 CID 933 - 947
alpha-2-macroglobulin-like - CGNC 
Symbol 52563 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1663,91)" 13050 4929

ENSGALP00000002828 CID 559 - 571
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1663,96)" 7085 true 2.57 4930

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1664,72)" 1899 true 1.78 4931

ENSGALP00000000615 CID 628 - 640
karyopherin subunit beta 1 - 
HGNC:6400 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1664,76)" 1125 4932



ENSGALP00000000485 CID 1,038 - 1,052
Hsap of 1: AT-rich interaction domain 
1A - HGNC:11110 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1665,84)" 2663 false 4933

ENSGALP00000012481 CID 206 - 219
ribosomal protein L4 - CGNC Symbol 
5828 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1665,85)" 35681 4934

ENSGALP00000013122 CID 237 - 249
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1665,86)" 757 true 1.31 4935

ENSGALP00000012878 CID 157 - 171
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1666,86)" 62564 4936



ENSGALP00000000509 CID 318 - 333

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1667,74)" 7572 true 0.56 4937

ENSGALP00000020634 CID 291 - 305
cytoskeleton-associated protein 4 - 
HGNC:16991 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1667,81)" 1712 4938

ENSGALP00000026337 CID 204 - 217 peroxiredoxin 4 - CGNC Symbol 12239 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1667,83)" 13306 4939

ENSGALP00000023274 CID 1,230 - 1,243
non-SMC condensin I complex subunit 
D2 - CGNC Symbol 50724 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1667,89)" 1923 true 0.35 4940



ENSGALP00000018750 CID 338 - 351
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1667,96)" 1515 true 0.59 4941

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1668,76)" 7467 4942

ENSGALP00000015176 CID 947 - 960
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1668,81)" 1364 true 1.67 4943

ENSGALP00000027953 CID 228 - 243
ribosomal protein S3 - CGNC Symbol 
13020 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1668,91)" 349 false 4944



ENSGALP00000006278 CID Feb-18
protein kinase C alpha - CGNC Symbol 
50506 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1669,77)" 14498 4945

ENSGALP00000030904 CID 33 - 47
avian beta-defensin 2 - CGNC Symbol 
49507 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1669,83)" 541 true 23.55 4946

ENSGALP00000029968 CID 104 - 116
ribosomal protein L3 - CGNC Symbol 
50654 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1669,86)" 3367 true 2.5 4947

ENSGALP00000013574 CID 257 - 269
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1669,87)" 2912 false 4948



ENSGALP00000041224 CID 56 - 70

Gallus gallus translocase of inner 
mitochondrial membrane 13 homolog 
(yeast) (TIMM13) mRNA. - RefSeq 
mRNA NM_001302195 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1669,92)" 1816 true 1.49 4949

ENSGALP00000003455 CID 27 - 40
peptidylprolyl isomerase B (cyclophilin 
B) - CGNC Symbol 1580 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1670,89)" 1253 false 4950

ENSGALP00000000666 CID 266 - 279
phosphoglucomutase 2 - CGNC Symbol 
52790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1670,95)" 20328 true 1.67 4951

ENSGALP00000000509 CID 318 - 333

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1671,76)" 3273 4952



ENSGALP00000015886 CID 319 - 333
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1671,81)" 5071 true 0.81 4953

ENSGALP00000033584 CID 105 - 118
ras homolog family member A - CGNC 
Symbol 49322 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1671,97)" 1669 true 1.05 4954

ENSGALP00000038408 CID 116 - 130
Y box binding protein 1 - CGNC Symbol 
3598 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1672,81)" 8539 4955

ENSGALP00000015176 CID 947 - 960
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1672,84)" 670 4956



ENSGALP00000023085 CID 298 - 310 actinin alpha 4 - CGNC Symbol 49612 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1672,91)" 1737 false 4957

ENSGALP00000015410 CID 323 - 335 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1672,91)" 1737 false 4958

ENSGALP00000038904 CID 18 - 32

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1673,82)" 1366052 true 0.39 4959

ENSGALP00000024078 CID 68 - 83
WD repeat domain 1 - CGNC Symbol 
11108 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1674,84)" 1613 true 1.39 4960



ENSGALP00000026307 CID 401 - 416

Putative eukaryotic translation 
initiation factor 2 subunit 3-like protein - 
UP Q2VIR3 - CGNC Symbol 50802 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1674,89)" 1031 true 0.7 4961

ENSGALP00000020641 CID 431 - 444
aldehyde dehydrogenase 5 family 
member A1 - CGNC Symbol 9610 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1674,93)" 4249 false 4962

ENSGALP00000015886 CID 319 - 333
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1675,84)" 6247 4963

ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1675,87)" 93881 true 0.7 4964



ENSGALP00000003898 CID 132 - 145 matrin 3 - CGNC Symbol 1772 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1676,02)" 1132 true 0.57 4965

ENSGALP00000000383 CID 1,454 - 1,468
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1676,70)" 4582 4966

ENSGALP00000000293 CID 90 - 103
Hsap of 4: signal recognition particle 
19kDa - HGNC:11300 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1676,79)" 4893 4967

ENSGALP00000043427 CID 298 - 311 block of proliferation 1 - HGNC:15519 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1676,88)" 1322 true 1.64 4968



ENSGALP00000016363 CID 15 - 29
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1677,00)" 4318 false 4969

ENSGALP00000035658 CID 264 - 277
paraspeckle component 1 - CGNC 
Symbol 50884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1677,80)" 6287 true 0.92 4970

ENSGALP00000038904 CID 18 - 32

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1677,84)" 411088 4971

ENSGALP00000012145 CID 189 - 203
structure specific recognition protein 1 - 
CGNC Symbol 49844 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1677,85)" 568 true 0.71 4972



ENSGALP00000030904 CID 33 - 47
avian beta-defensin 2 - CGNC Symbol 
49507 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1677,87)" 15938 true 23.55 4973

ENSGALP00000029109 CID 169 - 183
proteasome 26S subunit non-ATPase 3 - 
CGNC Symbol 15224 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1677,91)" 3284 true 0.6 4974

ENSGALP00000038435 CID 512 - 526

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1678,83)" 1930 false 4975

ENSGALP00000026307 CID 401 - 416

Putative eukaryotic translation 
initiation factor 2 subunit 3-like protein - 
UP Q2VIR3 - CGNC Symbol 50802 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1678,92)" 7134 4976



ENSGALP00000000666 CID 266 - 279
phosphoglucomutase 2 - CGNC Symbol 
52790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1679,01)" 35804 true 1.67 4977

ENSGALP00000004013 CID 1,072 - 1,085 talin 1 - CGNC Symbol 1830 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1679,01)" 35804 4978

ENSGALP00000043256 CID 244 - 258
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1679,87)" 27803 true 2.33 4979

ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1679,90)" 67943 4980



ENSGALP00000010510 CID 89 - 102
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1679,90)" 5312 false 0.14* 4981

ENSGALP00000011770 CID 220 - 234
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1680,88)" 2086 4982

ENSGALP00000010405 CID 443 - 457
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1680,91)" 43299 false 3.05 4983

ENSGALP00000043427 CID 298 - 311 block of proliferation 1 - HGNC:15519 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1680,91)" 2547 4984



ENSGALP00000029109 CID 169 - 183
proteasome 26S subunit non-ATPase 3 - 
CGNC Symbol 15224 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1681,94)" 1738 4985

ENSGALP00000016481 CID Feb-14
Sec23 homolog A (S. cerevisiae) - CGNC 
Symbol 7715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1682,78)" 424 4986

ENSGALP00000015964 CID 60 - 73
ribosomal protein L18a - CGNC Symbol 
50601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1682,84)" 18089 false 4987

ENSGALP00000024078 CID 68 - 83
WD repeat domain 1 - CGNC Symbol 
11108 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1682,87)" 4300 true 1.39 4988



ENSGALP00000011770 CID 176 - 189
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1682,88)" 1928 true 2.63 4989

ENSGALP00000042061 CID 46 - 59

phosphatidylinositol-5-phosphate 4-
kinase type II alpha - CGNC Symbol 
5959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1683,78)" 1985 true 0.75 4990

ENSGALP00000016629 CID 115 - 128 peroxiredoxin 1 - CGNC Symbol 7794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1683,83)" 3083 true 0.6 4991

ENSGALP00000028616 CID 267 - 281
Y box binding protein 3 - CGNC Symbol 
49776 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1683,84)" 1046 4992



ENSGALP00000026511 CID 289 - 303
family with sequence similarity 49 
member A - CGNC Symbol 12326 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1683,88)" 1283 4993

ENSGALP00000008128 CID 683 - 697
nucleoporin 210kDa - CGNC Symbol 
3777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1683,88)" 1728 true 0.89 4994

ENSGALP00000043256 CID 244 - 258
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1683,89)" 69064 4995

ENSGALP00000007265 CID Feb-15
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1683,90)" 1113 true 2.09 4996



ENSGALP00000000615 CID 524 - 537
karyopherin subunit beta 1 - 
HGNC:6400 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1683,95)" 1237 false 4997

ENSGALP00000027391 CID 594 - 607
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1683,95)" 20739 true 1.52 4998

ENSGALP00000009526 CID 598 - 611 plastin 3 - CGNC Symbol 4430 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1683,95)" 20739 true 1.52 4999

ENSGALP00000010405 CID 443 - 457
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1684,92)" 29337 5000



ENSGALP00000012529 CID 197 - 211
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1684,95)" 6262 true 6.48 5001

ENSGALP00000003717 CID 176 - 189
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1684,95)" 1478 true 1.26 5002

ENSGALP00000009341 CID 183 - 196
high density lipoprotein binding protein 
- CGNC Symbol 4348 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1685,00)" 1340 false 5003

ENSGALP00000003089 CID 754 - 766
valosin containing protein - CGNC 
Symbol 53073 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1685,87)" 3691 true 0.93 5004



ENSGALP00000009605 CID 245 - 257
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1685,88)" 4051 true 0.99 5005

ENSGALP00000000316 CID 66 - 82 major vault protein - CGNC Symbol 136 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1685,89)" 9933 true 0.76 5006

ENSGALP00000026307 CID 91 - 103

Putative eukaryotic translation 
initiation factor 2 subunit 3-like protein - 
UP Q2VIR3 - CGNC Symbol 50802 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1686,75)" 1652 5007

ENSGALP00000010510 CID 113 - 126
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1686,88)" 3700 true 1.83 5008



ENSGALP00000011770 CID 176 - 189
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1686,95)" 724 5009

ENSGALP00000037232 CID 493 - 513
EWS RNA binding protein 1 - CGNC 
Symbol 50409 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1687,80)" 1744 true 0.22 5010

ENSGALP00000042061 CID 46 - 59

phosphatidylinositol-5-phosphate 4-
kinase type II alpha - CGNC Symbol 
5959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1687,80)" 1908 5011

ENSGALP00000043196 CID 1,915 - 1,929
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1687,84)" 1646 true 0.97 5012



ENSGALP00000024396 CID 317 - 329
aldehyde dehydrogenase 1 family 
member A1 - CGNC Symbol 49236 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1687,87)" 11579 5013

ENSGALP00000013377 CID 41 - 55
aldehyde dehydrogenase 7 family 
member A1 - CGNC Symbol 6235 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1688,81)" 4356 true 3.61 5014

ENSGALP00000031272 CID 60 - 73
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1688,87)" 10818 true 1.6 5015

ENSGALP00000019040 CID 19 - 31
nucleoporin 205kDa - CGNC Symbol 
8864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1688,87)" 2893 false 0.96 5016



ENSGALP00000019120 CID 114 - 127
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1688,87)" 909 5017

ENSGALP00000015061 CID 318 - 332
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1688,97)" 10207 false 5018

ENSGALP00000012529 CID 197 - 211
enoyl-CoA delta isomerase 1 - CGNC 
Symbol 50312 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1688,98)" 35778 5019

ENSGALP00000039965 CID 247 - 260
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1689,82)" 1631 5020



ENSGALP00000006372 CID 81 - 95

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1689,86)" 4837 5021

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1689,87)" 1143 false 5022

ENSGALP00000008105 CID 151 - 164

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1689,89)" 1510 true 1.05 5023

ENSGALP00000000316 CID 66 - 82 major vault protein - CGNC Symbol 136 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1689,93)" 7932 5024



ENSGALP00000005653 CID 971 - 985 fibronectin 1 - CGNC Symbol 2613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1689,95)" 1484 5025

ENSGALP00000014298 CID 131 - 146
ribosomal protein L12 - CGNC Symbol 
50469 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1690,83)" 5155 true 1.84 5026

ENSGALP00000041533 CID 51 - 64
Hsap of 4: heterogeneous nuclear 
ribonucleoprotein L - HGNC:5045 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1690,87)" 1640 true 0.43 5027

ENSGALP00000022392 CID 429 - 442 transportin 3 - CGNC Symbol 10345 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1690,90)" 598 true 1.46 5028



ENSGALP00000011770 CID 176 - 189
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1690,95)" 5476 true 2.63 5029

ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1691,72)" 2901 5030

ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1691,72)" 2901 5031

ENSGALP00000037232 CID 493 - 513
EWS RNA binding protein 1 - CGNC 
Symbol 50409 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1691,83)" 381 5032



ENSGALP00000013180 CID 165 - 178 reticulon 4 - CGNC Symbol 6163 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1691,89)" 1290 true 1.29 5033

ENSGALP00000008128 CID 683 - 697
nucleoporin 210kDa - CGNC Symbol 
3777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1691,92)" 1022 true 0.89 5034

ENSGALP00000012472 CID 323 - 336 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1692,76)" 1572 true 1.21 5035

ENSGALP00000017112 CID 698 - 712
aldehyde dehydrogenase 18 family 
member A1 - CGNC Symbol 7994 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1692,79)" 17550 5036



ENSGALP00000013574 CID 432 - 446
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1692,79)" 19558 true 3.14 5037

ENSGALP00000031272 CID 60 - 73
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1692,89)" 17901 5038

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1693,87)" 1766 5039

ENSGALP00000008105 CID 151 - 164

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - CGNC 
Symbol 50275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1693,92)" 1909 5040



ENSGALP00000043196 CID 744 - 758
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1693,93)" 1267 false 5041

ENSGALP00000009605 CID 245 - 257
proliferation-associated 2G4 38kDa - 
CGNC Symbol 4474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1693,93)" 3990 true 0.99 5042

ENSGALP00000014298 CID 131 - 146
ribosomal protein L12 - CGNC Symbol 
50469 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1694,84)" 12559 5043

ENSGALP00000020463 CID 229 - 243

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1694,84)" 1339 5044



ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1694,90)" 1487 5045

ENSGALP00000010510 CID 113 - 126
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1694,92)" 6210 true 1.83 5046

ENSGALP00000021255 CID 248 - 261
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1695,00)" 1586 true 0.82 5047

ENSGALP00000007265 CID 247 - 260
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1695,83)" 3188 true 1.43 5048



ENSGALP00000031272 CID 246 - 259
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1695,83)" 3188 true 1.43 5049

ENSGALP00000027391 CID 594 - 607
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1696,03)" 32894 true 1.52 5050

ENSGALP00000009526 CID 598 - 611 plastin 3 - CGNC Symbol 4430 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1696,03)" 32894 true 1.52 5051

ENSGALP00000013574 CID 432 - 446
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1696,80)" 59996 5052



ENSGALP00000032645 CID 340 - 354
DNA nucleotidylexotransferase - CGNC 
Symbol 5270 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1696,88)" 2125 false 5053

ENSGALP00000013122 CID 430 - 446
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1696,90)" 16744 true 3.41 5054

ENSGALP00000036720 CID 1,516 - 1,530
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1696,94)" 3493 true 1.92 5055

ENSGALP00000035478 CID 552 - 566 filamin B beta - CGNC Symbol 49141 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1696,95)" 10431 false 5056



ENSGALP00000038313 CID 124 - 137

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 7657 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1697,71)" 3763 true 3.95 5057

ENSGALP00000023439 CID 405 - 418
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1697,83)" 4166 true 1.3 5058

ENSGALP00000041533 CID 51 - 64
Hsap of 4: heterogeneous nuclear 
ribonucleoprotein L - HGNC:5045 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1698,91)" 392 true 0.43 5059

ENSGALP00000011502 CID 264 - 278
apolipoprotein A-IV - CGNC Symbol 
49474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1698,95)" 16069 5060



ENSGALP00000002377 CID 829 - 842
complement component 5 - CGNC 
Symbol 1085 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1698,96)" 397 false 5061

ENSGALP00000004013 CID 1,244 - 1,260 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1699,90)" 14488 5062

ENSGALP00000007523 CID 60 - 74
chloride intracellular channel 2 - CGNC 
Symbol 51647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1699,90)" 76935 true 0.77 5063

ENSGALP00000006939 CID 486 - 501 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1699,93)" 2554 false 5064



ENSGALP00000013180 CID 165 - 178 reticulon 4 - CGNC Symbol 6163 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1699,94)" 1662 true 1.29 5065

ENSGALP00000024803 CID 359 - 373
prolyl endopeptidase - CGNC Symbol 
11476 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1699,95)" 2372 true 1.22 5066

ENSGALP00000020268 CID 468 - 481
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1700,74)" 3313 true 0.81 5067

ENSGALP00000012472 CID 323 - 336 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1700,81)" 2777 true 1.21 5068



ENSGALP00000016509 CID 428 - 441

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1700,93)" 67969 false 5069

ENSGALP00000013122 CID 430 - 446
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1700,93)" 67969 5070

ENSGALP00000027030 CID 105 - 118
ribosomal protein L31 - CGNC Symbol 
50833 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1700,98)" 9992 true 0.78 5071

ENSGALP00000038313 CID 124 - 137

dolichyl-diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 7657 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1701,74)" 17088 5072



ENSGALP00000009341 CID 824 - 838
high density lipoprotein binding protein 
- CGNC Symbol 4348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1701,83)" 3887 5073

ENSGALP00000018179 CID 535 - 549
SEC31 homolog A (S. cerevisiae) - CGNC 
Symbol 8479 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1702,81)" 2184 true 2.09 5074

ENSGALP00000007265 CID 247 - 260
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1703,88)" 5015 true 1.43 5075

ENSGALP00000031272 CID 246 - 259
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1703,88)" 5015 true 1.43 5076



ENSGALP00000007523 CID 60 - 74
chloride intracellular channel 2 - CGNC 
Symbol 51647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1703,94)" 125527 5077

ENSGALP00000020268 CID 468 - 481
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1704,77)" 44093 5078

ENSGALP00000003152 CID 411 - 425
adenosylhomocysteinase - CGNC 
Symbol 1443 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1704,88)" 654 true 1.05 5079

ENSGALP00000041756 CID 13 - 27
Parkinsonism associated deglycase - 
HGNC:16369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1705,80)" 2504 true 1.15 5080



ENSGALP00000001474 CID 80 - 94

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1705,85)" 9800 false 5081

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1705,85)" 9800 true 1.29 5082

ENSGALP00000003423 CID 421 - 435
protein tyrosine phosphatase receptor 
type C - CGNC Symbol 1563 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1705,96)" 27736 false 1.48 5083

ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1705,96)" 27736 true 1.48 5084



ENSGALP00000035959 CID 80 - 95
carbonyl reductase 1 - CGNC Symbol 
50782 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1705,97)" 1937 true 0.43 5085

ENSGALP00000009853 CID 74 - 89
zinc finger protein 326 - CGNC Symbol 
4587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1706,77)" 6033 true 0.9 5086

ENSGALP00000018179 CID 535 - 549
SEC31 homolog A (S. cerevisiae) - CGNC 
Symbol 8479 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1706,78)" 3375 5087

ENSGALP00000042171 CID 165 - 178 transgelin 2 - CGNC Symbol 65718 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1706,85)" 10477 true 0.9 5088



ENSGALP00000001315 CID 223 - 237
nudC nuclear distribution protein - 
CGNC Symbol 591 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1706,90)" 4879 true 2.37 5089

ENSGALP00000035143 CID 223 - 238 drebrin like - CGNC Symbol 15268 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1706,95)" 533 true 0.74 5090

ENSGALP00000021255 CID 248 - 261
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1707,05)" 4919 true 3.46 5091

ENSGALP00000016972 CID 440 - 454
ceruloplasmin (ferroxidase) - CGNC 
Symbol 7942 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1708,03)" 2852 true 0.68 5092



ENSGALP00000024803 CID 359 - 373
prolyl endopeptidase - CGNC Symbol 
11476 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1708,03)" 1635 true 1.22 5093

ENSGALP00000001201 CID 83 - 97
mitogen-activated protein kinase 14 - 
CGNC Symbol 13975 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1708,93)" 3212 true 1.05 5094

ENSGALP00000023288 CID 503 - 517
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1708,94)" 620 false 5095

ENSGALP00000027519 CID 381 - 394

PDS5 regulator of cohesion 
maintenance homolog B (S. cerevisiae) - 
CGNC Symbol 12819 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1708,95)" 2168 true 0.28 5096



ENSGALP00000027030 CID 105 - 118
ribosomal protein L31 - CGNC Symbol 
50833 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1709,03)" 7559 true 0.78 5097

ENSGALP00000006939 CID 618 - 632 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1709,79)" 1505 true 1.08 5098

ENSGALP00000020960 CID 318 - 332

serpin peptidase inhibitor clade B 
(ovalbumin) member 10 - CGNC 
Symbol 49439 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1709,80)" 3757 5099

ENSGALP00000041756 CID 13 - 27
Parkinsonism associated deglycase - 
HGNC:16369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1709,82)" 2887 5100



ENSGALP00000039265 CID 943 - 958
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1709,91)" 3338 true 0.95 5101

ENSGALP00000004641 CID 1,307 - 1,320
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1709,94)" 1665 true 0.95 5102

ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1710,01)" 27934 5103

ENSGALP00000019468 CID 726 - 741 aconitase 2 - CGNC Symbol 9059 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1710,07)" 4859 true 0.5 5104



ENSGALP00000042171 CID 165 - 178 transgelin 2 - CGNC Symbol 65718 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1710,89)" 22187 5105

ENSGALP00000042163 CID 221 - 235
seryl-tRNA synthetase - CGNC Symbol 
332 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1710,96)" 18944 true 2.3 5106

ENSGALP00000034108 CID 279 - 293
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1711,79)" 753 true 2.78 5107

ENSGALP00000037462 CID 18 - 33 thymopoietin - CGNC Symbol 50621 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1711,89)" 6804 true 0.82 5108



ENSGALP00000000509 CID 292 - 305

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1711,91)" 32712 true 0.58 5109

ENSGALP00000013574 CID 432 - 446
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1712,78)" 2918 5110

ENSGALP00000002366 CID 770 - 784

Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 
51112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1712,82)" 2027 true 1.21 5111

ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1712,82)" 9449 true 1.21 5112



ENSGALP00000002197 CID 413 - 427 gelsolin - CGNC Symbol 49472 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1712,89)" 1957 false 5113

ENSGALP00000003152 CID 411 - 425
adenosylhomocysteinase - CGNC 
Symbol 1443 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1712,93)" 688 true 1.05 5114

ENSGALP00000018258 CID 126 - 140 Enah/Vasp-like - CGNC Symbol 8513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1713,78)" 7001 true 2.52 5115

ENSGALP00000003767 CID 13 - 27
phosphoserine phosphatase - CGNC 
Symbol 50540 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1713,83)" 1543 5116



ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1713,90)" 11604 true 1.29 5117

ENSGALP00000035973 CID 676 - 691

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1713,97)" 2384 5118

ENSGALP00000008095 CID 27 - 40 adenosine kinase - CGNC Symbol 3760 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1714,00)" 8484 true 1.29 5119

ENSGALP00000035959 CID 80 - 95
carbonyl reductase 1 - CGNC Symbol 
50782 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1714,01)" 1493 true 0.5 5120



ENSGALP00000024150 CID 235 - 249
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1714,83)" 943 true 5.61 5121

ENSGALP00000001315 CID 223 - 237
nudC nuclear distribution protein - 
CGNC Symbol 591 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1714,95)" 12031 true 2.37 5122

ENSGALP00000042163 CID 221 - 235
seryl-tRNA synthetase - CGNC Symbol 
332 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1714,98)" 50625 5123

ENSGALP00000034108 CID 279 - 293
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1715,82)" 4878 5124



ENSGALP00000015623 CID 42 - 56
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1715,91)" 4448 true 2.76 5125

ENSGALP00000037462 CID 18 - 33 thymopoietin - CGNC Symbol 50621 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1715,91)" 5573 5126

ENSGALP00000008530 CID 237 - 253
eukaryotic translation initiation factor 3 
subunit F - CGNC Symbol 3965 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1715,94)" 730 true 1.38 5127

ENSGALP00000008131 CID 208 - 223 vinculin - CGNC Symbol 3778 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1715,94)" 10597 false 5128



ENSGALP00000000509 CID 292 - 305

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1715,94)" 18635 5129

ENSGALP00000022436 CID 228 - 242 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1715,95)" 6836 true 0.76 5130

ENSGALP00000022412 CID 440 - 454
transducin (beta)-like 1 X-linked 
receptor 1 - CGNC Symbol 52737 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1716,80)" 1953 true 0.87 5131

ENSGALP00000002366 CID 770 - 784

Mov10 Moloney leukemia virus 10 
homolog (mouse) - CGNC Symbol 
51112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1716,83)" 2450 5132



ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1716,85)" 5728 5133

ENSGALP00000020463 CID 628 - 642

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1716,87)" 952 true 0.63 5134

ENSGALP00000006939 CID 193 - 207 annexin A6 - CGNC Symbol 49340 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1716,96)" 5462 true 0.13 5135

ENSGALP00000001201 CID 83 - 97
mitogen-activated protein kinase 14 - 
CGNC Symbol 13975 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1716,97)" 2977 true 1.05 5136



ENSGALP00000006259 CID 101 - 116
palmitoyl-protein thioesterase 1 - 
CGNC Symbol 2887 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1717,80)" 1420 true 3.27 5137

ENSGALP00000006939 CID 618 - 632 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1717,83)" 2741 true 1.08 5138

ENSGALP00000011044 CID 418 - 433
inter-alpha-trypsin inhibitor heavy 
chain 2 - CGNC Symbol 5157 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1717,90)" 27196 5139

ENSGALP00000027391 CID 470 - 485
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1717,90)" 27196 true 1.13 5140



ENSGALP00000039757 CID 313 - 325
hypoxia up-regulated 1 - CGNC Symbol 
53307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1718,79)" 3292 5141

ENSGALP00000024150 CID 235 - 249
ATPase Na+/K+ transporting alpha 1 
polypeptide - CGNC Symbol 49857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1718,86)" 8096 5142

ENSGALP00000008171 CID 114 - 128
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1718,88)" 35901 5143

ENSGALP00000016536 CID 154 - 169
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1718,88)" 35901 5144



ENSGALP00000014191 CID 306 - 320
cytochrome P450 family 20 subfamily A 
member 1 - CGNC Symbol 6626 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1718,94)" 19168 true 0.94 5145

ENSGALP00000005535 CID 90 - 103

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1718,95)" 115650 5146

ENSGALP00000006240 CID 1,598 - 1,612
collagen type VI alpha 3 - CGNC Symbol 
2875 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1718,99)" 7846 5147

ENSGALP00000006240 CID 1,338 - 1,352
collagen type VI alpha 3 - CGNC Symbol 
2875 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1718,99)" 16320 5148



ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1719,74)" 52022 true 2.02 5149

ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1719,74)" 52022 true 2.02 5150

ENSGALP00000027391 CID Feb-16
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1719,75)" 8417 5151

ENSGALP00000027981 CID 480 - 493
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1719,87)" 2041 true 0.46 5152



ENSGALP00000042059 CID 265 - 281
Hsap of 1: RNA binding motif protein 
39 - HGNC:15923 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1719,93)" 5980 false 5153

ENSGALP00000008530 CID 237 - 253
eukaryotic translation initiation factor 3 
subunit F - CGNC Symbol 3965 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1719,96)" 1603 5154

ENSGALP00000034956 CID 154 - 167 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1720,02)" 4124 false 5155

ENSGALP00000020268 CID 468 - 481
protein disulfide isomerase family A 
member 4 - CGNC Symbol 9429 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1720,77)" 3212 5156



ENSGALP00000022412 CID 440 - 454
transducin (beta)-like 1 X-linked 
receptor 1 - CGNC Symbol 52737 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1720,84)" 2166 5157

ENSGALP00000020463 CID 628 - 642

minichromosome maintenance 
complex component 5 - CGNC Symbol 
9524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1720,90)" 597 5158

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1721,89)" 730 false 5159

ENSGALP00000027391 CID 470 - 485
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1721,90)" 35663 5160



ENSGALP00000003717 CID 190 - 204
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1722,88)" 718 true 1.1 5161

ENSGALP00000042788 CID 31 - 44

guanine nucleotide binding protein (G 
protein) gamma 7 - CGNC Symbol 
64142 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1723,75)" 1357 true 0.62 5162

ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1723,77)" 140614 5163

ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1723,77)" 140614 5164



ENSGALP00000008824 CID 257 - 270
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1723,79)" 21001 true 0.63 5165

ENSGALP00000027981 CID 480 - 493
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1723,90)" 946 5166

ENSGALP00000013964 CID 283 - 297
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1723,94)" 7271 5167

ENSGALP00000019120 CID 173 - 188
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1724,02)" 5966 false 5168



ENSGALP00000001474 CID 196 - 211

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1724,02)" 5966 false 5169

ENSGALP00000010510 CID 172 - 187
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1724,02)" 5966 false 5170

ENSGALP00000017926 CID 278 - 293
phosphoglucomutase 1 - CGNC Symbol 
8372 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1724,73)" 4765 5171

ENSGALP00000015061 CID 333 - 348
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1724,77)" 30284 5172



ENSGALP00000038753 CID 666 - 681 coronin 7 - CGNC Symbol 50317 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1724,79)" 6329 true 4.49 5173

ENSGALP00000003954 CID 420 - 433
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1724,82)" 2820 5174

ENSGALP00000005345 CID 214 - 228
interferon gamma-inducible protein 30 - 
CGNC Symbol 2468 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1724,91)" 9044 true 1.86 5175

ENSGALP00000039734 CID 577 - 593

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1724,91)" 9044 5176



ENSGALP00000039757 CID 141 - 155
hypoxia up-regulated 1 - CGNC Symbol 
53307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1725,89)" 1198 5177

ENSGALP00000008341 CID 223 - 236
glutathione S-transferase theta 1-like - 
CGNC Symbol 55583 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1725,90)" 8340 true 0.21 5178

ENSGALP00000013267 CID 143 - 156
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1726,83)" 4506 true 1.18 5179

ENSGALP00000000666 CID 15 - 27
phosphoglucomutase 2 - CGNC Symbol 
52790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1726,88)" 3223 true 3.7 5180



ENSGALP00000003717 CID 190 - 204
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1726,89)" 44826 5181

ENSGALP00000005345 CID 175 - 190
interferon gamma-inducible protein 30 - 
CGNC Symbol 2468 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1726,89)" 1488 true 1.61 5182

ENSGALP00000019469 CID 103 - 117
ribosomal protein SA - CGNC Symbol 
49202 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1726,90)" 112026 true 0.44 5183

ENSGALP00000042788 CID 31 - 44

guanine nucleotide binding protein (G 
protein) gamma 7 - CGNC Symbol 
64142 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1727,77)" 840 5184



ENSGALP00000032101 CID 72 - 86 transaldolase - Refseq NP_001026348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1727,83)" 1844 false 5185

ENSGALP00000038753 CID 666 - 681 coronin 7 - CGNC Symbol 50317 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1728,82)" 2773 5186

ENSGALP00000010942 CID 66 - 79
ribosomal protein S15a - CGNC Symbol 
5109 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1728,83)" 4498 true 1.19 5187

ENSGALP00000015565 CID 341 - 357
isoleucyl-tRNA synthetase 2 
mitochondrial - CGNC Symbol 7282 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1728,85)" 302 5188



ENSGALP00000005345 CID 214 - 228
interferon gamma-inducible protein 30 - 
CGNC Symbol 2468 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1728,93)" 20069 5189

ENSGALP00000043196 CID 1,077 - 1,091
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1728,93)" 20069 false 3.52 5190

ENSGALP00000012641 CID 2,899 - 2,914 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1728,93)" 20069 false 3.52 5191

ENSGALP00000010211 CID 406 - 419
6-phosphofructo-2-kinase/fructose-2 6-
biphosphatase 3 - CGNC Symbol 4755 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1728,94)" 3388 5192



ENSGALP00000009511 CID 228 - 241
ribosomal protein L5 - CGNC Symbol 
4424 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1729,87)" 3547 true 2.73 5193

ENSGALP00000018454 CID 86 - 100 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1729,92)" 214904 5194

ENSGALP00000042163 CID 345 - 358
seryl-tRNA synthetase - CGNC Symbol 
332 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1730,74)" 1263 true 2.7 5195

ENSGALP00000013267 CID 143 - 156
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1730,85)" 5774 5196



ENSGALP00000010210 CID 244 - 258
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1730,89)" 2092 true 6.69 5197

ENSGALP00000019469 CID 103 - 117
ribosomal protein SA - CGNC Symbol 
49202 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1730,94)" 3212 5198

ENSGALP00000004093 CID Nov-24
geranylgeranyl diphosphate synthase 1 - 
HGNC:4249 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1730,97)" 338 false 5199

ENSGALP00000014298 CID 68 - 83
ribosomal protein L12 - CGNC Symbol 
50469 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1731,10)" 2603 false 5200



ENSGALP00000018454 CID 161 - 177 tubulin alpha 4b - CGNC Symbol 65790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1731,85)" 33601 true 0.12 5201

ENSGALP00000010423 CID 255 - 268
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1731,86)" 2269 true 1.27 5202

ENSGALP00000006832 CID 1,370 - 1,384
dynein axonemal heavy chain 1 - CGNC 
Symbol 50123 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1731,87)" 4829 5203

ENSGALP00000038209 CID 209 - 223
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1731,87)" 4829 true 4.56 5204



ENSGALP00000010942 CID 66 - 79
ribosomal protein S15a - CGNC Symbol 
5109 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1732,86)" 6691 5205

ENSGALP00000038761 CID 406 - 418 KIAA1328 - CGNC Symbol 52923 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1732,87)" 551 5206

ENSGALP00000004490 CID 462 - 476
sarcosine dehydrogenase - CGNC 
Symbol 2060 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1732,93)" 7404 5207

ENSGALP00000015061 CID 349 - 363
fibrinogen alpha chain - CGNC Symbol 
49746 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1733,85)" 44646 false 5208



ENSGALP00000035143 CID 97 - 112 drebrin like - CGNC Symbol 15268 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1733,88)" 561 true 1.11 5209

ENSGALP00000008341 CID 223 - 236
glutathione S-transferase theta 1-like - 
CGNC Symbol 55583 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1733,95)" 1265 true 0.21 5210

ENSGALP00000042163 CID 345 - 358
seryl-tRNA synthetase - CGNC Symbol 
332 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1734,76)" 3406 5211

ENSGALP00000010210 CID 244 - 258
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1734,90)" 95832 5212



ENSGALP00000042322 CID Nov-24
translocon-associated protein subunit 
gamma - Refseq NP_001264404 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1735,82)" 1208 true 1.13 5213

ENSGALP00000010405 CID 204 - 218
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1735,86)" 28757 false 5214

ENSGALP00000006298 CID 312 - 325
apolipoprotein H (beta-2-glycoprotein 
I) - CGNC Symbol 2904 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1735,89)" 1778 false 5215

ENSGALP00000038209 CID 209 - 223
endoplasmic reticulum protein 29 - 
CGNC Symbol 50366 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1735,90)" 25456 5216



ENSGALP00000018454 CID 161 - 177 tubulin alpha 4b - CGNC Symbol 65790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1735,90)" 2493 5217

ENSGALP00000008578 CID 154 - 168
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1735,90)" 1782 false 5218

ENSGALP00000037462 CID 292 - 307 thymopoietin - CGNC Symbol 50621 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1736,86)" 15336 true 5.44 5219

ENSGALP00000018740 CID 1,267 - 1,280
complement component 3 - CGNC 
Symbol 8744 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1737,01)" 5119 false 5220



ENSGALP00000007941 CID 68 - 81 fibrillin 1 - CGNC Symbol 48993 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1738,70)" 910 5221

ENSGALP00000016737 CID 274 - 287
eukaryotic translation initiation factor 
2B subunit beta - CGNC Symbol 7837 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1738,85)" 477 false 5222

ENSGALP00000042322 CID Nov-24
translocon-associated protein subunit 
gamma - Refseq NP_001264404 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1739,86)" 2063 5223

ENSGALP00000011990 CID 61 - 76

Hsap of 4: proteoglycan 2 bone marrow 
(natural killer cell activator eosinophil 
granule major basic protein) - 
HGNC:9362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1739,89)" 2927 true 0.65 5224



ENSGALP00000016606 CID Jan-16

KRR1 small subunit (SSU) processome 
component homolog (yeast) - CGNC 
Symbol 7781 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1739,92)" 39318 5225

ENSGALP00000015061 CID 333 - 348
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1740,76)" 888 5226

ENSGALP00000041959 CID 22 - 37
COP9 signalosome subunit 8 - CGNC 
Symbol 52112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1741,86)" 19026 false 5227

ENSGALP00000035143 CID 97 - 112 drebrin like - CGNC Symbol 15268 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1741,93)" 621 true 1.11 5228



ENSGALP00000023214 CID 283 - 296
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1742,86)" 15120 true 1 5229

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1743,80)" 2556 5230

ENSGALP00000005271 CID 283 - 298
eukaryotic translation initiation factor 3 
subunit I - CGNC Symbol 2428 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1743,94)" 2868 true 0.39 5231

ENSGALP00000039965 CID 942 - 956
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1743,97)" 2471 true 1.95 5232



ENSGALP00000041533 CID Jan-14
Hsap of 4: heterogeneous nuclear 
ribonucleoprotein L - HGNC:5045 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1744,75)" 1441 false 5233

ENSGALP00000008802 CID 206 - 220
ribosomal protein S2 - CGNC Symbol 
50281 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1744,81)" 1089 true 1.84 5234

ENSGALP00000007358 CID 116 - 130
RNA binding motif protein 5 - CGNC 
Symbol 3423 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1744,86)" 1121 true 1.15 5235

ENSGALP00000042497 CID 460 - 473
RAR-related orphan receptor C - CGNC 
Symbol 58847 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1744,88)" 2893 false 5236



ENSGALP00000014097 CID 53 - 68
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1744,94)" 2562 true 1.11 5237

ENSGALP00000008634 CID 216 - 230
BRCA1/BRCA2-containing complex 
subunit 3 - CGNC Symbol 4010 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1746,08)" 850 false 5238

ENSGALP00000007182 CID 297 - 310

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1746,81)" 30848 5239

ENSGALP00000023214 CID 283 - 296
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1746,88)" 15587 5240



ENSGALP00000016978 CID 216 - 229
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1746,92)" 263453 true 0.88 5241

ENSGALP00000017513 CID 361 - 377
glycine receptor alpha 3 - CGNC Symbol 
8197 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1746,92)" 263453 false 0.02 5242

ENSGALP00000036688 CID 216 - 229 tubulin alpha 8a - CGNC Symbol 262 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1746,92)" 263453 true 0.88 5243

ENSGALP00000018454 CID 237 - 250 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1746,92)" 263453 true 0.88 5244



ENSGALP00000037524 CID 226 - 239 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1746,92)" 263453 true 0.88 5245

ENSGALP00000016447 CID 78 - 92
ribosomal protein S8 - CGNC Symbol 
52222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1746,93)" 14308 true 1.51 5246

ENSGALP00000030147 CID 147 - 160
family with sequence similarity 49 
member B - CGNC Symbol 12196 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1747,85)" 7242 false 5247

ENSGALP00000005576 CID 166 - 180
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1747,86)" 1078 false 5248



ENSGALP00000019975 CID 195 - 209
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1747,86)" 1078 false 5249

ENSGALP00000008498 CID 284 - 299 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1747,94)" 4089 false 5250

ENSGALP00000037524 CID 75 - 89 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1747,96)" 10497 5251

ENSGALP00000038677 CID 117 - 130
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1748,01)" 2218 false 5252



ENSGALP00000020185 CID Jun-20

Gallus gallus chromosome 5 open 
reading frame human C14orf166 
(C5H14ORF166) mRNA. - RefSeq mRNA 
NM_205369 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1748,83)" 4453 true 0.88 5253

ENSGALP00000008802 CID 206 - 220
ribosomal protein S2 - CGNC Symbol 
50281 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1748,84)" 4412 5254

ENSGALP00000016361 CID 200 - 213
ribosomal protein S3A - CGNC Symbol 
51748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1748,89)" 33482 true 0.88 5255

P04264 CID 418 - 432
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1748,92)" 16380 5256



ENSGALP00000017367 CID Jan-14

Gallus gallus mago-nashi homolog 2 
(MAGOH2) transcript variant 1 mRNA. - 
RefSeq mRNA NM_001308098 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1749,85)" 283 5257

ENSGALP00000009821 CID 79 - 93
ribosomal protein S13 - CGNC Symbol 
49921 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1749,96)" 4204 true 1.55 5258

ENSGALP00000007680 CID 177 - 193
ribosomal protein L6 - CGNC Symbol 
48978 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1750,06)" 156877 true 0.57 5259

ENSGALP00000012163 CID 503 - 517
transcription elongation regulator 1 - 
CGNC Symbol 5680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1750,83)" 909 false 0.1 5260



ENSGALP00000012641 CID 218 - 232 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1750,93)" 247379 false 0.47 5261

ENSGALP00000016447 CID 78 - 92
ribosomal protein S8 - CGNC Symbol 
52222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1750,98)" 52055 5262

ENSGALP00000023211 CID 77 - 91
superoxide dismutase 3 extracellular - 
HGNC:11181 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1751,03)" 5784 false 5263

ENSGALP00000017954 CID 150 - 164

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1751,82)" 1765 true 0.72 5264



ENSGALP00000003139 CID 357 - 372
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1751,92)" 6327 true 6.93 5265

ENSGALP00000039965 CID 942 - 956
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1751,99)" 4270 true 1.95 5266

ENSGALP00000020185 CID Jun-20

Gallus gallus chromosome 5 open 
reading frame human C14orf166 
(C5H14ORF166) mRNA. - RefSeq mRNA 
NM_205369 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1752,85)" 4604 5267

ENSGALP00000029589 CID 66 - 81 septin 6 - CGNC Symbol 51720 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1752,87)" 5242 true 0.57 5268



ENSGALP00000013964 CID 337 - 350
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1752,87)" 5414 true 0.37 5269

ENSGALP00000020884 CID 337 - 350
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1752,87)" 5414 true 0.37 5270

ENSGALP00000012034 CID 337 - 350
tubulin beta 1 class VI - CGNC Symbol 
49797 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1752,87)" 5414 true 0.37 5271

ENSGALP00000022436 CID 282 - 295 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1752,87)" 5414 true 0.37 5272



ENSGALP00000006414 CID 95 - 108
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1752,89)" 12593 true 1.26 5273

ENSGALP00000021314 CID 96 - 111 caldesmon 1 - CGNC Symbol 9884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1752,89)" 1013 5274

ENSGALP00000016051 CID 672 - 686 helicase (DNA) B - CGNC Symbol 7509 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1752,89)" 2333 true 1.09 5275

ENSGALP00000015257 CID 83 - 97
ribosome binding protein 1 - CGNC 
Symbol 6587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1752,90)" 800 true 1.09 5276



ENSGALP00000016361 CID 200 - 213
ribosomal protein S3A - CGNC Symbol 
51748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1752,91)" 72067 5277

ENSGALP00000026126 CID 129 - 144
ribosomal protein L8 - CGNC Symbol 
12137 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1752,91)" 258 true 0.88 5278

ENSGALP00000026044 CID 327 - 340
argonaute RISC catalytic component 2 - 
CGNC Symbol 64972 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1752,92)" 1441 true 0.73 5279

ENSGALP00000002522 CID Aug-21

complement component 1 q 
subcomponent binding protein - CGNC 
Symbol 1156 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1752,92)" 9393 true 1.38 5280



ENSGALP00000014097 CID 53 - 68
destrin (actin depolymerizing factor) - 
CGNC Symbol 6580 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1752,99)" 2235 true 1.11 5281

ENSGALP00000007680 CID 177 - 193
ribosomal protein L6 - CGNC Symbol 
48978 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1754,08)" 88101 5282

ENSGALP00000035386 CID 220 - 235 hemopexin - CGNC Symbol 15517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1754,77)" 18777 false 5283

ENSGALP00000004576 CID 276 - 293
TAR DNA binding protein - CGNC 
Symbol 2099 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1754,79)" 7001 true 0.41 5284



ENSGALP00000019979 CID 127 - 143

Gallus gallus alcohol dehydrogenase 1C 
(class I) gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA NM_001305183 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1754,83)" 752 5285

ENSGALP00000023911 CID 35 - 48
HD domain containing 2 - CGNC Symbol 
11010 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1754,87)" 531 true 0.47 5286

ENSGALP00000007265 CID 61 - 74
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1754,90)" 10317 5287

ENSGALP00000039818 CID 47 - 61
pre-mRNA processing factor 3 - CGNC 
Symbol 52857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1754,95)" 5659 true 0.56 5288



ENSGALP00000006240 CID 516 - 532
collagen type VI alpha 3 - CGNC Symbol 
2875 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1754,95)" 5957 5289

ENSGALP00000042837 CID 147 - 161

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1755,83)" 1820 true 0.8 5290

ENSGALP00000003139 CID 357 - 372
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1755,94)" 92187 5291

ENSGALP00000013964 CID 283 - 297
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1755,97)" 1764 true 0.97 5292



ENSGALP00000019569 CID 18 - 32

suppression of tumorigenicity 13 (colon 
carcinoma) (Hsp70 interacting protein) - 
CGNC Symbol 50650 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1755,98)" 1594 5293

ENSGALP00000042061 CID 87 - 101

phosphatidylinositol-5-phosphate 4-
kinase type II alpha - CGNC Symbol 
5959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1756,90)" 1517 false 5294

ENSGALP00000017112 CID 698 - 712
aldehyde dehydrogenase 18 family 
member A1 - CGNC Symbol 7994 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1756,93)" 1069 false 5295

ENSGALP00000009341 CID 72 - 86
high density lipoprotein binding protein 
- CGNC Symbol 4348 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1756,99)" 15695 5296



ENSGALP00000011344 CID 329 - 343

protein kinase cAMP-dependent 
regulatory type II alpha - CGNC Symbol 
64276 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1757,01)" 7146 true 2.16 5297

ENSGALP00000025921 CID 87 - 101
RAD21 cohesin complex component - 
CGNC Symbol 12049 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1757,87)" 4871 true 0.38 5298

ENSGALP00000007822 CID 224 - 239
coronin actin binding protein 1C - CGNC 
Symbol 50369 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1757,92)" 8837 true 0.16 5299

ENSGALP00000009402 CID 36 - 48
arachidonate 5-lipoxygenase - CGNC 
Symbol 4373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1757,94)" 3273 false 5300



ENSGALP00000009821 CID 79 - 93
ribosomal protein S13 - CGNC Symbol 
49921 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1758,03)" 4614 true 1.55 5301

ENSGALP00000004576 CID 276 - 293
TAR DNA binding protein - CGNC 
Symbol 2099 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1758,82)" 2603 5302

ENSGALP00000001456 CID 481 - 495

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1758,83)" 9830 true 0.92 5303

ENSGALP00000035478 CID 985 - 1,001 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1758,92)" 1299 false 5304



ENSGALP00000003060 CID 147 - 161
pre-mRNA processing factor 38B - 
CGNC Symbol 1397 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1758,94)" 5365 true 0.7 5305

ENSGALP00000026015 CID 34 - 49
ribosomal protein large P1 - CGNC 
Symbol 49724 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1758,97)" 3147 true 0.22 5306

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1759,78)" 587 5307

ENSGALP00000017954 CID 150 - 164

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1759,87)" 1279 true 0.72 5308



ENSGALP00000038408 CID 64 - 82
Y box binding protein 1 - CGNC Symbol 
3598 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1760,00)" 1894 false 5309

ENSGALP00000029589 CID 66 - 81 septin 6 - CGNC Symbol 51720 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1760,91)" 2998 true 0.57 5310

ENSGALP00000006414 CID 95 - 108
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1760,93)" 13451 true 1.26 5311

ENSGALP00000013640 CID 162 - 176

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1760,96)" 879 true 1.78 5312



ENSGALP00000002522 CID Aug-21

complement component 1 q 
subcomponent binding protein - CGNC 
Symbol 1156 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1760,97)" 13002 true 1.38 5313

ENSGALP00000025921 CID 87 - 101
RAD21 cohesin complex component - 
CGNC Symbol 12049 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1761,91)" 2517 5314

ENSGALP00000014107 CID 419 - 433 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1761,94)" 2566 false 5315

ENSGALP00000007822 CID 224 - 239
coronin actin binding protein 1C - CGNC 
Symbol 50369 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1761,94)" 452 5316



ENSGALP00000010211 CID 486 - 501
6-phosphofructo-2-kinase/fructose-2 6-
biphosphatase 3 - CGNC Symbol 4755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1761,99)" 228867 false 1.27 5317

ENSGALP00000004437 CID 81 - 95
ribosomal protein S10 - CGNC Symbol 
51122 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1761,99)" 228867 true 1.27 5318

ENSGALP00000001456 CID 481 - 495

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1762,84)" 8179 5319

ENSGALP00000042497 CID 99 - 112
RAR-related orphan receptor C - CGNC 
Symbol 58847 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1762,91)" 2158 false 5320



ENSGALP00000003060 CID 147 - 161
pre-mRNA processing factor 38B - 
CGNC Symbol 1397 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1762,96)" 3763 5321

ENSGALP00000039818 CID 47 - 61
pre-mRNA processing factor 3 - CGNC 
Symbol 52857 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1762,99)" 3153 true 0.56 5322

ENSGALP00000042837 CID 147 - 161

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1763,84)" 572 true 0.8 5323

ENSGALP00000019931 CID 412 - 426
RAP1 GTP-GDP dissociation stimulator 
1 - CGNC Symbol 9282 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1763,99)" 16461 5324



ENSGALP00000020634 CID 327 - 340
cytoskeleton-associated protein 4 - 
HGNC:16991 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1763,99)" 68883 5325

ENSGALP00000039796 CID 272 - 286

Gallus gallus DEAD (Asp-Glu-Ala-Asp) 
box helicase 6 (DDX6) transcript variant 
1 mRNA. - RefSeq mRNA 
NM_001282047 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1764,00)" 355 false 5326

ENSGALP00000038753 CID 853 - 868 coronin 7 - CGNC Symbol 50317 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1764,97)" 1456 true 0.48 5327

ENSGALP00000013640 CID 162 - 176

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 1 - CGNC Symbol 49774 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1764,99)" 1560 5328



ENSGALP00000017556 CID 45 - 58 legumain - CGNC Symbol 8216 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1765,87)" 1963 5329

ENSGALP00000002168 CID 129 - 144

ribosomal RNA processing 9 small 
subunit (SSU) processome component 
homolog (yeast) - CGNC Symbol 978 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1765,93)" 2083 5330

ENSGALP00000023911 CID 49 - 63
HD domain containing 2 - CGNC Symbol 
11010 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1765,94)" 489 false 5331

ENSGALP00000004437 CID 81 - 95
ribosomal protein S10 - CGNC Symbol 
51122 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1766,01)" 292588 5332



ENSGALP00000008279 CID 26 - 41
mitochondrial carrier 2 - CGNC Symbol 
3845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1766,04)" 2424 true 6.74 5333

ENSGALP00000026444 CID 156 - 171
isoamyl acetate-hydrolyzing esterase 1 
homolog - CGNC Symbol 12296 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1766,84)" 1466 true 1.37 5334

ENSGALP00000037960 CID 247 - 262
NAD(P)H dehydrogenase - Refseq 
NP_001264548 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1766,96)" 561 false 5335

ENSGALP00000026015 CID 34 - 49
ribosomal protein large P1 - CGNC 
Symbol 49724 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1767,03)" 512 true 0.22 5336



ENSGALP00000020154 CID 129 - 143
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1767,88)" 2606 true 1.07 5337

ENSGALP00000010305 CID 91 - 105

v-crk avian sarcoma virus CT10 
oncogene homolog-like - CGNC Symbol 
4810 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1767,98)" 5707 true 0.59 5338

ENSGALP00000023288 CID 75 - 89
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1768,83)" 12260 true 1.88 5339

ENSGALP00000037866 CID 50 - 64
ornithine aminotransferase - CGNC 
Symbol 52788 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1768,95)" 16141 5340



ENSGALP00000019469 CID 64 - 80
ribosomal protein SA - CGNC Symbol 
49202 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1768,98)" 7418 true 2.24 5341

ENSGALP00000037924 CID 174 - 188

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1769,83)" 1620 true 0.72 5342

ENSGALP00000006939 CID 34 - 50 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1769,84)" 16949 5343

ENSGALP00000020904 CID 212 - 227

aldo-keto reductase family 1 member 
D1 (delta 4-3-ketosteroid-5-beta-
reductase) - CGNC Symbol 9724 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1769,94)" 2587 true 3.01 5344



ENSGALP00000008279 CID 26 - 41
mitochondrial carrier 2 - CGNC Symbol 
3845 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1770,07)" 25692 5345

ENSGALP00000027964 CID 284 - 298
integrin-linked kinase - CGNC Symbol 
13025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1770,83)" 6938 true 1.63 5346

ENSGALP00000004476 CID 277 - 291 reticulocalbin 2 - CGNC Symbol 2050 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1770,84)" 3899 true 1.63 5347

ENSGALP00000019975 CID 616 - 631
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1770,85)" 4797 false 0.11* 5348



ENSGALP00000026444 CID 156 - 171
isoamyl acetate-hydrolyzing esterase 1 
homolog - CGNC Symbol 12296 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1770,86)" 2005 5349

ENSGALP00000015057 CID 350 - 365
fibrinogen beta chain - CGNC Symbol 
7036 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1770,96)" 26893 false 5350

ENSGALP00000009933 CID 161 - 175

heterogeneous nuclear 
ribonucleoprotein A0 - CGNC Symbol 
4621 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1771,84)" 671 false 5351

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1771,85)" 1742287 true 0.07 5352



ENSGALP00000020154 CID 129 - 143
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1771,90)" 3231 5353

ENSGALP00000037462 CID 145 - 160 thymopoietin - CGNC Symbol 50621 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1771,94)" 663 true 1.15 5354

ENSGALP00000010305 CID 91 - 105

v-crk avian sarcoma virus CT10 
oncogene homolog-like - CGNC Symbol 
4810 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1772,01)" 2937 5355

ENSGALP00000002349 CID 103 - 118
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1772,81)" 67130 false 0.15 5356



ENSGALP00000041533 CID Jan-14
Hsap of 4: heterogeneous nuclear 
ribonucleoprotein L - HGNC:5045 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1772,82)" 3946 true 1.27 5357

ENSGALP00000012472 CID 409 - 423 nucleolin - CGNC Symbol 5823 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1772,85)" 24678 false 1.27 5358

ENSGALP00000023288 CID 75 - 89
poly(A) binding protein cytoplasmic 1 - 
CGNC Symbol 54111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1772,85)" 24678 5359

ENSGALP00000008236 CID 177 - 192
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1772,93)" 1134 true 5.02 5360



ENSGALP00000019469 CID 64 - 80
ribosomal protein SA - CGNC Symbol 
49202 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1773,01)" 19376 5361

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1773,85)" 81412 5362

ENSGALP00000020904 CID 212 - 227

aldo-keto reductase family 1 member 
D1 (delta 4-3-ketosteroid-5-beta-
reductase) - CGNC Symbol 9724 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1773,99)" 5628 5363

ENSGALP00000004476 CID 277 - 291 reticulocalbin 2 - CGNC Symbol 2050 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1774,84)" 4516 5364



ENSGALP00000011629 CID 59 - 75

ATPase H+ transporting lysosomal 
13kDa V1 subunit G1 - CGNC Symbol 
5433 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1774,85)" 14864 false 0.81 5365

ENSGALP00000024954 CID 551 - 564
YTH domain family protein 3 - Refseq 
NP_001006391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1774,90)" 1180 true 1.69 5366

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1774,90)" 3066 true 0.93 5367

ENSGALP00000014641 CID 99 - 113
endothelial differentiation related 
factor 1 - CGNC Symbol 6846 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1774,94)" 3564 true 0.97 5368



ENSGALP00000024396 CID 404 - 418
aldehyde dehydrogenase 1 family 
member A1 - CGNC Symbol 49236 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1774,95)" 968 false 5369

ENSGALP00000003823 CID 1,291 - 1,304
complement factor H-related 2 - CGNC 
Symbol 53547 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1775,84)" 1585 5370

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1775,87)" 20791 5371

ENSGALP00000004180 CID 166 - 181
WD repeat domain 5 - CGNC Symbol 
50449 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1775,93)" 2788 true 0.65 5372



ENSGALP00000009556 CID 33 - 48
leukotriene C4 synthase-like - CGNC 
Symbol 14502 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1775,94)" 4218 5373

ENSGALP00000007493 CID 358 - 372
pentatricopeptide repeat domain 1 - 
CGNC Symbol 3492 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1775,97)" 5252 5374

ENSGALP00000019087 CID 215 - 229
protein disulfide isomerase family A 
member 5 - CGNC Symbol 8884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1776,87)" 5538 true 1.64 5375

ENSGALP00000029968 CID 178 - 193
ribosomal protein L3 - CGNC Symbol 
50654 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1776,95)" 1256 false 5376



ENSGALP00000021472 CID 266 - 283
fumarate hydratase - CGNC Symbol 
9939 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1776,98)" 945 true 4.73 5377

ENSGALP00000007355 CID 309 - 325 ataxin 2 - CGNC Symbol 3422 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1777,78)" 1293 true 0.32 5378

ENSGALP00000020666 CID 343 - 356
DEK proto-oncogene - CGNC Symbol 
9623 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1777,78)" 6935 true 0.46 5379

ENSGALP00000003898 CID 227 - 240 matrin 3 - CGNC Symbol 1772 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1777,80)" 274 false 5380



ENSGALP00000009665 CID 367 - 380
coatomer protein complex subunit beta 
1 - CGNC Symbol 4506 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1777,81)" 629 true 2.34 5381

ENSGALP00000023278 CID 300 - 313
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1777,83)" 26384 true 0.42 5382

ENSGALP00000014317 CID Jul-22
isocitrate dehydrogenase 1 (NADP+) 
soluble - CGNC Symbol 6693 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1777,86)" 1626 5383

ENSGALP00000037924 CID 174 - 188

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1777,88)" 1167 true 0.72 5384



ENSGALP00000013377 CID 333 - 346
aldehyde dehydrogenase 7 family 
member A1 - CGNC Symbol 6235 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1777,92)" 688 true 2 5385

ENSGALP00000008695 CID 175 - 190
PDZ and LIM domain 1 - CGNC Symbol 
4041 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1777,97)" 5314 5386

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1778,86)" 7764 true 2.2 5387

ENSGALP00000009314 CID 97 - 112 septin 2 - CGNC Symbol 4335 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1778,88)" 2240 true 0.81 5388



ENSGALP00000005832 CID 909 - 923
nucleoporin 155kDa - CGNC Symbol 
2697 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1778,89)" 2330 true 1.08 5389

ENSGALP00000041510 CID 156 - 170 Hsap of 1: calreticulin - HGNC:1455 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1778,91)" 4749 true 1.23 5390

ENSGALP00000011044 CID 400 - 414
inter-alpha-trypsin inhibitor heavy 
chain 2 - CGNC Symbol 5157 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1778,91)" 3636 5391

ENSGALP00000042184 CID 108 - 123 cathelicidin-1 - CGNC Symbol 49912 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1779,87)" 771 5392



ENSGALP00000041772 CID 182 - 198

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1779,93)" 675 true 0.43 5393

ENSGALP00000004180 CID 166 - 181
WD repeat domain 5 - CGNC Symbol 
50449 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1779,95)" 1600 5394

ENSGALP00000025010 CID 244 - 259
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1780,01)" 44976 5395

ENSGALP00000005822 CID 101 - 115
topoisomerase (DNA) I - CGNC Symbol 
2691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1780,83)" 2027 true 0.8 5396



ENSGALP00000020154 CID 31 - 45
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1780,89)" 1036 true 0.74 5397

ENSGALP00000008236 CID 177 - 192
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1780,99)" 9684 true 5.02 5398

ENSGALP00000021472 CID 266 - 283
fumarate hydratase - CGNC Symbol 
9939 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1781,00)" 5344 5399

ENSGALP00000008802 CID 119 - 135
ribosomal protein S2 - CGNC Symbol 
50281 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1781,02)" 1686 false 5400



ENSGALP00000015071 CID 574 - 588
transmembrane protein 63A - CGNC 
Symbol 7047 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1781,05)" 2652 false 5401

ENSGALP00000036839 CID 337 - 351
alcohol dehydrogenase 6 (class V) - 
CGNC Symbol 49588 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1781,05)" 2652 false 5402

ENSGALP00000006240 CID 2,803 - 2,817
collagen type VI alpha 3 - CGNC Symbol 
2875 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1781,09)" 1666 false 5403

ENSGALP00000007355 CID 309 - 325 ataxin 2 - CGNC Symbol 3422 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1781,81)" 415 5404



ENSGALP00000020666 CID 343 - 356
DEK proto-oncogene - CGNC Symbol 
9623 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1781,81)" 3195 5405

ENSGALP00000023278 CID 300 - 313
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1781,86)" 8040 5406

ENSGALP00000021255 CID 227 - 241
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1781,96)" 547 true 0.77 5407

ENSGALP00000016816 CID 755 - 771 exportin 5 - CGNC Symbol 7870 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1781,98)" 1055 true 0.66 5408



ENSGALP00000007837 CID 44 - 58
phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 51649 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1782,84)" 3670 true 1.55 5409

ENSGALP00000001808 CID 42 - 56
cytokine induced apoptosis inhibitor 1 - 
CGNC Symbol 812 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1782,90)" 2570 true 1.44 5410

ENSGALP00000015623 CID 694 - 708
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1782,92)" 553 true 1.39 5411

ENSGALP00000005832 CID 909 - 923
nucleoporin 155kDa - CGNC Symbol 
2697 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1782,93)" 2869 5412



ENSGALP00000014641 CID 99 - 113
endothelial differentiation related 
factor 1 - CGNC Symbol 6846 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1782,97)" 5778 true 0.97 5413

ENSGALP00000043386 CID 206 - 220 Hsap of 1: dynamin 2 - HGNC:2974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1784,88)" 10610 true 1.31 5414

ENSGALP00000012815 CID 73 - 89
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1784,95)" 2677 true 2.37 5415

ENSGALP00000039691 CID 90 - 104
extracellular fatty acid-binding protein 
precursor - Refseq NP_990753 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1785,79)" 3723 false 5416



ENSGALP00000013377 CID 333 - 346
aldehyde dehydrogenase 7 family 
member A1 - CGNC Symbol 6235 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1785,97)" 1796 true 2 5417

ENSGALP00000016816 CID 755 - 771 exportin 5 - CGNC Symbol 7870 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1786,02)" 608 5418

ENSGALP00000007379 CID 148 - 162

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1786,99)" 3630 false 0.74 5419

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1787,81)" 242554 true 0.07 5420



ENSGALP00000018410 CID 1,520 - 1,535
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1787,81)" 242554 5421

ENSGALP00000043196 CID 136 - 152
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1787,81)" 242554 5422

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1787,85)" 57790 true 0.12 5423

ENSGALP00000016308 CID 470 - 485
signal recognition particle 54kDa - 
CGNC Symbol 16066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1787,85)" 57790 5424



ENSGALP00000042201 CID Feb-17

up-regulated during skeletal muscle 
growth 5 homolog (mouse) - CGNC 
Symbol 52069 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1787,85)" 261 true 1.89 5425

ENSGALP00000013963 CID 759 - 774
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1787,91)" 1184 true 0.42 5426

ENSGALP00000014260 CID 284 - 300
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1787,94)" 1505 5427

ENSGALP00000043386 CID 206 - 220 Hsap of 1: dynamin 2 - HGNC:2974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1788,92)" 5436 5428



ENSGALP00000012815 CID 73 - 89
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1788,97)" 6538 5429

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1789,82)" 2470 5430

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1789,86)" 1028 5431

ENSGALP00000021877 CID 371 - 385 ATPase 13A1 - HGNC:24215 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1789,96)" 1997 true 1.13 5432



ENSGALP00000010358 CID Feb-17
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1790,87)" 7723 true 0.27 5433

ENSGALP00000042680 CID 239 - 254

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1790,88)" 6102 5434

ENSGALP00000023523 CID 241 - 256 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1790,88)" 6102 5435

ENSGALP00000015988 CID 241 - 256
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1790,88)" 6102 5436



ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1790,88)" 6102 5437

ENSGALP00000040654 CID Feb-15 thymosin beta 4 Y-linked - HGNC:11882 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1790,94)" 14693 true 2.2 5438

ENSGALP00000009985 CID 156 - 169
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1790,94)" 1854 false 5439

ENSGALP00000015623 CID 694 - 708
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1790,97)" 768 true 1.39 5440



ENSGALP00000010942 CID 26 - 41
ribosomal protein S15a - CGNC Symbol 
5109 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1790,97)" 768 5441

ENSGALP00000013987 CID 896 - 911
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1791,02)" 2681 false 5442

ENSGALP00000007379 CID 148 - 162

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1791,02)" 2681 5443

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1791,84)" 6193 5444



ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1791,86)" 17764 5445

ENSGALP00000018740 CID 456 - 469
complement component 3 - CGNC 
Symbol 8744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1791,88)" 6005 false 0.84 5446

ENSGALP00000023165 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1791,89)" 9982 true 0.55 5447

ENSGALP00000005822 CID 101 - 115
topoisomerase (DNA) I - CGNC Symbol 
2691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1792,92)" 1210 true 0.8 5448



P04264 CID 46 - 65
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1793,78)" 643 true 3.72 5449

ENSGALP00000018424 CID 120 - 134 desmin - CGNC Symbol 49543 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1793,95)" 47350 5450

ENSGALP00000000383 CID 1,380 - 1,395
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1793,95)" 721 false 5451

ENSGALP00000021877 CID 371 - 385 ATPase 13A1 - HGNC:24215 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1793,99)" 2254 5452



ENSGALP00000025476 CID 98 - 112

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1794,90)" 27308 false 5453

ENSGALP00000011689 CID 87 - 102
prolyl 4-hydroxylase beta polypeptide - 
CGNC Symbol 5464 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1794,90)" 27308 5454

ENSGALP00000033411 CID Jan-15 ribosomal protein S21 - HGNC:10409 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1795,81)" 81718 5455

ENSGALP00000005535 CID 219 - 232

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1795,82)" 71984 5456



ENSGALP00000042430 CID 78 - 92
signal transducer and activator of 
transcription 6 - CGNC Symbol 63933 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1795,86)" 3905 5457

ENSGALP00000019031 CID 238 - 252 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1795,86)" 7301 false 5458

ENSGALP00000022734 CID 116 - 130

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - 
Refseq NP_001026550 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1795,88)" 2072 true 1.21 5459

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal muscle 
growth 5 homolog (mouse) - CGNC 
Symbol 52069 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1795,90)" 833 true 1.89 5460



ENSGALP00000011491 CID 310 - 325
pyruvate dehydrogenase (lipoamide) 
beta - CGNC Symbol 5364 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1795,92)" 24373 5461

ENSGALP00000022269 CID 269 - 284

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1795,96)" 1028 false 5462

ENSGALP00000038618 CID 199 - 213
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1796,86)" 5610 true 1.24 5463

ENSGALP00000013574 CID 194 - 208
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1796,88)" 22096 true 3.97 5464



ENSGALP00000007934 CID 466 - 480
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1796,95)" 4424 true 3.21 5465

P04264 CID 46 - 65
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1797,79)" 5428 5466

ENSGALP00000033366 CID 77 - 91
leukocyte ribonuclease A-2 - CGNC 
Symbol 52020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1797,90)" 1465 true 10.58 5467

ENSGALP00000037924 CID 43 - 58

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1798,90)" 57426 true 0.57 5468



ENSGALP00000017954 CID 19 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1798,90)" 57426 5469

ENSGALP00000018454 CID 286 - 301 tubulin alpha 4b - CGNC Symbol 65790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1799,01)" 32294 true 1.27 5470

ENSGALP00000009354 CID 148 - 163

platelet activating factor 
acetylhydrolase 1b regulatory subunit 1 
- CGNC Symbol 4356 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1799,85)" 359 true 1.55 5471

ENSGALP00000022734 CID 116 - 130

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - 
Refseq NP_001026550 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1799,91)" 2499 5472



ENSGALP00000023165 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1799,94)" 5254 true 0.55 5473

ENSGALP00000014260 CID 284 - 300
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1799,95)" 15161 true 0.82 5474

ENSGALP00000008131 CID 592 - 606 vinculin - CGNC Symbol 3778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1800,86)" 243 true 0.83 5475

ENSGALP00000013574 CID 194 - 208
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1800,90)" 103160 5476



ENSGALP00000015687 CID 360 - 379
collagen type I alpha 2 - CGNC Symbol 
49716 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1800,92)" 1592 false 5477

ENSGALP00000012712 CID 284 - 298
Uncharacterized protein - CGNC 
Symbol 50405 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1800,92)" 3105 5478

ENSGALP00000038124 CID 2,030 - 2,046
fatty acid synthase - CGNC Symbol 
1983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1801,80)" 1217 true 6.43 5479

ENSGALP00000008171 CID 1,156 - 1,170
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1801,84)" 6889 false 10.58 5480



ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1801,86)" 72892 false 5481

ENSGALP00000003187 CID 617 - 632
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1801,87)" 1053 true 3.2 5482

ENSGALP00000027391 CID 307 - 323
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1801,89)" 26501 true 1.23 5483

ENSGALP00000033366 CID 77 - 91
leukocyte ribonuclease A-2 - CGNC 
Symbol 52020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1801,93)" 16579 5484



ENSGALP00000015093 CID 180 - 194
RNA binding protein S1 serine-rich 
domain - CGNC Symbol 7058 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1802,78)" 2024 true 1.7 5485

ENSGALP00000037924 CID 43 - 58

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1802,92)" 30431 5486

ENSGALP00000018454 CID 286 - 301 tubulin alpha 4b - CGNC Symbol 65790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1803,04)" 3564 5487

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1803,80)" 12298 true 1.05 5488



ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing factor 2 - 
UP P30352 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1803,89)" 28984 true 0.73 5489

ENSGALP00000042167 CID 98 - 114 myotrophin - Refseq NP_990217 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1803,90)" 2740 true 1.62 5490

ENSGALP00000040638 CID 868 - 883 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1803,94)" 2357 true 0.73 5491

ENSGALP00000014260 CID 284 - 300
ARP2 actin-related protein 2 homolog 
(yeast) - CGNC Symbol 49669 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1803,97)" 12898 5492



ENSGALP00000010409 CID 500 - 514
sphingomyelin phosphodiesterase 4 - 
CGNC Symbol 4864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1804,97)" 8546 true 0.92 5493

ENSGALP00000007934 CID 466 - 480
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1805,00)" 14222 true 3.21 5494

ENSGALP00000012878 CID 389 - 406
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1805,03)" 894 false 5495

ENSGALP00000038124 CID 2,030 - 2,046
fatty acid synthase - CGNC Symbol 
1983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1805,82)" 8531 5496



ENSGALP00000003187 CID 617 - 632
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1805,89)" 4710 5497

ENSGALP00000027391 CID 307 - 323
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1805,91)" 50601 5498

ENSGALP00000025600 CID 75 - 92
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1805,97)" 485 true 7.06 5499

ENSGALP00000018740 CID 88 - 102
complement component 3 - CGNC 
Symbol 8744 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1806,01)" 499 true 0.68 5500



ENSGALP00000019979 CID 354 - 368

Gallus gallus alcohol dehydrogenase 1C 
(class I) gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA NM_001305183 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1806,10)" 3350 false 5501

ENSGALP00000021742 CID 59 - 73 Histone H2B 1/2/3/4/6 - UP P0C1H3 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1807,82)" 1291 5502

ENSGALP00000009354 CID 148 - 163

platelet activating factor 
acetylhydrolase 1b regulatory subunit 1 
- CGNC Symbol 4356 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1807,88)" 1091 true 1.55 5503

ENSGALP00000002808 CID 555 - 569
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1807,88)" 993 false 5504



ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing factor 2 - 
UP P30352 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1807,91)" 18994 true 0.73 5505

ENSGALP00000023165 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1808,80)" 14821 true 0.65 5506

ENSGALP00000016789 CID 576 - 591
protein phosphatase 1 regulatory 
subunit 12A - CGNC Symbol 49610 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1808,87)" 585 false 5507

ENSGALP00000010409 CID 500 - 514
sphingomyelin phosphodiesterase 4 - 
CGNC Symbol 4864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1808,99)" 8210 5508



ENSGALP00000023085 CID 402 - 416 actinin alpha 4 - CGNC Symbol 49612 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1809,84)" 438 true 1.74 5509

ENSGALP00000015410 CID 427 - 441 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1809,84)" 438 true 1.74 5510

ENSGALP00000008171 CID 1,719 - 1,733
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1809,90)" 1008 true 23.5 5511

ENSGALP00000005822 CID 206 - 221
topoisomerase (DNA) I - CGNC Symbol 
2691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1809,96)" 4096 true 2.09 5512



ENSGALP00000012919 CID 125 - 143
hematological and neurological 
expressed 1 - CGNC Symbol 6027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1809,99)" 4929 true 0.72 5513

ENSGALP00000025600 CID 75 - 92
2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 11873 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1810,01)" 9782 5514

ENSGALP00000023214 CID 352 - 366
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1810,02)" 4112 true 0.72 5515

ENSGALP00000007705 CID 174 - 190
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1810,85)" 31352 true 2.17 5516



ENSGALP00000008171 CID 1,209 - 1,223
translocated promoter region nuclear 
basket protein - CGNC Symbol 3800 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1810,90)" 881 false 0.32 5517

ENSGALP00000016260 CID 91 - 106
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1810,95)" 77833 true 0.79 5518

ENSGALP00000016523 CID 626 - 640

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - CGNC 
Symbol 49691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1810,95)" 5962 true 0.29 5519

ENSGALP00000033411 CID Jan-15 ribosomal protein S21 - HGNC:10409 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1811,80)" 2707 5520



ENSGALP00000042167 CID 98 - 114 myotrophin - Refseq NP_990217 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1811,95)" 4448 true 1.62 5521

ENSGALP00000025639 CID 100 - 115
fatty acid binding protein 1 - CGNC 
Symbol 11895 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1811,97)" 330 false 5522

ENSGALP00000014374 CID 206 - 220
malate dehydrogenase 1 - CGNC 
Symbol 6725 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1811,98)" 683 false 5523

ENSGALP00000015565 CID 150 - 166
isoleucyl-tRNA synthetase 2 
mitochondrial - CGNC Symbol 7282 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1812,01)" 1765 5524



ENSGALP00000025476 CID 456 - 469

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1812,81)" 25689 true 0.67 5525

ENSGALP00000023165 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1812,83)" 8253 5526

ENSGALP00000016536 CID 462 - 477
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1812,86)" 582 true 4.05 5527

ENSGALP00000019452 CID 19 - 34
eukaryotic translation initiation factor 
1B - CGNC Symbol 9051 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1812,89)" 1944 true 0.51 5528



ENSGALP00000004104 CID 385 - 398
U2 snRNP-associated SURP domain 
containing - CGNC Symbol 52256 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1812,92)" 12187 true 0.37 5529

ENSGALP00000042837 CID 16 - 31

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1812,92)" 7858 true 0.51 5530

ENSGALP00000018087 CID 188 - 202
vaccinia related kinase 1 - CGNC 
Symbol 8440 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1812,93)" 16059 true 0.57 5531

ENSGALP00000016978 CID 265 - 280
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1813,03)" 346121 false 0.58 5532



ENSGALP00000037524 CID 275 - 290 tubulin alpha 4a - CGNC Symbol 65758 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1813,03)" 346121 true 0.63 5533

ENSGALP00000019801 CID 200 - 213 septin 7 - CGNC Symbol 51333 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1813,77)" 631 false 5534

ENSGALP00000015257 CID 372 - 387
ribosome binding protein 1 - CGNC 
Symbol 6587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1813,97)" 9366 5535

ENSGALP00000012919 CID 125 - 143
hematological and neurological 
expressed 1 - CGNC Symbol 6027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1814,03)" 3270 5536



ENSGALP00000023214 CID 352 - 366
DEAH (Asp-Glu-Ala-His) box helicase 15 
- CGNC Symbol 10712 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1814,04)" 5664 5537

ENSGALP00000007705 CID 174 - 190
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1814,87)" 69388 5538

ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1814,96)" 219525 true 1.47 5539

ENSGALP00000022626 CID 64 - 78

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1815,06)" 2667 false 5540



ENSGALP00000015061 CID 70 - 84
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1815,83)" 26873 5541

ENSGALP00000041067 CID 50 - 64
16 kDa beta-galactoside-binding lectin - 
UP P23668 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1815,87)" 1082 false 5542

ENSGALP00000017926 CID 471 - 486
phosphoglucomutase 1 - CGNC Symbol 
8372 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1816,82)" 3074 5543

ENSGALP00000025476 CID 456 - 469

heterogeneous nuclear 
ribonucleoprotein R - CGNC Symbol 
51033 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1816,83)" 16582 5544



ENSGALP00000042837 CID 16 - 31

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1816,94)" 3412 5545

ENSGALP00000018087 CID 188 - 202
vaccinia related kinase 1 - CGNC 
Symbol 8440 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1816,95)" 2721 5546

ENSGALP00000039757 CID 17 - 32
hypoxia up-regulated 1 - CGNC Symbol 
53307 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1817,22)" 433 false 5547

ENSGALP00000021743 CID 55 - 69 histone H2B - CGNC Symbol 52653 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1817,87)" 7591 false 5548



ENSGALP00000023085 CID 402 - 416 actinin alpha 4 - CGNC Symbol 49612 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1817,90)" 1448 true 1.74 5549

ENSGALP00000015410 CID 427 - 441 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1817,90)" 1448 true 1.74 5550

ENSGALP00000005822 CID 206 - 221
topoisomerase (DNA) I - CGNC Symbol 
2691 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1818,00)" 5752 true 2.09 5551

ENSGALP00000021343 CID 85 - 100
serine/threonine kinase receptor 
associated protein - CGNC Symbol 9899 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1818,00)" 5752 false 0.84 5552



ENSGALP00000035478 CID 2,420 - 2,435 filamin B beta - CGNC Symbol 49141 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1818,01)" 648 false 5553

ENSGALP00000013174 CID 144 - 156
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1818,81)" 781 true 2.12 5554

ENSGALP00000007593 CID 94 - 108 prosaposin - CGNC Symbol 49395 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1818,89)" 3000 false 5555

ENSGALP00000012878 CID 366 - 382
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1818,90)" 847 false 5556



ENSGALP00000042680 CID 239 - 254

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1818,91)" 21789 true 0.9 5557

ENSGALP00000015988 CID 241 - 256
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1818,91)" 21789 true 0.9 5558

ENSGALP00000023523 CID 241 - 256 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1818,91)" 21789 true 0.9 5559

ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1818,91)" 21789 true 0.9 5560



ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1818,98)" 335430 5561

ENSGALP00000016260 CID 91 - 106
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1819,00)" 60324 true 0.79 5562

P35527 CID 491 - 513
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1819,75)" 898 true 2.2 5563

ENSGALP00000006604 CID 230 - 247
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1819,88)" 906 true 3.22 5564



ENSGALP00000011232 CID 17 - 35
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1819,97)" 4193 5565

ENSGALP00000012326 CID 102 - 116
Fas associated via death domain - 
CGNC Symbol 51906 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1820,09)" 5471 false 5566

ENSGALP00000016536 CID 462 - 477
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1820,90)" 2697 true 4.05 5567

ENSGALP00000016182 CID 505 - 521
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1820,94)" 6171 true 1.65 5568



ENSGALP00000017865 CID 213 - 227

hydroxysteroid (17-beta) 
dehydrogenase 11 - CGNC Symbol 
51780 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1821,01)" 3077 false 5569

ENSGALP00000037524 CID 275 - 290 tubulin alpha 4a - CGNC Symbol 65758 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1821,08)" 214318 true 0.63 5570

ENSGALP00000022674 CID 193 - 207 ubiquilin 4 - CGNC Symbol 52757 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1822,90)" 2026 true 1.44 5571

ENSGALP00000042680 CID 239 - 254

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1822,94)" 17362 5572



ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1822,94)" 17362 5573

ENSGALP00000015988 CID 241 - 256
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1822,94)" 17362 5574

ENSGALP00000023523 CID 241 - 256 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1822,94)" 17362 5575

P35527 CID 491 - 513
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1823,78)" 2187 5576



ENSGALP00000000885 CID Feb-16
microtubule-associated protein tau - 
CGNC Symbol 389 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1823,82)" 10252 5577

ENSGALP00000019365 CID 127 - 140 annexin A5 - CGNC Symbol 9009 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1823,89)" 5349 true 3.22 5578

ENSGALP00000006604 CID 230 - 247
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1823,90)" 1503 5579

ENSGALP00000005971 CID 120 - 135 annexin A2 - CGNC Symbol 49740 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1823,91)" 3184 5580



ENSGALP00000019039 CID 56 - 70
superoxide dismutase 2 mitochondrial - 
CGNC Symbol 8863 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1824,92)" 668 true 2.16 5581

ENSGALP00000016182 CID 505 - 521
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1824,96)" 12484 5582

ENSGALP00000012878 CID 200 - 216
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1825,06)" 85554 true 0.85 5583

ENSGALP00000020445 CID 910 - 923
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1825,91)" 5039 true 1.35 5584



ENSGALP00000009873 CID 187 - 202
collagen type VI alpha 2 - CGNC Symbol 
4597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1825,96)" 6033 5585

ENSGALP00000018309 CID 263 - 279
raftlin lipid raft linker 1 - CGNC Symbol 
8540 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1826,84)" 491 true 1.62 5586

ENSGALP00000001456 CID 873 - 888

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1826,92)" 1797 true 1.62 5587

ENSGALP00000024479 CID 115 - 130
DAZ associated protein 1 - CGNC 
Symbol 11311 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1826,92)" 14072 true 1.1 5588



ENSGALP00000002497 CID 401 - 416
proteasome 26S subunit non-ATPase 5 - 
CGNC Symbol 1140 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1826,92)" 6839 true 2.14 5589

ENSGALP00000022674 CID 193 - 207 ubiquilin 4 - CGNC Symbol 52757 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1826,92)" 4734 5590

ENSGALP00000004186 CID 243 - 258 annexin A11 - CGNC Symbol 52013 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1826,94)" 9033 false 0.47 5591

ENSGALP00000017954 CID 19 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1826,97)" 27685 true 0.53 5592



ENSGALP00000002482 CID 389 - 404 copine I - CGNC Symbol 50925 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1826,98)" 2949 true 0.46 5593

ENSGALP00000003089 CID 678 - 693
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1827,85)" 1493 true 1.26 5594

ENSGALP00000011491 CID 131 - 146
pyruvate dehydrogenase (lipoamide) 
beta - CGNC Symbol 5364 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1827,92)" 413 5595

ENSGALP00000002828 CID 785 - 800
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1827,94)" 2664 true 1.26 5596



ENSGALP00000016660 CID 650 - 666
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1827,94)" 5503 true 0.37 5597

ENSGALP00000000236 CID 543 - 559
antigen peptide transporter 2 - Refseq 
NP_001092827 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1828,04)" 12217 true 1.91 5598

ENSGALP00000040011 CID 340 - 356
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1828,96)" 3181 true 1.62 5599

ENSGALP00000037866 CID 256 - 271
ornithine aminotransferase - CGNC 
Symbol 52788 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1828,99)" 3049 5600



ENSGALP00000014229 CID 78 - 91 pleckstrin - CGNC Symbol 6647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1829,89)" 3077 5601

ENSGALP00000010510 CID 584 - 597
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1829,89)" 16693 true 2.11 5602

ENSGALP00000010241 CID 205 - 220

Uncharacterized protein - 
UniProtKB/TrEMBL V9GY05 - CGNC 
Symbol 4773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1829,96)" 1287 true 1.15 5603

ENSGALP00000018309 CID 263 - 279
raftlin lipid raft linker 1 - CGNC Symbol 
8540 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1830,86)" 1056 5604



ENSGALP00000013174 CID 144 - 156
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1830,89)" 2016 true 2.12 5605

ENSGALP00000007705 CID 174 - 190
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1830,91)" 1317 5606

ENSGALP00000015687 CID 693 - 713
collagen type I alpha 2 - CGNC Symbol 
49716 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1830,91)" 1351 5607

ENSGALP00000002497 CID 401 - 416
proteasome 26S subunit non-ATPase 5 - 
CGNC Symbol 1140 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1830,93)" 23469 5608



ENSGALP00000001456 CID 873 - 888

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1830,94)" 1202 5609

ENSGALP00000025629 CID 576 - 592
RNA binding motif protein 12B - CGNC 
Symbol 51213 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1830,94)" 1543 true 0.58 5610

ENSGALP00000024479 CID 115 - 130
DAZ associated protein 1 - CGNC 
Symbol 11311 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1830,94)" 15847 5611

ENSGALP00000017954 CID 19 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1830,99)" 16083 5612



ENSGALP00000002482 CID 389 - 404 copine I - CGNC Symbol 50925 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1831,00)" 1250 5613

ENSGALP00000015061 CID 70 - 84
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1831,82)" 1138 5614

ENSGALP00000003089 CID 678 - 693
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1831,87)" 2464 5615

ENSGALP00000023319 CID 325 - 339 catalase - CGNC Symbol 51998 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1831,94)" 432 true 6.49 5616



ENSGALP00000016660 CID 650 - 666
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1831,95)" 2036 5617

ENSGALP00000002828 CID 785 - 800
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1831,96)" 8054 5618

ENSGALP00000000236 CID 543 - 559
antigen peptide transporter 2 - Refseq 
NP_001092827 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1832,07)" 23375 5619

ENSGALP00000006778 CID 49 - 65
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1832,84)" 4353 true 1.49 5620



ENSGALP00000005013 CID 77 - 92
core-binding factor beta subunit - 
CGNC Symbol 2299 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1832,86)" 6042 true 1.49 5621

ENSGALP00000003737 CID 33 - 50 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1832,95)" 12300 true 1.09 5622

ENSGALP00000019039 CID 56 - 70
superoxide dismutase 2 mitochondrial - 
CGNC Symbol 8863 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1832,97)" 1918 true 2.16 5623

ENSGALP00000040011 CID 340 - 356
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1832,98)" 3504 5624



ENSGALP00000012878 CID 200 - 216
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1833,13)" 62135 true 1.3 5625

ENSGALP00000020445 CID 910 - 923
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1833,95)" 8109 true 1.35 5626

ENSGALP00000010241 CID 205 - 220

Uncharacterized protein - 
UniProtKB/TrEMBL V9GY05 - CGNC 
Symbol 4773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1833,99)" 1483 5627

ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1834,00)" 11780 false 5628



ENSGALP00000038179 CID 300 - 315
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1834,84)" 460 true 0.88 5629

ENSGALP00000004641 CID 687 - 702
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1834,88)" 1962 5630

ENSGALP00000003898 CID 102 - 119 matrin 3 - CGNC Symbol 1772 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1834,91)" 7323 true 0.58 5631

ENSGALP00000040865 CID 464 - 478
LDL receptor related protein 1 - 
HGNC:6692 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1834,94)" 2744 5632



ENSGALP00000007523 CID 17 - 32
chloride intracellular channel 2 - CGNC 
Symbol 51647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1835,82)" 10906 true 1.88 5633

ENSGALP00000021838 CID 125 - 142
RNA binding motif protein 14 - 
HGNC:14219 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1835,96)" 2168 true 0.41 5634

ENSGALP00000023319 CID 325 - 339 catalase - CGNC Symbol 51998 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1835,97)" 6200 5635

ENSGALP00000006778 CID 49 - 65
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1836,86)" 7517 5636



ENSGALP00000005013 CID 77 - 92
core-binding factor beta subunit - 
CGNC Symbol 2299 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1836,88)" 1953 5637

ENSGALP00000007511 CID 333 - 346

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1836,91)" 14554 5638

ENSGALP00000020169 CID 320 - 334
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1836,95)" 4585 true 2.05 5639

ENSGALP00000003737 CID 33 - 50 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1836,97)" 15366 5640



ENSGALP00000005565 CID 157 - 172
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1837,87)" 478 true 0.91 5641

ENSGALP00000017383 CID 105 - 119
replication protein A3 - CGNC Symbol 
8130 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1837,92)" 8192 true 0.56 5642

ENSGALP00000007819 CID 428 - 442 peptidase D - CGNC Symbol 3636 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1838,87)" 4893 5643

ENSGALP00000003898 CID 102 - 119 matrin 3 - CGNC Symbol 1772 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1838,93)" 3678 5644



ENSGALP00000003139 CID 274 - 291
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1838,96)" 3054 false 5645

ENSGALP00000025629 CID 576 - 592
RNA binding motif protein 12B - CGNC 
Symbol 51213 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1839,00)" 1026 true 0.58 5646

ENSGALP00000007523 CID 17 - 32
chloride intracellular channel 2 - CGNC 
Symbol 51647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1839,84)" 20491 5647

ENSGALP00000011491 CID 131 - 146
pyruvate dehydrogenase (lipoamide) 
beta - CGNC Symbol 5364 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1839,96)" 4159 true 1.66 5648



ENSGALP00000012878 CID 107 - 123
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1840,00)" 24399 true 3.68 5649

ENSGALP00000020520 CID 200 - 214 ubiquilin 1 - CGNC Symbol 9551 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1840,00)" 4246 true 1.21 5650

ENSGALP00000042891 CID 55 - 70
chromatin target of PRMT1 - 
HGNC:24511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1840,01)" 1589 true 0.22 5651

ENSGALP00000008236 CID 853 - 868
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1840,90)" 1034 true 5.26 5652



ENSGALP00000024956 CID 309 - 324
glucan (1 4-alpha-) branching enzyme 1 
- CGNC Symbol 11562 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1840,92)" 924 false 5653

ENSGALP00000039265 CID 1,017 - 1,031
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1840,92)" 2854 5654

ENSGALP00000020169 CID 320 - 334
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1840,97)" 10705 5655

ENSGALP00000004046 CID 153 - 166
RAN member RAS oncogene family - 
CGNC Symbol 1850 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1840,98)" 9152 false 5656



ENSGALP00000038408 CID 23 - 37
Y box binding protein 1 - CGNC Symbol 
3598 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1841,08)" 572 false 5657

ENSGALP00000028616 CID 101 - 115
Y box binding protein 3 - CGNC Symbol 
49776 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1841,08)" 572 false 5658

ENSGALP00000018192 CID 253 - 268 myosin-X-like - CGNC Symbol 53541 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1841,89)" 967 5659

ENSGALP00000010510 CID 584 - 597
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1841,97)" 35204 true 2.11 5660



ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1841,98)" 47983 true 2.34 5661

ENSGALP00000020445 CID 1,755 - 1,770
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1843,88)" 6753 true 1.47 5662

ENSGALP00000042061 CID 307 - 323

phosphatidylinositol-5-phosphate 4-
kinase type II alpha - CGNC Symbol 
5959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1843,94)" 1794 true 0.5 5663

ENSGALP00000013174 CID Dec-27
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1843,97)" 7744 true 1 5664



ENSGALP00000012914 CID 96 - 111
adenosylhomocysteinase-like 2 - CGNC 
Symbol 50318 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1843,97)" 7744 5665

ENSGALP00000011491 CID 131 - 146
pyruvate dehydrogenase (lipoamide) 
beta - CGNC Symbol 5364 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1843,98)" 2899 5666

ENSGALP00000012878 CID 107 - 123
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1844,02)" 94121 5667

ENSGALP00000005033 CID 21 - 36
NHP2 ribonucleoprotein - CGNC 
Symbol 17192 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1844,04)" 3509 true 0.88 5668



ENSGALP00000019667 CID 185 - 199
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1844,96)" 4163 true 0.83 5669

ENSGALP00000006298 CID 128 - 144
apolipoprotein H (beta-2-glycoprotein 
I) - CGNC Symbol 2904 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1846,86)" 753 true 6.09 5670

ENSGALP00000025639 CID Jul-20
fatty acid binding protein 1 - CGNC 
Symbol 11895 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1846,88)" 20490 5671

ENSGALP00000020445 CID 1,755 - 1,770
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1847,91)" 12393 5672



ENSGALP00000013738 CID 153 - 167
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1847,93)" 3017 true 1.47 5673

ENSGALP00000039133 CID 133 - 149

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1847,97)" 12092 true 1.88 5674

ENSGALP00000016175 CID 196 - 210
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1848,05)" 1089 false 5675

ENSGALP00000005033 CID 21 - 36
NHP2 ribonucleoprotein - CGNC 
Symbol 17192 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1848,07)" 2641 5676



ENSGALP00000018740 CID 600 - 615
complement component 3 - CGNC 
Symbol 8744 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1848,96)" 1215 false 5677

ENSGALP00000003012 CID 26 - 44
malate dehydrogenase 2 - CGNC 
Symbol 1378 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1849,15)" 5135 true 0.25 5678

ENSGALP00000015657 CID Feb-18 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1849,80)" 960 true 2.31 5679

ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1850,03)" 112773 true 2.34 5680



ENSGALP00000018469 CID 283 - 298
cystathionine gamma-lyase - CGNC 
Symbol 8612 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1850,08)" 398 false 5681

ENSGALP00000035959 CID 119 - 133
carbonyl reductase 1 - CGNC Symbol 
50782 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1851,10)" 2627 true 0.55 5682

ENSGALP00000029322 CID 80 - 95
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1851,97)" 11057 true 0.97 5683

ENSGALP00000039133 CID 133 - 149

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1851,99)" 27004 5684



ENSGALP00000042061 CID 307 - 323

phosphatidylinositol-5-phosphate 4-
kinase type II alpha - CGNC Symbol 
5959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1851,99)" 677 true 0.5 5685

ENSGALP00000013174 CID Dec-27
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1852,03)" 7782 true 1 5686

ENSGALP00000021253 CID Jan-15
BH3 interacting domain death agonist - 
CGNC Symbol 9863 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1853,73)" 868 5687

ENSGALP00000015657 CID Feb-18 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1853,83)" 3289 true 2.31 5688



ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1853,94)" 37696 true 2.25 5689

ENSGALP00000010214 CID 13 - 29

Gallus gallus macrophage migration 
inhibitory factor (glycosylation-
inhibiting factor) (MIF) mRNA. - RefSeq 
mRNA NM_001305091 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1854,00)" 3718 true 0.93 5690

ENSGALP00000038979 CID 85 - 101
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1854,98)" 516 true 1.1 5691

ENSGALP00000011629 CID Feb-17

ATPase H+ transporting lysosomal 
13kDa V1 subunit G1 - CGNC Symbol 
5433 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1854,99)" 1902 false 5692



ENSGALP00000013240 CID 2,110 - 2,126
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1855,87)" 1352 true 1.15 5693

ENSGALP00000029322 CID 80 - 95
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1855,99)" 10705 5694

ENSGALP00000027238 CID 207 - 223 importin 5 - CGNC Symbol 50851 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1856,13)" 791 false 5695

ENSGALP00000035933 CID 316 - 332 cathepsin B - CGNC Symbol 12486 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1856,91)" 7957 5696



ENSGALP00000013862 CID 813 - 828
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1857,87)" 807 true 3.09 5697

ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1857,96)" 89416 5698

ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1857,98)" 1834 true 2.47 5699

ENSGALP00000004720 CID 365 - 383
phosphoglycerate dehydrogenase - 
CGNC Symbol 2161 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1857,99)" 1550 false 5700



ENSGALP00000004013 CID 2,492 - 2,508 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1858,00)" 6945 true 0.66 5701

ENSGALP00000027981 CID 159 - 173
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1858,03)" 4170 5702

ENSGALP00000010405 CID 579 - 593
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1858,86)" 21469 5703

ENSGALP00000020830 CID 101 - 116

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1858,87)" 2948 5704



ENSGALP00000013240 CID 2,110 - 2,126
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1859,90)" 1556 5705

ENSGALP00000021752 CID 135 - 149
ATP binding cassette subfamily F 
member 2 - CGNC Symbol 10054 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1859,98)" 2055 true 1.89 5706

ENSGALP00000020064 CID 446 - 461
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1860,97)" 5216 true 1.34 5707

ENSGALP00000005565 CID 157 - 172
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1861,88)" 28014 true 0.49 5708



ENSGALP00000013862 CID 813 - 828
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1861,89)" 4954 5709

ENSGALP00000000615 CID 656 - 671
karyopherin subunit beta 1 - 
HGNC:6400 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1861,92)" 8149 true 1.34 5710

ENSGALP00000004013 CID 2,492 - 2,508 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1862,02)" 4573 5711

ENSGALP00000010214 CID 13 - 29

Gallus gallus macrophage migration 
inhibitory factor (glycosylation-
inhibiting factor) (MIF) mRNA. - RefSeq 
mRNA NM_001305091 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1862,05)" 3334 true 0.93 5712



ENSGALP00000025639 CID Jul-20
fatty acid binding protein 1 - CGNC 
Symbol 11895 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1862,92)" 222464 false 5713

ENSGALP00000019224 CID 464 - 478

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1862,96)" 3472 true 6.45 5714

ENSGALP00000007055 CID 44 - 59
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1862,97)" 10874 true 1.63 5715

ENSGALP00000002604 CID 371 - 387
inter-alpha-trypsin inhibitor heavy 
chain 3 - CGNC Symbol 50111 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1862,98)" 695 false 5716



ENSGALP00000038979 CID 85 - 101
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1863,02)" 895 true 1.1 5717

ENSGALP00000017123 CID 87 - 102
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1863,92)" 16380 true 0.02 5718

ENSGALP00000000236 CID 517 - 533
antigen peptide transporter 2 - Refseq 
NP_001092827 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1863,99)" 1259 5719

ENSGALP00000021752 CID 135 - 149
ATP binding cassette subfamily F 
member 2 - CGNC Symbol 10054 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1864,01)" 4599 5720



ENSGALP00000023396 CID 113 - 130
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1864,02)" 431 true 0.79 5721

ENSGALP00000041974 CID 310 - 327
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1864,89)" 9543 true 1.28 5722

ENSGALP00000020064 CID 446 - 461
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1865,00)" 8624 5723

ENSGALP00000038912 CID 41 - 56 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1865,90)" 15539 5724



ENSGALP00000005653 CID 158 - 173 fibronectin 1 - CGNC Symbol 2613 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1865,92)" 3393 5725

ENSGALP00000000615 CID 656 - 671
karyopherin subunit beta 1 - 
HGNC:6400 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1865,94)" 13136 5726

ENSGALP00000034078 CID 90 - 106
NME/NM23 nucleoside diphosphate 
kinase 2 - CGNC Symbol 49549 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1866,02)" 5360 true 2.47 5727

ENSGALP00000019224 CID 464 - 478

methylenetetrahydrofolate 
dehydrogenase (NADP+ dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1866,99)" 26456 5728



ENSGALP00000042659 CID 139 - 154
B-cell lymphoma/leukemia 11B-like - 
CGNC Symbol 63941 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1866,99)" 26456 5729

ENSGALP00000039133 CID 133 - 149

tyrosine 3-monooxygenase/tryptophan 
5-monooxygenase activation protein 
epsilon - CGNC Symbol 50550 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1867,97)" 1020 5730

ENSGALP00000021944 CID 17 - 32 gasdermin A - CGNC Symbol 52687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1867,98)" 945 5731

ENSGALP00000014107 CID 445 - 460 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1868,84)" 2160 5732



ENSGALP00000015057 CID 394 - 408
fibrinogen beta chain - CGNC Symbol 
7036 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1868,86)" 8212 5733

ENSGALP00000033977 CID 79 - 96
density-regulated protein - CGNC 
Symbol 2776 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1868,88)" 339 false 5734

ENSGALP00000042627 CID 79 - 95
Gallus gallus granulysin (GNLY) mRNA. - 
RefSeq mRNA NM_001044680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1868,89)" 1090 false 5735

ENSGALP00000041974 CID 310 - 327
OTU deubiquitinase ubiquitin aldehyde 
binding 1 - CGNC Symbol 58812 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1868,92)" 11863 5736



ENSGALP00000030658 CID 47 - 64 cathelicidin-2 - CGNC Symbol 51250 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1869,01)" 3305 5737

ENSGALP00000006574 CID 105 - 121
liver basic fatty acid binding protein - 
CGNC Symbol 49276 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1869,02)" 6853 5738

ENSGALP00000005565 CID 157 - 172
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1869,93)" 13556 true 0.49 5739

ENSGALP00000010387 CID 284 - 298
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1869,93)" 11100 true 0.5 5740



ENSGALP00000007055 CID 44 - 59
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1871,03)" 18535 true 1.63 5741

ENSGALP00000036688 CID 265 - 280 tubulin alpha 8a - CGNC Symbol 262 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1871,08)" 11277 true 0.63 5742

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1872,08)" 18000 true 1.65 5743

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1872,08)" 18000 true 1.65 5744



ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1872,08)" 18000 true 3.46 5745

ENSGALP00000007666 CID 42 - 58
peptidylprolyl isomerase F - CGNC 
Symbol 52036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1873,01)" 2070 5746

ENSGALP00000035973 CID 132 - 148

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1873,01)" 168 false 5747

ENSGALP00000036720 CID 3,301 - 3,315
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1873,94)" 859 true 2.5 5748



ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1873,96)" 4383 5749

ENSGALP00000004013 CID 2,492 - 2,508 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1873,97)" 2409 true 0.93 5750

ENSGALP00000023446 CID 78 - 93 prohibitin 2 - CGNC Symbol 10814 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1873,98)" 1064 true 0.7 5751

ENSGALP00000002154 CID 47 - 61

Hsap of 4: ubiquitin conjugating 
enzyme E2 L5 pseudogene - 
HGNC:13477 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1874,06)" 17604 true 0.69 5752



ENSGALP00000010405 CID 579 - 593
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1874,85)" 612 5753

ENSGALP00000000423 CID 92 - 107
cysteine and glycine-rich protein 1 - 
CGNC Symbol 188 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1874,89)" 4193 5754

ENSGALP00000026579 CID 345 - 360
zinc finger protein 512 - CGNC Symbol 
12362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1874,99)" 2068 false 5755

ENSGALP00000038904 CID 42 - 57

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1875,95)" 536 false 5756



ENSGALP00000023278 CID 136 - 152
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1875,96)" 513 true 1.4 5757

ENSGALP00000012481 CID 30 - 45
ribosomal protein L4 - CGNC Symbol 
5828 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1876,04)" 14286 true 0.68 5758

ENSGALP00000039878 CID 104 - 121
ubiquitin associated protein 2-like - 
CGNC Symbol 17025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1877,87)" 3928 true 0.9 5759

ENSGALP00000013724 CID 237 - 251
adaptor related protein complex 2 mu 
1 subunit - CGNC Symbol 6392 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1877,89)" 1559 true 0.9 5760



ENSGALP00000036720 CID 3,301 - 3,315
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1877,98)" 3321 5761

ENSGALP00000010387 CID 284 - 298
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1877,98)" 5674 true 0.5 5762

ENSGALP00000025639 CID Jul-20
fatty acid binding protein 1 - CGNC 
Symbol 11895 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1878,91)" 6738 false 5763

ENSGALP00000022269 CID 315 - 332

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1878,95)" 3237 true 2.26 5764



ENSGALP00000013964 CID Mar-19
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1878,96)" 4450 true 1.13 5765

ENSGALP00000020884 CID Mar-19
tubulin beta 2B class IIb - CGNC Symbol 
51362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1878,96)" 4450 true 1.13 5766

ENSGALP00000025278 CID Nov-25
prostaglandin reductase 1 - CGNC 
Symbol 11711 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1879,90)" 182593 true 0.04 5767

ENSGALP00000027665 CID 238 - 252
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1879,95)" 2544 true 3.04 5768



ENSGALP00000038904 CID 42 - 57

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1879,97)" 586 true 0.94 5769

ENSGALP00000012481 CID 30 - 45
ribosomal protein L4 - CGNC Symbol 
5828 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1880,08)" 6705 5770

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1880,12)" 67160 true 3.46 5771

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1880,12)" 67160 5772



ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1880,12)" 67160 5773

ENSGALP00000034956 CID 154 - 168 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1880,21)" 1969 false 5774

ENSGALP00000018454 CID 374 - 391 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1881,04)" 525 false 5775

ENSGALP00000016978 CID 353 - 370
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1881,04)" 525 false 5776



ENSGALP00000037524 CID 363 - 380 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1881,04)" 525 false 5777

ENSGALP00000013724 CID 237 - 251
adaptor related protein complex 2 mu 
1 subunit - CGNC Symbol 6392 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1881,91)" 4048 5778

ENSGALP00000023446 CID 25 - 41 prohibitin 2 - CGNC Symbol 10814 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1882,03)" 12675 true 1.68 5779

ENSGALP00000022269 CID 315 - 332

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesuccinoc
arboxamide synthase - CGNC Symbol 
10274 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1882,98)" 8329 5780



ENSGALP00000042374 CID 640 - 656
thimet oligopeptidase 1 - CGNC Symbol 
52774 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1883,89)" 1083 false 5781

ENSGALP00000012914 CID 248 - 263
adenosylhomocysteinase-like 2 - CGNC 
Symbol 50318 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1884,01)" 2196 false 5782

ENSGALP00000014119 CID 47 - 62
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1884,01)" 19946 true 0.61 5783

ENSGALP00000038179 CID 53 - 68
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1884,01)" 19946 true 0.61 5784



ENSGALP00000023278 CID 136 - 152
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1884,02)" 5039 true 2.66 5785

ENSGALP00000005643 CID 24 - 43

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1884,09)" 14578 true 1.1 5786

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1884,16)" 30081 true 1.65 5787

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1884,16)" 30081 true 1.65 5788



ENSGALP00000002808 CID 334 - 349
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1884,80)" 629 false 5789

ENSGALP00000003381 CID 277 - 293
aconitase 1 soluble - CGNC Symbol 
48955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1885,02)" 14044 5790

ENSGALP00000030864 CID 343 - 358
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1885,06)" 493 false 5791

ENSGALP00000023446 CID 25 - 41 prohibitin 2 - CGNC Symbol 10814 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1886,05)" 27527 5792



ENSGALP00000002154 CID 47 - 61

Hsap of 4: ubiquitin conjugating 
enzyme E2 L5 pseudogene - 
HGNC:13477 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1886,12)" 3018 true 1.32 5793

ENSGALP00000013964 CID Mar-19
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1887,02)" 4718 true 1.13 5794

ENSGALP00000020884 CID Mar-19
tubulin beta 2B class IIb - CGNC Symbol 
51362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1887,02)" 4718 true 1.13 5795

ENSGALP00000038979 CID 1,636 - 1,651
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1887,03)" 384 false 5796



ENSGALP00000008824 CID 76 - 91
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1887,94)" 6164 true 1.56 5797

ENSGALP00000005643 CID 24 - 43

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1888,12)" 18326 5798

ENSGALP00000038234 CID 161 - 175
canopy FGF signaling regulator 3 - 
CGNC Symbol 64129 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1888,87)" 1009 5799

ENSGALP00000038782 CID 45 - 59 nucleobindin 2 - CGNC Symbol 51883 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1888,90)" 2302 true 3.54 5800



ENSGALP00000014070 CID 347 - 362
histidine-rich glycoprotein - CGNC 
Symbol 56138 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1888,93)" 4525 false 5801

ENSGALP00000027665 CID 82 - 99
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1888,94)" 4604 true 2.61 5802

ENSGALP00000018454 CID 374 - 391 tubulin alpha 4b - CGNC Symbol 65790 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1889,12)" 8697 false 5803

ENSGALP00000016978 CID 353 - 370
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1889,12)" 8697 false 5804



ENSGALP00000037524 CID 363 - 380 tubulin alpha 4a - CGNC Symbol 65758 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1889,12)" 8697 false 5805

ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1889,82)" 11525 true 3.27 5806

ENSGALP00000025762 CID 38 - 56
runt-related transcription factor 1 - 
CGNC Symbol 49673 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1889,94)" 4583 false 5807

ENSGALP00000039757 CID 222 - 238
hypoxia up-regulated 1 - CGNC Symbol 
53307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1891,94)" 4372 5808



ENSGALP00000027665 CID 238 - 252
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1892,02)" 8767 true 3.04 5809

ENSGALP00000014119 CID 47 - 62
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1892,05)" 30692 true 3.91 5810

ENSGALP00000038179 CID 53 - 68
eukaryotic translation initiation factor 
4A3 - CGNC Symbol 6471 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1892,05)" 30692 false 3.91* 5811

ENSGALP00000040011 CID 280 - 296
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1892,91)" 1181 true 0.22 5812



ENSGALP00000025373 CID 204 - 220
GA binding protein transcription factor 
alpha subunit - CGNC Symbol 11756 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1892,92)" 1106 false 5813

ENSGALP00000038782 CID 45 - 59 nucleobindin 2 - CGNC Symbol 51883 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1892,92)" 8582 5814

ENSGALP00000027665 CID 82 - 99
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1892,98)" 1618 5815

ENSGALP00000004048 CID 651 - 667 kinectin 1 - CGNC Symbol 9206 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1893,00)" 406 true 2.15 5816



ENSGALP00000016182 CID 1,284 - 1,299
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1893,00)" 506 5817

ENSGALP00000014144 CID 973 - 987
xanthine dehydrogenase - CGNC 
Symbol 49613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1893,03)" 3198 true 1.82 5818

ENSGALP00000023257 CID 432 - 449
non-SMC condensin I complex subunit 
G - CGNC Symbol 10729 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1893,18)" 4081 true 0.28 5819

ENSGALP00000038912 CID 41 - 56 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1893,92)" 418689 true 0.13 5820



ENSGALP00000007182 CID 261 - 276

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1893,98)" 5296 5821

ENSGALP00000035143 CID 269 - 285 drebrin like - CGNC Symbol 15268 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1894,87)" 1373 true 0.73 5822

ENSGALP00000013267 CID 194 - 208
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1895,84)" 2399 true 1.14 5823

ENSGALP00000007355 CID 32 - 48 ataxin 2 - CGNC Symbol 3422 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1895,98)" 1916 5824



ENSGALP00000003898 CID 264 - 280 matrin 3 - CGNC Symbol 1772 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1895,98)" 790 true 0.66 5825

ENSGALP00000007707 CID 208 - 223
leucine proline-enriched proteoglycan 
(leprecan) 1 - CGNC Symbol 3587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1896,02)" 586 false 5826

ENSGALP00000021949 CID 359 - 376
protein phosphatase 6 regulatory 
subunit 2 - CGNC Symbol 10141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1896,06)" 22141 true 0.32 5827

ENSGALP00000007476 CID 124 - 137
SET nuclear oncogene - CGNC Symbol 
3483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1896,86)" 7624 true 0.62 5828



ENSGALP00000040011 CID 280 - 296
Hsap of 1: DEAD-box helicase 21 - 
HGNC:2744 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1896,95)" 4076 5829

ENSGALP00000006933 CID 71 - 86
tubulin folding cofactor A - CGNC 
Symbol 3204 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1897,02)" 871 false 5830

ENSGALP00000004048 CID 651 - 667 kinectin 1 - CGNC Symbol 9206 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1897,02)" 871 5831

ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1897,87)" 35672 true 3.27 5832



ENSGALP00000038912 CID 41 - 56 alpha-D-globin - CGNC Symbol 50309 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1897,93)" 899 5833

ENSGALP00000002497 CID 225 - 241
proteasome 26S subunit non-ATPase 5 - 
CGNC Symbol 1140 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1898,95)" 1418 5834

ENSGALP00000035370 CID 81 - 96
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1898,96)" 5021 true 0.76 5835

ENSGALP00000015626 CID 189 - 206
phosphoenolpyruvate carboxykinase 2 
(mitochondrial) - CGNC Symbol 49813 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1898,96)" 7323 5836



ENSGALP00000013267 CID 194 - 208
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1899,87)" 2734 5837

ENSGALP00000021949 CID 359 - 376
protein phosphatase 6 regulatory 
subunit 2 - CGNC Symbol 10141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1900,09)" 6595 5838

ENSGALP00000037905 CID 494 - 509 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1900,91)" 11911 5839

ENSGALP00000022589 CID 250 - 265
insulin-like growth factor 2 mRNA 
binding protein 2 - CGNC Symbol 52270 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1901,04)" 1104 true 1.91 5840



ENSGALP00000001474 CID 446 - 462

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1901,05)" 837 false 5841

ENSGALP00000036774 CID 297 - 312
DnaJ (Hsp40) homolog subfamily A 
member 1 - CGNC Symbol 53066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1901,93)" 12400 false 1.75 5842

ENSGALP00000009985 CID 230 - 244
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1901,93)" 12400 true 1.75 5843

ENSGALP00000002828 CID 391 - 406
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1902,01)" 3935 true 2.35 5844



ENSGALP00000011770 CID 516 - 531
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1902,09)" 23704 false 5845

ENSGALP00000020563 CID 90 - 106
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1903,08)" 545 false 5846

ENSGALP00000038904 CID 42 - 57

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1903,97)" 490347 true 0.09 5847

ENSGALP00000014308 CID 141 - 157
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1903,99)" 880 5848



ENSGALP00000007707 CID 641 - 659
leucine proline-enriched proteoglycan 
(leprecan) 1 - CGNC Symbol 3587 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1904,00)" 9174 5849

ENSGALP00000010689 CID 80 - 97
ureidopropionase beta - CGNC Symbol 
4998 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1904,14)" 7090 5850

ENSGALP00000007476 CID 124 - 137
SET nuclear oncogene - CGNC Symbol 
3483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1904,90)" 4172 true 0.62 5851

ENSGALP00000022589 CID 250 - 265
insulin-like growth factor 2 mRNA 
binding protein 2 - CGNC Symbol 52270 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1905,07)" 2829 5852



ENSGALP00000042680 CID Feb-18

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1905,86)" 824 true 1.53 5853

ENSGALP00000038979 CID 190 - 204
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1905,93)" 5879 true 0.76 5854

ENSGALP00000009985 CID 230 - 244
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1905,95)" 23248 5855

ENSGALP00000003157 CID 93 - 109
NADH:ubiquinone oxidoreductase 
subunit B6 - CGNC Symbol 1444 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1905,99)" 2837 true 1.09 5856



ENSGALP00000011718 CID 260 - 273

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC Symbol 
49251 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1906,90)" 1079 true 0.27 5857

ENSGALP00000010266 CID 252 - 271
H2A histone family member Y - CGNC 
Symbol 4787 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1908,13)" 694 false 5858

ENSGALP00000004248 CID 76 - 92
DnaJ heat shock protein family (Hsp40) 
member C9 - CGNC Symbol 1946 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1908,86)" 1836 true 0.75 5859

ENSGALP00000020445 CID 357 - 373
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1908,86)" 2876 false 5860



ENSGALP00000035933 CID 265 - 282 cathepsin B - CGNC Symbol 12486 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1908,95)" 4051 true 16.86 5861

ENSGALP00000042680 CID Feb-18

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1909,89)" 1260 true 1.53 5862

ENSGALP00000009314 CID 51 - 66 septin 2 - CGNC Symbol 4335 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1910,03)" 10730 true 0.59 5863

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1910,79)" 2656 5864



ENSGALP00000013273 CID Sep-26
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1910,99)" 547 true 0.7 5865

ENSGALP00000029993 CID Aug-23
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1911,81)" 7272 false 5866

ENSGALP00000027157 CID 672 - 689
collagen type IV alpha 2 - CGNC Symbol 
12638 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1911,89)" 1040 true 0.34 5867

ENSGALP00000038904 CID 42 - 57

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1912,03)" 40606 true 0.09 5868



ENSGALP00000018295 CID 206 - 221
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1912,83)" 796 5869

ENSGALP00000004248 CID 76 - 92
DnaJ heat shock protein family (Hsp40) 
member C9 - CGNC Symbol 1946 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1912,89)" 1372 5870

ENSGALP00000000485 CID 1,433 - 1,449
Hsap of 1: AT-rich interaction domain 
1A - HGNC:11110 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1912,90)" 333 false 5871

ENSGALP00000035496 CID 90 - 104
CCHC-type zinc finger nucleic acid 
binding protein - CGNC Symbol 3717 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1913,90)" 2180 true 0.04 5872



ENSGALP00000017198 CID 690 - 706
striatin calmodulin binding protein - 
CGNC Symbol 8034 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1914,05)" 2123 true 0.78 5873

ENSGALP00000009314 CID 51 - 66 septin 2 - CGNC Symbol 4335 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1914,05)" 4419 5874

ENSGALP00000024040 CID 544 - 560
hexosaminidase B (beta polypeptide) - 
CGNC Symbol 11085 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1914,92)" 3079 true 0.82 5875

ENSGALP00000007487 CID 356 - 371
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1915,80)" 1067 true 0.94 5876



ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1916,00)" 54289 true 3.72 5877

ENSGALP00000028664 CID 417 - 431
2'-5'-oligoadenylate synthetase-like - 
CGNC Symbol 49545 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1916,02)" 2010 5878

ENSGALP00000037222 CID 157 - 171

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC 
Symbol 51783 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1917,97)" 7210 true 1.08 5879

ENSGALP00000024040 CID 544 - 560
hexosaminidase B (beta polypeptide) - 
CGNC Symbol 11085 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1918,94)" 1945 5880



ENSGALP00000011598 CID Apr-20
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1919,01)" 5181 true 0.79 5881

ENSGALP00000006284 CID 320 - 339

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1919,81)" 1270 false 5882

ENSGALP00000007487 CID 356 - 371
CSE1 chromosome segregation 1-like 
(yeast) - CGNC Symbol 3489 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1919,82)" 999 5883

ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1920,03)" 105465 5884



ENSGALP00000021892 CID 328 - 343
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1921,92)" 1903 true 2.56 5885

ENSGALP00000006604 CID 18 - 32
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1922,99)" 6043 true 1.25 5886

ENSGALP00000016175 CID 65 - 81
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1923,06)" 780 true 1.11 5887

ENSGALP00000018295 CID 206 - 221
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1924,84)" 4721 true 1.32 5888



ENSGALP00000019667 CID 277 - 292
GRB2-related adaptor protein 2 - CGNC 
Symbol 9140 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1924,90)" 1941 false 5889

ENSGALP00000010210 CID 293 - 308
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1925,01)" 26180 5890

ENSGALP00000013950 CID 114 - 130
glycine N-methyltransferase - CGNC 
Symbol 6507 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1925,11)" 5016 false 5891

ENSGALP00000003846 CID 96 - 111 avidin - CGNC Symbol 49723 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1926,92)" 14592 5892



ENSGALP00000006604 CID 18 - 32
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1927,02)" 7566 5893

ENSGALP00000003914 CID 47 - 64
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1927,07)" 2358 true 0.57 5894

ENSGALP00000040662 CID 213 - 229
inositol monophosphatase 1 - 
HGNC:6050 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1928,07)" 7739 false 5895

ENSGALP00000018295 CID 206 - 221
SERPINE1 mRNA binding protein 1 - 
CGNC Symbol 8530 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1928,87)" 6238 5896



ENSGALP00000021343 CID 273 - 290
serine/threonine kinase receptor 
associated protein - CGNC Symbol 9899 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1928,89)" 1476 true 2.02 5897

ENSGALP00000016260 CID 14 - 30
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1928,97)" 4060 true 1.07 5898

ENSGALP00000016450 CID 46 - 61 glyoxalase I - CGNC Symbol 7697 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1929,05)" 7945 false 5899

ENSGALP00000003139 CID 89 - 107
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1929,92)" 1542 true 13.39 5900



ENSGALP00000003035 CID 239 - 254
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1929,96)" 762 5901

ENSGALP00000037266 CID Feb-22

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53220 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1929,97)" 17521 true 0.11 5902

ENSGALP00000021892 CID 328 - 343
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1929,98)" 8100 true 2.56 5903

ENSGALP00000037222 CID 157 - 171

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC 
Symbol 51783 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1930,05)" 7497 true 1.08 5904



ENSGALP00000018144 CID 365 - 381 cyclin K - CGNC Symbol 8459 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1930,07)" 1929 5905

ENSGALP00000020445 CID 144 - 159
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1930,94)" 14447 5906

ENSGALP00000003914 CID 47 - 64
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1931,09)" 1138 5907

ENSGALP00000016585 CID 259 - 275
aldehyde dehydrogenase 6 family 
member A1 - CGNC Symbol 7766 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1931,94)" 6544 true 1.38 5908



ENSGALP00000021343 CID 273 - 290
serine/threonine kinase receptor 
associated protein - CGNC Symbol 9899 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1932,89)" 2960 5909

ENSGALP00000020960 CID 84 - 99

serpin peptidase inhibitor clade B 
(ovalbumin) member 10 - CGNC 
Symbol 49439 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1932,95)" 3768 true 0.16 5910

ENSGALP00000003139 CID 89 - 107
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1933,95)" 21301 5911

ENSGALP00000039758 CID 182 - 197
SAM and SH3 domain containing 3 - 
CGNC Symbol 2900 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1933,97)" 1296 true 0.28 5912



ENSGALP00000037266 CID Feb-22

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53220 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1934,00)" 1870 true 0.11 5913

ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1934,02)" 75096 5914

ENSGALP00000034108 CID 73 - 88
pyruvate kinase muscle - CGNC Symbol 
1412 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1934,03)" 17206 true 11.29 5915

ENSGALP00000018410 CID 1,447 - 1,462
topoisomerase (DNA) II beta 180kDa - 
CGNC Symbol 8591 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1934,92)" 3333 true 0.38 5916



ENSGALP00000021253 CID 106 - 121
BH3 interacting domain death agonist - 
CGNC Symbol 9863 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1935,04)" 10018 true 0.62 5917

ENSGALP00000016585 CID 259 - 275
aldehyde dehydrogenase 6 family 
member A1 - CGNC Symbol 7766 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1935,95)" 11283 5918

ENSGALP00000020445 CID 1,418 - 1,433
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1935,97)" 3786 true 1.45 5919

ENSGALP00000036304 CID 177 - 192
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1937,99)" 1232 false 0.37 5920



ENSGALP00000026579 CID 380 - 395
zinc finger protein 512 - CGNC Symbol 
12362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1938,02)" 1355 true 0.34 5921

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1938,82)" 225816 true 0.26 5922

ENSGALP00000010405 CID 554 - 571
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1939,00)" 10481 true 1.27 5923

ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1939,02)" 10536 true 0.55 5924



ENSGALP00000010844 CID 33 - 48
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1939,03)" 19050 true 0.48 5925

ENSGALP00000019468 CID 71 - 86 aconitase 2 - CGNC Symbol 9059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1939,04)" 6970 true 1.09 5926

ENSGALP00000020445 CID 1,418 - 1,433
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1940,00)" 5946 5927

ENSGALP00000011232 CID 185 - 201
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1940,04)" 6335 true 7.75 5928



ENSGALP00000016260 CID 14 - 30
calmodulin 2 (phosphorylase kinase 
delta) - CGNC Symbol 49513 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1941,05)" 4354 true 1.07 5929

ENSGALP00000000383 CID 368 - 385
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1941,15)" 4032 false 5930

ENSGALP00000027595 CID 334 - 350
nucleoporin 58kDa - CGNC Symbol 
12853 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1941,95)" 1186 true 0.65 5931

ENSGALP00000000666 CID 208 - 224
phosphoglucomutase 2 - CGNC Symbol 
52790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1942,02)" 1523 true 2 5932



ENSGALP00000005090 CID 547 - 563
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1942,06)" 14381 5933

ENSGALP00000034612 CID 43 - 61
NADH-ubiquinone oxidoreductase 
chain 1 - UP P18936 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1942,19)" 194 false 5934

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1942,85)" 24629 5935

ENSGALP00000004979 CID 25 - 39 tubulin gamma 1 - CGNC Symbol 51156 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1942,91)" 609 true 0.6 5936



ENSGALP00000018616 CID 521 - 536
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1942,93)" 4156 true 1.22 5937

ENSGALP00000020445 CID 144 - 159
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1942,95)" 37581 true 1.14 5938

ENSGALP00000004982 CID 24 - 40
coatomer protein complex subunit 
epsilon - CGNC Symbol 2286 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1943,98)" 4495 true 2.44 5939

ENSGALP00000011232 CID 185 - 201
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1944,06)" 67588 5940



ENSGALP00000019205 CID 36 - 54

histone cluster 1 H1.11R (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53222 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1944,16)" 650 5941

ENSGALP00000037266 CID 39 - 57

histone cluster 1 H1.11L (similar to 
human histone cluster 1 class H1 
genes) - CGNC Symbol 53220 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1944,16)" 650 5942

ENSGALP00000039691 CID 89 - 104
extracellular fatty acid-binding protein 
precursor - Refseq NP_990753 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1945,95)" 709 true 0.37 5943

ENSGALP00000027595 CID 334 - 350
nucleoporin 58kDa - CGNC Symbol 
12853 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1945,98)" 767 5944



ENSGALP00000021519 CID 36 - 53
NADH:ubiquinone oxidoreductase 
subunit S6 - CGNC Symbol 9959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1946,01)" 1781 true 0.98 5945

ENSGALP00000040387 CID 175 - 191
phosphofructokinase liver - CGNC 
Symbol 55585 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1946,04)" 377 5946

ENSGALP00000038677 CID 96 - 111
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1946,96)" 4305 true 0.6 5947

ENSGALP00000020445 CID 144 - 159
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1946,97)" 43294 5948



ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1947,01)" 58850 true 0.95 5949

ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC Symbol 
7027 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1947,06)" 5522 true 0.55 5950

ENSGALP00000018373 CID 302 - 318 decorin - CGNC Symbol 8567 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1947,08)" 813 false 5951

ENSGALP00000019468 CID 71 - 86 aconitase 2 - CGNC Symbol 9059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1947,09)" 7573 true 1.09 5952



ENSGALP00000007586 CID 215 - 230
aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 50558 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1947,89)" 2755 5953

ENSGALP00000006778 CID 299 - 314
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1947,96)" 5142 true 1.5 5954

ENSGALP00000004982 CID 24 - 40
coatomer protein complex subunit 
epsilon - CGNC Symbol 2286 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1948,01)" 10984 5955

ENSGALP00000019031 CID 368 - 383 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1948,98)" 3022 false 5956



ENSGALP00000025525 CID 172 - 188
carbonic anhydrase II - CGNC Symbol 
11834 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1948,98)" 106602 true 0.59 5957

ENSGALP00000039265 CID 770 - 786
splicing factor 3b subunit 3 - CGNC 
Symbol 1817 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1949,07)" 3197 false 5958

ENSGALP00000005971 CID Nov-28 annexin A2 - CGNC Symbol 49740 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1949,08)" 740 true 0.59 5959

ENSGALP00000013122 CID 251 - 268
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1949,09)" 25827 true 4.5 5960



ENSGALP00000040638 CID 1,061 - 1,076 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1949,93)" 1090 true 0.86 5961

ENSGALP00000003139 CID 89 - 107
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1949,96)" 837 5962

ENSGALP00000003717 CID 598 - 612
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1949,99)" 633 true 1.09 5963

ENSGALP00000019120 CID 140 - 156
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1950,00)" 2258 true 3.29 5964



ENSGALP00000001456 CID 855 - 872

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1950,05)" 2379 true 0.84 5965

ENSGALP00000000666 CID 208 - 224
phosphoglucomutase 2 - CGNC Symbol 
52790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1950,09)" 3053 true 2 5966

ENSGALP00000027665 CID 100 - 118
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1950,09)" 3053 false 5967

ENSGALP00000004651 CID Jun-23 thioredoxin like 1 - CGNC Symbol 2131 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1950,99)" 1229 5968



ENSGALP00000005819 CID 381 - 397
glutamate-ammonia ligase - CGNC 
Symbol 2689 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1951,02)" 7502 5969

ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1951,03)" 51812 5970

ENSGALP00000019423 CID 95 - 110
dehydrogenase/reductase (SDR family) 
member 7 - CGNC Symbol 9039 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1951,15)" 10690 false 5971

ENSGALP00000020445 CID 1,146 - 1,162
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1951,95)" 1482 5972



ENSGALP00000006778 CID 299 - 314
eukaryotic translation initiation factor 3 
subunit B - CGNC Symbol 55528 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1951,99)" 8161 5973

ENSGALP00000025525 CID 172 - 188
carbonic anhydrase II - CGNC Symbol 
11834 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1952,99)" 69441 5974

ENSGALP00000039872 CID 84 - 102
regulator of chromosome condensation 
2 - CGNC Symbol 287 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1953,04)" 423 false 5975

ENSGALP00000013122 CID 251 - 268
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(1953,11)" 130603 5976



ENSGALP00000040638 CID 1,061 - 1,076 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1953,95)" 936 5977

ENSGALP00000019120 CID 140 - 156
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1954,03)" 16826 5978

ENSGALP00000021519 CID 36 - 53
NADH:ubiquinone oxidoreductase 
subunit S6 - CGNC Symbol 9959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1954,08)" 653 true 0.98 5979

ENSGALP00000007287 CID 67 - 84
ribosomal protein S14 - CGNC Symbol 
3393 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1954,94)" 897 5980



ENSGALP00000005367 CID 154 - 170

aminoacyl tRNA synthetase complex-
interacting multifunctional protein 2 - 
CGNC Symbol 54930 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1954,96)" 929 5981

ENSGALP00000009511 CID 89 - 106
ribosomal protein L5 - CGNC Symbol 
4424 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1955,05)" 6562 true 0.63 5982

ENSGALP00000041109 CID 236 - 251
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1955,87)" 458 true 1.34 5983

ENSGALP00000005535 CID 219 - 233

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1955,99)" 20589 false 5984



ENSGALP00000015002 CID Dec-29

ATPase H+ transporting lysosomal 
16kDa V0 subunit c - CGNC Symbol 
7004 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1956,10)" 2111 false 5985

ENSGALP00000006018 CID 51 - 67
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1956,98)" 5739 true 1.93 5986

ENSGALP00000003954 CID 552 - 570
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1957,90)" 1125 true 0.78 5987

ENSGALP00000013240 CID 115 - 131
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1957,95)" 827 true 2.2 5988



ENSGALP00000043362 CID 139 - 155
ras homolog family member G - 
HGNC:672 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1957,99)" 324 true 1.17 5989

ENSGALP00000039613 CID 336 - 353
lipase maturation factor 2 - Refseq 
NP_001026743 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1958,03)" 1295 false 5990

ENSGALP00000001456 CID 855 - 872

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1958,11)" 1527 true 0.84 5991

ENSGALP00000012879 CID 79 - 93
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1958,96)" 3989 false 5992



ENSGALP00000009408 CID 374 - 393
acetyl-CoA acyltransferase 1 - CGNC 
Symbol 4375 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1959,05)" 778 true 1.91 5993

ENSGALP00000009511 CID 89 - 106
ribosomal protein L5 - CGNC Symbol 
4424 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1959,10)" 5847 5994

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1959,21)" 883 false 5995

ENSGALP00000019629 CID Feb-20
proteasome subunit alpha 3 - CGNC 
Symbol 9125 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1959,88)" 3370 5996



ENSGALP00000041109 CID 236 - 251
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1959,90)" 615 5997

ENSGALP00000011232 CID 185 - 201
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1960,05)" 2442 5998

ENSGALP00000006018 CID 51 - 67
poly(A) binding protein cytoplasmic 4 
(inducible form) - CGNC Symbol 2781 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1960,98)" 14742 5999

ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1962,02)" 10985 true 6.25 6000



ENSGALP00000020445 CID 144 - 159
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1962,97)" 1322 6001

ENSGALP00000007705 CID 77 - 93
ribosomal protein S4 X-linked - CGNC 
Symbol 49597 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1964,02)" 1059 false 6002

ENSGALP00000013273 CID 80 - 96
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1964,97)" 163 6003

ENSGALP00000003954 CID 552 - 570
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1965,97)" 876 true 0.78 6004



ENSGALP00000008131 CID 692 - 709 vinculin - CGNC Symbol 3778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1965,97)" 3405 false 6005

ENSGALP00000026633 CID 694 - 709

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1966,02)" 10521 false 6006

ENSGALP00000019120 CID 455 - 472
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1966,05)" 4457 false 6007

ENSGALP00000019120 CID 455 - 472
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1966,06)" 78965 false 6008



ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1966,06)" 78965 6009

ENSGALP00000042661 CID 79 - 95
complement factor D (adipsin) - CGNC 
Symbol 65437 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1967,11)" 450 false 6010

ENSGALP00000038435 CID 56 - 73

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1967,97)" 3364 6011

ENSGALP00000013294 CID 405 - 421
5'-nucleotidase cytosolic II - CGNC 
Symbol 6204 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1968,97)" 1875 true 1.37 6012



ENSGALP00000005090 CID 780 - 797
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1970,09)" 907 true 2.27 6013

ENSGALP00000004159 CID 63 - 78
ribosomal protein L10a - CGNC Symbol 
51119 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1970,94)" 7196 false 6014

ENSGALP00000008236 CID 1,469 - 1,485
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1970,94)" 1465 true 2.08 6015

ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1971,11)" 1326 true 2.33 6016



ENSGALP00000015000 CID 635 - 650
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1971,92)" 1624 true 0.98 6017

ENSGALP00000042552 CID 276 - 294
guanylate binding protein - CGNC 
Symbol 49284 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1972,07)" 2256 false 6018

ENSGALP00000013294 CID 405 - 421
5'-nucleotidase cytosolic II - CGNC 
Symbol 6204 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1973,00)" 6271 6019

ENSGALP00000005653 CID 1,467 - 1,484 fibronectin 1 - CGNC Symbol 2613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1973,03)" 4197 6020



ENSGALP00000002205 CID 223 - 239

ATP synthase H+ transporting 
mitochondrial Fo complex subunit B1 - 
CGNC Symbol 1004 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1973,20)" 95 6021

ENSGALP00000006464 CID Nov-28
neuropilin (NRP) and tolloid (TLL)-like 2 - 
CGNC Symbol 2988 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1973,23)" 10888 false 6022

ENSGALP00000013738 CID 34 - 49
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1973,98)" 4725 true 1.06 6023

ENSGALP00000002197 CID 370 - 386 gelsolin - CGNC Symbol 49472 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1974,10)" 731 false 6024



ENSGALP00000001062 CID 58 - 75 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1974,13)" 1063 false 6025

ENSGALP00000000468 CID 132 - 148

Gallus gallus proteasome (prosome 
macropain) 26S subunit ATPase 5 
(PSMC5) mRNA. - RefSeq mRNA 
NM_001292069 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1974,17)" 372 false 6026

ENSGALP00000008236 CID 1,469 - 1,485
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1974,97)" 3640 6027

ENSGALP00000003637 CID 20 - 36
sorbitol dehydrogenase - CGNC Symbol 
1653 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1975,13)" 3999 6028



ENSGALP00000015000 CID 635 - 650
poly (ADP-ribose) polymerase 1 - CGNC 
Symbol 7010 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1975,95)" 1587 6029

ENSGALP00000009341 CID 534 - 549
high density lipoprotein binding protein 
- CGNC Symbol 4348 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1977,15)" 637 false 6030

ENSGALP00000013544 CID 315 - 331
coagulation factor II thrombin - CGNC 
Symbol 6314 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1977,99)" 2845 false 6031

ENSGALP00000016175 CID 307 - 323
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1978,00)" 1666 true 2 6032



ENSGALP00000005090 CID 780 - 797
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1978,13)" 2515 true 2.27 6033

ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - CGNC 
Symbol 51974 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1979,16)" 3983 true 2.33 6034

ENSGALP00000016361 CID 66 - 82
ribosomal protein S3A - CGNC Symbol 
51748 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1980,00)" 10898 true 1.32 6035

ENSGALP00000036970 CID 73 - 88
heme oxygenase 1 - CGNC Symbol 
49737 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(1980,01)" 5433 6036



ENSGALP00000003737 CID 163 - 179 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1980,02)" 2608 true 1.33 6037

ENSGALP00000013053 CID 138 - 153

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1981,05)" 2453 false 6038

ENSGALP00000040836 CID 109 - 126
acidic residue methyltransferase 1 - 
CGNC Symbol 9819 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1981,13)" 890 true 1.5 6039

ENSGALP00000023165 CID 342 - 360

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1981,19)" 1074 false 6040



ENSGALP00000016182 CID 350 - 365
leucine rich pentatricopeptide repeat 
containing - CGNC Symbol 7574 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1981,98)" 2454 6041

ENSGALP00000019801 CID Apr-20 septin 7 - CGNC Symbol 51333 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1982,00)" 38331 false 6042

ENSGALP00000016175 CID 307 - 323
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1982,03)" 3338 6043

ENSGALP00000013738 CID 34 - 49
Rho GDP dissociation inhibitor (GDI) 
alpha - CGNC Symbol 55089 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1982,03)" 5011 true 1.06 6044



ENSGALP00000019037 CID 340 - 359
acetyl-CoA acetyltransferase 2 - CGNC 
Symbol 8861 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1982,07)" 4580 6045

ENSGALP00000016361 CID 66 - 82
ribosomal protein S3A - CGNC Symbol 
51748 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1984,01)" 11256 6046

ENSGALP00000026937 CID 113 - 129 regucalcin - CGNC Symbol 49339 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1985,02)" 7412 6047

ENSGALP00000016538 CID 80 - 97 calpain 11 - CGNC Symbol 54348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1985,03)" 617 true 2.96 6048



ENSGALP00000019801 CID Apr-20 septin 7 - CGNC Symbol 51333 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1986,04)" 47947 6049

ENSGALP00000041749 CID 184 - 200
guanine nucleotide binding protein (G 
protein) alpha 13 - CGNC Symbol 3014 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1987,01)" 1296 true 1.01 6050

ENSGALP00000007139 CID 121 - 138
dimethylglycine dehydrogenase - CGNC 
Symbol 3314 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1987,03)" 4279 6051

ENSGALP00000022436 CID 49 - 66 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1987,03)" 3815 true 0.9 6052



ENSGALP00000020884 CID 104 - 121
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1987,03)" 3815 true 0.9 6053

ENSGALP00000013964 CID 104 - 121
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1987,03)" 3815 true 0.9 6054

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1987,22)" 822610 true 0.05 6055

ENSGALP00000003737 CID 163 - 179 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1988,05)" 4864 true 1.33 6056



ENSGALP00000027488 CID 212 - 229
periostin osteoblast specific factor - 
CGNC Symbol 12805 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1988,14)" 5136 6057

ENSGALP00000016538 CID 80 - 97 calpain 11 - CGNC Symbol 54348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1989,06)" 5934 6058

ENSGALP00000040836 CID 109 - 126
acidic residue methyltransferase 1 - 
CGNC Symbol 9819 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(1989,18)" 931 true 1.5 6059

ENSGALP00000004013 CID 1,523 - 1,540 talin 1 - CGNC Symbol 1830 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1990,14)" 110 false 6060



ENSGALP00000041749 CID 184 - 200
guanine nucleotide binding protein (G 
protein) alpha 13 - CGNC Symbol 3014 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1991,05)" 1306 6061

ENSGALP00000013964 CID 104 - 121
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1991,05)" 3633 6062

ENSGALP00000020884 CID 104 - 121
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1991,05)" 3633 6063

ENSGALP00000022436 CID 49 - 66 tubulin beta class I - HGNC:20778 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1991,05)" 3633 6064



ENSGALP00000036720 CID 895 - 910
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1991,06)" 3215 6065

ENSGALP00000006939 CID 555 - 573 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1991,97)" 1308 true 0.82 6066

ENSGALP00000025508 CID 397 - 412
SR-related CTD-associated factor 4 - 
CGNC Symbol 11826 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1991,97)" 3782 true 0.35 6067

ENSGALP00000017951 CID 104 - 119
translin-associated factor X - CGNC 
Symbol 8383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1991,99)" 7380 true 0.35 6068



ENSGALP00000013963 CID 1,080 - 1,099
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1993,00)" 2346 true 0.8 6069

ENSGALP00000007466 CID 21 - 36

actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 
15421 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1993,01)" 802 true 0.87 6070

ENSGALP00000019016 CID 37 - 54

nucleolar protein interacting with the 
FHA domain of MKI67 - CGNC Symbol 
8852 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1993,07)" 9265 true 1.87 6071

ENSGALP00000012481 CID 122 - 140
ribosomal protein L4 - CGNC Symbol 
5828 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(1993,08)" 2214 true 0.91 6072



ENSGALP00000003376 CID 212 - 230
acyl-CoA oxidase 1 palmitoyl - CGNC 
Symbol 50495 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1993,15)" 458 false 6073

ENSGALP00000019031 CID 475 - 490 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(1994,00)" 1813 false 6074

ENSGALP00000019040 CID 1,013 - 1,030
nucleoporin 205kDa - CGNC Symbol 
8864 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(1995,06)" 281 true 0.71 6075

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - RefSeq 
mRNA NM_001030753 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1995,26)" 4697 true 0.07 6076



ENSGALP00000003152 CID 527 - 544
adenosylhomocysteinase - CGNC 
Symbol 1443 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1995,97)" 2245 true 1.02 6077

ENSGALP00000006939 CID 555 - 573 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1996,00)" 1073 6078

ENSGALP00000025508 CID 397 - 412
SR-related CTD-associated factor 4 - 
CGNC Symbol 11826 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1996,00)" 1210 6079

ENSGALP00000017951 CID 104 - 119
translin-associated factor X - CGNC 
Symbol 8383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1996,03)" 5952 6080



ENSGALP00000023523 CID 98 - 115 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1996,09)" 7096 false 6081

ENSGALP00000003898 CID 836 - 853 matrin 3 - CGNC Symbol 1772 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(1996,12)" 1979 true 0.55 6082

ENSGALP00000023115 CID 183 - 199
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1996,99)" 2744 false 6083

ENSGALP00000013963 CID 1,080 - 1,099
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(1997,03)" 1866 6084



ENSGALP00000009873 CID 156 - 174
collagen type VI alpha 2 - CGNC Symbol 
4597 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1997,05)" 1185 true 0.87 6085

ENSGALP00000019016 CID 37 - 54

nucleolar protein interacting with the 
FHA domain of MKI67 - CGNC Symbol 
8852 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1997,10)" 18246 6086

ENSGALP00000026345 CID 42 - 59
acid phosphatase 1 soluble - CGNC 
Symbol 12245 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1997,92)" 2663 true 1.34 6087

ENSGALP00000015051 CID 340 - 357
pleiotropic regulator 1 - CGNC Symbol 
7032 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1997,96)" 1173 true 1.6 6088



ENSGALP00000003646 CID 256 - 272
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(1998,09)" 1185 false 6089

ENSGALP00000003646 CID 198 - 215
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1999,06)" 2114 true 1.76 6090

ENSGALP00000008236 CID 1,214 - 1,232
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(1999,07)" 2305 true 1.94 6091

ENSGALP00000041804 CID 62 - 78

cysteine and histidine-rich domain-
containing protein 1 - Refseq 
NP_001026003 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(1999,22)" 816 false 6092



ENSGALP00000003152 CID 527 - 544
adenosylhomocysteinase - CGNC 
Symbol 1443 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(1999,99)" 1588 6093

ENSGALP00000013053 CID 117 - 132

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2000,92)" 14303 true 0.47 6094

ENSGALP00000012481 CID 122 - 140
ribosomal protein L4 - CGNC Symbol 
5828 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2001,18)" 2014 true 0.91 6095

ENSGALP00000041744 CID Oct-28
SEC22 homolog B vesicle trafficking 
protein - CGNC Symbol 52179 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2001,95)" 1548 true 0.89 6096



ENSGALP00000015051 CID 340 - 357
pleiotropic regulator 1 - CGNC Symbol 
7032 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2001,99)" 1561 6097

ENSGALP00000003646 CID 198 - 215
glutamic-oxaloacetic transaminase 2 - 
CGNC Symbol 1656 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2003,08)" 3714 6098

ENSGALP00000008236 CID 1,214 - 1,232
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2003,09)" 5678 6099

ENSGALP00000006298 CID 46 - 62
apolipoprotein H (beta-2-glycoprotein 
I) - CGNC Symbol 2904 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2003,21)" 13213 true 1.07 6100



ENSGALP00000003898 CID 836 - 853 matrin 3 - CGNC Symbol 1772 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2004,16)" 941 true 0.55 6101

ENSGALP00000005643 CID 179 - 195

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2004,94)" 4306 true 4.1 6102

ENSGALP00000013053 CID 117 - 132

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member A - 
CGNC Symbol 50017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2004,95)" 6260 6103

ENSGALP00000041744 CID Oct-28
SEC22 homolog B vesicle trafficking 
protein - CGNC Symbol 52179 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2005,97)" 1381 6104



ENSGALP00000003954 CID 239 - 255
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2006,06)" 9866 true 0.6 6105

ENSGALP00000001062 CID 58 - 75 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2006,20)" 17962 false 6106

ENSGALP00000005729 CID 21 - 38
NADH:ubiquinone oxidoreductase 
subunit S5 - CGNC Symbol 2647 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2007,97)" 1687 true 1.78 6107

ENSGALP00000005643 CID 179 - 195

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2008,97)" 14259 6108



ENSGALP00000013240 CID 581 - 597
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2008,97)" 2742 true 1.36 6109

ENSGALP00000036720 CID 3,825 - 3,841
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2009,02)" 1994 true 4.3 6110

ENSGALP00000008236 CID 215 - 232
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2009,17)" 621 true 3.99 6111

ENSGALP00000003850 CID 431 - 449
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2009,24)" 63009 false 6112



ENSGALP00000025762 CID Feb-18
runt-related transcription factor 1 - 
CGNC Symbol 49673 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2009,99)" 14019 6113

ENSGALP00000010510 CID 138 - 155
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2010,04)" 28408 true 1.45 6114

ENSGALP00000015657 CID 96 - 113 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2010,12)" 60917 true 1.5 6115

ENSGALP00000042680 CID 96 - 113

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2010,12)" 60917 true 1.5 6116



ENSGALP00000022235 CID 67 - 84
CNDP dipeptidase 2 (metallopeptidase 
M20 family) - CGNC Symbol 13892 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2011,30)" 4110 false 6117

ENSGALP00000001332 CID 491 - 506
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2011,92)" 7428 true 1.76 6118

ENSGALP00000013240 CID 1,831 - 1,847
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2012,00)" 1006 true 1.48 6119

ENSGALP00000005729 CID 21 - 38
NADH:ubiquinone oxidoreductase 
subunit S5 - CGNC Symbol 2647 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2012,00)" 3336 6120



ENSGALP00000015257 CID 561 - 577
ribosome binding protein 1 - CGNC 
Symbol 6587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2012,94)" 1034 false 6121

ENSGALP00000041772 CID 119 - 135

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2012,94)" 481 true 1.23 6122

ENSGALP00000036720 CID 3,825 - 3,841
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2013,04)" 12286 6123

ENSGALP00000010510 CID 138 - 155
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2014,04)" 21997 6124



ENSGALP00000003954 CID 239 - 255
splicing factor proline/glutamine-rich - 
CGNC Symbol 49487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2014,11)" 5242 true 0.6 6125

ENSGALP00000001446 CID 170 - 189
leucine rich repeat containing 47 - 
CGNC Symbol 649 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2015,20)" 790 true 0.68 6126

ENSGALP00000001332 CID 491 - 506
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2015,94)" 12568 6127

ENSGALP00000035339 CID 356 - 374

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2016,06)" 5105 true 2.36 6128



ENSGALP00000015988 CID 98 - 115
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2016,15)" 547 6129

ENSGALP00000023443 CID 252 - 269
phytanoyl-CoA 2-hydroxylase - CGNC 
Symbol 10813 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2016,16)" 1147 false 6130

ENSGALP00000041772 CID 119 - 135

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2016,97)" 590 6131

ENSGALP00000015988 CID 71 - 86
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2016,97)" 9524 true 0.32 6132



ENSGALP00000023523 CID 71 - 86 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2016,97)" 9524 true 0.32 6133

ENSGALP00000013240 CID 581 - 597
spectrin beta non-erythrocytic 1 - CGNC 
Symbol 6184 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2017,02)" 3740 false 1.36 6134

ENSGALP00000012641 CID 2,961 - 2,977 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2017,07)" 1058 false 6135

ENSGALP00000038979 CID 2,269 - 2,286
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2017,07)" 1058 false 6136



ENSGALP00000015817 CID 259 - 276

solute carrier family 25 
(aspartate/glutamate carrier) member 
13 - CGNC Symbol 7395 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2017,11)" 2909 6137

ENSGALP00000000088 CID 160 - 178
proteasome subunit alpha type-5 - 
Refseq NP_001026578 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2018,03)" 514 false 6138

ENSGALP00000042680 CID 96 - 113

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2018,16)" 114901 true 1.46 6139

ENSGALP00000015657 CID 96 - 113 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2018,16)" 114901 true 1.46 6140



ENSGALP00000022402 CID 96 - 113
galactose mutarotase (aldose 1-
epimerase) - CGNC Symbol 10350 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2019,03)" 7508 6141

ENSGALP00000001446 CID 170 - 189
leucine rich repeat containing 47 - 
CGNC Symbol 649 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2019,23)" 404 6142

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding inhibitor 
(GABA receptor modulator acyl-CoA 
binding protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2020,01)" 8564 true 1.32 6143

ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - CGNC 
Symbol 10005 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2020,02)" 6442 false 6144



ENSGALP00000001145 CID 79 - 95
DnaJ heat shock protein family (Hsp40) 
member C8 - CGNC Symbol 507 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2020,05)" 1542 true 0.35 6145

ENSGALP00000035339 CID 356 - 374

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2020,08)" 13249 6146

ENSGALP00000015988 CID 98 - 115
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2020,12)" 1322 false 6147

ENSGALP00000026487 CID 83 - 101
protein disulfide isomerase family A 
member 6 - CGNC Symbol 12314 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2021,07)" 1587 false 6148



ENSGALP00000014935 CID 227 - 245
fragile X mental retardation 1 - CGNC 
Symbol 51729 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2023,03)" 538 true 2.04 6149

ENSGALP00000015176 CID 503 - 520
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2024,00)" 1973 true 1.48 6150

ENSGALP00000016308 CID 16 - 33
signal recognition particle 54kDa - 
CGNC Symbol 16066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2024,11)" 390 false 6151

ENSGALP00000007472 CID 34 - 51
PDGFA associated protein 1 - CGNC 
Symbol 3481 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2024,95)" 1385 false 6152



ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2025,02)" 44994 true 1.01 6153

ENSGALP00000003737 CID 203 - 221 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2025,02)" 1498 false 6154

ENSGALP00000002493 CID 16 - 35
ribosomal protein L23 - CGNC Symbol 
1138 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2026,08)" 2226 true 1.6 6155

ENSGALP00000019468 CID 34 - 49 aconitase 2 - CGNC Symbol 9059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2026,94)" 551 true 1.57 6156



ENSGALP00000014509 CID 119 - 136
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2027,05)" 5033 true 0.48 6157

ENSGALP00000014935 CID 227 - 245
fragile X mental retardation 1 - CGNC 
Symbol 51729 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2027,05)" 1098 6158

ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - CGNC 
Symbol 10005 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2028,01)" 30982 true 2.71 6159

ENSGALP00000015176 CID 503 - 520
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2028,01)" 2874 6160



ENSGALP00000017495 CID 119 - 138 scinderin - CGNC Symbol 8188 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2028,04)" 2446 true 0.85 6161

ENSGALP00000013273 CID 97 - 113
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2028,04)" 2297 true 0.5 6162

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding inhibitor 
(GABA receptor modulator acyl-CoA 
binding protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2028,05)" 17994 true 1.32 6163

ENSGALP00000009286 CID 451 - 468
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2028,05)" 8014 true 1.26 6164



ENSGALP00000017556 CID 262 - 279 legumain - CGNC Symbol 8216 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2028,99)" 344 6165

ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2029,05)" 45442 6166

ENSGALP00000021907 CID 117 - 132

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member E - 
CGNC Symbol 52680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2029,94)" 7266 true 0.24 6167

P04264 CID 252 - 267
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2029,94)" 7266 false 0.24 6168



ENSGALP00000012919 CID 20 - 38
hematological and neurological 
expressed 1 - CGNC Symbol 6027 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2030,09)" 15180 true 0.08 6169

ENSGALP00000006939 CID 463 - 481 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2031,96)" 10628 true 1.21 6170

ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - CGNC 
Symbol 10005 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2031,99)" 1715 6171

ENSGALP00000017495 CID 119 - 138 scinderin - CGNC Symbol 8188 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2032,06)" 9088 6172



ENSGALP00000013273 CID 97 - 113
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2032,07)" 772 6173

ENSGALP00000009286 CID 451 - 468
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2032,08)" 13094 6174

ENSGALP00000023523 CID 98 - 115 actin beta-like 2 - CGNC Symbol 52851 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2032,21)" 4603 false 6175

ENSGALP00000014308 CID 255 - 271
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2032,93)" 752 6176



ENSGALP00000021907 CID 117 - 132

acidic (leucine-rich) nuclear 
phosphoprotein 32 family member E - 
CGNC Symbol 52680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2033,97)" 1070 6177

ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2034,02)" 18943 true 0.31 6178

ENSGALP00000002493 CID 16 - 35
ribosomal protein L23 - CGNC Symbol 
1138 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2034,13)" 3553 true 1.6 6179

ENSGALP00000042929 CID 240 - 256 glutathione reductase - HGNC:4623 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2034,99)" 697 false 6180



ENSGALP00000019468 CID 34 - 49 aconitase 2 - CGNC Symbol 9059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2034,99)" 1486 true 1.57 6181

ENSGALP00000039157 CID 986 - 1,002 ATP citrate lyase - CGNC Symbol 2533 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2035,09)" 3213 false 6182

ENSGALP00000014509 CID 119 - 136
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2035,10)" 2266 true 0.48 6183

ENSGALP00000006939 CID 463 - 481 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2035,99)" 12087 6184



ENSGALP00000008824 CID 76 - 92
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2036,03)" 123170 false 3.23 6185

ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - CGNC 
Symbol 10005 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2036,03)" 123170 true 3.23 6186

ENSGALP00000000236 CID 671 - 689
antigen peptide transporter 2 - Refseq 
NP_001092827 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2036,06)" 565 false 6187

ENSGALP00000038782 CID 138 - 153 nucleobindin 2 - CGNC Symbol 51883 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2036,97)" 817 true 2.93 6188



ENSGALP00000036774 CID 374 - 389
DnaJ (Hsp40) homolog subfamily A 
member 1 - CGNC Symbol 53066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2037,89)" 425 true 1.92 6189

ENSGALP00000015846 CID 34 - 49
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2037,91)" 3391 6190

ENSGALP00000013987 CID 970 - 986
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2038,01)" 7908 true 1.23 6191

ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear 
ribonucleoprotein M - CGNC Symbol 
51167 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2038,05)" 5533 6192



ENSGALP00000014383 CID 210 - 228
fragile X mental retardation autosomal 
homolog 1 - CGNC Symbol 52301 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2039,06)" 778 true 2.29 6193

ENSGALP00000014935 CID 227 - 245
fragile X mental retardation 1 - CGNC 
Symbol 51729 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2039,06)" 778 false 2.29 6194

ENSGALP00000008128 CID Aug-25
nucleoporin 210kDa - CGNC Symbol 
3777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2039,09)" 809 false 6195

ENSGALP00000019031 CID 222 - 237 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2039,71)" 1279 6196



ENSGALP00000035905 CID 384 - 402
cell division cycle 5 like - CGNC Symbol 
12520 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2040,02)" 687 true 0.62 6197

ENSGALP00000017123 CID 54 - 73
lymphoid enhancer binding factor 1 - 
CGNC Symbol 7997 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2040,05)" 1832 false 6198

ENSGALP00000038618 CID 76 - 92
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2041,85)" 912 true 1.03 6199

ENSGALP00000036774 CID 374 - 389
DnaJ (Hsp40) homolog subfamily A 
member 1 - CGNC Symbol 53066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2041,92)" 815 6200



ENSGALP00000013987 CID 970 - 986
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2042,04)" 9243 6201

ENSGALP00000009487 CID 140 - 156 ribophorin I - CGNC Symbol 4413 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2042,07)" 3747 6202

ENSGALP00000032039 CID 137 - 153 leupaxin - CGNC Symbol 14208 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2042,88)" 1456 true 0.61 6203

ENSGALP00000008498 CID Jan-16 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2043,01)" 6691 true 0.72 6204



ENSGALP00000025475 CID 43 - 60

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2043,02)" 848 true 1.26 6205

ENSGALP00000009085 CID 574 - 591
ubiquitin specific peptidase 10 - CGNC 
Symbol 4228 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2043,08)" 15837 true 1.23 6206

ENSGALP00000014935 CID 227 - 245
fragile X mental retardation 1 - CGNC 
Symbol 51729 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2043,08)" 2852 6207

ENSGALP00000014383 CID 210 - 228
fragile X mental retardation autosomal 
homolog 1 - CGNC Symbol 52301 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2043,08)" 2852 6208



ENSGALP00000040638 CID 1,141 - 1,158 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2043,09)" 2325 false 6209

ENSGALP00000000383 CID 1,403 - 1,419
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2043,11)" 613 true 0.51 6210

ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - CGNC 
Symbol 10005 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2044,00)" 900 true 2.71 6211

ENSGALP00000019031 CID 424 - 440 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2044,00)" 1528 6212



ENSGALP00000023274 CID Feb-19
non-SMC condensin I complex subunit 
D2 - CGNC Symbol 50724 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2044,01)" 1570 6213

ENSGALP00000035905 CID 384 - 402
cell division cycle 5 like - CGNC Symbol 
12520 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2044,04)" 424 6214

ENSGALP00000038782 CID 138 - 153 nucleobindin 2 - CGNC Symbol 51883 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2045,02)" 4340 true 2.93 6215

ENSGALP00000015061 CID 187 - 202
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2045,04)" 3636 false 6216



ENSGALP00000018265 CID 251 - 267

serpin peptidase inhibitor clade H (heat 
shock protein 47) member 1 (collagen 
binding protein 1) - CGNC Symbol 8518 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2045,08)" 18536 6217

ENSGALP00000038618 CID 76 - 92
NSFL1 (p97) cofactor (p47) - CGNC 
Symbol 50955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2045,87)" 938 6218

ENSGALP00000020154 CID Dec-28
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2045,92)" 232 false 6219

ENSGALP00000005520 CID 105 - 123
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2045,95)" 2176 true 19.24 6220



ENSGALP00000001456 CID 143 - 158

elongation factor Tu GTP binding 
domain containing 2 - CGNC Symbol 
656 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2045,99)" 984 false 6221

ENSGALP00000019755 CID Feb-19
eukaryotic translation initiation factor 3 
subunit M - CGNC Symbol 9182 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2046,00)" 6381 6222

ENSGALP00000032039 CID 137 - 153 leupaxin - CGNC Symbol 14208 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2046,91)" 881 6223

ENSGALP00000025475 CID 43 - 60

synaptotagmin binding cytoplasmic 
RNA interacting protein - CGNC Symbol 
51548 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2047,03)" 2293 6224



ENSGALP00000017495 CID 557 - 574 scinderin - CGNC Symbol 8188 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2047,07)" 436 false 6225

ENSGALP00000009085 CID 574 - 591
ubiquitin specific peptidase 10 - CGNC 
Symbol 4228 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2047,10)" 19408 6226

ENSGALP00000015063 CID 44 - 60
fibrinogen gamma chain - CGNC 
Symbol 7041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2048,97)" 2706 false 6227

ENSGALP00000025593 CID 2,922 - 2,937
collagen type XII alpha 1 - CGNC 
Symbol 49526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2049,01)" 4737 6228



ENSGALP00000005520 CID 105 - 123
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2049,98)" 46145 6229

ENSGALP00000008498 CID Jan-16 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2051,05)" 3813 true 0.72 6230

ENSGALP00000020830 CID 227 - 242

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2051,89)" 1590 true 2.56 6231

ENSGALP00000000423 CID 16 - 32
cysteine and glycine-rich protein 1 - 
CGNC Symbol 188 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2052,00)" 718 false 6232



ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - CGNC 
Symbol 10005 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2052,08)" 10645 true 2.71 6233

ENSGALP00000010387 CID 30 - 47
nucleosome assembly protein 1-like 4 - 
CGNC Symbol 51885 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2052,10)" 1710 false 6234

ENSGALP00000005090 CID 460 - 477
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2052,13)" 1091 false 6235

ENSGALP00000013622 CID 428 - 446
5'-3' exoribonuclease 2 - CGNC Symbol 
6344 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2053,04)" 4692 true 0.29 6236



ENSGALP00000002828 CID 368 - 385
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2054,03)" 454 false 6237

ENSGALP00000013862 CID 1,078 - 1,096
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2054,13)" 3877 true 0.49 6238

ENSGALP00000020830 CID 227 - 242

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2055,91)" 5425 6239

ENSGALP00000013622 CID 428 - 446
5'-3' exoribonuclease 2 - CGNC Symbol 
6344 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2057,08)" 755 6240



ENSGALP00000033650 CID 349 - 366
FYN binding protein - CGNC Symbol 
2773 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2057,15)" 639 false 6241

ENSGALP00000017341 CID 306 - 321

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2057,99)" 2562 true 0.76 6242

ENSGALP00000004641 CID 51 - 67
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2058,02)" 3328 true 0.69 6243

ENSGALP00000008735 CID 275 - 291
helicase lymphoid-specific - CGNC 
Symbol 4060 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2058,04)" 2869 true 2.05 6244



ENSGALP00000037462 CID 337 - 354 thymopoietin - CGNC Symbol 50621 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2059,96)" 12122 true 0.63 6245

ENSGALP00000035478 CID 2,107 - 2,125 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2061,94)" 1740 true 2.91 6246

ENSGALP00000008735 CID 275 - 291
helicase lymphoid-specific - CGNC 
Symbol 4060 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2062,07)" 7851 6247

ENSGALP00000013862 CID 1,078 - 1,096
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2062,16)" 1313 true 0.49 6248



ENSGALP00000011696 CID 245 - 262
Aly/REF export factor - CGNC Symbol 
5467 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2063,00)" 7762 true 0.25 6249

ENSGALP00000032274 CID Jan-20

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2063,07)" 13269 6250

ENSGALP00000002796 CID 68 - 85
eukaryotic translation initiation factor 6 
- CGNC Symbol 1275 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2063,11)" 859 6251

ENSGALP00000016978 CID 41 - 60
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2063,94)" 4342 true 0.89 6252



ENSGALP00000037462 CID 337 - 354 thymopoietin - CGNC Symbol 50621 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2063,98)" 7071 6253

ENSGALP00000036834 CID 492 - 510
microsomal triglyceride transfer 
protein - CGNC Symbol 9320 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2064,02)" 6549 6254

ENSGALP00000035973 CID 45 - 63

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2064,08)" 929 6255

ENSGALP00000022734 CID 57 - 74

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - 
Refseq NP_001026550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2064,10)" 4777 true 0.5 6256



ENSGALP00000035478 CID 2,107 - 2,125 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2065,97)" 5695 6257

ENSGALP00000017341 CID 306 - 321

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC Symbol 
8107 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2066,04)" 1942 true 0.76 6258

ENSGALP00000020445 CID 1,194 - 1,210
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2066,08)" 4229 false 0.48* 6259

ENSGALP00000036764 CID 407 - 424
poly(A) polymerase alpha - CGNC 
Symbol 8431 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2066,12)" 442 true 0.81 6260



ENSGALP00000017386 CID 320 - 337
adenylosuccinate synthase - CGNC 
Symbol 53408 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2066,17)" 1899 false 6261

ENSGALP00000011696 CID 245 - 262
Aly/REF export factor - CGNC Symbol 
5467 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2067,02)" 1760 6262

ENSGALP00000033594 CID 61 - 79
phosphohistidine phosphatase 1 - 
CGNC Symbol 14487 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2068,92)" 1030 6263

ENSGALP00000030147 CID 106 - 124
family with sequence similarity 49 
member B - CGNC Symbol 12196 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2069,12)" 12937 true 0.27 6264



ENSGALP00000040773 CID 103 - 122 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2070,11)" 804 true 0.66 6265

ENSGALP00000016978 CID 41 - 60
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2071,99)" 4298 true 0.89 6266

ENSGALP00000023793 CID 71 - 89
splicing regulatory glutamic acid/lysine-
rich protein 1 - CGNC Symbol 10959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2072,06)" 1762 true 0.7 6267

ENSGALP00000022734 CID 57 - 74

small glutamine-rich tetratricopeptide 
repeat-containing protein alpha - 
Refseq NP_001026550 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2072,15)" 2091 true 0.5 6268



ENSGALP00000035370 CID 107 - 124
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2072,85)" 392 true 0.66 6269

ENSGALP00000000383 CID 956 - 974
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2073,05)" 25983 6270

ENSGALP00000030147 CID 106 - 124
family with sequence similarity 49 
member B - CGNC Symbol 12196 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2073,15)" 3222 6271

ENSGALP00000010754 CID 131 - 149
microtubule-associated protein RP/EB 
family member 1 - CGNC Symbol 50961 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2073,19)" 231 true 1.09 6272



ENSGALP00000015257 CID 708 - 724
ribosome binding protein 1 - CGNC 
Symbol 6587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2073,90)" 522 6273

ENSGALP00000005971 CID 180 - 196 annexin A2 - CGNC Symbol 49740 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2073,95)" 413 6274

ENSGALP00000035478 CID 1,162 - 1,181 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2074,04)" 1974 6275

ENSGALP00000018195 CID 161 - 180
proteasome subunit beta 1 - CGNC 
Symbol 8487 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2074,13)" 444 true 1.2 6276



ENSGALP00000005680 CID 199 - 215 adenylate kinase 2 - CGNC Symbol 2627 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2074,13)" 444 false 1.16 6277

ENSGALP00000038753 CID 490 - 508 coronin 7 - CGNC Symbol 50317 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2074,95)" 998 true 0.8 6278

ENSGALP00000036304 CID 106 - 122
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2075,21)" 65007 true 1.43 6279

ENSGALP00000023793 CID 71 - 89
splicing regulatory glutamic acid/lysine-
rich protein 1 - CGNC Symbol 10959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2076,08)" 1242 6280



ENSGALP00000020445 CID 1,677 - 1,694
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2077,01)" 1757 true 1.16 6281

ENSGALP00000038979 CID 932 - 950
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2077,01)" 1496 true 1.09 6282

ENSGALP00000015735 CID 17 - 32
Sjogren syndrome antigen B - CGNC 
Symbol 7359 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2080,04)" 2309 true 0.88 6283

ENSGALP00000010405 CID 602 - 619
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2080,12)" 139 6284



ENSGALP00000035370 CID 107 - 124
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2080,90)" 163 true 0.66 6285

ENSGALP00000038979 CID 932 - 950
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2081,05)" 1253 6286

ENSGALP00000020445 CID 1,677 - 1,694
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2081,05)" 3315 6287

ENSGALP00000036405 CID 92 - 109
proteasome 26S subunit ATPase 6 - 
CGNC Symbol 9424 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2081,22)" 7002 false 6288



ENSGALP00000025020 CID 175 - 191
GrpE like 1 mitochondrial - CGNC 
Symbol 51840 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2082,07)" 4098 false 6289

ENSGALP00000018715 CID 334 - 351
scavenger receptor class B member 2 - 
CGNC Symbol 8738 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2082,15)" 629 false 6290

ENSGALP00000018195 CID 161 - 180
proteasome subunit beta 1 - CGNC 
Symbol 8487 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2082,17)" 533 true 1.2 6291

ENSGALP00000000383 CID 909 - 927
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2082,34)" 404 false 6292



ENSGALP00000012878 CID 57 - 75
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2083,09)" 10827 false 6293

ENSGALP00000036304 CID 106 - 122
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2083,26)" 93855 true 1.43 6294

ENSGALP00000015063 CID 368 - 385
fibrinogen gamma chain - CGNC 
Symbol 7041 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2084,03)" 4605 6295

ENSGALP00000010754 CID 131 - 149
microtubule-associated protein RP/EB 
family member 1 - CGNC Symbol 50961 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2085,27)" 251 true 1.09 6296



ENSGALP00000038878 CID 239 - 254
collagen type VI alpha 1 - CGNC Symbol 
4468 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2085,81)" 923 6297

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2087,11)" 1087 false 6298

ENSGALP00000012163 CID 665 - 681
transcription elongation regulator 1 - 
CGNC Symbol 5680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2088,02)" 2130 false 6299

ENSGALP00000019613 CID 201 - 219
adenylosuccinate lyase - CGNC Symbol 
9122 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2088,07)" 1799 false 6300



ENSGALP00000003296 CID 271 - 289

lymphocyte cytosolic protein 2 (SH2 
domain containing leukocyte protein of 
76kDa) - CGNC Symbol 1506 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2090,12)" 4132 false 6301

ENSGALP00000012878 CID 57 - 75
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2091,11)" 28532 true 2.14 6302

ENSGALP00000035996 CID Dec-31
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2092,09)" 29561 true 2.03 6303

ENSGALP00000003850 CID 181 - 197
chaperonin containing TCP1 subunit 6A 
(zeta 1) - CGNC Symbol 50541 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2093,14)" 227 false 6304



ENSGALP00000023990 CID 239 - 257
golgi-associated PDZ and coiled-coil 
motif containing - CGNC Symbol 11060 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2093,16)" 1155 true 3.21 6305

ENSGALP00000017661 CID 153 - 171
USO1 vesicle transport factor - CGNC 
Symbol 8265 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2093,16)" 1980 true 2.9 6306

ENSGALP00000007490 CID 84 - 100 moesin - HGNC:7373 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2094,02)" 9003 false 6307

ENSGALP00000022250 CID 79 - 96
cytochrome b5 type A (microsomal) - 
CGNC Symbol 10264 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2094,13)" 19163 true 3.16 6308



ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2095,10)" 3114 true 1.33 6309

ENSGALP00000019435 CID 108 - 125

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - CGNC 
Symbol 9043 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2095,16)" 20463 true 0.87 6310

ENSGALP00000007934 CID 400 - 416
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2097,09)" 46204 true 2.75 6311

ENSGALP00000000025 CID 372 - 391 AP2 associated kinase 1 - HGNC:19679 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2097,16)" 368 true 0.97 6312



ENSGALP00000017661 CID 153 - 171
USO1 vesicle transport factor - CGNC 
Symbol 8265 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2097,19)" 6366 6313

ENSGALP00000023990 CID 239 - 257
golgi-associated PDZ and coiled-coil 
motif containing - CGNC Symbol 11060 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2097,19)" 5385 6314

ENSGALP00000014480 CID 37 - 56
Hsap of 16: GIMAP1-GIMAP5 
readthrough - HGNC:51257 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2097,93)" 290 false 6315

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2099,13)" 288 6316



ENSGALP00000012878 CID 57 - 75
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2099,16)" 62283 true 2.14 6317

ENSGALP00000001565 CID 709 - 727

discs large (Drosophila) homolog-
associated protein 4 - CGNC Symbol 
708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2099,95)" 327 true 0.84 6318

ENSGALP00000035996 CID Dec-31
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2100,14)" 61497 true 2.03 6319

ENSGALP00000006038 CID 78 - 96 ribophorin II - CGNC Symbol 2792 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2101,05)" 10920 6320



ENSGALP00000007934 CID 400 - 416
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2101,11)" 131049 6321

ENSGALP00000022250 CID 79 - 96
cytochrome b5 type A (microsomal) - 
CGNC Symbol 10264 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2102,18)" 62702 true 3.16 6322

ENSGALP00000035339 CID 431 - 448

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2103,14)" 3169 true 1.33 6323

ENSGALP00000019435 CID 108 - 125

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - CGNC 
Symbol 9043 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2103,21)" 17556 true 0.87 6324



ENSGALP00000001565 CID 709 - 727

discs large (Drosophila) homolog-
associated protein 4 - CGNC Symbol 
708 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2103,97)" 276 6325

ENSGALP00000043196 CID 13 - 31
marker of proliferation Ki-67 - CGNC 
Symbol 16321 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2104,02)" 2585 false 6326

ENSGALP00000037905 CID 339 - 356 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2104,07)" 4228 6327

ENSGALP00000023439 CID 451 - 470
protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 10812 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2104,10)" 1917 true 0.82 6328



ENSGALP00000041772 CID 144 - 161

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2104,13)" 1873 true 1.11 6329

ENSGALP00000007379 CID 131 - 147

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2104,99)" 1637 true 1.63 6330

ENSGALP00000029993 CID 53 - 73
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2105,14)" 5136 true 0.41 6331

ENSGALP00000026633 CID 200 - 220

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2105,22)" 3499 true 1.19 6332



ENSGALP00000012878 CID 57 - 75
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2107,11)" 1322 true 1.2 6333

ENSGALP00000010153 CID 861 - 879
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2107,14)" 3206 true 0.62 6334

ENSGALP00000041772 CID 144 - 161

nudix (nucleoside diphosphate linked 
moiety X)-type motif 16-like 1 - CGNC 
Symbol 20168 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2108,15)" 2078 6335

ENSGALP00000005182 CID 601 - 618
signal transducer and activator of 
transcription 5B - CGNC Symbol 49373 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2108,16)" 6697 true 0.7 6336



ENSGALP00000000726 CID 35 - 51

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq mRNA 
NM_001302096 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2109,01)" 1633 false 6337

ENSGALP00000007379 CID 131 - 147

guanine nucleotide binding protein (G 
protein) alpha inhibiting activity 
polypeptide 2 - CGNC Symbol 49773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2109,02)" 2211 6338

ENSGALP00000029993 CID 53 - 73
Rho GDP dissociation inhibitor (GDI) 
beta - CGNC Symbol 8920 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2109,17)" 2112 6339

ENSGALP00000026633 CID 200 - 220

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2109,25)" 4176 6340



ENSGALP00000026123 CID 508 - 524

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2111,04)" 3067 true 0.42 6341

ENSGALP00000026509 CID 427 - 445
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2111,16)" 771 true 0.76 6342

ENSGALP00000010153 CID 861 - 879
proteasome 26S subunit non-ATPase 2 - 
CGNC Symbol 4727 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2111,17)" 1768 6343

ENSGALP00000010405 CID 602 - 619
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2112,18)" 32308 false 6344



ENSGALP00000007934 CID 400 - 416
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2113,07)" 2733 true 3.16 6345

ENSGALP00000020563 CID 115 - 135
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2113,18)" 1704 false 6346

ENSGALP00000000383 CID 909 - 927
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2114,41)" 58600 false 6347

ENSGALP00000026123 CID 508 - 524

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC Symbol 
50794 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2115,06)" 3959 6348



ENSGALP00000012878 CID 57 - 75
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2115,16)" 3987 true 1.2 6349

ENSGALP00000008498 CID 187 - 204 transketolase - CGNC Symbol 3953 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2116,14)" 24339 true 1.13 6350

ENSGALP00000002349 CID 20 - 37
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2117,04)" 49347 true 0.8 6351

ENSGALP00000038435 CID 222 - 240

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2117,05)" 6760 6352



ENSGALP00000007934 CID 400 - 416
glucose-6-phosphate isomerase - CGNC 
Symbol 3683 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2117,09)" 10360 6353

ENSGALP00000021708 CID 125 - 144
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2117,96)" 791 true 1.25 6354

ENSGALP00000000615 CID 94 - 110
karyopherin subunit beta 1 - 
HGNC:6400 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2119,99)" 2749 true 0.92 6355

ENSGALP00000008498 CID 187 - 204 transketolase - CGNC Symbol 3953 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2120,13)" 922 true 0.92 6356



ENSGALP00000002349 CID 20 - 37
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2121,07)" 38140 6357

ENSGALP00000021708 CID 125 - 144
Hsap of 4: poly(rC) binding protein 2 - 
HGNC:8648 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2122,00)" 3337 6358

ENSGALP00000038435 CID 527 - 544

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2122,17)" 38069 6359

ENSGALP00000005090 CID 653 - 670
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2123,09)" 470 true 1.73 6360



ENSGALP00000000615 CID 94 - 110
karyopherin subunit beta 1 - 
HGNC:6400 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2124,01)" 2519 6361

ENSGALP00000008498 CID 187 - 204 transketolase - CGNC Symbol 3953 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2124,19)" 27076 true 0.92 6362

ENSGALP00000013294 CID 405 - 422
5'-nucleotidase cytosolic II - CGNC 
Symbol 6204 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2125,07)" 240 false 6363

ENSGALP00000027015 CID 684 - 702
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2125,12)" 2588 true 1.53 6364



ENSGALP00000008299 CID 533 - 551
family with sequence similarity 120A - 
CGNC Symbol 3854 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2125,16)" 2704 true 1.84 6365

ENSGALP00000010303 CID 1,055 - 1,075 interleukin 16 - CGNC Symbol 4808 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2127,24)" 1356 false 6366

ENSGALP00000043256 CID 154 - 173
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2128,12)" 3456 true 3.19 6367

ENSGALP00000003898 CID 488 - 506 matrin 3 - CGNC Symbol 1772 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2128,21)" 914 false 6368



ENSGALP00000015277 CID 20 - 37
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2129,07)" 31617 true 0.85 6369

ENSGALP00000013862 CID 1,496 - 1,513
eukaryotic translation initiation factor 4 
gamma 1 - CGNC Symbol 6463 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2129,08)" 1119 6370

ENSGALP00000027015 CID 684 - 702
eukaryotic translation initiation factor 
5B - CGNC Symbol 12572 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2129,13)" 4667 6371

ENSGALP00000008299 CID 533 - 551
family with sequence similarity 120A - 
CGNC Symbol 3854 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2129,19)" 5838 6372



ENSGALP00000000383 CID 594 - 611
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2130,24)" 5253 false 6373

ENSGALP00000038677 CID 177 - 194
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2131,13)" 559 6374

ENSGALP00000005090 CID 653 - 670
UPF1 RNA helicase and ATPase - CGNC 
Symbol 2340 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2131,16)" 415 true 1.73 6375

ENSGALP00000036720 CID 1,642 - 1,660
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2131,22)" 557 false 6376



ENSGALP00000003823 CID 691 - 709
complement factor H-related 2 - CGNC 
Symbol 53547 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2132,11)" 7466 6377

ENSGALP00000043256 CID 154 - 173
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2132,14)" 13614 6378

ENSGALP00000019037 CID 174 - 192
acetyl-CoA acetyltransferase 2 - CGNC 
Symbol 8861 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2133,08)" 1411 false 6379

ENSGALP00000015277 CID 20 - 37
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2133,09)" 25918 6380



ENSGALP00000038435 CID 297 - 315

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2134,07)" 1971 6381

ENSGALP00000006604 CID 335 - 352
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2137,09)" 2432 true 2.48 6382

ENSGALP00000040189 CID 169 - 189
enoyl CoA hydratase short chain 1 
mitochondrial - CGNC Symbol 56301 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2139,19)" 14233 true 2.98 6383

ENSGALP00000015061 CID 257 - 274
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2140,13)" 60826 6384



ENSGALP00000020064 CID 243 - 262
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2141,99)" 1042 true 1.37 6385

ENSGALP00000010358 CID 25 - 43
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2142,14)" 3778 true 0.22 6386

ENSGALP00000041604 CID 58 - 75
ADP ribosylation factor 6 - CGNC 
Symbol 53514 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2143,01)" 1627 true 0.65 6387

ENSGALP00000040189 CID 169 - 189
enoyl CoA hydratase short chain 1 
mitochondrial - CGNC Symbol 56301 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2143,21)" 44059 6388



ENSGALP00000006604 CID 335 - 352
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2145,15)" 13477 true 2.48 6389

ENSGALP00000019975 CID 429 - 445
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2145,99)" 8543 true 0.59 6390

ENSGALP00000020064 CID 243 - 262
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2146,00)" 1807 6391

ENSGALP00000035386 CID 317 - 336 hemopexin - CGNC Symbol 15517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2146,03)" 36788 6392



ENSGALP00000006680 CID 527 - 543
sterol O-acyltransferase 1 - CGNC 
Symbol 3090 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2146,14)" 2495 false 6393

ENSGALP00000025404 CID 346 - 365
inner membrane mitochondrial protein - 
CGNC Symbol 11773 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2147,13)" 950 true 1.26 6394

ENSGALP00000025010 CID 154 - 173
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2147,18)" 1140 6395

ENSGALP00000040638 CID 592 - 610 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2147,20)" 7319 true 1.41 6396



ENSGALP00000021892 CID 286 - 303
endoplasmic reticulum protein 44 - 
CGNC Symbol 10115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2149,11)" 1747 6397

ENSGALP00000019975 CID 429 - 445
DEAD (Asp-Glu-Ala-Asp) box helicase 
17 - CGNC Symbol 9302 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2150,02)" 5026 6398

ENSGALP00000010358 CID 25 - 43
p21 protein (Cdc42/Rac)-activated 
kinase 2 - CGNC Symbol 4842 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2150,19)" 708 true 0.22 6399

ENSGALP00000000383 CID 1,436 - 1,453
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2151,06)" 9475 6400



ENSGALP00000025404 CID 346 - 365
inner membrane mitochondrial protein - 
CGNC Symbol 11773 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2151,15)" 938 6401

ENSGALP00000007280 CID 460 - 477
NPL4 homolog ubiquitin recognition 
factor - CGNC Symbol 3388 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2152,05)" 1019 true 0.86 6402

ENSGALP00000013388 CID 121 - 139
proteasome 26S subunit ATPase 2 - 
CGNC Symbol 6240 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2153,05)" 1642 6403

ENSGALP00000025937 CID 458 - 479

eukaryotic translation elongation factor 
1 delta (guanine nucleotide exchange 
protein) - CGNC Symbol 12059 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2153,07)" 3745 6404



ENSGALP00000007280 CID 460 - 477
NPL4 homolog ubiquitin recognition 
factor - CGNC Symbol 3388 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2156,08)" 877 6405

ENSGALP00000025165 CID 221 - 239

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2156,09)" 9575 true 1.53 6406

ENSGALP00000015061 CID 257 - 274
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2156,11)" 1193 6407

ENSGALP00000041758 CID 352 - 373

transporter 1 ATP-binding cassette sub-
family B (MDR/TAP) - CGNC Symbol 
53176 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2158,27)" 7105 false 6408



ENSGALP00000040387 CID 388 - 409
phosphofructokinase liver - CGNC 
Symbol 55585 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2159,16)" 1118 6409

ENSGALP00000002695 CID 104 - 123

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2160,05)" 10229 true 1.99 6410

ENSGALP00000025165 CID 221 - 239

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2160,11)" 12281 6411

ENSGALP00000039878 CID 64 - 81
ubiquitin associated protein 2-like - 
CGNC Symbol 17025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2160,94)" 818 6412



ENSGALP00000003381 CID 806 - 825
aconitase 1 soluble - CGNC Symbol 
48955 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2161,19)" 5248 6413

ENSGALP00000015277 CID 48 - 66
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2163,11)" 4376 true 1.38 6414

ENSGALP00000011232 CID 109 - 129
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2163,12)" 2090 true 3.08 6415

ENSGALP00000005576 CID 400 - 416
DEAD (Asp-Glu-Ala-Asp) box helicase 5 - 
CGNC Symbol 49411 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2163,98)" 7208 6416



ENSGALP00000002695 CID 104 - 123

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2164,08)" 17154 6417

ENSGALP00000025593 CID 1,784 - 1,803
collagen type XII alpha 1 - CGNC 
Symbol 49526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2164,12)" 4795 6418

ENSGALP00000003152 CID 569 - 586
adenosylhomocysteinase - CGNC 
Symbol 1443 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2164,19)" 1337 false 6419

ENSGALP00000006298 CID 226 - 245
apolipoprotein H (beta-2-glycoprotein 
I) - CGNC Symbol 2904 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2166,16)" 2119 6420



ENSGALP00000011232 CID 109 - 129
phosphofructokinase platelet - CGNC 
Symbol 53359 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2167,14)" 6436 6421

ENSGALP00000013267 CID 222 - 240
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2169,13)" 6004 true 0.44 6422

ENSGALP00000013987 CID 506 - 524
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2170,01)" 2970 true 1.2 6423

ENSGALP00000015061 CID 367 - 385
fibrinogen alpha chain - CGNC Symbol 
49746 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2170,12)" 6755 6424



ENSGALP00000020310 CID 1,177 - 1,195
SET binding factor 1 - CGNC Symbol 
9447 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2170,19)" 1086 false 6425

ENSGALP00000011232 CID 400 - 421
phosphofructokinase platelet - CGNC 
Symbol 53359 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2171,14)" 428 true 9.12 6426

ENSGALP00000015277 CID 48 - 66
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2171,16)" 6591 true 1.38 6427

ENSGALP00000025299 CID 275 - 294
C-terminal binding protein 1 - CGNC 
Symbol 11723 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2172,05)" 2302 true 0.7 6428



ENSGALP00000013267 CID 222 - 240
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2173,17)" 1579 6429

ENSGALP00000011232 CID 400 - 421
phosphofructokinase platelet - CGNC 
Symbol 53359 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2175,18)" 11366 6430

ENSGALP00000002278 CID 133 - 151
mitogen-activated protein kinase 1 - 
CGNC Symbol 48975 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2176,05)" 1360 6431

ENSGALP00000014119 CID 309 - 327
eukaryotic translation initiation factor 
4A2 - CGNC Symbol 49225 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2176,16)" 1346 6432



ENSGALP00000038904 CID 63 - 83

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2177,21)" 205963 true 0.14 6433

ENSGALP00000005633 CID 466 - 483
tyrosyl-tRNA synthetase - CGNC Symbol 
2601 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2178,11)" 851 false 6434

ENSGALP00000027305 CID 89 - 108

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2179,14)" 1059 true 0.46 6435

ENSGALP00000029589 CID 15 - 34 septin 6 - CGNC Symbol 51720 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2179,18)" 2797 true 0.42 6436



ENSGALP00000002349 CID 48 - 66
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2181,06)" 4406 true 0.84 6437

ENSGALP00000038376 CID 80 - 97
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2181,08)" 16946 true 0.61 6438

ENSGALP00000038878 CID 115 - 134
collagen type VI alpha 1 - CGNC Symbol 
4468 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2181,08)" 16946 6439

ENSGALP00000009007 CID 59 - 76
ADP-ribosylation factor 4 - CGNC 
Symbol 55483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2181,08)" 16946 true 0.61 6440



ENSGALP00000035478 CID 1,314 - 1,333 filamin B beta - CGNC Symbol 49141 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2181,12)" 4028 true 2.21 6441

ENSGALP00000027305 CID 89 - 108

ubiquitin carboxyl-terminal esterase L3 
(ubiquitin thiolesterase) - CGNC Symbol 
12703 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2183,16)" 329 6442

ENSGALP00000003089 CID 714 - 732
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2184,01)" 1882 true 1.14 6443

ENSGALP00000003035 CID 65 - 84
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2184,20)" 412 true 0.75 6444



ENSGALP00000003058 CID 599 - 619
ubiquitin conjugating enzyme E2 O - 
CGNC Symbol 1396 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2185,05)" 354 true 1.05 6445

ENSGALP00000038376 CID 80 - 97
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2185,10)" 10391 6446

ENSGALP00000009007 CID 59 - 76
ADP-ribosylation factor 4 - CGNC 
Symbol 55483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2185,10)" 10391 6447

ENSGALP00000035478 CID 1,314 - 1,333 filamin B beta - CGNC Symbol 49141 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2185,14)" 9006 6448



ENSGALP00000038904 CID 63 - 83

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2185,24)" 1900 true 0.13 6449

ENSGALP00000012349 CID 289 - 308
C-terminal binding protein-like - CGNC 
Symbol 50231 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2186,10)" 2019 true 0.52 6450

ENSGALP00000029589 CID 15 - 34 septin 6 - CGNC Symbol 51720 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2187,23)" 1161 true 0.42 6451

ENSGALP00000003058 CID 599 - 619
ubiquitin conjugating enzyme E2 O - 
CGNC Symbol 1396 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2189,07)" 373 6452



ENSGALP00000002349 CID 48 - 66
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2189,12)" 2798 true 0.84 6453

ENSGALP00000001027 CID 20 - 37
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2190,13)" 656 true 0.71 6454

ENSGALP00000000088 CID 141 - 159
proteasome subunit alpha type-5 - 
Refseq NP_001026578 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2191,03)" 12829 true 1.51 6455

ENSGALP00000011232 CID 400 - 421
phosphofructokinase platelet - CGNC 
Symbol 53359 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2191,16)" 593 6456



ENSGALP00000008824 CID 437 - 458
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2194,00)" 10190 true 0.36 6457

ENSGALP00000016536 CID 135 - 153
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2194,10)" 3127 true 5.33 6458

ENSGALP00000001332 CID 109 - 128
lysyl-tRNA synthetase - CGNC Symbol 
602 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2194,14)" 491 true 1.13 6459

ENSGALP00000012349 CID 289 - 308
C-terminal binding protein-like - CGNC 
Symbol 50231 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2194,16)" 1054 true 0.52 6460



ENSGALP00000021475 CID 363 - 380

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2194,19)" 2693 true 1.82 6461

ENSGALP00000017274 CID 74 - 91
acyl-CoA synthetase long-chain family 
member 1 - CGNC Symbol 8071 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2195,04)" 444 6462

ENSGALP00000000088 CID 141 - 159
proteasome subunit alpha type-5 - 
Refseq NP_001026578 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2195,08)" 28287 6463

ENSGALP00000011647 CID 90 - 108
cytochrome c oxidase subunit VIa 
polypeptide 1 - CGNC Symbol 50396 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2196,00)" 2132 true 0.75 6464



ENSGALP00000020064 CID 420 - 437
eukaryotic translation initiation factor 3 
subunit L - CGNC Symbol 9341 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2196,15)" 627 true 1.11 6465

ENSGALP00000018510 CID 64 - 85
crystallin zeta (quinone reductase) - 
CGNC Symbol 8638 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2196,19)" 357 true 4.63 6466

ENSGALP00000039965 CID 968 - 985
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2197,10)" 461 true 0.45 6467

ENSGALP00000030864 CID 637 - 656
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2197,10)" 1881 false 6468



ENSGALP00000004720 CID 251 - 270
phosphoglycerate dehydrogenase - 
CGNC Symbol 2161 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2197,13)" 7844 true 1.39 6469

ENSGALP00000018750 CID 334 - 351
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2197,21)" 8929 false 6470

ENSGALP00000008824 CID 437 - 458
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2198,01)" 3084 6471

ENSGALP00000020439 CID 241 - 260
eukaryotic translation initiation factor 3 
subunit D - CGNC Symbol 56714 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2198,06)" 314 true 0.7 6472



ENSGALP00000021475 CID 363 - 380

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2198,22)" 5482 6473

ENSGALP00000039931 CID 265 - 284
proteasome 26S subunit non-ATPase 
11 - CGNC Symbol 17043 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2198,24)" 1995 false 6474

ENSGALP00000022626 CID 46 - 63

Gallus gallus ribosomal protein S12 
(RPS12) mRNA. - RefSeq mRNA 
NM_001277911 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2199,09)" 1568 true 2.64 6475

ENSGALP00000021255 CID Feb-20
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2199,13)" 8211 true 1.1 6476



ENSGALP00000002828 CID 605 - 624
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2199,13)" 3338 true 1.55 6477

ENSGALP00000011647 CID 90 - 108
cytochrome c oxidase subunit VIa 
polypeptide 1 - CGNC Symbol 50396 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2200,02)" 1423 6478

ENSGALP00000006240 CID 1,900 - 1,918
collagen type VI alpha 3 - CGNC Symbol 
2875 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2201,06)" 10743 6479

ENSGALP00000018441 CID 78 - 97
aspartyl aminopeptidase - CGNC 
Symbol 8600 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2202,12)" 1115 true 1.81 6480



ENSGALP00000016536 CID 135 - 153
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2202,15)" 18826 true 5.33 6481

ENSGALP00000021255 CID Feb-20
chaperonin containing TCP1 subunit 5 - 
CGNC Symbol 9864 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2203,15)" 8636 true 1.1 6482

ENSGALP00000008405 CID 144 - 161
dynein cytoplasmic 1 light intermediate 
chain 2 - CGNC Symbol 50079 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2203,97)" 520 6483

ENSGALP00000018510 CID 64 - 85
crystallin zeta (quinone reductase) - 
CGNC Symbol 8638 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2204,26)" 3270 true 4.63 6484



ENSGALP00000035717 CID 230 - 247

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2205,08)" 3841 true 0.67 6485

ENSGALP00000018441 CID 78 - 97
aspartyl aminopeptidase - CGNC 
Symbol 8600 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2206,11)" 1468 6486

ENSGALP00000004417 CID 88 - 107
phosphogluconate dehydrogenase - 
CGNC Symbol 2017 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2206,16)" 2257 6487

ENSGALP00000035386 CID 69 - 85 hemopexin - CGNC Symbol 15517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2207,07)" 5031 false 6488



ENSGALP00000025010 CID 109 - 130
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2207,16)" 577 false 6489

ENSGALP00000002828 CID 605 - 624
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2207,17)" 5595 true 1.55 6490

ENSGALP00000035717 CID 230 - 247

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - CGNC 
Symbol 12721 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2209,11)" 2278 6491

ENSGALP00000038677 CID 177 - 194
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2211,26)" 13893 false 6492



ENSGALP00000023396 CID 33 - 52
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2212,08)" 39349 true 1.16 6493

ENSGALP00000009486 CID 111 - 130 sequestosome 1 - CGNC Symbol 4412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2213,09)" 421 6494

ENSGALP00000013174 CID 120 - 138
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2213,91)" 3392 true 2.13 6495

ENSGALP00000014107 CID 340 - 358 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2215,02)" 411 true 4.28 6496



ENSGALP00000023396 CID 33 - 52
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2216,10)" 45495 6497

ENSGALP00000005653 CID 246 - 264 fibronectin 1 - CGNC Symbol 2613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2216,10)" 45495 false 6498

ENSGALP00000016509 CID 277 - 295

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2216,26)" 4849 true 0.46 6499

ENSGALP00000043362 CID 39 - 57
ras homolog family member G - 
HGNC:672 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2217,03)" 493 true 0.97 6500



ENSGALP00000018750 CID 114 - 133
solute carrier family 25 member 3 - 
CGNC Symbol 8748 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2217,17)" 650 false 6501

ENSGALP00000013174 CID 120 - 138
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2217,94)" 7976 6502

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2217,94)" 14908 true 0.24 6503

ENSGALP00000002244 CID 585 - 604
GRB10 interacting GYF protein 2 - 
CGNC Symbol 1024 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2218,17)" 2311 true 1.16 6504



ENSGALP00000014107 CID 340 - 358 vimentin - CGNC Symbol 51275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2219,02)" 2908 6505

ENSGALP00000008079 CID 186 - 205
serine hydroxymethyltransferase 1 
(soluble) - CGNC Symbol 3751 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2219,12)" 597 false 6506

ENSGALP00000043362 CID 39 - 57
ras homolog family member G - 
HGNC:672 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2221,07)" 476 6507

ENSGALP00000015846 CID 177 - 195
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2221,26)" 603 false 6508



ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2221,97)" 2769 6509

ENSGALP00000017495 CID 378 - 397 scinderin - CGNC Symbol 8188 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2222,00)" 490 true 0.67 6510

ENSGALP00000013029 CID 1,265 - 1,283
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2222,18)" 2908 true 0.68 6511

ENSGALP00000002244 CID 585 - 604
GRB10 interacting GYF protein 2 - 
CGNC Symbol 1024 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2222,19)" 2673 6512



ENSGALP00000007476 CID 27 - 44
SET nuclear oncogene - CGNC Symbol 
3483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2223,02)" 3575 true 1.5 6513

ENSGALP00000008236 CID 31 - 50
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2223,14)" 411 true 2.56 6514

ENSGALP00000038925 CID 167 - 185
lectin mannose binding 1 - CGNC 
Symbol 2024 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2224,01)" 5047 6515

ENSGALP00000001474 CID 632 - 652

heat shock 70kDa protein 5 (glucose-
regulated protein 78kDa) - CGNC 
Symbol 667 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2224,09)" 1028 false 6516



ENSGALP00000016509 CID 277 - 295

SWI/SNF related matrix associated 
actin dependent regulator of chromatin 
subfamily a member 2 - CGNC Symbol 
7728 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2224,31)" 1704 true 0.46 6517

ENSGALP00000035593 CID 42 - 62 Hemoglobin subunit beta - UP P02112 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2226,13)" 6312 6518

ENSGALP00000013029 CID 1,265 - 1,283
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2226,20)" 1987 6519

ENSGALP00000009656 CID 94 - 112
family with sequence similarity 103 
member A1 - CGNC Symbol 49987 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2226,98)" 3391 true 0.07 6520



ENSGALP00000007476 CID 27 - 44
SET nuclear oncogene - CGNC Symbol 
3483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2227,05)" 4633 6521

ENSGALP00000013267 CID 310 - 328
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2227,10)" 13621 true 1.78 6522

ENSGALP00000008236 CID 31 - 50
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2227,14)" 3642 6523

ENSGALP00000015988 CID 294 - 314
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2228,06)" 546 6524



ENSGALP00000035370 CID 106 - 124
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2228,96)" 392 true 0.89 6525

ENSGALP00000002349 CID 67 - 86
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2229,05)" 3658 true 0.78 6526

ENSGALP00000015277 CID 67 - 86
capping protein (actin filament) muscle 
Z-line alpha 2 - CGNC Symbol 7136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2229,05)" 3658 false 6527

ENSGALP00000017495 CID 378 - 397 scinderin - CGNC Symbol 8188 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2230,05)" 221 true 0.67 6528



ENSGALP00000039965 CID 1,185 - 1,202
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2230,99)" 4135 true 3.27 6529

ENSGALP00000027816 CID 310 - 327 cathepsin C - CGNC Symbol 12954 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2231,07)" 6012 false 6530

ENSGALP00000013267 CID 310 - 328
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2231,13)" 23808 6531

ENSGALP00000018939 CID 305 - 323
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2231,19)" 318 false 6532



ENSGALP00000010910 CID 369 - 392
cleavage stimulation factor 3' pre-RNA 
subunit 2 64kDa - CGNC Symbol 51677 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2232,09)" 1593 false 6533

ENSGALP00000027534 CID 224 - 242
heat shock 105kDa/110kDa protein 1 - 
CGNC Symbol 12826 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2232,14)" 5401 false 6534

ENSGALP00000002349 CID 67 - 86
capping protein (actin filament) muscle 
Z-line alpha 1 - CGNC Symbol 1070 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2233,07)" 3987 6535

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2233,92)" 273 false 6536



ENSGALP00000022250 CID 58 - 78
cytochrome b5 type A (microsomal) - 
CGNC Symbol 10264 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2233,94)" 772 true 4.57 6537

ENSGALP00000042374 CID 419 - 438
thimet oligopeptidase 1 - CGNC Symbol 
52774 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2234,06)" 3458 true 0.66 6538

ENSGALP00000002828 CID 162 - 179
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2234,14)" 4064 true 0.89 6539

ENSGALP00000009121 CID 510 - 529
glycyl-tRNA synthetase - CGNC Symbol 
4244 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2234,20)" 8454 true 2.33 6540



ENSGALP00000039965 CID 1,185 - 1,202
coatomer protein complex subunit 
alpha - CGNC Symbol 6964 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2235,02)" 13537 6541

ENSGALP00000042157 CID 396 - 414
docking protein 2 56kDa - CGNC 
Symbol 65680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2237,09)" 3033 true 0.69 6542

ENSGALP00000022250 CID 58 - 78
cytochrome b5 type A (microsomal) - 
CGNC Symbol 10264 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2237,97)" 3817 6543

ENSGALP00000042374 CID 419 - 438
thimet oligopeptidase 1 - CGNC Symbol 
52774 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2238,11)" 2367 6544



ENSGALP00000002828 CID 162 - 179
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2238,17)" 3610 6545

ENSGALP00000019018 CID 37 - 56 translin - CGNC Symbol 8854 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2238,18)" 2743 true 0.24 6546

ENSGALP00000009121 CID 510 - 529
glycyl-tRNA synthetase - CGNC Symbol 
4244 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2238,23)" 20458 6547

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2239,00)" 31947 true 0.54 6548



ENSGALP00000008128 CID 429 - 447
nucleoporin 210kDa - CGNC Symbol 
3777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2240,09)" 2054 true 0.87 6549

ENSGALP00000016623 CID 38 - 56
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2240,19)" 6021 true 0.38 6550

ENSGALP00000035370 CID 106 - 124
hepatoma-derived growth factor - 
CGNC Symbol 58434 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2241,04)" 350 true 0.89 6551

ENSGALP00000042157 CID 396 - 414
docking protein 2 56kDa - CGNC 
Symbol 65680 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2241,11)" 1936 6552



ENSGALP00000036834 CID 132 - 149
microsomal triglyceride transfer 
protein - CGNC Symbol 9320 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2242,12)" 2922 true 0.96 6553

ENSGALP00000035593 CID 42 - 62 Hemoglobin subunit beta - UP P02112 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2242,12)" 1526 6554

ENSGALP00000017386 CID 73 - 91
adenylosuccinate synthase - CGNC 
Symbol 53408 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2242,13)" 1419 6555

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2242,98)" 352 6556



ENSGALP00000027816 CID 251 - 270 cathepsin C - CGNC Symbol 12954 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2242,99)" 9889 6557

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2243,06)" 3692 true 1.82 6558

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2243,06)" 3692 true 1.82 6559

ENSGALP00000016175 CID 513 - 531
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2243,11)" 15936 6560



ENSGALP00000038124 CID 279 - 298
fatty acid synthase - CGNC Symbol 
1983 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2243,19)" 1147 false 6561

ENSGALP00000008128 CID 429 - 447
nucleoporin 210kDa - CGNC Symbol 
3777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2244,11)" 1778 6562

ENSGALP00000016623 CID 38 - 56
nucleosome assembly protein 1-like 1 - 
CGNC Symbol 50609 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2244,20)" 1312 6563

ENSGALP00000008578 CID 347 - 365
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2244,98)" 593 true 2.8 6564



ENSGALP00000019018 CID 37 - 56 translin - CGNC Symbol 8854 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2246,19)" 420 true 0.24 6565

ENSGALP00000023294 CID 1,811 - 1,830
chromodomain helicase DNA binding 
protein 4 - CGNC Symbol 10176 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2247,06)" 942 true 0.71 6566

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2247,12)" 206331 6567

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2247,12)" 206331 6568



ENSGALP00000008578 CID 347 - 365
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2249,01)" 1662 6569

ENSGALP00000023294 CID 1,811 - 1,830
chromodomain helicase DNA binding 
protein 4 - CGNC Symbol 10176 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2251,09)" 671 6570

ENSGALP00000002744 CID 477 - 499
phospholipase A2 activating protein - 
CGNC Symbol 1252 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2251,11)" 1325 true 0.55 6571

ENSGALP00000004641 CID 1,321 - 1,341
pre-mRNA processing factor 8 - CGNC 
Symbol 2126 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2251,21)" 564 true 0.54 6572



ENSGALP00000010910 CID 369 - 392
cleavage stimulation factor 3' pre-RNA 
subunit 2 64kDa - CGNC Symbol 51677 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2252,15)" 947 6573

ENSGALP00000026633 CID 248 - 268

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2252,30)" 5258 false 6574

ENSGALP00000035593 CID 42 - 62 Hemoglobin subunit beta - UP P02112 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2254,17)" 741623 false 6575

ENSGALP00000026337 CID 64 - 83 peroxiredoxin 4 - CGNC Symbol 12239 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2255,99)" 815 true 11.64 6576



ENSGALP00000015988 CID 294 - 314
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2256,07)" 671 false 6577

ENSGALP00000019832 CID 19 - 38
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2256,25)" 194 false 6578

ENSGALP00000016536 CID 778 - 795
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2256,34)" 1644 6579

ENSGALP00000038570 CID 68 - 85
eukaryotic translation initiation factor 
5A2 - CGNC Symbol 49863 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2257,18)" 595 false 6580



ENSGALP00000023278 CID 109 - 129
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2257,19)" 32318 false 6581

ENSGALP00000027512 CID 28 - 48
replication factor C subunit 3 - CGNC 
Symbol 12816 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2258,20)" 889 true 0.44 6582

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2259,09)" 2368 true 2.67 6583

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2259,09)" 2368 true 2.67 6584



ENSGALP00000043256 CID 343 - 364
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2259,97)" 407 true 1.47 6585

ENSGALP00000026337 CID 64 - 83 peroxiredoxin 4 - CGNC Symbol 12239 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2260,02)" 19469 6586

ENSGALP00000015988 CID 294 - 314
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2260,10)" 2605 6587

ENSGALP00000026663 CID 62 - 81

hydroxyacyl-CoA dehydrogenase/3-
ketoacyl-CoA thiolase/enoyl-CoA 
hydratase (trifunctional protein) beta 
subunit - CGNC Symbol 12399 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2260,16)" 5452 true 2.46 6588



ENSGALP00000023278 CID 109 - 129
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2261,19)" 5150 6589

ENSGALP00000042680 CID 292 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2263,11)" 6635 6590

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2263,11)" 6635 6591

ENSGALP00000043256 CID 343 - 364
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2263,98)" 1181 6592



ENSGALP00000015741 CID 147 - 166
mitotic checkpoint protein BUB3 - 
Refseq NP_001006506 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2264,10)" 1467 6593

ENSGALP00000017347 CID 220 - 240
proteasome 26S subunit ATPase 1 - 
CGNC Symbol 8111 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2264,32)" 2120 6594

ENSGALP00000028353 CID 324 - 342
tubulointerstitial nephritis antigen-like 
1 - CGNC Symbol 13133 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2265,09)" 1323 6595

ENSGALP00000020154 CID 154 - 173
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2265,12)" 888 true 0.9 6596



ENSGALP00000001002 CID May-23

nuclear casein kinase and cyclin-
dependent kinase substrate 1 - CGNC 
Symbol 448 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2265,91)" 563 false 6597

ENSGALP00000027512 CID 28 - 48
replication factor C subunit 3 - CGNC 
Symbol 12816 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2266,26)" 265 true 0.44 6598

ENSGALP00000013963 CID 1,059 - 1,079
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2266,99)" 425 true 0.51 6599

ENSGALP00000038925 CID 303 - 322
lectin mannose binding 1 - CGNC 
Symbol 2024 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2267,00)" 379 true 5.13 6600



ENSGALP00000043242 CID 71 - 90
RAD23 homolog A (S. cerevisiae) - 
CGNC Symbol 63890 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2267,15)" 6409 6601

ENSGALP00000023278 CID 109 - 129
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2269,18)" 65351 true 1.42 6602

ENSGALP00000003914 CID 167 - 187
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2269,24)" 418 true 1.86 6603

ENSGALP00000019031 CID 539 - 558 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2270,09)" 7216 6604



ENSGALP00000006414 CID 196 - 215
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2270,12)" 2437 true 0.76 6605

ENSGALP00000026579 CID 209 - 228
zinc finger protein 512 - CGNC Symbol 
12362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2270,14)" 2469 false 6606

ENSGALP00000035593 CID 42 - 62 Hemoglobin subunit beta - UP P02112 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2270,16)" 285183 true 0.14 6607

ENSGALP00000023115 CID 151 - 170
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2270,20)" 5257 false 6608



ENSGALP00000038925 CID 303 - 322
lectin mannose binding 1 - CGNC 
Symbol 2024 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2271,02)" 3301 6609

P00761 CID 58 - 77 Trypsin OS=Sus scrofa PE=1 SV=1 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2271,18)" 2233 false 6610

ENSGALP00000015061 CID 386 - 409
fibrinogen alpha chain - CGNC Symbol 
49746 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2273,16)" 242 false 6611

ENSGALP00000011700 CID Feb-23
nucleotide binding protein 1 - CGNC 
Symbol 5471 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2273,99)" 593 6612



ENSGALP00000026509 CID 511 - 529
DEAD (Asp-Glu-Ala-Asp) box helicase 1 - 
CGNC Symbol 12324 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2274,99)" 403 6613

ENSGALP00000013963 CID 1,059 - 1,079
structural maintenance of 
chromosomes 3 - CGNC Symbol 6512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2275,04)" 121 true 0.51 6614

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - CGNC 
Symbol 49698 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2275,24)" 441 6615

ENSGALP00000007265 CID 169 - 187
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2276,06)" 1974 true 1.11 6616



ENSGALP00000031272 CID 168 - 186
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2276,06)" 1974 true 1.11 6617

ENSGALP00000023278 CID 109 - 129
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2277,23)" 92556 true 1.42 6618

ENSGALP00000003914 CID 167 - 187
ubiquinol-cytochrome c reductase core 
protein II - CGNC Symbol 1783 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2277,29)" 1011 true 1.86 6619

ENSGALP00000006414 CID 196 - 215
capping actin protein of muscle Z-line 
beta subunit - CGNC Symbol 2959 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2278,18)" 1841 true 0.76 6620



ENSGALP00000027238 CID 705 - 723 importin 5 - CGNC Symbol 50851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2278,24)" 2480 false 6621

ENSGALP00000042870 CID 27 - 45 aminoacylase 1 - CGNC Symbol 64270 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2278,24)" 2480 false 6622

ENSGALP00000040815 CID 843 - 861

FERM RhoGEF (ARHGEF) and pleckstrin 
domain protein 1 (chondrocyte-
derived) - CGNC Symbol 12671 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2279,20)" 856 false 6623

ENSGALP00000031272 CID 168 - 186
protein phosphatase 1 catalytic subunit 
beta isozyme - CGNC Symbol 49609 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2280,09)" 2514 6624



ENSGALP00000007265 CID 169 - 187
protein phosphatase 1 catalytic subunit 
gamma isozyme - CGNC Symbol 50363 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2280,09)" 2514 6625

ENSGALP00000016363 CID 368 - 386
heterochromatin protein 1 binding 
protein 3 - CGNC Symbol 7661 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2280,21)" 1718 false 6626

ENSGALP00000016175 CID 396 - 415
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2280,31)" 1819 false 6627

ENSGALP00000001120 CID 269 - 288 cathepsin S - CGNC Symbol 494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2281,22)" 275 false 6628



ENSGALP00000009505 CID 130 - 149

Gallus gallus immunoglobulin lambda-
like polypeptide 1 (IGLL1) mRNA. - 
RefSeq mRNA NM_001278545 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2281,34)" 16956 false 6629

ENSGALP00000021475 CID 263 - 283

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2283,01)" 159 6630

ENSGALP00000043134 CID 374 - 393
Hsap of 1: integrator complex subunit 3 
- HGNC:26153 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2283,17)" 606 true 0.88 6631

ENSGALP00000023278 CID 109 - 129
glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 49077 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2285,13)" 486 true 1.65 6632



ENSGALP00000025125 CID 192 - 210
LDL receptor related protein associated 
protein 1 - CGNC Symbol 11638 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2285,27)" 361 false 6633

ENSGALP00000019192 CID 382 - 402
uridine monophosphate synthetase - 
CGNC Symbol 8931 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2286,10)" 398 true 0.94 6634

ENSGALP00000026579 CID 209 - 228
zinc finger protein 512 - CGNC Symbol 
12362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2286,16)" 741 false 6635

ENSGALP00000004871 CID 418 - 436
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2287,02)" 485 true 1.13 6636



ENSGALP00000043134 CID 374 - 393
Hsap of 1: integrator complex subunit 3 
- HGNC:26153 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2287,20)" 831 6637

ENSGALP00000007511 CID 403 - 422

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - CGNC 
Symbol 3502 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2290,15)" 7368 6638

ENSGALP00000007709 CID 154 - 171
COP9 signalosome subunit 3 - CGNC 
Symbol 3588 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2292,15)" 1424 false 6639

ENSGALP00000007287 CID 64 - 84
ribosomal protein S14 - CGNC Symbol 
3393 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2293,07)" 1361 true 2.03 6640



ENSGALP00000042475 CID 113 - 135
purine-rich element binding protein A - 
CGNC Symbol 15180 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2293,28)" 4039 true 1.77 6641

ENSGALP00000003342 CID 284 - 304
adaptor-related protein complex 2 beta 
1 subunit - CGNC Symbol 1528 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2293,30)" 5797 true 1.24 6642

ENSGALP00000035339 CID 293 - 313

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2294,13)" 13773 true 2.45 6643

ENSGALP00000000316 CID 431 - 453 major vault protein - CGNC Symbol 136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2295,06)" 232 true 1.24 6644



ENSGALP00000004871 CID 418 - 436
asparaginyl-tRNA synthetase - CGNC 
Symbol 2238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2295,07)" 547 true 1.13 6645

ENSGALP00000007287 CID 64 - 84
ribosomal protein S14 - CGNC Symbol 
3393 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2297,09)" 1794 6646

ENSGALP00000011770 CID 200 - 218
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2297,12)" 1661 true 1.29 6647

ENSGALP00000042475 CID 113 - 135
purine-rich element binding protein A - 
CGNC Symbol 15180 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2297,31)" 7059 6648



ENSGALP00000003342 CID 284 - 304
adaptor-related protein complex 2 beta 
1 subunit - CGNC Symbol 1528 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2297,32)" 7237 6649

ENSGALP00000010754 CID 213 - 231
microtubule-associated protein RP/EB 
family member 1 - CGNC Symbol 50961 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2298,10)" 490 true 1.16 6650

ENSGALP00000018742 CID 14 - 32
creatine kinase brain - CGNC Symbol 
49719 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2298,10)" 283 true 1.42 6651

ENSGALP00000035339 CID 293 - 313

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 complex 
beta polypeptide (ATP5B) mRNA. - 
RefSeq mRNA NM_001031391 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2298,15)" 36515 6652



ENSGALP00000000316 CID 431 - 453 major vault protein - CGNC Symbol 136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2299,08)" 288 6653

ENSGALP00000038957 CID 28 - 48
ribosomal protein L27 - CGNC Symbol 
49733 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2300,11)" 2704 true 2.1 6654

ENSGALP00000043256 CID 112 - 134
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2301,13)" 1703 true 4.47 6655

ENSGALP00000010754 CID 213 - 231
microtubule-associated protein RP/EB 
family member 1 - CGNC Symbol 50961 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2302,12)" 1697 6656



ENSGALP00000003035 CID 351 - 373
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2303,31)" 2068 true 0.43 6657

ENSGALP00000000170 CID 226 - 245
receptor for activated C kinase 1 - 
CGNC Symbol 61 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2304,14)" 3416 true 0.92 6658

ENSGALP00000038957 CID 28 - 48
ribosomal protein L27 - CGNC Symbol 
49733 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2304,15)" 7940 6659

ENSGALP00000020744 CID 511 - 529
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2305,12)" 3821 true 9.8 6660



ENSGALP00000043256 CID 112 - 134
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2305,17)" 8719 6661

ENSGALP00000011770 CID 200 - 218
heat shock 70kDa protein 4 - CGNC 
Symbol 5498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2305,17)" 2596 true 1.29 6662

ENSGALP00000019120 CID May-26
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2305,18)" 2093 false 6663

ENSGALP00000003139 CID 276 - 296
glutamate dehydrogenase 1 - CGNC 
Symbol 52002 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2306,30)" 3229 false 6664



ENSGALP00000003035 CID 351 - 373
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2307,33)" 822 6665

ENSGALP00000000170 CID 226 - 245
receptor for activated C kinase 1 - 
CGNC Symbol 61 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2308,16)" 3144 6666

ENSGALP00000037708 CID 157 - 176
proteasome 26S subunit ATPase 3 - 
CGNC Symbol 6143 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2309,09)" 734 true 1.08 6667

ENSGALP00000020744 CID 511 - 529
heat shock protein 90kDa beta (Grp94) 
member 1 - CGNC Symbol 49067 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2309,14)" 42289 6668



ENSGALP00000040424 CID 55 - 79
small nuclear ribonucleoprotein U5 
subunit 40 - CGNC Symbol 381 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2310,16)" 491 false 6669

ENSGALP00000004651 CID 133 - 151 thioredoxin like 1 - CGNC Symbol 2131 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2310,96)" 345 true 1.14 6670

ENSGALP00000039878 CID 851 - 870
ubiquitin associated protein 2-like - 
CGNC Symbol 17025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2311,19)" 318 true 0.52 6671

ENSGALP00000002252 CID 100 - 119
zeta-chain (TCR) associated protein 
kinase 70kDa - CGNC Symbol 1027 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2314,13)" 308 false 6672



ENSGALP00000026076 CID 150 - 170
pyridoxal (pyridoxine vitamin B6) 
kinase - CGNC Symbol 12115 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2314,30)" 5587 6673

ENSGALP00000004651 CID 133 - 151 thioredoxin like 1 - CGNC Symbol 2131 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2314,97)" 393 6674

ENSGALP00000041959 CID 200 - 220
COP9 signalosome subunit 8 - CGNC 
Symbol 52112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2315,24)" 2829 true 1.15 6675

ENSGALP00000016196 CID 90 - 111
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2316,20)" 1511 true 1.08 6676



ENSGALP00000010510 CID 362 - 384
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2316,20)" 1511 false 2.07 6677

ENSGALP00000009408 CID 247 - 267
acetyl-CoA acyltransferase 1 - CGNC 
Symbol 4375 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2316,30)" 917 false 6678

ENSGALP00000037708 CID 157 - 176
proteasome 26S subunit ATPase 3 - 
CGNC Symbol 6143 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2317,13)" 1077 true 1.08 6679

ENSGALP00000010510 CID Apr-25
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2319,20)" 36638 true 2.3 6680



ENSGALP00000041959 CID 200 - 220
COP9 signalosome subunit 8 - CGNC 
Symbol 52112 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2319,27)" 3248 6681

ENSGALP00000004867 CID 57 - 75
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2320,21)" 1083 6682

ENSGALP00000016196 CID 90 - 111
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2320,21)" 896 6683

ENSGALP00000010510 CID 362 - 384
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2320,21)" 896 6684



ENSGALP00000025929 CID 167 - 186
hydroxyacyl-CoA dehydrogenase - 
CGNC Symbol 12053 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2321,18)" 558 6685

ENSGALP00000013190 CID 284 - 304
adaptor-related protein complex 1 beta 
1 subunit - CGNC Symbol 6168 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2321,32)" 433 true 1.35 6686

ENSGALP00000036720 CID 3,072 - 3,091
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2322,19)" 537 true 2.12 6687

ENSGALP00000009709 CID 624 - 643

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2324,13)" 683 true 0.85 6688



ENSGALP00000010510 CID 362 - 384
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2324,26)" 967 true 2.07 6689

ENSGALP00000013190 CID 284 - 304
adaptor-related protein complex 1 beta 
1 subunit - CGNC Symbol 6168 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2325,35)" 586 6690

ENSGALP00000036720 CID 3,072 - 3,091
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2326,23)" 661 6691

ENSGALP00000004369 CID Apr-21

Gallus gallus small nuclear 
ribonucleoprotein polypeptide C 
(SNRPC) mRNA. - RefSeq mRNA 
NM_001293166 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2326,97)" 1817 true 0.85 6692



ENSGALP00000010510 CID Apr-25
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2327,25)" 83305 true 2.3 6693

ENSGALP00000042371 CID 97 - 119 no description available 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2327,46)" 4730 true 0.04 6694

ENSGALP00000042357 CID 97 - 119
H2A histone family member X - 
HGNC:4739 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2327,46)" 4730 true 0.04 6695

ENSGALP00000003035 CID 219 - 238
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2331,14)" 799 true 0.73 6696



ENSGALP00000002996 CID 405 - 425

solute carrier family 25 (mitochondrial 
carrier phosphate carrier) member 24 - 
CGNC Symbol 1369 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2331,19)" 336 6697

ENSGALP00000018340 CID 336 - 355 SATB homeobox 1 - CGNC Symbol 8550 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2331,25)" 7061 false 6698

ENSGALP00000015057 CID 247 - 266
fibrinogen beta chain - CGNC Symbol 
7036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2334,12)" 31178 6699

ENSGALP00000037871 CID 445 - 464
WAS/WASL interacting protein family 
member 1 - CGNC Symbol 7084 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2336,22)" 4367 false 6700



ENSGALP00000019120 CID May-26
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2337,24)" 375 6701

ENSGALP00000025593 CID 2,056 - 2,076
collagen type XII alpha 1 - CGNC 
Symbol 49526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2338,25)" 473 6702

ENSGALP00000003035 CID 219 - 238
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2339,17)" 499 true 0.73 6703

ENSGALP00000034615 CID 114 - 133
Cytochrome c oxidase subunit 2 - UP 
P18944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2341,10)" 3516 true 1.21 6704



ENSGALP00000019120 CID May-26
heat shock 70kDa protein 2 - CGNC 
Symbol 51984 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2341,25)" 1530 false 6705

ENSGALP00000012130 CID 607 - 626

integrin beta 2 (complement 
component 3 receptor 3 and 4 subunit) - 
CGNC Symbol 49690 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2343,95)" 2770 6706

ENSGALP00000023548 CID 46 - 65
death associated protein 3 - CGNC 
Symbol 13985 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2344,08)" 325 true 2.04 6707

ENSGALP00000034615 CID 114 - 133
Cytochrome c oxidase subunit 2 - UP 
P18944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2345,13)" 513 6708



ENSGALP00000007780 CID 129 - 152
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2347,35)" 3729 true 1.3 6709

ENSGALP00000023548 CID 46 - 65
death associated protein 3 - CGNC 
Symbol 13985 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2348,11)" 804 6710

ENSGALP00000002695 CID 473 - 493

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2349,23)" 8754 true 1.72 6711

ENSGALP00000015057 CID 247 - 266
fibrinogen beta chain - CGNC Symbol 
7036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2350,11)" 750 6712



ENSGALP00000014599 CID 57 - 76 sorcin - CGNC Symbol 51278 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2350,24)" 1371 false 6713

ENSGALP00000009037 CID 224 - 245 myosin IG - CGNC Symbol 51252 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2350,98)" 522 6714

ENSGALP00000007780 CID 129 - 152
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2351,38)" 4831 6715

ENSGALP00000040387 CID Jan-25
phosphofructokinase liver - CGNC 
Symbol 55585 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2352,18)" 946 6716



ENSGALP00000003737 CID 373 - 394 enolase 1 (alpha) - CGNC Symbol 49607 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2353,13)" 102 6717

ENSGALP00000002695 CID 473 - 493

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2353,26)" 15776 6718

ENSGALP00000038979 CID 1,253 - 1,273
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2356,16)" 1443 true 1.23 6719

ENSGALP00000016536 CID 541 - 561
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2357,10)" 173 false 6720



ENSGALP00000016978 CID 403 - 422
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2358,07)" 3659 true 0.49 6721

ENSGALP00000037524 CID 413 - 432 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2358,07)" 3659 true 0.49 6722

ENSGALP00000018454 CID 424 - 443 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2358,07)" 3659 true 0.49 6723

ENSGALP00000032274 CID 243 - 264

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2359,21)" 1230 true 0.71 6724



ENSGALP00000037871 CID 250 - 271
WAS/WASL interacting protein family 
member 1 - CGNC Symbol 7084 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2359,27)" 138 false 6725

ENSGALP00000035973 CID 69 - 92

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2359,35)" 3630 true 1.72 6726

ENSGALP00000038979 CID 1,253 - 1,273
spectrin alpha non-erythrocytic 1 - 
CGNC Symbol 3498 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2360,18)" 1973 6727

ENSGALP00000016978 CID 403 - 422
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2362,09)" 705 6728



ENSGALP00000018454 CID 424 - 443 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2362,09)" 705 6729

ENSGALP00000037524 CID 413 - 432 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2362,09)" 705 6730

ENSGALP00000012282 CID 264 - 285
ribosomal RNA processing 12 homolog - 
CGNC Symbol 5736 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2363,12)" 410 false 6731

ENSGALP00000032274 CID 243 - 264

minichromosome maintenance 
complex component 6 - CGNC Symbol 
9378 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2363,23)" 878 6732



ENSGALP00000035973 CID 69 - 92

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2363,37)" 11251 6733

ENSGALP00000010618 CID 158 - 175
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2363,97)" 748 true 1.45 6734

ENSGALP00000014581 CID 61 - 83
alpha-1-microglobulin/bikunin 
precursor - CGNC Symbol 6816 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2367,26)" 2064 6735

ENSGALP00000010618 CID 158 - 175
lymphocyte-specific protein 1 - CGNC 
Symbol 4964 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2368,02)" 869 6736



ENSGALP00000013174 CID 119 - 138
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2369,95)" 291 true 1.66 6737

P13645 CID 60 - 86

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 PE=1 
SV=6 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2371,01)" 3283 true 2.39 6738

ENSGALP00000037871 CID 345 - 366
WAS/WASL interacting protein family 
member 1 - CGNC Symbol 7084 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2371,28)" 654 false 6739

ENSGALP00000000383 CID 1,326 - 1,346
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2372,24)" 372 false 6740



ENSGALP00000013174 CID 119 - 138
ribosomal protein S27a - CGNC Symbol 
49483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2373,98)" 483 6741

P13645 CID 60 - 86

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 PE=1 
SV=6 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2375,03)" 8143 6742

ENSGALP00000016196 CID 445 - 466
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2375,21)" 1326 true 1.38 6743

ENSGALP00000027249 CID 458 - 479
DnaJ heat shock protein family (Hsp40) 
member C3 - CGNC Symbol 12678 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2376,06)" 3722 6744



ENSGALP00000001685 CID Jan-20
NIMA-related kinase 6 - CGNC Symbol 
759 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2377,05)" 249 false 6745

ENSGALP00000016196 CID 445 - 466
chaperonin containing TCP1 subunit 2 
(beta) - CGNC Symbol 7582 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2379,23)" 2092 6746

ENSGALP00000012878 CID 247 - 267
phosphoglycerate kinase 1 - CGNC 
Symbol 49503 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2379,23)" 2092 false 6747

ENSGALP00000009985 CID 284 - 303
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2381,24)" 388 true 1.37 6748



ENSGALP00000000316 CID 278 - 298 major vault protein - CGNC Symbol 136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2381,24)" 979 true 1.22 6749

ENSGALP00000003175 CID 39 - 58
eukaryotic translation initiation factor 2 
subunit beta - CGNC Symbol 49248 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2382,09)" 239 false 6750

ENSGALP00000003917 CID 329 - 350

hexose-6-phosphate dehydrogenase 
(glucose 1-dehydrogenase) - CGNC 
Symbol 1785 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2382,23)" 2998 6751

ENSGALP00000004013 CID 1,040 - 1,061 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2384,20)" 304 true 1.51 6752



ENSGALP00000027157 CID 1,594 - 1,615
collagen type IV alpha 2 - CGNC Symbol 
12638 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2384,22)" 2846 6753

ENSGALP00000000316 CID 278 - 298 major vault protein - CGNC Symbol 136 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2385,24)" 1653 6754

ENSGALP00000038124 CID 258 - 278
fatty acid synthase - CGNC Symbol 
1983 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2386,21)" 2578 6755

ENSGALP00000004013 CID 1,040 - 1,061 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2388,22)" 723 6756



ENSGALP00000021034 CID 74 - 95

minichromosome maintenance 
complex component 4 - CGNC Symbol 
9780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2389,18)" 17013 true 0.33 6757

ENSGALP00000009985 CID 284 - 303
casein kinase 2 alpha 1 polypeptide - 
CGNC Symbol 54315 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2389,30)" 532 true 1.37 6758

ENSGALP00000016629 CID Jun-27 peroxiredoxin 1 - CGNC Symbol 7794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2389,33)" 777 false 6759

ENSGALP00000009354 CID 239 - 259

platelet activating factor 
acetylhydrolase 1b regulatory subunit 1 
- CGNC Symbol 4356 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2390,12)" 160 true 1.38 6760



ENSGALP00000036720 CID 1,160 - 1,179
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2390,21)" 239 6761

ENSGALP00000028982 CID 116 - 137
DNA-damage inducible 1 homolog 2 (S. 
cerevisiae) - CGNC Symbol 52491 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2390,26)" 296 true 0.51 6762

ENSGALP00000035738 CID 159 - 180
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2390,30)" 1238 true 0.58 6763

ENSGALP00000006939 CID 428 - 449 annexin A6 - CGNC Symbol 49340 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2391,08)" 954 6764



ENSGALP00000030864 CID 294 - 315
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2393,15)" 584 true 1.53 6765

ENSGALP00000002695 CID 442 - 463

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2393,19)" 12255 true 1.53 6766

ENSGALP00000007182 CID 210 - 231

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2393,22)" 8916 true 0.33 6767

ENSGALP00000016629 CID Jun-27 peroxiredoxin 1 - CGNC Symbol 7794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2393,29)" 4189 true 1.11 6768



ENSGALP00000009354 CID 239 - 259

platelet activating factor 
acetylhydrolase 1b regulatory subunit 1 
- CGNC Symbol 4356 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2394,14)" 221 6769

ENSGALP00000035738 CID 159 - 180
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2394,33)" 595 6770

ENSGALP00000013029 CID 864 - 884
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2396,17)" 1156 6771

ENSGALP00000030864 CID 294 - 315
dihydropyrimidinase-like 2 - CGNC 
Symbol 129 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2397,18)" 1154 6772



ENSGALP00000002695 CID 442 - 463

ATP synthase H+ transporting 
mitochondrial F1 complex alpha 
subunit 1 cardiac muscle - CGNC 
Symbol 49066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2397,21)" 16234 6773

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2399,22)" 7505 true 1.33 6774

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2399,22)" 7505 true 1.33 6775

ENSGALP00000035973 CID 605 - 628

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2400,22)" 1261 false 6776



ENSGALP00000038912 CID 72 - 92 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2401,18)" 13511 true 0.23 6777

ENSGALP00000026270 CID 101 - 122
glutamate-cysteine ligase catalytic 
subunit - CGNC Symbol 12202 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2401,28)" 1101 false 6778

ENSGALP00000004840 CID 103 - 125
replication protein A1 - CGNC Symbol 
2225 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2403,13)" 1215 true 0.69 6779

ENSGALP00000038912 CID 72 - 92 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2405,17)" 315 6780



ENSGALP00000016629 CID Jun-27 peroxiredoxin 1 - CGNC Symbol 7794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2405,36)" 4649 true 1.11 6781

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2407,27)" 13783 true 1.33 6782

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2407,27)" 13783 true 1.33 6783

ENSGALP00000018740 CID 249 - 270
complement component 3 - CGNC 
Symbol 8744 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2407,27)" 1652 6784



ENSGALP00000019031 CID 341 - 360 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2408,16)" 1645 false 6785

ENSGALP00000003737 CID 373 - 394 enolase 1 (alpha) - CGNC Symbol 49607 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2409,18)" 318 true 1.52 6786

ENSGALP00000014070 CID 284 - 303
histidine-rich glycoprotein - CGNC 
Symbol 56138 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2409,24)" 3166 true 1.94 6787

ENSGALP00000026457 CID 166 - 189
pyruvate dehydrogenase (lipoamide) 
alpha 1 - CGNC Symbol 50805 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2411,34)" 382 false 6788



ENSGALP00000042113 CID Jan-21 Metallothionein - UP P68497 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2411,83)" 6455 false 6789

P04264 CID 519 - 549
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2411,99)" 763 true 1.03 6790

ENSGALP00000008236 CID 285 - 307
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2412,29)" 4380 true 3.59 6791

ENSGALP00000035738 CID 234 - 255
poly(U) binding splicing factor 60KDa - 
CGNC Symbol 52777 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2415,15)" 1031 true 0.71 6792



P04264 CID 519 - 549
Keratin, type II cytoskeletal 1 OS=Homo 
sapiens GN=KRT1 PE=1 SV=6 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2416,01)" 785 6793

ENSGALP00000008236 CID 285 - 307
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2416,31)" 15738 6794

ENSGALP00000038912 CID 72 - 92 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2417,16)" 594 true 0.44 6795

ENSGALP00000003737 CID 373 - 394 enolase 1 (alpha) - CGNC Symbol 49607 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2417,25)" 694 true 1.33 6796



ENSGALP00000023115 CID 150 - 170
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2418,30)" 376 true 1.54 6797

ENSGALP00000039530 CID Jan-21

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2419,00)" 1481 6798

ENSGALP00000015988 CID 293 - 314
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2420,22)" 399 false 6799

ENSGALP00000006326 CID 131 - 152
twinfilin actin-binding protein homolog 
2 (Drosophila) - CGNC Symbol 50121 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2421,19)" 1034 true 0.51 6800



ENSGALP00000038912 CID 72 - 92 alpha-D-globin - CGNC Symbol 50309 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2421,22)" 1121 6801

ENSGALP00000003012 CID 52 - 73
malate dehydrogenase 2 - CGNC 
Symbol 1378 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2421,28)" 16919 true 1.42 6802

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2423,31)" 743 false 6803

ENSGALP00000042680 CID 291 - 312

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2423,31)" 743 false 6804



ENSGALP00000027665 CID 176 - 196
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2424,20)" 1147 false 6805

ENSGALP00000006326 CID 131 - 152
twinfilin actin-binding protein homolog 
2 (Drosophila) - CGNC Symbol 50121 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2425,20)" 284 6806

ENSGALP00000003012 CID 52 - 73
malate dehydrogenase 2 - CGNC 
Symbol 1378 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2425,31)" 24894 6807

P35908 CID 93 - 122
Keratin, type II cytoskeletal 2 epidermal 
OS=Homo sapiens GN=KRT2 PE=1 SV=2 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2427,09)" 1034 true 0.12 6808



ENSGALP00000021034 CID 193 - 212

minichromosome maintenance 
complex component 4 - CGNC Symbol 
9780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2427,20)" 2163 true 0.77 6809

ENSGALP00000010633 CID 32 - 51
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2430,11)" 996 true 1.08 6810

ENSGALP00000038677 CID 72 - 92
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2431,19)" 53602 true 2.31 6811

ENSGALP00000021034 CID 193 - 212

minichromosome maintenance 
complex component 4 - CGNC Symbol 
9780 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2431,21)" 1664 6812



ENSGALP00000010633 CID 32 - 51
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2434,13)" 1075 6813

ENSGALP00000016711 CID 362 - 383
guanine monophosphate synthase - 
CGNC Symbol 7825 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2435,18)" 895 true 1.09 6814

ENSGALP00000016978 CID 244 - 264
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2437,22)" 58195 true 1.13 6815

ENSGALP00000018454 CID 265 - 285 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2437,22)" 58195 true 1.13 6816



ENSGALP00000036688 CID 244 - 264 tubulin alpha 8a - CGNC Symbol 262 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2437,22)" 58195 true 1.13 6817

ENSGALP00000037524 CID 254 - 274 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2437,22)" 58195 true 1.13 6818

ENSGALP00000016660 CID 624 - 648
nuclear autoantigenic sperm protein 
(histone-binding) - CGNC Symbol 7802 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2437,26)" 1681 true 1.04 6819

ENSGALP00000021343 CID 126 - 147
serine/threonine kinase receptor 
associated protein - CGNC Symbol 9899 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2438,36)" 732 false 6820



ENSGALP00000016711 CID 362 - 383
guanine monophosphate synthase - 
CGNC Symbol 7825 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2439,19)" 732 6821

ENSGALP00000038677 CID 72 - 92
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2439,25)" 123661 true 2.31 6822

ENSGALP00000036688 CID 244 - 264 tubulin alpha 8a - CGNC Symbol 262 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2441,26)" 6261 6823

ENSGALP00000037524 CID 254 - 274 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2441,26)" 6261 6824



ENSGALP00000016978 CID 244 - 264
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2441,26)" 6261 6825

ENSGALP00000018454 CID 265 - 285 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2441,26)" 6261 6826

ENSGALP00000010633 CID Sep-29
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2442,21)" 20474 true 0.99 6827

ENSGALP00000028022 CID 118 - 137
YY1 transcription factor - CGNC Symbol 
51971 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2444,21)" 1686 true 0.38 6828



ENSGALP00000010633 CID Sep-29
small nuclear ribonucleoprotein D3 
polypeptide - CGNC Symbol 4974 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2446,24)" 20009 6829

ENSGALP00000020169 CID 625 - 644
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2447,11)" 402 true 3.21 6830

ENSGALP00000007055 CID 174 - 194
pyrophosphatase (inorganic) 1 - CGNC 
Symbol 3275 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2448,21)" 727 6831

ENSGALP00000010210 CID 94 - 115
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2449,23)" 4389 false 6832



ENSGALP00000003717 CID 371 - 393
heat shock protein family A (Hsp70) 
member 9 - CGNC Symbol 1687 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2450,25)" 908 false 6833

ENSGALP00000039613 CID 417 - 436
lipase maturation factor 2 - Refseq 
NP_001026743 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2450,29)" 4133 true 3.51 6834

ENSGALP00000023917 CID 368 - 389
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2451,17)" 1751 true 0.63 6835

ENSGALP00000029700 CID 73 - 94
ES1 protein homolog mitochondrial - 
Refseq NP_001025969 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2451,19)" 748 true 0.88 6836



ENSGALP00000007182 CID 68 - 88

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2454,25)" 3247 false 6837

ENSGALP00000020169 CID 625 - 644
phosphorylase glycogen liver - CGNC 
Symbol 49139 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2455,17)" 1729 true 3.21 6838

ENSGALP00000023917 CID 368 - 389
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2455,19)" 665 6839

ENSGALP00000007523 CID 83 - 102
chloride intracellular channel 2 - CGNC 
Symbol 51647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2455,23)" 7258 true 1.07 6840



ENSGALP00000038677 CID 72 - 92
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2455,24)" 2631 false 6841

ENSGALP00000028022 CID 118 - 137
YY1 transcription factor - CGNC Symbol 
51971 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2456,29)" 538 true 0.38 6842

ENSGALP00000037772 CID 144 - 166
3'(2') 5'-bisphosphate nucleotidase 1 - 
CGNC Symbol 7291 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2457,28)" 1500 6843

ENSGALP00000039613 CID 417 - 436
lipase maturation factor 2 - Refseq 
NP_001026743 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2458,35)" 17117 true 3.51 6844



ENSGALP00000029700 CID 73 - 94
ES1 protein homolog mitochondrial - 
Refseq NP_001025969 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2459,24)" 657 true 0.88 6845

ENSGALP00000012367 CID 101 - 123
SLC9A3 regulator 1 - CGNC Symbol 
51624 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2460,13)" 309 false 6846

ENSGALP00000020563 CID 372 - 394
fructose-1 6-bisphosphatase 1 - CGNC 
Symbol 9572 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2460,27)" 6005 6847

ENSGALP00000005653 CID 1,870 - 1,892 fibronectin 1 - CGNC Symbol 2613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2460,31)" 1658 6848



ENSGALP00000011095 CID 486 - 508

SHC (Src homology 2 domain 
containing) transforming protein 1 - 
CGNC Symbol 5182 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2461,26)" 1853 true 0.58 6849

ENSGALP00000012879 CID 394 - 416
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2461,34)" 1092 true 0.77 6850

ENSGALP00000019031 CID 442 - 462 albumin - CGNC Symbol 14106 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2463,08)" 1606 6851

ENSGALP00000025593 CID 1,901 - 1,923
collagen type XII alpha 1 - CGNC 
Symbol 49526 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2463,25)" 1172 6852



ENSGALP00000007523 CID 83 - 102
chloride intracellular channel 2 - CGNC 
Symbol 51647 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2463,28)" 7737 true 1.07 6853

ENSGALP00000011095 CID 486 - 508

SHC (Src homology 2 domain 
containing) transforming protein 1 - 
CGNC Symbol 5182 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2465,29)" 1341 6854

ENSGALP00000009007 CID 59 - 78
ADP-ribosylation factor 4 - CGNC 
Symbol 55483 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2466,21)" 315 false 6855

ENSGALP00000038376 CID 80 - 99
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2466,21)" 315 false 6856



ENSGALP00000023519 CID Jan-21
metallothionein 3 - CGNC Symbol 
56142 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2468,87)" 471 false 6857

ENSGALP00000018165 CID 1,387 - 1,407
lymphocyte antigen 75 - CGNC Symbol 
8470 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2469,32)" 2502 true 0.68 6858

ENSGALP00000006970 CID 381 - 403 exportin 1 - CGNC Symbol 3224 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2471,25)" 3151 true 1.03 6859

ENSGALP00000016978 CID 85 - 105
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2471,29)" 524 false 6860



ENSGALP00000037524 CID 95 - 115 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2471,29)" 524 false 6861

ENSGALP00000036688 CID 85 - 105 tubulin alpha 8a - CGNC Symbol 262 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2471,29)" 524 false 6862

ENSGALP00000000383 CID 1,238 - 1,260
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2471,33)" 27560 true 48.3 6863

ENSGALP00000012879 CID 394 - 416
splicing factor 3a subunit 1 - CGNC 
Symbol 6003 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2473,42)" 365 true 0.77 6864



ENSGALP00000024078 CID 46 - 67
WD repeat domain 1 - CGNC Symbol 
11108 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2474,30)" 1128 true 1.96 6865

ENSGALP00000006970 CID 381 - 403 exportin 1 - CGNC Symbol 3224 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2475,27)" 3491 6866

ENSGALP00000018165 CID 1,387 - 1,407
lymphocyte antigen 75 - CGNC Symbol 
8470 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2477,38)" 1617 true 0.68 6867

ENSGALP00000024078 CID 46 - 67
WD repeat domain 1 - CGNC Symbol 
11108 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2482,35)" 2215 true 1.96 6868



ENSGALP00000013682 CID 80 - 100
glutathione S-transferase omega 1 - 
CGNC Symbol 52072 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2486,18)" 701 true 0.82 6869

ENSGALP00000008236 CID 1,170 - 1,191
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2492,27)" 530 true 2.59 6870

ENSGALP00000038576 CID 57 - 78
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2493,18)" 1274 true 0.38 6871

ENSGALP00000015057 CID 246 - 266
fibrinogen beta chain - CGNC Symbol 
7036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2494,29)" 14807 false 6872



ENSGALP00000038677 CID 96 - 116
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2495,24)" 387 true 1.47 6873

ENSGALP00000007822 CID 292 - 311
coronin actin binding protein 1C - CGNC 
Symbol 50369 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2496,19)" 558 false 6874

ENSGALP00000027953 CID 152 - 173
ribosomal protein S3 - CGNC Symbol 
13020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2496,24)" 496 true 2.66 6875

ENSGALP00000008236 CID 1,170 - 1,191
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2496,29)" 3124 6876



ENSGALP00000038576 CID 57 - 78
GTPase IMAP family member 7-like - 
CGNC Symbol 53739 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2497,20)" 348 6877

ENSGALP00000027953 CID 152 - 173
ribosomal protein S3 - CGNC Symbol 
13020 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2500,26)" 5742 6878

ENSGALP00000022525 CID 140 - 162
pre-mRNA-processing factor 19 - 
Refseq NP_001034420 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2501,31)" 2862 true 0.87 6879

ENSGALP00000038677 CID 96 - 116
phosphoglycerate mutase 1 (brain) - 
CGNC Symbol 53524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2503,29)" 568 true 1.47 6880



ENSGALP00000036774 CID Feb-23
DnaJ (Hsp40) homolog subfamily A 
member 1 - CGNC Symbol 53066 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2505,33)" 3084 6881

ENSGALP00000022525 CID 140 - 162
pre-mRNA-processing factor 19 - 
Refseq NP_001034420 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2505,33)" 3084 6882

ENSGALP00000019979 CID 93 - 114

Gallus gallus alcohol dehydrogenase 1C 
(class I) gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA NM_001305183 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2507,37)" 22425 true 2.28 6883

ENSGALP00000036834 CID 151 - 173
microsomal triglyceride transfer 
protein - CGNC Symbol 9320 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2507,37)" 22425 6884



ENSGALP00000020445 CID 1,302 - 1,322
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2508,20)" 816 true 1.25 6885

ENSGALP00000027665 CID 306 - 329
acetyl-CoA acetyltransferase 1 - CGNC 
Symbol 12890 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2509,38)" 402 false 6886

ENSGALP00000019832 CID 103 - 123
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2510,21)" 2146 true 1.51 6887

ENSGALP00000024803 CID 622 - 643
prolyl endopeptidase - CGNC Symbol 
11476 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2510,23)" 349 true 1.51 6888



ENSGALP00000002154 CID 95 - 116

Hsap of 4: ubiquitin conjugating 
enzyme E2 L5 pseudogene - 
HGNC:13477 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2511,35)" 5318 true 0.3 6889

ENSGALP00000020445 CID 1,302 - 1,322
myosin heavy chain 9 non-muscle - 
CGNC Symbol 49820 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2512,23)" 1023 6890

ENSGALP00000019832 CID 103 - 123
ARP3 actin-related protein 3 homolog 
(yeast) - CGNC Symbol 49080 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2514,23)" 3479 6891

ENSGALP00000024803 CID 622 - 643
prolyl endopeptidase - CGNC Symbol 
11476 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2514,25)" 674 6892



ENSGALP00000016629 CID 169 - 190 peroxiredoxin 1 - CGNC Symbol 7794 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2518,32)" 2488 false 6893

ENSGALP00000017954 CID 235 - 262

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2523,11)" 5251 true 0.31 6894

ENSGALP00000017954 CID 235 - 262

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2527,10)" 886 6895

ENSGALP00000017080 CID Feb-23
SNW domain containing 1 - CGNC 
Symbol 7983 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2528,27)" 1227 6896



ENSGALP00000026303 CID 59 - 80
TatD DNase domain containing 1 - 
CGNC Symbol 12222 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2529,19)" 259 6897

ENSGALP00000006038 CID 268 - 290 ribophorin II - CGNC Symbol 2792 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2529,39)" 6309 true 2.96 6898

ENSGALP00000006038 CID 268 - 290 ribophorin II - CGNC Symbol 2792 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2533,44)" 13963 6899

ENSGALP00000035996 CID 92 - 115
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2536,33)" 3860 true 1.49 6900



ENSGALP00000017112 CID 354 - 376
aldehyde dehydrogenase 18 family 
member A1 - CGNC Symbol 7994 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2537,26)" 586 true 2.86 6901

ENSGALP00000006372 CID 141 - 162

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2539,27)" 884 true 4.95 6902

ENSGALP00000035996 CID 92 - 115
superoxide dismutase 1 soluble - CGNC 
Symbol 11821 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2540,35)" 6193 6903

ENSGALP00000024133 CID 249 - 271
histone deacetylase 2 - CGNC Symbol 
11140 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2541,17)" 341 true 0.74 6904



ENSGALP00000004013 CID 2,154 - 2,176 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2542,30)" 1503 true 1.49 6905

ENSGALP00000030471 CID 93 - 113

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2542,41)" 5202 true 0.52 6906

ENSGALP00000018715 CID 364 - 385
scavenger receptor class B member 2 - 
CGNC Symbol 8738 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2542,41)" 5202 false 0.52 6907

ENSGALP00000006372 CID 141 - 162

aldo-keto reductase family 7 member 
A2 (aflatoxin aldehyde reductase) - 
CGNC Symbol 51005 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2543,30)" 4809 6908



ENSGALP00000026337 CID 62 - 83 peroxiredoxin 4 - CGNC Symbol 12239 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2544,15)" 761 6909

ENSGALP00000017112 CID 354 - 376
aldehyde dehydrogenase 18 family 
member A1 - CGNC Symbol 7994 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2545,31)" 1899 true 2.86 6910

ENSGALP00000038124 CID 728 - 749
fatty acid synthase - CGNC Symbol 
1983 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2545,36)" 652 false 6911

ENSGALP00000004013 CID 2,154 - 2,176 talin 1 - CGNC Symbol 1830 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2546,32)" 2625 6912



ENSGALP00000030471 CID 93 - 113

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - CGNC 
Symbol 13915 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2546,44)" 4077 6913

ENSGALP00000003089 CID 616 - 638
valosin containing protein - CGNC 
Symbol 53073 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2546,47)" 484 false 6914

ENSGALP00000004651 CID 238 - 259 thioredoxin like 1 - CGNC Symbol 2131 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2550,18)" 233 true 0.98 6915

ENSGALP00000010490 CID 32 - 54
gamma-glutamyltransferase 5 - CGNC 
Symbol 4901 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2551,21)" 582 6916



ENSGALP00000034108 CID 92 - 114
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2551,34)" 6196 true 3.17 6917

ENSGALP00000004651 CID 238 - 259 thioredoxin like 1 - CGNC Symbol 2131 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2554,21)" 227 6918

ENSGALP00000015057 CID 96 - 117
fibrinogen beta chain - CGNC Symbol 
7036 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2558,37)" 411 false 6919

ENSGALP00000034108 CID 92 - 114
pyruvate kinase muscle - CGNC Symbol 
1412 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2559,36)" 7595 true 3.23 6920



ENSGALP00000013267 CID 380 - 402
GDP dissociation inhibitor 2 - CGNC 
Symbol 49512 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2571,32)" 1439 true 0.5 6921

ENSGALP00000013574 CID 304 - 327
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2572,32)" 4017 true 3.05 6922

ENSGALP00000010210 CID 219 - 243
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2573,29)" 1836 true 0.41 6923

ENSGALP00000016536 CID 438 - 458
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2574,25)" 1413 true 5.14 6924



ENSGALP00000013574 CID 304 - 327
protein disulfide isomerase family A 
member 3 - CGNC Symbol 6325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2576,34)" 13796 6925

ENSGALP00000016536 CID 438 - 458
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2578,24)" 6838 6926

ENSGALP00000007997 CID 175 - 197
voltage-dependent anion channel 2 - 
CGNC Symbol 49348 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2578,25)" 2111 true 5.14 6927

ENSGALP00000010405 CID 494 - 516
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2582,08)" 1684 6928



ENSGALP00000015665 CID 146 - 176 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2586,35)" 526 6929

ENSGALP00000005520 CID 289 - 312
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2587,39)" 932 false 6930

ENSGALP00000008498 CID 115 - 140 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2588,24)" 379 true 0.91 6931

ENSGALP00000013122 CID 97 - 121
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2588,27)" 669 true 4.78 6932



ENSGALP00000035658 CID 161 - 183
paraspeckle component 1 - CGNC 
Symbol 50884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2588,35)" 2413 true 0.61 6933

ENSGALP00000009487 CID 316 - 337 ribophorin I - CGNC Symbol 4413 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2588,37)" 2393 true 3 6934

ENSGALP00000013122 CID 97 - 121
heat shock protein family D (Hsp60) 
member 1 - CGNC Symbol 6130 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2592,29)" 3597 6935

ENSGALP00000035658 CID 161 - 183
paraspeckle component 1 - CGNC 
Symbol 50884 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2592,36)" 1040 6936



ENSGALP00000001332 CID 368 - 389
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2595,18)" 730 true 1.12 6937

ENSGALP00000008498 CID 115 - 140 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2596,29)" 345 true 0.91 6938

ENSGALP00000009487 CID 316 - 337 ribophorin I - CGNC Symbol 4413 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2596,42)" 7452 true 3 6939

ENSGALP00000001332 CID 368 - 389
lysyl-tRNA synthetase - CGNC Symbol 
602 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2599,21)" 820 6940



ENSGALP00000008578 CID 187 - 209
coatomer protein complex subunit beta 
2 (beta prime) - CGNC Symbol 3988 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2599,25)" 646 true 1.12 6941

ENSGALP00000025606 CID 267 - 290
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2599,50)" 1474 true 1.39 6942

ENSGALP00000016967 CID 162 - 184
glutathione S-transferase zeta 1 - CGNC 
Symbol 7940 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2600,21)" 358 6943

ENSGALP00000041423 CID 22 - 43
glutathione peroxidase 1 - CGNC 
Symbol 65881 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2601,25)" 6651 true 1.97 6944



ENSGALP00000041423 CID 22 - 43
glutathione peroxidase 1 - CGNC 
Symbol 65881 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2605,27)" 14528 6945

ENSGALP00000037462 CID 49 - 72 thymopoietin - CGNC Symbol 50621 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2608,25)" 410 true 0.8 6946

ENSGALP00000001231 CID 253 - 278
lysine demethylase 1A - CGNC Symbol 
547 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2608,33)" 18516 true 0.71 6947

ENSGALP00000002828 CID 120 - 143
eukaryotic translation elongation factor 
2 - CGNC Symbol 1287 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2608,33)" 18516 6948



ENSGALP00000027161 CID 69 - 91
carbohydrate kinase domain containing 
- CGNC Symbol 50844 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2609,38)" 439 false 6949

ENSGALP00000041749 CID 336 - 356
guanine nucleotide binding protein (G 
protein) alpha 13 - CGNC Symbol 3014 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2610,35)" 311 true 0.7 6950

ENSGALP00000025606 CID 267 - 290
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2611,57)" 1359 false 6951

ENSGALP00000023523 CID 218 - 240 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2612,23)" 261 6952



ENSGALP00000015988 CID 218 - 240
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2612,23)" 261 6953

ENSGALP00000015988 CID 218 - 240
actin alpha cardiac muscle 1 - CGNC 
Symbol 51944 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2612,25)" 1238 false 6954

ENSGALP00000023523 CID 218 - 240 actin beta-like 2 - CGNC Symbol 52851 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2612,25)" 1238 false 6955

ENSGALP00000037462 CID 49 - 72 thymopoietin - CGNC Symbol 50621 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2612,29)" 1396 6956



ENSGALP00000042680 CID 216 - 238

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2614,25)" 312 false 6957

ENSGALP00000015657 CID 216 - 238 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2614,25)" 312 false 6958

ENSGALP00000015623 CID 1,199 - 1,221
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2615,42)" 4384 false 6959

ENSGALP00000021472 CID 231 - 253
fumarate hydratase - CGNC Symbol 
9939 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2616,34)" 319 true 4.82 6960



ENSGALP00000003899 CID 104 - 126
methionine adenosyltransferase I alpha 
- CGNC Symbol 1773 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2617,44)" 2288 6961

ENSGALP00000002604 CID 89 - 111
inter-alpha-trypsin inhibitor heavy 
chain 3 - CGNC Symbol 50111 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2621,42)" 200 false 6962

ENSGALP00000035478 CID 2,249 - 2,271 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2623,29)" 299 true 3.46 6963

ENSGALP00000043242 CID 47 - 70
RAD23 homolog A (S. cerevisiae) - 
CGNC Symbol 63890 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2623,38)" 1217 true 1.5 6964



ENSGALP00000021472 CID 231 - 253
fumarate hydratase - CGNC Symbol 
9939 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2624,39)" 2282 true 4.82 6965

ENSGALP00000004013 CID 722 - 745 talin 1 - CGNC Symbol 1830 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2625,48)" 261 false 6966

ENSGALP00000013987 CID 170 - 194
IQ motif containing GTPase activating 
protein 1 - CGNC Symbol 6526 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2625,48)" 261 true 0.35 6967

ENSGALP00000035478 CID 2,249 - 2,271 filamin B beta - CGNC Symbol 49141 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2627,32)" 1716 6968



ENSGALP00000025606 CID 267 - 290
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2627,57)" 1463 false 6969

ENSGALP00000021838 CID 421 - 446
RNA binding motif protein 14 - 
HGNC:14219 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2629,25)" 329 false 6970

ENSGALP00000003035 CID 400 - 423
polypyrimidine tract binding protein 1 - 
CGNC Symbol 1388 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2632,34)" 248 false 6971

ENSGALP00000022589 CID 175 - 198
insulin-like growth factor 2 mRNA 
binding protein 2 - CGNC Symbol 52270 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2633,29)" 180 true 20.01 6972



ENSGALP00000023115 CID 92 - 114
FK506 binding protein 4 59kDa - CGNC 
Symbol 10671 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2634,43)" 622 false 6973

ENSGALP00000010210 CID 69 - 93
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2636,32)" 944 true 12.37 6974

ENSGALP00000039235 CID Feb-25
cold shock domain containing E1 - 
CGNC Symbol 51115 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2638,26)" 437 6975

ENSGALP00000023917 CID 147 - 173
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2639,39)" 1736 true 0.47 6976



ENSGALP00000010210 CID 69 - 93
leukocyte cell derived chemotaxin 2 - 
CGNC Symbol 4754 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2640,37)" 6105 6977

ENSGALP00000027391 CID 371 - 392
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2641,26)" 1017 false 6978

ENSGALP00000023165 CID 398 - 420

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2645,44)" 1538 true 0.58 6979

ENSGALP00000023917 CID 147 - 173
3-oxoacid CoA transferase 1 - CGNC 
Symbol 53012 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2647,44)" 748 true 0.47 6980



ENSGALP00000019037 CID 43 - 69
acetyl-CoA acetyltransferase 2 - CGNC 
Symbol 8861 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2651,44)" 6333 6981

ENSGALP00000023165 CID 398 - 420

heterogeneous nuclear 
ribonucleoprotein K - CGNC Symbol 
9556 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2653,49)" 759 true 0.58 6982

ENSGALP00000000338 CID 215 - 242
proteasome inhibitor subunit 1 - CGNC 
Symbol 152 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2658,47)" 378 6983

ENSGALP00000015176 CID 211 - 233
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2672,26)" 314 true 1.29 6984



ENSGALP00000022601 CID 214 - 238
aldehyde dehydrogenase 8 family 
member A1 - CGNC Symbol 10443 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2672,38)" 555 6985

ENSGALP00000020520 CID 432 - 454 ubiquilin 1 - CGNC Symbol 9551 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2673,32)" 3880 true 1.22 6986

ENSGALP00000009853 CID 46 - 73
zinc finger protein 326 - CGNC Symbol 
4587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2674,11)" 629 true 0.53 6987

ENSGALP00000015176 CID 211 - 233
eukaryotic translation initiation factor 3 
subunit A - CGNC Symbol 7090 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2676,28)" 404 6988



ENSGALP00000020520 CID 432 - 454 ubiquilin 1 - CGNC Symbol 9551 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2677,34)" 4723 6989

ENSGALP00000009853 CID 46 - 73
zinc finger protein 326 - CGNC Symbol 
4587 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2678,12)" 334 6990

ENSGALP00000004490 CID 373 - 396
sarcosine dehydrogenase - CGNC 
Symbol 2060 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2679,31)" 372 false 6991

ENSGALP00000001062 CID 138 - 165 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2683,34)" 1712 6992



ENSGALP00000010423 CID 215 - 239
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2683,34)" 1712 true 0.86 6993

ENSGALP00000037871 CID Feb-27
WAS/WASL interacting protein family 
member 1 - CGNC Symbol 7084 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2683,53)" 93 false 6994

ENSGALP00000038408 CID 206 - 228
Y box binding protein 1 - CGNC Symbol 
3598 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2684,15)" 3980 true 1.81 6995

ENSGALP00000010423 CID 215 - 239
protein phosphatase 2 catalytic subunit 
alpha isozyme - CGNC Symbol 4870 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2687,36)" 1478 6996



ENSGALP00000038408 CID 206 - 228
Y box binding protein 1 - CGNC Symbol 
3598 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2692,20)" 7208 true 1.81 6997

ENSGALP00000014509 CID 71 - 96
far upstream element (FUSE) binding 
protein 1 - CGNC Symbol 6789 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2696,39)" 1128 true 0.36 6998

ENSGALP00000010405 CID 67 - 92
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2698,39)" 1371 false 6999

ENSGALP00000037877 CID 182 - 206
elongation factor like GTPase 1 - CGNC 
Symbol 49990 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2702,38)" 320 true 1.59 7000



ENSGALP00000001914 CID 54 - 77
chloride intracellular channel 4 - CGNC 
Symbol 861 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2703,52)" 1107 false 7001

ENSGALP00000038570 CID Feb-26
eukaryotic translation initiation factor 
5A2 - CGNC Symbol 49863 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2706,15)" 4394 7002

ENSGALP00000023395 CID 380 - 404
ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 10793 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2710,36)" 261 true 0.54 7003

ENSGALP00000036720 CID 414 - 437
dynein cytoplasmic 1 heavy chain 1 - 
CGNC Symbol 8611 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2712,46)" 1055 false 7004



ENSGALP00000001027 CID 158 - 182
ELAV like RNA binding protein 1 - CGNC 
Symbol 49416 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2723,37)" 184 true 0.91 7005

ENSGALP00000016536 CID 437 - 458
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2730,34)" 235 true 3.24 7006

P35527 CID 64 - 95
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2733,18)" 431 true 0.62 7007

P35527 CID 64 - 95
Keratin, type I cytoskeletal 9 OS=Homo 
sapiens GN=KRT9 PE=1 SV=3 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2737,23)" 202 7008



ENSGALP00000016536 CID 437 - 458
heat shock 70kDa protein 4-like - CGNC 
Symbol 51755 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2738,38)" 1174 true 3.24 7009

ENSGALP00000039530 CID 284 - 309

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2745,06)" 3670 true 0.36 7010

ENSGALP00000011961 CID 40 - 62
phosphatidylethanolamine binding 
protein 1 - CGNC Symbol 5589 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2748,36)" 1191 false 7011

ENSGALP00000039530 CID 284 - 309

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2749,09)" 1313 7012



ENSGALP00000000383 CID 183 - 208
alpha-2-macroglobulin-like 4 - CGNC 
Symbol 65057 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2756,58)" 574 false 7013

ENSGALP00000033650 CID 585 - 609
FYN binding protein - CGNC Symbol 
2773 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2766,22)" 241 false 7014

ENSGALP00000002796 CID 140 - 164
eukaryotic translation initiation factor 6 
- CGNC Symbol 1275 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2767,50)" 690 false 7015

ENSGALP00000041551 CID 199 - 225 no description available 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2785,32)" 667 7016



ENSGALP00000035386 CID 383 - 408 hemopexin - CGNC Symbol 15517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2786,39)" 360 7017

ENSGALP00000006762 CID 20 - 43
bleomycin hydrolase - CGNC Symbol 
3131 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2787,37)" 901 true 1.27 7018

ENSGALP00000019452 CID 67 - 90
eukaryotic translation initiation factor 
1B - CGNC Symbol 9051 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2788,32)" 307 true 1.03 7019

ENSGALP00000006762 CID 20 - 43
bleomycin hydrolase - CGNC Symbol 
3131 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2791,39)" 1349 7020



ENSGALP00000003376 CID 309 - 331
acyl-CoA oxidase 1 palmitoyl - CGNC 
Symbol 50495 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2794,45)" 146 false 7021

ENSGALP00000037524 CID 291 - 314 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2798,35)" 3261 7022

ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2798,35)" 3261 7023

ENSGALP00000018454 CID 302 - 325 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2798,35)" 3261 7024



ENSGALP00000010510 CID 424 - 447
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2802,38)" 11270 true 1.88 7025

ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2806,34)" 8710 true 1.35 7026

ENSGALP00000010510 CID 424 - 447
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2806,40)" 22109 7027

ENSGALP00000000170 CID 186 - 212
receptor for activated C kinase 1 - 
CGNC Symbol 61 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2807,42)" 268 false 7028



ENSGALP00000038435 CID 478 - 502

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2812,33)" 437 false 7029

ENSGALP00000004720 CID 200 - 224
phosphoglycerate dehydrogenase - 
CGNC Symbol 2161 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2812,45)" 468 false 7030

ENSGALP00000018454 CID 302 - 325 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2814,39)" 13004 7031

ENSGALP00000037524 CID 291 - 314 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2814,39)" 13004 7032



ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2814,39)" 13004 true 1.35 7033

ENSGALP00000004720 CID 402 - 427
phosphoglycerate dehydrogenase - 
CGNC Symbol 2161 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(2816,44)" 2148 7034

ENSGALP00000026126 CID 201 - 226
ribosomal protein L8 - CGNC Symbol 
12137 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2817,51)" 1227 false 7035

ENSGALP00000009286 CID 395 - 420
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2818,38)" 211 true 1.42 7036



ENSGALP00000041690 CID 74 - 100
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2819,34)" 193 false 7037

ENSGALP00000009286 CID 395 - 420
ubiquinol-cytochrome c reductase core 
protein I - CGNC Symbol 4319 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2822,38)" 450 7038

ENSGALP00000010405 CID 406 - 433
transferrin (ovotransferrin) - CGNC 
Symbol 49715 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2822,42)" 46486 7039

ENSGALP00000039948 CID 160 - 188 MARCKS-like 1 - CGNC Symbol 14646 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2829,31)" 110 false 7040



ENSGALP00000018454 CID 302 - 325 tubulin alpha 4b - CGNC Symbol 65790 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2830,37)" 893 false 7041

ENSGALP00000037524 CID 291 - 314 tubulin alpha 4a - CGNC Symbol 65758 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2830,37)" 893 false 7042

ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2830,37)" 893 false 7043

ENSGALP00000007666 CID 131 - 157
peptidylprolyl isomerase F - CGNC 
Symbol 52036 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2833,38)" 2523 false 7044



ENSGALP00000015410 CID 442 - 466 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2836,38)" 436 true 1.26 7045

ENSGALP00000023085 CID 417 - 441 actinin alpha 4 - CGNC Symbol 49612 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2836,38)" 436 true 1.26 7046

ENSGALP00000011598 CID 31 - 55
small nuclear ribonucleoprotein 
polypeptide A' - CGNC Symbol 50006 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2837,41)" 2068 7047

ENSGALP00000041690 CID 74 - 100
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr12

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-12/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr12/
"MS/MS_(2839,40)" 1718 false 7048



ENSGALP00000017274 CID 261 - 285
acyl-CoA synthetase long-chain family 
member 1 - CGNC Symbol 8071 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr9

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-9/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr9/"
MS/MS_(2839,70)" 151 false 7049

ENSGALP00000023085 CID 417 - 441 actinin alpha 4 - CGNC Symbol 49612 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2840,41)" 378 7050

ENSGALP00000015410 CID 442 - 466 actinin alpha 1 - CGNC Symbol 48956 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2840,41)" 378 7051

ENSGALP00000004011 CID 704 - 733
collagen type V alpha 1 - CGNC Symbol 
49379 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2841,43)" 13369 false 7052



ENSGALP00000005535 CID 49 - 72

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(2842,33)" 446 false 7053

ENSGALP00000038435 CID 608 - 633

transglutaminase 2 (C polypeptide 
protein-glutamine-gamma-
glutamyltransferase) - CGNC Symbol 
49801 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2842,50)" 4983 7054

ENSGALP00000006762 CID 44 - 68
bleomycin hydrolase - CGNC Symbol 
3131 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2845,57)" 1235 true 0.94 7055

ENSGALP00000041690 CID 74 - 100
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2847,43)" 16155 true 0.25 7056



ENSGALP00000013824 CID 242 - 270
cAMP responsive element binding 
protein 1 - CGNC Symbol 49169 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2849,45)" 476 false 7057

ENSGALP00000013964 CID 78 - 103
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2854,43)" 2545 false 7058

ENSGALP00000020884 CID 78 - 103
tubulin beta 2B class IIb - CGNC Symbol 
51362 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2854,43)" 2545 false 7059

ENSGALP00000022436 CID 23 - 48 tubulin beta class I - HGNC:20778 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2854,43)" 2545 false 7060



ENSGALP00000041690 CID 74 - 100
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr10

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-10/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr10/
"MS/MS_(2855,45)" 1754 true 0.2 7061

ENSGALP00000006762 CID 44 - 68
bleomycin hydrolase - CGNC Symbol 
3131 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2857,64)" 1165 true 0.94 7062

ENSGALP00000041815 CID 218 - 244 calponin-2 - Refseq NP_001135728 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2858,23)" 418 false 7063

ENSGALP00000006218 CID 496 - 520
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2862,41)" 387 false 7064



ENSGALP00000041690 CID 74 - 100
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2863,36)" 212 false 7065

ENSGALP00000015063 CID 157 - 180
fibrinogen gamma chain - CGNC 
Symbol 7041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2865,41)" 8790 false 7066

ENSGALP00000007666 CID 131 - 157
peptidylprolyl isomerase F - CGNC 
Symbol 52036 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2869,41)" 140 false 7067

ENSGALP00000041690 CID 74 - 100
peptidyl-prolyl cis-trans isomerase A - 
Refseq NP_001159798 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2871,44)" 291 false 7068



ENSGALP00000003011 CID Feb-29
scaffold attachment factor B2 - CGNC 
Symbol 52976 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2873,25)" 604 7069

ENSGALP00000007666 CID 131 - 157
peptidylprolyl isomerase F - CGNC 
Symbol 52036 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(2877,42)" 115 false 7070

ENSGALP00000038292 CID 76 - 101
cAMP-regulated phosphoprotein 19kDa 
- CGNC Symbol 54805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2881,51)" 992 false 7071

ENSGALP00000036304 CID Oct-36
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2898,45)" 538 true 1.84 7072



ENSGALP00000029322 CID 174 - 198
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2899,30)" 161 true 1.02 7073

ENSGALP00000036304 CID Oct-36
chaperonin containing TCP1 subunit 7 - 
CGNC Symbol 12022 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2902,47)" 1159 7074

ENSGALP00000029322 CID 174 - 198
Hsap of 9: RBM14-RBM4 readthrough - 
HGNC:38840 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2903,33)" 290 7075

ENSGALP00000018939 CID 96 - 121
group-specific component (vitamin D 
binding protein) - CGNC Symbol 8824 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr6

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-6/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr6/"
MS/MS_(2916,40)" 196 false 7076



ENSGALP00000005565 CID 350 - 376
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2929,42)" 195 false 7077

ENSGALP00000009314 CID Apr-29 septin 2 - CGNC Symbol 4335 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(2938,47)" 26470 false 7078

ENSGALP00000041510 CID 34 - 56 Hsap of 1: calreticulin - HGNC:1455 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(2952,53)" 18049 false 7079

ENSGALP00000021475 CID 48 - 76

succinate dehydrogenase complex 
flavoprotein subunit A - CGNC Symbol 
49461 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2977,50)" 360 7080



ENSGALP00000009709 CID 679 - 705

minichromosome maintenance 
complex component 2 - CGNC Symbol 
4524 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2979,53)" 221 true 0.77 7081

ENSGALP00000004013 CID 455 - 482 talin 1 - CGNC Symbol 1830 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(2987,41)" 379 true 0.47 7082

ENSGALP00000035386 CID 348 - 374 hemopexin - CGNC Symbol 15517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(2990,37)" 4453 7083

ENSGALP00000015665 CID 255 - 281 no description available 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(2996,32)" 665 false 7084



ENSGALP00000035386 CID 348 - 374 hemopexin - CGNC Symbol 15517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3006,40)" 10053 7085

ENSGALP00000035386 CID 348 - 374 hemopexin - CGNC Symbol 15517 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3022,46)" 189 7086

ENSGALP00000015063 CID 125 - 149
fibrinogen gamma chain - CGNC 
Symbol 7041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(3022,51)" 1053 false 7087

ENSGALP00000025130 CID 81 - 107 ribosomal protein S23 - HGNC:10410 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(3024,49)" 308 true 1.04 7088



ENSGALP00000019469 CID 129 - 155
ribosomal protein SA - CGNC Symbol 
49202 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3024,53)" 811 true 2.34 7089

ENSGALP00000010510 CID 273 - 299
heat shock 70kDa protein 8 - CGNC 
Symbol 49511 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr11

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-11/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr11/
"MS/MS_(3025,47)" 80 true 0.67 7090

ENSGALP00000040424 CID 351 - 378
small nuclear ribonucleoprotein U5 
subunit 40 - CGNC Symbol 381 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(3027,52)" 126 false 7091

ENSGALP00000025130 CID 81 - 107 ribosomal protein S23 - HGNC:10410 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(3028,50)" 322 7092



ENSGALP00000019469 CID 129 - 155
ribosomal protein SA - CGNC Symbol 
49202 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3028,56)" 2198 7093

ENSGALP00000015063 CID 125 - 149
fibrinogen gamma chain - CGNC 
Symbol 7041 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(3034,48)" 300 false 7094

ENSGALP00000013700 CID Feb-27

SEC13 homolog nuclear pore and COPII 
coat complex component - CGNC 
Symbol 6381 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3039,35)" 126 7095

ENSGALP00000014308 CID 450 - 478
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3042,58)" 609 true 1.74 7096



ENSGALP00000005643 CID 268 - 295

5-aminoimidazole-4-carboxamide 
ribonucleotide formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 2606 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(3045,52)" 108 false 7097

ENSGALP00000014308 CID 450 - 478
chaperonin containing TCP1 subunit 4 - 
CGNC Symbol 6688 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3046,62)" 763 7098

ENSGALP00000025606 CID 396 - 423
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3057,52)" 2126 7099

ENSGALP00000025606 CID 396 - 423
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3065,50)" 5817 true 1.67 7100



ENSGALP00000006604 CID 37 - 64
GTPase activating protein (SH3 domain) 
binding protein 1 - CGNC Symbol 50211 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr7

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-7/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr7/"
MS/MS_(3072,67)" 159 false 7101

ENSGALP00000025606 CID 396 - 423
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3073,53)" 2597 7102

ENSGALP00000025606 CID 396 - 423
eukaryotic translation elongation factor 
1 alpha 1 - CGNC Symbol 48980 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3073,55)" 10469 true 1.67 7103

ENSGALP00000024116 CID 1,106 - 1,133
IQ motif containing GTPase activating 
protein 2 - CGNC Symbol 11128 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3074,50)" 343 7104



ENSGALP00000003737 CID 133 - 162 enolase 1 (alpha) - CGNC Symbol 49607 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(3077,68)" 3243 true 1.25 7105

ENSGALP00000003737 CID 133 - 162 enolase 1 (alpha) - CGNC Symbol 49607 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(3085,72)" 4160 true 1.25 7106

ENSGALP00000015128 CID 343 - 370 lamin B receptor - CGNC Symbol 49736 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3093,42)" 2211 false 7107

ENSGALP00000042855 CID 38 - 64
Hsap of 1: ribosomal protein L10 like - 
HGNC:17976 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3114,44)" 460 7108



ENSGALP00000005535 CID 180 - 206

Gallus gallus serine peptidase inhibitor 
Kazal type 7 (putative) (SPINK7) 
transcript variant 1 mRNA. - RefSeq 
mRNA NM_001308494 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3116,32)" 1716 7109

ENSGALP00000005620 CID 202 - 228
NAD kinase 2 mitochondrial - CGNC 
Symbol 2596 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(3119,58)" 467 7110

ENSGALP00000020884 CID 20 - 46
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3130,48)" 402 true 0.7 7111

ENSGALP00000020884 CID 20 - 46
tubulin beta 2B class IIb - CGNC Symbol 
51362 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3134,50)" 282 7112



ENSGALP00000003089 CID 165 - 191
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3137,49)" 459 true 1.27 7113

ENSGALP00000003089 CID 165 - 191
valosin containing protein - CGNC 
Symbol 53073 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3145,56)" 720 true 1.27 7114

ENSGALP00000013029 CID 22 - 50
splicing factor 3b subunit 1 - CGNC 
Symbol 6082 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3147,42)" 129 false 7115

ENSGALP00000023396 CID 219 - 247
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3153,63)" 1191 true 0.79 7116



ENSGALP00000012815 CID 382 - 414
dihydrolipoamide S-acetyltransferase - 
CGNC Symbol 5977 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3159,69)" 779 7117

ENSGALP00000023396 CID 219 - 247
triosephosphate isomerase 1 - CGNC 
Symbol 49803 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3165,69)" 644 true 0.79 7118

ENSGALP00000004366 CID 37 - 64
Cysteine-rich protein 1 - CGNC Symbol 
52178 170726_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr8

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-8/LC-
226/170726_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr8/"
MS/MS_(3169,50)" 2138 false 7119

ENSGALP00000025010 CID 174 - 201
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3194,53)" 1067 7120



ENSGALP00000002234 CID 172 - 201
RAB14 member RAS oncogene family - 
CGNC Symbol 1018 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(3206,61)" 328 true 1.41 7121

ENSGALP00000002234 CID 172 - 201
RAB14 member RAS oncogene family - 
CGNC Symbol 1018 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(3214,67)" 462 true 1.41 7122

ENSGALP00000043256 CID 174 - 201
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3232,70)" 574 true 2.38 7123

ENSGALP00000006218 CID 281 - 315
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(3238,59)" 2076 true 0.75 7124



ENSGALP00000043256 CID 174 - 201
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3240,74)" 1716 true 2.38 7125

ENSGALP00000006218 CID 281 - 315
CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 2866 170725_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr5

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-5/LC-
226/170725_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr5/"
MS/MS_(3242,62)" 1642 7126

ENSGALP00000008498 CID 556 - 586 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3249,63)" 538 true 0.65 7127

ENSGALP00000008498 CID 556 - 586 transketolase - CGNC Symbol 3953 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3253,66)" 442 7128



ENSGALP00000006284 CID 142 - 172

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - CGNC 
Symbol 52025 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3265,23)" 118 false 7129

ENSGALP00000036822 CID 62 - 93 CDV3 homolog - HGNC:26928 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(3267,74)" 1847 true 1.9 7130

ENSGALP00000036822 CID 62 - 93 CDV3 homolog - HGNC:26928 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(3271,76)" 3819 7131

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3287,58)" 209 false 7132



ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3287,58)" 209 false 7133

ENSGALP00000027488 CID 92 - 122
periostin osteoblast specific factor - 
CGNC Symbol 12805 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr4

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-4/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr4/"
MS/MS_(3287,63)" 119 false 7134

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(3303,47)" 749 false 1.76 7135

ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(3303,47)" 749 false 1.76 7136



ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(3311,52)" 1319 true 1.76 7137

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(3311,52)" 1319 true 1.76 7138

ENSGALP00000024078 CID 440 - 472
WD repeat domain 1 - CGNC Symbol 
11108 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr1

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-1/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr1/"
MS/MS_(3318,63)" 104 7139

ENSGALP00000042680 CID 257 - 284

Gallus gallus actin cytoplasmic 2-like 
(LOC776816) mRNA. - RefSeq mRNA 
NM_001308613 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(3327,53)" 138 false 7140



ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr3

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-3/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr3/"
MS/MS_(3327,53)" 138 false 7141

ENSGALP00000008824 CID 400 - 436
non-POU domain containing octamer-
binding - CGNC Symbol 4102 170721_VP0016_WTvsLiver_FASP_DiM_rep2_OG_Fr2

/VP016_LCM_WTvsTcells/VP0
16_WTvsTcells_FASP_DiM_re
p2_OFFGEL/VP016_WTvsTcell
s_FASP_DiM_rep2_OFFGEL/O
G Fraction-2/LC-
226/170721_VP0016_WTvsLiv
er_FASP_DiM_rep2_OG_Fr2/"
MS/MS_(3397,64)" 430 false 7142



Supptbl44_PepTable_DiMinv_WTvsTcells

Row
User 
Flag OK Cmpd. m/z meas. Mr calc. z

? m/z 
[ppm]

RMS90 
[ppm] Rt [min] Scores #Cmpds. Site [%] Rank P Sequence Modifications

1 true 142 704.4156 703.4017 1 9.36 46.91 22.17 19.2 (M:19.2) 1 1 0 R.YLPGAR.V Dimethyl: 1

2 false 851 704.4629 703.4381 1 24.87 58.12 32.33 22.5 (M:22.5) 1 6 0 R.ILFQR.M Dimethyl: 1

3 true 851 704.4629 703.4632 1 -10.83 34.13 32.33 37.5 (M:37.5) 1 1 0 R.LIFAGK.Q Dimethyl: 1, 6

4 true 948 705.4298 704.4221 1 0.64 140.36 34.67 21.5 (M:21.5) 1 1 0 K.EIFLR.E Dimethyl: 1



5 true 948 705.4298 704.4221 1 0.64 140.36 34.67 21.5 (M:21.5) 1 1 0 K.EIFLR.E Dimethyl: 1

6 true 948 705.4298 704.4221 1 0.64 140.36 34.67 21.5 (M:21.5) 1 1 0 K.EIFLR.E Dimethyl: 1

7 false 1907 707.4649 706.4527 1 7.01 1368.29 52 16.0 (M:16.0) 1 2 0 K.TAVSAAK.A Dimethyl:2H(4): 7; Dimethyl: 1

8 false 1774 709.4484 708.4254 1 22.07 71.89 39.33 18.3 (M:18.3) 1 6 1 R.TMNRK.M Dimethyl:2H(4): 1; Dimethyl: 5

9 true 1774 709.4484 708.4472 1 -8.63 36.55 39.33 29.3 (M:29.3) 5 1 0 K.EIFLR.E Dimethyl:2H(4): 1



10 true 1774 709.4484 708.4472 1 -8.63 36.55 39.33 29.3 (M:29.3) 5 1 0 K.EIFLR.E Dimethyl:2H(4): 1

11 true 1774 709.4484 708.4472 1 -8.63 36.55 39.33 29.3 (M:29.3) 5 1 0 K.EIFLR.E Dimethyl:2H(4): 1

12 false 283 715.4063 714.4036 1 -6.44 47.79 28.67 17.0 (M:17.0) 1 3 0 K.MFTIR.G Dimethyl:2H(4): 1; Oxidation: 1

13 true 283 715.4063 714.4003 1 -1.72 127.45 28.67 19.6 (M:19.6) 1 1 0 R.FFVDR.D Dimethyl:2H(4): 1

14 true 256 716.4205 715.4017 1 16.09 138.47 23.5 20.6 (M:20.6) 2 1 0 K.YGPPVR.T Dimethyl: 1



15 true 834 718.4503 717.4425 1 0.72 123.9 32.33 17.9 (M:17.9) 1 1 0 R.GFPTIK.I Dimethyl: 1, 6

16 false 1333 721.3884 720.3806 1 0.63 182.78 31.67 16.5 (M:16.5) 1 5 0 R.IEEFR.A Dimethyl: 1

17 false 346 721.4275 720.4254 1 -7.2 105.49 29.33 20.5 (M:20.5) 1 6 0 M.AAAMIGR.G Dimethyl:2H(4): 1

18 false 1348 723.4321 722.4149 1 13.73 96.13 36.33 15.9 (M:15.9) 1 4 0 R.YILMR.S Dimethyl: 1

19 true 475 723.4528 722.4367 1 12.26 49.76 29.33 23.1 (M:23.1) 2 1 0 K.YLPFK.V Dimethyl: 1, 5



20 true 1113 724.4259 723.4068 1 16.29 183.37 38.5 23.9 (M:23.9) 1 1 0 R.GFAFVR.F Dimethyl: 1

21 true 1192 725.466 724.4523 1 8.81 136.58 39.67 22.7 (M:22.7) 2 1 0 K.VFYLK.M Dimethyl: 1, 5

22 true 1192 725.466 724.4523 1 8.81 136.58 39.67 22.7 (M:22.7) 2 1 0 K.VFYLK.M Dimethyl: 1, 5

23 true 1192 725.466 724.4523 1 8.81 136.58 39.67 22.7 (M:22.7) 2 1 0 K.VFYLK.M Dimethyl: 1, 5

24 true 1192 725.466 724.4523 1 8.81 136.58 39.67 22.7 (M:22.7) 2 1 0 K.VFYLK.M Dimethyl: 1, 5



25 true 912 728.4465 727.4319 1 9.99 197.56 36.5 24.0 (M:24.0) 1 1 0 R.GFGFIR.L Dimethyl:2H(4): 1

26 false 912 728.4465 727.4571 1 -24.54 160.4 36.5 23.4 (M:23.4) 1 3 0 K.GFFGIK.G Dimethyl:2H(4): 1; Dimethyl: 6

27 true 912 728.4465 727.4319 1 9.99 197.56 36.5 24.0 (M:24.0) 1 1 0 K.GFGFIR.L Dimethyl:2H(4): 1

28 true 912 728.4465 727.4571 1 -24.54 164.57 36.5 24.0 (M:24.0) 1 1 0 K.GFGFIK.L Dimethyl:2H(4): 1; Dimethyl: 6

29 true 1114 728.4531 727.4319 1 19.13 207.32 38.5 21.4 (M:21.4) 1 1 0 R.GFAFVR.F Dimethyl:2H(4): 1



30 false 2110 728.4548 727.4592 1 -16.03 206.44 40.67 19.0 (M:19.0) 1 2 0 K.ELALVR.Q Dimethyl: 1

31 true 1847 729.4085 728.4081 1 -9.36 236.29 38.67 30.5 (M:30.5) 2 1 0 R.EVFMK.L
Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 5

32 false 364 731.432 730.4388 1 -19.2 147.87 29.5 15.4 (M:15.4) 1 3 1 R.RSPSPR.R Dimethyl:2H(4): 1

33 true 1211 731.4514 730.4316 1 17.22 206.89 35.83 27.9 (M:27.9) 3 1 0 R.FIYTR.E Dimethyl:2H(4): 1

34 true 250 732.4394 731.433 1 -1.2 202.36 28.67 28.9 (M:28.9) 2 1 0 K.GVPLYR.H Dimethyl: 1



35 false 485 734.4647 733.4487 1 11.91 74.85 30.67 15.5 (M:15.5) 1 2 0 M.ALHVPK.A Acetyl: 1; Dimethyl: 6

36 true 783 736.3974 735.3915 1 -1.93 158.23 31.67 29.1 (M:29.1) 3 1 0 K.DIAAYR.A Dimethyl: 1

37 true 783 736.3974 735.3915 1 -1.93 158.23 31.67 29.1 (M:29.1) 3 1 0 K.DIAAYR.A Dimethyl: 1

38 true 231 736.4678 735.4581 1 3.25 213.09 28.67 35.2 (M:35.2) 2 1 0 K.GVPLYR.H Dimethyl:2H(4): 1

39 true 754 740.4231 739.4166 1 -1.05 202.4 31.67 36.6 (M:36.6) 4 1 0 K.DIAAYR.A Dimethyl:2H(4): 1



40 true 754 740.4231 739.4166 1 -1.05 202.4 31.67 36.6 (M:36.6) 4 1 0 K.DIAAYR.A Dimethyl:2H(4): 1

41 true 120 741.4667 740.4545 1 6.62 140.13 27 25.2 (M:25.2) 1 1 0 R.QLPVTR.T Dimethyl: 1

42 true 120 741.4667 740.4545 1 6.62 140.13 27 25.2 (M:25.2) 1 1 0 R.QLPVTR.T Dimethyl: 1

43 true 1643 742.3748 741.3697 1 -3.01 183.25 38.67 39.8 (M:39.8) 4 1 0 R.TLYGFGG.- Dimethyl: 1

44 true 1337 742.4552 741.4459 1 2.79 184.8 39.67 23.4 (M:23.4) 1 1 0 -.MLPIAK.S Acetyl: 1; Dimethyl: 6



45 true 627 743.3956 742.3974 1 -12.12 53.58 29.83 23.9 (M:23.9) 1 1 0 M.AGEVIGR.T Acetyl: 1

46 false 493 743.44 742.4337 1 -1.36 146.82 29.5 15.6 (M:15.6) 1 9 0 K.NAVQLAK.S

47 true 250 743.4433 742.4337 1 3.04 87.12 29.67 36.6 (M:36.6) 4 1 0 K.DIQLAR.R Dimethyl: 1

48 true 743 743.4587 742.4589 1 -9.99 215.42 32.5 22.7 (M:22.7) 1 1 0 R.QDLLAK.C Dimethyl: 1, 6

49 false 743 743.4587 742.4337 1 23.84 199.11 32.5 15.6 (M:15.6) 1 3 0 R.AAEILAR.D



50 true 1142 744.4833 743.4615 1 19.5 139.64 35.17 31.3 (M:31.3) 2 1 0 R.VTIMPK.D Dimethyl: 1, 6

51 true 324 745.4024 744.3857 1 12.67 150.77 29.17 17.0 (M:17.0) 1 1 0 R.NFNYR.R Dimethyl:2H(4): 1

52 true 677 745.4458 744.4432 1 -6.24 132.86 30.33 15.7 (M:15.7) 1 1 0 K.NVHSTK.F Dimethyl:2H(4): 1; Dimethyl: 6

53 true 944 745.4565 744.4494 1 -0.2 44.99 29.67 24.1 (M:24.1) 1 1 0 R.TAVSLAR.N Dimethyl: 1

54 true 1193 746.4091 745.3948 1 9.38 198.32 35.17 53.0 (M:53.0) 6 1 0 R.TLYGFGG.- Dimethyl:2H(4): 1



55 true 564 746.4653 745.4537 1 5.76 179.81 31.33 25.7 (M:25.7) 3 1 0 K.HVVFGR.V Dimethyl:2H(4): 1

56 true 883 746.49 745.485 1 -3.08 217.12 36 32.4 (M:32.4) 1 1 0 K.LAFVIR.I Dimethyl: 1

57 false 318 747.4804 746.4724 1 0.91 214.53 36.33 22.2 (M:22.2) 6 7 1 R.MLIKAK.M Oxidation: 1; Dimethyl: 6

58 true 318 747.4804 746.4588 1 19.09 227.29 36.33 42.4 (M:42.4) 10 1 0 K.DIQLAR.R Dimethyl:2H(4): 1

59 true 359 748.4277 747.4279 1 -9.97 204.72 29.17 21.4 (M:21.4) 1 1 0 R.FLEGVR.N Dimethyl: 1



60 true 72 750.4233 749.4146 1 1.93 286.43 21.83 23.1 (M:23.1) 1 1 0 R.MFAPTK.T Dimethyl: 1, 6

61 true 360 752.4533 751.453 1 -9.25 314.11 29.17 29.4 (M:29.4) 1 1 0 R.FLEGVR.N Dimethyl:2H(4): 1

62 false 910 753.4341 752.4404 1 -18.01 299.94 33 20.1 (M:20.1) 1 7 1 K.KDQMK.A
Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 1, 5

63 false 774 753.4398 752.4221 1 13.82 245.06 32.83 16.5 (M:16.5) 1 3 1 K.QFQKF.- Dimethyl: 1, 4

64 true 485 755.4949 754.4953 1 -10.1 150.25 30.5 25.0 (M:25.0) 1 1 0 K.AAVPTIK.H Dimethyl: 1, 7



65 true 266 756.4773 755.4654 1 6.15 184.83 29.83 34.6 (M:34.6) 1 1 0 K.NINIVR.K Dimethyl: 1

66 true 199 756.486 755.4781 1 0.72 153.98 28.33 20.1 (M:20.1) 2 1 0 K.NVANFK.K Dimethyl:2H(4): 1, 6

67 true 1528 758.4346 757.4334 1 -7.96 97.22 32.67 16.3 (M:16.3) 1 1 0 K.LIVDDR.G Dimethyl: 1

68 false 1338 758.4465 757.4408 1 -2.12 156.58 39.67 18.8 (M:18.8) 2 2 0 -.MLPIAK.S
Acetyl: 1; Oxidation: 1; Dimethyl: 
6

69 false 913 759.4581 758.465 1 -18.68 151.05 36.33 15.8 (M:15.8) 1 3 1 K.ALDRTK.R Dimethyl: 1, 6



70 true 218 759.4617 758.4588 1 -5.87 31.42 28.67 15.0 (M:15.0) 1 1 0 R.DAGLPVR.D Dimethyl:2H(4): 1

71 false 603 760.4075 759.4127 1 -16.32 119.59 29.67 18.3 (M:18.3) 1 3 0 K.VELESR.L Dimethyl: 1

72 true 603 760.4075 759.4127 1 -16.32 100.35 29.67 32.7 (M:32.7) 1 1 0 R.LDLTDR.S Dimethyl: 1

73 true 1054 760.4186 759.4127 1 -1.83 1062.31 30.17 17.0 (M:17.0) 1 1 1 R.IEKGQGT.- Dimethyl: 1

74 false 1112 760.4814 759.4564 1 23.19 252.54 35.17 21.3 (M:21.3) 3 4 0 R.VTIMPK.D Oxidation: 4; Dimethyl: 1, 6



75 false 348 761.4893 760.4847 1 -3.59 336.78 29.33 19.4 (M:19.4) 1 3 0 K.VFLAQK.M Dimethyl: 1, 6

76 true 796 761.4923 760.4847 1 0.38 297.31 32.17 40.9 (M:40.9) 2 1 0 K.QAFVLK.E Dimethyl: 1, 6

77 true 900 762.4078 761.3919 1 11.31 551.04 34.33 16.5 (M:16.5) 1 1 1 R.LDSGKDK.M

78 true 366 762.4361 761.4436 1 -19.37 349.73 29.33 21.8 (M:21.8) 1 1 0 R.GFGNIAK.S Dimethyl: 1, 7

79 true 2083 762.4957 761.4949 1 -8.54 99.97 40.67 25.2 (M:25.2) 1 1 0 R.LSELLR.Y Dimethyl:2H(4): 1



80 true 200 763.4596 762.4388 1 17.69 287.14 28 25.6 (M:25.6) 2 1 0 K.QIYVGR.A Dimethyl: 1

81 true 757 764.4634 763.4542 1 2.46 294.5 37.83 19.3 (M:19.3) 1 1 0 K.CFFVK.F
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 5

82 true 623 764.4821 763.472 1 3.73 335.91 30.5 30.4 (M:30.4) 1 1 0 R.TGFTFK.Y Dimethyl:2H(4): 1, 6

83 true 835 766.4622 765.4537 1 1.48 313.25 35.67 35.6 (M:35.6) 1 1 0 R.LFGFVR.F Dimethyl: 1

84 true 201 767.4769 766.4639 1 7.47 153.96 27.83 21.3 (M:21.3) 1 1 0 K.QIYVGR.A Dimethyl:2H(4): 1



85 true 836 770.4886 769.4789 1 3.15 157.62 35.67 17.0 (M:17.0) 1 1 0 R.LFGFVR.F Dimethyl:2H(4): 1

86 true 1021 770.4986 769.481 1 13.37 330.02 34.33 41.8 (M:41.8) 2 1 0 R.LNLVQR.N Dimethyl: 1

87 true 1021 770.4986 769.481 1 13.37 330.02 34.33 41.8 (M:41.8) 2 1 0 R.LNLVQR.N Dimethyl: 1

88 true 153 771.4415 770.436 1 -2.42 219.17 27.5 22.8 (M:22.8) 2 1 0 R.CLPTPK.C
Carbamidomethyl: 1; Dimethyl: 1, 
6

89 false 214 771.4536 770.4399 1 8.37 257.35 29.33 17.3 (M:17.3) 1 10 0 R.GVGQAAIR.G



90 false 214 771.4536 770.4399 1 8.37 286.37 29.33 22.4 (M:22.4) 1 4 1 R.DRSPLR.R Dimethyl: 1

91 false 214 771.4536 770.4473 1 -1.21 293.4 29.33 18.1 (M:18.1) 1 9 0 K.CVPLVR.E Carbamidomethyl: 1; Dimethyl: 1

92 false 452 771.4682 770.46 1 1.15 243.69 30.33 21.8 (M:21.8) 2 2 0 K.QGFPMK.Q Dimethyl:2H(4): 1, 6

93 true 214 771.4693 770.4724 1 -13.49 262.72 22.83 20.1 (M:20.1) 1 1 0 K.IMPVQK.Q Dimethyl: 1, 6

94 false 960 771.4788 770.4724 1 -1.14 116.48 34.83 34.4 (M:34.4) 1 2 0 K.CVVIPK.E
Carbamidomethyl: 1; Dimethyl: 1, 
6



95 true 473 771.485 770.4778 1 -0.16 154.69 31.83 34.9 (M:34.9) 1 1 0 R.NFLGEK.Y Dimethyl:2H(4): 1, 6

96 true 333 772.4095 771.4014 1 0.97 215.34 30.17 16.6 (M:16.6) 1 1 0 K.DPEDLK.D Dimethyl: 1, 6

97 true 930 772.5015 771.4854 1 11.35 161.55 35 22.1 (M:22.1) 2 1 1 K.IEAGAKK.E Dimethyl: 1, 7

98 true 458 773.4577 772.4443 1 7.98 177.72 31.5 29.8 (M:29.8) 1 1 0 R.SLADIAR.E Dimethyl: 1

99 false 458 773.4577 772.4331 1 22.5 166.58 31.5 15.7 (M:15.7) 1 6 0 K.VGDDIAK.A Dimethyl: 1, 7



100 true 417 774.4427 773.4436 1 -10.57 329.01 30.5 22.6 (M:22.6) 1 1 0 R.TPPLYR.M Dimethyl: 1

101 true 1296 775.3885 774.385 1 -4.89 252.4 31.5 27.9 (M:27.9) 1 1 0 R.EYFER.L Dimethyl:2H(4): 1

102 false 390 775.4472 774.4388 1 1.37 532.6 30.33 21.9 (M:21.9) 1 4 1 K.TWKER.V Dimethyl: 1, 3

103 false 952 775.4484 774.4316 1 12.26 238.35 33.17 22.7 (M:22.7) 1 2 0 K.VFYYK.M Dimethyl: 1, 5

104 false 143 775.4707 774.4786 1 -19.58 193.69 22.33 19.2 (M:19.2) 1 2 1 R.MLAIKR.C Oxidation: 1; Dimethyl: 1



105 true 782 776.466 775.4592 1 -0.62 287.33 31.83 19.3 (M:19.3) 1 1 0 K.SIYIPR.G Dimethyl: 1

106 true 695 776.4741 775.4592 1 9.74 229.37 32.17 33.5 (M:33.5) 3 1 0 R.NVNVFK.F Dimethyl: 1, 6

107 false 316 777.4278 776.4102 1 13.3 451.51 30.17 17.6 (M:17.6) 1 5 0 K.MVENIK.Q Oxidation: 1; Dimethyl: 6

108 true 316 777.4278 776.4181 1 3.19 440.3 30.17 24.6 (M:24.6) 3 1 0 R.AFDQIR.M Dimethyl: 1

109 true 394 777.4435 776.4466 1 -13.38 339.87 30.33 20.4 (M:20.4) 1 1 1 R.AMDKLK.D Oxidation: 2; Dimethyl: 1, 6



110 true 921 777.4765 776.4545 1 19.04 269.1 33.83 16.7 (M:16.7) 1 1 0 R.VAFSVAR.A Dimethyl: 1

111 false 568 778.4679 777.4469 1 17.64 193.7 33.5 16.1 (M:16.1) 1 50 4 1 R.TKCGPR.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 2; Dimethyl: 1

112 true 265 779.4057 778.3974 1 1.37 286.1 27.83 21.6 (M:21.6) 1 1 0 R.NLDYAR.M Dimethyl: 1

113 false 108 780.4639 779.4541 1 3.24 416.44 28 16.9 (M:16.9) 1 2 0 K.LSPNPPK.L Dimethyl: 7

114 false 317 781.4537 780.4432 1 4.09 373.34 30.17 18.9 (M:18.9) 1 2 0 R.AFDQIR.M Dimethyl:2H(4): 1



115 true 78 781.5024 780.4985 1 -4.38 266.3 26.17 23.2 (M:23.2) 2 1 0 K.NYVPPK.G Dimethyl:2H(4): 1, 6

116 true 78 781.5024 780.4985 1 -4.38 266.3 26.17 23.2 (M:23.2) 2 1 0 K.NYVPPK.G Dimethyl:2H(4): 1, 6

117 true 105 783.4927 782.4818 1 4.62 399.15 26.83 16.0 (M:16.0) 1 1 0 K.VFYYK.M Dimethyl:2H(4): 1, 5

118 true 613 783.4931 782.4902 1 -5.62 264.42 30.33 38.3 (M:38.3) 3 1 0 M.SIGVPIK.V Acetyl: 1; Dimethyl: 7

119 false 947 784.4978 783.4854 1 6.43 285.48 37 24.3 (M:24.3) 2 2 0 R.LTPQAVK.I Dimethyl: 7



120 true 146 784.5106 783.5094 1 -7.8 217.02 28.5 37.0 (M:37.0) 1 1 0 R.NVNVFK.F Dimethyl:2H(4): 1, 6

121 false 415 785.4848 784.4807 1 -4.07 78.03 29.33 17.4 (M:17.4) 1 6 0 K.EGIVALR.R Dimethyl: 1

122 true 48 785.4909 784.4807 1 3.7 250.73 25.5 33.8 (M:33.8) 1 1 0 K.NAGAVIGK.G Dimethyl: 1, 8

123 true 1067 785.4916 784.4757 1 10.94 303.38 34.83 26.2 (M:26.2) 2 1 0 R.QAMPFK.C Dimethyl:2H(4): 1, 6

124 true 1611 786.4423 785.4374 1 -3.02 279.92 39.67 33.1 (M:33.1) 3 1 0 R.DGFLFR.Y Dimethyl:2H(4): 1



125 true 392 786.4508 785.4548 1 -14.36 360.42 29.5 17.1 (M:17.1) 1 1 0 K.SIVFHR.K Dimethyl: 1

126 true 576 786.485 785.4759 1 2.33 326.05 31.67 18.7 (M:18.7) 1 1 0 K.AGIIASAR.A Dimethyl: 1

127 false 576 786.485 785.4759 1 2.33 349.67 31.67 15.1 (M:15.1) 1 2 1 R.ADGRIVK.M Dimethyl: 7

128 true 1492 786.4912 785.4659 1 22.86 -1 37.5 16.5 (M:16.5) 1 1 0 K.YLMALK.N Dimethyl:2H(4): 1; Oxidation: 3

129 true 1022 786.5084 785.4961 1 6.41 356.09 34.17 16.3 (M:16.3) 1 1 0 K.MVFTPK.D Dimethyl:2H(4): 1, 6



130 false 1272 787.4791 786.4752 1 -4.25 323.91 41.17 25.0 (M:25.0) 1 2 0 K.IIPFNR.L Dimethyl: 1

131 true 1113 788.4563 787.4552 1 -7.8 376.17 34.83 16.6 (M:16.6) 1 1 1 K.AKAEITR.L

132 false 1022 789.4617 788.4644 1 -12.62 444.21 34.33 22.2 (M:22.2) 1 10 0 K.SSVVELK.R Dimethyl: 1

133 false 1022 789.4617 788.4578 1 -4.35 381.61 34.33 26.5 (M:26.5) 1 3 0 K.SCLLLR.F Carbamidomethyl: 2; Dimethyl: 1

134 false 1776 789.5038 788.5058 1 -11.75 176.84 38.17 16.1 (M:16.1) 1 4 0 K.ILENLR.G Dimethyl:2H(4): 1



135 false 378 789.508 788.483 1 22.46 323.71 30.5 16.4 (M:16.4) 1 2 1 R.LVKDMK.I Dimethyl: 3, 6

136 true 378 789.508 788.5058 1 -6.41 -1 30.5 21.9 (M:21.9) 1 1 0 K.IIGNNVK.K Dimethyl:2H(4): 1

137 true 1105 789.5124 788.5058 1 -0.83 419.32 35.67 30.0 (M:30.0) 2 1 0 R.INLELR.N Dimethyl:2H(4): 1

138 true 129 791.4785 790.4701 1 1.4 348.82 22.17 32.9 (M:32.9) 2 1 0 K.VVQVYR.K Dimethyl: 1

139 true 596 792.4358 791.4268 1 2.17 275.5 30.5 23.7 (M:23.7) 1 1 0 R.FYAFGR.V Dimethyl:2H(4): 1



140 true 1471 792.4742 791.4691 1 -2.7 78.98 32.67 28.4 (M:28.4) 1 1 0 K.IETELR.D Dimethyl:2H(4): 1

141 false 444 793.4071 792.413 1 -16.65 313.52 31.33 15.1 (M:15.1) 1 7 0 R.DSFLQR.V Dimethyl: 1

142 true 1335 794.4028 793.397 1 -1.86 260.75 32 41.1 (M:41.1) 1 1 0 R.EIFDSR.G Dimethyl: 1

143 true 1161 794.4977 793.5 1 -12.08 413.59 36 35.0 (M:35.0) 1 1 0 K.VVEIFR.I Dimethyl:2H(4): 1

144 true 1023 794.5037 793.4949 1 1.84 278.47 34.17 21.7 (M:21.7) 1 1 0 K.TTILYK.L Dimethyl: 1, 6



145 false 73 795.4178 794.4258 1 -19.25 391.09 21.67 18.2 (M:18.2) 1 2 1 K.DRMEGK.A Dimethyl:2H(4): 1; Dimethyl: 6

146 false 73 795.4178 794.396 1 18.29 435.33 21.67 18.1 (M:18.1) 1 5 0 R.DEQSEK.L Dimethyl:2H(4): 1; Dimethyl: 6

147 true 144 795.5046 794.4952 1 2.69 297.41 22.17 16.4 (M:16.4) 1 1 0 K.VVQVYR.K Dimethyl:2H(4): 1

148 false 358 797.4669 796.4483 1 14.15 235.67 29.67 16.2 (M:16.2) 1 3 0 K.FANYVK.N Dimethyl: 1, 6

149 false 1155 797.4808 796.4567 1 21.02 365.15 39 15.0 (M:15.0) 1 2 0 K.GICFIR.T
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



150 true 1373 798.4268 797.4221 1 -3.3 382.6 32 21.1 (M:21.1) 1 1 0 R.EIFDSR.G Dimethyl:2H(4): 1

151 false 258 799.4975 798.5076 1 -21.71 532.42 29.17 21.9 (M:21.9) 1 6 1 R.AGLQVRK.N Dimethyl: 7

152 false 258 799.4975 798.4712 1 23.8 369.81 29.17 24.2 (M:24.2) 1 3 0 R.GVGQAAIR.G Dimethyl: 1

153 false 486 800.4989 799.4916 1 0.05 313.89 30.5 15.7 (M:15.7) 1 4 1 K.RLLQDK.V Dimethyl: 1

154 false 486 800.4989 799.4916 1 0.05 352.04 30.5 19.0 (M:19.0) 1 3 0 R.IGVITNR.E Dimethyl: 1



155 true 2659 800.4996 799.4804 1 14.91 100.75 38.83 28.8 (M:28.8) 1 1 0 R.ELIELR.N Dimethyl: 1

156 false 2659 800.4996 799.4804 1 14.91 97.79 38.83 26.6 (M:26.6) 1 8 0 K.VGNIEIK.D Dimethyl: 7

157 true 2659 800.4996 799.5055 1 -16.51 88.41 38.83 28.8 (M:28.8) 1 1 0 K.IEIEIK.I Dimethyl: 1, 6

158 true 2659 800.4996 799.5055 1 -16.51 88.41 38.83 28.8 (M:28.8) 1 1 0 K.LELEIK.N Dimethyl: 1, 6

159 false 159 800.5172 799.5167 1 -8.48 364.99 22.33 25.1 (M:25.1) 1 2 0 R.LATALQK.L Dimethyl: 1, 7



160 false 159 800.5172 799.5167 1 -8.48 364.99 22.33 25.1 (M:25.1) 1 2 0 R.LATALQK.L Dimethyl: 1, 7

161 true 285 802.4201 801.4133 1 -0.68 292.55 29.5 19.9 (M:19.9) 1 1 0 K.DFSIHR.L Dimethyl: 1

162 true 869 802.4854 801.4938 1 -19.64 320.33 32.67 15.1 (M:15.1) 1 1 0 K.YVLGYK.Q Dimethyl:2H(4): 1; Dimethyl: 6

163 true 1146 803.4492 802.4445 1 -3.2 311.77 35.33 25.5 (M:25.5) 2 1 0 R.MLPMQK.V Dimethyl: 1, 6

164 true 446 803.5093 802.5164 1 -17.9 237.81 30.17 23.7 (M:23.7) 1 1 0 K.TLVSVTK.E Dimethyl: 1, 7



165 true 446 803.5093 802.5164 1 -17.9 237.81 30.17 23.7 (M:23.7) 1 1 0 K.TLVSVTK.E Dimethyl: 1, 7

166 true 711 804.504 803.4905 1 7.74 293.81 37.33 32.6 (M:32.6) 2 1 0 K.NIGLGFK.T Dimethyl: 1, 7

167 false 327 805.3804 804.38 1 -8.48 223.41 26.67 16.8 (M:16.8) 1 5 0 K.CDVDIR.K Carbamidomethyl: 1; Dimethyl: 1

168 false 757 805.4587 804.4494 1 2.57 526.21 34.33 33.4 (M:33.4) 1 2 0 R.FLNDLR.R Dimethyl: 1

169 true 757 805.4587 804.4494 1 2.57 327.67 34.33 34.8 (M:34.8) 1 1 0 R.FAGVDIR.V Dimethyl: 1



170 true 1280 805.5094 804.4985 1 4.5 314.74 36.5 23.5 (M:23.5) 2 1 0 K.FANYVK.N Dimethyl:2H(4): 1, 6

171 false 359 805.5172 804.5259 1 -19.75 237.83 29.5 15.3 (M:15.3) 1 4 0 K.LIVDSVK.E Dimethyl:2H(4): 7

172 false 868 806.4291 805.4334 1 -14.33 836.89 34.17 15.3 (M:15.3) 1 4 0 R.FPASAGTK.N Dimethyl: 1

173 true 868 806.4291 805.4156 1 7.69 422.01 34.17 24.4 (M:24.4) 1 1 0 R.MEFVPR.Q Dimethyl: 1

174 true 286 806.4463 805.4384 1 0.68 335.97 29.5 32.9 (M:32.9) 1 1 0 K.DFSIHR.L Dimethyl:2H(4): 1



175 true 538 807.4624 806.4588 1 -4.59 370.66 30.17 27.9 (M:27.9) 1 1 0 K.FGVAEPR.K Dimethyl:2H(4): 1

176 false 493 807.4851 806.4874 1 -11.79 293.89 29.67 20.1 (M:20.1) 3 2 0 K.QDMLLK.V Dimethyl:2H(4): 1; Dimethyl: 6

177 true 1486 807.499 806.5051 1 -16.54 358.59 45.67 15.1 (M:15.1) 1 1 1 K.TKEELK.T Dimethyl:2H(4): 2; Dimethyl: 6

178 false 168 808.4249 807.4048 1 15.91 369.91 27.5 23.4 (M:23.4) 1 2 0 R.MTEVEK.S Oxidation: 1; Dimethyl: 1, 6

179 true 168 808.4249 807.4239 1 -7.71 287.38 27.5 27.1 (M:27.1) 2 1 0 K.FAVGSGSR.L Dimethyl: 1



180 true 785 808.5082 807.4967 1 5.24 333.48 34 29.7 (M:29.7) 1 1 0 R.IHLELR.N Dimethyl: 1

181 true 569 809.3911 808.3823 1 1.87 535.04 35.5 24.0 (M:24.0) 4 1 0 K.IMEMAAK.G Oxidation: 2

182 false 1380 809.4043 808.3823 1 18.17 485.32 40.67 19.0 (M:19.0) 1 32.57 2 0 K.IMEMAAK.G Oxidation: 4

183 false 422 809.4765 808.4745 1 -6.5 164.67 27.33 15.6 (M:15.6) 1 4 0 R.QFDVLR.A Dimethyl:2H(4): 1

184 false 734 809.4815 808.4745 1 -0.27 330.35 34.33 26.4 (M:26.4) 1 2 0 R.FLNDLR.R Dimethyl:2H(4): 1



185 true 734 809.4815 808.4745 1 -0.27 343.27 34.33 33.9 (M:33.9) 2 1 0 R.FAGVDIR.V Dimethyl:2H(4): 1

186 true 1147 810.4928 809.4687 1 20.67 276.48 35.33 35.4 (M:35.4) 2 1 0 K.YYLAPK.I Dimethyl: 1, 6

187 true 1294 811.5025 810.4963 1 -1.4 196.97 35.67 15.9 (M:15.9) 1 1 0 R.IDLPGLR.S Dimethyl: 1

188 true 1673 812.4479 811.4564 1 -19.36 180.12 37.5 25.6 (M:25.6) 1 1 0 R.VFDMIR.R Dimethyl:2H(4): 1

189 false 410 813.43 812.4365 1 -16.99 512.67 31 18.2 (M:18.2) 1 2 1 R.RDNRPR.G



190 true 455 813.5212 812.5281 1 -17.51 299.44 29.67 15.4 (M:15.4) 1 1 1 R.MKIDSK.V Dimethyl:2H(4): 1, 6; Dimethyl: 2

191 true 200 814.4607 813.4531 1 0.37 321.09 29 24.6 (M:24.6) 1 1 0 R.CLGIPAR.L Carbamidomethyl: 1; Dimethyl: 1

192 true 491 814.4771 813.4709 1 -1.23 639.99 32 19.5 (M:19.5) 1 1 0 K.DIVNGLR.S Dimethyl: 1

193 true 159 815.457 814.4549 1 -6.37 300.09 27.33 16.9 (M:16.9) 1 1 0 R.TISPDVR.T Dimethyl: 1

194 true 159 815.457 814.4549 1 -6.37 300.09 27.33 16.9 (M:16.9) 1 1 0 R.TISPDVR.T Dimethyl: 1



195 true 735 815.52 814.5164 1 -4.48 270.88 33.33 21.7 (M:21.7) 1 1 0 K.TLVDIAK.S Dimethyl: 1, 7

196 true 412 816.4468 815.4324 1 8.8 306.79 32 37.3 (M:37.3) 3 1 0 R.CLGVPSR.V Carbamidomethyl: 1; Dimethyl: 1

197 true 407 816.4723 815.4626 1 3.04 235.53 30.83 19.6 (M:19.6) 1 1 0 R.DILMHR.W Dimethyl:2H(4): 1

198 true 413 818.4576 817.448 1 2.79 374.43 32.5 34.6 (M:34.6) 3 1 0 R.CGSVLVR.L Carbamidomethyl: 1; Dimethyl: 1

199 true 336 818.4948 817.496 1 -10.25 340.95 29 17.1 (M:17.1) 1 1 0 K.DIVNGLR.S Dimethyl:2H(4): 1



200 true 1024 818.5142 817.5062 1 0.96 368.41 34.33 34.3 (M:34.3) 2 1 0 K.QFQLVK.K Dimethyl: 1, 6

201 true 216 819.489 818.4902 1 -10.36 340.37 22.83 20.5 (M:20.5) 1 1 0 R.VYTPVGK.A Dimethyl: 1, 7

202 false 930 820.431 819.4127 1 13.5 109.92 33 20.0 (M:20.0) 1 2 0 K.NYDPQK.D Dimethyl: 1, 6

203 true 259 821.4803 820.4745 1 -1.74 324.09 28.5 18.3 (M:18.3) 1 1 0 R.QLFEPR.S Dimethyl:2H(4): 1

204 true 1325 821.492 820.4881 1 -4.08 353.48 36.33 35.0 (M:35.0) 3 1 0 -.MQIFVK.T Dimethyl: 1, 6



205 false 1325 821.492 820.4663 1 22.44 649.97 36.33 20.3 (M:20.3) 1 9 1 R.MIRMAK.E Oxidation: 4; Dimethyl: 1, 6

206 true 307 822.4329 821.4218 1 4.67 396.03 23.83 23.5 (M:23.5) 2 1 0 R.FVNCVR.F Carbamidomethyl: 4; Dimethyl: 1

207 false 233 822.5286 821.5098 1 13.95 378.74 28.33 21.1 (M:21.1) 1 7 0 K.DQSIAPK.T Dimethyl:2H(4): 1, 7

208 false 233 822.5286 821.5095 1 14.35 518.79 28.33 31.2 (M:31.2) 1 50 2 1 R.KMNLTR.G Dimethyl:2H(4): 1; Dimethyl: 1

209 true 725 823.4401 822.4388 1 -7.33 364.3 32.67 24.2 (M:24.2) 2 1 0 R.YVGGFPR.S Dimethyl: 1



210 false 510 823.4642 822.4422 1 17.94 398.44 29.67 18.6 (M:18.6) 1 5 1 K.RMFLEK.L

211 false 1304 823.4741 822.4851 1 -22.14 503.02 36.17 20.7 (M:20.7) 1 3 1 R.YKDITK.L Dimethyl: 2, 6

212 true 755 823.5063 822.4963 1 3.31 375.76 32.33 40.4 (M:40.4) 6 1 0 K.IIAPPER.K Dimethyl: 1

213 true 755 823.5063 822.4963 1 3.31 375.76 32.33 40.4 (M:40.4) 6 1 0 K.IIAPPER.K Dimethyl: 1

214 true 1606 825.4515 824.4505 1 -7.53 170.58 37.17 18.5 (M:18.5) 1 1 0 K.VGHVTER.T Dimethyl: 1



215 true 626 827.489 826.4673 1 17.38 420.96 31.17 25.6 (M:25.6) 2 1 0 K.LTGMAFR.V Dimethyl:2H(4): 1

216 true 922 827.4912 826.4639 1 24.12 425.28 33.33 21.8 (M:21.8) 2 1 0 R.YVGGFPR.S Dimethyl:2H(4): 1

217 true 2 827.5119 826.5214 1 -20.32 558.31 21.5 41.5 (M:41.5) 5 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

218 true 2 827.5119 826.5214 1 -20.32 558.31 21.5 41.5 (M:41.5) 5 1 0 K.IIAPPER.K Dimethyl:2H(4): 1

219 false 1680 827.5207 826.5214 1 -9.69 448.76 40.5 15.3 (M:15.3) 1 3 0 K.DIAAHIK.K Dimethyl:2H(4): 1; Dimethyl: 7



220 false 1773 827.5277 826.5037 1 20.18 118.82 40.67 17.2 (M:17.2) 1 5 0 -.MALHVPK.A Dimethyl:2H(4): 7

221 true 1773 827.5277 826.5404 1 -24.19 106 40.67 23.3 (M:23.3) 1 1 0 R.VAEAFVK.T Dimethyl:2H(4): 1, 7

222 false 986 828.4937 827.4939 1 -9.06 347.28 33.5 17.0 (M:17.0) 1 4 0 K.MQGVPLK.H Dimethyl: 1, 7

223 false 852 828.4945 827.4687 1 22.29 358.69 34.17 19.6 (M:19.6) 1 4 0 K.IAAAMPVR.A

224 false 118 828.5052 827.4977 1 0.25 162.1 31.33 26.9 (M:26.9) 2 2 1 R.VVRDAIR.H



225 true 118 828.5052 827.4865 1 13.81 210.69 31.33 39.5 (M:39.5) 2 1 0 R.GLQDVLR.T Dimethyl: 1

226 false 2852 828.5291 827.5244 1 -3.15 823.73 39.67 15.6 (M:15.6) 1 2 0 K.FLEDLK.S Dimethyl:2H(4): 1, 6

227 true 1778 831.4724 830.4684 1 -3.94 308.88 38 24.2 (M:24.2) 1 1 0 R.MGLVLDR.M Dimethyl: 1

228 false 2085 831.484 830.4749 1 2.13 338.61 40.5 21.2 (M:21.2) 1 6 0 R.DSILDIK.V Dimethyl: 7

229 true 1087 831.4843 830.4749 1 2.5 137.67 30.5 25.1 (M:25.1) 1 1 0 R.TIELDGK.T Dimethyl: 1, 7



230 true 1087 831.4843 830.4749 1 2.5 137.67 30.5 25.1 (M:25.1) 1 1 0 R.TIELDGK.K Dimethyl: 1, 7

231 false 802 831.4949 830.4749 1 15.27 295.67 34 25.3 (M:25.3) 1 5 0 K.GIEESLK.R Dimethyl: 1, 7

232 true 802 831.4949 830.4862 1 1.76 305.66 34 36.2 (M:36.2) 3 1 0 K.STELLIR.K

233 false 729 831.5009 830.4902 1 4.07 325.82 33.5 16.6 (M:16.6) 1 4 0 K.VIFAEPK.T Dimethyl: 7

234 true 99 832.457 831.4637 1 -16.69 502.35 26.5 16.6 (M:16.6) 1 1 0 K.ASINMLR.I Dimethyl: 1



235 true 860 832.5054 831.5116 1 -16.21 462.64 34.17 19.4 (M:19.4) 1 1 0 R.GLQDVLR.T Dimethyl:2H(4): 1

236 true 1306 832.5333 831.5218 1 5.08 332.12 36 40.8 (M:40.8) 1 1 0 K.NGFVVLK.G Dimethyl: 1, 7

237 true 217 833.396 832.3935 1 -5.72 413.41 23.17 23.4 (M:23.4) 1 1 0 R.SSMPPMR.M Dimethyl: 1

238 false 458 833.4817 832.4705 1 4.71 334.29 30 17.1 (M:17.1) 1 10 0 R.QAVAAEGR.V Dimethyl:2H(4): 1

239 true 458 833.4817 832.4807 1 -7.55 396.39 30 36.8 (M:36.8) 1 1 0 K.FVEVVGR.A Dimethyl: 1



240 true 419 834.4226 833.4218 1 -7.73 366.99 30 17.4 (M:17.4) 1 1 0 K.QCVPFR.R Carbamidomethyl: 2; Dimethyl: 1

241 true 268 834.4881 833.4759 1 5.88 387.54 29.83 22.1 (M:22.1) 3 1 0 K.YNQLLR.I Dimethyl: 1

242 true 847 835.4268 834.4236 1 -4.79 420.86 30.83 38.3 (M:38.3) 1 1 0 R.AVDFAER.H Dimethyl: 1

243 true 129 835.4735 834.46 1 7.45 476.8 28.5 29.7 (M:29.7) 1 1 0 K.IEGVYAR.Q Dimethyl: 1

244 true 1779 835.4929 834.4935 1 -9.46 379.46 38 29.1 (M:29.1) 1 1 0 R.MGLVLDR.M Dimethyl:2H(4): 1



245 false 1779 835.4929 834.5047 1 -22.91 589.57 38 17.6 (M:17.6) 1 6 1 R.MRQLQK.K Dimethyl:2H(4): 1

246 false 1537 835.5137 834.4935 1 15.51 451.14 38.5 19.2 (M:19.2) 1 2 0 R.AAMNQLK.A Dimethyl:2H(4): 1; Dimethyl: 7

247 false 1391 835.5196 834.4935 1 22.46 292.42 40.67 16.0 (M:16.0) 1 4 0 -.MAAAGALAK.H Dimethyl:2H(4): 9

248 true 309 835.5308 834.5203 1 3.81 331.15 23.83 16.6 (M:16.6) 1 1 0 K.HGYIPGK.N Dimethyl:2H(4): 1, 7

249 true 154 836.4102 835.4011 1 2.27 410.29 27.5 18.4 (M:18.4) 1 1 0 R.CFGPTAR.A Carbamidomethyl: 1; Dimethyl: 1



250 true 412 837.3874 836.3851 1 -5.85 451.33 30.83 32.5 (M:32.5) 2 1 0 R.GFSDMPR.R Dimethyl: 1

251 true 1173 837.423 836.4181 1 -2.82 351.42 36.5 29.1 (M:29.1) 1 1 0 K.NFPFER.L Dimethyl: 1

252 false 1326 837.4886 836.483 1 -1.96 316.71 36.33 20.4 (M:20.4) 3 4 0 -.MQIFVK.T Oxidation: 1; Dimethyl: 1, 6

253 true 398 838.4539 837.4469 1 -0.39 332.1 30 19.6 (M:19.6) 1 1 0 K.QCVPFR.R
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

254 true 241 838.4621 837.4382 1 19.82 601.21 35 28.5 (M:28.5) 1 94.61 1 1 R.EASDKEK.A Dimethyl:2H(4): 5



255 true 1068 838.5242 837.501 1 18.97 448.62 35.33 26.7 (M:26.7) 2 1 0 K.YNQLLR.I Dimethyl:2H(4): 1

256 true 1012 839.4443 838.4371 1 -0.07 367 34 16.0 (M:16.0) 1 1 0 K.YAISMAR.K Dimethyl: 1

257 true 770 839.4454 838.4487 1 -12.61 273.98 30.83 40.2 (M:40.2) 1 1 0 R.LAADDFR.T Dimethyl:2H(4): 1

258 true 770 839.4454 838.4487 1 -12.61 273.98 30.83 40.2 (M:40.2) 1 1 0 R.LAADDFR.L Dimethyl:2H(4): 1

259 true 670 839.4519 838.4487 1 -4.83 306.56 30.83 30.6 (M:30.6) 1 1 0 R.AVDFAER.H Dimethyl:2H(4): 1



260 false 670 839.4519 838.4337 1 12.96 351.5 30.83 18.5 (M:18.5) 1 2 0 R.AAFFAER.Y Dimethyl: 1

261 true 1149 839.4943 838.4851 1 2.4 114.67 34.17 18.5 (M:18.5) 1 1 0 K.DGTFLVR.D Dimethyl:2H(4): 1

262 true 511 839.512 838.4953 1 11.29 370.56 29.83 30.1 (M:30.1) 2 1 0 K.YLNFVK.G Dimethyl: 1, 6

263 false 1167 839.5358 838.5137 1 17.61 453.05 36.17 19.4 (M:19.4) 1 5 1 K.VAAGRLPR.S

264 false 1167 839.5358 838.5276 1 1.04 462.01 36.17 40.5 (M:40.5) 2 2 0 K.ALEIIPR.Q Dimethyl: 1



265 true 1073 840.4281 839.4248 1 -4.81 320.9 32.67 32.7 (M:32.7) 1 1 0 K.DEELMK.V
Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 6

266 true 170 840.4319 839.4262 1 -1.86 436.7 27.5 17.3 (M:17.3) 1 1 0 R.CFGPTAR.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

267 false 360 840.4776 839.4626 1 9.24 336.63 29.67 15.6 (M:15.6) 1 2 0 R.QMFVQR.V Dimethyl:2H(4): 1

268 true 385 841.4195 840.4102 1 2.44 403.78 30.83 28.8 (M:28.8) 2 1 0 R.GFSDMPR.R Dimethyl:2H(4): 1

269 true 1607 841.4438 840.4415 1 -5.99 234.37 37.17 36.6 (M:36.6) 1 1 1 -.MDKYIK.V Oxidation: 1; Dimethyl: 6



270 true 1174 841.4553 840.4466 1 1.76 145.22 36.5 21.6 (M:21.6) 1 1 0 R.GGMLYPR.E Dimethyl:2H(4): 1; Oxidation: 3

271 false 543 841.5293 840.5181 1 4.66 325.08 31.17 15.8 (M:15.8) 1 3 0 R.VGQAVALR.A Dimethyl: 1

272 false 543 841.5293 840.5181 1 4.66 325.08 31.17 15.8 (M:15.8) 1 3 0 R.VGQAVALR.A Dimethyl: 1

273 true 199 842.5123 841.5022 1 3.46 482.5 28.67 63.3 (M:63.3) 2 1 0 R.ALPGSTLR.M Dimethyl: 1

274 false 199 842.5123 841.5134 1 -9.87 422.99 28.67 22.6 (M:22.6) 1 7 1 M.AANRNLK.Q Dimethyl: 1, 7



275 true 903 842.513 841.5149 1 -10.86 774.88 32.67 37.8 (M:37.8) 1 1 0 R.DALQGFK.I Dimethyl:2H(4): 1, 7

276 true 423 843.4405 842.432 1 1.37 488.72 27.5 31.2 (M:31.2) 1 85.74 1 0 K.ASMPPANK.L Dimethyl: 8

277 true 1013 843.4735 842.4622 1 4.79 496.74 34 25.3 (M:25.3) 1 1 0 K.YAISMAR.K Dimethyl:2H(4): 1

278 true 934 843.4836 842.4862 1 -11.72 351.72 32.17 45.5 (M:45.5) 1 1 0 R.ELIIGDR.Q Dimethyl: 1

279 false 934 843.4836 842.4684 1 9.33 504.1 32.17 23.8 (M:23.8) 1 10 0 K.QGGLGPMK.I Dimethyl: 1, 8



280 true 556 843.4957 842.4862 1 2.72 353.94 28.67 42.9 (M:42.9) 1 1 0 R.ELEGVIR.S Dimethyl: 1

281 true 1320 843.5344 842.5378 1 -12.65 402.61 38.17 34.2 (M:34.2) 3 1 0 K.AILFVPR.R Dimethyl: 1

282 true 1162 843.5349 842.5353 1 -9.18 530.65 36 36.3 (M:36.3) 2 1 0 R.IGSFDLK.Y Dimethyl:2H(4): 1, 7

283 true 500 844.4428 843.445 1 -11.31 130.17 23.67 28.6 (M:28.6) 1 1 0 K.LAEQAER.Y Dimethyl: 1

284 true 500 844.4428 843.445 1 -11.31 130.17 23.67 28.6 (M:28.6) 1 1 0 K.LAEQAER.Y Dimethyl: 1



285 true 500 844.4428 843.445 1 -11.31 130.17 23.67 28.6 (M:28.6) 1 1 0 R.LAEQAER.Y Dimethyl: 1

286 true 500 844.4428 843.445 1 -11.31 130.17 23.67 28.6 (M:28.6) 1 1 0 K.LAEQAER.Y Dimethyl: 1

287 true 187 844.4765 843.4637 1 6.57 466.76 27.83 31.5 (M:31.5) 3 1 0 R.TLVACPR.I Carbamidomethyl: 5; Dimethyl: 1

288 false 1262 845.4727 844.4654 1 -0.04 345.49 31.5 38.5 (M:38.5) 1 2 0 R.VLEDTLR.E

289 false 869 845.5096 844.5018 1 0.62 431.64 34.33 19.1 (M:19.1) 2 3 0 R.TLETLIR.L



290 false 2031 845.5106 844.5018 1 1.81 678.3 40 16.2 (M:16.2) 1 2 1 R.VGKESGLK.S Dimethyl: 8

291 true 572 845.5193 844.5146 1 -3.07 463.91 30.17 17.7 (M:17.7) 1 1 0 R.LSVDYGK.K Dimethyl:2H(4): 1, 7

292 true 572 845.5193 844.5146 1 -3.07 463.91 30.17 17.7 (M:17.7) 1 1 0 R.LSVDYGK.K Dimethyl:2H(4): 1, 7

293 true 728 845.5379 844.5332 1 -3.08 397.99 37.5 34.5 (M:34.5) 3 1 0 -.MQIFVK.T Dimethyl:2H(4): 1, 6; Oxidation: 1

294 true 539 846.459 845.4585 1 -8 394.1 30.17 19.4 (M:19.4) 1 1 0 K.YYELAR.K Dimethyl:2H(4): 1



295 true 424 846.5038 845.4858 1 12.67 244.83 27.5 18.2 (M:18.2) 1 1 1 R.LDSGKDK.M Dimethyl: 1, 5, 7

296 true 1102 847.421 846.4236 1 -11.59 939.61 32.83 18.8 (M:18.8) 1 1 0 R.DPGFDLR.L Dimethyl: 1

297 true 1778 847.4318 846.4236 1 1.18 279.31 37.83 35.3 (M:35.3) 1 1 0 M.ADFLPSR.S Acetyl: 1

298 false 79 847.4569 846.4487 1 1.1 267.76 20.5 24.4 (M:24.4) 1 4 0 K.DEWTLK.A Dimethyl: 1, 6

299 false 79 847.4569 846.4447 1 5.85 255.87 20.5 29.0 (M:29.0) 1 2 0 R.SVDETLR.L Dimethyl: 1



300 false 79 847.4569 846.4447 1 5.85 255.87 20.5 29.0 (M:29.0) 1 2 0 R.SVDETLR.L Dimethyl: 1

301 false 107 847.4818 846.4633 1 13.27 422.03 22 15.6 (M:15.6) 1 3 1 K.QMEQKK.L Dimethyl: 1, 6

302 true 1194 847.4891 846.4963 1 -17.14 204.16 34.83 30.7 (M:30.7) 2 1 0 K.GDIFLVR.G Dimethyl: 1

303 false 999 847.5055 846.5113 1 -15.43 314.89 32.17 17.0 (M:17.0) 1 7 0 R.ELEGVIR.S Dimethyl:2H(4): 1

304 false 999 847.5055 846.4974 1 0.99 338.95 32.17 17.7 (M:17.7) 1 2 1 K.EVAQGRR.L Dimethyl:2H(4): 1



305 true 999 847.5055 846.5113 1 -15.43 329.39 32.17 27.1 (M:27.1) 2 1 0 R.ELIIGDR.Q Dimethyl:2H(4): 1

306 true 597 847.5064 846.4947 1 5.14 339.01 30.33 38.0 (M:38.0) 2 1 0 K.MMVAGFK.R Dimethyl:2H(4): 1, 7

307 false 597 847.5064 846.5113 1 -14.39 388.94 30.33 18.6 (M:18.6) 1 2 1 K.AEPGASKK.E Dimethyl:2H(4): 8; Dimethyl: 1

308 false 780 847.5282 846.5113 1 11.35 312.54 34 15.1 (M:15.1) 1 6 0 K.GTPIQGSK.L Dimethyl:2H(4): 1; Dimethyl: 8

309 true 1464 848.4758 847.4552 1 15.74 524.62 36 17.7 (M:17.7) 1 50 1 1 K.GSKWNTK.D Dimethyl: 1



310 false 1722 848.5127 847.5218 1 -19.26 397.23 37.33 19.0 (M:19.0) 1 9 1 R.KIWVDR.Y Dimethyl:2H(4): 1

311 true 200 848.5148 847.5044 1 3.75 399.72 27.83 39.3 (M:39.3) 1 1 0 K.AFSQFGK.L Dimethyl:2H(4): 1, 7

312 true 1 848.5218 847.5065 1 9.44 392.74 21.33 38.1 (M:38.1) 4 1 0 R.EIQTAVR.L Dimethyl:2H(4): 1

313 false 1 848.5218 847.5317 1 -20.21 397.02 21.33 24.9 (M:24.9) 1 9 1 R.EKLAEAK.E Dimethyl:2H(4): 1; Dimethyl: 7

314 true 2087 848.527 847.5295 1 -11.49 342.31 40.67 20.2 (M:20.2) 1 1 0 R.YVEVFK.S Dimethyl:2H(4): 1, 6



315 false 226 849.4884 848.4756 1 6.48 371.63 28.17 29.7 (M:29.7) 1 2 0 K.QLYLER.V Dimethyl: 1

316 false 172 850.4776 849.4746 1 -4.96 469.25 22.5 16.0 (M:16.0) 1 4 1 K.AEGEKEK.D Dimethyl:2H(4): 1; Dimethyl: 7

317 true 172 850.4776 849.4746 1 -4.96 614.65 22.5 18.3 (M:18.3) 1 1 1 R.ADIKEDK.D Dimethyl:2H(4): 4

318 true 172 850.4776 849.4898 1 -22.9 703.62 22.5 18.3 (M:18.3) 1 1 1 K.WLKEDK.L Dimethyl:2H(4): 3

319 true 870 850.5347 849.5185 1 10.55 481.3 32.83 44.8 (M:44.8) 3 1 0 R.HLQLAIR.G



320 true 870 850.5347 849.5185 1 10.55 481.3 32.83 44.8 (M:44.8) 3 1 0 R.HLQLAIR.N

321 false 870 850.5347 849.5185 1 10.55 449.47 32.83 24.0 (M:24.0) 1 3 1 K.HRIISPK.V

322 false 898 851.4248 850.4106 1 8.13 345.47 29.5 16.4 (M:16.4) 1 5 0 K.EGEMTLK.T Oxidation: 4; Dimethyl: 7

323 false 88 851.4708 850.4698 1 -7.37 317.38 20.5 25.8 (M:25.8) 1 2 0 R.SVDETLR.L Dimethyl:2H(4): 1

324 false 88 851.4708 850.4698 1 -7.37 317.38 20.5 25.8 (M:25.8) 1 2 0 R.SVDETLR.L Dimethyl:2H(4): 1



325 false 2113 851.5225 850.5327 1 -20.55 391.24 40.83 15.3 (M:15.3) 1 5 1 R.IFERVR.Q Dimethyl:2H(4): 1

326 true 2113 851.5225 850.5214 1 -7.35 420.44 40.83 51.4 (M:51.4) 3 1 0 K.FIEIAAR.K Dimethyl:2H(4): 1

327 true 1540 851.526 850.5214 1 -3.22 117.92 39.17 29.4 (M:29.4) 2 1 0 K.GDIFLVR.G Dimethyl:2H(4): 1

328 false 391 852.4687 851.4724 1 -12.9 630.87 30.83 15.8 (M:15.8) 1 2 0 R.MAESALAK.V Dimethyl:2H(4): 8

329 true 227 853.512 852.5041 1 0.79 499.9 28.17 17.5 (M:17.5) 1 1 1 K.SGGTMKIK.G Dimethyl:2H(4): 6



330 true 1359 854.4797 853.4698 1 3.1 415.58 36.5 35.9 (M:35.9) 1 1 0 K.YLVEFR.A Dimethyl: 1

331 true 535 855.5323 854.5276 1 -3.01 471.49 32.33 32.6 (M:32.6) 1 1 0 K.VHDLALR.A Dimethyl:2H(4): 1

332 true 191 855.5368 854.5276 1 2.21 299.44 27.33 22.7 (M:22.7) 1 1 0 R.IVDLHAR.V Dimethyl:2H(4): 1

333 false 172 856.5238 855.5066 1 11.62 388.82 28.83 15.8 (M:15.8) 1 4 1 K.IKDPEAK.K Dimethyl: 2, 7

334 true 229 857.3994 856.3902 1 2.33 413.23 28.17 21.8 (M:21.8) 1 1 0 K.FACFER.T Carbamidomethyl: 3; Dimethyl: 1



335 true 1497 858.5008 857.4949 1 -1.55 468.23 36.5 26.7 (M:26.7) 1 1 0 K.YLVEFR.A Dimethyl:2H(4): 1

336 false 600 858.5066 857.5083 1 -10.49 130.63 32.5 16.2 (M:16.2) 1 2 1 K.DSRAIIR.E Dimethyl: 1

337 true 924 858.5439 857.5251 1 13.39 546.06 33.33 26.9 (M:26.9) 1 1 0 R.QPFFQK.R Dimethyl:2H(4): 1, 6

338 true 313 859.4135 858.4058 1 0.52 425.7 30.67 32.1 (M:32.1) 2 1 0 R.CYAVYR.R Carbamidomethyl: 1; Dimethyl: 1

339 true 245 859.4429 858.431 1 5.46 388.81 28.33 37.2 (M:37.2) 2 1 0 R.CAYVYK.A
Carbamidomethyl: 1; Dimethyl: 1, 
6



340 false 416 859.4472 858.4459 1 -6.96 322.1 32.17 16.9 (M:16.9) 1 5 0 K.QVYMDK.L
Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 6

341 false 416 859.4472 858.4447 1 -5.56 417.62 32.17 19.0 (M:19.0) 1 3 0 K.AADEVAAGK.L Dimethyl: 9

342 false 416 859.4472 858.4236 1 19.02 487.24 32.17 15.5 (M:15.5) 1 6 0 K.AEHLDFK.H

343 true 1112 859.4862 858.4811 1 -2.53 366.09 30.83 50.0 (M:50.0) 2 1 0 R.LTIAEER.D Dimethyl: 1

344 false 820 859.5229 858.5361 1 -23.77 627.74 34.17 17.5 (M:17.5) 1 7 1 R.CKNIIK.E
Carbamidomethyl: 1; Dimethyl: 1, 
2, 6



345 false 820 859.5229 858.5109 1 5.49 634.49 34.17 20.9 (M:20.9) 4 4 1 K.LGKCILR.F Carbamidomethyl: 4

346 true 902 859.5293 858.5175 1 5.29 425.66 34.5 38.5 (M:38.5) 8 1 0 K.STELLIR.K Dimethyl: 1

347 false 902 859.5293 858.5361 1 -16.38 478.75 34.5 17.4 (M:17.4) 1 50 6 1 K.KMLNAVK.K Dimethyl: 1, 7

348 false 884 860.4631 859.4763 1 -23.81 509.4 34.5 15.4 (M:15.4) 1 8 1 K.SAINKEAK.E

349 true 884 860.5318 859.528 1 -4.05 478.37 36 36.7 (M:36.7) 1 1 0 K.LGFAGIVR.E Dimethyl: 1



350 true 231 861.4229 860.4153 1 0.43 393.84 28.17 33.7 (M:33.7) 1 1 0 K.FACFER.T
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

351 false 8 861.4622 860.4542 1 0.87 276.5 19.83 16.7 (M:16.7) 1 7 0 R.SSLEEHK.E Dimethyl:2H(4): 7

352 false 8 861.4622 860.4542 1 0.87 276.5 19.83 16.7 (M:16.7) 1 7 0 R.SSLEEHK.E Dimethyl:2H(4): 7

353 true 8 861.4622 860.4603 1 -6.32 251.85 19.83 34.8 (M:34.8) 1 1 0 R.SVEETLR.L Dimethyl: 1

354 true 550 861.5244 860.512 1 5.97 320.47 31.83 36.0 (M:36.0) 1 1 0 K.ILPAVSHP.- Dimethyl: 1



355 true 1251 861.5245 860.5371 1 -23.14 340.93 33.83 24.7 (M:24.7) 1 1 0 K.FGDLILK.A Dimethyl: 1, 7

356 true 271 862.5116 861.5123 1 -9.26 281.43 29 17.5 (M:17.5) 1 1 1 K.AGRAYHK.Y Dimethyl:2H(4): 1; Dimethyl: 7

357 true 592 863.5177 862.5062 1 4.96 420.21 30.17 31.4 (M:31.4) 1 1 0 R.LTIAEER.D Dimethyl:2H(4): 1

358 true 987 863.5444 862.5426 1 -6.33 442.92 40 56.9 (M:56.9) 9 1 0 K.STELLIR.K Dimethyl:2H(4): 1

359 false 634 863.5482 862.5612 1 -23.49 644.41 34.17 20.0 (M:20.0) 1 50 7 1 R.CKNIIK.E
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1; Dimethyl: 2, 6



360 false 1182 863.549 862.5276 1 16.26 312.3 34.5 17.2 (M:17.2) 1 4 0 K.ITGYIIR.Y Dimethyl: 1

361 false 1182 863.549 862.5276 1 16.26 312.3 34.5 17.2 (M:17.2) 1 4 0 K.ITGYIIR.Y Dimethyl: 1

362 false 363 864.4533 863.425 1 24.36 514.76 29.5 15.2 (M:15.2) 1 7 1 K.FQERER.K

363 false 449 864.4575 863.4538 1 -4.21 516.68 31.17 17.2 (M:17.2) 1 8 0 K.QADEIEK.I Dimethyl:2H(4): 1

364 true 567 864.4613 863.4753 1 -24.54 465.96 31.17 15.9 (M:15.9) 1 1 0 K.AVLGSDFK.V Dimethyl: 8



365 true 145 864.542 863.5378 1 -3.58 434.76 27 15.5 (M:15.5) 1 1 0 K.SISISVAR.G Dimethyl:2H(4): 1

366 true 442 865.4596 864.4494 1 3.38 448.25 40.17 23.0 (M:23.0) 5 1 0 M.AAVFPYR.G Acetyl: 1

367 true 1070 865.4647 864.464 1 -7.53 535.55 34.67 16.3 (M:16.3) 1 1 0 K.HSGHLMK.T Dimethyl: 1, 7

368 true 1401 865.4874 864.4796 1 0.58 162.18 37.67 22.3 (M:22.3) 1 1 0 K.WFPEVR.H Dimethyl:2H(4): 1

369 true 169 865.5052 864.4818 1 18.68 264.37 27.67 18.8 (M:18.8) 1 1 0 R.SLPEVHR.L Dimethyl: 1



370 false 169 865.5052 864.4855 1 14.4 353.76 27.67 16.0 (M:16.0) 1 3 1 R.ESGGGDKK.D Dimethyl:2H(4): 7; Dimethyl: 1, 8

371 true 369 866.4455 865.4446 1 -7.38 424.22 30.33 15.9 (M:15.9) 1 1 0 K.FFPAGSGR.N Dimethyl: 1

372 true 220 866.4489 865.448 1 -7.36 486.57 28.17 21.2 (M:21.2) 1 1 0 R.ACYGVLR.F Carbamidomethyl: 2; Dimethyl: 1

373 true 155 866.4579 865.448 1 3.07 455.21 27.33 22.3 (M:22.3) 2 1 0 K.YCQVIR.V Carbamidomethyl: 2; Dimethyl: 1

374 true 509 866.5374 865.5323 1 -2.53 367.46 31 20.3 (M:20.3) 1 1 0 K.VAQYVVR.E Dimethyl:2H(4): 1



375 false 854 866.5444 865.5385 1 -1.63 466.35 32.33 18.5 (M:18.5) 1 4 1 K.HEIKVLK.D

376 true 417 867.4975 866.4812 1 10.44 403.98 32.17 28.4 (M:28.4) 2 1 0 R.CAYVYK.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 6

377 true 1049 867.5195 866.5014 1 12.49 454.01 37.83 19.8 (M:19.8) 1 1 0 R.AVYIFAR.C Dimethyl: 1

378 true 236 867.5408 866.5338 1 -0.34 445.91 28.67 34.8 (M:34.8) 2 1 0 R.VGPAVLQR.L Dimethyl: 1

379 true 1001 868.462 867.4752 1 -23.56 459.26 37.33 17.6 (M:17.6) 1 1 0 K.NQNGTFK.D Dimethyl:2H(4): 7; Dimethyl: 1



380 true 581 868.4917 867.4752 1 10.57 349.5 31.5 19.2 (M:19.2) 1 1 0 R.GPSYGLSR.E Dimethyl:2H(4): 1

381 false 1269 868.5169 867.5106 1 -1.07 403.24 35.5 23.8 (M:23.8) 1 2 0 R.YIEIFK.S Dimethyl: 1, 6

382 false 1269 868.5169 867.4967 1 14.95 363.86 35.5 15.8 (M:15.8) 1 3 1 R.YQVKFR.R Dimethyl: 4

383 false 1269 868.5169 867.5106 1 -1.07 403.24 35.5 23.8 (M:23.8) 1 2 0 R.YIEIFK.S Dimethyl: 1, 6

384 false 628 870.4505 869.4468 1 -4.09 403.55 30.67 15.7 (M:15.7) 1 3 1 K.EGGGGRGPR.I Dimethyl: 1



385 true 448 870.471 869.4697 1 -6.92 376.14 30.33 35.2 (M:35.2) 1 1 0 K.FFPAGSGR.N Dimethyl:2H(4): 1

386 true 237 870.4735 869.4731 1 -7.93 414.87 28.17 16.9 (M:16.9) 1 1 0 R.ACYGVLR.F
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

387 true 174 870.4822 869.4731 1 2.1 446.91 22.67 20.8 (M:20.8) 1 1 0 K.YCQVIR.V
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

388 false 543 870.539 869.5385 1 -7.83 605.73 29.83 16.9 (M:16.9) 1 4 1 K.AHEVRVK.I Dimethyl:2H(4): 1

389 false 543 870.539 869.5222 1 10.86 539.11 29.83 15.1 (M:15.1) 1 9 0 R.VLIPDSAK.Q Dimethyl: 8



390 false 543 870.539 869.5408 1 -10.53 419 29.83 17.2 (M:17.2) 1 3 0 R.AIIPCIK.G
Carbamidomethyl: 5; Dimethyl: 1, 
7

391 false 100 870.5433 869.5222 1 15.83 483.87 27.5 29.5 (M:29.5) 2 2 0 R.GLDIPSIK.T Dimethyl: 8

392 true 665 870.5465 869.5335 1 6.68 411.88 32.17 57.2 (M:57.2) 4 1 0 R.VATVSLPR.S Dimethyl: 1

393 true 8 871.4878 870.4749 1 6.48 516.97 20.83 29.2 (M:29.2) 1 1 0 K.GTGASGSFK.L Dimethyl:2H(4): 1; Dimethyl: 9

394 true 378 871.4927 870.5035 1 -20.79 208.21 24.83 15.6 (M:15.6) 1 1 1 R.AVTRSPGR.K Dimethyl: 1



395 true 1163 871.5433 870.5539 1 -20.43 561.24 36 49.9 (M:49.9) 2 1 0 R.LILIESR.I Dimethyl: 1

396 false 1163 871.5433 870.5539 1 -20.43 584.75 36 30.0 (M:30.0) 1 4 0 R.LIISELR.N Dimethyl: 1

397 true 1029 871.552 870.5265 1 20.84 443.95 37.83 43.0 (M:43.0) 1 1 0 R.AVYIFAR.C Dimethyl:2H(4): 1

398 true 2315 871.5524 870.5426 1 2.92 821.04 36.83 42.8 (M:42.8) 1 1 0 K.EALELLK.T Dimethyl: 1, 7

399 false 2315 871.5524 870.5426 1 2.92 797.97 36.83 28.6 (M:28.6) 1 5 0 K.ELEALIK.N Dimethyl: 1, 7



400 false 888 872.4564 871.4552 1 -7 599.56 34.5 15.8 (M:15.8) 2 5 0 R.LADHFGGK.L Dimethyl: 1

401 true 94 872.4711 871.4514 1 14.31 484.58 31 33.1 (M:33.1) 4 1 0 R.IFYDMK.V Dimethyl: 1, 6

402 false 1474 872.4807 871.4763 1 -3.33 327.86 32.5 29.2 (M:29.2) 1 2 0 R.VDIVENR.F Dimethyl: 1

403 false 1474 872.4807 871.4837 1 -11.8 547.7 32.5 21.8 (M:21.8) 1 5 0 K.GGIMIPEK.A Dimethyl: 8

404 true 1002 872.4964 871.5003 1 -12.87 426.9 37.33 36.5 (M:36.5) 1 1 0 K.NQNGTFK.D Dimethyl:2H(4): 1, 7



405 false 151 872.5536 871.5541 1 -8.96 415.8 31.67 16.2 (M:16.2) 1 2 1 R.ALLRDPR.I Dimethyl:2H(4): 1

406 false 854 872.5571 871.5379 1 13.66 345.09 34.17 16.6 (M:16.6) 1 2 1 K.DKLAELK.K Dimethyl: 1, 7

407 true 854 872.5571 871.5379 1 13.66 425.24 34.17 17.2 (M:17.2) 2 1 0 R.DQISLLK.A Dimethyl: 1, 7

408 false 496 873.5463 872.5494 1 -11.85 421.98 29.5 16.8 (M:16.8) 1 3 1 K.AAPRIASR.R Dimethyl:2H(4): 1

409 true 493 873.5518 872.5459 1 -1.59 174.71 31.5 28.3 (M:28.3) 1 1 0 R.LASYLDK.V Dimethyl:2H(4): 1, 7



410 true 493 873.5518 872.5459 1 -1.59 174.71 31.5 28.3 (M:28.3) 1 1 0 R.LASYLDK.V Dimethyl:2H(4): 1, 7

411 true 493 873.5518 872.5459 1 -1.59 174.71 31.5 28.3 (M:28.3) 1 1 0 R.LASYLDK.V Dimethyl:2H(4): 1, 7

412 true 260 874.4794 873.4807 1 -9.81 294.49 28.5 30.0 (M:30.0) 2 1 0 R.SDLLDAIK.R

413 false 260 874.4794 873.4807 1 -9.81 329.77 28.5 21.6 (M:21.6) 1 7 0 K.SPTDSVLK.I Dimethyl: 8

414 true 537 874.4831 873.4742 1 1.84 458.65 32.33 44.5 (M:44.5) 2 1 0 K.VCADLIR.G Carbamidomethyl: 2; Dimethyl: 1



415 false 537 874.4831 873.4742 1 1.84 474.16 32.33 22.1 (M:22.1) 1 7 0 R.AMAQNAIK.A Dimethyl: 8

416 true 101 874.5573 873.5586 1 -9.78 467.9 27 42.0 (M:42.0) 2 1 0 R.VATVSLPR.S Dimethyl:2H(4): 1

417 true 1088 875.5256 874.531 1 -14.45 462.04 36 33.0 (M:33.0) 2 50 1 1 R.KVNVLMK.V Oxidation: 6; Dimethyl: 1

418 false 1088 875.5256 874.5276 1 -10.6 421.47 36 29.9 (M:29.9) 2 3 1 R.KGQVIQF.- Dimethyl: 1, 1

419 false 512 875.541 874.5429 1 -10.48 449.28 29.83 19.5 (M:19.5) 1 49.17 6 1 R.KHFIFK.V Dimethyl: 1, 1



420 false 1300 876.4978 875.4899 1 0.73 606.45 35.17 19.2 (M:19.2) 1 7 1 K.NQMKQK.K Oxidation: 3; Dimethyl: 1, 4, 6

421 false 1002 876.5011 875.4865 1 8.33 483.06 35.33 16.5 (M:16.5) 1 5 0 K.AATITPFR.K

422 false 1002 876.5011 875.4753 1 21.15 443.09 35.33 19.6 (M:19.6) 4 3 0 K.DYQGPLK.E Dimethyl: 1, 7

423 true 1002 876.5011 875.4865 1 8.33 415.83 35.33 35.9 (M:35.9) 3 1 0 K.DAQVLFR.A Dimethyl: 1

424 false 619 876.5375 875.515 1 17.38 689.88 33.5 20.4 (M:20.4) 1 59.44 6 1 R.KTLDMIK.K Dimethyl: 1



425 false 2695 877.4694 876.4739 1 -13.35 151.38 38.83 18.5 (M:18.5) 1 2 1 K.ALENKMK.N Oxidation: 6; Dimethyl: 7

426 false 189 877.5522 876.5433 1 1.81 318.12 27.67 21.3 (M:21.3) 1 2 1 R.KIIYER.A Dimethyl: 1, 1

427 false 161 878.4948 877.5022 1 -16.7 512.58 22.33 16.9 (M:16.9) 1 4 1 R.ARYLAEK.Y Dimethyl: 1

428 true 674 878.4969 877.4909 1 -1.43 176.42 30.5 42.9 (M:42.9) 1 1 0 K.NLDYVAK.S Dimethyl: 1, 7

429 true 290 878.5038 877.4993 1 -3.22 430.13 28.5 32.6 (M:32.6) 2 1 0 K.VCADLIR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



430 false 582 878.5077 877.5022 1 -1.94 418.72 31.83 21.9 (M:21.9) 2 3 0 R.AQVIYTR.N Dimethyl: 1

431 false 1272 879.4981 878.4749 1 18.03 433.53 37.17 22.6 (M:22.6) 1 2 0 R.ESFDIIK.R Dimethyl: 7

432 false 1272 879.4981 878.5011 1 -11.72 386.98 37.17 17.5 (M:17.5) 1 4 0 K.DATNTGIK.C Dimethyl:2H(4): 1; Dimethyl: 8

433 false 1272 879.4981 878.4796 1 12.68 511.51 37.17 15.4 (M:15.4) 1 5 1 K.FRNAMLK.S

434 true 149 879.5345 878.5085 1 21.34 461.79 28.5 22.9 (M:22.9) 1 1 0 K.LSDMIPK.S
Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 7



435 true 797 880.4932 879.5016 1 -17.76 488.06 34.5 30.6 (M:30.6) 2 1 0 R.IFYDMK.V Dimethyl:2H(4): 1, 6

436 true 336 880.4957 879.4926 1 -4.79 440.13 24.17 23.5 (M:23.5) 1 1 0 R.GLAGPQGPR.G Dimethyl: 1

437 true 1109 881.4538 880.4477 1 -1.29 605.18 35.67 24.0 (M:24.0) 1 1 0 R.AESLMFR.S Dimethyl: 1

438 false 596 882.5337 881.5273 1 -0.98 367.99 31.83 23.0 (M:23.0) 1 2 0 R.AQVIYTR.N Dimethyl:2H(4): 1

439 true 1498 882.5407 881.5335 1 -0.01 443.45 36.5 29.6 (M:29.6) 2 1 0 R.DLAPLGIR.V Dimethyl: 1



440 true 1473 883.4918 882.4901 1 -6.39 213.95 38.33 29.2 (M:29.2) 1 1 0 K.LFDFPGR.G Dimethyl:2H(4): 1

441 true 654 883.4997 882.4923 1 0.16 176.55 30.5 15.9 (M:15.9) 1 1 0 K.SASPQPIR.K Dimethyl: 1

442 false 1114 884.4933 883.5015 1 -17.42 287.12 30.5 17.2 (M:17.2) 1 3 0 K.TGVTEPPK.S Dimethyl: 1, 8

443 true 1114 884.4933 883.4763 1 11.01 432.14 30.5 18.6 (M:18.6) 1 1 0 K.IENLDPR.G Dimethyl: 1

444 false 876 884.5274 883.5127 1 8.42 361.12 32.5 34.9 (M:34.9) 1 2 0 K.TAVAPIER.V Dimethyl: 1



445 false 876 884.5274 883.5127 1 8.42 361.12 32.5 34.9 (M:34.9) 1 2 0 K.TAVAPIER.V Dimethyl: 1

446 false 876 884.5274 883.5379 1 -20.02 385.4 32.5 20.9 (M:20.9) 1 6 1 K.KLEEIPK.Y Dimethyl: 7

447 true 2122 885.3956 884.3851 1 3.68 406.3 42.67 43.0 (M:43.0) 1 1 0 -.MDAGFFR.G Acetyl: 1

448 true 1110 885.4813 884.4728 1 1.41 172.56 35.67 21.7 (M:21.7) 1 1 0 R.AESLMFR.S Dimethyl:2H(4): 1

449 false 608 885.5194 884.5269 1 -16.72 548.48 30.33 17.9 (M:17.9) 1 2 0 K.AAAAPEVPK.E Dimethyl:2H(4): 9



450 true 27 885.5305 884.5444 1 -23.84 370.78 24.83 24.6 (M:24.6) 1 1 1 R.AVAELKAR.K Dimethyl: 1

451 false 849 885.5559 884.5444 1 4.78 399.76 33.33 17.9 (M:17.9) 1 2 0 K.LNTLLQR.A Dimethyl: 1

452 true 849 885.5559 884.5444 1 4.78 387.1 33.33 22.9 (M:22.9) 1 1 0 R.LQSLLQR.G Dimethyl: 1

453 false 849 885.5559 884.5695 1 -23.62 348.96 33.33 16.4 (M:16.4) 1 6 0 R.LLNTIQK.S Dimethyl: 1, 7

454 false 244 886.4973 885.4807 1 10.42 370.73 21.83 25.9 (M:25.9) 1 2 1 K.EEKAEPK.G Dimethyl: 3, 7



455 true 244 886.4973 885.492 1 -2.25 389.09 21.83 34.1 (M:34.1) 1 1 1 M.AAIKEER.E Acetyl: 1; Dimethyl: 4

456 false 850 886.5141 885.5284 1 -24.34 440.6 29.67 17.9 (M:17.9) 1 2 1 K.EAIERLK.A Dimethyl: 7

457 false 850 886.5141 885.492 1 16.7 390.42 29.67 17.6 (M:17.6) 1 4 1 K.KQVSGPDK.E Dimethyl: 8

458 false 1030 886.5389 885.5324 1 -0.82 164.25 35.17 15.3 (M:15.3) 1 5 0 K.GLYPAPLK.I Dimethyl: 8

459 true 264 887.4697 886.476 1 -15.29 430.5 21.5 30.6 (M:30.6) 1 1 0 K.EVGGDVQK.H Dimethyl: 1, 8



460 false 264 887.4697 886.4621 1 0.39 427.14 21.5 19.2 (M:19.2) 1 9 1 R.GDKGAQGAR.G Dimethyl: 1

461 true 1175 887.4906 886.4851 1 -1.94 154.91 36.33 24.0 (M:24.0) 2 1 0 R.DYIAFAR.G Dimethyl:2H(4): 1

462 true 830 887.5612 886.5488 1 5.8 406.36 38.83 41.6 (M:41.6) 1 95.44 1 1 K.AVDSLVKK.L Dimethyl: 8

463 false 931 887.5626 886.5488 1 7.43 381.83 35 16.0 (M:16.0) 1 3 1 R.AKTAALEK.T Dimethyl: 2, 8

464 true 919 888.4474 887.4463 1 -6.96 472.2 34.5 18.1 (M:18.1) 1 1 0 R.IFYDMK.V Oxidation: 5; Dimethyl: 1, 6



465 false 169 888.4871 887.4712 1 9.66 402.89 20.83 16.1 (M:16.1) 1 8 0 K.QQSVAAEK.V Dimethyl: 8

466 false 169 888.4871 887.46 1 22.3 396.65 20.83 15.8 (M:15.8) 1 9 0 K.GEIDEAVK.L Dimethyl: 1

467 false 169 888.4871 887.46 1 22.3 386.2 20.83 19.1 (M:19.1) 1 61.04 4 0 K.IADEADVK.E Dimethyl: 1

468 true 276 888.4893 887.4865 1 -5 620.02 30.17 42.8 (M:42.8) 2 1 0 K.VFGPGVER.T Dimethyl: 1

469 false 1571 888.5308 887.544 1 -23.03 416.19 38.83 32.0 (M:32.0) 4 3 0 R.TSASIILR.G Dimethyl: 1



470 false 1571 888.5308 887.5263 1 -3.04 480.44 38.83 45.1 (M:45.1) 3 2 0 R.QMSLLLR.R Dimethyl: 1

471 false 1571 888.5308 887.5263 1 -3.04 443.53 38.83 26.8 (M:26.8) 1 7 0 R.IGVMSLIR.K

472 false 949 888.5449 887.5378 1 -0.19 431.42 37.67 21.5 (M:21.5) 1 4 0 R.VPSSPTLR.G Dimethyl:2H(4): 1

473 true 949 888.5449 887.5229 1 16.62 549.7 37.67 36.8 (M:36.8) 1 1 0 R.ISPLQFR.- Dimethyl: 1

474 true 479 888.5476 887.5357 1 5.22 449.1 29.33 21.0 (M:21.0) 1 1 0 K.SAFAPFGK.I Dimethyl:2H(4): 1, 8



475 true 941 888.553 887.5328 1 14.56 331.33 33.83 31.9 (M:31.9) 1 93.88 1 1 K.LISKDEK.G Dimethyl: 1, 7

476 true 877 888.5536 887.5378 1 9.52 369.46 32.5 20.3 (M:20.3) 1 1 0 K.TAVAPIER.V Dimethyl:2H(4): 1

477 true 877 888.5536 887.5378 1 9.52 369.46 32.5 20.3 (M:20.3) 1 1 0 K.TAVAPIER.V Dimethyl:2H(4): 1

478 false 2071 888.5536 887.5263 1 22.58 318.97 41.67 20.1 (M:20.1) 1 4 1 R.DGRMLIK.L Dimethyl: 1, 7

479 false 2071 888.5536 887.5263 1 22.58 415.42 41.67 19.4 (M:19.4) 1 5 0 R.CSVLLIR.H Carbamidomethyl: 1; Dimethyl: 1



480 true 334 889.4591 888.4487 1 3.42 193.05 28.33 17.2 (M:17.2) 1 1 0 R.CILQDGR.V Carbamidomethyl: 1; Dimethyl: 1

481 true 1095 889.4957 888.499 1 -11.91 120.03 33.83 29.2 (M:29.2) 1 1 0 K.ALIEMEK.Q Dimethyl: 1, 7

482 true 198 890.4722 889.4658 1 -1 585.54 29.17 18.8 (M:18.8) 1 1 0 R.AYGPGLER.S Dimethyl: 1

483 true 538 890.4736 889.4658 1 0.59 324.95 32.33 17.9 (M:17.9) 1 1 0 R.DFLSQPR.L Dimethyl: 1

484 false 1609 890.5125 889.5022 1 3.44 202.24 37.17 41.6 (M:41.6) 1 2 0 K.LADFGLAR.A Dimethyl: 1



485 false 1609 890.5125 889.5022 1 3.44 202.24 37.17 41.6 (M:41.6) 1 2 0 K.IADFGLAR.D Dimethyl: 1

486 false 265 890.5243 889.5022 1 16.66 348.72 21.83 20.3 (M:20.3) 1 3 1 K.RYLGPEK.S Dimethyl: 7

487 true 265 890.5243 889.5171 1 -0.11 310.74 21.83 32.3 (M:32.3) 1 1 1 M.AAIKEER.E Dimethyl:2H(4): 4; Acetyl: 1

488 false 637 890.5356 889.5385 1 -11.43 359.46 33.17 23.2 (M:23.2) 1 10 1 R.AAIFREK.D Dimethyl: 1, 7

489 true 637 890.5356 889.5385 1 -11.43 366.13 33.17 45.2 (M:45.2) 1 52.13 1 1 R.ARFIVEK.A Dimethyl: 7



490 false 637 890.5356 889.5385 1 -11.43 333.11 33.17 24.9 (M:24.9) 1 7 1 K.ARLFAEK.I Dimethyl: 1, 7

491 true 62 891.5131 890.5086 1 -3.11 421.69 21.83 21.0 (M:21.0) 1 1 0 R.LAPGGHVGR.F Dimethyl: 1

492 true 358 891.5377 890.5338 1 -3.75 396.96 30.33 27.4 (M:27.4) 1 1 0 R.EIPIVHR.V Dimethyl: 1

493 true 991 892.4602 891.4484 1 5.05 417.13 30 37.0 (M:37.0) 1 1 1 R.KELAEMR.L Oxidation: 6

494 false 365 892.508 891.5037 1 -3.34 459.97 29.33 22.6 (M:22.6) 2 2 1 K.SPEKMPK.V
Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 7



495 true 848 892.5209 891.5116 1 2.23 1253.63 32 24.4 (M:24.4) 1 1 1 K.NKADWAK.N Dimethyl:2H(4): 1; Dimethyl: 2

496 false 543 892.5562 891.5579 1 -10.05 240.93 35 17.0 (M:17.0) 1 7 1 K.SKEAEIK.R Dimethyl:2H(4): 2; Dimethyl: 1, 7

497 true 1572 892.5574 891.5514 1 -1.42 369.01 38.83 32.6 (M:32.6) 3 1 0 R.QMSLLLR.R Dimethyl:2H(4): 1

498 false 1572 892.5574 891.5514 1 -1.42 433.06 38.83 16.2 (M:16.2) 1 6 0 R.CSVLLIR.H
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

499 false 1572 892.5574 891.5691 1 -21.31 346.71 38.83 24.5 (M:24.5) 2 3 0 R.TSASIILR.G Dimethyl:2H(4): 1



500 false 929 893.4864 892.4841 1 -5.55 454.5 33 20.2 (M:20.2) 1 4 0 R.VMLYPSR.I Dimethyl: 1

501 true 929 893.4864 892.4906 1 -12.86 461.49 33 20.3 (M:20.3) 1 1 0 K.EELAYLK.K Dimethyl: 7

502 false 929 893.4864 892.4688 1 11.52 534.46 33 15.8 (M:15.8) 1 5 0 K.LSSAMSAAK.A Dimethyl: 9

503 false 813 893.4935 892.4807 1 6.24 417.69 33.17 16.6 (M:16.6) 1 2 0 R.NWVQYK.E Dimethyl: 1, 6

504 true 201 893.4985 892.4738 1 19.49 409.8 28.5 32.7 (M:32.7) 1 1 0 R.CILQDGR.V
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



505 false 494 894.4684 893.4681 1 -7.83 455.26 32.83 20.7 (M:20.7) 1 2 1 K.FPMKEAK.R Oxidation: 3; Dimethyl: 7

506 false 1610 894.5303 893.5273 1 -4.74 445.98 37.33 20.4 (M:20.4) 1 2 0 K.IADFGLAR.D Dimethyl:2H(4): 1

507 false 1610 894.5303 893.5273 1 -4.74 445.98 37.33 20.4 (M:20.4) 2 2 0 K.LADFGLAR.A Dimethyl:2H(4): 1

508 false 1610 894.5303 893.512 1 12.31 488.64 37.33 15.4 (M:15.4) 1 7 1 R.TDDKVTR.F Dimethyl:2H(4): 4; Dimethyl: 1

509 true 1059 895.4348 894.4269 1 0.64 445.74 30.33 39.3 (M:39.3) 1 1 0 R.FVMEEGR.R Dimethyl: 1



510 true 247 895.4691 894.4633 1 -1.66 469.84 28.33 45.4 (M:45.4) 2 1 0 R.NCAAYLK.L
Carbamidomethyl: 2; Dimethyl: 1, 
7

511 true 247 895.4691 894.4633 1 -1.66 469.84 28.33 45.4 (M:45.4) 2 1 0 R.NCAAYLK.L
Carbamidomethyl: 2; Dimethyl: 1, 
7

512 false 2464 895.5239 894.5287 1 -13.52 199.79 37.83 18.9 (M:18.9) 1 3 1 R.VHELNKK.S Dimethyl: 7

513 true 2464 895.5239 894.5113 1 5.94 182.31 37.83 29.0 (M:29.0) 1 1 0 R.AFDIIER.L Dimethyl:2H(4): 1

514 true 425 895.5461 894.5337 1 5.64 369.66 25.83 35.5 (M:35.5) 2 1 0 R.LAPGGHVGR.F Dimethyl:2H(4): 1



515 true 951 895.547 894.5299 1 10.97 506.53 36.67 27.6 (M:27.6) 2 1 0 K.MLPTFVR.S Dimethyl:2H(4): 1

516 true 351 895.5661 894.5589 1 -0.07 426.45 30.17 44.5 (M:44.5) 1 1 0 R.EIPIVHR.V Dimethyl:2H(4): 1

517 true 356 896.4212 895.4222 1 -9.26 525.84 30.33 17.6 (M:17.6) 1 1 0 R.ANVMDYR.E Dimethyl: 1

518 true 513 896.5094 895.5065 1 -4.96 488.33 29.83 20.2 (M:20.2) 1 1 0 R.EAYNLVR.D Dimethyl:2H(4): 1

519 false 1474 896.5159 895.5 1 9.61 549.35 38.5 16.8 (M:16.8) 1 2 1 K.VTWMRR.M Dimethyl:2H(4): 1; Oxidation: 4



520 true 977 896.5174 895.5065 1 4.05 395.39 34.83 26.3 (M:26.3) 1 1 0 K.QDFSLVR.V Dimethyl:2H(4): 1

521 true 102 896.5215 895.4965 1 19.74 264.93 31 25.5 (M:25.5) 4 1 0 R.IFYDMK.V Dimethyl:2H(4): 1, 6; Oxidation: 5

522 true 67 897.4834 896.4716 1 5.1 448.77 25.33 42.6 (M:42.6) 2 1 0 M.ATPPSQVR.Q Acetyl: 1

523 true 352 897.5204 896.512 1 1.25 384.07 30.83 35.3 (M:35.3) 1 1 0 K.AFLEKPH.- Dimethyl: 1, 5

524 true 885 897.5289 896.5092 1 13.88 452.53 33 18.1 (M:18.1) 1 1 0 R.VMLYPSR.I Dimethyl:2H(4): 1



525 false 758 898.5526 897.5487 1 -3.7 452.17 31.67 18.7 (M:18.7) 1 6 0 R.AAILWHR.V Dimethyl:2H(4): 1

526 false 758 898.5526 897.5446 1 0.77 422.11 31.67 18.3 (M:18.3) 1 7 1 R.AAAKNHAR.V Dimethyl:2H(4): 1; Dimethyl: 4

527 false 758 898.5526 897.5508 1 -6.12 445.36 31.67 22.3 (M:22.3) 1 3 1 R.VVRNNLR.V Dimethyl: 1

528 false 885 899.5633 898.56 1 -4.39 466.74 36 19.7 (M:19.7) 1 5 1 K.IEKGQIR.I Dimethyl: 1, 3

529 true 1602 900.5014 899.5076 1 -15.05 130.26 35.83 18.6 (M:18.6) 1 1 0 M.ALVETAVR.G Acetyl: 1



530 true 638 900.5272 899.515 1 5.43 461.73 33.17 28.9 (M:28.9) 1 1 0 K.GGIMIPEK.A Dimethyl: 1, 8

531 false 1187 900.5586 899.544 1 8.08 405.45 35.33 16.3 (M:16.3) 1 3 0 R.VANTGAAIK.H Dimethyl: 1, 9

532 false 1187 900.5586 899.5553 1 -4.39 402.05 35.33 15.7 (M:15.7) 1 5 1 K.LVQKSVAR.L

533 true 253 900.5677 899.5692 1 -9.75 485.86 29.5 25.6 (M:25.6) 1 1 0 K.VGEVIVTK.D Dimethyl: 1, 8

534 false 575 900.5681 899.544 1 18.67 165.95 32.33 16.7 (M:16.7) 1 2 0 R.VGNLSVVGK.D Dimethyl: 9



535 true 575 900.5681 899.5692 1 -9.26 152.68 32.33 28.5 (M:28.5) 1 1 0 K.ELVTVVGK.V Dimethyl: 1, 8

536 true 1479 901.4376 900.4375 1 -7.99 132.21 35 23.6 (M:23.6) 1 1 0 -.MEDPVIR.I Acetyl: 1

537 true 1663 901.5027 900.5007 1 -5.89 246.14 40.5 26.6 (M:26.6) 1 1 0 R.GFELTFR.T Dimethyl:2H(4): 1

538 true 363 901.5117 900.5156 1 -12.47 422.3 30.83 20.1 (M:20.1) 1 1 0 R.NISFNDK.K Dimethyl:2H(4): 1, 7

539 true 363 901.5117 900.5156 1 -12.47 422.3 30.83 20.1 (M:20.1) 1 1 0 R.NISFNDK.K Dimethyl:2H(4): 1, 7



540 false 1 901.5385 900.5269 1 4.82 379.47 16.67 17.2 (M:17.2) 1 9 1 R.KGNYAER.V Dimethyl:2H(4): 1, 1

541 true 1232 902.4583 901.4505 1 0.56 137.37 34.17 26.1 (M:26.1) 1 1 0 M.SELDQLR.Q Acetyl: 1

542 true 670 902.4719 901.4691 1 -5.04 79.24 30.83 21.2 (M:21.2) 1 1 0 K.IDPTLCR.A Carbamidomethyl: 6; Dimethyl: 1

543 true 823 902.5648 901.5513 1 6.92 113.43 35.33 22.8 (M:22.8) 1 1 0 K.GFSTWLK.L Dimethyl:2H(4): 1, 7

544 true 419 903.5287 902.5135 1 8.74 83.8 32.17 26.0 (M:26.0) 1 1 0 R.NCAAYLK.L
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 7



545 true 419 903.5287 902.5135 1 8.74 83.8 32.17 26.0 (M:26.0) 1 1 0 R.NCAAYLK.L
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 7

546 true 621 903.5588 902.5564 1 -5.42 82.56 30.5 36.3 (M:36.3) 2 1 0 K.EVSTYIK.K Dimethyl:2H(4): 1, 7

547 true 2114 904.4828 903.4814 1 -6.49 108.96 40.83 34.3 (M:34.3) 4 1 0 K.TFEINPR.H Dimethyl: 1

548 true 2220 904.5138 903.5212 1 -16.18 199.88 36.33 19.6 (M:19.6) 1 1 0 R.IGVMSLIR.K Oxidation: 4

549 false 544 904.5251 903.5099 1 8.71 70.62 35 16.0 (M:16.0) 1 3 0 K.MKPSLEK.E Oxidation: 1; Dimethyl: 2, 7



550 false 1377 904.5407 903.5327 1 0.8 190.86 32 16.5 (M:16.5) 1 4 1 K.LGSDPQKK.T Dimethyl:2H(4): 1

551 true 728 904.5424 903.5212 1 15.47 125.58 33.33 27.1 (M:27.1) 2 1 0 K.TCTIILR.G Carbamidomethyl: 2; Dimethyl: 1

552 true 291 905.5037 904.4906 1 6.44 140.41 27.83 18.6 (M:18.6) 1 1 0 R.LAPEYEK.A Dimethyl: 1, 7

553 true 353 905.571 904.5622 1 1.72 126.86 31 35.8 (M:35.8) 1 1 0 K.AFLEKPH.- Dimethyl:2H(4): 1, 5

554 true 2425 905.5746 904.5684 1 -1.2 31.34 47.17 23.9 (M:23.9) 1 1 0 K.DIILPFR.V Dimethyl:2H(4): 1



555 true 1116 906.4842 905.4858 1 -9.78 79.2 30.67 37.7 (M:37.7) 2 1 0 R.EIAQDFK.T Dimethyl: 1, 7

556 false 1116 906.4842 905.4971 1 -22.17 86.42 30.67 18.0 (M:18.0) 1 2 0 K.IIDQVYR.N

557 true 671 906.4986 905.4942 1 -3.17 126.89 30.83 15.9 (M:15.9) 1 1 0 K.IDPTLCR.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

558 true 1448 906.5314 905.5273 1 -3.43 218.69 38 15.7 (M:15.7) 1 1 0 R.GDFIPGLR.V Dimethyl:2H(4): 1

559 true 570 906.5563 905.5447 1 4.78 113.66 31.33 31.9 (M:31.9) 2 1 0 R.LAVSHVPR.S Dimethyl: 1



560 true 1040 907.4467 906.4447 1 -5.79 48.21 32.5 51.8 (M:51.8) 1 1 0 R.LDDDFVR.C Dimethyl: 1

561 true 1780 907.5127 906.5062 1 -0.93 101.01 34.17 41.1 (M:41.1) 1 1 0 K.FSIEDLK.A Dimethyl: 1, 7

562 true 1726 907.5391 906.5477 1 -17.49 89.52 38.83 23.8 (M:23.8) 1 1 0 K.FLEPTLR.L Dimethyl:2H(4): 1

563 true 622 908.4532 907.4586 1 -13.88 181.97 30.5 22.2 (M:22.2) 1 1 0 R.GMVSAYPR.Q Dimethyl: 1

564 true 639 908.4746 907.4651 1 2.45 688.4 28.17 16.3 (M:16.3) 1 1 0 R.FQTAEEK.K Dimethyl: 1, 7



565 false 803 908.4822 907.4763 1 -1.55 126.81 34 16.6 (M:16.6) 1 2 0 R.TDAGFTLR.W Dimethyl: 1

566 true 803 908.4822 907.4685 1 7.1 163.49 34 23.5 (M:23.5) 1 1 1 K.KLMESEK.E Oxidation: 3; Dimethyl: 7

567 true 1045 908.5574 907.5429 1 7.95 54.97 34.33 24.7 (M:24.7) 1 1 0 R.YVLGTAPR.A Dimethyl:2H(4): 1

568 true 1318 909.4835 908.4688 1 8.22 503.52 37 17.1 (M:17.1) 1 1 0 K.AVTEMNGR.I Dimethyl:2H(4): 1

569 true 1318 909.4835 908.4688 1 8.22 503.52 37 17.1 (M:17.1) 1 1 0 K.AVTEMNGR.I Dimethyl:2H(4): 1



570 true 1318 909.4835 908.4688 1 8.22 503.52 37 17.1 (M:17.1) 1 1 0 K.AVTEMNGR.I Dimethyl:2H(4): 1

571 true 238 909.5259 908.5192 1 -0.62 92.07 23.17 23.3 (M:23.3) 1 1 0 R.NTLQLHR.Y Dimethyl: 1

572 true 1226 909.5762 908.5633 1 6.19 71.53 35 40.6 (M:40.6) 2 1 0 R.FTDILIR.H Dimethyl:2H(4): 1

573 true 1134 910.5407 909.5324 1 1.09 47.53 35 34.2 (M:34.2) 2 1 0 K.QVAYVFK.C Dimethyl: 1, 7

574 true 545 910.5753 909.5698 1 -1.96 66.62 31.17 15.3 (M:15.3) 1 1 0 R.LAVSHVPR.S Dimethyl:2H(4): 1



575 true 853 911.4848 910.476 1 1.63 183.69 29.17 15.1 (M:15.1) 1 1 0 K.SSLGGYTVK.I

576 true 1562 911.5381 910.5248 1 6.57 92.49 38.67 17.2 (M:17.2) 1 1 0 K.MLPTFVR.S Dimethyl:2H(4): 1; Oxidation: 1

577 false 2089 912.5434 911.544 1 -8.69 94.71 40.67 15.7 (M:15.7) 1 6 0 R.LLVVTDPR.A

578 true 2089 912.5434 911.544 1 -8.69 107.35 40.67 44.7 (M:44.7) 2 1 0 R.TLLVADPR.R Dimethyl: 1

579 true 389 912.5512 911.544 1 -0.09 55.23 30.83 16.8 (M:16.8) 2 1 0 K.ILVPEGTR.D Dimethyl: 1



580 true 854 913.4403 912.4341 1 -1.24 86.39 29.5 34.2 (M:34.2) 1 1 0 R.AYEFAER.C Dimethyl: 1

581 false 1879 913.4412 912.4449 1 -12.04 165.1 38.67 16.8 (M:16.8) 1 2 0 R.MEAMFLK.E Oxidation: 1; Dimethyl: 7

582 true 314 913.5467 912.5393 1 0.13 88.51 30.67 36.7 (M:36.7) 2 1 0 K.NSVPITVR.T Dimethyl: 1

583 true 1281 913.5562 912.5393 1 10.6 124.9 36.5 31.8 (M:31.8) 2 1 0 K.TVGATALPR.L Dimethyl: 1

584 false 2739 913.5679 912.5644 1 -4.2 88.75 39 23.3 (M:23.3) 1 5 0 K.LQNEILK.D Dimethyl: 1, 7



585 true 2739 913.5679 912.5644 1 -4.2 68.05 39 32.7 (M:32.7) 1 1 0 K.IIEEIIR.Y Dimethyl: 1

586 true 534 914.5304 913.536 1 -14.15 119.88 29.17 50.3 (M:50.3) 4 1 0 R.EIAQDFK.T Dimethyl:2H(4): 1, 7

587 true 1157 914.55 913.5575 1 -16.16 149.42 35.17 27.3 (M:27.3) 1 1 0 K.QVAYVFK.C Dimethyl:2H(4): 1; Dimethyl: 7

588 false 124 915.4897 914.4709 1 12.57 72.55 27.83 33.7 (M:33.7) 1 2 0 R.NSLDPGEK.T Dimethyl: 1, 8

589 true 514 915.5547 914.5437 1 4.1 66.14 29.83 15.7 (M:15.7) 1 1 0 R.ELNITAAK.E Dimethyl: 1, 8



590 true 1730 915.5653 914.5564 1 1.69 95.19 34.17 24.4 (M:24.4) 1 1 0 K.FSIEDLK.A Dimethyl:2H(4): 1, 7

591 true 1480 916.4576 915.4662 1 -17.28 43.02 35 18.5 (M:18.5) 1 1 0 M.SELEQLR.Q Acetyl: 1

592 false 640 916.5159 915.5099 1 -1.42 96.21 33.17 16.8 (M:16.8) 1 3 0 K.GGIMIPEK.A Oxidation: 4; Dimethyl: 1, 8

593 true 2466 916.5161 915.5066 1 2.42 124.24 37.67 31.6 (M:31.6) 1 1 0 K.IWDLEGK.I Dimethyl: 1, 7

594 true 761 916.5703 915.5691 1 -6.6 139.57 33.67 28.3 (M:28.3) 2 1 0 R.TLLVADPR.R Dimethyl:2H(4): 1



595 true 1485 916.5737 915.5703 1 -4.25 89.72 37.33 32.6 (M:32.6) 1 1 0 R.FCVSLVK.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 7

596 true 855 917.4682 916.4592 1 1.88 68.78 29.5 27.7 (M:27.7) 1 1 0 R.AYEFAER.C Dimethyl:2H(4): 1

597 true 280 917.5047 916.4978 1 -0.44 126.46 29.83 27.7 (M:27.7) 2 1 0 R.GEGITSGLR.H Dimethyl: 1

598 false 252 917.5456 916.5416 1 -3.54 132.83 28.33 15.5 (M:15.5) 1 2 0 K.ICAVGITK.I
Carbamidomethyl: 2; Dimethyl: 1, 
8

599 true 450 917.5533 916.5644 1 -19.97 101.3 30.17 15.5 (M:15.5) 1 1 0 K.TVGATALPR.L Dimethyl:2H(4): 1



600 true 569 917.5637 916.5644 1 -8.7 134.25 31.17 44.3 (M:44.3) 3 50 1 0 K.KPDISLGR.K Dimethyl:2H(4): 1

601 false 1049 917.5702 916.5531 1 10.64 150.95 35.67 16.1 (M:16.1) 1 7 1 K.GPDEAKIK.A Dimethyl:2H(4): 1; Dimethyl: 8

602 false 1049 917.5702 916.5531 1 10.64 150.95 35.67 16.1 (M:16.1) 1 7 1 K.GPDEAKIK.A Dimethyl:2H(4): 1; Dimethyl: 8

603 true 179 918.5194 917.5222 1 -11.03 158.79 28.83 24.8 (M:24.8) 1 1 0 K.ALAPEYAK.A Dimethyl: 1, 8

604 true 832 918.5389 917.5335 1 -1.96 78.45 39 44.5 (M:44.5) 3 1 0 K.FSVSPVVR.V Dimethyl: 1



605 false 598 918.5519 917.5368 1 8.53 158.94 27.83 16.5 (M:16.5) 1 2 1 K.MKANGTLK.V Dimethyl: 2, 8

606 false 1033 918.5528 917.5335 1 13.18 54.91 30.17 15.1 (M:15.1) 1 8 0 R.DAFVAIVR.S Dimethyl: 1

607 false 1033 918.5528 917.5433 1 2.41 138.87 30.17 15.2 (M:15.2) 1 7 1 K.KTEITDK.L Dimethyl: 1, 1, 7

608 true 1033 918.5528 917.5484 1 -3.08 81.68 30.17 42.2 (M:42.2) 1 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1

609 true 1033 918.5528 917.5484 1 -3.08 81.68 30.17 42.2 (M:42.2) 1 1 0 R.AVVIVDDR.G Dimethyl:2H(4): 1



610 false 882 919.5139 918.5287 1 -24.06 169.69 32.67 17.0 (M:17.0) 1 4 1 K.IFGANKNK.A Dimethyl: 1

611 true 882 919.5139 918.5062 1 0.37 113.97 32.67 24.3 (M:24.3) 1 1 0 K.ITPFEEK.M Dimethyl: 1, 7

612 true 833 920.4408 919.4433 1 -10.64 58.48 31.17 47.9 (M:47.9) 1 1 0 M.TEQMTLR.G Acetyl: 1

613 true 1477 920.5384 919.5164 1 15.97 128.63 32.5 15.1 (M:15.1) 1 1 0 K.IADEADVK.E Dimethyl:2H(4): 1; Dimethyl: 8

614 true 281 921.5178 920.5229 1 -13.38 123.05 29.83 37.1 (M:37.1) 2 1 0 R.GEGITSGLR.H Dimethyl:2H(4): 1



615 false 326 921.5515 920.5415 1 2.96 51.62 35.83 24.2 (M:24.2) 1 2 0 K.AALNMLTR.C Dimethyl:2H(4): 1

616 false 418 921.5692 920.5556 1 6.93 59.42 25.83 21.5 (M:21.5) 1 2 0 K.LHQVVVAR.Y

617 true 418 921.5692 920.5556 1 6.93 72.18 25.83 44.6 (M:44.6) 2 1 0 R.VAAHAVVAR.D Dimethyl: 1

618 true 1335 922.5699 921.5586 1 4.39 45.71 37.5 40.1 (M:40.1) 1 1 0 R.DAFVAIVR.S Dimethyl:2H(4): 1

619 true 635 922.5793 921.5586 1 14.58 87.87 31 41.6 (M:41.6) 3 1 0 K.FSVSPVVR.V Dimethyl:2H(4): 1



620 true 2435 923.4663 922.4582 1 0.9 46.87 37.5 37.5 (M:37.5) 1 1 0 R.ELFEMAR.T Dimethyl: 1

621 true 714 923.482 922.476 1 -1.43 82.15 28.83 46.1 (M:46.1) 1 1 0 K.SILYDER.S Dimethyl: 1

622 true 103 923.5557 922.5538 1 -5.86 43.29 26.5 38.0 (M:38.0) 1 1 0 R.AYLQQLR.Q Dimethyl:2H(4): 1

623 false 103 923.5557 922.5459 1 2.65 104.67 26.5 21.5 (M:21.5) 1 3 1 K.VMEQKLK.E Dimethyl:2H(4): 1; Oxidation: 2

624 true 1648 924.4858 923.4865 1 -8.59 103.34 37.5 24.0 (M:24.0) 1 1 0 R.FLFEGQR.I Dimethyl: 1



625 false 2869 924.5099 923.5113 1 -9.43 122.64 40 15.5 (M:15.5) 1 5 0 K.ETSESALK.K Dimethyl:2H(4): 1; Dimethyl: 8

626 true 772 924.5327 923.5229 1 2.72 104.29 35 22.8 (M:22.8) 1 1 0 R.IAFVSFGR.H Dimethyl: 1

627 true 1645 925.4365 924.4375 1 -8.98 83.96 36.5 30.1 (M:30.1) 1 1 0 R.MTLDDFR.I Dimethyl: 1

628 true 153 925.53 924.5153 1 7.98 116.98 27.33 31.9 (M:31.9) 1 1 0 K.ACQIFVR.N
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

629 true 621 925.564 924.5644 1 -8.35 152.97 33 18.3 (M:18.3) 1 1 0 K.VIPELNGK.L Dimethyl: 1, 8



630 false 975 926.5208 925.5022 1 12.25 108.16 33.67 29.0 (M:29.0) 2 4 0 K.QGYVIYR.V Dimethyl: 1

631 true 975 926.5208 925.5307 1 -18.54 80.23 33.67 40.5 (M:40.5) 2 76.64 1 1 K.KMTVLYK.L Oxidation: 2; Dimethyl: 7

632 true 50 927.4973 926.4974 1 -7.99 126.16 25.5 30.4 (M:30.4) 1 1 0 R.NHAAPFSK.V Dimethyl: 1, 8

633 true 50 927.4973 926.4974 1 -7.99 126.16 25.5 30.4 (M:30.4) 1 1 0 K.NHAAPFSK.V Dimethyl: 1, 8

634 true 50 927.4973 926.4974 1 -7.99 126.16 25.5 30.4 (M:30.4) 1 1 0 K.NHAAPFSK.V Dimethyl: 1, 8



635 true 673 927.516 926.5011 1 8.19 77.1 28.83 49.8 (M:49.8) 1 1 0 K.SILYDER.S Dimethyl:2H(4): 1

636 true 883 927.5619 926.5564 1 -2.01 126.31 32.67 41.1 (M:41.1) 1 1 0 K.ITPFEEK.M Dimethyl:2H(4): 1, 7

637 true 334 927.5689 926.564 1 -2.54 71.69 29.17 22.6 (M:22.6) 2 1 0 R.YIPPHLR.N Dimethyl:2H(4): 1

638 true 1611 928.5097 927.5116 1 -9.92 97.66 37.5 19.0 (M:19.0) 1 1 0 R.FLFEGQR.I Dimethyl:2H(4): 1

639 true 1113 928.5219 927.5116 1 3.26 46.95 35.67 17.9 (M:17.9) 1 1 0 R.LFGEQFR.H Dimethyl:2H(4): 1



640 true 212 928.5339 927.5277 1 -1.2 85.21 27.5 21.2 (M:21.2) 1 1 0 R.GTLEPVEK.A Dimethyl: 1, 8

641 false 88 928.5552 927.5389 1 9.66 161.62 22.33 15.4 (M:15.4) 1 3 0 K.GSAITGPVAK.E Dimethyl: 10

642 true 773 928.5566 927.548 1 1.48 79.01 35 28.0 (M:28.0) 1 1 0 R.IAFVSFGR.H Dimethyl:2H(4): 1

643 true 1646 929.4668 928.4626 1 -3.27 80.21 36.5 36.0 (M:36.0) 1 1 0 R.MTLDDFR.I Dimethyl:2H(4): 1

644 true 1300 929.5092 928.4978 1 4.48 86.43 31.5 42.8 (M:42.8) 1 1 0 K.AQLGEDIR.R Dimethyl: 1



645 true 1359 929.5484 928.5342 1 7.48 39.96 35.83 41.7 (M:41.7) 2 1 0 K.NILSADLR.S Dimethyl: 1

646 true 1075 929.5639 928.5342 1 24.17 48.62 36 22.0 (M:22.0) 1 1 0 K.ELTLGAGLR.G

647 true 642 929.5779 928.5895 1 -20.32 153.66 33 21.2 (M:21.2) 1 53.85 1 0 K.VIPELNGK.L Dimethyl:2H(4): 8; Dimethyl: 1

648 true 803 930.5042 929.507 1 -10.79 141.63 30.83 16.2 (M:16.2) 1 1 0 R.GLDVEDVK.F Dimethyl: 1, 8

649 true 803 930.5042 929.507 1 -10.79 141.63 30.83 16.2 (M:16.2) 1 1 0 R.GLDVEDVK.F Dimethyl: 1, 8



650 true 976 930.5484 929.5273 1 14.95 137.82 33.67 17.3 (M:17.3) 1 1 0 K.QGYVIYR.V Dimethyl:2H(4): 1

651 true 1759 931.5084 930.5113 1 -10.87 58.73 37.83 20.4 (M:20.4) 1 1 0 R.YYILDGR.S Dimethyl:2H(4): 1

652 false 2635 932.5646 931.564 1 -7.15 35.08 38.67 27.5 (M:27.5) 1 2 0 R.ELLELQR.E Dimethyl:2H(4): 1

653 true 2635 932.5646 931.564 1 -7.15 33.56 38.67 40.5 (M:40.5) 1 1 0 R.ELLEQLR.T Dimethyl:2H(4): 1

654 false 2635 932.5646 931.5753 1 -19.2 164.06 38.67 21.8 (M:21.8) 1 3 1 K.ERGIGNVK.I Dimethyl:2H(4): 1; Dimethyl: 8



655 false 496 932.5807 931.5855 1 -12.97 127.77 41 23.9 (M:23.9) 1 5 1 K.LFLDKIR.E Dimethyl: 1

656 false 496 932.5807 931.5753 1 -2.02 125.41 41 23.9 (M:23.9) 1 5 1 K.ERGVGNLK.I Dimethyl:2H(4): 1; Dimethyl: 8

657 false 496 932.5807 931.5743 1 -0.93 127.02 41 23.9 (M:23.9) 2 5 0 R.IFLQDIK.K Dimethyl: 1, 7

658 true 324 932.5837 931.5753 1 1.26 145.29 25 23.9 (M:23.9) 2 1 1 K.AKGEQIAR.E Dimethyl:2H(4): 2; Dimethyl: 1

659 false 81 932.5838 931.5753 1 1.3 84.35 22.33 20.8 (M:20.8) 2 2 1 K.QVADLKAR.N Dimethyl:2H(4): 1



660 true 38 932.5863 931.6004 1 -22.96 113.36 25.17 19.1 (M:19.1) 1 51.21 1 1 K.KALEAAVAK.A Dimethyl:2H(4): 1

661 true 571 933.474 932.4654 1 1.44 119.26 31.5 16.5 (M:16.5) 1 1 0 R.AYSSFGGGR.G Dimethyl:2H(4): 1

662 true 1076 933.5692 932.5593 1 2.79 56.95 36 33.5 (M:33.5) 1 1 0 K.NILSADLR.S Dimethyl:2H(4): 1

663 false 1076 933.5692 932.5705 1 -9.24 57.33 36 15.5 (M:15.5) 1 8 1 R.NITERIR.G Dimethyl:2H(4): 1

664 true 2155 934.4925 933.492 1 -7.27 83.41 36 47.1 (M:47.1) 1 1 0 R.NFDEILR.V Dimethyl: 1



665 false 2155 934.4925 933.5027 1 -18.79 94.92 36 25.0 (M:25.0) 1 2 0 K.MLCEILK.V Carbamidomethyl: 3; Dimethyl: 7

666 false 1540 934.4937 933.4841 1 2.5 72.79 35.5 16.9 (M:16.9) 1 3 0 R.IEEQLMK.L Oxidation: 6; Dimethyl: 7

667 true 292 934.5399 933.5411 1 -9.14 67.08 28.5 30.5 (M:30.5) 1 1 0 R.FANYIDK.V Dimethyl:2H(4): 1, 7

668 true 428 934.5844 933.5648 1 13.23 99.26 32.17 32.2 (M:32.2) 1 1 0 K.GIPVVEHK.V Dimethyl: 1, 8

669 true 428 934.5844 933.5648 1 13.23 99.26 32.17 32.2 (M:32.2) 1 1 0 K.GIPVVEHK.V Dimethyl: 1, 8



670 true 315 935.4971 934.4963 1 -6.9 111.02 30.5 27.9 (M:27.9) 1 1 0 K.IWYEHR.L Dimethyl:2H(4): 1

671 true 1033 935.5248 934.5164 1 1.24 62.19 36.5 29.3 (M:29.3) 2 1 0 K.IKPYFPD.- Dimethyl: 1, 2

672 true 2313 935.5392 934.5276 1 4.62 104.3 46.33 34.6 (M:34.6) 1 1 0 K.FLPLFDR.V Dimethyl: 1

673 true 464 936.4554 935.4535 1 -5.72 107.55 29.5 15.7 (M:15.7) 1 1 0 K.MPSAEFAR.I Dimethyl: 1

674 true 462 937.4566 936.4487 1 0.63 69.27 31.5 36.6 (M:36.6) 1 1 0 K.MFDVGGQR.S Dimethyl: 1



675 true 462 937.4566 936.4487 1 0.63 69.27 31.5 36.6 (M:36.6) 1 1 0 K.MFDVGGQR.S Dimethyl: 1

676 true 1122 937.5227 936.5103 1 5.47 117.82 34.83 42.3 (M:42.3) 1 1 0 R.ACLYAGVK.I
Carbamidomethyl: 2; Dimethyl: 1, 
8

677 true 1750 937.542 936.5354 1 -0.73 67.64 40.5 46.0 (M:46.0) 2 1 0 K.MYVLDLK.Y Dimethyl: 1, 7

678 false 974 937.5443 936.5364 1 0.63 77.18 33.33 19.1 (M:19.1) 1 8 0 K.AALNMLTR.C Dimethyl:2H(4): 1; Oxidation: 5

679 true 1427 938.4572 937.4505 1 -0.61 61.23 32.67 19.3 (M:19.3) 1 1 0 R.SFGETLER.G



680 false 2123 938.5195 937.512 1 0.24 100.69 36 19.9 (M:19.9) 1 5 0 K.EASYSLIK.K Dimethyl: 8

681 true 2123 938.5195 937.5171 1 -5.13 70.49 36 52.1 (M:52.1) 1 1 0 R.NFDEILR.V Dimethyl:2H(4): 1

682 true 2314 939.5662 938.5527 1 6.53 114.01 46.33 40.4 (M:40.4) 1 1 0 K.FLPLFDR.V Dimethyl:2H(4): 1

683 true 261 940.4871 939.4786 1 1.3 86.63 29.5 35.6 (M:35.6) 1 1 0 K.MPSAEFAR.I Dimethyl:2H(4): 1

684 false 261 940.4871 939.46 1 21.11 87.78 29.5 18.8 (M:18.8) 1 2 0 K.EEGEAFAR.E Dimethyl:2H(4): 1



685 true 287 940.5309 939.5212 1 2.61 173.95 29.33 35.4 (M:35.4) 1 1 0 K.IADMGHLK.Y Dimethyl: 1, 8

686 true 2091 940.5759 939.5753 1 -7.13 70.28 40.67 43.4 (M:43.4) 3 1 0 R.LLVVTDPR.A Dimethyl: 1

687 true 805 941.4283 940.4324 1 -12.08 79.75 31.17 18.5 (M:18.5) 1 1 0 R.MTLDDFR.I Oxidation: 1; Dimethyl: 1

688 true 1026 941.4408 940.4259 1 8.12 69.72 34.33 24.4 (M:24.4) 1 1 0 K.YGLNMCR.Q Carbamidomethyl: 6; Dimethyl: 1

689 true 706 941.4485 940.4403 1 0.98 76.01 31.17 29.8 (M:29.8) 1 1 0 R.QGYGEGFR.W Dimethyl: 1



690 true 463 941.4775 940.4738 1 -3.8 92.77 31.5 33.8 (M:33.8) 2 1 0 K.MFDVGGQR.S Dimethyl:2H(4): 1

691 true 463 941.4775 940.4738 1 -3.8 92.77 31.5 33.8 (M:33.8) 2 1 0 K.MFDVGGQR.S Dimethyl:2H(4): 1

692 true 1481 941.4857 940.4906 1 -12.91 67.77 35 47.5 (M:47.5) 1 1 0 K.ELDYFAK.A Dimethyl: 1, 7

693 true 674 941.4981 940.4906 1 0.27 141.35 28.17 49.9 (M:49.9) 1 1 0 K.EVYFAEK.V Dimethyl: 1, 7

694 true 1533 941.4985 940.4978 1 -6.98 103.45 32.83 29.8 (M:29.8) 1 1 0 K.APQVDIDR.A Dimethyl: 1



695 false 1533 941.4985 940.4978 1 -6.98 104.13 32.83 26.5 (M:26.5) 1 2 0 K.GAPEGVIDR.C Dimethyl: 1

696 false 2467 942.5669 941.5546 1 5.4 114.86 37.83 17.3 (M:17.3) 1 3 0 K.LQNALEAK.S Dimethyl: 1, 8

697 true 2467 942.5669 941.5546 1 5.4 42.73 37.83 32.2 (M:32.2) 1 1 0 K.IALLEEAR.K Dimethyl: 1

698 false 274 943.5077 942.5134 1 -13.82 82.19 29 17.4 (M:17.4) 1 2 0 R.LEELGAQR.I Dimethyl: 1

699 true 267 943.5163 942.5073 1 1.84 28.54 21.33 23.5 (M:23.5) 1 1 0 K.LHDEEIR.E Dimethyl:2H(4): 1



700 false 1266 943.5238 942.5386 1 -23.42 59.46 32 23.6 (M:23.6) 1 50 6 1 K.KELESGPK.A Dimethyl: 1, 8

701 true 1266 943.5238 942.5134 1 3.23 56.15 32 50.7 (M:50.7) 2 1 0 R.QLEEQLR.I Dimethyl: 1

702 true 715 943.5294 942.5386 1 -17.44 105.65 30.33 31.8 (M:31.8) 1 1 0 K.DVVDLAQK.C Dimethyl: 1, 8

703 true 1093 943.5864 942.5651 1 14.83 212.07 38.33 35.2 (M:35.2) 1 1 0 K.AGVIFPVGR.M Dimethyl: 1

704 true 673 944.4317 943.4222 1 2.38 127.62 31.17 31.7 (M:31.7) 1 1 0 K.FAAEYCR.A Carbamidomethyl: 6; Dimethyl: 1



705 true 1254 944.5289 943.5338 1 -12.89 69.5 33.67 29.3 (M:29.3) 1 1 0 K.ELSDIALR.I Dimethyl: 1

706 true 1193 944.5398 943.524 1 9.08 259.22 39.67 23.5 (M:23.5) 1 1 0 R.AGLQFPVGR.I

707 true 1193 944.5398 943.524 1 9.08 259.22 39.67 23.5 (M:23.5) 1 1 0 R.AGLQFPVGR.V

708 true 205 944.5614 943.5451 1 9.61 76.56 28 37.2 (M:37.2) 2 1 0 R.SVLVTGANR.G Dimethyl: 1

709 true 643 945.4707 944.4575 1 6.28 124.67 31.17 15.3 (M:15.3) 1 1 0 R.MTLDDFR.I Dimethyl:2H(4): 1; Oxidation: 1



710 true 1046 945.4711 944.451 1 13.57 53.86 34.33 16.9 (M:16.9) 1 1 0 K.YGLNMCR.Q
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

711 true 798 946.4474 945.4452 1 -5.43 67.75 31.83 30.4 (M:30.4) 1 1 0 R.FYLCCK.R
Carbamidomethyl: 4, 5; Dimethyl: 
1, 6

712 true 801 946.5339 945.5284 1 -1.88 142.72 34 44.9 (M:44.9) 5 1 0 R.VGDVYIPR.D Dimethyl: 1

713 true 891 946.554 945.5396 1 7.52 87.3 39.83 28.8 (M:28.8) 2 1 0 R.NQQIFLR.D Dimethyl: 1

714 true 2468 946.5709 945.5648 1 -1.18 149.03 47.67 32.5 (M:32.5) 1 1 0 K.ELFLGALR.K Dimethyl: 1



715 false 269 946.5765 945.5685 1 0.85 48.22 34.17 18.8 (M:18.8) 1 2 0 K.LGLGLELEA.- Dimethyl:2H(4): 1

716 true 1534 947.4525 946.4508 1 -5.95 104.86 32.83 15.6 (M:15.6) 1 1 0 R.NGPEFEAR.I Dimethyl: 1

717 true 604 947.4964 946.4872 1 1.98 35.34 32.67 26.9 (M:26.9) 1 1 0 R.NGDFLPTR.L Dimethyl: 1

718 true 5 947.5382 946.5236 1 7.71 324.41 25.17 33.5 (M:33.5) 1 1 0 K.IPPPNEPR.E Dimethyl: 1

719 true 1379 947.5425 946.5386 1 -3.52 71.25 32 29.6 (M:29.6) 1 1 0 R.QLEEQLR.I Dimethyl:2H(4): 1



720 true 807 947.5777 946.56 1 10.97 77.81 35.17 36.2 (M:36.2) 1 1 0 R.VGINIFTR.L Dimethyl: 1

721 true 726 948.4577 947.4473 1 3.35 91.96 31.17 18.6 (M:18.6) 1 1 0 K.FAAEYCR.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

722 true 1074 948.4799 947.4746 1 -2.12 47.04 32.5 28.1 (M:28.1) 1 1 0 R.MDLSEVAR.S Dimethyl: 1

723 true 2281 948.512 947.5076 1 -3.08 161.6 36.67 23.0 (M:23.0) 1 1 0 K.EGLLFEGR.I Dimethyl: 1

724 true 1340 948.5537 947.5692 1 -23.97 37.98 37.17 33.7 (M:33.7) 4 1 0 K.LAIDYGIK.F Dimethyl: 1, 8



725 false 1005 948.5554 947.544 1 4.37 126.9 35.17 17.5 (M:17.5) 1 5 0 K.LIQDYLR.V Dimethyl: 1

726 false 1255 948.5564 947.5702 1 -22.2 152.26 33.67 17.2 (M:17.2) 1 7 1 R.ENGKTVIR.V Dimethyl:2H(4): 1

727 true 1255 948.5564 947.559 1 -10.36 76.83 33.67 58.2 (M:58.2) 2 1 0 K.ELSDIALR.I Dimethyl:2H(4): 1

728 false 69 948.5582 947.5692 1 -19.23 103.23 30.5 17.6 (M:17.6) 1 3 0 R.LNLYELK.E Dimethyl: 1, 7

729 true 289 948.5823 947.5714 1 3.88 104.36 29.33 34.0 (M:34.0) 1 1 0 K.IADMGHLK.Y Dimethyl:2H(4): 1, 8



730 true 959 949.5019 948.5007 1 -6.38 54.4 33.17 23.7 (M:23.7) 1 1 0 R.YGDFFIR.Q Dimethyl:2H(4): 1

731 true 360 949.5344 948.528 1 -0.94 119 30.33 18.2 (M:18.2) 1 1 0 K.ATDFVVNK.S Dimethyl: 1, 8

732 true 1011 949.5375 948.5259 1 4.59 70.71 44.17 42.0 (M:42.0) 4 1 0 M.AYAYLFK.Y Dimethyl:2H(4): 7; Acetyl: 1

733 true 643 949.5491 948.5408 1 1.06 58.73 28.33 62.1 (M:62.1) 1 1 0 K.EVYFAEK.V Dimethyl:2H(4): 1, 7

734 false 653 949.5566 948.543 1 6.69 137.8 32.83 17.5 (M:17.5) 1 4 1 K.AAKEDIDK.A Dimethyl:2H(4): 1; Dimethyl: 3



735 true 760 950.4911 949.4869 1 -3.28 90.7 31.67 41.3 (M:41.3) 3 1 0 K.SDPVVSYR.E Dimethyl: 1

736 false 1089 950.4968 949.512 1 -23.72 102.48 31 19.0 (M:19.0) 1 7 0 R.ELYDAGVK.R Dimethyl: 1, 8

737 false 1089 950.4968 949.4981 1 -9.08 59.46 31 19.9 (M:19.9) 1 5 1 R.AYEVERR.L Dimethyl: 1

738 false 1089 950.4968 949.512 1 -23.72 135.64 31 19.9 (M:19.9) 1 5 1 R.AFEDEKK.A Dimethyl: 1, 6, 7

739 true 1664 950.5068 949.5022 1 -2.73 160.32 40.33 38.2 (M:38.2) 1 1 0 R.GIFEPFGR.I Dimethyl: 1



740 false 1664 950.5068 949.5055 1 -6.28 130.73 40.33 24.4 (M:24.4) 1 2 0 K.IGFEAVMR.I Dimethyl: 1

741 true 92 950.5463 949.5382 1 0.81 44.46 20.17 29.4 (M:29.4) 1 1 0 R.LVEVDTSR.Q Dimethyl:2H(4): 1

742 true 803 950.5555 949.5535 1 -5.48 121.56 34 43.2 (M:43.2) 4 1 0 R.VGDVYIPR.D Dimethyl:2H(4): 1

743 false 892 950.5735 949.5647 1 1.61 84.35 39.83 21.6 (M:21.6) 2 2 0 R.NQQIFLR.D Dimethyl:2H(4): 1

744 true 1474 950.5948 949.5899 1 -2.47 24.09 38.33 21.4 (M:21.4) 1 1 0 R.VGEIVVFR.I Dimethyl:2H(4): 1



745 true 1535 951.4775 950.476 1 -6.04 48.75 32.83 24.5 (M:24.5) 1 1 0 R.NGPEFEAR.I Dimethyl:2H(4): 1

746 false 1215 951.4971 950.4709 1 19.83 264.74 34.67 16.9 (M:16.9) 1 3 0 R.ADGYVLEGK.E

747 true 1527 951.5452 950.5387 1 -0.77 47.96 39.17 52.9 (M:52.9) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

748 true 1527 951.5452 950.5387 1 -0.77 47.96 39.17 52.9 (M:52.9) 2 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7

749 true 1094 951.5516 950.531 1 14.05 123.1 38.33 28.8 (M:28.8) 1 1 0 K.APAMFNIR.N Dimethyl:2H(4): 1



750 true 760 951.5571 950.5549 1 -5.31 65.63 33.67 21.5 (M:21.5) 1 1 0 K.IDIVPNPR.D Dimethyl: 1

751 true 2248 952.5374 951.5327 1 -2.71 64.1 36.67 26.5 (M:26.5) 1 1 0 K.EGLLFEGR.I Dimethyl:2H(4): 1

752 true 359 952.5743 951.5753 1 -8.74 104.08 30.17 52.0 (M:52.0) 1 1 0 R.IADLHSIK.L Dimethyl: 1, 8

753 false 1006 952.5792 951.5691 1 2.94 131.39 35.17 18.6 (M:18.6) 1 4 0 K.LIQDYLR.V Dimethyl:2H(4): 1

754 true 1006 952.5792 951.5943 1 -23.47 124.33 35.17 29.8 (M:29.8) 2 1 0 K.LAIDYGIK.F Dimethyl:2H(4): 1; Dimethyl: 8



755 false 1006 952.5792 951.5943 1 -23.47 152.65 35.17 18.9 (M:18.9) 1 3 0 R.LNLYELK.E Dimethyl:2H(4): 1; Dimethyl: 7

756 true 975 953.5369 952.5303 1 -0.72 88.18 33.33 37.7 (M:37.7) 1 1 0 K.MYVLDLK.Y Oxidation: 1; Dimethyl: 1, 7

757 false 425 953.5825 952.5957 1 -21.54 72.76 31.17 17.9 (M:17.9) 1 2 0 R.IIQGPEIK.Y Dimethyl: 1, 8

758 true 493 954.4941 953.4892 1 -2.47 133.86 29.67 29.7 (M:29.7) 1 1 0 R.FIMESGAK.G Oxidation: 3; Dimethyl: 1, 8

759 true 438 954.5124 953.5133 1 -8.59 82.5 30.17 38.3 (M:38.3) 2 1 0 K.NVPNWHR.D Dimethyl:2H(4): 1



760 true 787 954.5159 953.512 1 -3.58 71.32 31.67 16.7 (M:16.7) 1 1 0 K.SDPVVSYR.E Dimethyl:2H(4): 1

761 true 160 954.5296 953.5232 1 -0.94 38.95 27.5 31.4 (M:31.4) 1 1 0 K.DIIHDPGR.G Dimethyl:2H(4): 1

762 false 1665 954.5329 953.5405 1 -15.61 239 40.33 18.6 (M:18.6) 1 2 0 K.IVEMSTSK.T Dimethyl:2H(4): 1; Dimethyl: 8

763 true 1665 954.5329 953.5273 1 -1.71 146.41 40.33 25.3 (M:25.3) 1 1 0 R.GIFEPFGR.I Dimethyl:2H(4): 1

764 true 979 954.5693 953.5636 1 -1.65 132.82 37.17 25.1 (M:25.1) 1 1 0 K.IFNLYPR.K Dimethyl:2H(4): 1



765 true 761 955.5451 954.5302 1 7.93 150.24 33.83 34.4 (M:34.4) 1 1 0 R.AYAEFYK.N Dimethyl:2H(4): 1, 7

766 true 398 955.5579 954.5498 1 0.79 114.6 31.17 37.8 (M:37.8) 1 1 0 K.VLDSGAPIR.I Dimethyl: 1

767 true 276 956.5231 955.5161 1 -0.26 131.27 29.33 27.3 (M:27.3) 1 1 0 K.IADMGHLK.Y Oxidation: 4; Dimethyl: 1, 8

768 true 471 956.5537 955.5603 1 -14.59 104.38 30.33 31.7 (M:31.7) 1 1 0 R.VVAHLYAR.Q Dimethyl: 1

769 false 1272 956.5544 955.5612 1 -14.68 137.74 37 23.1 (M:23.1) 1 3 1 R.KELAEMR.L Dimethyl:2H(4): 1, 1; Oxidation: 6



770 true 1272 956.5544 955.5429 1 4.46 135.31 37 46.8 (M:46.8) 2 1 0 R.VVFQEFR.Q Dimethyl:2H(4): 1

771 true 354 956.5609 955.5491 1 4.71 64.29 30.83 26.9 (M:26.9) 1 1 0 K.AGEVFIHK.D Dimethyl: 1, 8

772 true 654 956.5839 955.5702 1 6.66 137.59 32.5 42.1 (M:42.1) 2 1 0 K.GSAITGPVAK.E Dimethyl: 1, 10

773 true 150 956.6004 955.5889 1 4.47 101.97 28.5 26.2 (M:26.2) 1 85.43 1 1 K.CPKVIGVK.L
Carbamidomethyl: 1; Dimethyl: 3, 
8

774 true 1249 957.461 956.4538 1 -0.08 105.54 40.33 54.9 (M:54.9) 2 1 0 K.VGSCFGFR.S Carbamidomethyl: 4; Dimethyl: 1



775 true 361 957.5766 956.5782 1 -9.32 79.51 30.33 19.9 (M:19.9) 1 1 0 K.ATDFVVNK.S Dimethyl:2H(4): 1, 8

776 true 1115 957.5921 956.5655 1 20.16 70.95 35.83 54.0 (M:54.0) 1 1 0 K.NIALITER.A Dimethyl: 1

777 false 1115 957.5921 956.5906 1 -6.11 94.67 35.83 15.6 (M:15.6) 1 8 1 K.KSPVLTEK.E Dimethyl: 1, 8

778 true 835 958.498 957.488 1 2.89 103.34 31.17 17.1 (M:17.1) 1 1 0 R.QLQEDAAR.L Dimethyl: 1

779 true 113 958.5569 957.5623 1 -13.14 111.04 20.33 18.0 (M:18.0) 1 1 0 R.VINEEYK.I Dimethyl:2H(4): 1, 7



780 false 1645 958.5811 957.5648 1 9.43 112.02 40.33 16.0 (M:16.0) 1 5 1 R.HKVSEFK.E Dimethyl: 1, 2, 7

781 true 1456 959.5307 958.5164 1 7.29 102.14 41.67 41.9 (M:41.9) 1 1 0 R.SYYFPVK.N Dimethyl: 1, 7

782 true 389 959.5575 958.5538 1 -3.78 158.64 39 45.8 (M:45.8) 3 1 0 K.AGPIWDLR.L Dimethyl:2H(4): 1

783 true 389 959.5575 958.5538 1 -3.78 158.64 39 45.8 (M:45.8) 3 1 0 K.AGPIWDLR.L Dimethyl:2H(4): 1

784 true 707 959.577 958.5749 1 -5.44 94.95 31.17 38.1 (M:38.1) 2 1 0 K.VLDSGAPIR.I Dimethyl:2H(4): 1



785 false 2946 960.5176 959.4971 1 13.8 103.15 40.5 15.9 (M:15.9) 1 7 1 K.MQNAAKAAR.K

786 true 113 960.5334 959.5189 1 7.53 93.94 26.83 20.6 (M:20.6) 2 1 0 K.FLQPGSQR.K Dimethyl: 1

787 true 452 960.5834 959.5854 1 -9.65 91.97 30.33 17.3 (M:17.3) 1 1 0 R.VVAHLYAR.Q Dimethyl:2H(4): 1

788 true 1486 960.5847 959.5742 1 3.36 29 38.33 35.8 (M:35.8) 2 1 0 K.IEPPGLFR.G Dimethyl:2H(4): 1

789 false 62 961.508 960.5063 1 -5.73 53.46 25.83 21.8 (M:21.8) 1 3 1 K.CIEDIKR.S Carbamidomethyl: 1; Dimethyl: 6



790 false 62 961.508 960.5128 1 -12.52 204.4 25.83 18.6 (M:18.6) 1 7 1 K.AEDKETLK.K Dimethyl: 8

791 false 62 961.508 960.5063 1 -5.73 40.57 25.83 15.6 (M:15.6) 1 10 1 R.CEAEKLR.E
Carbamidomethyl: 1; Dimethyl: 1, 
5

792 true 62 961.508 960.5063 1 -5.73 89.34 25.83 26.2 (M:26.2) 1 1 1 K.CDVDIRK.D
Carbamidomethyl: 1; Dimethyl: 1, 
7

793 true 655 961.5164 960.5029 1 6.44 93.71 30.5 39.6 (M:39.6) 2 1 0 R.NDPVYIGR.V Dimethyl: 1

794 true 793 961.5699 960.5517 1 11.35 87.69 35.17 16.5 (M:16.5) 1 1 0 K.GVAPLWMR.Q Dimethyl:2H(4): 1



795 true 631 962.5082 961.4981 1 2.86 109.64 33.17 42.5 (M:42.5) 1 1 0 R.NFEALNAR.G Dimethyl: 1

796 true 2221 962.5315 961.5233 1 1.03 103.54 36.67 37.1 (M:37.1) 1 1 0 R.QLFEELR.R Dimethyl: 1

797 false 1152 962.5322 961.5233 1 1.66 135.84 34.33 43.2 (M:43.2) 1 3 0 K.AFVEAQNK.L Dimethyl: 1, 8

798 true 1152 962.5322 961.5233 1 1.66 97.16 34.33 72.5 (M:72.5) 2 1 0 R.AFVAIEER.H Dimethyl: 1

799 true 434 962.5436 961.5345 1 1.89 93.5 30.17 18.0 (M:18.0) 1 1 0 K.SQQFVAVR.R Dimethyl: 1



800 true 281 962.5949 961.5684 1 19.97 64.49 29.5 26.2 (M:26.2) 1 1 0 K.SIDGLHEK.G Dimethyl:2H(4): 1, 8

801 true 395 963.5386 962.5335 1 -2.24 88.11 27.17 15.6 (M:15.6) 1 1 0 K.IDDVVNTR.- Dimethyl:2H(4): 1

802 false 1588 963.5432 962.5372 1 -1.24 73.89 39 16.3 (M:16.3) 1 2 0 K.QCFLVLR.Q Carbamidomethyl: 2; Dimethyl: 1

803 true 1588 963.5432 962.5335 1 2.59 78.03 39 16.9 (M:16.9) 1 1 1 R.EDAAKEIR.R Dimethyl:2H(4): 5

804 true 1919 963.5475 962.5298 1 10.89 245.85 34.83 16.6 (M:16.6) 1 1 1 K.IFRSDGLR.G



805 true 1919 963.5475 962.5549 1 -15.21 253.62 34.83 16.6 (M:16.6) 1 1 1 K.IFKSDGLR.G Dimethyl: 3

806 true 739 963.5565 962.5521 1 -2.99 51.99 34.5 38.5 (M:38.5) 2 1 0 K.GIIDCVVR.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

807 true 739 963.5565 962.5521 1 -2.99 51.99 34.5 38.5 (M:38.5) 2 1 0 K.GIIDCVVR.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

808 true 632 963.5795 962.5801 1 -8.19 76.16 36.5 57.7 (M:57.7) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

809 true 632 963.5795 962.5801 1 -8.19 76.16 36.5 57.7 (M:57.7) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8



810 false 632 963.5795 962.5549 1 17.91 65.83 36.5 20.6 (M:20.6) 1 2 0 R.INVTGIYR.A Dimethyl: 1

811 true 632 963.5795 962.5801 1 -8.19 76.16 36.5 57.7 (M:57.7) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

812 true 632 963.5795 962.5801 1 -8.19 76.16 36.5 57.7 (M:57.7) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

813 true 632 963.5795 962.5801 1 -8.19 76.16 36.5 57.7 (M:57.7) 4 1 0 R.NLLSVAYK.N Dimethyl: 1, 8

814 false 103 963.5799 962.595 1 -23.27 116.25 31 21.3 (M:21.3) 1 2 1 K.LDSGKDLK.I Dimethyl:2H(4): 5; Dimethyl: 1, 8



815 true 277 964.5747 963.5663 1 1.21 59.37 29.33 20.4 (M:20.4) 1 1 0 K.IADMGHLK.Y Dimethyl:2H(4): 1, 8; Oxidation: 4

816 true 338 964.6054 963.5993 1 -1.22 90.08 31 60.1 (M:60.1) 1 1 0 K.AGEVFIHK.D Dimethyl:2H(4): 1, 8

817 true 1700 965.5112 964.5052 1 -1.28 39.23 34 34.6 (M:34.6) 1 1 0 K.LMFEELR.N Dimethyl: 1

818 false 1277 965.5123 964.5065 1 -1.57 69.54 34.83 24.6 (M:24.6) 1 4 1 -.MWRVFAR.R

819 true 1277 965.5123 964.5052 1 -0.19 96.63 34.83 54.3 (M:54.3) 1 1 0 K.CGDLVFAK.M
Carbamidomethyl: 1; Dimethyl: 1, 
8



820 true 547 965.5564 964.5454 1 3.85 90.55 31.33 16.8 (M:16.8) 1 1 0 R.VGPIGPAGNR.G Dimethyl: 1

821 true 249 965.5616 964.5454 1 9.23 95.58 29 29.8 (M:29.8) 2 1 0 R.GLVLDHGAR.H Dimethyl: 1

822 true 161 965.5789 964.5706 1 1.13 147.66 26.67 37.4 (M:37.4) 1 1 0 R.IAIVNHDK.C Dimethyl: 1, 8

823 true 788 966.4861 965.4818 1 -3.05 20.88 29 45.8 (M:45.8) 1 1 0 R.SFGETLER.G Dimethyl: 1

824 true 2947 966.5202 965.5155 1 -2.73 76.17 40.5 18.8 (M:18.8) 1 1 1 R.QGRHEALR.W



825 false 2947 966.5202 965.5154 1 -2.59 150.8 40.5 15.4 (M:15.4) 1 3 0 R.IAAASGCEK.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1; Dimethyl: 9

826 true 632 966.5269 965.5232 1 -3.73 48.3 33.17 31.6 (M:31.6) 1 1 0 R.NFEALNAR.G Dimethyl:2H(4): 1

827 true 346 966.5282 965.5182 1 2.79 57.13 30.17 28.3 (M:28.3) 1 1 0 K.LYSESLAR.Y Dimethyl: 1

828 true 2249 966.5571 965.5484 1 1.53 89.4 36.67 45.9 (M:45.9) 1 1 0 R.QLFEELR.R Dimethyl:2H(4): 1

829 true 203 966.5977 965.5782 1 12.6 131.03 29 40.6 (M:40.6) 1 1 0 K.LMQHIHK.S Dimethyl:2H(4): 1; Dimethyl: 7



830 true 861 967.4203 966.4229 1 -10.25 75.55 31.33 36.9 (M:36.9) 1 1 0 K.CDNFDLR.V Carbamidomethyl: 1; Dimethyl: 1

831 true 496 967.4643 966.4593 1 -2.4 109.03 32 40.0 (M:40.0) 1 1 0 K.NMGLYGER.A Dimethyl: 1

832 true 1528 967.5416 966.5336 1 0.78 27.51 39.17 39.3 (M:39.3) 3 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7; Oxidation: 4

833 true 1528 967.5416 966.5336 1 0.78 27.51 39.17 39.3 (M:39.3) 3 1 0 K.FDLMYAK.R Dimethyl:2H(4): 1, 7; Oxidation: 4

834 true 1184 967.5551 966.5436 1 4.3 104.63 34.5 23.5 (M:23.5) 1 1 1 R.FKNELER.N Dimethyl:2H(4): 2



835 true 1589 967.5633 966.5623 1 -6.44 101.16 39 31.4 (M:31.4) 3 1 0 K.QCFLVLR.Q
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

836 true 1956 967.571 966.5688 1 -5.21 39.18 35 45.9 (M:45.9) 1 1 0 R.EEYLLLR.L Dimethyl:2H(4): 1

837 true 1445 967.5807 966.5666 1 7.05 112.95 41.67 41.6 (M:41.6) 1 1 0 R.SYYFPVK.N Dimethyl:2H(4): 1, 7

838 false 1445 967.5807 966.5611 1 12.79 170.3 41.67 22.0 (M:22.0) 1 2 0 K.AISGVHTVR.F Dimethyl: 1

839 false 1359 968.5169 967.5277 1 -18.58 24.24 34.33 18.9 (M:18.9) 1 2 0 K.IGDTIDFR.G Dimethyl:2H(4): 1



840 true 2387 968.5782 967.5702 1 0.69 63.57 37.33 35.5 (M:35.5) 1 1 0 R.IPELVDVR.Q Dimethyl: 1

841 false 2387 968.5782 967.5562 1 15.21 143.33 37.33 17.9 (M:17.9) 1 3 0 -.MATIISEK.L
Dimethyl:2H(4): 1; Oxidation: 1; 
Dimethyl: 8

842 true 889 969.5411 968.5331 1 0.72 81.73 33.67 20.3 (M:20.3) 1 1 0 K.QFSQYIK.N Dimethyl: 1, 7

843 true 45 969.5586 968.5565 1 -5.3 115.63 25.67 25.5 (M:25.5) 1 1 1 K.CDVDIRK.D
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 7

844 true 1226 969.5887 968.5705 1 11.24 91.77 44.33 25.9 (M:25.9) 2 1 0 R.GLVLDHGAR.H Dimethyl:2H(4): 1



845 true 1480 970.5138 969.5069 1 -0.39 48.23 32.5 17.5 (M:17.5) 1 1 0 K.YEITEQR.K Dimethyl:2H(4): 1

846 true 789 970.5227 969.5069 1 8.74 74.43 29 37.1 (M:37.1) 1 1 0 R.SFGETLER.G Dimethyl:2H(4): 1

847 true 321 970.5525 969.5433 1 1.96 51.99 30.17 23.1 (M:23.1) 1 1 0 K.LYSESLAR.Y Dimethyl:2H(4): 1

848 true 805 970.5531 969.5433 1 2.57 92.66 34 23.2 (M:23.2) 1 1 0 K.TTDGYLLR.L Dimethyl:2H(4): 1

849 true 482 970.5802 969.5648 1 8.42 102.73 31.5 42.7 (M:42.7) 1 1 0 R.IFDAHALK.H Dimethyl: 1, 8



850 false 482 970.5802 969.5607 1 12.56 58.02 31.5 20.9 (M:20.9) 1 8 0 R.AQELAAAIR.D Dimethyl: 1

851 true 738 971.4596 970.4582 1 -6.11 106.21 33.33 45.0 (M:45.0) 1 1 0 K.CFEGFQK.V
Carbamidomethyl: 1; Dimethyl: 1, 
7

852 true 2508 971.4869 970.476 1 3.71 59.35 37.83 23.6 (M:23.6) 1 1 0 K.TDLFYER.K Dimethyl: 1

853 true 497 971.489 970.4844 1 -2.71 92.25 32 38.1 (M:38.1) 1 1 0 K.NMGLYGER.A Dimethyl:2H(4): 1

854 true 2445 971.5846 970.579 1 -1.65 32.44 47.5 48.9 (M:48.9) 2 1 0 K.LIFYDLR.G Dimethyl:2H(4): 1



855 true 646 971.5854 970.5811 1 -3.14 127.41 33.5 22.9 (M:22.9) 2 1 0 R.ITQLELAR.Q Dimethyl: 1

856 true 727 971.6062 970.5964 1 2.63 162.43 34 23.3 (M:23.3) 1 1 0 K.ALNPILFR.G Dimethyl: 1

857 true 317 972.5198 971.5076 1 5.03 150.46 28.83 28.8 (M:28.8) 1 1 0 R.AITSAYYR.G Dimethyl: 1

858 true 221 972.5298 971.5328 1 -10.53 115.47 22.83 32.7 (M:32.7) 1 1 1 K.SKEYFSK.Q Dimethyl: 1, 2, 7

859 true 308 972.5522 971.54 1 5.04 114.37 30 38.5 (M:38.5) 1 1 0 K.NLQVSEVR.I Dimethyl: 1



860 false 714 972.5615 971.54 1 14.59 220.34 33.67 16.9 (M:16.9) 1 6 1 R.EAELQKVR.K

861 true 1615 972.5678 971.5804 1 -20.43 196.4 41 43.9 (M:43.9) 1 1 0 R.ALEIVPFR.V Dimethyl: 1

862 true 461 972.5685 971.5553 1 6.17 169.82 29.33 52.0 (M:52.0) 11 1 0 R.AGLQFPVGR.V Dimethyl: 1

863 true 461 972.5685 971.5553 1 6.17 169.82 29.33 52.0 (M:52.0) 11 1 0 R.AGLQFPVGR.I Dimethyl: 1

864 true 46 972.571 971.5764 1 -12.97 81.59 21.17 26.0 (M:26.0) 2 1 1 K.NVSVKDVR.R Dimethyl: 1, 5



865 false 46 972.571 971.54 1 24.44 128.49 21.17 16.8 (M:16.8) 1 3 1 R.NRTPSDVK.E Dimethyl: 1, 8

866 false 173 973.5075 972.4957 1 4.7 133.18 27.83 17.9 (M:17.9) 1 64.43 3 0 R.YFPVYEK.A Dimethyl: 1

867 true 1217 973.5586 972.5554 1 -4.22 91.36 34.83 44.2 (M:44.2) 2 1 0 K.CGDLVFAK.M
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8

868 true 133 973.5798 972.5855 1 -13.35 70.81 28.5 16.6 (M:16.6) 1 1 0 R.IISSIEQK.E Dimethyl: 1, 8

869 false 1595 974.5704 973.5743 1 -11.44 118.32 39.67 17.1 (M:17.1) 1 7 1 K.QKIMSVIR.E



870 false 1595 974.5704 973.5858 1 -23.31 87.97 39.67 18.1 (M:18.1) 1 3 0 R.AQELAAAIR.D Dimethyl:2H(4): 1

871 false 680 974.5727 973.563 1 2.47 390.71 37 16.2 (M:16.2) 1 7 0 K.ASLNLVAMK.R Dimethyl: 9

872 false 1402 974.5789 973.5495 1 22.78 96.39 36.83 16.3 (M:16.3) 1 3 1 R.NLAPDEKR.S Dimethyl:2H(4): 1

873 true 1402 974.5789 973.5743 1 -2.69 76.64 36.83 16.8 (M:16.8) 1 1 1 R.IMKAQALR.D Oxidation: 2; Dimethyl: 1

874 true 1402 974.5789 973.5743 1 -2.69 76.64 36.83 16.8 (M:16.8) 1 1 1 R.IMKAQALR.D Oxidation: 2; Dimethyl: 1



875 true 1050 974.59 973.5862 1 -3.49 72.29 38.5 20.9 (M:20.9) 1 1 1 K.HFIFKVR.V Dimethyl: 1

876 false 477 974.5969 973.6011 1 -11.8 57.79 31.83 16.0 (M:16.0) 1 2 0 R.LIGWGQIR.R Dimethyl:2H(4): 1

877 true 22 975.5101 974.5033 1 -0.47 60.18 19.67 20.7 (M:20.7) 1 1 0 K.LSEELSGGR.L Dimethyl: 1

878 true 578 975.5372 974.5259 1 4.12 95.53 32.17 24.2 (M:24.2) 1 1 0 R.VMEHFIK.L Oxidation: 2; Dimethyl: 1, 7

879 true 1251 975.5547 974.5711 1 -24.2 124.77 34.83 15.9 (M:15.9) 1 1 1 R.YNDLMKK.K Dimethyl:2H(4): 6, 7



880 true 1355 975.5717 974.5623 1 2.15 94.54 40.33 44.4 (M:44.4) 2 1 0 R.GVFPVLCK.Q
Carbamidomethyl: 7; Dimethyl: 1, 
8

881 false 1355 975.5717 974.5471 1 17.79 177.01 40.33 15.5 (M:15.5) 1 7 1 K.AMEKLVEK.G Dimethyl: 8

882 true 1362 975.5812 974.586 1 -12.37 37.9 35.83 16.4 (M:16.4) 1 1 1 K.EMAASKDK.D Dimethyl:2H(4): 1, 6, 8

883 true 2093 975.6032 974.6062 1 -10.53 59.91 40.5 38.8 (M:38.8) 1 1 0 R.ITQLELAR.Q Dimethyl:2H(4): 1

884 true 2469 976.5159 975.5059 1 2.77 36.53 37.67 22.7 (M:22.7) 1 1 0 R.MTLADIER.I Dimethyl: 1



885 true 299 976.5437 975.5327 1 3.81 155.64 28.83 45.6 (M:45.6) 1 1 0 R.AITSAYYR.G Dimethyl:2H(4): 1

886 false 1620 976.5664 975.5399 1 19.63 38.55 33.5 16.1 (M:16.1) 1 8 1 K.EQKNAGNR.T Dimethyl:2H(4): 1; Dimethyl: 3

887 false 1620 976.5664 975.5651 1 -6.12 39.28 33.5 18.2 (M:18.2) 1 6 1 K.EPSSLKQR.L Dimethyl:2H(4): 1

888 true 1620 976.5664 975.5641 1 -5.08 73.52 33.5 61.5 (M:61.5) 2 1 0 R.GLFIIDDK.R Dimethyl: 1, 8

889 true 295 976.5767 975.5651 1 4.4 77.12 30 67.9 (M:67.9) 1 1 0 K.NLQVSEVR.I Dimethyl:2H(4): 1



890 false 295 976.5767 975.5651 1 4.4 154.07 30 20.2 (M:20.2) 1 7 1 R.KLNDALDR.L Dimethyl:2H(4): 1

891 true 813 976.5773 975.5641 1 6.09 141.47 34.17 15.7 (M:15.7) 1 1 0 R.APLDLYTK.T Dimethyl: 1, 8

892 true 2072 976.5815 975.5641 1 10.33 64.24 41.67 46.2 (M:46.2) 1 1 1 K.DIGFIKLD.- Dimethyl: 1, 6

893 true 462 976.5941 975.5804 1 6.57 116.48 29.5 70.5 (M:70.5) 13 1 0 R.AGLQFPVGR.V Dimethyl:2H(4): 1

894 true 462 976.5941 975.5804 1 6.57 116.48 29.5 70.5 (M:70.5) 13 1 0 R.AGLQFPVGR.I Dimethyl:2H(4): 1



895 true 1719 976.6071 975.6055 1 -5.8 183.64 41 34.8 (M:34.8) 2 1 0 R.ALEIVPFR.V Dimethyl:2H(4): 1

896 false 700 977.5516 976.5677 1 -23.91 96.1 32.17 16.8 (M:16.8) 1 2 1 K.TPPSMRLK.L Dimethyl:2H(4): 8; Oxidation: 5

897 true 890 977.5917 976.5833 1 1.07 94.68 33.67 38.6 (M:38.6) 3 1 0 K.QFSQYIK.N Dimethyl:2H(4): 1, 7

898 false 890 977.5917 976.5793 1 5.18 116.63 33.67 18.1 (M:18.1) 1 2 1 K.HKEQSEK.H Dimethyl:2H(4): 2, 7; Dimethyl: 1

899 false 716 978.4836 977.4964 1 -20.52 104.32 30.5 16.6 (M:16.6) 1 4 1 R.EMKNGLSR.D Oxidation: 2; Dimethyl: 1



900 true 2801 978.5281 977.5182 1 2.64 138.19 39.83 45.9 (M:45.9) 1 1 0 K.TVFDEAIR.A Dimethyl: 1

901 true 1062 978.5509 977.5433 1 0.29 94.99 33.67 33.0 (M:33.0) 1 1 0 R.AIYELGEK.A Dimethyl: 1, 8

902 true 835 978.6026 977.5797 1 15.94 130.32 31.83 21.4 (M:21.4) 1 1 1 R.TIEKFEK.E Dimethyl: 1, 4, 7

903 true 740 979.5095 978.5085 1 -6.35 99.56 33.33 37.5 (M:37.5) 1 1 0 K.CFEGFQK.V
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 7

904 false 886 979.5136 978.5056 1 0.74 198.11 32.83 15.5 (M:15.5) 1 2 0 K.ISSVAEVMK.E Oxidation: 8



905 false 23 979.5271 978.5284 1 -8.74 112.17 19.83 19.2 (M:19.2) 1 2 0 K.LSEELSGGR.L Dimethyl:2H(4): 1

906 true 1270 979.566 978.5623 1 -3.6 89.2 36 18.6 (M:18.6) 1 1 0 K.MFVGQIPR.S Dimethyl:2H(4): 1

907 true 720 980.4853 979.4723 1 5.82 71.17 31 48.8 (M:48.8) 2 1 0 R.NSLDSFGGR.N Dimethyl: 1

908 true 516 980.5564 979.5401 1 9.18 76.18 30.67 17.0 (M:17.0) 1 1 1 K.MKGDYFR.Y Dimethyl:2H(4): 1, 2

909 true 452 980.5995 979.6038 1 -11.82 1055.07 31.17 18.4 (M:18.4) 1 64.27 1 1 K.SKQVIVMK.R Dimethyl:2H(4): 2; Oxidation: 7



910 true 511 981.5877 980.5767 1 3.79 171.04 30.83 18.8 (M:18.8) 1 1 0 K.ALGQPIQAR.F Dimethyl: 1

911 false 2566 982.5252 981.5321 1 -14.45 75.4 38.33 22.1 (M:22.1) 1 4 0 K.EAVFVEEK.T Dimethyl:2H(4): 1

912 true 644 982.5698 981.5607 1 1.84 52.32 28.17 21.2 (M:21.2) 1 1 0 R.GGPVAAELLR.E

913 true 499 983.462 982.4542 1 0.49 137.65 32 23.1 (M:23.1) 1 84.84 1 1 R.RDFGMADK.V Oxidation: 5; Dimethyl: 8

914 true 1501 983.556 982.5488 1 -0.08 149.55 36.83 35.7 (M:35.7) 1 1 0 K.YVIYIER.V Dimethyl: 1



915 false 686 983.5569 982.556 1 -6.45 185.26 33 19.5 (M:19.5) 1 2 1 K.DDALPLRR.E Dimethyl: 1

916 false 568 983.5865 982.5761 1 3.1 69.79 32.17 15.9 (M:15.9) 1 5 0 R.VMEHFIK.L Dimethyl:2H(4): 1, 7; Oxidation: 2

917 true 1378 983.6053 982.5979 1 0.15 94.75 36.67 41.6 (M:41.6) 1 1 0 R.FIVYSYK.Y Dimethyl:2H(4): 1, 7

918 true 1357 983.6148 982.6125 1 -5.07 107.15 40.33 30.6 (M:30.6) 1 1 0 R.GVFPVLCK.Q
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 8

919 true 721 984.5145 983.4974 1 9.96 49.18 31 29.7 (M:29.7) 2 1 0 R.NSLDSFGGR.N Dimethyl:2H(4): 1



920 true 426 984.5153 983.5076 1 0.35 60.68 31.17 71.0 (M:71.0) 3 1 0 R.NNFSVGYK.T Dimethyl: 1, 8

921 true 1274 984.5278 983.515 1 5.56 125.23 36.67 40.8 (M:40.8) 1 1 0 K.VFMQEFK.E Dimethyl: 1, 7

922 true 204 984.6065 983.6081 1 -9.07 125.37 22.83 25.2 (M:25.2) 1 1 1 K.SKEYFSK.Q Dimethyl:2H(4): 1, 2, 7

923 true 985 984.6106 983.6015 1 1.79 36.63 40.67 49.1 (M:49.1) 1 1 0 R.NIPVITGSK.D Dimethyl: 1, 9

924 false 1105 985.4536 984.4553 1 -9.12 71.69 32.83 16.5 (M:16.5) 1 3 0 R.EYVDFER.E Dimethyl: 1



925 true 713 985.5627 984.5604 1 -5.04 56.95 33.33 45.5 (M:45.5) 2 1 0 R.TIGISVDPR.R Dimethyl: 1

926 false 547 985.5923 984.5757 1 9.52 103 29.83 18.3 (M:18.3) 1 2 0 K.LQPPVTFR.L Dimethyl: 1

927 false 512 985.6113 984.5968 1 7.34 118.49 30.83 18.3 (M:18.3) 1 9 1 K.NELVQKAK.L Dimethyl: 6, 8

928 true 512 985.6113 984.6018 1 2.22 74.31 30.83 34.3 (M:34.3) 1 1 0 K.ALGQPIQAR.F Dimethyl:2H(4): 1

929 false 1041 986.5483 985.5556 1 -14.78 61.47 32.5 23.2 (M:23.2) 1 4 1 K.EIKNAQQK.L Dimethyl: 1



930 false 1041 986.5483 985.5193 1 22.1 66.9 32.5 17.4 (M:17.4) 1 7 0 R.NEIQAVER.Q Dimethyl: 1

931 true 19 986.5734 985.5556 1 10.61 76.03 20.83 24.0 (M:24.0) 1 1 0 K.IQTVSSPAR.D Dimethyl: 1

932 true 666 986.5756 985.5597 1 8.74 80.6 33 22.6 (M:22.6) 1 1 0 R.AFDVTHLK.R Dimethyl: 1, 8

933 true 1826 986.6026 985.5936 1 1.81 52.05 34.5 46.2 (M:46.2) 1 1 0 R.GFSLEELK.L Dimethyl:2H(4): 1, 8

934 false 78 986.6049 985.5808 1 17.07 160.25 25.67 15.2 (M:15.2) 1 8 0 R.QIVSNLEK.K Dimethyl: 1, 8



935 true 265 987.558 986.5549 1 -4.26 126.18 23.33 16.7 (M:16.7) 1 1 1 R.DKYGPPVR.T Dimethyl: 1, 2

936 true 1528 987.5774 986.5739 1 -3.79 130.72 36.83 30.4 (M:30.4) 1 1 0 K.YVIYIER.V Dimethyl:2H(4): 1

937 false 209 987.613 986.6175 1 -11.87 137.21 28 17.7 (M:17.7) 1 2 0 R.AVVGIVAGGGR.I Dimethyl:2H(4): 1

938 true 2023 988.5442 987.5389 1 -2.08 124.14 35.5 64.3 (M:64.3) 1 1 0 K.ALIPDEFR.I Dimethyl: 1

939 true 1748 988.5539 987.543 1 3.67 126.52 41.33 41.2 (M:41.2) 1 1 0 R.YLNFFTK.A Dimethyl: 1, 7



940 true 2 988.5559 987.5349 1 13.86 130.99 19.83 54.8 (M:54.8) 2 1 0 R.VTDALNATR.A Dimethyl: 1

941 true 936 989.4968 988.4804 1 9.24 45.84 32.83 36.9 (M:36.9) 1 1 0 R.EYVDFER.E Dimethyl:2H(4): 1

942 true 857 989.519 988.5012 1 10.68 66.9 29.67 43.4 (M:43.4) 1 1 0 R.AEAIELCR.A Carbamidomethyl: 7; Dimethyl: 1

943 true 137 989.5289 988.509 1 12.74 133.03 28 34.7 (M:34.7) 2 1 0 R.NTNPNFVR.C Dimethyl: 1

944 true 137 989.5289 988.509 1 12.74 133.03 28 34.7 (M:34.7) 2 1 0 R.NTNPNFVR.C Dimethyl: 1



945 false 1385 989.538 988.5441 1 -13.49 189.48 32 15.4 (M:15.4) 1 5 1 K.ETKEDALK.D Dimethyl: 3, 8

946 false 1869 989.5596 988.5553 1 -2.98 123.1 41.83 17.1 (M:17.1) 1 2 1 K.KSEDSVLR.T Dimethyl: 1, 1

947 false 2152 989.588 988.5855 1 -4.81 132.6 40.83 16.3 (M:16.3) 1 3 0 R.TIGISVDPR.R Dimethyl:2H(4): 1

948 false 1219 989.6105 988.6008 1 2.53 123.31 39.67 19.8 (M:19.8) 1 3 0 K.LQPPVTFR.L Dimethyl:2H(4): 1

949 true 1053 990.5181 989.515 1 -4.27 96.84 34.5 25.0 (M:25.0) 1 1 0 R.MMNGIQLR.G Dimethyl: 1



950 true 233 990.5431 989.5294 1 6.49 93.79 28.17 24.4 (M:24.4) 2 1 0 R.NYVTPVNR.N Dimethyl: 1

951 true 1506 990.5621 989.5546 1 0.2 52.58 38.83 46.5 (M:46.5) 1 1 0 R.NLEGFLNK.Y Dimethyl: 1, 8

952 true 1042 990.5709 989.5808 1 -17.32 71.18 32.33 36.0 (M:36.0) 1 98.11 1 1 K.EIKNAQQK.L Dimethyl:2H(4): 1

953 true 721 990.575 989.5695 1 -1.81 75.49 28.67 28.9 (M:28.9) 1 1 0 K.LVLEEAER.S Dimethyl:2H(4): 1

954 true 1609 990.5807 989.5797 1 -6.37 73.69 33.33 63.0 (M:63.0) 2 1 0 R.GLFIIDEK.G Dimethyl: 1, 8



955 false 854 990.5914 989.6059 1 -22 141.07 32.67 18.9 (M:18.9) 1 2 1 K.AVGKEELGK.N Dimethyl:2H(4): 1; Dimethyl: 4

956 true 854 990.5914 989.5808 1 3.39 66.2 32.67 22.3 (M:22.3) 1 1 0 R.VQSVEQIR.E Dimethyl:2H(4): 1

957 false 854 990.5914 989.5808 1 3.39 144.07 32.67 18.3 (M:18.3) 1 3 0 K.IQTVSSPAR.D Dimethyl:2H(4): 1

958 false 1407 990.6059 989.5808 1 17.99 81.39 41 23.2 (M:23.2) 1 5 1 K.DTAPKASLR.L Dimethyl:2H(4): 5

959 true 1407 990.6059 989.591 1 7.68 87.65 41 48.9 (M:48.9) 1 1 0 K.SGVGNIFIK.N Dimethyl: 1, 9



960 true 1541 991.5583 990.5498 1 1.18 43.62 39.17 36.5 (M:36.5) 1 1 0 K.YNLGLDLR.T Dimethyl: 1

961 true 1007 991.5932 990.58 1 5.94 145.24 37.33 24.1 (M:24.1) 1 85.63 1 1 K.KQYEHVK.R Dimethyl:2H(4): 1; Dimethyl: 7

962 true 245 992.5336 991.5277 1 -1.31 90.69 29 23.8 (M:23.8) 1 1 0 R.HLTGEFEK.K Dimethyl:2H(4): 8

963 true 1929 992.5579 991.5491 1 1.53 110.92 42.67 49.2 (M:49.2) 2 1 0 K.FLIDGFPR.N Dimethyl: 1

964 false 445 992.5636 991.5338 1 22.64 90.02 31.17 23.4 (M:23.4) 2 2 0 K.LAVDSVFNK.F



965 true 169 992.5693 991.56 1 2.05 59.24 27.5 19.2 (M:19.2) 1 1 0 R.VTDALNATR.A Dimethyl:2H(4): 1

966 false 2024 992.5694 991.5702 1 -8.2 94.52 35.5 18.6 (M:18.6) 1 5 1 R.NKVISEFK.K Dimethyl: 8

967 true 2024 992.5694 991.564 1 -1.96 105.88 35.5 53.8 (M:53.8) 1 1 0 K.ALIPDEFR.I Dimethyl:2H(4): 1

968 true 599 992.5749 991.5578 1 9.88 74.93 31.17 54.6 (M:54.6) 4 1 0 R.NNFSVGYK.T Dimethyl:2H(4): 1, 8

969 true 1760 992.6013 991.5954 1 -1.36 47.36 37.83 23.4 (M:23.4) 1 1 0 K.TIVFVETK.R Dimethyl: 1, 8



970 true 1310 992.6118 991.6117 1 -7.15 60.81 36 16.0 (M:16.0) 1 1 0 K.QVIIQGFR.S Dimethyl:2H(4): 1

971 true 937 993.5381 992.544 1 -13.3 51.39 31.67 25.4 (M:25.4) 1 1 0 K.DLESLTQR.Y Dimethyl:2H(4): 1

972 true 945 993.5409 992.5263 1 7.41 77.55 29.67 30.3 (M:30.3) 1 1 0 R.AEAIELCR.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

973 true 714 993.5457 992.5419 1 -3.48 105.14 33.17 26.5 (M:26.5) 1 1 0 K.DYSVGFGGK.F Dimethyl:2H(4): 1, 9

974 true 191 993.5548 992.5341 1 13.47 96.68 27.83 43.8 (M:43.8) 2 1 0 R.NTNPNFVR.C Dimethyl:2H(4): 1



975 true 191 993.5548 992.5341 1 13.47 96.68 27.83 43.8 (M:43.8) 2 1 0 R.NTNPNFVR.C Dimethyl:2H(4): 1

976 true 622 993.5705 992.5627 1 0.54 132.11 33 52.4 (M:52.4) 1 1 0 K.IVLSNMER.L Dimethyl:2H(4): 1

977 true 1239 993.5785 992.5767 1 -5.55 67.63 44.33 18.6 (M:18.6) 1 1 0 R.IAQEIHVR.I Dimethyl: 1

978 true 2663 994.5422 993.5383 1 -3.39 49.34 38.67 38.9 (M:38.9) 1 1 0 K.GYESLLEK.C Dimethyl: 1, 8

979 true 1055 994.5493 993.5401 1 1.85 133.86 34.5 16.8 (M:16.8) 1 1 0 R.MMNGIQLR.G Dimethyl:2H(4): 1



980 true 430 994.5678 993.5545 1 6.02 109.19 32.33 16.2 (M:16.2) 1 1 0 R.NYVTPVNR.N Dimethyl:2H(4): 1

981 true 1127 995.4916 994.4906 1 -6.3 31.58 34 29.7 (M:29.7) 1 1 0 K.CSDIVFAR.K Carbamidomethyl: 1; Dimethyl: 1

982 true 266 995.6073 994.6051 1 -5.16 88.63 23.33 36.5 (M:36.5) 2 1 1 R.DKYGPPVR.T Dimethyl:2H(4): 1, 2

983 true 937 995.6177 994.6085 1 1.93 106.07 33 24.5 (M:24.5) 1 1 0 R.VNLGMNVGK.A Dimethyl:2H(4): 1, 9

984 true 790 996.4775 995.4746 1 -4.37 52.88 29 54.3 (M:54.3) 1 1 0 K.QEMLEYR.H Dimethyl: 1



985 true 614 996.5499 995.544 1 -1.41 70.71 36 35.7 (M:35.7) 1 1 0 K.NIGNTFFK.S Dimethyl: 1, 8

986 true 278 996.5582 995.535 1 15.94 132.52 23.67 16.1 (M:16.1) 2 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

987 true 278 996.5582 995.535 1 15.94 132.52 23.67 16.1 (M:16.1) 2 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

988 true 278 996.5582 995.535 1 15.94 132.52 23.67 16.1 (M:16.1) 2 1 1 K.MKGDYYR.Y Dimethyl:2H(4): 1, 2

989 true 513 996.5588 995.5491 1 2.45 93.92 31 46.1 (M:46.1) 3 1 0 K.YIQHTFR.K Dimethyl:2H(4): 1



990 true 503 996.5589 995.5702 1 -18.65 683.22 23.67 23.9 (M:23.9) 1 1 1 K.FQGAGSNKK.V Dimethyl:2H(4): 8; Dimethyl: 1

991 true 1930 996.5785 995.5742 1 -2.97 96.94 42.5 52.8 (M:52.8) 2 1 0 K.FLIDGFPR.N Dimethyl:2H(4): 1

992 true 1316 996.6023 995.5932 1 1.85 29.19 37.83 41.4 (M:41.4) 2 1 0 R.YLNFFTK.A Dimethyl:2H(4): 1, 7

993 true 518 997.4993 996.495 1 -3 63.84 32.17 53.2 (M:53.2) 1 1 0 K.CESAFLSK.R
Carbamidomethyl: 1; Dimethyl: 1, 
8

994 true 439 997.5771 996.5716 1 -1.77 147.06 30 27.5 (M:27.5) 2 1 0 R.GGGQIIPTAR.R Dimethyl: 1



995 true 439 997.5771 996.5716 1 -1.77 147.06 30 27.5 (M:27.5) 2 1 0 R.GGGQIIPTAR.R Dimethyl: 1

996 true 268 997.6145 996.6018 1 5.4 100.16 28 18.1 (M:18.1) 2 1 0 R.IAQEIHVR.I Dimethyl:2H(4): 1

997 true 24 998.524 997.5193 1 -2.55 57.72 19.83 54.2 (M:54.2) 3 1 0 R.LDNGEPLGR.G Dimethyl: 1

998 true 419 998.5371 997.5283 1 1.55 71.82 25.83 31.3 (M:31.3) 1 1 0 K.YVQHTYR.T Dimethyl:2H(4): 1

999 true 296 998.6148 997.6048 1 2.71 36.42 29.83 23.4 (M:23.4) 1 1 0 K.EVVQNFAK.E Dimethyl:2H(4): 1, 8



1000 true 202 999.4989 998.4743 1 17.39 94.37 28.33 31.3 (M:31.3) 1 1 0 R.CSYEGLSK.L
Carbamidomethyl: 1; Dimethyl: 1, 
8

1001 true 448 999.5119 998.4934 1 11.28 103.8 27.67 17.0 (M:17.0) 1 1 0 R.LDTSWHGR.H Dimethyl: 1

1002 true 394 1000.5629 999.5753 1 -19.72 111.7 25 28.0 (M:28.0) 2 1 1 K.FKDPNAPK.R Dimethyl: 1, 2, 8

1003 false 993 1000.5707 999.5713 1 -7.91 37.82 31.33 17.2 (M:17.2) 1 9 0 R.LESLNIQR.E Dimethyl: 1

1004 false 993 1000.5707 999.5713 1 -7.91 52.3 31.33 25.4 (M:25.4) 1 3 1 K.NNLDKALGK.K Dimethyl: 9



1005 false 993 1000.5707 999.5713 1 -7.91 54.51 31.33 16.5 (M:16.5) 1 10 1 K.EIEVGGGRK.A Dimethyl: 1, 9

1006 true 993 1000.5707 999.5601 1 3.32 51.34 31.33 72.4 (M:72.4) 1 1 0 K.EIAENALGK.H Dimethyl: 1, 9

1007 false 262 1000.5707 999.5651 1 -1.64 108.66 29.17 18.0 (M:18.0) 1 8 0 R.AEASQLGHK.V Dimethyl:2H(4): 9; Dimethyl: 1

1008 true 473 1000.5791 999.5713 1 0.56 167.58 31.5 39.6 (M:39.6) 5 1 0 K.AVDSQILAR.I Dimethyl: 1

1009 true 1155 1000.601 999.5787 1 15.05 80.59 35.17 43.9 (M:43.9) 3 1 0 K.VCNPIITK.L
Carbamidomethyl: 2; Dimethyl: 1, 
8



1010 true 1578 1001.5445 1000.5531 1 -15.93 32.25 33 29.8 (M:29.8) 1 1 0 K.ELEFYLR.K Dimethyl:2H(4): 1

1011 true 804 1001.547 1000.527 1 12.73 98.02 35 41.7 (M:41.7) 1 1 0 R.YFPVYEK.A Dimethyl: 1, 7

1012 false 2388 1001.5638 1000.5553 1 1.24 147.32 37.5 15.1 (M:15.1) 1 7 0 K.EGSVLDILR.S

1013 true 411 1001.5983 1000.5967 1 -5.69 54.1 30 25.7 (M:25.7) 2 1 0 R.GGGQIIPTAR.R Dimethyl:2H(4): 1

1014 true 411 1001.5983 1000.5967 1 -5.69 54.1 30 25.7 (M:25.7) 2 1 0 R.GGGQIIPTAR.R Dimethyl:2H(4): 1



1015 true 229 1001.6105 1000.6045 1 -1.25 119.6 29.33 31.0 (M:31.0) 1 1 0 K.LYEQLSGK.- Dimethyl:2H(4): 1, 8

1016 true 1123 1002.4534 1001.4454 1 0.73 110.09 30.5 38.9 (M:38.9) 2 1 0 R.SEGFDTYR.C Dimethyl: 1

1017 true 715 1002.5326 1001.5393 1 -13.99 107.85 33.33 18.6 (M:18.6) 1 1 0 R.SSPSDTKPK.C Dimethyl: 7, 9

1018 false 1432 1002.5352 1001.5142 1 13.72 65.82 32.17 23.0 (M:23.0) 1 2 0 R.SVLGEADQR.G Dimethyl: 1

1019 true 727 1002.5404 1001.5294 1 3.66 90.46 31.33 29.7 (M:29.7) 1 1 0 K.FGQPIQER.Y Dimethyl: 1



1020 true 1046 1002.5501 1001.5328 1 9.98 80.61 35.5 45.6 (M:45.6) 1 1 0 R.CALLEGVGR.R Carbamidomethyl: 1; Dimethyl: 1

1021 true 676 1002.5527 1001.5306 1 14.74 143.45 31.17 20.1 (M:20.1) 1 1 0 R.VYPYLCR.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1022 true 519 1003.5542 1002.5498 1 -2.85 111.45 30 34.7 (M:34.7) 1 1 0 K.FVPTQVER.L Dimethyl: 1

1023 true 157 1003.5651 1002.5532 1 4.64 144.68 27.33 19.7 (M:19.7) 1 1 0 R.QQQLTAMK.V Dimethyl: 1, 8

1024 true 914 1003.5669 1002.5532 1 6.36 146 32.83 22.2 (M:22.2) 1 1 0 R.VNLGMNVGK.A Oxidation: 5; Dimethyl: 1, 9



1025 true 1849 1003.6069 1002.599 1 0.62 375.51 42.5 34.9 (M:34.9) 1 1 0 R.GVGFGDIFK.E Dimethyl:2H(4): 1, 9

1026 true 2510 1003.6207 1002.6375 1 -24.05 -1 37.83 15.4 (M:15.4) 1 1 1 K.LQKSIGTPK.D Dimethyl:2H(4): 1

1027 true 352 1004.4778 1003.4723 1 -1.73 56.75 27 77.1 (M:77.1) 6 1 0 K.AGFAGDDAPR.A Dimethyl: 1

1028 true 352 1004.4778 1003.4723 1 -1.73 56.75 27 77.1 (M:77.1) 6 1 0 K.AGFAGDDAPR.A Dimethyl: 1

1029 true 352 1004.4778 1003.4723 1 -1.73 56.75 27 77.1 (M:77.1) 6 1 0 K.AGFAGDDAPR.A Dimethyl: 1



1030 false 263 1004.5082 1003.4763 1 24.43 148.27 28.5 15.3 (M:15.3) 1 8 0 K.FYEFSQR.L Dimethyl: 1

1031 true 1387 1004.5656 1003.5485 1 9.79 86.44 32 15.4 (M:15.4) 1 1 1 R.DQAMKALR.A Oxidation: 4; Dimethyl: 1, 5

1032 true 792 1004.5847 1003.5712 1 6.15 111.03 28.83 30.3 (M:30.3) 1 1 1 K.RDSVDKPR.G Dimethyl:2H(4): 6

1033 true 440 1004.5872 1003.5736 1 6.27 131.29 30 15.8 (M:15.8) 1 1 1 K.AEAMIAAKK.M Oxidation: 4; Dimethyl: 1, 9

1034 false 372 1004.5941 1003.5964 1 -9.55 184.52 29.17 20.8 (M:20.8) 1 54.19 3 1 R.KILAENER.E Dimethyl:2H(4): 1



1035 false 1733 1004.5974 1003.5702 1 19.81 138.78 35.5 16.6 (M:16.6) 1 4 0 K.DNLLNFIK.S Dimethyl: 8

1036 true 1733 1004.5974 1003.5954 1 -5.23 98.41 35.5 58.3 (M:58.3) 1 1 0 R.IVAEEFLK.N Dimethyl: 1, 8

1037 true 474 1004.5998 1003.5964 1 -3.83 154.89 31.5 25.9 (M:25.9) 3 1 0 K.AVDSQILAR.I Dimethyl:2H(4): 1

1038 true 615 1004.6014 1003.5942 1 -0.11 107.94 36 20.4 (M:20.4) 1 1 0 K.NIGNTFFK.S Dimethyl:2H(4): 1, 8

1039 false 512 1005.5372 1004.5437 1 -13.67 24.13 28.83 15.8 (M:15.8) 1 7 1 K.RLAMLTER.I Oxidation: 4



1040 true 519 1005.5475 1004.5452 1 -5.02 58.32 32.17 33.1 (M:33.1) 1 1 0 K.CESAFLSK.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8

1041 true 1688 1005.5939 1004.5804 1 6.17 73.92 37.5 22.9 (M:22.9) 1 1 0 K.AAEVLLDSR.G Dimethyl:2H(4): 1

1042 true 1090 1005.6036 1004.5878 1 8.43 168.83 34.17 15.6 (M:15.6) 1 1 0 R.AMESIGLPK.I Dimethyl:2H(4): 1; Dimethyl: 9

1043 true 1642 1005.6188 1004.627 1 -15.46 96.23 39.5 29.2 (M:29.2) 2 1 0 K.NLYIISVK.G Dimethyl: 1, 8

1044 true 584 1006.4759 1005.4705 1 -1.86 30.93 29.5 30.0 (M:30.0) 1 1 0 R.SEGFDTYR.C Dimethyl:2H(4): 1



1045 true 1486 1006.5264 1005.5393 1 -20.05 183.39 35 15.9 (M:15.9) 1 1 1 K.DKEAVEQR.L Dimethyl:2H(4): 2

1046 false 2250 1006.5537 1005.5529 1 -6.42 182.85 36.5 18.7 (M:18.7) 1 2 1 K.DISSKMIGK.K Dimethyl: 9

1047 false 1048 1006.5748 1005.5579 1 9.54 52.13 35.5 22.9 (M:22.9) 1 2 0 R.CALLEGVGR.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1048 true 1358 1006.5751 1005.5681 1 -0.29 80.84 40.17 19.7 (M:19.7) 1 1 1 R.VMLYPSRI.- Dimethyl: 1

1049 true 83 1006.5816 1005.572 1 2.36 82.8 21.83 27.7 (M:27.7) 2 1 0 K.HQTVQLPR.E Dimethyl: 1



1050 true 293 1007.5018 1006.4832 1 11.23 86.9 28 47.1 (M:47.1) 2 1 0 R.QDGSVNFGR.A Dimethyl: 1

1051 false 858 1007.5166 1006.5084 1 0.98 77.74 29.33 19.9 (M:19.9) 1 2 0 K.DVFISAAER.D

1052 true 284 1007.5503 1006.5419 1 1.09 76.43 29.83 26.7 (M:26.7) 1 1 0 R.VEVSTGMPR.R Dimethyl:2H(4): 1

1053 true 1568 1007.5544 1006.5447 1 2.33 175.37 37 31.0 (M:31.0) 1 1 0 R.SETFINLR.E Dimethyl: 1

1054 false 166 1007.5574 1006.5382 1 11.86 41.26 32 17.6 (M:17.6) 1 2 1 -.MPRVYIGR.L Oxidation: 1



1055 true 166 1007.5574 1006.5369 1 13.19 87.24 32 17.9 (M:17.9) 1 1 1 -.MLTAEDKK.L Oxidation: 1; Dimethyl: 7, 8

1056 true 1194 1007.5736 1006.5521 1 14.06 75.57 36.67 24.9 (M:24.9) 1 1 0 R.FLGCIDVK.D
Carbamidomethyl: 4; Dimethyl: 1, 
8

1057 true 223 1007.612 1006.6175 1 -12.73 87.06 22.83 31.6 (M:31.6) 1 1 0 R.VHPISTAVK.G Dimethyl: 1, 9

1058 true 1901 1008.4401 1007.4416 1 -8.72 48.41 38.83 27.1 (M:27.1) 1 1 0 -.MELEAMSR.Y Acetyl: 1

1059 true 353 1008.5031 1007.4974 1 -1.58 37.84 27 74.1 (M:74.1) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1



1060 true 353 1008.5031 1007.4974 1 -1.58 37.84 27 74.1 (M:74.1) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

1061 true 353 1008.5031 1007.4974 1 -1.58 37.84 27 74.1 (M:74.1) 3 1 0 K.AGFAGDDAPR.A Dimethyl:2H(4): 1

1062 false 964 1008.5241 1007.5259 1 -9.02 54.95 31.83 18.8 (M:18.8) 1 2 0 R.MLAEDELR.D Dimethyl:2H(4): 1

1063 true 392 1008.5455 1007.5338 1 4.37 82.42 30.83 32.2 (M:32.2) 1 1 0 K.FTLSDHTR.F Dimethyl:2H(4): 1

1064 true 1321 1008.5751 1007.5702 1 -2.39 60.23 38.5 24.4 (M:24.4) 1 1 0 K.DIFNQLAR.S Dimethyl:2H(4): 1



1065 false 1149 1008.5784 1007.5736 1 -2.43 180.15 36.17 15.8 (M:15.8) 1 4 1 K.LSSPRGGMK.K
Dimethyl:2H(4): 1; Oxidation: 8; 
Dimethyl: 9

1066 true 1270 1008.6145 1007.6103 1 -3 59.79 31.33 43.5 (M:43.5) 1 1 0 K.EIAENALGK.H Dimethyl:2H(4): 1, 9

1067 true 1624 1008.619 1007.6066 1 5.16 117.02 39.33 29.5 (M:29.5) 2 1 0 R.NILGGTVFR.E Dimethyl:2H(4): 1

1068 true 982 1008.6206 1007.6103 1 2.97 170.6 37.33 21.5 (M:21.5) 1 1 0 R.LQEALNEK.G Dimethyl:2H(4): 1, 8

1069 false 1190 1008.6291 1007.5987 1 22.96 347.03 39.33 16.3 (M:16.3) 1 9 1 K.CLATEKVK.Y
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1; Dimethyl: 8



1070 false 1190 1008.6291 1007.6066 1 15.16 209.51 39.33 16.4 (M:16.4) 1 4 1 R.AKVEFNIR.K Dimethyl:2H(4): 1

1071 true 53 1009.5106 1008.524 1 -20.48 408.73 21.5 16.4 (M:16.4) 1 1 0 K.NPNSPEAPK.W Dimethyl: 1, 9

1072 true 116 1009.5484 1008.5314 1 9.59 203.69 28.5 36.1 (M:36.1) 1 1 1 K.GKFEDMAK.A Dimethyl: 1, 2, 8

1073 true 2948 1010.4992 1009.4903 1 1.67 104.97 40.5 49.8 (M:49.8) 1 1 0 R.EVFEMATR.A Dimethyl: 1

1074 true 394 1010.5264 1009.523 1 -3.76 188.48 30.67 16.5 (M:16.5) 1 1 0 K.ASTSADLGEK.D Dimethyl:2H(4): 1



1075 true 250 1010.6137 1009.5971 1 9.24 40.82 28.33 16.6 (M:16.6) 2 1 0 K.HQTVQLPR.E Dimethyl:2H(4): 1

1076 true 1156 1011.5901 1010.5661 1 16.45 91.77 35 18.9 (M:18.9) 1 1 0 K.QYLPHVAR.L Dimethyl: 1

1077 false 158 1011.6173 1010.6034 1 6.53 30.25 27.33 15.3 (M:15.3) 1 2 0 R.QQQLTAMK.V Dimethyl:2H(4): 1, 8

1078 true 2567 1012.5059 1011.5025 1 -3.92 114.63 38.33 31.1 (M:31.1) 2 1 0 R.AFFSEVER.R Dimethyl: 1

1079 true 195 1012.5191 1011.5138 1 -1.88 51.14 27.33 31.9 (M:31.9) 1 1 0 R.VDTPHYPR.W Dimethyl: 1



1080 true 1135 1012.5529 1011.5473 1 -1.66 92.58 35 28.5 (M:28.5) 1 1 0 K.MNLGVGAYR.D Dimethyl:2H(4): 1

1081 true 909 1012.6104 1011.6077 1 -4.45 95.38 34.33 23.9 (M:23.9) 1 1 0 K.NIVVVEGVR.I Dimethyl: 1

1082 true 280 1013.4956 1012.4726 1 15.46 127.92 23.67 16.4 (M:16.4) 1 1 0 R.YSGNQFNR.R Dimethyl: 1

1083 true 994 1013.5432 1012.5263 1 9.45 114.85 29.83 31.9 (M:31.9) 1 1 0 K.ELPENMPK.S Dimethyl: 1, 8

1084 true 612 1013.5598 1012.5454 1 7.02 123.94 32.5 20.1 (M:20.1) 1 1 0 R.VDFGAHALR.G Dimethyl: 1



1085 true 295 1014.5074 1013.493 1 6.95 159.17 28 64.8 (M:64.8) 1 1 0 K.HVDEFSPR.A Dimethyl: 1

1086 true 1271 1014.5378 1013.5256 1 4.88 86.88 35.33 40.2 (M:40.2) 3 1 0 K.GMAYIEFK.T Dimethyl: 1, 8

1087 false 1271 1014.5378 1013.5439 1 -13.16 119.46 35.33 23.6 (M:23.6) 2 3 0 -.MASLLEMK.E
Dimethyl:2H(4): 1; Oxidation: 1, 
7; Dimethyl: 8

1088 true 677 1014.5458 1013.5393 1 -0.81 57.72 28.5 41.7 (M:41.7) 2 1 0 R.LTPEEIER.M Dimethyl: 1

1089 false 677 1014.5458 1013.5506 1 -11.88 88.32 28.5 32.6 (M:32.6) 2 87.35 2 0 R.NQILQNEK.K Dimethyl: 8



1090 true 29 1014.56 1013.5506 1 2.09 56.18 20.17 66.7 (M:66.7) 1 1 0 K.LLADQAEAR.R Dimethyl: 1

1091 true 2665 1014.626 1013.6249 1 -6.06 33.03 38.83 32.2 (M:32.2) 1 1 0 R.VVSEEFLK.D Dimethyl:2H(4): 1, 8

1092 true 230 1015.4303 1014.4263 1 -3.18 196.73 29.33 19.8 (M:19.8) 1 1 0 R.GMDSYCVR.A Carbamidomethyl: 6; Dimethyl: 1

1093 true 170 1015.5431 1014.5458 1 -9.82 46.79 27.67 51.1 (M:51.1) 1 1 0 R.QVDALTGQR.A Dimethyl: 1

1094 true 114 1015.5541 1014.5498 1 -2.91 69.68 26.67 37.5 (M:37.5) 2 1 0 K.FNTPQQPK.K Dimethyl: 1, 8



1095 true 109 1015.5562 1014.5337 1 14.95 124.39 26.67 35.8 (M:35.8) 1 1 0 K.GYPHWPAR.V Dimethyl:2H(4): 1

1096 true 109 1015.5562 1014.5337 1 14.95 124.39 26.67 35.8 (M:35.8) 1 1 0 K.GYPHWPAR.I Dimethyl:2H(4): 1

1097 true 867 1015.5807 1014.575 1 -1.55 81.73 34.33 28.6 (M:28.6) 1 1 0 K.VEPFGVPSK.K Dimethyl: 1, 9

1098 true 372 1016.502 1015.5186 1 -23.48 92.62 28.83 49.8 (M:49.8) 1 1 0 K.LIEVDDER.K Dimethyl: 1

1099 true 2568 1016.5337 1015.5277 1 -1.19 97.92 38.33 41.5 (M:41.5) 2 1 0 R.AFFSEVER.R Dimethyl:2H(4): 1



1100 true 259 1016.5339 1015.5338 1 -7.06 51.2 29.17 38.0 (M:38.0) 1 1 0 R.HLTGEFEK.K Dimethyl: 1, 8

1101 true 196 1016.5457 1015.5389 1 -0.49 63.01 27.33 19.1 (M:19.1) 1 1 0 R.VDTPHYPR.W Dimethyl:2H(4): 1

1102 true 1077 1016.5528 1015.5338 1 11.5 128.76 34.67 37.8 (M:37.8) 1 1 0 R.TITTAYYR.G Dimethyl: 1

1103 true 175 1016.5772 1015.5662 1 3.63 91.72 30.5 38.7 (M:38.7) 1 1 0 R.SAINEVVTR.E Dimethyl: 1

1104 true 480 1016.5936 1015.5662 1 19.74 105.28 31.83 17.2 (M:17.2) 1 1 1 R.KQQSVAAEK.V Dimethyl: 9



1105 false 480 1016.5936 1015.5914 1 -5 135.67 31.83 17.0 (M:17.0) 1 2 1 K.LNESDVKK.H Dimethyl: 1, 7, 8

1106 true 715 1017.5009 1016.479 1 14.4 231.51 31.17 23.9 (M:23.9) 1 1 0 R.YPPYYMR.R Dimethyl: 1

1107 true 1563 1017.5345 1016.5073 1 19.54 44.51 32.83 15.3 (M:15.3) 1 1 0 R.QGVPMNSLR.F Oxidation: 5

1108 false 221 1017.5626 1016.5502 1 4.98 145.28 21.17 19.9 (M:19.9) 1 4 1 K.GKGISGVEDK.E Dimethyl: 10

1109 true 221 1017.5626 1016.5502 1 4.98 43.25 21.17 22.7 (M:22.7) 1 1 1 R.LSKDDIDR.M Dimethyl: 1, 3



1110 true 603 1017.5854 1016.5705 1 7.52 67.79 32.5 31.4 (M:31.4) 1 1 0 R.VDFGAHALR.G Dimethyl:2H(4): 1

1111 true 312 1018.498 1017.4913 1 -0.63 48.63 21.67 32.4 (M:32.4) 1 1 0 R.AMAAEAEAAR.E Dimethyl: 1

1112 true 382 1018.5287 1017.5131 1 8.12 99.14 29.67 24.6 (M:24.6) 1 1 0 R.TITSSYYR.G Dimethyl: 1

1113 true 244 1018.5431 1017.5405 1 -4.6 86.45 27.5 26.9 (M:26.9) 1 1 1 R.MREEFDK.I Dimethyl:2H(4): 1, 7

1114 false 892 1018.5627 1017.5644 1 -8.84 143.33 31.33 15.7 (M:15.7) 1 2 0 R.LTPEEIER.M Dimethyl:2H(4): 1



1115 false 1241 1018.5766 1017.5529 1 16.14 153.33 35.83 17.7 (M:17.7) 1 3 0 K.GAVAMAETLK.A Dimethyl: 10

1116 true 94 1018.584 1017.5757 1 1.08 23.88 20.17 48.3 (M:48.3) 1 1 0 K.LLADQAEAR.R Dimethyl:2H(4): 1

1117 true 2026 1018.5879 1017.5831 1 -2.42 102.91 35.67 36.5 (M:36.5) 1 1 0 K.EMVELPLR.H Dimethyl:2H(4): 1

1118 true 549 1018.589 1017.5715 1 10.03 129.07 30 47.6 (M:47.6) 2 1 0 K.QACVLMIK.A
Carbamidomethyl: 3; Dimethyl: 1, 
8

1119 true 3193 1018.5915 1017.5641 1 19.74 176 45 36.3 (M:36.3) 1 77.62 1 1 R.AKQIDLMR.E Oxidation: 7; Dimethyl: 1



1120 false 1049 1018.5996 1017.607 1 -14.43 162.77 35.5 16.9 (M:16.9) 1 59.27 4 1 R.KLLSSSEAK.R Dimethyl: 1, 9

1121 false 1049 1018.5996 1017.6008 1 -8.35 112.33 35.5 15.6 (M:15.6) 1 7 0 K.NIVEELGGK.M Dimethyl:2H(4): 1; Dimethyl: 9

1122 true 159 1019.5643 1018.5481 1 8.78 127.83 27.33 36.0 (M:36.0) 1 1 0 R.QQQLTAMK.V Oxidation: 7; Dimethyl: 1, 8

1123 true 938 1019.6145 1018.6063 1 0.92 111.66 33 18.3 (M:18.3) 1 1 0 K.VVGPLTYSK.I Dimethyl: 1, 9

1124 true 273 1020.549 1019.5298 1 11.7 144.09 21.33 17.7 (M:17.7) 1 1 0 R.LQGGASGENR.R Dimethyl:2H(4): 1



1125 true 1078 1020.5784 1019.559 1 11.89 117.83 34.67 17.4 (M:17.4) 1 1 0 R.TITTAYYR.G Dimethyl:2H(4): 1

1126 true 578 1020.5791 1019.5736 1 -1.69 55.48 32.5 35.3 (M:35.3) 1 1 0 R.NECVVVIR.V
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

1127 true 611 1020.5993 1019.5913 1 0.65 84.1 30.5 34.6 (M:34.6) 1 1 0 R.SAINEVVTR.E Dimethyl:2H(4): 1

1128 true 308 1021.4866 1020.4777 1 1.6 120.22 29.83 30.2 (M:30.2) 1 1 0 R.ASFNHFDR.D Dimethyl: 1

1129 false 996 1021.5311 1020.524 1 -0.18 95.74 30.83 17.3 (M:17.3) 1 3 0 K.YENEVALR.Q Dimethyl: 1



1130 true 156 1021.5783 1020.5604 1 10.41 93.48 27.67 22.4 (M:22.4) 2 1 0 R.VLDQYSLR.S Dimethyl: 1

1131 true 548 1021.5805 1020.5757 1 -2.39 184.68 35 28.4 (M:28.4) 1 1 0 K.NVPYVFVR.S Dimethyl: 1

1132 false 548 1021.5805 1020.5638 1 9.24 187.45 35 16.9 (M:16.9) 1 3 1 R.KLSSAMSAAK.A Dimethyl: 10

1133 true 1382 1021.6034 1020.5906 1 5.41 69.35 37.5 35.8 (M:35.8) 1 1 0 R.SPIAEAVFR.K Dimethyl:2H(4): 1

1134 true 960 1021.6328 1020.627 1 -1.43 98.27 34 53.1 (M:53.1) 4 1 0 K.VFLENVIR.D Dimethyl:2H(4): 1



1135 true 4 1022.533 1021.5193 1 6.33 148.78 19.67 37.4 (M:37.4) 1 1 0 K.VADYGAVSGR.E Dimethyl: 1

1136 true 1271 1022.5364 1021.5379 1 -8.57 153.65 40.67 30.3 (M:30.3) 1 1 0 R.AGAFTVICR.D Carbamidomethyl: 8; Dimethyl: 1

1137 false 1359 1022.5675 1021.5481 1 11.87 480.47 40.17 18.1 (M:18.1) 1 3 0 R.LLEEEDSK.L Dimethyl:2H(4): 1; Dimethyl: 8

1138 false 1359 1022.5675 1021.563 1 -2.72 142.88 40.17 15.2 (M:15.2) 1 4 1 R.VMLYPSRI.- Oxidation: 2; Dimethyl: 1

1139 false 1475 1022.5824 1021.5858 1 -10.49 99.92 38.33 16.8 (M:16.8) 1 2 0 M.LGAAPGTTFR.F Dimethyl:2H(4): 1



1140 true 462 1022.5833 1021.5758 1 0.23 106.76 40.33 42.9 (M:42.9) 3 1 0 K.GMAYIEFK.T Dimethyl:2H(4): 1, 8

1141 true 3206 1022.6179 1021.5892 1 20.91 132.56 45 20.0 (M:20.0) 1 73.05 1 1 R.AKQIDLMR.E Dimethyl:2H(4): 1; Oxidation: 7

1142 true 1079 1022.6338 1021.6222 1 4.16 114.04 38 15.2 (M:15.2) 1 1 1 K.ELKAFNIR.L Dimethyl:2H(4): 1

1143 true 329 1023.5407 1022.5185 1 14.56 240.91 36 20.7 (M:20.7) 2 1 1 R.AWDEYKR.G Dimethyl: 1, 6

1144 true 347 1023.5834 1022.5712 1 4.81 120.9 24.5 21.7 (M:21.7) 1 1 0 K.FHPIQGHR.V Dimethyl:2H(4): 1



1145 true 1857 1023.6132 1022.5834 1 21.94 395.18 38.5 18.4 (M:18.4) 1 1 0 -.MPPPADIVK.V Dimethyl: 1, 9

1146 false 1214 1024.4478 1023.4655 1 -24.38 83.26 33.33 16.4 (M:16.4) 1 3 0 K.DSTSVMGQR.E Oxidation: 6; Dimethyl: 1

1147 true 965 1024.4968 1023.4873 1 2.17 54.76 32 30.9 (M:30.9) 1 1 0 K.FELDTSER.K Dimethyl: 1

1148 true 794 1024.5408 1023.5349 1 -1.32 131.45 30.33 56.1 (M:56.1) 1 1 0 K.DIDIHEVR.V Dimethyl: 1

1149 true 688 1025.4849 1024.4726 1 4.83 200.37 33.33 58.5 (M:58.5) 5 1 0 R.GGNFGFGDAR.G Dimethyl: 1



1150 true 623 1025.5089 1024.5012 1 0.41 103.06 30.67 16.0 (M:16.0) 1 1 0 K.FIASTGMDR.S Dimethyl: 1

1151 true 293 1025.5091 1024.5028 1 -0.98 48.62 29.83 36.1 (M:36.1) 1 1 0 R.ASFNHFDR.D Dimethyl:2H(4): 1

1152 true 1199 1025.5569 1024.5491 1 0.52 48.41 30.83 28.6 (M:28.6) 1 1 0 K.YENEVALR.Q Dimethyl:2H(4): 1

1153 true 157 1025.5811 1024.5855 1 -11.38 87.93 27.67 37.0 (M:37.0) 2 1 0 R.VLDQYSLR.S Dimethyl:2H(4): 1

1154 false 1563 1025.6058 1024.5855 1 12.74 117.7 39 21.4 (M:21.4) 2 2 0 K.NANTLFSVK.L Dimethyl:2H(4): 1



1155 false 1563 1025.6058 1024.5889 1 9.45 159.96 39 17.5 (M:17.5) 1 3 1 R.KLSSAMSAAK.A Dimethyl:2H(4): 1

1156 true 502 1025.6072 1024.6008 1 -0.84 72.28 35 50.6 (M:50.6) 3 1 0 K.NVPYVFVR.S Dimethyl:2H(4): 1

1157 true 254 1026.5624 1025.5692 1 -13.71 92.63 28.33 19.8 (M:19.8) 1 1 0 R.VAVTPPGMAR.E Dimethyl: 1

1158 true 290 1026.5996 1025.591 1 1.31 102.86 30 39.5 (M:39.5) 1 1 0 R.IAPELYHK.M Dimethyl: 1, 8

1159 true 1271 1026.6229 1025.6217 1 -5.9 84.48 35.83 35.0 (M:35.0) 2 1 0 K.QACVLMIK.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 8



1160 true 970 1026.6263 1025.6183 1 0.64 118.75 37 56.8 (M:56.8) 1 1 0 K.APGFAQMLK.E Dimethyl:2H(4): 1, 9

1161 false 970 1026.6263 1025.6031 1 15.5 166.4 37 21.3 (M:21.3) 1 2 0 K.SAACEALLK.E
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 9

1162 true 890 1027.5691 1026.5386 1 22.61 149.13 34.5 54.4 (M:54.4) 4 1 0 K.GTADYAVFK.V Dimethyl: 1, 9

1163 true 1364 1027.585 1026.58 1 -2.2 141.41 36.17 37.5 (M:37.5) 1 1 0 K.QFFVAVER.E Dimethyl:2H(4): 1

1164 true 2156 1027.6162 1026.6073 1 1.5 97.62 36.5 43.8 (M:43.8) 1 1 0 K.LLQLIEDR.G Dimethyl: 1



1165 true 1683 1028.5501 1027.5488 1 -5.81 42.08 36.83 34.4 (M:34.4) 1 1 0 K.DLTEYLSR.F Dimethyl:2H(4): 1

1166 false 1683 1028.5501 1027.5451 1 -2.21 135.61 36.83 17.0 (M:17.0) 1 2 1 K.FQSKHEPK.M Dimethyl: 8

1167 true 1034 1028.5705 1027.56 1 3.12 93.87 30.33 69.6 (M:69.6) 1 1 0 K.DIDIHEVR.V Dimethyl:2H(4): 1

1168 true 1617 1028.5986 1027.6026 1 -10.95 132.85 38.5 45.9 (M:45.9) 2 1 0 R.VLSIGDGIAR.V Dimethyl: 1

1169 true 177 1029.5119 1028.4977 1 6.71 156.89 32.17 69.2 (M:69.2) 5 1 0 R.GGNFGFGDAR.G Dimethyl:2H(4): 1



1170 true 1779 1029.5202 1028.5138 1 -0.84 66.26 37.83 18.8 (M:18.8) 1 1 0 M.ADEELAALR.Q Acetyl: 1

1171 true 11 1029.5271 1028.5039 1 15.44 143.03 20 29.0 (M:29.0) 1 1 0 K.EFNAEVHR.K Dimethyl: 1

1172 true 1049 1029.5352 1028.5437 1 -15.33 118.38 35 15.4 (M:15.4) 1 1 0 R.QGVPMNSLR.F Dimethyl: 1

1173 true 1843 1029.5707 1028.5593 1 3.98 104.27 41 70.2 (M:70.2) 3 1 0 K.DASVVGFFR.D Dimethyl:2H(4): 1

1174 false 131 1029.5798 1028.5615 1 10.72 104.83 26.67 27.3 (M:27.3) 1 2 1 K.LREEIEGR.G Dimethyl: 1



1175 false 2582 1029.5801 1028.5627 1 9.89 169.09 48.83 15.3 (M:15.3) 1 4 0 R.DCLPSLHK.A
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1; Dimethyl: 8

1176 true 866 1029.6144 1028.5957 1 11.09 169.33 36.17 56.1 (M:56.1) 1 1 0 R.AGFITIGYR.G Dimethyl:2H(4): 1

1177 true 1651 1029.6227 1028.623 1 -7.31 136.65 37.5 39.6 (M:39.6) 1 1 0 K.VLTEILASR.T Dimethyl: 1

1178 false 1651 1029.6227 1028.628 1 -12.21 138.96 37.5 15.7 (M:15.7) 1 50 4 1 K.KNHTALSAK.D Dimethyl:2H(4): 1; Dimethyl: 9

1179 true 536 1030.524 1029.5091 1 7.39 113.63 29 16.8 (M:16.8) 1 1 0 R.GEEELAQAR.A Dimethyl: 1



1180 true 246 1030.5262 1029.5131 1 5.63 74.89 27.67 49.9 (M:49.9) 1 1 0 R.FHVEEEGK.G Dimethyl: 1, 8

1181 true 246 1030.5369 1029.5243 1 5.11 59.79 29 17.3 (M:17.3) 1 1 0 R.DIVEAHYR.A Dimethyl: 1

1182 true 537 1030.5702 1029.5641 1 -1.16 182.48 32.33 33.7 (M:33.7) 2 1 0 R.IAQLICER.I Carbamidomethyl: 6; Dimethyl: 1

1183 false 176 1031.5777 1030.5659 1 4.4 118.24 26.83 27.4 (M:27.4) 1 64.96 3 1 K.INGKDSIEK.E Dimethyl: 9

1184 true 1504 1031.6051 1030.5811 1 16.23 171.55 38.67 34.2 (M:34.2) 3 1 0 R.GDLPFVVTR.R Dimethyl: 1



1185 true 2222 1031.6367 1030.6325 1 -2.96 84.07 36.5 49.9 (M:49.9) 1 1 0 K.LLQLIEDR.G Dimethyl:2H(4): 1

1186 false 1165 1032.5743 1031.5611 1 5.72 95.21 31.5 17.7 (M:17.7) 2 3 0 K.AISESGTAIR.A Dimethyl: 1

1187 true 1592 1032.6162 1031.6277 1 -18.17 132.65 38.5 29.8 (M:29.8) 2 1 0 R.VLSIGDGIAR.V Dimethyl:2H(4): 1

1188 true 1078 1032.632 1031.6015 1 22.41 74 35.67 49.7 (M:49.7) 2 1 0 K.QLFDQVVK.T Dimethyl: 1, 8

1189 true 1078 1032.632 1031.6015 1 22.41 74 35.67 49.7 (M:49.7) 2 1 0 K.QLFDQVVK.T Dimethyl: 1, 8



1190 true 1008 1032.6325 1031.6255 1 -0.31 133.25 37.5 36.0 (M:36.0) 1 1 0 R.GNVGFVFTK.E Dimethyl:2H(4): 1, 9

1191 true 1065 1033.5582 1032.5492 1 1.75 93.77 33.67 35.1 (M:35.1) 1 1 0 R.GFLPEASEK.H Dimethyl: 1, 9

1192 true 1123 1033.5805 1032.5688 1 4.26 127.39 35 28.7 (M:28.7) 1 1 0 R.QGVPMNSLR.F Dimethyl:2H(4): 1

1193 true 2602 1033.5898 1032.5855 1 -2.93 112.49 38.33 38.2 (M:38.2) 1 1 0 R.AFLIEEQK.I Dimethyl: 1, 8

1194 false 2602 1033.5898 1032.5968 1 -13.79 83.55 38.33 15.0 (M:15.0) 1 8 0 K.TVQGFIGAGK.S Dimethyl: 1, 10



1195 true 1035 1034.5535 1033.5444 1 1.72 80.7 30.17 30.9 (M:30.9) 1 1 0 R.QLFEDQAK.A Dimethyl: 1, 8

1196 false 1035 1034.5535 1033.5478 1 -1.54 81.88 30.17 21.6 (M:21.6) 1 5 1 K.KCISEIEK.R Carbamidomethyl: 2; Dimethyl: 8

1197 true 13 1034.5574 1033.5444 1 5.55 119.59 19.83 35.9 (M:35.9) 1 1 0 R.FSTPEQAAK.N Dimethyl: 1, 9

1198 true 633 1034.5594 1033.5404 1 11.35 -1 30.17 15.1 (M:15.1) 1 1 1 R.QELSRISTT.-

1199 false 1979 1034.5751 1033.563 1 4.61 98.81 39.83 16.8 (M:16.8) 1 7 0 K.APGFAQMLK.E Oxidation: 7; Dimethyl: 1, 9



1200 true 1979 1034.5751 1033.5696 1 -1.7 61.17 39.83 69.6 (M:69.6) 1 1 0 K.DVDFELIK.V Dimethyl: 1, 8

1201 true 3477 1034.6193 1033.6144 1 -2.27 83.63 46.83 40.4 (M:40.4) 1 1 0 K.EMVLELIR.D Dimethyl:2H(4): 1

1202 true 224 1034.6272 1033.6284 1 -8.21 137.31 22.83 62.8 (M:62.8) 2 1 0 K.HQPTAIIAK.T Dimethyl: 1, 9

1203 false 1434 1035.5192 1034.5066 1 5.13 558.8 32.67 16.9 (M:16.9) 1 50 2 1 K.AKDEAAMAGK.R Oxidation: 7; Dimethyl: 2

1204 false 607 1035.5582 1034.5509 1 0.04 75.5 32 18.5 (M:18.5) 2 2 0 R.IQQNTFTR.W Dimethyl: 1



1205 false 131 1035.6197 1034.6059 1 6.33 89.71 26.83 16.0 (M:16.0) 1 2 0 K.LVCIHPIR.Y Carbamidomethyl: 3; Dimethyl: 1

1206 true 936 1035.6258 1034.6074 1 10.7 112.19 36.83 43.9 (M:43.9) 1 1 0 R.LFCVGFTK.K
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 8

1207 true 1490 1035.6303 1034.6062 1 16.17 120.19 38.67 54.7 (M:54.7) 5 1 0 R.GDLPFVVTR.R Dimethyl:2H(4): 1

1208 false 1490 1035.6303 1034.646 1 -22.22 130.26 38.67 24.9 (M:24.9) 1 2 0 K.ATIIVMVTR.C Dimethyl:2H(4): 1

1209 false 343 1036.5454 1035.5349 1 3.12 83.46 29 19.0 (M:19.0) 1 6 1 R.FKGTDGAER.A Dimethyl: 1, 2



1210 true 248 1037.4774 1036.4614 1 8.36 117.2 27.67 31.4 (M:31.4) 1 1 0 K.YHEEFER.S Dimethyl: 1

1211 false 580 1037.5606 1036.5593 1 -5.77 264.24 49.83 15.6 (M:15.6) 1 3 0 K.AENIYFPK.K Dimethyl: 1, 8

1212 true 580 1037.5606 1036.5706 1 -16.6 244.1 49.83 47.7 (M:47.7) 5 1 0 R.AENFFILR.R Dimethyl: 1

1213 false 2157 1037.5875 1036.5855 1 -5.09 52.54 36 20.2 (M:20.2) 1 2 0 K.EEVNLFVR.L Dimethyl:2H(4): 1

1214 false 132 1037.618 1036.614 1 -3.2 374.41 26.83 16.5 (M:16.5) 1 4 0 R.AVMISAIEK.Q
Dimethyl:2H(4): 1; Oxidation: 3; 
Dimethyl: 9



1215 true 1063 1037.6238 1036.6216 1 -4.86 193.7 34 15.4 (M:15.4) 1 1 1 R.MQKRPPPK.S Dimethyl: 3, 8

1216 true 470 1038.5588 1037.5393 1 11.77 153.72 29.83 28.4 (M:28.4) 1 1 0 K.SGTSEFLNK.M Dimethyl: 1, 9

1217 false 1201 1038.5685 1037.5729 1 -11.21 97.69 31 16.2 (M:16.2) 1 2 0 K.MLVSGAGDIK.L Dimethyl:2H(4): 10; Oxidation: 1

1218 true 2667 1038.5739 1037.5695 1 -2.79 80.25 39 24.9 (M:24.9) 1 1 0 K.YPSLELER.R Dimethyl:2H(4): 1

1219 true 1761 1038.5835 1037.5915 1 -14.77 190.02 38 16.7 (M:16.7) 1 1 1 K.LMKEMNIK.Y Dimethyl:2H(4): 1



1220 true 303 1038.5935 1037.5618 1 23.5 250.58 30 15.5 (M:15.5) 1 1 0 R.SGQQIVGPPR.K

1221 true 662 1038.6181 1037.592 1 18.15 163.5 32.83 18.5 (M:18.5) 1 1 0 R.AAGPPPIGGGGR.Q Dimethyl:2H(4): 1

1222 true 868 1039.5467 1038.542 1 -2.41 194.88 34.33 66.2 (M:66.2) 5 1 0 K.ATYLDCIK.A
Carbamidomethyl: 6; Dimethyl: 1, 
8

1223 true 944 1039.5791 1038.575 1 -3.05 125.02 33.83 28.4 (M:28.4) 1 1 0 R.SNPYYIVK.Q Dimethyl: 1, 8

1224 true 132 1039.634 1038.6186 1 7.87 106.36 27.5 27.7 (M:27.7) 1 1 0 K.IAGPGLGTAVR.A Dimethyl: 1



1225 true 983 1040.5235 1039.5087 1 7.23 99.04 35 20.8 (M:20.8) 1 1 0 K.NFGLYNER.V Dimethyl: 1

1226 true 365 1040.6044 1039.6026 1 -5.25 118.36 30.5 35.3 (M:35.3) 2 1 0 K.VIATGPGLER.G Dimethyl: 1

1227 false 2065 1040.6444 1039.6576 1 -19.72 169.07 44 17.2 (M:17.2) 1 4 1 R.RVMGLLPAK.G Dimethyl: 1, 9

1228 true 2065 1040.6444 1039.639 1 -1.82 103.65 44 42.5 (M:42.5) 1 1 0 R.NEALIALLR.E Dimethyl: 1

1229 true 1861 1040.6454 1039.6517 1 -13.1 123.72 38.5 37.5 (M:37.5) 1 1 0 K.QLFDQVVK.T Dimethyl:2H(4): 1, 8



1230 false 1861 1040.6454 1039.63 1 7.83 148.34 38.5 16.3 (M:16.3) 1 2 1 R.LGMSRDAVK.F Dimethyl:2H(4): 1, 9

1231 true 1861 1040.6454 1039.6517 1 -13.1 123.72 38.5 37.5 (M:37.5) 1 1 0 K.QLFDQVVK.T Dimethyl:2H(4): 1, 8

1232 true 837 1041.4588 1040.4597 1 -7.88 153.68 31 22.1 (M:22.1) 1 1 0 R.GGDLMSYDR.R Dimethyl: 1

1233 true 217 1041.5022 1040.4865 1 8.05 110.7 27.67 52.8 (M:52.8) 1 1 0 K.YHEEFER.S Dimethyl:2H(4): 1

1234 true 786 1041.5517 1040.5419 1 2.42 114.08 34.33 65.9 (M:65.9) 3 1 0 R.DYFGQYGK.I Dimethyl:2H(4): 1, 8



1235 true 71 1041.6007 1040.5866 1 6.51 96.62 25.5 54.5 (M:54.5) 2 1 1 R.VPEEDLKR.T Dimethyl: 1, 7

1236 true 1839 1041.6008 1040.5957 1 -2.07 206.11 42.5 48.0 (M:48.0) 5 1 0 R.AENFFILR.R Dimethyl:2H(4): 1

1237 false 1839 1041.6008 1040.5841 1 9.03 238.81 42.5 21.6 (M:21.6) 2 2 1 R.AGMIFYRK.G Dimethyl: 1, 8

1238 true 1459 1041.6102 1040.6168 1 -13.3 28.63 34.83 28.4 (M:28.4) 1 1 0 K.EDAVPILPR.C Dimethyl:2H(4): 1

1239 true 2603 1041.6386 1040.6358 1 -4.31 107.69 38.33 42.6 (M:42.6) 1 1 0 R.AFLIEEQK.I Dimethyl:2H(4): 1, 8



1240 true 1037 1042.5988 1041.5946 1 -2.93 77.88 30.17 19.5 (M:19.5) 1 1 0 R.QLFEDQAK.A Dimethyl:2H(4): 1, 8

1241 true 15 1042.6079 1041.5946 1 5.72 139.08 19.83 36.8 (M:36.8) 1 1 0 R.FSTPEQAAK.N Dimethyl:2H(4): 1, 9

1242 true 446 1043.5999 1042.5895 1 2.95 90.98 31.33 52.6 (M:52.6) 1 1 0 K.LMQLVDHR.G Dimethyl:2H(4): 1

1243 false 840 1043.6141 1042.6001 1 6.41 157.08 32.17 17.8 (M:17.8) 1 2 0 R.SNPYYIVK.Q Dimethyl:2H(4): 1; Dimethyl: 8

1244 false 282 1043.6233 1042.6023 1 13.15 183.99 28.67 19.6 (M:19.6) 1 4 1 K.AAEEVKQLK.S Dimethyl: 9



1245 false 518 1043.6315 1042.6274 1 -3.05 104.01 30.83 16.4 (M:16.4) 1 50 3 1 K.KDEEIIIK.D Dimethyl: 1, 8

1246 true 2189 1043.6381 1042.6325 1 -1.54 60.35 36.33 38.8 (M:38.8) 1 1 0 K.AELAELPLR.L Dimethyl:2H(4): 1

1247 true 984 1044.5508 1043.5338 1 9.33 118.66 35 20.6 (M:20.6) 1 1 0 K.NFGLYNER.V Dimethyl:2H(4): 1

1248 true 567 1044.5726 1043.5764 1 -10.62 202.98 48.33 57.7 (M:57.7) 9 1 0 M.AASIFAAVPR.A Acetyl: 1

1249 true 814 1045.5478 1044.5386 1 1.79 148.96 34 28.9 (M:28.9) 1 1 0 R.CNGVLEGIR.I Carbamidomethyl: 1; Dimethyl: 1



1250 true 814 1045.5478 1044.5386 1 1.79 148.96 34 28.9 (M:28.9) 1 1 0 R.CNGVLEGIR.I Carbamidomethyl: 1; Dimethyl: 1

1251 true 2742 1045.572 1044.5638 1 0.88 103.12 39.33 60.4 (M:60.4) 1 1 0 K.VLEGMDVVR.K Dimethyl: 1

1252 false 2742 1045.572 1044.5889 1 -23.18 110.75 39.33 17.1 (M:17.1) 1 10 0 K.VLECDIIK.N
Carbamidomethyl: 4; Dimethyl: 1, 
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1253 false 193 1045.595 1044.5703 1 16.7 98.77 27.17 31.3 (M:31.3) 1 7 0 K.TVAELEAEK.A Dimethyl: 1, 9

1254 true 193 1045.595 1044.5815 1 5.95 89.74 27.17 60.6 (M:60.6) 1 1 1 R.LSKEDIER.M Dimethyl: 1, 3



1255 true 333 1046.5145 1045.504 1 3.03 74.49 22 32.1 (M:32.1) 1 1 0 R.SDPTSNLER.G Dimethyl: 1

1256 true 741 1046.5163 1045.5226 1 -12.96 55.71 30.67 43.3 (M:43.3) 1 1 0 K.ELVLDNCR.S Carbamidomethyl: 7; Dimethyl: 1

1257 true 741 1046.5163 1045.5226 1 -12.96 55.71 30.67 43.3 (M:43.3) 1 1 0 K.ELVLDNCR.S Carbamidomethyl: 7; Dimethyl: 1

1258 true 860 1046.5388 1045.5404 1 -8.47 109.27 30.5 53.3 (M:53.3) 2 1 0 R.SLQSVAEER.A Dimethyl: 1

1259 true 144 1046.5521 1045.5404 1 4.22 49.01 20.67 38.6 (M:38.6) 1 1 0 R.AELSESQVR.Q Dimethyl: 1



1260 false 1002 1046.5919 1045.559 1 24.51 82.9 32.17 16.3 (M:16.3) 1 4 0 K.CSILGNNLK.D Carbamidomethyl: 1; Dimethyl: 9

1261 true 1002 1046.5919 1045.607 1 -21.31 88.01 32.17 24.7 (M:24.7) 2 1 0 K.LEQIQLDR.E Dimethyl:2H(4): 1

1262 true 633 1046.5989 1045.5842 1 7.16 51.57 32.67 33.4 (M:33.4) 1 1 0 K.MLVSGAGDIK.L Dimethyl: 1, 10

1263 true 1212 1046.6022 1045.5994 1 -4.26 112.67 35.67 29.7 (M:29.7) 2 1 0 R.FIPQMVAGK.C Dimethyl: 1, 9

1264 false 599 1046.6133 1045.5954 1 10.16 189.57 30.17 15.6 (M:15.6) 1 5 1 R.DIMTKLNR.K Dimethyl: 1, 5



1265 true 890 1046.6324 1045.6082 1 16.22 160.17 32.83 41.4 (M:41.4) 1 1 0 K.IQASSMAFK.Q Dimethyl:2H(4): 1, 9

1266 true 1181 1047.5425 1046.5397 1 -4.21 92.6 33.33 53.6 (M:53.6) 2 1 0 K.GDYPLEAVR.M Dimethyl: 1

1267 false 2331 1047.572 1046.5682 1 -3.26 197.89 46.33 16.4 (M:16.4) 1 2 0 R.LEMEGITVK.G Dimethyl: 9

1268 true 1359 1047.591 1046.5873 1 -3.37 148.46 36.33 30.5 (M:30.5) 1 1 0 R.SALFAQINR.G Dimethyl: 1

1269 false 1160 1047.6481 1046.6237 1 16.35 144.2 35 18.5 (M:18.5) 1 5 1 R.FVTGNKILR.I



1270 true 309 1047.6488 1046.6398 1 1.61 192.07 35.17 46.8 (M:46.8) 1 1 0 K.MVINHLEK.L Dimethyl:2H(4): 1, 8

1271 true 215 1048.542 1047.5349 1 -0.14 242.1 29.17 22.6 (M:22.6) 1 1 0 R.AAPNSLEYR.L Dimethyl: 1

1272 false 1171 1048.6082 1047.6226 1 -20.64 176.37 36.17 16.1 (M:16.1) 1 9 1 R.AAEELSKLR.K Dimethyl:2H(4): 7

1273 false 1171 1048.6082 1047.5825 1 17.59 178.27 36.17 21.8 (M:21.8) 1 5 1 K.LRFADGTIR.T

1274 true 1171 1048.6082 1047.5964 1 4.32 166.11 36.17 51.3 (M:51.3) 1 1 0 R.ANTFVAELK.G Dimethyl: 1, 9



1275 false 3509 1048.6311 1047.6001 1 22.61 168.55 47 15.4 (M:15.4) 1 2 0 K.EELEEVIK.D Dimethyl:2H(4): 1; Dimethyl: 8

1276 true 858 1048.6441 1047.6328 1 3.84 128.9 33.33 27.7 (M:27.7) 1 1 0 R.QQVLITYK.S Dimethyl: 1, 8

1277 false 1397 1049.5466 1048.5189 1 19.48 251.88 34.5 15.0 (M:15.0) 1 2 1 R.DSPKNEGFK.Q Dimethyl: 9

1278 false 2953 1049.5651 1048.5805 1 -21.61 88.13 40.5 17.5 (M:17.5) 1 5 0 K.EIAEAYLGK.K Dimethyl: 1, 9

1279 true 2953 1049.5651 1048.5553 1 2.35 101.72 40.5 33.4 (M:33.4) 1 1 0 R.ELQYELAR.S Dimethyl: 1



1280 false 2953 1049.5651 1048.5805 1 -21.61 88.13 40.5 17.5 (M:17.5) 1 5 0 K.EIAEAYLGK.T Dimethyl: 1, 9

1281 true 815 1049.5737 1048.5637 1 2.53 90.43 34 39.4 (M:39.4) 1 1 0 R.CNGVLEGIR.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1282 true 815 1049.5737 1048.5637 1 2.53 90.43 34 39.4 (M:39.4) 1 1 0 R.CNGVLEGIR.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1283 true 2271 1049.5805 1048.5739 1 -0.73 133.01 45.33 24.8 (M:24.8) 1 1 0 R.FDILCVVR.D Carbamidomethyl: 5; Dimethyl: 1

1284 false 2511 1049.5912 1048.6001 1 -15.43 114.32 38.33 18.9 (M:18.9) 1 30.49 2 1 K.KPKGQEMR.G
Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 3



1285 true 763 1049.626 1048.607 1 11.22 149.83 34.67 40.0 (M:40.0) 1 1 0 R.AGFVPVYLR.Q Dimethyl: 1

1286 true 154 1049.6272 1048.6157 1 4.01 52.72 26.67 43.6 (M:43.6) 1 1 0 K.IYHPNVDK.L Dimethyl:2H(4): 1, 8

1287 true 1383 1049.6357 1048.647 1 -17.76 197.13 37.67 17.7 (M:17.7) 1 1 1 K.EIPDFIKK.I Dimethyl:2H(4): 1; Dimethyl: 8

1288 true 80 1049.6464 1048.6368 1 2.23 56.75 25.5 23.6 (M:23.6) 1 1 1 R.VPEEDLKR.T Dimethyl:2H(4): 1, 7

1289 true 1365 1050.5349 1049.5328 1 -4.92 156.13 36.17 27.5 (M:27.5) 1 1 0 K.FQLEICGR.Y Carbamidomethyl: 6; Dimethyl: 1



1290 true 742 1050.5427 1049.5477 1 -11.73 39.18 30.67 47.5 (M:47.5) 1 1 0 K.ELVLDNCR.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1291 true 742 1050.5427 1049.5477 1 -11.73 39.18 30.67 47.5 (M:47.5) 1 1 0 K.ELVLDNCR.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1292 true 654 1050.5639 1049.5546 1 1.92 129.35 33 37.8 (M:37.8) 1 1 0 K.HLTDAYFK.K Dimethyl: 1, 8

1293 false 145 1050.5743 1049.5906 1 -22.45 139.14 20.67 18.9 (M:18.9) 1 2 1 K.LKQTEDEK.N Dimethyl:2H(4): 2; Dimethyl: 8

1294 true 145 1050.5743 1049.5655 1 1.49 56.19 20.67 30.6 (M:30.6) 1 1 0 R.AELSESQVR.Q Dimethyl:2H(4): 1



1295 false 635 1050.5775 1049.5841 1 -13.26 93.44 30.33 18.4 (M:18.4) 1 4 0 R.SLAMTKPDR.Q Dimethyl:2H(4): 1

1296 true 635 1050.5775 1049.5655 1 4.47 104.84 30.33 64.4 (M:64.4) 2 1 0 R.SLQSVAEER.A Dimethyl:2H(4): 1

1297 true 1099 1050.5907 1049.5808 1 2.51 91.98 33.83 17.8 (M:17.8) 1 1 0 K.DTPGFIVNR.L Dimethyl:2H(4): 1

1298 true 946 1051.5477 1050.5346 1 5.6 118.22 30 43.4 (M:43.4) 1 1 0 R.GVYSEEALR.A Dimethyl: 1

1299 false 946 1051.5477 1050.5566 1 -15.32 45.58 30 25.5 (M:25.5) 1 50 2 1 K.MMKIAEIR.K Oxidation: 1, 2; Dimethyl: 1



1300 false 946 1051.5477 1050.542 1 -1.43 120.88 30 22.0 (M:22.0) 1 50 4 1 R.KMFEEPSK.K Dimethyl: 1, 8

1301 true 2872 1051.5722 1050.5648 1 0.14 149.12 40 49.0 (M:49.0) 2 1 0 K.GDYPLEAVR.M Dimethyl:2H(4): 1

1302 true 1255 1051.5818 1050.575 1 -0.45 165.89 35.5 58.3 (M:58.3) 1 1 0 R.ETVFPFQK.G Dimethyl: 1, 8

1303 true 1360 1051.6243 1050.6124 1 4.38 138.59 36.33 44.7 (M:44.7) 1 1 0 R.SALFAQINR.G Dimethyl:2H(4): 1

1304 true 556 1051.6333 1050.6437 1 -16.84 145.66 32.5 49.0 (M:49.0) 1 1 0 R.HVLVTLGEK.M Dimethyl: 1, 9



1305 true 216 1052.5692 1051.56 1 1.84 238.33 29.17 15.0 (M:15.0) 1 1 0 R.AAPNSLEYR.L Dimethyl:2H(4): 1

1306 true 747 1052.5891 1051.5815 1 0.29 192.09 34.33 26.3 (M:26.3) 1 1 0 K.FGLAGGVFTR.Y Dimethyl: 1

1307 true 136 1052.5907 1051.5774 1 5.72 102.62 26.33 21.1 (M:21.1) 1 1 0 R.VGDQVTHIR.I Dimethyl: 1

1308 true 692 1053.5308 1052.5073 1 15.37 92.24 30.67 16.4 (M:16.4) 1 1 0 K.TFVGNCVTR.L Carbamidomethyl: 6

1309 false 1702 1053.5375 1052.5474 1 -16.29 100.31 34 19.4 (M:19.4) 2 7 1 R.EQMKNEAK.E
Dimethyl:2H(4): 1; Oxidation: 3; 
Dimethyl: 8



1310 true 2247 1053.6067 1052.599 1 0.38 95.82 45.33 21.0 (M:21.0) 2 1 0 R.FDILCVVR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

1311 false 823 1053.6347 1052.6165 1 10.44 108.22 32.33 23.1 (M:23.1) 1 80.87 5 1 K.APVKMLPGGR.Q Dimethyl: 1

1312 true 823 1053.6347 1052.6342 1 -6.41 128.89 32.33 55.0 (M:55.0) 5 1 0 K.IGGIGTVPVGR.V Dimethyl: 1

1313 false 823 1053.6347 1052.623 1 4.25 133.47 32.33 16.2 (M:16.2) 1 10 0 R.GTGIVSAPVPK.K Dimethyl: 11

1314 true 767 1053.6376 1052.6358 1 -5.15 107.97 33.67 41.3 (M:41.3) 1 1 0 K.EPFTITPGK.G Dimethyl:2H(4): 1, 9



1315 false 859 1053.6453 1052.6594 1 -20.23 120.06 33.33 15.5 (M:15.5) 1 2 0 R.LQTALLAPAK.D Dimethyl: 10

1316 true 133 1053.6455 1052.6317 1 6.14 79.3 27.17 53.7 (M:53.7) 1 1 1 R.LSKEDIER.M Dimethyl:2H(4): 1, 3

1317 true 755 1053.6485 1052.6321 1 8.73 148.61 34.67 37.2 (M:37.2) 1 1 0 R.AGFVPVYLR.Q Dimethyl:2H(4): 1

1318 true 427 1054.4996 1053.4913 1 0.98 230.05 31 15.5 (M:15.5) 1 1 0 R.ALDSCSFAR.H Carbamidomethyl: 5; Dimethyl: 1

1319 false 1729 1054.6229 1053.6121 1 3.43 214.91 37.83 16.6 (M:16.6) 1 2 1 R.AANGKYVTAK.K Dimethyl:2H(4): 10



1320 true 1141 1054.6283 1053.6182 1 2.61 89.46 36.17 75.3 (M:75.3) 6 1 0 K.AVDSLVPIGR.G Dimethyl: 1

1321 false 36 1054.6404 1053.6434 1 -9.72 173.75 29.5 17.0 (M:17.0) 1 2 1 K.LDGKLIDPK.R Dimethyl: 1, 9

1322 true 15 1055.4821 1054.4981 1 -22.13 88.49 22.83 26.2 (M:26.2) 1 1 0 K.EDAANNYAR.G Dimethyl:2H(4): 1

1323 true 15 1055.4821 1054.4981 1 -22.13 88.49 22.83 26.2 (M:26.2) 1 1 0 K.EDAANNYAR.G Dimethyl:2H(4): 1

1324 true 1951 1055.566 1054.5699 1 -10.55 136.15 39.17 39.0 (M:39.0) 2 1 0 R.EQTAFYIK.A Dimethyl: 1, 8



1325 true 997 1055.569 1054.5671 1 -5.06 121.16 30 16.7 (M:16.7) 1 50 1 1 R.KMFEEPSK.K Dimethyl:2H(4): 1; Dimethyl: 8

1326 false 997 1055.569 1054.5597 1 1.95 118.71 30 15.3 (M:15.3) 1 4 0 R.GVYSEEALR.A Dimethyl:2H(4): 1

1327 true 40 1055.5809 1054.5593 1 13.49 142.78 25.17 58.5 (M:58.5) 2 1 0 K.CTVHLANGK.L
Carbamidomethyl: 1; Dimethyl: 1, 
9

1328 false 1469 1055.6101 1054.5825 1 19.32 99.23 32.5 16.4 (M:16.4) 1 8 1 R.RHWYIPR.I Dimethyl: 1

1329 false 5 1055.6141 1054.6135 1 -6.28 144.56 19.67 23.4 (M:23.4) 1 2 1 K.TPSPVTAVKR.T



1330 true 5 1055.6141 1054.6023 1 4.37 158.7 19.67 52.7 (M:52.7) 3 1 0 R.TPAEVQNIK.Q Dimethyl: 1, 9

1331 false 1740 1055.6312 1054.6209 1 2.92 247.47 41.33 15.8 (M:15.8) 1 3 0 K.LVLNMPANK.N Dimethyl: 1, 9

1332 false 1740 1055.6312 1054.6386 1 -13.9 235.42 41.33 18.9 (M:18.9) 1 2 0 R.LVITPLTDR.I Dimethyl: 1

1333 true 166 1056.5547 1055.5434 1 3.86 173.15 28.83 30.1 (M:30.1) 4 1 0 K.TAVCDIPPR.G Carbamidomethyl: 4; Dimethyl: 1

1334 true 166 1056.5547 1055.5434 1 3.86 173.15 28.83 30.1 (M:30.1) 4 1 0 K.TAVCDIPPR.G Carbamidomethyl: 4; Dimethyl: 1



1335 true 271 1056.5715 1055.5539 1 9.8 126.24 27.83 26.9 (M:26.9) 1 1 1 R.YKEEFEK.N Dimethyl: 1, 2, 7

1336 true 335 1056.5723 1055.5611 1 3.72 93.16 22 35.9 (M:35.9) 1 1 0 R.LVEAGSPAER.S Dimethyl: 1

1337 true 857 1056.6019 1055.5975 1 -2.77 205.17 32.33 17.3 (M:17.3) 1 1 0 R.VVVLEGGEVR.Q

1338 false 121 1056.6165 1055.6161 1 -6.51 79.76 26.33 15.8 (M:15.8) 1 3 1 R.MQKSIHIK.D Oxidation: 1; Dimethyl: 1, 8

1339 true 121 1056.6165 1055.6025 1 6.35 71.99 26.33 40.1 (M:40.1) 1 1 0 R.VGDQVTHIR.I Dimethyl:2H(4): 1



1340 true 467 1056.6263 1055.6128 1 5.92 139.44 29.33 25.9 (M:25.9) 1 1 0 R.LVPGPVFGSR.D Dimethyl: 1

1341 true 151 1056.6344 1055.6389 1 -11.16 115.62 28.5 24.4 (M:24.4) 1 1 0 K.NVPQVVNVR.E Dimethyl:2H(4): 1

1342 false 732 1057.5477 1056.5604 1 -18.92 179.07 31.83 30.3 (M:30.3) 1 2 0 R.VEVFHDQK.W Dimethyl: 1, 8

1343 true 732 1057.5477 1056.5352 1 4.86 188.02 31.83 44.1 (M:44.1) 1 1 0 R.VEVFHENR.W Dimethyl: 1

1344 true 1684 1057.561 1056.5604 1 -6.28 120.24 36.83 32.8 (M:32.8) 1 1 0 R.FDDPILGPR.R Dimethyl: 1



1345 false 1704 1057.5629 1056.5497 1 5.63 115.28 34 15.4 (M:15.4) 1 2 0 R.VTGVMDMTK.G
Dimethyl:2H(4): 1; Oxidation: 5; 
Dimethyl: 9

1346 true 1166 1057.5676 1056.5564 1 3.7 142.78 30.83 29.9 (M:29.9) 1 1 0 R.QLEGLGQER.L Dimethyl: 1

1347 true 2334 1057.6023 1056.6179 1 -21.65 161.93 37 40.5 (M:40.5) 1 1 0 K.VLDELTLAR.A Dimethyl: 1

1348 false 1130 1057.6269 1056.6291 1 -9 76.65 34 15.3 (M:15.3) 1 6 1 K.DVVSLAAKAR.E Dimethyl: 1

1349 true 1311 1057.6406 1056.6419 1 -8.15 147.53 36 39.3 (M:39.3) 2 1 0 K.NANTLFSVK.L Dimethyl:2H(4): 1, 9



1350 true 1250 1057.6531 1056.6365 1 8.79 140.76 40.33 39.6 (M:39.6) 2 1 0 R.LACGVIGIAK.C
Carbamidomethyl: 3; Dimethyl: 1, 
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1351 true 539 1058.6093 1057.6132 1 -10.51 163.26 33.17 56.1 (M:56.1) 1 1 0 R.LIVENLSSR.C Dimethyl: 1

1352 true 47 1058.6248 1057.6383 1 -19.65 121.09 21.17 21.1 (M:21.1) 1 1 1 R.DLSKVVELK.Q Dimethyl: 9

1353 true 1146 1058.6403 1057.6507 1 -16.74 163.28 36.33 18.4 (M:18.4) 1 1 0 R.LGLMALPAPK.N Dimethyl:2H(4): 1; Oxidation: 4

1354 true 1150 1058.6437 1057.6434 1 -6.52 127.74 36.17 44.1 (M:44.1) 2 1 0 K.AVDSLVPIGR.G Dimethyl:2H(4): 1



1355 true 488 1058.6537 1057.6412 1 4.91 96.66 34.17 39.4 (M:39.4) 1 1 0 R.NAYVWTLK.G Dimethyl:2H(4): 1, 8

1356 true 1337 1059.5061 1058.4967 1 1.94 166.59 37.5 28.1 (M:28.1) 1 1 0 M.MQAHDLFR.H Acetyl: 1

1357 true 375 1059.5372 1058.5356 1 -5.39 60.72 27.17 67.9 (M:67.9) 1 1 0 K.DADLSVAQGR.I Dimethyl: 1

1358 true 453 1059.5796 1058.572 1 0.25 199.06 31.17 22.3 (M:22.3) 1 1 0 K.ALSSELANAR.D Dimethyl: 1

1359 true 878 1059.5847 1058.5543 1 21.88 150.88 32.33 27.3 (M:27.3) 1 1 0 R.AAAMANNLQK.G Dimethyl: 10



1360 true 1362 1060.5094 1059.5175 1 -14.48 57.19 34.33 21.6 (M:21.6) 1 1 0 K.GEVEEYFR.A Dimethyl:2H(4): 1

1361 true 425 1060.511 1059.5019 1 1.74 122.92 22.83 70.3 (M:70.3) 2 1 0 K.LCSAPAEER.E Carbamidomethyl: 2; Dimethyl: 1

1362 true 516 1060.5563 1059.5495 1 -0.43 212.74 30.83 33.5 (M:33.5) 1 1 0 R.AQINSLACR.G Carbamidomethyl: 8; Dimethyl: 1

1363 true 177 1060.5776 1059.5685 1 1.75 156.42 31.83 28.7 (M:28.7) 2 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

1364 true 177 1060.5776 1059.5685 1 1.75 156.42 31.83 28.7 (M:28.7) 2 1 0 K.TAVCDIPPR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



1365 true 336 1060.5914 1059.5862 1 -1.94 97.82 22 45.2 (M:45.2) 1 1 0 R.LVEAGSPAER.S Dimethyl:2H(4): 1

1366 false 1428 1060.6119 1059.6111 1 -6.03 201.92 38 17.9 (M:17.9) 1 50 6 1 K.KLMSLGDIR.L Dimethyl: 1

1367 false 858 1060.6288 1059.6362 1 -13.85 37.22 32.33 17.0 (M:17.0) 1 5 1 K.CIKTLLEK.K
Carbamidomethyl: 1; Dimethyl: 1, 
8

1368 true 1200 1060.6314 1059.6077 1 15.46 163.76 35.5 29.1 (M:29.1) 1 1 1 K.KTFEINPR.H Dimethyl: 1, 1

1369 true 1033 1060.6418 1059.6412 1 -6.36 179.38 37.5 15.5 (M:15.5) 1 1 0 R.VTLMQLPAR.Q Dimethyl:2H(4): 1



1370 true 40 1061.542 1060.5302 1 4.31 68.86 24.67 18.7 (M:18.7) 1 1 0 K.HTDPVPDPR.A Dimethyl: 1

1371 true 2335 1061.5776 1060.5587 1 10.94 114.23 39.33 26.6 (M:26.6) 1 1 0 K.VLEGMDVVR.K Oxidation: 5; Dimethyl: 1

1372 true 796 1062.5137 1061.5142 1 -7.27 85.27 29 32.4 (M:32.4) 2 1 0 R.NVEDFTGPR.E Dimethyl: 1

1373 true 114 1062.524 1061.5102 1 6.15 161.61 26.17 17.5 (M:17.5) 1 1 0 R.AGSSGTSQSPR.D Dimethyl: 1

1374 true 2389 1062.5585 1061.5506 1 0.64 138.7 37.5 54.0 (M:54.0) 1 1 0 K.NFAEEVGLR.V Dimethyl: 1



1375 false 2389 1062.5585 1061.5474 1 3.61 128.52 37.5 18.4 (M:18.4) 1 3 1 R.RMQEMIAR.M Dimethyl: 1

1376 true 1945 1062.5922 1061.5918 1 -6.48 92.95 39.5 66.8 (M:66.8) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

1377 true 1945 1062.5922 1061.5918 1 -6.48 92.95 39.5 66.8 (M:66.8) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

1378 true 1945 1062.5922 1061.5918 1 -6.48 92.95 39.5 66.8 (M:66.8) 1 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8

1379 true 1278 1062.6114 1061.5997 1 4.13 107.05 37 26.2 (M:26.2) 1 1 0 K.NFSEVFQK.L Dimethyl:2H(4): 1, 8



1380 true 558 1062.6422 1061.6383 1 -3.12 164.41 33.17 38.4 (M:38.4) 3 1 0 R.LIVENLSSR.C Dimethyl:2H(4): 1

1381 true 376 1063.5486 1062.5607 1 -18.25 31.12 27.17 56.6 (M:56.6) 1 1 0 K.DADLSVAQGR.I Dimethyl:2H(4): 1

1382 false 759 1063.5633 1062.5557 1 0.26 154.3 31.83 29.1 (M:29.1) 2 3 0 K.SETDTTLIR.G Dimethyl: 1

1383 true 1487 1063.5638 1062.571 1 -13.62 96.66 35.83 42.9 (M:42.9) 1 1 0 K.DILIQYDR.T Dimethyl: 1

1384 true 975 1063.5646 1062.5566 1 0.75 123.24 34.17 49.6 (M:49.6) 2 1 0 K.SCNCLLLK.V
Carbamidomethyl: 2, 4; Dimethyl: 
1, 8



1385 false 428 1063.597 1062.5794 1 9.7 279.97 31.17 20.2 (M:20.2) 1 5 0 R.AAAMANNLQK.G Dimethyl:2H(4): 1

1386 false 428 1063.597 1062.5971 1 -7 244.45 31.17 30.3 (M:30.3) 1 56.36 2 1 K.AKQALESER.A Dimethyl:2H(4): 2

1387 true 428 1063.597 1062.5971 1 -7 234.87 31.17 47.9 (M:47.9) 1 1 0 K.ALSSELANAR.D Dimethyl:2H(4): 1

1388 true 905 1063.6013 1062.5961 1 -1.96 124.35 32.83 66.2 (M:66.2) 1 1 0 K.AVVLYEGEK.K Dimethyl: 1, 9

1389 false 905 1063.6013 1062.5961 1 -1.96 127.43 32.83 17.5 (M:17.5) 1 5 0 K.TPALISDYK.E Dimethyl: 1, 9



1390 true 7 1063.6147 1062.595 1 11.76 158.93 21 37.1 (M:37.1) 2 1 0 K.QAYTQFGGK.R Dimethyl:2H(4): 1, 9

1391 true 1230 1064.5107 1063.527 1 -22.12 117.62 31 16.4 (M:16.4) 1 1 0 R.MALNEGEPR.I Dimethyl:2H(4): 1; Oxidation: 1

1392 true 985 1064.5814 1063.5662 1 7.48 121.27 35 65.4 (M:65.4) 2 1 0 R.QILFSADSR.V Dimethyl: 1

1393 true 146 1065.5365 1064.5251 1 3.85 95.31 21.17 25.9 (M:25.9) 1 1 1 K.EYGDRIER.M Dimethyl: 1

1394 true 602 1065.5638 1064.5502 1 5.93 102.01 28 36.8 (M:36.8) 1 1 0 R.YLDGLTAER.T Dimethyl: 1



1395 true 1063 1065.5774 1064.5652 1 4.65 122.53 31.17 19.5 (M:19.5) 1 1 0 R.TLLEGEESR.M Dimethyl:2H(4): 1

1396 false 1102 1065.6224 1064.6015 1 12.72 174.09 35.83 16.1 (M:16.1) 1 3 1 R.ASDKDIAVSK.N Dimethyl:2H(4): 1

1397 true 808 1066.5382 1065.5393 1 -7.87 76.88 31 29.0 (M:29.0) 1 1 0 R.NVEDFTGPR.E Dimethyl:2H(4): 1

1398 true 1308 1066.5668 1065.5455 1 13.2 154.64 36.83 20.3 (M:20.3) 1 1 0 R.STTPGISGYR.V Dimethyl: 1

1399 true 1308 1066.5668 1065.5455 1 13.2 154.64 36.83 20.3 (M:20.3) 1 1 0 R.STTPGISGYR.V Dimethyl: 1



1400 true 71 1066.5763 1065.5641 1 4.6 259.74 27.5 29.3 (M:29.3) 1 1 0 R.CIIPNHEK.K
Carbamidomethyl: 1; Dimethyl: 1, 
8

1401 true 71 1066.5763 1065.5641 1 4.6 259.74 27.5 29.3 (M:29.3) 1 1 0 R.CIIPNHEK.R
Carbamidomethyl: 1; Dimethyl: 1, 
8

1402 true 150 1066.6008 1065.5931 1 0.38 187 22.33 35.1 (M:35.1) 3 1 0 R.SGQQIVGPPR.K Dimethyl: 1

1403 false 655 1066.623 1065.6154 1 0.26 240.35 33.67 19.1 (M:19.1) 1 2 1 K.LEKSLNMR.A
Dimethyl:2H(4): 3; Oxidation: 7; 
Dimethyl: 1

1404 true 655 1066.623 1065.6182 1 -2.39 222.31 33.67 43.2 (M:43.2) 1 1 0 R.IPVGPETLGR.I Dimethyl: 1



1405 true 172 1066.6282 1065.6182 1 2.48 125.99 26.83 27.9 (M:27.9) 1 1 0 K.AVVGHDVSVK.V Dimethyl: 1, 10

1406 true 924 1066.6377 1065.631 1 -0.53 127.04 32.83 19.7 (M:19.7) 1 1 0 K.FIEEHVTK.L Dimethyl:2H(4): 1, 8

1407 true 178 1067.5425 1066.5369 1 -1.54 102.44 27.83 56.9 (M:56.9) 2 1 0 R.SGYMLPDTK.E Dimethyl: 1, 9

1408 true 2158 1067.5468 1066.5151 1 22.88 92.63 36 43.0 (M:43.0) 1 1 0 K.MQMLDLTR.R Oxidation: 1, 3; Dimethyl: 1

1409 true 21 1067.5475 1066.5407 1 -0.51 123.43 23.83 60.7 (M:60.7) 1 1 0 K.EGIPPDQQR.L Dimethyl: 1



1410 true 723 1067.5503 1066.5335 1 8.89 145.6 31 49.2 (M:49.2) 2 1 0 K.QFAPEYEK.I Dimethyl: 1, 8

1411 false 723 1067.5503 1066.5407 1 2.14 119.84 31 18.6 (M:18.6) 1 8 0 K.SFQQSSLSR.D Dimethyl: 1

1412 false 723 1067.5503 1066.5329 1 9.5 134.37 31 24.1 (M:24.1) 1 58.21 2 1 R.KMASSSAEGK.A Oxidation: 2; Dimethyl: 1, 10

1413 false 723 1067.5503 1066.5631 1 -18.78 105.99 31 20.0 (M:20.0) 1 5 1 K.NEVEKCTK.Y
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; Dimethyl: 8

1414 true 1274 1067.5594 1066.5555 1 -3.12 130.21 36 36.0 (M:36.0) 2 1 0 R.QIPYTMMK.F Dimethyl: 1, 8



1415 false 2390 1067.5649 1066.5771 1 -18.29 131.69 37.67 30.8 (M:30.8) 1 50 2 1 K.KVHEEEIR.E Dimethyl: 1

1416 true 2390 1067.5649 1066.5597 1 -1.97 155.3 37.67 60.2 (M:60.2) 1 1 0 K.NVFEEEIR.E Dimethyl:2H(4): 1

1417 false 2390 1067.5649 1066.5771 1 -18.29 118.46 37.67 18.1 (M:18.1) 1 50 6 1 K.KLHDEEIR.E Dimethyl: 1

1418 true 1590 1067.5771 1066.5961 1 -24.56 98.13 35.83 24.1 (M:24.1) 1 1 0 K.DILIQYDR.T Dimethyl:2H(4): 1

1419 false 1590 1067.5771 1066.5565 1 12.48 75.45 35.83 17.2 (M:17.2) 1 4 1 K.MKMTHSLR.E Dimethyl:2H(4): 2; Oxidation: 1, 3



1420 true 1379 1067.6338 1066.6175 1 8.41 158.83 46.5 44.2 (M:44.2) 3 1 0 R.YLTVAAVFR.G Dimethyl: 1

1421 true 1379 1067.6338 1066.6175 1 8.41 158.83 46.5 44.2 (M:44.2) 3 1 0 R.YLTVAAVFR.G Dimethyl: 1

1422 true 1565 1068.5626 1067.5508 1 4.25 157.88 38.67 54.8 (M:54.8) 2 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; Dimethyl: 1, 
9

1423 true 1565 1068.5626 1067.5508 1 4.25 157.88 38.67 54.8 (M:54.8) 2 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; Dimethyl: 1, 
9

1424 true 986 1068.6048 1067.5913 1 5.82 112.44 35 41.8 (M:41.8) 2 1 0 R.QILFSADSR.V Dimethyl:2H(4): 1



1425 true 272 1068.6456 1067.6292 1 8.54 137.11 27.83 17.4 (M:17.4) 1 1 1 R.YKEEFEK.N Dimethyl:2H(4): 1, 2, 7

1426 true 313 1069.5484 1068.5389 1 2.06 90.54 21.67 22.6 (M:22.6) 1 1 0 R.YIETDPSGR.D Dimethyl:2H(4): 1

1427 true 603 1069.5868 1068.5753 1 3.9 120.74 28 48.0 (M:48.0) 1 1 0 R.YLDGLTAER.T Dimethyl:2H(4): 1

1428 true 586 1069.5994 1068.575 1 16 232.49 31.5 19.8 (M:19.8) 1 1 0 R.AVLCPQPTR.T Carbamidomethyl: 4; Dimethyl: 1

1429 true 1273 1069.6212 1068.6018 1 11.36 232.59 41.17 26.5 (M:26.5) 1 1 1 K.IAFRDPYR.F Dimethyl:2H(4): 1



1430 true 365 1069.6454 1068.6543 1 -15.16 192.64 24.5 33.9 (M:33.9) 1 1 1 K.VKAEGPGLSK.T Dimethyl: 1, 2, 10

1431 true 848 1069.6523 1068.6419 1 2.88 110.21 34 53.7 (M:53.7) 1 1 0 K.NQIFGEAVK.Q Dimethyl:2H(4): 1, 9

1432 true 151 1070.6236 1069.6182 1 -1.77 210.89 22.33 20.4 (M:20.4) 1 1 0 R.SGQQIVGPPR.K Dimethyl:2H(4): 1

1433 false 768 1070.6457 1069.6405 1 -1.92 203.94 33.67 23.2 (M:23.2) 1 2 1 K.LEKSLNMR.A Dimethyl:2H(4): 1, 3; Oxidation: 7

1434 true 768 1070.6457 1069.6434 1 -4.56 205 33.67 70.1 (M:70.1) 3 1 0 R.IPVGPETLGR.I Dimethyl:2H(4): 1



1435 true 2639 1071.5294 1070.5284 1 -5.91 126.38 38.5 60.3 (M:60.3) 2 1 0 R.GLFDEYGSK.K Dimethyl: 1, 9

1436 true 937 1071.5702 1070.5549 1 7.5 227.09 36.67 21.5 (M:21.5) 1 1 0 R.AFGYYGPLR.S Dimethyl: 1

1437 true 17 1071.5741 1070.5658 1 0.97 120.05 23.67 62.7 (M:62.7) 1 1 0 K.EGIPPDQQR.L Dimethyl:2H(4): 1

1438 true 760 1071.6154 1070.6068 1 1.26 150.64 31.83 47.0 (M:47.0) 1 1 0 K.SCNCLLLK.V
Carbamidomethyl: 2, 4; 
Dimethyl:2H(4): 1, 8

1439 false 584 1071.6265 1070.6124 1 6.37 194.19 32.67 28.0 (M:28.0) 1 2 0 K.LIQQAWEK.A Dimethyl: 1, 8



1440 true 584 1071.6265 1070.6336 1 -13.34 172.54 32.67 46.5 (M:46.5) 1 1 0 K.LVLVGDGGTGK.T Dimethyl: 1, 11

1441 true 877 1071.6392 1070.6336 1 -1.57 169.13 34.33 77.7 (M:77.7) 3 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

1442 true 877 1071.6392 1070.6336 1 -1.57 169.13 34.33 77.7 (M:77.7) 3 1 0 K.DVNAAIATIK.T Dimethyl: 1, 10

1443 true 1380 1071.6571 1070.6426 1 6.69 226.14 46.5 64.7 (M:64.7) 4 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1

1444 true 1380 1071.6571 1070.6426 1 6.69 226.14 46.5 64.7 (M:64.7) 4 1 0 R.YLTVAAVFR.G Dimethyl:2H(4): 1



1445 true 864 1072.5513 1071.556 1 -11.17 33.4 31.17 28.6 (M:28.6) 1 1 0 R.VDALNDEIR.Q Dimethyl: 1

1446 true 1022 1072.5522 1071.5423 1 2.44 181.57 33.83 19.1 (M:19.1) 1 1 0 K.ALDYYMLR.N Dimethyl: 1

1447 true 329 1072.5643 1071.556 1 0.92 74.65 26.83 34.5 (M:34.5) 1 1 0 R.LLDQAEAER.A Dimethyl: 1

1448 false 565 1072.6142 1071.6288 1 -20.42 80.54 27.67 18.2 (M:18.2) 1 5 1 K.EETIQLRK.D Dimethyl: 1, 8

1449 false 565 1072.6142 1071.6111 1 -3.87 122.73 27.67 20.9 (M:20.9) 1 3 1 K.NMGSPVKVGK.M Dimethyl: 1, 10



1450 true 1854 1072.6161 1071.6077 1 1.09 117.82 43.5 38.0 (M:38.0) 6 1 0 M.AATGVLPFVR.G Acetyl: 1

1451 true 1466 1072.6163 1071.6077 1 1.27 129.82 41.83 24.2 (M:24.2) 2 1 0 R.TGFPLGPTVR.A Dimethyl: 1

1452 false 1814 1073.5387 1072.5446 1 -12.33 399.13 42.17 16.9 (M:16.9) 1 2 0 R.VTGVMDMTK.G
Dimethyl:2H(4): 1; Oxidation: 5, 
7; Dimethyl: 9

1453 true 1814 1073.5387 1072.5342 1 -2.61 387.04 42.17 32.0 (M:32.0) 1 1 0 K.GFGFVSFER.H Dimethyl: 1

1454 true 1623 1073.5627 1072.5778 1 -20.83 117.86 33.33 16.4 (M:16.4) 1 1 1 K.FGNPGERLR.K Dimethyl: 1



1455 true 957 1073.5745 1072.5637 1 3.24 163.32 33.17 30.5 (M:30.5) 1 1 0 K.HDLDLICR.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1456 true 957 1073.5745 1072.5637 1 3.24 163.32 33.17 30.5 (M:30.5) 1 1 0 R.HDLDLICR.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

1457 true 506 1073.6085 1072.5917 1 8.85 128.24 31.5 27.4 (M:27.4) 1 1 0 R.EYTINIHK.R Dimethyl: 1, 8

1458 true 492 1073.609 1072.6001 1 1.46 216.21 31.5 44.6 (M:44.6) 2 1 0 R.AVLCPQPTR.T
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

1459 true 358 1073.6413 1072.638 1 -3.68 128.15 28.33 40.8 (M:40.8) 1 1 1 K.EKLEETIK.S Dimethyl: 1, 2, 8



1460 false 358 1073.6413 1072.6128 1 19.75 140.02 28.33 34.1 (M:34.1) 1 2 1 R.EKIETELR.D Dimethyl: 1, 2

1461 false 358 1073.6413 1072.614 1 18.63 135.92 28.33 19.2 (M:19.2) 1 50 5 1 K.KMFTEITK.Q
Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 8

1462 false 358 1073.6413 1072.6128 1 19.75 126.88 28.33 16.9 (M:16.9) 1 9 1 K.KAQDIETLK.K Dimethyl: 9

1463 false 358 1073.6413 1072.6566 1 -21.03 122.41 28.33 20.2 (M:20.2) 1 4 0 K.VIVMLTELK.E Dimethyl: 9

1464 true 281 1073.643 1072.6241 1 10.83 145.35 23.83 57.7 (M:57.7) 1 1 1 K.ITITNDKGR.L Dimethyl: 1, 7



1465 true 281 1073.643 1072.6241 1 10.83 145.35 23.83 57.7 (M:57.7) 1 1 1 K.ITITNDKGR.L Dimethyl: 1, 7

1466 true 1054 1073.6599 1072.6365 1 14.99 190.96 37.83 37.4 (M:37.4) 1 1 0 R.ALPCIVNVR.Q
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

1467 true 1488 1074.4946 1073.4964 1 -8.42 106.76 35.33 41.3 (M:41.3) 1 1 0 K.ECADLWPR.I Carbamidomethyl: 2; Dimethyl: 1

1468 true 2783 1074.5586 1073.5539 1 -2.41 119.8 39.33 28.4 (M:28.4) 1 1 0 K.MAQALEDLR.N Dimethyl: 1

1469 true 862 1074.5685 1073.5539 1 6.83 132.37 29.67 40.4 (M:40.4) 1 1 0 K.LQEEMLQR.E Dimethyl: 1



1470 true 395 1074.6047 1073.6031 1 -5.25 98.28 30.67 39.1 (M:39.1) 2 1 0 R.VEICQAYK.S
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 8

1471 true 72 1074.6263 1073.6143 1 4.37 282.46 27.5 38.3 (M:38.3) 1 1 0 R.CIIPNHEK.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8

1472 true 72 1074.6263 1073.6143 1 4.37 282.46 27.5 38.3 (M:38.3) 1 1 0 R.CIIPNHEK.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 8

1473 true 538 1075.4913 1074.5016 1 -16.33 138.07 29 30.6 (M:30.6) 1 1 0 K.AELDDTPMR.G Dimethyl: 1

1474 true 1312 1075.5625 1074.5498 1 5 228.21 36.67 41.4 (M:41.4) 2 1 0 K.YFGYTGALR.C Dimethyl: 1



1475 true 817 1075.5791 1074.5669 1 4.54 207.73 31.83 20.9 (M:20.9) 1 1 0 R.SQLNTSLER.L Dimethyl: 1

1476 false 468 1075.5797 1074.579 1 -6.14 220.63 29.17 21.4 (M:21.4) 1 2 1 -.MAAVAMLGRR.R

1477 true 887 1075.5991 1074.58 1 10.96 257.75 36.67 46.1 (M:46.1) 1 1 0 R.AFGYYGPLR.S Dimethyl:2H(4): 1

1478 false 865 1076.5732 1075.5583 1 7.03 109.48 31.17 24.1 (M:24.1) 1 2 0 K.AMENIGELK.K Oxidation: 2; Dimethyl: 1, 9

1479 true 865 1076.5732 1075.5811 1 -14.15 74.35 31.17 39.5 (M:39.5) 1 1 0 R.VDALNDEIR.Q Dimethyl:2H(4): 1



1480 true 1540 1076.61 1075.601 1 1.59 164.5 38.67 74.8 (M:74.8) 2 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 9

1481 true 1540 1076.61 1075.601 1 1.59 164.5 38.67 74.8 (M:74.8) 2 1 0 K.SAFLCGVMK.T
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 9

1482 true 141 1076.6199 1075.6277 1 -14.01 282.82 28.5 35.3 (M:35.3) 1 1 1 R.AIAKEGFEK.I Dimethyl: 1, 4, 9

1483 true 566 1076.6441 1075.6288 1 7.48 88.17 27.67 16.5 (M:16.5) 1 1 1 R.NALQADTKR.L Dimethyl:2H(4): 1; Dimethyl: 8

1484 true 1199 1076.6484 1075.662 1 -19.38 108.68 42.33 27.5 (M:27.5) 1 1 0 K.FYSFLVLK.K Dimethyl:2H(4): 1; Dimethyl: 8



1485 true 1081 1076.6599 1075.6328 1 18.38 149.32 38.17 23.8 (M:23.8) 2 1 0 R.TGFPLGPTVR.A Dimethyl:2H(4): 1

1486 true 456 1077.6181 1076.6128 1 -1.83 147.37 30.67 41.2 (M:41.2) 4 1 0 K.LSSPATLNSR.V Dimethyl:2H(4): 1

1487 false 2448 1077.6569 1076.6481 1 1.41 686.3 48.17 16.5 (M:16.5) 1 2 1 K.EYLEIVKK.H Dimethyl: 7, 8

1488 true 376 1078.4894 1077.4769 1 4.8 134.01 29 22.3 (M:22.3) 2 1 0 R.MMIPDCQR.R Carbamidomethyl: 6; Dimethyl: 1

1489 true 744 1078.5085 1077.5091 1 -7.27 100.21 30.5 26.4 (M:26.4) 1 1 0 K.NQDLEFER.N Dimethyl: 1



1490 true 701 1078.5694 1077.579 1 -15.73 145.87 29.67 39.4 (M:39.4) 1 1 0 K.LQEEMLQR.E Dimethyl:2H(4): 1

1491 false 1604 1078.5856 1077.5802 1 -1.79 112.01 36 20.6 (M:20.6) 2 3 1 K.GKVCFEMK.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 2, 8; Oxidation: 7

1492 true 2744 1078.5878 1077.579 1 1.36 185.59 39.33 56.2 (M:56.2) 1 1 0 K.MAQALEDLR.N Dimethyl:2H(4): 1

1493 false 1952 1078.5913 1077.5802 1 3.5 133.78 39.67 16.9 (M:16.9) 1 39.23 5 1 K.GKVCFEMK.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 8; Oxidation: 7

1494 true 1952 1078.5913 1077.5868 1 -2.55 124.38 39.67 43.1 (M:43.1) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7



1495 true 1952 1078.5913 1077.5868 1 -2.55 124.38 39.67 43.1 (M:43.1) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7

1496 true 1952 1078.5913 1077.5868 1 -2.55 124.38 39.67 43.1 (M:43.1) 2 1 0 R.DLTDYLMK.I Dimethyl:2H(4): 1, 8; Oxidation: 7

1497 true 1663 1078.6005 1077.5893 1 3.69 104.9 39.83 57.9 (M:57.9) 3 1 0 K.CVDFQILK.L
Carbamidomethyl: 1; Dimethyl: 1, 
8

1498 false 724 1078.619 1077.5852 1 24.54 297.63 33.67 19.9 (M:19.9) 1 2 1 K.VNASAASMKK.K Oxidation: 8; Dimethyl: 9, 10

1499 true 724 1078.619 1077.6121 1 -0.33 264.51 33.67 82.0 (M:82.0) 4 1 0 K.VPITAENFR.A Dimethyl:2H(4): 1



1500 false 724 1078.619 1077.6104 1 1.22 184.17 33.67 15.7 (M:15.7) 2 50.06 9 1 R.IAESLSKMK.L Oxidation: 8; Dimethyl: 1, 9

1501 false 724 1078.619 1077.5852 1 24.54 244.18 33.67 17.5 (M:17.5) 1 5 0 R.LLSNISTMR.Q Oxidation: 8; Dimethyl: 1

1502 true 979 1079.5289 1078.523 1 -1.26 269.71 35 49.7 (M:49.7) 5 1 0 R.GDFCIQVGR.N Carbamidomethyl: 4; Dimethyl: 1

1503 true 260 1079.5414 1078.5295 1 4.26 87.67 26.17 16.9 (M:16.9) 1 1 0 R.YIETDPASR.D Dimethyl: 1

1504 true 186 1079.5518 1078.523 1 20.02 212.64 22.5 17.1 (M:17.1) 1 1 0 K.YTQPNICR.N Carbamidomethyl: 7; Dimethyl: 1



1505 true 3733 1079.5589 1078.5481 1 3.27 216.77 48.33 46.9 (M:46.9) 2 1 0 K.MDELQLFR.G Dimethyl: 1

1506 true 804 1079.5652 1078.5593 1 -1.29 291.67 38.83 38.9 (M:38.9) 4 1 0 R.CNNVLYIR.G Carbamidomethyl: 1; Dimethyl: 1

1507 true 2604 1079.586 1078.5786 1 0.12 85.63 38.5 40.3 (M:40.3) 1 1 0 R.GLFDEYGSK.K Dimethyl:2H(4): 1, 9

1508 true 2449 1079.5873 1078.5845 1 -4.14 205.08 47.5 28.8 (M:28.8) 1 1 0 R.TFVLEVMGR.H Dimethyl: 1

1509 true 2449 1079.5873 1078.5845 1 -4.14 205.08 47.5 28.8 (M:28.8) 1 1 0 R.TFVLEVMGR.H Dimethyl: 1



1510 true 1177 1080.5721 1079.54 1 23.02 158.03 36.33 33.0 (M:33.0) 1 1 0 K.NTPAFFAER.L Dimethyl: 1

1511 true 466 1080.5823 1079.5724 1 2.43 113.72 31.83 51.8 (M:51.8) 1 1 0 R.VHIDIGADGR.A Dimethyl: 1

1512 true 508 1081.6502 1080.6419 1 0.95 100.87 31.5 45.7 (M:45.7) 1 1 0 R.EYTINIHK.R Dimethyl:2H(4): 1, 8

1513 true 285 1081.6549 1080.6543 1 -6.16 136.32 28.67 44.8 (M:44.8) 2 1 0 R.GTGIVSAPVPK.K Dimethyl: 1, 11

1514 true 377 1082.5036 1081.502 1 -5.26 213.25 29 31.6 (M:31.6) 1 1 0 R.MMIPDCQR.R
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



1515 true 1255 1082.5482 1081.5444 1 -3.19 189.36 34.83 27.8 (M:27.8) 1 1 0 R.FLPTEYER.T Dimethyl: 1

1516 true 314 1082.5607 1081.5516 1 1.65 185.87 22 28.8 (M:28.8) 1 1 0 R.ALDDDRPPR.R Dimethyl: 1

1517 true 644 1082.6076 1081.588 1 11.35 192.46 32.67 36.6 (M:36.6) 3 1 0 K.TPGPGAQSALR.A Dimethyl: 1

1518 true 1305 1083.5611 1082.5481 1 5.31 203.11 35 45.3 (M:45.3) 5 1 0 R.GDFCIQVGR.N
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

1519 true 3734 1083.5888 1082.5732 1 7.68 199.61 48.33 48.8 (M:48.8) 2 1 0 K.MDELQLFR.G Dimethyl:2H(4): 1



1520 true 805 1083.5906 1082.5845 1 -1.07 164.72 38.83 29.3 (M:29.3) 4 1 0 R.CNNVLYIR.G
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1521 false 2127 1083.6558 1082.6587 1 -9.44 68.05 35.83 17.7 (M:17.7) 1 4 0 K.VPLSLEEIK.A Dimethyl: 1, 9

1522 true 20 1084.5182 1083.5131 1 -2 148.64 26.5 27.9 (M:27.9) 1 1 0 R.EGLHNMEAR.L Dimethyl: 1

1523 true 1151 1084.5764 1083.5651 1 3.72 125.46 36.33 44.1 (M:44.1) 1 1 0 K.NTPAFFAER.L Dimethyl:2H(4): 1

1524 true 1724 1084.5808 1083.5747 1 -1.06 125.34 38.33 52.5 (M:52.5) 1 1 0 -.MEVQVAPLR.S Acetyl: 1



1525 true 2127 1084.6044 1083.6037 1 -5.98 155.38 40.67 39.5 (M:39.5) 2 1 0 R.ENVNLAQIR.T Dimethyl: 1

1526 true 467 1084.607 1083.5975 1 2.05 113.58 31.83 58.2 (M:58.2) 1 1 0 R.VHIDIGADGR.A Dimethyl:2H(4): 1

1527 true 126 1084.637 1083.6238 1 5.44 165.06 31.33 47.9 (M:47.9) 1 1 0 K.SLYHMIEK.D Dimethyl:2H(4): 1, 8

1528 true 321 1084.6673 1083.6714 1 -10.53 197.14 30.5 22.3 (M:22.3) 1 1 0 R.ILMEHIHK.L Dimethyl:2H(4): 1, 8

1529 true 428 1084.6693 1083.6652 1 -2.95 226.48 29.83 65.5 (M:65.5) 1 1 1 K.IPLVSDTKR.V Dimethyl: 1, 8



1530 true 367 1085.638 1084.6368 1 -5.63 136.38 30.33 39.2 (M:39.2) 1 1 0 K.GTAVVNGEFK.E Dimethyl:2H(4): 1, 10

1531 true 28 1086.5258 1085.5126 1 5.53 146.86 21.33 30.1 (M:30.1) 1 1 0 K.YTCSFCGK.T
Carbamidomethyl: 3, 6; 
Dimethyl:2H(4): 1, 8

1532 true 1543 1086.5444 1085.5393 1 -2.03 117.04 35.33 20.7 (M:20.7) 1 1 0 K.EYTLDVYR.L Dimethyl: 1

1533 true 1257 1086.5756 1085.5695 1 -1.06 193.7 34.67 36.2 (M:36.2) 1 1 0 R.FLPTEYER.T Dimethyl:2H(4): 1

1534 true 315 1086.5865 1085.5767 1 2.26 136.67 22 39.8 (M:39.8) 1 1 0 R.ALDDDRPPR.R Dimethyl:2H(4): 1



1535 true 398 1086.5867 1085.5903 1 -10.01 91.65 31.67 18.8 (M:18.8) 1 1 0 R.CGPASVQAIK.H
Carbamidomethyl: 1; Dimethyl: 1, 
10

1536 false 116 1086.5922 1085.5829 1 1.8 174.44 28 15.8 (M:15.8) 1 2 1 K.EKQLAAENR.L Dimethyl: 2

1537 false 586 1086.6072 1085.5968 1 2.82 79.43 29.33 16.8 (M:16.8) 1 9 0 K.ALAEELEQK.L Dimethyl: 1, 9

1538 true 586 1086.6072 1085.5968 1 2.82 76.88 29.33 41.1 (M:41.1) 1 1 0 R.ALEEAIEQK.A Dimethyl: 1, 9

1539 true 133 1086.6106 1085.6131 1 -9.05 224.7 23.33 41.5 (M:41.5) 2 1 0 K.TPGPGAQSALR.A Dimethyl:2H(4): 1



1540 false 1900 1086.6656 1085.6696 1 -10.4 116.97 43.33 16.5 (M:16.5) 1 4 1 K.EKSLIVEGK.R Dimethyl: 1, 2, 9

1541 true 1900 1086.6656 1085.6696 1 -10.4 126.19 43.33 33.6 (M:33.6) 1 1 0 K.LTLSALIDGK.S Dimethyl: 1, 10

1542 true 1348 1087.5745 1086.5669 1 0.26 170.21 31.5 29.0 (M:29.0) 1 1 0 R.GEEILSGAQR.I Dimethyl: 1

1543 false 1515 1087.5849 1086.557 1 18.94 438.35 36.33 17.7 (M:17.7) 1 8 1 R.GSLWERSPR.L

1544 false 1515 1087.5849 1086.5856 1 -7.28 193.07 36.33 32.1 (M:32.1) 1 2 0 K.NVDCVLLAR.H Carbamidomethyl: 4; Dimethyl: 1



1545 true 1515 1087.5849 1086.5669 1 9.85 248.23 36.33 35.3 (M:35.3) 1 1 1 K.EKVDQLAER.W

1546 true 1980 1087.6006 1086.5921 1 1.17 158.48 39.83 38.5 (M:38.5) 1 1 0 R.SEVDLLDIR.A Dimethyl: 1

1547 false 1980 1087.6006 1086.6033 1 -9.16 170.29 39.83 15.4 (M:15.4) 1 10 1 K.TDSRDKPLK.D Dimethyl: 9

1548 true 2073 1087.6094 1086.6219 1 -18.21 182.15 41.5 15.5 (M:15.5) 1 1 1 K.ASTQRLPMK.D Dimethyl: 1, 9

1549 true 2391 1087.6596 1086.6536 1 -1.24 169.94 37.5 18.7 (M:18.7) 1 1 0 R.VLDELTLTK.A Dimethyl: 1, 9



1550 true 1213 1087.6665 1086.6649 1 -5.22 166.45 35.5 36.1 (M:36.1) 1 1 0 K.SIAAATSALVK.A Dimethyl: 1, 11

1551 true 1398 1088.5822 1087.5873 1 -11.43 102.77 34.5 34.9 (M:34.9) 1 1 0 K.TLLDIDNTR.M Dimethyl: 1

1552 true 300 1088.5945 1087.5811 1 5.61 225.94 24 30.6 (M:30.6) 1 1 0 K.VYSTSVTGSR.E Dimethyl:2H(4): 1

1553 true 687 1089.5218 1088.5251 1 -9.65 101.66 30.67 35.9 (M:35.9) 1 1 0 M.GEYGIAPGQR.V Acetyl: 1

1554 true 3764 1089.6627 1088.6358 1 18.02 107.72 48.5 49.4 (M:49.4) 1 1 0 K.FGVLFADEK.C Dimethyl:2H(4): 1, 9



1555 true 110 1090.5676 1089.5505 1 9.03 143.85 27.33 61.2 (M:61.2) 1 1 0 K.DYGNSPLHR.F Dimethyl:2H(4): 1

1556 true 1274 1091.5458 1090.5295 1 8.3 200.89 31.33 23.5 (M:23.5) 1 1 0 R.FESPEVAER.A Dimethyl: 1

1557 true 262 1091.5486 1090.5407 1 0.59 313.62 29.67 29.7 (M:29.7) 3 1 0 R.GVNTFSPEGR.L Dimethyl: 1

1558 true 637 1091.5942 1090.5811 1 5.34 175.24 32.83 31.6 (M:31.6) 1 1 0 R.YGGVFHVEK.N Dimethyl: 1, 9

1559 true 2092 1091.601 1090.591 1 2.47 158.46 42 48.7 (M:48.7) 1 1 0 K.DVDLDFLAK.M Dimethyl: 1, 9



1560 true 1486 1091.6145 1090.6107 1 -3.19 193.79 36.33 38.3 (M:38.3) 2 1 0 K.NVDCVLLAR.H
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

1561 true 1621 1091.6288 1090.6274 1 -5.39 148.33 37.17 34.9 (M:34.9) 1 1 0 R.YDLSPITVK.Y Dimethyl: 1, 9

1562 true 1121 1091.6667 1090.6437 1 14.45 227.64 38.67 15.8 (M:15.8) 1 1 0 R.VWQVTIGTR.- Dimethyl:2H(4): 1

1563 true 504 1092.4951 1091.4892 1 -1.24 216.93 32 15.5 (M:15.5) 1 1 0 K.CQFMPPER.V Carbamidomethyl: 1; Dimethyl: 1

1564 true 1311 1092.5233 1091.5256 1 -8.74 274.64 44.33 45.2 (M:45.2) 4 1 0 -.MMPFGGIAAR.L Acetyl: 1



1565 false 1161 1092.5698 1091.5896 1 -24.86 164.21 34.83 22.7 (M:22.7) 1 3 1 K.DDTMLLKGK.G Oxidation: 4; Dimethyl: 1, 9

1566 true 1161 1092.5698 1091.5764 1 -12.72 255.43 34.83 47.4 (M:47.4) 1 1 0 R.FEAPLFNAR.I Dimethyl: 1

1567 false 1161 1092.5698 1091.5651 1 -2.44 240.44 34.83 21.6 (M:21.6) 1 4 0 R.FEPYANPAK.R Dimethyl: 1, 9

1568 true 2700 1092.5726 1091.5611 1 3.81 205.89 39.33 57.2 (M:57.2) 1 1 0 R.TNEGVIEFR.S Dimethyl: 1

1569 true 1399 1092.601 1091.6124 1 -17.09 128.62 34.5 23.4 (M:23.4) 1 1 0 K.TLLDIDNTR.M Dimethyl:2H(4): 1



1570 true 1762 1092.6056 1091.6227 1 -22.27 181.28 39 37.3 (M:37.3) 1 1 0 K.VLTSFGDAVK.N Dimethyl: 1, 10

1571 true 1491 1092.6302 1091.6227 1 0.27 263.4 38.33 46.2 (M:46.2) 1 1 0 K.ATIGADFLTK.E Dimethyl: 1, 10

1572 true 359 1093.4586 1092.4515 1 -0.08 210.91 28.67 48.9 (M:48.9) 2 1 0 R.NMMAACDPR.R Carbamidomethyl: 6; Dimethyl: 1

1573 true 359 1093.4586 1092.4515 1 -0.08 210.91 28.67 48.9 (M:48.9) 2 1 0 K.NMMAACDPR.H Carbamidomethyl: 6; Dimethyl: 1

1574 true 359 1093.4586 1092.4515 1 -0.08 210.91 28.67 48.9 (M:48.9) 2 1 0 K.NMMAACDPR.H Carbamidomethyl: 6; Dimethyl: 1



1575 true 967 1093.5408 1092.5451 1 -10.61 149.08 34.17 28.9 (M:28.9) 1 1 0 K.GETLVFDER.K Dimethyl: 1

1576 true 688 1093.5503 1092.5502 1 -6.57 95.56 30.33 40.4 (M:40.4) 1 1 0 K.NFGDQPDIR.C Dimethyl:2H(4): 1

1577 true 439 1093.6362 1092.623 1 5.43 115.84 30.17 27.0 (M:27.0) 1 1 0 K.QVVPVSNYR.N Dimethyl:2H(4): 1

1578 true 743 1093.6431 1092.6307 1 4.72 241.4 33.5 35.2 (M:35.2) 2 1 0 K.VETFSGVYK.K Dimethyl:2H(4): 1, 9

1579 true 717 1094.5088 1093.5082 1 -6.14 132.77 33.33 21.4 (M:21.4) 1 1 0 R.CIVMVCER.S
Carbamidomethyl: 1, 6; Dimethyl: 
1



1580 true 393 1094.5153 1093.5049 1 2.85 177.51 31.33 35.6 (M:35.6) 2 1 0 R.NFNQPMCK.A
Carbamidomethyl: 7; Dimethyl: 1, 
8

1581 true 428 1094.521 1093.5226 1 -8.12 187.34 31.17 15.3 (M:15.3) 1 1 0 K.CTPEQLYR.I Carbamidomethyl: 1; Dimethyl: 1

1582 true 232 1094.6397 1093.6244 1 7.3 271.15 33.67 54.0 (M:54.0) 2 1 0 K.TALIHDGLAR.G Dimethyl: 1

1583 true 1275 1095.5602 1094.5546 1 -1.5 168.2 31.33 27.8 (M:27.8) 1 1 0 R.FESPEVAER.A Dimethyl:2H(4): 1

1584 true 357 1095.5733 1094.572 1 -5.44 193.72 32 44.4 (M:44.4) 2 1 0 K.NTIVTSYNR.N Dimethyl: 1



1585 true 233 1095.576 1094.5658 1 2.61 289.8 29.67 20.2 (M:20.2) 1 1 0 R.GVNTFSPEGR.L Dimethyl:2H(4): 1

1586 true 683 1095.6022 1094.6084 1 -12.28 227.87 31 40.4 (M:40.4) 1 1 0 R.IAQITGPPDR.C Dimethyl: 1

1587 true 966 1095.6601 1094.6448 1 7.37 230.07 36.17 57.0 (M:57.0) 3 1 0 K.ESTLHLVLR.L Dimethyl: 1

1588 true 2786 1096.5975 1095.5862 1 3.64 207.46 39.33 47.2 (M:47.2) 1 1 0 R.TNEGVIEFR.S Dimethyl:2H(4): 1

1589 true 321 1096.6115 1095.6037 1 0.47 204.51 35.5 21.8 (M:21.8) 1 1 0 R.TTAAHGLELR.V Dimethyl: 1



1590 true 360 1097.4839 1096.4766 1 0.09 208.33 28.5 52.5 (M:52.5) 2 1 0 R.NMMAACDPR.R
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1591 true 360 1097.4839 1096.4766 1 0.09 208.33 28.5 52.5 (M:52.5) 2 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1592 true 360 1097.4839 1096.4766 1 0.09 208.33 28.5 52.5 (M:52.5) 2 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1593 true 1310 1097.5712 1096.5702 1 -5.74 197.89 34.17 33.4 (M:33.4) 1 1 0 K.GETLVFDER.K Dimethyl:2H(4): 1

1594 true 3354 1097.6545 1096.6492 1 -1.81 281.07 46.17 47.9 (M:47.9) 1 1 0 R.LSPEELLLR.W Dimethyl: 1



1595 true 842 1098.5146 1097.5142 1 -6.24 106.24 31 18.9 (M:18.9) 1 1 0 K.FLYDDNQR.V Dimethyl: 1

1596 true 842 1098.5146 1097.5142 1 -6.24 106.24 31 18.9 (M:18.9) 1 1 0 R.FLYDDNQR.V Dimethyl: 1

1597 true 744 1098.5385 1097.5333 1 -1.94 246.79 33.33 16.7 (M:16.7) 1 1 0 R.CIVMVCER.S
Carbamidomethyl: 1, 6; 
Dimethyl:2H(4): 1

1598 true 2007 1098.5661 1097.5645 1 -5.16 133.13 40.33 71.9 (M:71.9) 1 1 0 K.DVIEEYFK.C Dimethyl: 1, 8

1599 true 859 1098.6121 1097.6081 1 -2.93 169.4 32.5 42.4 (M:42.4) 1 1 0 K.AGTPLVEVER.D Dimethyl: 1



1600 true 138 1098.6224 1097.6131 1 1.86 101.19 26.67 28.9 (M:28.9) 1 1 0 K.AHVEISSAPR.D Dimethyl:2H(4): 1

1601 true 1036 1098.6479 1097.6445 1 -3.49 247.85 35.17 51.6 (M:51.6) 1 1 0 R.AEVNGLAALGK.Y Dimethyl: 1, 11

1602 true 882 1098.649 1097.6321 1 8.79 198.91 32.5 43.1 (M:43.1) 1 1 0 R.FLNAENAQK.F Dimethyl:2H(4): 1, 9

1603 false 630 1098.6591 1097.6669 1 -13.74 198.68 32.17 22.1 (M:22.1) 2 2 1 M.AAAVVGVSLRR.G

1604 true 2253 1098.6608 1097.6572 1 -3.36 166.91 36.5 39.1 (M:39.1) 1 1 0 R.VLNDFLADK.S Dimethyl:2H(4): 1, 9



1605 true 243 1098.6662 1097.6495 1 8.57 314.91 33.67 58.8 (M:58.8) 2 1 0 K.TALIHDGLAR.G Dimethyl:2H(4): 1

1606 true 358 1099.5373 1098.5252 1 4.4 217.03 30.83 22.7 (M:22.7) 1 1 0 R.CAYCAGPIR.E
Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1

1607 true 933 1099.6017 1098.5794 1 13.71 205.74 40 18.4 (M:18.4) 1 1 0 R.NYLLQCTR.N
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

1608 true 423 1099.6138 1098.5971 1 8.52 173.72 32 29.4 (M:29.4) 2 1 0 K.NTIVTSYNR.N Dimethyl:2H(4): 1

1609 false 1929 1099.631 1098.6033 1 18.56 101.14 39.17 16.6 (M:16.6) 1 5 0 K.QELIQAEIR.N



1610 true 600 1099.6463 1098.6437 1 -4.31 222.81 30.17 30.0 (M:30.0) 1 1 0 K.AANLPLPGYK.A Dimethyl: 1, 10

1611 true 684 1099.6468 1098.6335 1 5.51 248.81 31 39.2 (M:39.2) 2 1 0 R.IAQITGPPDR.C Dimethyl:2H(4): 1

1612 true 2086 1099.647 1098.6412 1 -1.4 133.92 42 32.4 (M:32.4) 1 1 0 K.DVDLDFLAK.M Dimethyl:2H(4): 1, 9

1613 true 638 1099.6492 1098.6313 1 9.64 168.96 32.83 24.7 (M:24.7) 1 1 0 R.YGGVFHVEK.N Dimethyl:2H(4): 1, 9

1614 true 730 1099.6739 1098.6699 1 -2.98 189.08 37.5 71.7 (M:71.7) 3 1 0 K.ESTLHLVLR.L Dimethyl:2H(4): 1



1615 true 561 1100.5318 1099.537 1 -11.35 108.78 30 22.6 (M:22.6) 1 1 1 R.SRGAADGEGPR.G Dimethyl: 1

1616 true 1546 1100.5454 1099.5372 1 0.78 180.61 39.33 24.3 (M:24.3) 1 1 0 R.NECFLSFK.V
Carbamidomethyl: 3; Dimethyl: 1, 
8

1617 true 1668 1100.5602 1099.5624 1 -8.6 145.91 33.83 21.2 (M:21.2) 1 1 0 R.MVFDEYLK.I Dimethyl: 1, 8

1618 true 98 1100.5717 1099.5622 1 2.06 211.55 20.5 25.3 (M:25.3) 1 1 0 K.NADVELQQR.A Dimethyl: 1

1619 true 725 1100.5875 1099.5696 1 9.68 186.86 29.83 37.9 (M:37.9) 2 1 0 R.ILGEPMQER.K Dimethyl: 1



1620 false 749 1100.588 1099.5961 1 -13.9 145.41 31.17 16.6 (M:16.6) 1 4 1 K.FHRSIMGPK.G Dimethyl: 9

1621 true 378 1100.6053 1099.6154 1 -15.77 217.08 29.83 37.0 (M:37.0) 1 1 0 R.FEPYANPAK.R Dimethyl:2H(4): 1, 9

1622 true 1569 1100.6058 1099.5964 1 1.92 210.38 37 40.9 (M:40.9) 1 1 0 K.QFYINVER.E Dimethyl:2H(4): 1

1623 true 409 1100.6141 1099.606 1 0.75 187.85 29.83 25.6 (M:25.6) 1 1 0 R.QIPQAAASMK.E Dimethyl: 1, 10

1624 true 672 1100.6181 1099.5986 1 11.15 179.44 32.67 16.0 (M:16.0) 1 1 0 R.GAAASAALSPTR.I Dimethyl: 1



1625 true 2213 1100.6267 1099.6194 1 0.02 478.21 44.5 16.8 (M:16.8) 1 1 0 K.FGFYEVFK.I Dimethyl:2H(4): 1, 8

1626 true 2357 1100.627 1099.6237 1 -3.66 172.55 37.17 32.3 (M:32.3) 1 1 0 K.TAEEVAALIR.S Dimethyl: 1

1627 true 3785 1100.6358 1099.6237 1 4.35 183.09 48.67 56.3 (M:56.3) 1 1 0 R.SEIDLLNIR.G Dimethyl: 1

1628 true 29 1100.6749 1099.6664 1 1.13 224.36 20.67 17.1 (M:17.1) 1 1 0 R.ILMEHIHK.L Dimethyl:2H(4): 1, 8; Oxidation: 3

1629 true 1731 1100.7485 1099.7456 1 -4.03 242.14 37.67 30.6 (M:30.6) 1 1 0 R.LLAEPVPGIK.A Dimethyl:2H(4): 1, 10



1630 true 984 1101.567 1100.5655 1 -5.18 263.61 37.17 21.9 (M:21.9) 1 1 0 R.AFSYYGPLR.T Dimethyl: 1

1631 true 2077 1101.6194 1100.6077 1 3.99 215.75 41.67 57.6 (M:57.6) 1 1 0 R.SEIDLLDIR.H Dimethyl: 1

1632 false 2077 1101.6194 1100.6012 1 9.92 217.05 41.67 19.2 (M:19.2) 1 5 0 K.LQDMLANLR.D Dimethyl: 1

1633 true 1792 1101.6345 1100.627 1 0.19 229.9 41.5 64.7 (M:64.7) 1 1 0 R.YLFAYAGIK.Y Dimethyl: 1, 9

1634 true 2160 1101.6747 1100.6743 1 -6.23 95.87 36.83 33.3 (M:33.3) 1 1 0 K.LEETLPVIR.S Dimethyl:2H(4): 1



1635 true 3258 1101.6802 1100.6743 1 -1.25 258.67 46.17 59.0 (M:59.0) 1 1 0 R.LSPEELLLR.W Dimethyl:2H(4): 1

1636 true 340 1101.6881 1100.6805 1 0.3 173.21 24.17 33.1 (M:33.1) 1 1 1 K.VTKDGVTVAK.A Dimethyl: 1, 3, 10

1637 false 809 1102.5517 1101.519 1 23.11 139.61 31.83 16.2 (M:16.2) 1 2 0 R.EVENSEDPK.F Dimethyl: 1, 9

1638 false 84 1102.5809 1101.5666 1 6.33 132.37 27.5 23.0 (M:23.0) 1 2 0 K.NETLAEQNK.L Dimethyl: 1, 9

1639 true 17 1102.5856 1101.5778 1 0.48 240.26 22.5 40.9 (M:40.9) 4 1 0 K.ITITNDQNR.L Dimethyl: 1



1640 true 924 1102.5941 1101.5852 1 1.4 285.29 34.67 24.0 (M:24.0) 1 1 0 K.GTMITIEGPR.F Dimethyl: 1

1641 false 2283 1102.5949 1101.603 1 -13.93 146.88 36.67 15.1 (M:15.1) 1 5 0 K.TVASLDEALR.K Dimethyl: 1

1642 false 66 1102.5972 1101.5852 1 4.25 211.82 27.17 15.1 (M:15.1) 1 5 0 K.KPDLTMQNK.R Dimethyl: 9

1643 true 1948 1102.6313 1101.6216 1 2.2 130.12 43.17 40.6 (M:40.6) 1 1 0 K.CLIEILASR.T Carbamidomethyl: 1; Dimethyl: 1

1644 true 1600 1102.6391 1101.6484 1 -15.04 110.13 39.5 39.3 (M:39.3) 2 1 0 R.ELPPAVAAFR.A Dimethyl:2H(4): 1



1645 false 190 1102.6897 1101.706 1 -21.38 189.07 22.67 18.1 (M:18.1) 1 9 0 R.NIGLQTIGVK.I Dimethyl:2H(4): 1; Dimethyl: 10

1646 false 190 1102.6897 1101.691 1 -7.83 216.53 22.67 20.6 (M:20.6) 2 4 1 K.ELFLGALRK.E Dimethyl: 1, 9

1647 true 742 1102.7027 1101.6808 1 13.29 183.66 31.33 32.7 (M:32.7) 1 1 0 K.ALAAGGVGSIVR.V Dimethyl:2H(4): 1

1648 false 299 1103.57 1102.552 1 9.73 287.57 34.83 17.9 (M:17.9) 1 2 0 R.GRPNTPDYR.L Dimethyl: 1

1649 true 299 1103.57 1102.5593 1 3.03 316.68 34.83 52.4 (M:52.4) 1 1 0 K.MLQHIDYR.M Dimethyl: 1



1650 true 32 1103.5708 1102.5619 1 1.51 126.25 20.5 29.5 (M:29.5) 1 1 0 K.LAGESESNLR.K Dimethyl: 1

1651 true 1119 1103.5903 1102.5811 1 1.71 153.73 36.33 35.6 (M:35.6) 3 1 0 K.YPEAPPFVR.F Dimethyl: 1

1652 false 1174 1103.5904 1102.6107 1 -24.95 626.28 36.33 15.9 (M:15.9) 1 51.09 4 1 K.LTHKMEANK.E Dimethyl:2H(4): 1

1653 true 1618 1103.6098 1102.5961 1 5.83 187.72 39.67 25.2 (M:25.2) 1 1 0 R.VFSLSSEFR.N Dimethyl:2H(4): 1

1654 false 2954 1103.6367 1102.6284 1 0.93 115.86 40.5 20.7 (M:20.7) 1 2 0 K.QGDQIEIIR.L Dimethyl:2H(4): 1



1655 false 2954 1103.6367 1102.6073 1 20.08 154.33 40.5 20.6 (M:20.6) 1 3 0 R.LWTPDGLNR.G Dimethyl:2H(4): 1

1656 true 378 1104.5516 1103.5459 1 -1.39 137.1 27.17 38.2 (M:38.2) 1 1 0 R.QVSEDLTER.A Dimethyl: 1

1657 true 1624 1104.602 1103.5975 1 -2.55 208.72 33.5 77.6 (M:77.6) 1 1 0 K.INEGFDLLR.T Dimethyl: 1

1658 true 876 1104.6367 1103.6087 1 18.7 243.76 32.5 41.0 (M:41.0) 2 1 0 R.QGAFLVNTAR.G Dimethyl: 1

1659 true 3786 1104.6636 1103.6488 1 6.79 120.83 48.67 52.2 (M:52.2) 2 1 0 R.SEIDLLNIR.G Dimethyl:2H(4): 1



1660 true 511 1104.6885 1103.679 1 2.03 153.78 31.5 24.6 (M:24.6) 1 1 0 R.TADGIVSHLK.K Dimethyl:2H(4): 1, 10

1661 false 769 1104.7237 1103.7104 1 5.52 229.53 33.67 16.9 (M:16.9) 1 2 1 K.IKATVEDLK.E Dimethyl:2H(4): 1; Dimethyl: 2, 9

1662 true 250 1105.4795 1104.4692 1 2.74 184.68 21.33 27.3 (M:27.3) 1 1 0 K.CCQLPEDR.R
Carbamidomethyl: 1, 2; Dimethyl: 
1

1663 true 726 1105.5447 1104.5389 1 -1.34 192.91 28.83 46.4 (M:46.4) 1 1 0 R.STAEYFAER.L Dimethyl:2H(4): 1

1664 true 406 1105.5622 1104.5597 1 -4.4 185.51 31.17 26.7 (M:26.7) 1 1 0 K.CLASATEGIR.L Carbamidomethyl: 1; Dimethyl: 1



1665 true 117 1105.5696 1104.5564 1 5.36 208.41 26.17 27.5 (M:27.5) 1 1 1 K.IREEYPDR.I Dimethyl: 1

1666 true 117 1105.5696 1104.5564 1 5.36 208.41 26.17 27.5 (M:27.5) 1 1 1 K.IREEYPDR.I Dimethyl: 1

1667 true 117 1105.5696 1104.5564 1 5.36 208.41 26.17 27.5 (M:27.5) 1 1 1 K.IREEYPDR.I Dimethyl: 1

1668 true 971 1105.6003 1104.5906 1 2.18 276.12 37.17 25.8 (M:25.8) 1 1 0 R.AFSYYGPLR.T Dimethyl:2H(4): 1

1669 true 353 1105.6122 1104.604 1 0.88 200.82 30.33 61.4 (M:61.4) 3 1 0 K.GHAVGDIPGVR.F Dimethyl: 1



1670 true 1024 1105.6626 1104.6493 1 5.44 222.51 34 21.6 (M:21.6) 1 1 0 R.FMEQVIFK.Y Dimethyl:2H(4): 1, 8

1671 true 1086 1105.6757 1104.6671 1 1.23 279.37 35.5 45.2 (M:45.2) 1 1 0 K.VIEGSFVYK.G Dimethyl:2H(4): 1, 9

1672 true 1534 1105.6778 1104.6671 1 3.11 147.98 38.83 23.1 (M:23.1) 1 1 0 R.VDVYGYVVK.L Dimethyl:2H(4): 1, 9

1673 true 1460 1106.5703 1105.5768 1 -12.43 155.38 35 38.9 (M:38.9) 1 1 0 R.DGTGVVEFVR.K Dimethyl: 1

1674 false 226 1106.6071 1105.574 1 23.36 357.01 22.83 17.5 (M:17.5) 1 2 0 R.MAAAAAASPADK.E Dimethyl:2H(4): 12



1675 true 2008 1106.6092 1105.6147 1 -11.57 84.63 40.17 40.0 (M:40.0) 1 1 0 K.DVIEEYFK.C Dimethyl:2H(4): 1, 8

1676 true 589 1106.6258 1105.5954 1 20.86 187.35 36.17 26.0 (M:26.0) 2 1 0 R.NSLVPMYVR.K Dimethyl: 1

1677 true 67 1106.6267 1105.6132 1 5.63 306.16 28.17 24.0 (M:24.0) 2 1 1 R.ELYDAGVKR.K Dimethyl: 1, 8

1678 true 1949 1106.6623 1105.6467 1 7.54 168.01 43.17 50.2 (M:50.2) 1 1 0 K.CLIEILASR.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1679 true 1038 1107.5444 1106.5356 1 1.37 169.48 31 46.6 (M:46.6) 1 1 0 R.NVIDYNGER.T Dimethyl: 1



1680 true 1498 1107.5504 1106.5356 1 6.76 160.84 32.67 24.5 (M:24.5) 1 1 0 K.AQYEDIANR.S Dimethyl: 1

1681 true 34 1107.5883 1106.587 1 -5.33 129.09 20.5 24.3 (M:24.3) 1 1 0 K.LAGESESNLR.K Dimethyl:2H(4): 1

1682 true 294 1107.5961 1106.5845 1 3.95 326.12 34.83 55.7 (M:55.7) 1 1 0 K.MLQHIDYR.M Dimethyl:2H(4): 1

1683 true 1695 1107.6098 1106.6062 1 -3.35 269.91 37.67 39.2 (M:39.2) 3 1 0 K.YPEAPPFVR.F Dimethyl:2H(4): 1

1684 true 821 1107.6559 1106.627 1 19.46 186.43 33.17 41.4 (M:41.4) 1 1 0 K.NVPNLHVMK.A Dimethyl: 1, 9



1685 true 601 1107.6941 1106.6939 1 -6.44 197.8 30.33 50.6 (M:50.6) 1 1 0 K.AANLPLPGYK.A Dimethyl:2H(4): 1, 10

1686 true 1304 1108.5736 1107.5713 1 -4.49 284.29 35.67 37.3 (M:37.3) 1 1 0 K.SFFLQPGER.L Dimethyl: 1

1687 true 1868 1108.5943 1107.5924 1 -4.84 274.8 38.83 30.0 (M:30.0) 1 1 0 K.STIGVEFATR.S Dimethyl: 1

1688 true 776 1108.6056 1107.5899 1 7.6 247.89 34.83 16.4 (M:16.4) 1 1 0 K.VFCVGPVFR.A Carbamidomethyl: 3; Dimethyl: 1

1689 true 1669 1108.6074 1107.6126 1 -11.28 169.05 33.83 37.4 (M:37.4) 1 1 0 R.MVFDEYLK.I Dimethyl:2H(4): 1, 8



1690 true 1195 1108.6257 1107.6148 1 3.33 230.95 36.5 15.4 (M:15.4) 1 1 1 R.DEAMPVSKK.E
Dimethyl:2H(4): 8; Oxidation: 4; 
Dimethyl: 1, 9

1691 true 860 1108.6538 1107.6338 1 11.47 231.57 32.5 49.6 (M:49.6) 2 1 0 R.QGAFLVNTAR.G Dimethyl:2H(4): 1

1692 true 374 1109.4527 1108.4464 1 -0.83 235.86 28.5 34.6 (M:34.6) 3 50 1 0 R.NMMAACDPR.R
Carbamidomethyl: 6; Oxidation: 
2; Dimethyl: 1

1693 true 374 1109.4527 1108.4464 1 -0.83 235.86 28.5 34.6 (M:34.6) 3 50 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; Oxidation: 
2; Dimethyl: 1

1694 true 374 1109.4527 1108.4464 1 -0.83 235.86 28.5 34.6 (M:34.6) 3 50 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; Oxidation: 
2; Dimethyl: 1



1695 true 863 1109.5472 1108.5474 1 -6.8 163.31 29.17 22.8 (M:22.8) 1 1 0 K.LVEEECFK.A
Carbamidomethyl: 6; Dimethyl: 1, 
8

1696 true 88 1109.5763 1108.5587 1 9.31 251.22 21.67 49.7 (M:49.7) 1 1 0 K.STCIYGGAPK.G
Carbamidomethyl: 3; Dimethyl: 1, 
10

1697 true 88 1109.5763 1108.5587 1 9.31 251.22 21.67 49.7 (M:49.7) 1 1 0 K.STCIYGGAPK.G
Carbamidomethyl: 3; Dimethyl: 1, 
10

1698 true 407 1109.582 1108.5849 1 -9.13 205.48 31.17 19.3 (M:19.3) 1 1 0 K.CLASATEGIR.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

1699 true 1732 1109.5916 1108.5665 1 16.06 286.66 38.17 30.1 (M:30.1) 1 1 0 K.FAFQAEVNR.M Dimethyl: 1



1700 true 81 1109.5965 1108.5815 1 7.02 228.32 26.17 40.0 (M:40.0) 2 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

1701 true 81 1109.5965 1108.5815 1 7.02 228.32 26.17 40.0 (M:40.0) 2 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

1702 true 81 1109.5965 1108.5815 1 7.02 228.32 26.17 40.0 (M:40.0) 2 1 1 K.IREEYPDR.I Dimethyl:2H(4): 1

1703 true 354 1109.6367 1108.6291 1 0.29 198.54 30.33 48.0 (M:48.0) 2 1 0 K.GHAVGDIPGVR.F Dimethyl:2H(4): 1

1704 true 1422 1109.6392 1108.6281 1 3.45 217.57 36.83 49.3 (M:49.3) 1 1 0 R.QIFNGTFVK.L Dimethyl: 1, 9



1705 true 501 1109.723 1108.7096 1 5.56 237.32 29.5 28.0 (M:28.0) 1 1 0 K.QPGITFIAAK.F Dimethyl:2H(4): 1, 10

1706 true 1419 1110.5504 1109.5506 1 -6.7 212.71 38 35.4 (M:35.4) 2 1 0 K.FNPFVTSDR.S Dimethyl: 1

1707 true 1461 1110.5975 1109.6019 1 -10.48 145.43 35 30.2 (M:30.2) 1 1 0 R.DGTGVVEFVR.K Dimethyl:2H(4): 1

1708 false 2437 1110.601 1109.5918 1 1.67 161.5 37.5 20.9 (M:20.9) 1 2 0 K.MYEEFLSK.V Dimethyl:2H(4): 1, 8

1709 true 554 1110.6327 1109.6305 1 -4.64 196.75 31.17 24.6 (M:24.6) 1 1 1 R.GLRGDVGPVGR.T Dimethyl: 1



1710 true 1223 1110.7248 1109.7089 1 7.78 184.21 43.5 34.2 (M:34.2) 1 1 0 R.EFLLIFHK.A Dimethyl:2H(4): 1, 8

1711 true 1231 1111.5946 1110.5607 1 23.9 236.73 31 24.5 (M:24.5) 1 1 0 R.NVIDYNGER.T Dimethyl:2H(4): 1

1712 true 1163 1111.6383 1110.6201 1 9.86 141.24 35 35.6 (M:35.6) 2 1 0 K.YVSQYYPK.L Dimethyl:2H(4): 1, 8

1713 true 1293 1111.6672 1110.6739 1 -12.57 223.67 42.83 27.6 (M:27.6) 1 1 0 R.GYPTLLLFR.G Dimethyl:2H(4): 1

1714 true 764 1112.6305 1111.615 1 7.37 276.02 34.83 30.9 (M:30.9) 1 1 0 K.VFCVGPVFR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



1715 true 2787 1112.6419 1111.6399 1 -4.7 144.63 39.17 16.1 (M:16.1) 1 1 0 K.MESALEQLK.H Dimethyl:2H(4): 1, 9

1716 true 808 1112.6667 1111.6601 1 -0.63 294.85 34 42.0 (M:42.0) 1 1 0 K.LITPAVVSER.L Dimethyl: 1

1717 true 18 1113.49 1112.4715 1 10.11 232.62 24.33 26.8 (M:26.8) 1 50 1 0 R.NMMAACDPR.R
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; Oxidation: 2

1718 true 18 1113.49 1112.4715 1 10.11 232.62 24.33 26.8 (M:26.8) 1 50 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; Oxidation: 2

1719 true 18 1113.49 1112.4715 1 10.11 232.62 24.33 26.8 (M:26.8) 1 50 1 0 K.NMMAACDPR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; Oxidation: 2



1720 true 1653 1113.5886 1112.5917 1 -9.32 297.36 38.17 25.4 (M:25.4) 1 1 0 K.FAFQAEVNR.M Dimethyl:2H(4): 1

1721 true 588 1113.6069 1112.6015 1 -1.71 220.72 30.33 25.8 (M:25.8) 1 1 0 R.TLSDYNIQK.E Dimethyl:2H(4): 9

1722 true 609 1113.6388 1112.6441 1 -11.36 243.24 32.17 36.6 (M:36.6) 1 1 0 R.ASLSPTSPVAK.S Dimethyl: 1, 11

1723 true 1365 1114.5382 1113.547 1 -14.4 156.3 34.33 32.9 (M:32.9) 1 1 0 R.DYFEEYGK.I Dimethyl:2H(4): 1, 8

1724 true 1395 1114.5845 1113.5757 1 1.36 219.9 38 68.4 (M:68.4) 2 1 0 K.FNPFVTSDR.S Dimethyl:2H(4): 1



1725 true 647 1114.5897 1113.5604 1 19.78 221.72 29.67 47.7 (M:47.7) 1 1 0 R.ESFEGSISAR.I Dimethyl:2H(4): 1

1726 true 71 1114.6023 1113.603 1 -7.15 96.43 20 48.9 (M:48.9) 2 1 0 K.NVNVVEQEK.I Dimethyl: 1, 9

1727 true 2512 1114.6066 1113.5852 1 12.63 297.53 37.83 51.1 (M:51.1) 1 1 0 K.VELDNMPLR.G Dimethyl: 1

1728 true 690 1114.6504 1113.6521 1 -8.12 138.42 30.17 30.4 (M:30.4) 1 1 0 K.LVDDAVAYGK.K Dimethyl:2H(4): 1, 10

1729 true 1015 1114.6981 1113.6885 1 2.07 272.46 33.83 63.7 (M:63.7) 2 1 0 K.SITGDFALVK.A Dimethyl:2H(4): 1, 10



1730 true 770 1114.6988 1113.7009 1 -8.44 292.91 33.83 31.3 (M:31.3) 1 1 1 K.LTLDKVDVK.G Dimethyl: 1, 5, 9

1731 true 681 1114.7753 1113.7551 1 11.59 244.34 31 23.6 (M:23.6) 1 1 0 K.VTLDFAKPK.G Dimethyl:2H(4): 1, 7, 9

1732 true 108 1115.5644 1114.5619 1 -4.25 71.74 25.17 16.2 (M:16.2) 1 1 0 K.VEAAAAAAEER.V Dimethyl: 1

1733 true 605 1115.6062 1114.5982 1 0.61 62.04 28 32.0 (M:32.0) 1 1 0 K.GLTDVEQAVR.R Dimethyl: 1

1734 true 625 1115.6094 1114.6169 1 -13.19 219.38 34 35.5 (M:35.5) 2 1 0 K.LIIVEGCQR.Q Carbamidomethyl: 7; Dimethyl: 1



1735 true 41 1115.6575 1114.6386 1 10.35 181.6 25.17 20.3 (M:20.3) 2 1 1 K.NYVPPKGEK.K Dimethyl: 1, 6, 9

1736 true 1578 1115.6816 1114.6838 1 -8.47 169.75 39 52.4 (M:52.4) 3 1 0 R.FGLNVSSLSK.K Dimethyl:2H(4): 1, 10

1737 true 797 1115.6929 1114.6772 1 7.54 225.05 33.17 42.6 (M:42.6) 3 1 0 K.NVPNLHVMK.A Dimethyl:2H(4): 1, 9

1738 true 923 1115.8037 1114.7929 1 3.16 232.37 36.5 37.7 (M:37.7) 1 1 0 K.VVNIVPVIAK.A Dimethyl:2H(4): 1, 10

1739 true 736 1116.6065 1115.6009 1 -1.52 261 31.33 37.8 (M:37.8) 1 1 0 R.LEVNQQAMK.A Dimethyl: 1, 9



1740 true 468 1116.608 1115.6009 1 -0.13 93.14 29.33 86.9 (M:86.9) 2 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; Dimethyl: 1, 
11

1741 true 468 1116.608 1115.6009 1 -0.13 93.14 29.33 86.9 (M:86.9) 2 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; Dimethyl: 1, 
11

1742 true 177 1116.6257 1115.6186 1 -0.16 219.65 26.67 29.7 (M:29.7) 1 1 1 R.KLLEGEESR.I Dimethyl: 1, 1

1743 true 177 1116.6257 1115.6186 1 -0.16 219.65 26.67 29.7 (M:29.7) 1 1 1 R.KLLEGEESR.L Dimethyl: 1, 1

1744 true 738 1116.6897 1115.6703 1 10.9 195.43 34.17 22.4 (M:22.4) 1 1 0 K.GFPLVTVTVR.G Dimethyl: 1



1745 true 809 1116.6903 1115.6852 1 -1.94 378.27 34 50.0 (M:50.0) 1 1 0 K.LITPAVVSER.L Dimethyl:2H(4): 1

1746 true 1150 1117.5756 1116.5753 1 -6.28 212.79 33 43.7 (M:43.7) 1 1 0 K.EQIYDVYR.Y Dimethyl:2H(4): 1

1747 true 89 1117.6267 1116.6089 1 9.44 224.63 21.67 40.6 (M:40.6) 1 1 0 K.STCIYGGAPK.G
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 10

1748 true 89 1117.6267 1116.6089 1 9.44 224.63 21.67 40.6 (M:40.6) 1 1 0 K.STCIYGGAPK.G
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 10

1749 true 806 1117.6647 1116.6543 1 2.76 212.04 31.83 36.9 (M:36.9) 1 1 0 K.VIQLYPSNK.A Dimethyl: 1, 9



1750 true 378 1117.6817 1116.6805 1 -5.37 343.06 39 67.2 (M:67.2) 3 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

1751 true 378 1117.6817 1116.6805 1 -5.37 343.06 39 67.2 (M:67.2) 3 1 0 R.GETLGIIGLGR.V Dimethyl:2H(4): 1

1752 false 378 1117.6817 1116.7019 1 -24.56 337.18 39 17.4 (M:17.4) 1 50 3 1 R.YKLLGGLAVR.R Dimethyl: 2

1753 true 1423 1117.6893 1116.6783 1 3.33 220 36.83 54.1 (M:54.1) 1 1 0 R.QIFNGTFVK.L Dimethyl:2H(4): 1, 9

1754 true 1165 1117.7758 1116.747 1 19.22 273.58 35.17 36.3 (M:36.3) 2 1 0 R.VVLIGGKPDR.V Dimethyl:2H(4): 1, 7



1755 true 167 1118.5679 1117.5516 1 8.05 416.24 28.67 34.7 (M:34.7) 1 1 0 R.GGPNYQEGLR.V Dimethyl: 1

1756 true 1544 1118.6113 1117.6132 1 -8.13 88.13 35.5 15.7 (M:15.7) 1 1 1 K.DPEVKYALR.L Dimethyl: 5

1757 true 1651 1118.6134 1117.6132 1 -6.29 224.17 33.83 40.4 (M:40.4) 1 1 0 K.INEGFELLR.A Dimethyl: 1

1758 true 2473 1118.6157 1117.6103 1 -1.7 298.39 37.83 44.4 (M:44.4) 1 1 0 K.VELDNMPLR.G Dimethyl:2H(4): 1

1759 true 951 1118.6203 1117.6132 1 -0.13 281.51 34.67 47.8 (M:47.8) 1 1 0 K.NGQELGVAFK.I Dimethyl: 1, 10



1760 true 1869 1118.6234 1117.6244 1 -7.36 313.61 38.67 43.7 (M:43.7) 1 1 1 R.QLFEELRR.L Dimethyl: 1

1761 true 1464 1118.6462 1117.6434 1 -3.97 320.34 36.5 30.1 (M:30.1) 1 1 0 R.FLSLPQPER.D Dimethyl:2H(4): 1

1762 true 532 1118.7003 1117.6859 1 6.33 227.98 31.83 50.0 (M:50.0) 1 1 0 K.LLDVVHPAAK.T Dimethyl: 1, 10

1763 false 1912 1119.5667 1118.5529 1 5.77 195.46 39.17 22.0 (M:22.0) 1 3 0 -.MAEVEETLK.R Acetyl: 1; Dimethyl: 9

1764 true 1912 1119.5667 1118.5642 1 -4.27 159.98 39.17 27.3 (M:27.3) 1 1 0 R.SEIDMLDIR.E Dimethyl: 1



1765 true 1912 1119.5667 1118.5642 1 -4.27 159.98 39.17 27.3 (M:27.3) 1 1 0 R.SEIDMLDIR.R Dimethyl: 1

1766 true 1334 1119.5736 1118.5543 1 10.81 105.56 34.17 16.0 (M:16.0) 1 1 0 R.HLYSAEMLR.H

1767 true 300 1119.5747 1118.5543 1 11.73 417.38 34.83 18.7 (M:18.7) 1 1 0 K.MLQHIDYR.M Oxidation: 1; Dimethyl: 1

1768 false 109 1119.6009 1118.587 1 5.95 141.79 25.17 15.2 (M:15.2) 1 3 0 K.VEAAAAAAEER.V Dimethyl:2H(4): 1

1769 true 1697 1119.6217 1118.6084 1 5.36 278.91 37.5 37.4 (M:37.4) 2 1 0 -.VNFTVDQIR.A Dimethyl: 1



1770 true 654 1119.6233 1118.6022 1 12.35 179.3 31.5 20.8 (M:20.8) 1 1 0 K.QIQPEGPYR.I Dimethyl:2H(4): 1

1771 true 2129 1120.5952 1119.5924 1 -3.99 221.62 36 46.9 (M:46.9) 1 1 0 K.AELNEFLTR.E Dimethyl: 1

1772 true 399 1120.602 1119.5958 1 -0.93 194.34 31.5 44.1 (M:44.1) 1 1 0 K.CTNSTLQIK.G
Carbamidomethyl: 1; Dimethyl: 1, 
9

1773 false 297 1120.6097 1119.5924 1 8.93 241.14 27.83 16.0 (M:16.0) 1 3 1 K.EIFENEKR.V Dimethyl: 1, 7

1774 true 1372 1120.6122 1119.6052 1 -0.25 105.4 31.67 19.6 (M:19.6) 1 1 0 K.FINDQYEK.Y Dimethyl:2H(4): 1, 8



1775 true 544 1120.6135 1119.6037 1 2.32 210.9 32.5 71.3 (M:71.3) 2 1 0 R.VHIEIGPDGR.V Dimethyl: 1

1776 false 544 1120.6135 1119.6209 1 -13.11 206.89 32.5 15.6 (M:15.6) 1 4 1 K.DDTMLLKGK.G Oxidation: 4; Dimethyl: 1, 7, 9

1777 true 610 1120.6338 1119.6277 1 -1.05 224.29 31.83 59.3 (M:59.3) 2 1 0 K.ANPFGGASHAK.G Dimethyl:2H(4): 1, 11

1778 true 739 1120.7099 1119.6954 1 6.5 204.69 34.17 22.7 (M:22.7) 1 1 0 K.GFPLVTVTVR.G Dimethyl:2H(4): 1

1779 false 678 1121.5538 1120.5686 1 -19.63 141.07 29.17 16.5 (M:16.5) 1 4 0 -.MAEVEETLK.R Oxidation: 1; Dimethyl: 1, 9



1780 true 678 1121.5538 1120.5513 1 -4.21 240.36 29.17 64.4 (M:64.4) 2 1 0 K.FADLSEAANR.N Dimethyl: 1

1781 true 101 1121.5599 1120.5513 1 1.21 166.19 20.33 66.4 (M:66.4) 2 1 0 R.IADGYEQAAR.I Dimethyl: 1

1782 true 1428 1121.5705 1120.5764 1 -11.82 193.7 34.67 37.8 (M:37.8) 1 1 0 K.YLVLDEADR.M Dimethyl: 1

1783 true 1499 1121.572 1120.5764 1 -10.45 219.08 32.67 31.8 (M:31.8) 1 1 0 K.AQYEDIAQK.S Dimethyl: 1, 9

1784 true 692 1121.5772 1120.5587 1 10.03 264.26 33.17 34.3 (M:34.3) 1 1 0 R.GFSIPECQK.L
Carbamidomethyl: 7; Dimethyl: 1, 
9



1785 false 1384 1121.6049 1120.591 1 5.87 592.73 37.5 22.2 (M:22.2) 1 2 1 K.KAMNTTTVQK.V

1786 true 1384 1121.6049 1120.5917 1 5.29 368.47 37.5 27.4 (M:27.4) 1 1 0 R.AFNDPFVQK.E Dimethyl: 1, 9

1787 true 202 1121.6123 1120.5989 1 5.43 176.48 27.67 42.6 (M:42.6) 1 1 0 K.EIPLGHGQSR.K Dimethyl: 1

1788 true 1845 1121.6292 1120.643 1 -18.8 140.68 38.17 22.3 (M:22.3) 1 1 1 R.NETDKWIK.A Dimethyl:2H(4): 1; Dimethyl: 5, 8

1789 true 1201 1121.6669 1120.6502 1 8.37 411.43 39.5 15.3 (M:15.3) 1 1 1 R.LTETRLGGSR.L Dimethyl:2H(4): 1



1790 true 1308 1121.7349 1120.7307 1 -2.73 295.37 35.5 25.7 (M:25.7) 1 1 0 K.ILLLGAGESGK.S Dimethyl:2H(4): 1, 11

1791 true 1308 1121.7349 1120.7307 1 -2.73 295.37 35.5 25.7 (M:25.7) 1 1 0 K.LLLLGAGESGK.S Dimethyl:2H(4): 1, 11

1792 true 1308 1121.7349 1120.7307 1 -2.73 295.37 35.5 25.7 (M:25.7) 1 1 0 K.LLLLGAGESGK.S Dimethyl:2H(4): 1, 11

1793 true 1567 1122.5471 1121.5465 1 -5.95 191.94 32.83 31.1 (M:31.1) 1 1 1 R.LDGSEDFRR.N Dimethyl: 1

1794 true 1890 1122.6477 1121.6495 1 -8.1 324.73 38.67 44.0 (M:44.0) 1 1 1 R.QLFEELRR.L Dimethyl:2H(4): 1



1795 true 80 1122.6663 1121.6532 1 5.21 186.85 20 61.0 (M:61.0) 2 1 0 K.NVNVVEQEK.I Dimethyl:2H(4): 1, 9

1796 true 1890 1122.7251 1121.73 1 -10.85 355.07 43.17 41.3 (M:41.3) 2 1 0 R.IEGLLAAFPK.L Dimethyl:2H(4): 1, 10

1797 true 1913 1123.5936 1122.5893 1 -2.66 223.85 39.17 50.1 (M:50.1) 1 1 0 R.SEIDMLDIR.R Dimethyl:2H(4): 1

1798 true 1913 1123.5936 1122.5893 1 -2.66 223.85 39.17 50.1 (M:50.1) 1 1 0 R.SEIDMLDIR.E Dimethyl:2H(4): 1

1799 true 93 1123.6267 1122.6335 1 -12.55 311.27 26.5 45.0 (M:45.0) 2 1 0 K.GLSQSALPYR.R Dimethyl:2H(4): 1



1800 true 1654 1123.6314 1122.6335 1 -8.33 288.07 37.5 51.6 (M:51.6) 4 1 0 -.VNFTVDQIR.A Dimethyl:2H(4): 1

1801 true 94 1123.6361 1122.6172 1 10.31 195.27 25.83 44.2 (M:44.2) 1 1 1 K.YKEETIEK.M Dimethyl: 1, 2, 8

1802 true 2439 1123.7471 1122.7351 1 4.14 111.28 37.67 40.7 (M:40.7) 1 1 0 R.IIEETLTLK.F Dimethyl:2H(4): 1, 9

1803 true 693 1124.5297 1123.5332 1 -9.54 164.3 30.33 48.3 (M:48.3) 2 1 0 K.YADGEVVMGR.W Dimethyl: 1

1804 true 1543 1124.5616 1123.5518 1 2.26 234.29 38.5 37.1 (M:37.1) 2 1 0 K.SMFAGVPTMR.E Dimethyl: 1



1805 true 2084 1124.6204 1123.6175 1 -3.95 233.41 36 60.8 (M:60.8) 1 1 0 K.AELNEFLTR.E Dimethyl:2H(4): 1

1806 true 545 1124.6421 1123.6288 1 5.4 230.08 32.5 71.0 (M:71.0) 2 1 0 R.VHIEIGPDGR.V Dimethyl:2H(4): 1

1807 false 545 1124.6421 1123.6461 1 -9.97 191.52 32.5 15.4 (M:15.4) 1 4 1 K.DDTMLLKGK.G
Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 7, 9

1808 true 270 1124.661 1123.6511 1 2.36 176.4 29.5 82.2 (M:82.2) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11

1809 true 270 1124.661 1123.6511 1 2.36 176.4 29.5 82.2 (M:82.2) 1 1 0 K.CVVVGDGAVGK.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11



1810 true 668 1124.67 1123.6601 1 2.36 166 33 27.4 (M:27.4) 1 1 0 K.VTLGVSDLHK.S Dimethyl: 1, 10

1811 true 3598 1124.6935 1123.6713 1 13.24 251.89 47.83 16.8 (M:16.8) 1 1 0 K.LLAVPAANTVR.F

1812 true 1800 1124.746 1123.7456 1 -6.14 189.48 42 46.7 (M:46.7) 1 1 0 R.QLYLPVLSK.V Dimethyl:2H(4): 1, 9

1813 true 682 1124.7939 1123.7758 1 9.57 200.45 31.17 35.0 (M:35.0) 1 1 1 R.KVEAPFIPK.C Dimethyl:2H(4): 1, 1, 9

1814 true 830 1125.5774 1124.5764 1 -5.59 276.15 29.17 26.4 (M:26.4) 2 1 0 K.FADLSEAANR.N Dimethyl:2H(4): 1



1815 false 102 1125.5829 1124.5938 1 -16.17 212.92 20.33 20.2 (M:20.2) 1 2 1 R.ESGAKEVHIR.V

1816 true 102 1125.5829 1124.5764 1 -0.69 208.02 20.33 43.3 (M:43.3) 1 1 0 R.IADGYEQAAR.I Dimethyl:2H(4): 1

1817 true 1429 1125.5974 1124.6015 1 -10.19 244.1 34.67 33.2 (M:33.2) 1 1 0 K.YLVLDEADR.M Dimethyl:2H(4): 1

1818 true 1136 1125.6235 1124.623 1 -6 304.43 35.17 37.6 (M:37.6) 1 1 0 R.YQGVNLYIK.N Dimethyl: 1

1819 true 2395 1125.6329 1124.6128 1 11.44 0.27 37.33 22.5 (M:22.5) 1 81.78 1 1 K.LKQDGDSFR.M Dimethyl:2H(4): 1; Dimethyl: 2



1820 true 807 1125.714 1124.7045 1 2 269.49 32 26.8 (M:26.8) 1 1 0 K.VIQLYPSNK.A Dimethyl:2H(4): 1, 9

1821 true 843 1126.4719 1125.4761 1 -10.14 205.16 31 31.1 (M:31.1) 1 1 0 K.GSDFDCELR.L Carbamidomethyl: 6; Dimethyl: 1

1822 false 914 1126.603 1125.6216 1 -22.96 82.95 31.5 20.6 (M:20.6) 2 2 0 -.MAPPISALLR.S Acetyl: 1; Oxidation: 1

1823 true 648 1126.6057 1125.603 1 -4.06 223.12 28.5 47.2 (M:47.2) 2 1 0 R.AIAEELAPER.G Dimethyl: 1

1824 true 1794 1126.6235 1125.5889 1 24.21 205.15 41.83 16.3 (M:16.3) 1 1 0 K.AMEALASTEK.L
Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 10



1825 true 40 1126.6671 1125.6444 1 13.72 282.67 20.33 22.1 (M:22.1) 1 1 0 K.VIHEVVNER.W Dimethyl:2H(4): 1

1826 true 1056 1126.6719 1125.6456 1 16.89 326.27 38 57.1 (M:57.1) 1 1 0 R.GGGAGGFLPAMK.Q Dimethyl:2H(4): 1, 12

1827 true 953 1126.6742 1125.6634 1 3.18 266.25 34.5 42.2 (M:42.2) 1 1 0 K.NGQELGVAFK.I Dimethyl:2H(4): 1, 10

1828 true 533 1126.7497 1125.7361 1 5.54 216.4 31.83 58.3 (M:58.3) 1 1 0 K.LLDVVHPAAK.T Dimethyl:2H(4): 1, 10

1829 true 811 1126.7771 1125.7762 1 -5.71 287.6 33.83 24.4 (M:24.4) 1 1 1 K.LTLDKVDVK.G Dimethyl:2H(4): 1, 5, 9



1830 true 942 1127.4956 1126.4965 1 -7.22 169.69 31.83 57.0 (M:57.0) 1 1 0 R.VEFMDDTSR.S Dimethyl: 1

1831 true 2284 1127.6424 1126.6346 1 0.41 192.38 36.83 55.4 (M:55.4) 1 1 0 R.GGIVDEGALLR.A Dimethyl: 1

1832 true 1232 1127.7123 1126.6962 1 7.84 254.68 35 81.5 (M:81.5) 1 1 0 K.LLLIGDSGVGK.T Dimethyl: 1, 11

1833 true 1232 1127.7123 1126.6962 1 7.84 254.68 35 81.5 (M:81.5) 1 1 0 K.LLLIGDSGVGK.S Dimethyl: 1, 11

1834 true 73 1127.7259 1126.714 1 4.09 209.73 22 40.7 (M:40.7) 2 1 1 K.NYVPPKGEK.K Dimethyl:2H(4): 1, 6, 9



1835 true 975 1128.5729 1127.5583 1 6.47 241.43 29.83 50.2 (M:50.2) 1 1 0 K.YADGEVVMGR.W Dimethyl:2H(4): 1

1836 true 1544 1128.6057 1127.5769 1 19.07 240.59 38.5 23.4 (M:23.4) 3 1 0 K.SMFAGVPTMR.E Dimethyl:2H(4): 1

1837 true 1035 1128.6075 1127.626 1 -22.83 316.4 34.5 24.3 (M:24.3) 1 1 0 K.ILNMVPEEK.L Dimethyl: 1, 9

1838 true 326 1128.6566 1127.655 1 -5.02 301.71 30 28.1 (M:28.1) 1 1 0 K.AANGVVLATEK.K Dimethyl: 1, 11

1839 false 326 1128.6566 1127.655 1 -5.02 226.16 30 15.6 (M:15.6) 1 2 0 R.VVIIDDSIVR.G



1840 true 400 1128.6577 1127.646 1 3.92 196.99 31.5 42.3 (M:42.3) 2 1 0 K.CTNSTLQIK.G
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 9

1841 true 298 1128.661 1127.6426 1 9.8 194.78 27.83 22.6 (M:22.6) 1 1 1 K.EIFENEKR.V Dimethyl:2H(4): 1, 7

1842 true 269 1128.6859 1127.6914 1 -11.35 220.44 24.17 21.6 (M:21.6) 1 1 1 R.LAKNDGIVSK.N Dimethyl: 1, 3, 10

1843 true 607 1129.6179 1128.6139 1 -2.87 220.11 28.67 35.0 (M:35.0) 1 1 0 K.QVEILQESR.M Dimethyl: 1

1844 false 607 1129.6179 1128.6213 1 -9.42 125.83 28.67 18.4 (M:18.4) 1 2 0 K.HTEMILTLK.K Oxidation: 4; Dimethyl: 9



1845 false 2703 1129.6195 1128.639 1 -23.74 254.96 38.83 15.8 (M:15.8) 1 6 0 K.LSELEAALQK.A Dimethyl: 1

1846 true 2703 1129.6195 1128.639 1 -23.74 295.87 38.83 27.3 (M:27.3) 1 90.32 1 1 K.LDEIKDQIK.R Dimethyl: 9

1847 true 286 1129.6362 1128.6179 1 9.73 337.76 34.5 38.4 (M:38.4) 1 1 0 R.AAGVFESAPPK.- Dimethyl: 1, 11

1848 true 72 1129.6375 1128.639 1 -7.83 157.9 19.83 50.6 (M:50.6) 1 1 0 R.IQEAGTEVVK.A Dimethyl: 1, 10

1849 false 72 1129.6375 1128.6503 1 -17.78 195.03 19.83 15.0 (M:15.0) 1 10 1 K.AEGSEIRLAK.V Dimethyl: 1, 10



1850 false 72 1129.6375 1128.6503 1 -17.78 169.56 19.83 23.0 (M:23.0) 1 4 0 K.AGQNASIVSVK.S Dimethyl: 1, 11

1851 true 778 1129.6885 1128.6817 1 -0.38 380.3 34.83 38.2 (M:38.2) 1 1 0 R.LGCFNLTIK.G
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 9

1852 false 778 1129.6885 1128.6966 1 -13.6 387.37 34.83 19.4 (M:19.4) 1 2 1 K.DMNPKATLK.E
Dimethyl:2H(4): 1, 5, 9; 
Oxidation: 2

1853 true 2375 1129.7116 1128.7034 1 0.74 162.91 46.67 47.1 (M:47.1) 1 1 0 K.SFLFEPVVK.A Dimethyl:2H(4): 1, 9

1854 true 811 1130.5002 1129.5012 1 -7.26 239.91 31 45.9 (M:45.9) 1 1 0 K.GSDFDCELR.L
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



1855 true 1860 1130.6075 1129.5979 1 2.04 239.54 38.33 40.9 (M:40.9) 1 1 0 R.SLEAEVADLR.A Dimethyl: 1

1856 true 37 1130.6545 1129.6594 1 -10.8 175.88 19.67 18.4 (M:18.4) 1 1 1 K.VLEDSDLKK.S Dimethyl: 1, 8, 9

1857 true 855 1130.7824 1129.7674 1 6.79 286.96 35.67 57.0 (M:57.0) 1 1 0 K.IGIVGLPNVGK.S Dimethyl:2H(4): 1, 11

1858 true 943 1131.5217 1130.5216 1 -6.3 271.69 31.83 46.7 (M:46.7) 1 1 0 R.VEFMDDTSR.S Dimethyl:2H(4): 1

1859 false 432 1131.5481 1130.543 1 -1.99 271.77 29.5 20.3 (M:20.3) 1 2 1 K.MTDFDRYK.V Dimethyl: 1, 8



1860 true 464 1131.5549 1130.5325 1 13.35 240.12 32.67 27.4 (M:27.4) 1 1 0 R.CVNCLPGQR.D
Carbamidomethyl: 1, 4; Dimethyl: 
1

1861 true 1303 1131.5823 1130.5576 1 15.41 249.58 37.33 45.9 (M:45.9) 1 1 0 R.CGPLIDLCR.G
Carbamidomethyl: 1, 8; Dimethyl: 
1

1862 true 1704 1131.6494 1130.6488 1 -5.91 258.96 40.33 38.5 (M:38.5) 1 1 0 R.QAFAPFGPIK.S Dimethyl: 1, 10

1863 true 800 1131.6878 1130.6722 1 7.43 194.33 33.17 26.4 (M:26.4) 1 1 0 K.NVPNLHVMK.A Dimethyl:2H(4): 1, 9; Oxidation: 8

1864 true 348 1132.4906 1131.4767 1 5.83 304.43 24.67 68.5 (M:68.5) 3 1 0 R.YGCGNYGASR.Q Carbamidomethyl: 3; Dimethyl: 1



1865 true 2980 1132.6126 1131.5924 1 11.35 250.78 40.83 39.7 (M:39.7) 1 1 0 K.FVADTPLGER.Q Dimethyl: 1

1866 true 1946 1132.6144 1131.6077 1 -0.47 178.25 44.5 30.3 (M:30.3) 1 1 0 K.IGFPWSEIR.N Dimethyl: 1

1867 true 1946 1132.6144 1131.6077 1 -0.47 178.25 44.5 30.3 (M:30.3) 1 1 0 K.IGFPWSEIR.N Dimethyl: 1

1868 true 1234 1132.6284 1131.6111 1 8.87 328.61 35 21.9 (M:21.9) 1 1 0 K.VIVPNMEFR.A Dimethyl: 1

1869 true 1009 1132.6586 1131.654 1 -2.31 271.06 35.17 51.7 (M:51.7) 2 1 0 K.VLLPEYGGTK.I Dimethyl: 1, 10



1870 true 669 1132.7158 1131.7103 1 -1.55 154.53 33 20.3 (M:20.3) 1 1 0 K.VTLGVSDLHK.S Dimethyl:2H(4): 1, 10

1871 true 728 1133.6426 1132.639 1 -3.26 235.27 28.67 35.3 (M:35.3) 1 1 0 K.QVEILQESR.M Dimethyl:2H(4): 1

1872 true 135 1133.6679 1132.658 1 2.38 138.26 26.17 16.3 (M:16.3) 1 1 0 K.VSEEHEVIK.K Dimethyl:2H(4): 1, 9

1873 true 761 1133.7141 1132.7034 1 2.98 254.33 32.67 54.8 (M:54.8) 3 1 0 K.NKPAFFADK.L Dimethyl:2H(4): 1, 2, 9

1874 true 1861 1134.6259 1133.623 1 -3.83 248.03 38.33 51.4 (M:51.4) 1 1 0 R.SLEAEVADLR.A Dimethyl:2H(4): 1



1875 true 381 1134.6687 1133.6696 1 -7.21 300.09 30.5 43.6 (M:43.6) 1 1 1 K.IAAYDKLEK.T Dimethyl: 1, 6, 9

1876 false 381 1134.6687 1133.678 1 -14.63 273.43 30.5 22.7 (M:22.7) 1 55.84 6 1 K.IMVVKDIER.E Dimethyl:2H(4): 5

1877 true 567 1135.5585 1134.5379 1 11.69 177.33 28.83 25.6 (M:25.6) 1 1 0 K.LMPSDPYER.A Dimethyl: 1

1878 true 1470 1135.5687 1134.5669 1 -4.84 243.16 32.5 37.1 (M:37.1) 1 1 0 K.AQYEEIAQR.S Dimethyl: 1

1879 true 465 1135.5752 1134.5576 1 9.07 250.25 32.67 17.1 (M:17.1) 1 1 0 R.CVNCLPGQR.D
Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1



1880 true 1304 1135.5971 1134.5827 1 6.28 271.49 37.33 28.5 (M:28.5) 1 1 0 R.CGPLIDLCR.G
Carbamidomethyl: 1, 8; 
Dimethyl:2H(4): 1

1881 true 1385 1135.6598 1134.6659 1 -11.72 248.81 36.5 42.1 (M:42.1) 2 1 1 R.LSARESVSVR.I Dimethyl:2H(4): 1

1882 true 95 1135.7125 1134.6926 1 11.14 128.01 25.83 34.8 (M:34.8) 1 1 1 K.YKEETIEK.M Dimethyl:2H(4): 1, 2, 8

1883 true 3792 1136.5832 1135.5914 1 -13.59 315.36 48.83 55.7 (M:55.7) 1 1 0 R.APFDLFENK.K Dimethyl: 1, 9

1884 true 83 1136.5934 1135.5808 1 4.64 277.06 25.67 41.2 (M:41.2) 1 1 0 K.EMQPTHPIR.L Dimethyl: 1



1885 true 83 1136.5934 1135.5808 1 4.64 277.06 25.67 41.2 (M:41.2) 1 1 0 K.EMQPTHPIR.L Dimethyl: 1

1886 true 83 1136.5934 1135.5808 1 4.64 277.06 25.67 41.2 (M:41.2) 1 1 0 K.EMQPTHPIR.L Dimethyl: 1

1887 true 359 1136.6049 1135.5986 1 -0.83 240.4 31 63.4 (M:63.4) 3 1 0 K.NTVIATGGYGR.T Dimethyl: 1

1888 false 1611 1136.6214 1135.6237 1 -8.44 243.31 39.33 16.4 (M:16.4) 1 7 0 R.SVTAIADYIR.Q Dimethyl: 1

1889 true 1340 1136.6269 1135.6134 1 5.54 237 39.83 57.5 (M:57.5) 3 1 0 K.MGVPYCIIK.S
Carbamidomethyl: 6; Dimethyl: 1, 
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1890 true 1831 1136.6318 1135.6365 1 -10.52 290.74 41.33 67.6 (M:67.6) 1 1 0 K.NSTFSELFK.K Dimethyl:2H(4): 1, 9

1891 true 2981 1136.6341 1135.6175 1 8.16 248.89 40.83 44.3 (M:44.3) 1 1 0 K.FVADTPLGER.Q Dimethyl:2H(4): 1

1892 true 1947 1136.6379 1135.6328 1 -1.87 181.09 44.5 31.7 (M:31.7) 1 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

1893 true 1947 1136.6379 1135.6328 1 -1.87 181.09 44.5 31.7 (M:31.7) 1 1 0 K.IGFPWSEIR.N Dimethyl:2H(4): 1

1894 true 1506 1136.653 1135.6362 1 8.42 158.37 38.67 24.0 (M:24.0) 1 1 0 K.VIVPNMEFR.A Dimethyl:2H(4): 1



1895 true 1187 1136.6804 1135.6762 1 -2.71 222.58 34.5 33.7 (M:33.7) 1 1 0 K.ILNMVPEEK.L Dimethyl:2H(4): 1, 9

1896 true 896 1136.8532 1135.8334 1 11.08 249.36 32.67 21.8 (M:21.8) 1 1 1 K.LVPLKETIK.G Dimethyl:2H(4): 1, 5, 9

1897 true 204 1137.6102 1136.6012 1 1.52 236.89 27.33 22.9 (M:22.9) 1 1 0 R.GIEPHGNMVK.Q Dimethyl: 1, 10

1898 true 449 1137.6141 1136.6077 1 -0.77 253.26 31.33 45.7 (M:45.7) 2 1 0 R.TLSDYNIQK.E Dimethyl: 1, 9

1899 true 287 1137.6757 1136.6681 1 0.23 218.65 34.67 45.1 (M:45.1) 1 1 0 R.AAGVFESAPPK.- Dimethyl:2H(4): 1, 11



1900 true 619 1137.6986 1136.6794 1 10.53 260.79 31.33 25.3 (M:25.3) 1 1 0 R.HYGALTGLNK.A Dimethyl:2H(4): 1, 10

1901 true 349 1137.7013 1136.6917 1 2.04 219.54 24.33 26.4 (M:26.4) 1 1 1 K.KIEISQHAK.Y Dimethyl: 1, 1, 9

1902 true 1026 1138.5583 1137.5638 1 -11.19 225.82 32.17 53.2 (M:53.2) 1 1 0 R.NTDEMVELR.I Dimethyl:2H(4): 1

1903 false 1708 1138.6172 1137.6104 1 -0.41 247.7 34.17 15.6 (M:15.6) 1 6 1 K.FVVKMTEEK.L Dimethyl: 9

1904 true 1462 1138.662 1137.6733 1 -16.29 212.07 34.83 66.9 (M:66.9) 1 1 0 K.DLSLEEIQK.K Dimethyl:2H(4): 1, 9



1905 true 3510 1138.7091 1137.7009 1 0.8 268.71 47.67 78.4 (M:78.4) 2 1 0 K.ALALPEDLIK.M Dimethyl: 1, 10

1906 true 1407 1138.7214 1137.706 1 7.2 220.45 37.67 17.4 (M:17.4) 1 1 0 R.LELVPVPPSR.H Dimethyl:2H(4): 1

1907 true 1840 1138.7375 1137.7373 1 -6.19 327.95 42.5 71.6 (M:71.6) 1 1 0 K.AVVLEIPTLK.I Dimethyl: 1, 10

1908 true 915 1139.589 1138.5771 1 4.07 251.31 34.67 61.8 (M:61.8) 2 1 0 R.QDIAFAYQR.R Dimethyl: 1

1909 true 1350 1139.6048 1138.592 1 4.83 216.27 32.5 24.3 (M:24.3) 1 1 0 K.AQYEEIAQR.S Dimethyl:2H(4): 1



1910 true 764 1139.6519 1138.6386 1 5.25 222.91 38.5 62.4 (M:62.4) 2 1 0 R.YQGVNLYVK.N Dimethyl: 1, 9

1911 false 764 1139.6519 1138.6284 1 14.22 231.99 38.5 17.8 (M:17.8) 2 5 0 K.NSAQGNVYVK.C Dimethyl:2H(4): 1; Dimethyl: 10

1912 true 764 1139.6519 1138.6386 1 5.25 222.91 38.5 62.4 (M:62.4) 2 1 0 R.YQGVNLYVK.N Dimethyl: 1, 9

1913 false 1165 1139.6548 1138.6688 1 -18.71 454.54 35.33 19.1 (M:19.1) 1 6 0 K.VGLFPANYVK.L Dimethyl:2H(4): 1

1914 true 2927 1139.6732 1138.6598 1 5.39 198.1 40.5 41.1 (M:41.1) 1 1 0 R.ALQEELGVPK.A Dimethyl: 1, 10



1915 false 2927 1139.6732 1138.675 1 -7.99 195.21 40.5 21.8 (M:21.8) 1 2 0 K.EIQPPFKPK.A Dimethyl: 7, 9

1916 false 1698 1139.7002 1138.6798 1 11.58 373.56 40.33 21.3 (M:21.3) 2 2 1 K.AQGDASKVTAK.G Dimethyl:2H(4): 1, 11

1917 true 1327 1139.7039 1138.699 1 -2.07 303.75 38.67 70.9 (M:70.9) 4 1 0 R.QAFAPFGPIK.S Dimethyl:2H(4): 1, 10

1918 true 1887 1139.7071 1138.6962 1 3.17 314.14 41.5 88.3 (M:88.3) 2 1 0 K.NADPLLISLK.H Dimethyl: 1, 10

1919 true 3765 1140.6098 1139.6165 1 -12.19 280.67 48.83 74.8 (M:74.8) 1 1 0 R.APFDLFENK.K Dimethyl:2H(4): 1; Dimethyl: 9



1920 true 84 1140.6184 1139.6059 1 4.57 254.28 25.67 50.5 (M:50.5) 2 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

1921 true 84 1140.6184 1139.6059 1 4.57 254.28 25.67 50.5 (M:50.5) 2 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

1922 true 84 1140.6184 1139.6059 1 4.57 254.28 25.67 50.5 (M:50.5) 2 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1

1923 false 1032 1140.6279 1139.6488 1 -24.72 214.63 34.67 16.5 (M:16.5) 1 6 1 K.YRSLGDLEK.D Dimethyl:2H(4): 9; Dimethyl: 1

1924 true 941 1140.6305 1139.6227 1 0.51 388.85 33 34.9 (M:34.9) 1 1 0 K.TYSVQYVPK.V Dimethyl: 1, 9



1925 true 352 1140.6396 1139.6237 1 7.54 223.93 29.33 37.5 (M:37.5) 2 1 0 K.NTVIATGGYGR.T Dimethyl:2H(4): 1

1926 true 683 1140.6428 1139.6227 1 11.26 266.31 31.17 73.1 (M:73.1) 2 1 0 K.YGVSGYPTLK.I Dimethyl: 1, 10

1927 true 2338 1140.7042 1139.7042 1 -6.34 202.97 37 47.4 (M:47.4) 1 1 0 R.IVAEGFEIAK.E Dimethyl:2H(4): 1, 10

1928 true 1010 1140.7078 1139.7042 1 -3.16 257.18 35.17 47.4 (M:47.4) 1 1 0 K.VLLPEYGGTK.I Dimethyl:2H(4): 1, 10

1929 true 403 1141.5791 1140.5887 1 -14.83 166.27 27.17 30.9 (M:30.9) 1 1 0 -.GTSGPPGVGGSLR.G



1930 true 701 1141.6013 1140.5889 1 4.44 289.41 32.17 46.9 (M:46.9) 3 1 0 R.MFTTYPPTK.T Dimethyl: 1, 9

1931 false 418 1141.6369 1140.6441 1 -12.7 283.48 29 28.8 (M:28.8) 1 2 0 R.VVLEHEEVR.A Dimethyl:2H(4): 1

1932 true 418 1141.6369 1140.6027 1 23.59 274.33 29 35.7 (M:35.7) 1 1 0 K.SITHEIEEK.G Dimethyl: 1, 9

1933 true 112 1141.638 1140.6251 1 4.89 415.02 28.17 28.7 (M:28.7) 2 1 0 R.IENNNALVAR.S Dimethyl: 1

1934 true 461 1141.6492 1140.6325 1 8.28 230.88 30.33 19.5 (M:19.5) 1 1 0 K.SIQCLTVHK.N
Carbamidomethyl: 4; Dimethyl: 1, 
9



1935 true 1202 1141.6685 1140.6453 1 13.93 318.87 35.5 31.8 (M:31.8) 1 1 0 R.IMGPNYTPGK.K Dimethyl:2H(4): 1, 10

1936 true 875 1142.6589 1141.6546 1 -2.59 290.55 34.5 19.1 (M:19.1) 1 1 0 R.FNDIHVPIR.L Dimethyl:2H(4): 1

1937 true 2540 1142.7191 1141.7071 1 4.19 381.04 48.5 68.9 (M:68.9) 4 1 0 R.VLITTDLLAR.G Dimethyl: 1

1938 true 968 1143.4868 1142.4914 1 -10.37 173.12 31.83 25.5 (M:25.5) 1 1 0 R.VEFMDDTSR.S Oxidation: 4; Dimethyl: 1

1939 true 2809 1143.5897 1142.5742 1 7.15 434.86 39.67 15.2 (M:15.2) 1 1 1 R.GGNSRWCDK.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 9



1940 false 188 1143.6412 1142.627 1 6.04 128.62 20.83 16.4 (M:16.4) 1 3 0 K.LAVNMVPFPR.L

1941 true 188 1143.6412 1142.6295 1 3.86 157.51 20.83 39.2 (M:39.2) 1 1 1 R.KDDEVQVVR.G Dimethyl: 1, 1

1942 false 188 1143.6412 1142.627 1 6.04 128.62 20.83 16.4 (M:16.4) 1 3 0 K.LAVNMVPFPR.L

1943 false 188 1143.6412 1142.627 1 6.04 128.62 20.83 16.4 (M:16.4) 1 3 0 K.LAVNMVPFPR.L

1944 true 1964 1143.6649 1142.6675 1 -8.63 140.58 39.83 20.5 (M:20.5) 1 1 0 R.EDAVLEYLK.I Dimethyl:2H(4): 1, 9



1945 true 1432 1143.668 1142.6659 1 -4.52 282.31 36.33 57.1 (M:57.1) 3 1 0 R.IALTDNSLIR.K Dimethyl: 1

1946 false 1365 1143.6789 1142.6659 1 5.02 312.99 37.5 21.4 (M:21.4) 1 5 1 K.TLLADKGEIR.V Dimethyl: 1

1947 true 1537 1143.6848 1142.6733 1 3.65 187.17 38.83 55.1 (M:55.1) 3 1 0 R.ILMVGLDAAGK.T Dimethyl: 1, 11

1948 false 81 1143.6856 1142.671 1 6.42 332.58 27.67 15.2 (M:15.2) 1 2 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1

1949 false 81 1143.6856 1142.671 1 6.42 332.58 27.67 15.2 (M:15.2) 1 2 0 K.IVDQIRPDR.Q Dimethyl:2H(4): 1



1950 true 1151 1144.6171 1143.6136 1 -3.22 154.94 33 16.2 (M:16.2) 1 1 1 M.AEVEETLKR.I Acetyl: 1; Dimethyl: 8

1951 true 268 1144.6244 1143.6322 1 -13.19 175.15 28.33 15.2 (M:15.2) 1 1 0 K.LVIVGDGACGK.T
Carbamidomethyl: 9; Dimethyl: 1, 
11

1952 true 1040 1144.6498 1143.6478 1 -4.6 231.99 47.17 54.9 (M:54.9) 3 1 0 M.TTQYGILFK.Q Dimethyl:2H(4): 9; Acetyl: 1

1953 true 1436 1144.6561 1143.6652 1 -14.28 223.26 41.33 33.8 (M:33.8) 1 1 0 R.TVPNVFINGK.H Dimethyl: 1, 10

1954 false 1612 1144.6743 1143.6478 1 16.83 211.47 39.33 25.2 (M:25.2) 2 2 0 K.QYYQELLK.S Dimethyl:2H(4): 8; Dimethyl: 1



1955 true 1612 1144.6743 1143.6636 1 3.02 247.65 39.33 53.2 (M:53.2) 2 1 0 K.MGVPYCIIK.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 9

1956 false 1685 1144.6923 1143.6689 1 14.07 319.83 40.67 16.2 (M:16.2) 1 3 0 K.EPIDIVEGIK.K Dimethyl:2H(4): 10

1957 true 1685 1144.6923 1143.6903 1 -4.67 321.65 40.67 61.8 (M:61.8) 4 1 0 K.VVDLLAPYAK.G Dimethyl: 1, 10

1958 true 119 1144.7453 1143.7216 1 14.36 246.44 21.83 26.1 (M:26.1) 1 1 0 R.KPPIGEGLNR.R Dimethyl:2H(4): 1, 1

1959 true 987 1145.6119 1144.6029 1 1.48 289.35 38 29.7 (M:29.7) 1 1 0 K.YFDLGLPHR.D Dimethyl: 1



1960 true 385 1145.6491 1144.6274 1 12.59 228.71 31.17 15.6 (M:15.6) 1 1 1 R.QKLMEVNQK.T Dimethyl: 9

1961 true 449 1145.6501 1144.639 1 3.35 95.13 29.17 43.4 (M:43.4) 1 1 0 K.VPQAVSEVER.A Dimethyl:2H(4): 1

1962 true 403 1145.6644 1144.658 1 -0.7 312.59 29.5 76.5 (M:76.5) 3 1 0 R.TLSDYNIQK.E Dimethyl:2H(4): 1, 9

1963 true 1028 1145.681 1144.6732 1 0.46 325.44 34 54.0 (M:54.0) 2 1 0 K.LLQDFFNGK.E Dimethyl:2H(4): 1, 9

1964 true 1028 1145.681 1144.6732 1 0.46 325.44 34 54.0 (M:54.0) 2 1 0 K.LLQDFFNGK.E Dimethyl:2H(4): 1, 9



1965 true 103 1146.5573 1145.5499 1 0.08 166.16 20.17 23.3 (M:23.3) 1 1 0 K.VNEAACDIAR.E Carbamidomethyl: 6; Dimethyl: 1

1966 true 659 1146.6281 1145.6041 1 14.59 275.22 30.5 26.3 (M:26.3) 1 1 1 R.ESIESEIRR.E Dimethyl: 1

1967 true 2224 1146.6469 1145.6416 1 -1.73 229.98 36.33 25.8 (M:25.8) 1 1 0 K.EMLGGEIIPR.S Dimethyl:2H(4): 1

1968 true 382 1146.7449 1145.7449 1 -6.41 345.52 30.5 43.0 (M:43.0) 1 1 1 K.IAAYDKLEK.T Dimethyl:2H(4): 1, 6, 9

1969 true 2558 1146.7453 1145.7322 1 5.12 410.11 48.67 56.2 (M:56.2) 4 1 0 R.VLITTDLLAR.G Dimethyl:2H(4): 1



1970 true 651 1147.5754 1146.5669 1 1.04 266.12 29 44.7 (M:44.7) 1 1 0 K.GEFQGISPER.A Dimethyl: 1

1971 true 363 1147.5831 1146.5822 1 -5.52 242.79 30.17 24.1 (M:24.1) 1 1 0 K.FGNDVQHFK.V Dimethyl: 1, 9

1972 true 969 1147.6096 1146.6183 1 -13.89 195.22 32 61.6 (M:61.6) 1 1 0 K.VELQELNDR.F Dimethyl:2H(4): 1

1973 true 969 1147.6096 1146.6183 1 -13.89 195.22 32 61.6 (M:61.6) 1 1 0 K.VELQELNDR.F Dimethyl:2H(4): 1

1974 true 3057 1147.6665 1146.6649 1 -4.88 165.27 43.83 43.5 (M:43.5) 2 1 0 R.LVTLEEFLR.A Dimethyl: 1



1975 true 1176 1147.6705 1146.6649 1 -1.42 177.97 36.17 27.8 (M:27.8) 1 1 0 K.IIQNVFTEK.L Dimethyl: 1, 9

1976 false 1466 1147.6915 1146.691 1 -5.9 253.6 36.33 18.2 (M:18.2) 1 9 1 K.TLLADKGEIR.V Dimethyl:2H(4): 1

1977 true 1166 1147.7014 1146.6889 1 4.62 284.98 35.33 56.4 (M:56.4) 1 1 0 R.YQGVNLYVK.N Dimethyl:2H(4): 1, 9

1978 true 1166 1147.7014 1146.6889 1 4.62 284.98 35.33 56.4 (M:56.4) 1 1 0 R.YQGVNLYVK.N Dimethyl:2H(4): 1, 9

1979 true 1366 1147.7031 1146.691 1 4.17 370.73 37.5 46.1 (M:46.1) 4 1 0 R.IALTDNSLIR.K Dimethyl:2H(4): 1



1980 false 1366 1147.7031 1146.7162 1 -17.75 323.64 37.5 16.2 (M:16.2) 1 5 1 K.IVKTQEELK.D Dimethyl:2H(4): 1; Dimethyl: 3

1981 true 1855 1147.7387 1146.7464 1 -12.99 255.6 41.5 88.6 (M:88.6) 2 1 0 K.NADPLLISLK.H Dimethyl:2H(4): 1, 10

1982 true 85 1148.5088 1147.5114 1 -8.61 283.83 26.5 48.2 (M:48.2) 2 1 0 R.DGNTMVACPR.I Carbamidomethyl: 8; Dimethyl: 1

1983 true 450 1148.5647 1147.5833 1 -22.57 238.77 27.5 17.7 (M:17.7) 1 1 1 K.GSTVAREASDK.E Dimethyl: 11

1984 true 1046 1148.5916 1147.6125 1 -24.57 137.56 33.33 49.5 (M:49.5) 1 1 0 K.FDQLLAEEK.N Dimethyl: 1, 9



1985 true 1060 1148.6764 1147.6729 1 -3.27 279.83 34.67 44.0 (M:44.0) 1 1 0 K.YGVSGYPTLK.I Dimethyl:2H(4): 1, 10

1986 true 553 1148.6844 1147.6713 1 5.03 220.86 32.17 60.3 (M:60.3) 2 1 0 R.VLVAHIPSER.R Dimethyl: 1

1987 true 976 1149.6205 1148.6077 1 4.79 292.15 29.83 64.8 (M:64.8) 2 1 0 K.ALAAGGYDVEK.N Dimethyl: 1, 11

1988 true 988 1149.6388 1148.628 1 3.03 316.17 38 46.8 (M:46.8) 1 1 0 K.YFDLGLPHR.D Dimethyl:2H(4): 1

1989 true 1623 1149.6533 1148.6492 1 -2.77 321.98 37.33 20.5 (M:20.5) 1 1 0 K.ELLQTPNFR.I Dimethyl:2H(4): 1



1990 true 1623 1149.6533 1148.6492 1 -2.77 321.98 37.33 20.5 (M:20.5) 1 1 0 K.ELLQTPNFR.I Dimethyl:2H(4): 1

1991 true 350 1149.7797 1148.7671 1 4.64 236.96 24.33 30.9 (M:30.9) 1 1 1 K.KIEISQHAK.Y Dimethyl:2H(4): 1, 1, 9

1992 true 866 1150.5306 1149.5336 1 -8.9 237.08 31.67 39.9 (M:39.9) 1 1 0 R.MGESDDSILR.L Dimethyl: 1

1993 true 608 1150.5628 1149.5666 1 -9.63 203.68 29.67 36.7 (M:36.7) 1 1 0 R.VEQDEYALR.S Dimethyl: 1

1994 true 1189 1150.584 1149.5778 1 -0.98 251.57 34.5 19.8 (M:19.8) 1 1 0 K.NQGDFSLSVR.V Dimethyl: 1



1995 true 1742 1150.6136 1149.607 1 -0.56 246.78 34 38.5 (M:38.5) 1 1 0 R.FPDENFLLK.H Dimethyl: 9

1996 true 660 1150.6436 1149.6292 1 6.22 310.55 30.5 16.0 (M:16.0) 1 1 1 R.ESIESEIRR.E Dimethyl:2H(4): 1

1997 true 889 1150.7731 1149.7536 1 10.65 352.13 36.17 34.0 (M:34.0) 1 1 0 R.LLSIPIHGIR.A Dimethyl:2H(4): 1

1998 true 1980 1150.7882 1149.7737 1 6.27 128.37 45.83 55.7 (M:55.7) 2 1 0 K.LLEPVLLLGK.E Dimethyl: 1, 10

1999 true 660 1151.4509 1150.4567 1 -11.4 210.73 30.17 45.1 (M:45.1) 1 1 0 R.DGYDYDGYR.L Dimethyl: 1



2000 true 149 1151.5764 1150.5619 1 6.32 193.13 20.67 28.8 (M:28.8) 1 1 0 R.TAQEVEQYR.S Dimethyl: 1

2001 true 25 1151.5793 1150.5619 1 8.83 320.6 24.33 23.2 (M:23.2) 1 1 1 K.ANFDKESER.H Dimethyl: 1, 5

2002 true 1467 1151.58 1150.5805 1 -6.77 320.55 36.33 49.0 (M:49.0) 1 1 0 R.MGSGIGFGIER.M Dimethyl: 1

2003 true 609 1151.5848 1150.592 1 -12.58 255.8 29 25.6 (M:25.6) 1 1 0 K.GEFQGISPER.A Dimethyl:2H(4): 1

2004 true 955 1151.5908 1150.5899 1 -5.55 301.17 34.5 36.1 (M:36.1) 1 1 0 R.NYYEQWGK.L Dimethyl:2H(4): 1, 8



2005 true 311 1151.6176 1150.587 1 20.21 244.93 29.5 15.3 (M:15.3) 1 1 0 K.EAFSDGIASVK.K Dimethyl: 11

2006 true 366 1151.6293 1150.6135 1 7.39 249.91 29.67 41.5 (M:41.5) 2 1 0 R.NKPAYFAER.L Dimethyl: 1, 2

2007 true 1598 1151.652 1150.6234 1 18.5 327.89 39.17 15.8 (M:15.8) 1 1 1 K.YALTGDEVKK.I Dimethyl: 9

2008 true 3058 1151.6917 1150.69 1 -4.86 127.38 43.83 29.3 (M:29.3) 1 1 0 R.LVTLEEFLR.A Dimethyl:2H(4): 1

2009 true 338 1151.6945 1150.6863 1 0.85 287.42 29.17 47.1 (M:47.1) 1 1 0 R.IFAPNHVVAK.S Dimethyl: 1, 10



2010 true 1647 1151.7123 1150.7074 1 -2.09 359.09 40.17 47.4 (M:47.4) 1 1 0 R.VGQVLELPLR.I Dimethyl: 1

2011 true 1538 1151.7341 1150.7235 1 2.89 200.9 38.83 64.3 (M:64.3) 1 1 0 R.ILMVGLDAAGK.T Dimethyl:2H(4): 1, 11

2012 true 578 1151.7417 1150.7314 1 2.66 344.78 30.17 32.8 (M:32.8) 2 1 1 K.LRVDPVNFK.L Dimethyl:2H(4): 1, 9

2013 true 1340 1152.5581 1151.5434 1 6.51 262.55 37.5 40.3 (M:40.3) 3 1 0 R.DYFIPCPGR.G Carbamidomethyl: 6; Dimethyl: 1

2014 false 103 1152.5709 1151.5365 1 23.51 317.79 26.5 18.8 (M:18.8) 1 2 0 R.DGNTMVACPR.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



2015 true 85 1152.5883 1151.5757 1 4.6 303.58 25.67 24.1 (M:24.1) 1 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

2016 true 85 1152.5883 1151.5757 1 4.6 303.58 25.67 24.1 (M:24.1) 1 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

2017 true 85 1152.5883 1151.5757 1 4.6 303.58 25.67 24.1 (M:24.1) 1 1 0 K.EMQPTHPIR.L Oxidation: 2; Dimethyl: 1

2018 true 363 1152.5958 1151.5823 1 5.43 228.31 22.67 40.8 (M:40.8) 2 1 1 K.VGTEEDKYR.L Dimethyl: 1, 7

2019 true 1652 1152.63 1151.6227 1 0.07 239.02 34 69.1 (M:69.1) 2 1 0 K.FADENFILK.H Dimethyl: 1, 9



2020 false 1652 1152.63 1151.6083 1 12.55 202.14 34 30.4 (M:30.4) 2 4 0 K.MGVPYCIIK.S
Carbamidomethyl: 6; Oxidation: 
1; Dimethyl: 1, 9

2021 true 1096 1152.693 1151.6601 1 22.22 280.22 38.17 22.1 (M:22.1) 1 1 0 K.TAVLTAFANGR.S Dimethyl:2H(4): 1

2022 true 1686 1152.7425 1151.7406 1 -4.65 332.62 40.67 71.8 (M:71.8) 2 1 0 K.VVDLLAPYAK.G Dimethyl:2H(4): 1, 10

2023 false 1253 1152.7436 1151.7365 1 -0.15 248.78 36.5 17.9 (M:17.9) 1 3 1 R.AALEKSVSQK.I
Dimethyl:2H(4): 1, 5; Dimethyl: 
10

2024 true 1253 1152.7436 1151.7278 1 7.44 299.8 36.5 39.0 (M:39.0) 1 1 0 K.LKPLEVELR.R Dimethyl: 1, 2



2025 false 1253 1152.7436 1151.7216 1 12.81 304.07 36.5 16.6 (M:16.6) 1 4 1 R.LYLSKNNLK.E Dimethyl:2H(4): 5; Dimethyl: 9

2026 true 355 1153.6025 1152.5866 1 7.55 309.1 30.33 23.5 (M:23.5) 1 1 0 K.GYLPSHYER.V Dimethyl:2H(4): 1

2027 true 188 1153.6027 1152.5961 1 -0.62 269.85 27.33 32.8 (M:32.8) 1 1 0 R.GIEPHGNMVK.Q Oxidation: 8; Dimethyl: 1, 10

2028 true 3259 1153.6223 1152.6179 1 -2.52 311.46 45.5 58.0 (M:58.0) 1 1 0 K.VFSFDLELR.V Dimethyl: 1

2029 false 3259 1153.6223 1152.6404 1 -22 274.09 45.5 16.2 (M:16.2) 1 8 0 R.TTWLHQALR.E Dimethyl: 1



2030 true 2377 1153.6381 1152.623 1 6.82 246.76 46.83 15.0 (M:15.0) 1 1 0 R.EQGVLSFWR.G Dimethyl:2H(4): 1

2031 true 32 1153.6785 1152.6503 1 18.15 308.25 20 36.2 (M:36.2) 1 1 0 K.TEAPKPELGR.V Dimethyl: 1, 5

2032 true 944 1154.5547 1153.5587 1 -9.77 270.52 31.67 32.4 (M:32.4) 1 1 0 R.MGESDDSILR.L Dimethyl:2H(4): 1

2033 true 609 1154.5845 1153.5917 1 -12.58 254.12 29.5 15.2 (M:15.2) 1 1 0 R.VEQDEYALR.S Dimethyl:2H(4): 1

2034 true 850 1154.5999 1153.588 1 4.02 294.57 34 51.9 (M:51.9) 1 1 0 K.LHVDPENFR.L Dimethyl: 1



2035 true 1190 1154.6073 1153.6029 1 -2.49 357.24 34.5 17.1 (M:17.1) 1 1 0 K.NQGDFSLSVR.V Dimethyl:2H(4): 1

2036 true 2339 1154.6272 1153.6281 1 -7.05 299.57 37.17 30.1 (M:30.1) 1 1 0 K.NYITVDELR.R Dimethyl:2H(4): 1

2037 true 224 1154.6406 1153.6244 1 7.76 392.04 33 30.7 (M:30.7) 1 1 0 K.FAVLHGETPR.I Dimethyl: 1

2038 true 735 1154.749 1153.7311 1 9.26 257.96 33.33 49.9 (M:49.9) 1 1 0 K.GISPEPIHLK.I Dimethyl:2H(4): 1, 10

2039 true 780 1154.7655 1153.7485 1 8.45 270.6 34.83 29.8 (M:29.8) 1 1 0 K.ANLIVLGAVPR.L Dimethyl:2H(4): 1



2040 true 1618 1155.4468 1154.4516 1 -10.46 204.17 36 50.9 (M:50.9) 1 1 0 M.ADFDPYDDR.A Acetyl: 1

2041 true 661 1155.4679 1154.4818 1 -18.34 189 30.17 27.3 (M:27.3) 1 1 0 R.DGYDYDGYR.L Dimethyl:2H(4): 1

2042 false 1913 1155.5881 1154.6042 1 -20.27 164.13 42.5 20.1 (M:20.1) 1 2 0 K.EETELMSLK.M
Dimethyl:2H(4): 1; Oxidation: 6; 
Dimethyl: 9

2043 true 1913 1155.5881 1154.5794 1 1.22 166.31 42.5 25.0 (M:25.0) 1 1 0 R.FDTMPFTLR.A Dimethyl: 1

2044 true 2131 1155.5999 1154.5972 1 -3.95 148.49 40.67 45.7 (M:45.7) 1 1 0 K.FFENLSGTGK.A Dimethyl: 1, 10



2045 true 31 1155.605 1154.596 1 1.46 271.92 24.33 43.5 (M:43.5) 2 1 0 K.YDSTHGHFK.G Dimethyl:2H(4): 1, 9

2046 true 175 1155.6055 1154.587 1 9.72 192.99 20.67 25.8 (M:25.8) 1 1 0 R.TAQEVEQYR.S Dimethyl:2H(4): 1

2047 true 1434 1155.6102 1154.6056 1 -2.34 344.88 36.33 46.6 (M:46.6) 1 1 0 R.MGSGIGFGIER.M Dimethyl:2H(4): 1

2048 true 1634 1155.7336 1154.7325 1 -5.36 309.16 40.17 42.8 (M:42.8) 2 1 0 R.VGQVLELPLR.I Dimethyl:2H(4): 1

2049 false 1634 1155.7336 1154.7135 1 11.04 331.81 40.17 17.0 (M:17.0) 1 3 1 R.AATIVQQKLR.S Dimethyl: 1



2050 true 86 1156.6126 1155.6008 1 3.91 257.81 25.67 15.9 (M:15.9) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 2

2051 true 86 1156.6126 1155.6008 1 3.91 257.81 25.67 15.9 (M:15.9) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 2

2052 true 86 1156.6126 1155.6008 1 3.91 257.81 25.67 15.9 (M:15.9) 1 1 0 K.EMQPTHPIR.L Dimethyl:2H(4): 1; Oxidation: 2

2053 true 1130 1156.614 1155.5996 1 6.15 279.32 30.67 31.1 (M:31.1) 2 1 1 M.GDREQLLQR.A Acetyl: 1

2054 false 2130 1156.6817 1155.6863 1 -10.28 289.26 37.17 17.6 (M:17.6) 1 6 1 M.VQQKLDEIK.D Dimethyl: 4, 9



2055 true 1576 1156.692 1155.6863 1 -1.36 257.98 36.83 27.5 (M:27.5) 2 1 1 K.RLEVDIDIK.I Dimethyl: 1, 9

2056 true 610 1157.5397 1156.5372 1 -4.18 239.78 29.67 21.9 (M:21.9) 1 1 0 K.MFEDPETTR.Q Dimethyl:2H(4): 1

2057 true 686 1157.5451 1156.5335 1 3.69 377.83 33 24.0 (M:24.0) 1 1 0 K.CEFAVGYQR.L Carbamidomethyl: 1; Dimethyl: 1

2058 true 717 1157.5924 1156.5838 1 1.15 318.09 32.17 46.3 (M:46.3) 2 1 0 R.MFTTYPPTK.T Oxidation: 1; Dimethyl: 1, 9

2059 true 844 1157.6378 1156.6402 1 -8.35 331.72 32.17 33.2 (M:33.2) 1 1 0 R.YGPSLMPGGSK.E Dimethyl:2H(4): 1, 11



2060 true 1128 1157.6526 1156.6464 1 -0.95 350.25 35.5 50.2 (M:50.2) 1 1 0 K.MLLYTEVTR.Y Dimethyl:2H(4): 1

2061 true 604 1157.6637 1156.6502 1 5.39 303.3 32.5 19.5 (M:19.5) 1 1 0 K.GLDISHLSQR.L Dimethyl:2H(4): 1

2062 true 610 1157.6661 1156.658 1 0.75 292.92 30 99.4 (M:99.4) 2 1 0 K.ALAAGGYDVEK.N Dimethyl:2H(4): 1, 11

2063 false 610 1157.6661 1156.6464 1 10.74 315.21 30 24.6 (M:24.6) 2 2 1 K.TSFQAMKEK.S Dimethyl:2H(4): 9; Dimethyl: 1, 7

2064 true 1191 1157.7239 1156.722 1 -4.59 283.52 35.5 38.5 (M:38.5) 1 1 1 K.KVVNPLFEK.R Dimethyl: 1, 1, 9



2065 true 729 1158.526 1157.4989 1 17.11 320.55 28.5 41.8 (M:41.8) 2 1 0 R.SGTDPDFTYR.K

2066 false 328 1158.5932 1157.5901 1 -3.63 441.34 30.17 15.2 (M:15.2) 1 5 1 R.DGRPLSSRDR.R

2067 true 589 1158.5965 1157.5863 1 2.51 351.45 30.33 66.0 (M:66.0) 4 1 0 R.ALVDGPCSGVR.R Carbamidomethyl: 7; Dimethyl: 1

2068 true 1571 1158.6168 1157.6193 1 -8.43 324.91 37.33 55.4 (M:55.4) 2 1 0 R.FPGQLNADLR.K Dimethyl: 1

2069 true 1571 1158.6168 1157.6193 1 -8.43 324.91 37.33 55.4 (M:55.4) 2 1 0 R.FPGQLNADLR.K Dimethyl: 1



2070 true 1571 1158.6168 1157.6193 1 -8.43 324.91 37.33 55.4 (M:55.4) 2 1 0 R.FPGQLNADLR.K Dimethyl: 1

2071 true 818 1158.6251 1157.6131 1 4.1 315.94 34 46.7 (M:46.7) 1 1 0 K.LHVDPENFR.L Dimethyl:2H(4): 1

2072 true 225 1158.6573 1157.6495 1 0.45 444.07 33 38.8 (M:38.8) 1 1 0 K.FAVLHGETPR.I Dimethyl:2H(4): 1

2073 true 691 1158.6944 1157.6896 1 -2.12 277.32 31.83 45.0 (M:45.0) 1 1 0 K.QYTGINAISK.K Dimethyl:2H(4): 1, 10

2074 true 1015 1158.7704 1157.7624 1 0.67 283.79 38 79.8 (M:79.8) 1 1 0 K.ELGITALHIK.L Dimethyl:2H(4): 1, 10



2075 true 1981 1158.8419 1157.8239 1 9.27 610.35 45.83 78.4 (M:78.4) 3 1 0 K.LLEPVLLLGK.E Dimethyl:2H(4): 1, 10

2076 true 577 1159.5556 1158.5339 1 12.46 316.67 31 33.1 (M:33.1) 2 1 0 R.STSSFSCLSR.H Carbamidomethyl: 7; Dimethyl: 1

2077 true 433 1159.608 1158.5993 1 1.22 221.98 23.17 26.3 (M:26.3) 1 1 1 R.TREEIQEVR.S

2078 true 29 1159.6626 1158.6431 1 10.57 316.32 21.5 38.6 (M:38.6) 1 1 0 K.VQLVTCQQK.I
Carbamidomethyl: 6; Dimethyl: 1, 
9

2079 true 809 1159.6755 1158.6521 1 13.9 326.02 35.33 19.0 (M:19.0) 1 1 0 R.WTGMIIGPPR.T Dimethyl:2H(4): 1



2080 false 339 1159.7441 1158.7274 1 8.15 482.02 29.17 15.8 (M:15.8) 1 2 0 K.SSAQGKPLALK.I Dimethyl:2H(4): 11; Dimethyl: 6

2081 true 339 1159.7441 1158.7365 1 0.34 324.09 29.17 52.4 (M:52.4) 2 1 0 R.IFAPNHVVAK.S Dimethyl:2H(4): 1, 10

2082 false 244 1160.5658 1159.5469 1 10.03 412.47 33.67 21.5 (M:21.5) 2 2 1 K.GGDQEGGGKAEK.S Dimethyl: 12

2083 true 514 1160.5671 1159.551 1 7.67 413.63 31.83 46.2 (M:46.2) 5 1 0 R.GYSFTTTAER.E Dimethyl: 1

2084 false 899 1160.6143 1159.6097 1 -2.29 372.96 32.83 15.4 (M:15.4) 1 3 1 R.DSSFIEKMK.K
Dimethyl:2H(4): 1; Oxidation: 8; 
Dimethyl: 9



2085 true 899 1160.6143 1159.5986 1 7.27 278.82 32.83 33.2 (M:33.2) 1 1 0 K.VQVYQEPNR.E Dimethyl: 1

2086 true 254 1160.6159 1159.5986 1 8.67 240.58 28.67 32.2 (M:32.2) 2 1 0 R.LSEGYAIHSR.D Dimethyl: 1

2087 true 824 1160.6428 1159.6362 1 -0.53 353.39 34 32.5 (M:32.5) 1 1 0 K.HFVQMLPEK.D Dimethyl:2H(4): 9

2088 true 2705 1160.674 1159.675 1 -7.15 128.44 38.83 24.4 (M:24.4) 1 1 0 R.VLSTPDLEVR.K Dimethyl:2H(4): 1

2089 true 1654 1160.6815 1159.6729 1 1.17 255.75 34 72.0 (M:72.0) 2 1 0 K.FADENFILK.H Dimethyl:2H(4): 1, 9



2090 false 1654 1160.6815 1159.6585 1 13.57 183.28 34 27.0 (M:27.0) 2 2 0 K.MGVPYCIIK.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 9; Oxidation: 1

2091 true 1267 1160.7418 1159.7227 1 10.2 217.63 40.5 32.1 (M:32.1) 1 1 0 K.LATNAAVTVLR.V Dimethyl:2H(4): 1

2092 true 105 1161.5521 1160.5496 1 -4.13 238.09 20.5 34.2 (M:34.2) 1 1 0 K.CATITPDEAR.V Carbamidomethyl: 1; Dimethyl: 1

2093 true 687 1161.5669 1160.5586 1 0.83 347.84 33 17.1 (M:17.1) 1 1 0 K.CEFAVGYQR.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

2094 true 565 1161.5705 1160.5673 1 -3.52 248.3 29.33 75.7 (M:75.7) 1 1 0 K.GAGTDDDTLIR.V Dimethyl: 1



2095 true 20 1161.5946 1160.6012 1 -11.93 212.64 23 24.1 (M:24.1) 1 1 1 K.MYEEHLKR.M Dimethyl: 1, 7

2096 false 1283 1161.6165 1160.6077 1 1.24 272.94 34 16.4 (M:16.4) 1 8 0 K.EQFPGLTDVK.I Dimethyl: 10

2097 true 1915 1161.6202 1160.5978 1 12.96 166.04 42.33 25.8 (M:25.8) 1 1 0 R.FDPFGPLGAGR.A Dimethyl: 1

2098 true 927 1161.6481 1160.6441 1 -2.85 446.66 34.67 40.4 (M:40.4) 1 1 0 R.VGEPQTFSLK.F Dimethyl: 1, 10

2099 true 652 1161.6691 1160.6703 1 -7.25 351.03 29.17 50.9 (M:50.9) 1 1 0 R.LVTDVQEAVR.T Dimethyl:2H(4): 1



2100 true 2273 1161.7193 1160.7067 1 4.58 367.44 45.5 38.2 (M:38.2) 1 1 0 R.TQGLLSEILR.K Dimethyl:2H(4): 1

2101 true 1635 1161.7424 1160.7256 1 8.17 139.57 37.67 56.6 (M:56.6) 1 1 0 K.QPALLELEGK.K Dimethyl:2H(4): 1, 10

2102 false 598 1162.5539 1161.5601 1 -11.58 329.69 30.17 15.8 (M:15.8) 1 4 1 K.RAPQMDWSK.K Oxidation: 5; Dimethyl: 9

2103 true 329 1162.6173 1161.6114 1 -1.15 379.92 30.17 38.8 (M:38.8) 2 1 0 R.ALVDGPCSGVR.R
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

2104 true 1191 1162.6219 1161.6142 1 0.37 354.43 34.5 65.5 (M:65.5) 1 1 0 R.DAGLQLQAYR.Y Dimethyl: 1



2105 false 316 1162.6251 1161.6179 1 -0.08 453.28 35.5 16.0 (M:16.0) 1 7 0 R.ALDEGEIVER.N Dimethyl:2H(4): 1

2106 false 837 1162.6348 1161.6142 1 11.45 328.02 32.17 16.6 (M:16.6) 1 3 1 K.RANEFLEVGK.K

2107 false 837 1162.6348 1161.6281 1 -0.52 236.16 32.17 15.6 (M:15.6) 1 6 0 K.LEEAFITSPK.D Dimethyl: 1

2108 false 837 1162.6348 1161.6288 1 -1.11 274.12 32.17 15.1 (M:15.1) 1 7 1 R.RALSTSICVR.A Carbamidomethyl: 8

2109 true 837 1162.6348 1161.6394 1 -10.18 293.12 32.17 30.6 (M:30.6) 1 1 1 K.IAEVDFEKR.D Dimethyl: 1, 8



2110 true 1505 1162.6475 1161.6444 1 -3.56 381.85 37.33 85.0 (M:85.0) 4 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

2111 true 1505 1162.6475 1161.6444 1 -3.56 381.85 37.33 85.0 (M:85.0) 4 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

2112 true 1505 1162.6475 1161.6444 1 -3.56 381.85 37.33 85.0 (M:85.0) 4 1 0 R.FPGQLNADLR.K Dimethyl:2H(4): 1

2113 false 612 1162.6486 1161.6466 1 -4.5 243.26 30.33 16.0 (M:16.0) 1 5 1 R.RSSTSQISLR.N Dimethyl: 1

2114 false 1374 1162.6561 1161.6655 1 -14.41 336.78 40.5 23.9 (M:23.9) 2 2 0 R.LAAGTVNSELR.F Dimethyl:2H(4): 1



2115 true 1528 1162.664 1161.6506 1 5.25 358.97 38.67 64.4 (M:64.4) 5 1 0 R.NTIFTNVGLR.S Dimethyl: 1

2116 true 62 1162.6761 1161.6655 1 2.79 425.3 27 42.6 (M:42.6) 1 1 0 K.LIANNTTVER.R Dimethyl:2H(4): 1

2117 true 1753 1162.8013 1161.7977 1 -3.13 298.58 41.33 62.8 (M:62.8) 1 1 0 K.YLAIAPPIIK.Q Dimethyl:2H(4): 1, 10

2118 true 1030 1163.6099 1162.592 1 9.08 356.46 33.83 17.4 (M:17.4) 1 1 0 R.WVEATDPSAR.T Dimethyl:2H(4): 1

2119 false 1959 1163.6267 1162.6318 1 -10.6 247.09 43.33 23.3 (M:23.3) 1 2 1 R.DKDGMPLTAR.V Dimethyl:2H(4): 2; Dimethyl: 1



2120 true 917 1163.642 1162.6346 1 0.06 308.66 34.5 57.3 (M:57.3) 3 1 0 R.QFVTATDVVR.G Dimethyl: 1

2121 true 797 1163.6765 1162.675 1 -5.03 311.76 35 37.6 (M:37.6) 1 1 0 K.VGLFPANYVK.L Dimethyl: 1, 10

2122 true 1920 1163.7508 1162.7413 1 1.9 101.78 34.83 62.6 (M:62.6) 1 1 0 K.GELVGGLDIVK.E Dimethyl:2H(4): 1, 11

2123 true 99 1164.4964 1163.5063 1 -14.79 290.6 26.5 28.8 (M:28.8) 1 1 0 R.DGNTMVACPR.I
Carbamidomethyl: 8; Oxidation: 
5; Dimethyl: 1

2124 true 151 1164.5149 1163.4989 1 7.48 198.25 26.33 18.3 (M:18.3) 1 1 1 R.DTCNEGRER.E Carbamidomethyl: 3; Dimethyl: 1



2125 false 218 1164.5933 1163.5611 1 21.41 447.5 33.67 23.0 (M:23.0) 2 2 0 R.FPSHFSSDLK.D

2126 true 218 1164.5933 1163.5761 1 8.59 454.36 33.67 86.0 (M:86.0) 5 1 0 R.GYSFTTTAER.E Dimethyl:2H(4): 1

2127 false 218 1164.5933 1163.6084 1 -19.2 460.26 33.67 18.1 (M:18.1) 1 3 1 K.GTDGAERAAEK.A Dimethyl:2H(4): 1; Dimethyl: 11

2128 true 335 1164.5947 1163.5907 1 -2.79 229.67 26.67 25.6 (M:25.6) 1 1 0 R.VDQDVMAAQR.K Dimethyl:2H(4): 1

2129 false 498 1164.5957 1163.572 1 14.11 630.42 31.83 19.5 (M:19.5) 1 2 1 K.GGDQEGGGKAEK.S Dimethyl:2H(4): 9



2130 true 95 1164.6293 1163.6237 1 -1.38 425.95 27.67 27.1 (M:27.1) 2 1 0 K.VQVYQEPNR.E Dimethyl:2H(4): 1

2131 true 255 1164.6422 1163.6237 1 9.65 260.25 28.67 21.2 (M:21.2) 1 1 0 R.LSEGYAIHSR.D Dimethyl:2H(4): 1

2132 true 196 1164.7107 1163.7026 1 0.69 288.25 22.67 37.9 (M:37.9) 2 1 1 R.RLPPQQIEK.N Dimethyl: 1, 9

2133 false 409 1165.5612 1164.5743 1 -17.51 330.29 31.17 18.9 (M:18.9) 1 3 1 K.GMADRIISMR.T Oxidation: 2

2134 true 409 1165.5612 1164.5597 1 -4.98 315.42 31.17 51.8 (M:51.8) 2 1 0 R.FTNVGPDTMR.V Dimethyl: 1



2135 true 409 1165.5612 1164.5597 1 -4.98 315.42 31.17 51.8 (M:51.8) 2 1 0 R.FTNVGPDTMR.V Dimethyl: 1

2136 true 121 1165.5801 1164.5747 1 -1.61 236.67 20.5 41.7 (M:41.7) 1 1 0 K.CATITPDEAR.V
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

2137 true 2837 1165.5906 1164.5849 1 -1.36 265.56 39.67 27.0 (M:27.0) 1 1 0 R.VMLETPEYR.S Dimethyl: 1

2138 false 1284 1165.6384 1164.6328 1 -1.46 338.8 33.83 18.9 (M:18.9) 1 4 0 K.EQFPGLTDVK.I Dimethyl:2H(4): 10

2139 true 987 1165.6554 1164.6401 1 6.93 497.37 37.17 33.1 (M:33.1) 1 94.94 1 1 K.VSVKSEGGSQR.D Dimethyl:2H(4): 4



2140 true 976 1165.6672 1164.6553 1 3.97 333.8 34.17 17.6 (M:17.6) 1 1 0 R.FGVQLQATNR.E Dimethyl:2H(4): 1

2141 true 718 1165.6928 1164.6754 1 8.67 193.73 31.17 32.2 (M:32.2) 1 1 0 R.LYSIQGTSLK.S Dimethyl: 1, 10

2142 true 2399 1165.7295 1164.7206 1 1.46 306.63 37.5 36.8 (M:36.8) 2 1 0 R.VSGGLEVLAEK.C Dimethyl:2H(4): 1, 11

2143 false 2399 1165.7295 1164.7454 1 -19.83 257.54 37.5 20.6 (M:20.6) 1 50 3 1 K.TKVMVSISLK.F Dimethyl:2H(4): 2; Dimethyl: 10

2144 true 945 1166.5248 1165.5285 1 -9.4 167.39 31.83 25.4 (M:25.4) 1 1 0 R.MGESDDSILR.L Oxidation: 1; Dimethyl: 1



2145 true 1184 1166.5496 1165.5553 1 -11.14 228.6 33.17 19.6 (M:19.6) 1 1 0 K.QPEDDLFDR.L Dimethyl:2H(4): 1

2146 true 71 1166.5747 1165.5917 1 -20.85 310.64 25.83 31.1 (M:31.1) 1 1 0 R.DAVTYTEHAK.R Dimethyl:2H(4): 10

2147 false 1092 1166.5991 1165.5914 1 0.35 527.62 30.5 17.4 (M:17.4) 1 2 1 K.SRGCGVVEFK.D Carbamidomethyl: 4; Dimethyl: 1

2148 false 1192 1166.6305 1165.6417 1 -15.85 331.77 34.5 15.3 (M:15.3) 1 2 1 K.FVVKMTEEK.L Dimethyl: 4, 9

2149 true 1192 1166.6305 1165.6393 1 -13.84 398.99 34.5 44.4 (M:44.4) 2 1 0 R.DAGLQLQAYR.Y Dimethyl:2H(4): 1



2150 false 918 1166.6568 1165.6679 1 -15.75 477.5 34.67 19.0 (M:19.0) 1 5 1 K.MVENIKQTK.D
Dimethyl:2H(4): 6; Oxidation: 1; 
Dimethyl: 9

2151 true 144 1166.6579 1165.6455 1 4.34 454.46 28.67 53.4 (M:53.4) 1 1 0 R.HVGDLGNVTAK.G Dimethyl: 1, 11

2152 true 122 1167.5592 1166.5407 1 9.62 350.39 26.33 34.2 (M:34.2) 1 1 0 R.DYGHGGYGGPR.S Dimethyl:2H(4): 1

2153 true 731 1167.5655 1166.5608 1 -2.21 299.36 28.83 43.6 (M:43.6) 2 1 0 R.YYPTEDVPR.K Dimethyl: 1

2154 true 774 1167.6051 1166.6044 1 -5.65 349.24 31.67 71.2 (M:71.2) 1 1 0 K.LGVIEDHSNR.T Dimethyl: 1



2155 false 2016 1167.64 1166.6569 1 -20.68 335.07 43.33 19.5 (M:19.5) 1 2 1 R.DKDGMPLTAR.V Dimethyl:2H(4): 1, 2

2156 true 2017 1167.6602 1166.6597 1 -5.85 277.76 39.67 54.0 (M:54.0) 2 1 0 R.QFVTATDVVR.G Dimethyl:2H(4): 1

2157 true 39 1167.6734 1166.6747 1 -7.3 162.44 19.67 21.4 (M:21.4) 1 1 1 K.DILKDQESR.K Dimethyl:2H(4): 1, 4

2158 true 62 1167.6834 1166.6933 1 -14.69 332.54 21.5 29.9 (M:29.9) 1 1 0 K.VQLVTCQQK.I
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 9

2159 true 226 1168.5718 1167.5594 1 4.35 255.15 21.17 26.4 (M:26.4) 1 1 1 R.ECEDIYRK.G
Carbamidomethyl: 2; Dimethyl: 1, 
8



2160 true 393 1168.6435 1167.6198 1 14.02 270.53 30.83 20.8 (M:20.8) 1 1 0 K.SDYNLPMHK.M Dimethyl:2H(4): 1, 9

2161 true 429 1168.6488 1167.6248 1 14.34 324.36 31.5 39.5 (M:39.5) 1 1 0 R.GTPGGTPLSPTR.I Dimethyl: 1

2162 true 858 1168.6509 1167.64 1 3.1 251.58 34.33 29.3 (M:29.3) 1 1 0 R.VEVGPHSFIR.Q Dimethyl: 1

2163 true 825 1168.6681 1167.6612 1 -0.28 407.44 34.17 35.0 (M:35.0) 1 1 0 K.VVEGLPLSNGR.K Dimethyl: 1

2164 false 58 1168.6981 1167.6774 1 11.48 210.34 25 15.9 (M:15.9) 1 2 1 K.NRVVEHNIR.I Dimethyl:2H(4): 1



2165 true 1921 1168.7023 1167.7025 1 -6.4 195.84 34.83 30.0 (M:30.0) 1 1 0 K.MDAILTEAIK.A Dimethyl:2H(4): 1, 10

2166 true 1449 1168.7135 1167.7016 1 3.97 316.55 41.67 54.3 (M:54.3) 3 1 0 R.FNVIQPGPIK.T Dimethyl: 1, 10

2167 false 654 1168.7143 1167.7277 1 -17.7 197.03 36.33 15.4 (M:15.4) 1 9 1 R.VLEQHKLNK.D Dimethyl:2H(4): 6; Dimethyl: 9

2168 true 282 1168.7235 1167.6976 1 15.99 273.13 23.67 21.1 (M:21.1) 1 1 1 R.VIVKEPNTGR.L Dimethyl: 1, 4

2169 true 1410 1168.7391 1167.7467 1 -12.7 279.91 36.83 62.9 (M:62.9) 1 1 0 K.QQLLIGAYAK.A Dimethyl:2H(4): 1, 10



2170 false 1410 1168.7391 1167.7137 1 15.55 198.88 36.83 17.5 (M:17.5) 1 3 1 K.LMKEGLQAAK.L
Dimethyl:2H(4): 3, 10; Oxidation: 
2

2171 true 810 1168.7651 1167.7507 1 6.11 342.6 35.33 52.0 (M:52.0) 1 1 0 R.VVYVFGPPVK.E Dimethyl:2H(4): 1, 10

2172 true 1084 1169.5211 1168.507 1 5.77 301.78 32.5 20.3 (M:20.3) 1 1 0 R.EDCDQYALK.T Carbamidomethyl: 3; Dimethyl: 9

2173 true 2838 1169.6145 1168.61 1 -2.38 316.85 39.67 23.9 (M:23.9) 1 1 0 R.VMLETPEYR.S Dimethyl:2H(4): 1

2174 true 152 1169.6179 1168.591 1 16.71 400.35 22.17 43.3 (M:43.3) 2 1 1 R.FTTGDAMSKR.V Dimethyl: 1, 9



2175 true 1365 1169.7061 1168.6968 1 1.73 335.81 46.17 40.3 (M:40.3) 1 1 0 K.GAPTGFILPIR.D Dimethyl: 1

2176 true 2291 1169.7484 1168.7381 1 2.6 240.06 45.83 46.5 (M:46.5) 2 1 0 R.FLILPDMLK.N Dimethyl:2H(4): 1, 9; Oxidation: 7

2177 true 603 1169.7999 1168.7973 1 -4.03 277.12 30.33 63.3 (M:63.3) 2 1 1 K.KVVNPLFEK.R Dimethyl:2H(4): 1, 1, 9

2178 true 521 1170.5509 1169.5321 1 9.82 399.61 30.67 31.2 (M:31.2) 2 1 0 K.CQVCAFTTR.V
Carbamidomethyl: 1, 4; Dimethyl: 
1

2179 true 1714 1170.558 1169.5539 1 -2.78 259.09 37.17 53.4 (M:53.4) 1 1 0 R.FFDDLCAVR.N Carbamidomethyl: 6; Dimethyl: 1



2180 true 946 1170.5621 1169.5536 1 1.05 307.3 31.67 15.9 (M:15.9) 1 1 0 R.MGESDDSILR.L Dimethyl:2H(4): 1; Oxidation: 1

2181 true 2706 1170.5991 1169.5968 1 -4.3 324.93 39 15.5 (M:15.5) 1 1 0 R.QETEFYLGK.R Dimethyl: 1, 9

2182 true 624 1170.6265 1169.6081 1 9.51 352.23 32 67.9 (M:67.9) 1 1 0 K.AYGELPEHAK.I Dimethyl: 1, 10

2183 true 135 1170.6368 1169.6165 1 11.18 423.09 26.83 25.6 (M:25.6) 3 1 0 R.YGCLSGVQVR.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2184 true 49 1170.6518 1169.6517 1 -6.15 383.45 26.67 26.7 (M:26.7) 1 1 1 K.LLADQAEARR.S Dimethyl: 1



2185 true 838 1170.6897 1169.6896 1 -6.08 142.26 32.17 42.8 (M:42.8) 1 1 1 K.IAEVDFEKR.D Dimethyl:2H(4): 1, 8

2186 true 739 1170.7354 1169.726 1 1.84 381.82 31.17 41.1 (M:41.1) 1 1 0 K.LLEVEHPAAK.V Dimethyl:2H(4): 1, 10

2187 true 2251 1170.7406 1169.73 1 2.87 204.23 45.33 53.4 (M:53.4) 1 1 0 K.FVNLFPEIK.T Dimethyl:2H(4): 1, 9

2188 true 869 1171.5872 1170.5881 1 -6.97 221.88 31.33 40.5 (M:40.5) 1 1 0 K.IGDPLQEDTR.M Dimethyl: 1

2189 true 760 1171.5992 1170.5859 1 5.15 277.36 28.83 46.9 (M:46.9) 1 1 0 R.YYPTEDVPR.K Dimethyl:2H(4): 1



2190 true 819 1171.6015 1170.5815 1 10.86 285.18 32.33 49.9 (M:49.9) 1 1 0 K.LLCGGNPAADR.G Carbamidomethyl: 3; Dimethyl: 1

2191 true 535 1171.6151 1170.5971 1 9.14 104.62 31.83 34.9 (M:34.9) 1 1 0 R.YEFSSHITR.G Dimethyl:2H(4): 1

2192 true 120 1171.6354 1170.5993 1 24.58 80.78 26.33 29.4 (M:29.4) 2 1 1 K.ATLPDADRER.E Dimethyl: 1

2193 true 120 1171.6354 1170.6245 1 3.11 94.21 26.33 29.4 (M:29.4) 2 1 1 K.ATLPDADKER.Q Dimethyl: 1, 8

2194 true 405 1171.6435 1170.6357 1 0.48 75.98 29.33 34.6 (M:34.6) 2 1 0 R.SLNDQAVQIR.V Dimethyl: 1



2195 true 2164 1171.6639 1170.6608 1 -3.63 135.29 36.17 68.8 (M:68.8) 1 1 0 R.ISGGLEVLAER.T Dimethyl: 1

2196 true 301 1171.6817 1170.6637 1 9.11 51.97 23.83 75.1 (M:75.1) 2 1 0 K.FVATGHGQYK.R Dimethyl:2H(4): 1, 10

2197 true 719 1171.6909 1170.6583 1 21.56 84.6 34 64.3 (M:64.3) 2 1 0 K.LAVNMVPFPR.L Dimethyl: 1

2198 true 719 1171.6909 1170.6583 1 21.56 84.6 34 64.3 (M:64.3) 2 1 0 K.LAVNMVPFPR.L Dimethyl: 1

2199 true 719 1171.6909 1170.6583 1 21.56 84.6 34 64.3 (M:64.3) 2 1 0 K.LAVNMVPFPR.L Dimethyl: 1



2200 true 561 1171.6909 1170.686 1 -2 63.92 30.5 55.5 (M:55.5) 1 1 1 R.GAKAEEILEK.G Dimethyl: 1, 3, 10

2201 true 645 1172.6076 1171.5947 1 4.75 71.07 31.67 58.8 (M:58.8) 2 1 0 R.MFTTYPQTK.T Dimethyl: 1, 9

2202 false 163 1172.6158 1171.6209 1 -10.54 109.56 28.83 22.5 (M:22.5) 2 2 1 K.EDMTYAVRK.L Dimethyl:2H(4): 1; Dimethyl: 9

2203 true 556 1172.6589 1171.6499 1 1.51 44.29 31.5 46.3 (M:46.3) 1 1 0 R.GTPGGTPLSPTR.I Dimethyl:2H(4): 1

2204 true 84 1172.6712 1171.6601 1 3.28 95.32 27.67 27.3 (M:27.3) 1 1 1 R.HLTGEFEKK.Y Dimethyl: 1, 8, 9



2205 true 816 1172.6773 1171.6651 1 4.2 66.34 34.17 72.6 (M:72.6) 1 1 0 R.VEVGPHSFIR.Q Dimethyl:2H(4): 1

2206 true 826 1172.6924 1171.6863 1 -0.95 88.83 34.17 33.4 (M:33.4) 3 1 0 K.VVEGLPLSNGR.K Dimethyl:2H(4): 1

2207 true 197 1172.7621 1171.7529 1 1.65 133.4 22.83 29.4 (M:29.4) 2 1 1 R.RLPPQQIEK.N Dimethyl:2H(4): 1, 9

2208 true 1177 1173.6619 1172.6554 1 -0.62 132.52 36.33 19.8 (M:19.8) 1 1 0 K.VFASLPQVER.G Dimethyl: 1

2209 false 84 1173.6666 1172.6653 1 -5.08 84 25.5 27.3 (M:27.3) 1 2 1 K.QTVEDEKLK.G Dimethyl: 1, 7, 9



2210 false 84 1173.6666 1172.6653 1 -5.08 67.2 25.5 18.8 (M:18.8) 1 8 1 K.VEESQKELK.Q Dimethyl: 1, 6, 9

2211 true 1334 1173.7286 1172.7219 1 -0.56 55.43 46.17 62.0 (M:62.0) 1 1 0 K.GAPTGFILPIR.D Dimethyl:2H(4): 1

2212 true 897 1173.7364 1172.7169 1 10.4 82.25 32.67 40.9 (M:40.9) 1 1 1 R.AKLPYELQK.M Dimethyl: 1, 2, 9

2213 false 897 1173.7364 1172.7067 1 19.11 114.77 32.67 15.2 (M:15.2) 1 3 0 K.QEAGIAGVLQK.E Dimethyl:2H(4): 1; Dimethyl: 11

2214 true 1704 1174.5876 1173.579 1 1.1 27.18 37.17 49.6 (M:49.6) 1 1 0 R.FFDDLCAVR.N
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



2215 true 1742 1174.7294 1173.7249 1 -2.41 117.12 41.33 41.4 (M:41.4) 1 1 0 K.LQYEGIFIK.D Dimethyl:2H(4): 1, 9

2216 true 763 1175.5338 1174.523 1 3.03 63.28 31.67 24.4 (M:24.4) 2 1 0 K.YGCGYFGAPR.R Carbamidomethyl: 3; Dimethyl: 1

2217 true 323 1175.6138 1174.6095 1 -2.48 85.38 30.5 53.5 (M:53.5) 2 1 0 R.NVPYGNIQSR.M Dimethyl: 1

2218 true 1039 1175.6341 1174.6268 1 0.06 61.86 30 18.6 (M:18.6) 1 1 1 -.MDKSELVQK.A Acetyl: 1; Dimethyl: 3, 9

2219 false 1039 1175.6341 1174.6532 1 -22.47 105.24 30 15.1 (M:15.1) 1 7 1 K.QHMGYAKIK.A Oxidation: 3; Dimethyl: 1, 7, 9



2220 true 152 1175.6358 1174.6496 1 -17.88 72.96 26.33 44.0 (M:44.0) 1 1 1 K.ATLPDADKER.Q Dimethyl:2H(4): 1; Dimethyl: 8

2221 true 152 1175.6358 1174.6244 1 3.51 64.35 26.33 44.0 (M:44.0) 1 1 1 K.ATLPDADRER.E Dimethyl:2H(4): 1

2222 true 406 1175.6622 1174.6608 1 -4.96 53.64 29.33 17.4 (M:17.4) 1 1 0 R.SLNDQAVQIR.V Dimethyl:2H(4): 1

2223 true 1853 1175.6683 1174.6346 1 22.43 61.64 34.67 73.0 (M:73.0) 1 1 0 R.EQLAIAEFAR.S Dimethyl: 1

2224 true 211 1175.6913 1174.676 1 6.81 50.39 27.83 23.4 (M:23.4) 1 1 0 R.FATHAAALSVR.N Dimethyl:2H(4): 1



2225 true 720 1175.7004 1174.6834 1 8.28 39.08 34 67.7 (M:67.7) 4 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

2226 true 720 1175.7004 1174.6834 1 8.28 39.08 34 67.7 (M:67.7) 4 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

2227 true 720 1175.7004 1174.6834 1 8.28 39.08 34 67.7 (M:67.7) 4 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1

2228 true 265 1175.7017 1174.6962 1 -1.5 88.41 29.67 32.0 (M:32.0) 1 1 1 R.LIQGEKFEK.R Dimethyl: 1, 6, 9

2229 true 639 1176.5717 1175.5571 1 6.19 60.66 30.33 34.0 (M:34.0) 1 1 0 R.HSFLTDESGR.V Dimethyl: 1



2230 true 394 1176.5723 1175.5645 1 0.43 70.2 30.83 40.9 (M:40.9) 1 1 0 K.SDYNLPMHK.M Oxidation: 7; Dimethyl: 1, 9

2231 true 382 1176.6044 1175.572 1 21.31 166.03 27.17 16.1 (M:16.1) 1 1 1 K.DGKDADPSSPR.K Dimethyl:2H(4): 3

2232 true 145 1176.6111 1175.5935 1 8.74 147.69 28.5 25.4 (M:25.4) 1 1 0 R.GTPQQIDYAR.Q Dimethyl: 1

2233 true 330 1176.6304 1175.6311 1 -6.77 106.68 30 28.4 (M:28.4) 1 1 0 K.HFVQMLPEK.D Dimethyl:2H(4): 9; Oxidation: 5

2234 true 1286 1176.6829 1175.655 1 17.51 51.83 36.67 80.4 (M:80.4) 4 1 0 K.STTTGHLIYK.C Dimethyl: 1, 10



2235 true 1497 1176.7704 1175.7518 1 9.61 57.51 37.5 28.6 (M:28.6) 1 1 0 R.FNVIQPGPIK.T Dimethyl:2H(4): 1, 10

2236 true 1055 1177.6324 1176.6139 1 9.58 59.57 35.5 54.9 (M:54.9) 1 1 0 R.GGLPVHLDGTSP.- Dimethyl: 1

2237 true 60 1177.6635 1176.6503 1 5.01 64.49 20.67 67.4 (M:67.4) 1 1 0 R.ELEVQHPAAK.M Dimethyl: 1, 10

2238 true 1178 1177.6863 1176.6805 1 -1.22 66.45 36.33 31.0 (M:31.0) 1 1 0 K.VFASLPQVER.G Dimethyl:2H(4): 1

2239 true 1343 1177.6979 1176.7016 1 -9.34 131.26 45.5 42.0 (M:42.0) 1 1 0 K.AIVDSGTTLLR.L Dimethyl:2H(4): 1



2240 true 631 1178.5589 1177.5615 1 -8.37 93.21 29.83 43.8 (M:43.8) 1 1 0 K.EAESSPFVER.L Dimethyl: 1

2241 false 631 1178.5589 1177.5285 1 19.64 65.25 29.83 18.1 (M:18.1) 1 4 0 R.EAEDIAAMER.L Oxidation: 8; Dimethyl: 1

2242 true 430 1178.5826 1177.555 1 17.26 107.74 30.83 42.9 (M:42.9) 1 1 0 R.GMGPGTPTGYGR.G Dimethyl: 1

2243 true 934 1178.6089 1177.5914 1 8.71 86.55 40.33 68.2 (M:68.2) 4 1 0 K.CPFTGNVSIR.G Carbamidomethyl: 1; Dimethyl: 1

2244 true 1960 1178.6171 1177.6132 1 -2.8 64.78 35.33 52.9 (M:52.9) 1 1 0 K.FAEAFEAIPR.A Dimethyl: 1



2245 true 2708 1178.649 1177.6471 1 -4.56 41.44 38.83 24.3 (M:24.3) 1 1 0 R.QETEFYLGK.R Dimethyl:2H(4): 1, 9

2246 true 297 1178.6653 1177.6641 1 -5.18 53.28 28.83 28.7 (M:28.7) 1 1 0 K.QMQVLHPAAK.M Dimethyl: 1, 10

2247 true 978 1179.5607 1178.5481 1 4.54 55.06 34.17 31.0 (M:31.0) 2 1 0 K.YGCGYFGAPR.R
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2248 true 494 1179.6186 1178.6118 1 -0.38 69.66 30.67 50.5 (M:50.5) 1 1 0 K.IGVAAQNCYK.V
Carbamidomethyl: 8; Dimethyl: 1, 
10

2249 true 324 1179.6323 1178.6346 1 -8.13 65.53 30.5 25.9 (M:25.9) 1 1 0 R.NVPYGNIQSR.M Dimethyl:2H(4): 1



2250 true 879 1179.6351 1178.6217 1 5.24 84.43 34.17 26.9 (M:26.9) 1 1 0 K.STLTDSLVCK.A
Carbamidomethyl: 9; Dimethyl: 1, 
10

2251 true 1831 1179.6657 1178.6597 1 -1.08 64.07 34.67 74.9 (M:74.9) 1 1 0 R.EQLAIAEFAR.S Dimethyl:2H(4): 1

2252 true 136 1179.6858 1178.6747 1 3.25 55.53 26.17 20.9 (M:20.9) 1 1 1 K.ATLPDADKER.Q Dimethyl:2H(4): 1, 8

2253 true 605 1179.7433 1178.7263 1 8.22 84.78 31.17 23.8 (M:23.8) 1 1 0 R.FATHGAALTVK.N Dimethyl:2H(4): 1, 11

2254 true 1252 1179.7481 1178.7297 1 9.48 50.39 40.33 23.9 (M:23.9) 1 1 0 K.AGCNVLLIQK.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 10



2255 true 1030 1179.7964 1178.7817 1 6.37 46.56 34.17 30.2 (M:30.2) 1 1 0 K.EIQPPFKPK.A Dimethyl:2H(4): 1, 7, 9

2256 false 1311 1180.6117 1179.622 1 -14.88 127.55 35.17 15.2 (M:15.2) 1 2 1 K.CLEKNVDSR.W
Carbamidomethyl: 1; 
Dimethyl:2H(4): 4; Dimethyl: 1

2257 true 146 1180.6328 1179.6186 1 5.87 118.11 28.5 40.9 (M:40.9) 2 1 0 R.GTPQQIDYAR.Q Dimethyl:2H(4): 1

2258 true 334 1180.6572 1179.636 1 11.78 140.89 36 51.7 (M:51.7) 1 1 0 K.QLGDHVTNLR.K Dimethyl: 1

2259 true 3511 1180.6846 1179.6801 1 -2.35 58.77 47.17 49.2 (M:49.2) 1 1 0 K.SVLIGEFIDR.V Dimethyl:2H(4): 1



2260 true 600 1180.6917 1179.6773 1 6.01 50.15 30.33 46.3 (M:46.3) 1 1 0 K.LKPDVEMER.V Dimethyl:2H(4): 1, 2

2261 false 432 1181.5568 1180.5547 1 -4.36 53.15 31.17 16.7 (M:16.7) 1 2 0 R.FTNVGPDTMR.V Oxidation: 9; Dimethyl: 1

2262 false 432 1181.5568 1180.5547 1 -4.36 53.15 31.17 16.7 (M:16.7) 1 2 0 R.FTNVGPDTMR.V Oxidation: 9; Dimethyl: 1

2263 true 1370 1181.5835 1180.5733 1 2.49 67.09 37.67 36.4 (M:36.4) 1 1 0 K.MDQAIIFCR.T Carbamidomethyl: 8; Dimethyl: 1

2264 true 2671 1181.6269 1180.635 1 -13.02 307.2 38.67 15.0 (M:15.0) 1 1 1 R.TTDTGRTLER.G Dimethyl:2H(4): 1



2265 true 1665 1181.6442 1180.639 1 -1.71 67.92 36.67 24.6 (M:24.6) 1 1 0 R.FDAGELITQR.E Dimethyl:2H(4): 1

2266 true 1784 1181.7633 1180.7671 1 -9.35 51.08 41.5 65.4 (M:65.4) 1 1 0 K.LFLVQLQEK.A Dimethyl:2H(4): 1, 9

2267 true 1513 1182.5374 1181.5387 1 -7.23 100.42 35.17 16.9 (M:16.9) 1 1 1 K.QRIDEFESM.- Dimethyl: 1

2268 false 1513 1182.5374 1181.5387 1 -7.23 100.42 35.17 15.1 (M:15.1) 1 2 1 K.QRIDEFEAM.- Oxidation: 9; Dimethyl: 1

2269 true 431 1182.5947 1181.5801 1 6.22 51.42 30.83 27.6 (M:27.6) 1 1 0 R.GMGPGTPTGYGR.G Dimethyl:2H(4): 1



2270 true 2874 1182.6013 1181.6002 1 -5.27 40.88 40 42.0 (M:42.0) 1 1 0 R.AMVIDYTGEK.S Dimethyl: 1, 10

2271 true 935 1182.6343 1181.6165 1 8.88 18.03 40.33 64.0 (M:64.0) 4 1 0 K.CPFTGNVSIR.G
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

2272 true 1004 1182.6358 1181.6332 1 -3.95 85.05 33.33 39.0 (M:39.0) 1 1 0 K.YGIPEPPEPK.R Dimethyl: 1, 10

2273 true 1961 1182.6416 1181.6383 1 -3.31 31.69 35.33 51.6 (M:51.6) 1 1 0 K.FAEAFEAIPR.A Dimethyl:2H(4): 1

2274 true 1306 1182.6466 1181.6332 1 5.13 57.03 37.17 37.5 (M:37.5) 2 1 0 R.FDVSGYPTIK.I Dimethyl: 1, 10



2275 true 1715 1182.6681 1181.6631 1 -1.95 75.32 37.17 34.0 (M:34.0) 1 1 0 R.GDEELDSLIK.A Dimethyl:2H(4): 1, 10

2276 true 1596 1182.6702 1181.6404 1 19.01 108.69 39.5 17.9 (M:17.9) 1 1 0 K.VVNGAASQPPSK.R Dimethyl: 12

2277 true 1635 1182.6826 1181.6842 1 -7.56 120.38 40.17 70.1 (M:70.1) 1 1 0 R.IVIPMESPIR.V Dimethyl: 1

2278 false 1635 1182.6826 1181.7042 1 -24.45 431.49 40.17 19.9 (M:19.9) 1 2 1 K.IGLNSKMPSR.F Dimethyl:2H(4): 1, 6; Oxidation: 7

2279 true 304 1182.7345 1181.7182 1 7.59 47.58 28.83 57.4 (M:57.4) 1 1 0 R.VLIAAHGNSLR.G Dimethyl:2H(4): 1



2280 true 435 1183.5575 1182.5517 1 -1.19 96.69 27.33 54.3 (M:54.3) 1 1 0 K.SGVDADVSYSR.K Dimethyl: 1

2281 true 1222 1183.6036 1182.6033 1 -5.94 55.94 34.5 16.1 (M:16.1) 1 1 0 K.IEEDFPHIR.S Dimethyl: 1

2282 true 1013 1183.6088 1182.6033 1 -1.53 64.67 35 48.3 (M:48.3) 1 1 0 R.VFNYNTLER.V Dimethyl: 1

2283 true 1917 1183.635 1182.6431 1 -12.94 71.38 39 71.0 (M:71.0) 1 1 0 R.MIGGPVLPSER.S Dimethyl: 1

2284 true 163 1183.6388 1182.6407 1 -7.81 77.01 26.83 25.2 (M:25.2) 1 1 0 K.EAHNGNLQLR.N Dimethyl:2H(4): 1



2285 true 1607 1183.6488 1182.6608 1 -16.34 105.74 35.83 34.6 (M:34.6) 1 1 1 K.EIIKEIGEPR.N

2286 true 765 1183.6812 1182.6649 1 7.64 72.61 32.67 51.6 (M:51.6) 2 1 1 K.KGTADYAVFK.V Dimethyl: 1, 1, 10

2287 true 1403 1183.7138 1182.71 1 -2.89 51.13 36.17 39.8 (M:39.8) 1 1 0 R.FNVPVSLESK.K Dimethyl:2H(4): 1, 10

2288 true 553 1183.8107 1182.794 1 7.98 50.52 30 30.7 (M:30.7) 1 1 0 K.DKPLPPLLAR.V Dimethyl:2H(4): 1, 2

2289 true 2853 1184.6205 1183.6125 1 0.61 66.67 39.83 32.8 (M:32.8) 1 1 1 R.DGKYDLDFK.S Dimethyl: 1, 3, 9



2290 true 395 1184.6286 1183.6147 1 5.61 46.68 30.83 33.5 (M:33.5) 2 1 0 K.SDYNLPMHK.M Dimethyl:2H(4): 1, 9; Oxidation: 7

2291 true 713 1184.6419 1183.6237 1 9.16 46.81 31.33 21.9 (M:21.9) 1 1 1 K.YEKDIAAYR.A Dimethyl: 1, 3

2292 true 713 1184.6419 1183.6237 1 9.16 46.81 31.33 21.9 (M:21.9) 1 1 1 K.YEKDIAAYR.A Dimethyl: 1, 3

2293 false 335 1184.6862 1183.6685 1 8.75 140.77 36 21.3 (M:21.3) 1 50 2 1 K.GKITFCTGIR.V
Carbamidomethyl: 6; 
Dimethyl:2H(4): 2

2294 true 335 1184.6862 1183.6611 1 14.99 125.01 36 53.8 (M:53.8) 1 1 0 K.QLGDHVTNLR.K Dimethyl:2H(4): 1



2295 true 3600 1184.7178 1183.7176 1 -6.02 81.61 47.5 31.0 (M:31.0) 1 1 0 R.LLEELGLTLR.Y Dimethyl: 1

2296 true 354 1184.7229 1183.7052 1 8.79 38.99 29.5 87.2 (M:87.2) 3 1 0 K.STTTGHLIYK.C Dimethyl:2H(4): 1, 10

2297 true 1498 1184.7424 1183.7239 1 9.51 38.54 37.67 77.4 (M:77.4) 2 1 0 K.FLMANGQLVK.M Dimethyl:2H(4): 1, 10

2298 true 136 1184.7537 1183.7529 1 -5.41 53.28 26.83 51.1 (M:51.1) 1 1 0 R.VSVPVIGGHAGK.T Dimethyl:2H(4): 1, 12

2299 true 843 1184.7713 1183.759 1 4.17 53.25 35.5 35.0 (M:35.0) 1 1 0 K.ALLTPVAIAAGR.K Dimethyl:2H(4): 1



2300 true 1371 1185.6117 1184.5984 1 5.1 28.94 37.67 19.0 (M:19.0) 1 1 0 K.MDQAIIFCR.T
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

2301 true 972 1185.6138 1184.6149 1 -7.15 62.3 31.83 71.2 (M:71.2) 1 1 0 R.QGVDADINGLR.Q Dimethyl: 1

2302 true 2748 1185.622 1184.6077 1 5.87 83.96 39.33 46.4 (M:46.4) 1 1 0 K.YLETYEAIR.V Dimethyl: 1

2303 true 1233 1185.6677 1184.6641 1 -3.07 67.8 31 21.5 (M:21.5) 1 1 1 R.QLFEADKDR.F Dimethyl:2H(4): 1, 7

2304 true 536 1185.6732 1184.6604 1 4.62 59.26 31.83 36.0 (M:36.0) 1 1 0 K.THIDVIHYR.K Dimethyl:2H(4): 1



2305 false 469 1185.6906 1184.7063 1 -19.45 74.93 33 25.4 (M:25.4) 3 2 1 R.AMLRLIPSLR.T Oxidation: 2

2306 true 1722 1185.6947 1184.6917 1 -3.61 80.53 40.83 87.1 (M:87.1) 4 1 0 K.FSPAGPILSIR.V Dimethyl: 1

2307 true 61 1185.7105 1184.7005 1 2.34 57.22 20.5 28.5 (M:28.5) 1 1 0 R.ELEVQHPAAK.M Dimethyl:2H(4): 1, 10

2308 true 569 1185.7143 1184.6893 1 15.03 73.47 27.67 17.8 (M:17.8) 1 1 0 R.QEYEQLIAK.N Dimethyl:2H(4): 1, 9

2309 true 1505 1186.6045 1185.599 1 -1.45 42.07 32.67 66.8 (M:66.8) 1 1 0 K.IANPVEGSTDR.Q Dimethyl: 1



2310 true 256 1186.615 1185.5891 1 15.69 54.28 28.67 25.3 (M:25.3) 1 1 0 R.YGDLGVHGNAR.T Dimethyl: 1

2311 true 2181 1186.6213 1185.6241 1 -8.48 46.32 45.83 43.9 (M:43.9) 1 1 0 M.ADLSLDELIR.K Acetyl: 1

2312 true 781 1186.6899 1185.687 1 -3.71 40.35 35 30.6 (M:30.6) 1 1 0 R.GFLIGPSLAQR.L Dimethyl: 1

2313 true 1636 1186.713 1185.7093 1 -3.01 67.2 40.17 54.1 (M:54.1) 3 1 0 R.IVIPMESPIR.V Dimethyl:2H(4): 1

2314 true 1014 1187.641 1186.6284 1 4.5 62.79 35 19.1 (M:19.1) 1 1 0 R.VFNYNTLER.V Dimethyl:2H(4): 1



2315 true 1062 1187.6427 1186.6128 1 19.01 48.76 34.67 43.3 (M:43.3) 2 1 0 R.TNPNAMATIAR.N Dimethyl: 1

2316 true 1706 1187.649 1186.6445 1 -2.34 114.78 37 21.3 (M:21.3) 1 1 1 K.SSDLAKEEPK.S Dimethyl: 1, 6, 10

2317 false 1706 1187.649 1186.6558 1 -11.8 135.98 37 15.8 (M:15.8) 1 5 0 K.EDGAISTILIR.G

2318 true 1918 1187.6576 1186.6682 1 -15.07 49.24 39 69.8 (M:69.8) 1 1 0 R.MIGGPVLPSER.S Dimethyl:2H(4): 1

2319 false 1756 1187.6621 1186.6744 1 -16.5 199.86 41.17 15.6 (M:15.6) 1 3 1 R.VTSGKMVNVPK.T Dimethyl: 11



2320 false 1756 1187.6621 1186.6782 1 -19.73 66.57 41.17 16.5 (M:16.5) 1 2 1 K.SISISVARGGGR.G Dimethyl: 1

2321 true 2087 1187.6673 1186.6631 1 -2.6 95.28 35.83 16.3 (M:16.3) 1 1 0 K.MEIQEIQLK.E Dimethyl: 1, 9

2322 true 2087 1187.6673 1186.6631 1 -2.6 95.28 35.83 16.3 (M:16.3) 1 1 0 K.MELQEIQLK.E Dimethyl: 1, 9

2323 true 11 1187.6808 1186.662 1 9.69 89.1 21.17 73.8 (M:73.8) 2 1 0 K.IGVAAQNCYK.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 10

2324 true 1362 1187.6942 1186.6822 1 3.9 76.56 36.5 24.4 (M:24.4) 1 1 1 R.RGDLPFVVTR.R Dimethyl: 1



2325 false 2642 1188.6244 1187.622 1 -4.08 85.23 38.83 15.4 (M:15.4) 1 5 1 K.KNEIMVAPDK.D Oxidation: 5; Dimethyl: 10

2326 true 2642 1188.6244 1187.622 1 -4.08 62.58 38.83 45.2 (M:45.2) 1 1 0 R.ITMSEPIDVR.R Dimethyl: 1

2327 true 84 1188.6496 1187.655 1 -10.66 61.62 22 20.0 (M:20.0) 1 74.21 1 1 K.NYVPPKGETK.K Dimethyl: 1, 10

2328 true 1801 1188.6519 1187.6584 1 -11.56 111.68 37.83 18.2 (M:18.2) 1 50 1 1 K.KAMENIGELK.K Dimethyl: 1, 10

2329 true 588 1188.6562 1187.651 1 -1.72 69.67 32.67 29.5 (M:29.5) 1 1 0 K.IDATAATALASR.F Dimethyl: 1



2330 false 1693 1188.6953 1187.6862 1 1.55 132.06 40.83 17.9 (M:17.9) 1 2 1 R.LHGGKDSASPR.Y Dimethyl:2H(4): 1, 5

2331 true 1693 1188.6953 1187.6914 1 -2.81 104.74 40.83 59.9 (M:59.9) 1 1 0 R.IYVISLAEPR.L Dimethyl: 1

2332 true 2058 1188.7065 1187.7063 1 -6.03 93.99 35.67 25.4 (M:25.4) 1 1 0 K.LVIIEGDLER.T Dimethyl:2H(4): 1

2333 true 2058 1188.7065 1187.7063 1 -6.03 93.99 35.67 25.4 (M:25.4) 1 1 0 K.LVIIEGDLER.A Dimethyl:2H(4): 1

2334 true 1810 1188.7202 1187.7176 1 -3.93 51.53 41.17 59.4 (M:59.4) 2 1 0 K.QVNDLISVLR.E Dimethyl:2H(4): 1



2335 true 1989 1189.5826 1188.5809 1 -4.66 25.04 40 48.6 (M:48.6) 1 1 0 -.METILEQQR.R Acetyl: 1

2336 false 221 1189.6243 1188.5921 1 20.95 40.13 27.83 15.6 (M:15.6) 1 4 1 R.RAMELEQER.K Dimethyl: 1

2337 true 973 1189.6364 1188.6401 1 -9.19 59.18 31.83 73.4 (M:73.4) 1 1 0 R.QGVDADINGLR.Q Dimethyl:2H(4): 1

2338 true 2749 1189.6455 1188.6328 1 4.52 53.21 39.33 28.5 (M:28.5) 1 1 0 K.YLETYEAIR.V Dimethyl:2H(4): 1

2339 true 1854 1189.6582 1188.6503 1 0.53 57.61 34.67 37.4 (M:37.4) 1 1 0 R.ALLEDGAFAVR.A Dimethyl: 1



2340 true 989 1189.7146 1188.6917 1 13.13 84.06 37.83 66.9 (M:66.9) 1 1 0 K.LGVPIGQGGFGR.L Dimethyl:2H(4): 1

2341 true 740 1189.7329 1188.7169 1 7.34 71 34.5 66.8 (M:66.8) 2 1 0 K.FSPAGPILSIR.V Dimethyl:2H(4): 1

2342 true 72 1190.5792 1189.5728 1 -0.68 40.77 27.67 59.8 (M:59.8) 1 1 0 R.SHEGETAYIR.V Dimethyl: 1

2343 true 88 1190.6079 1189.5979 1 2.29 72.39 21 25.4 (M:25.4) 1 1 0 R.DAVTYTEHAK.R Dimethyl: 1, 10

2344 true 1506 1190.6304 1189.6241 1 -0.83 52.5 32.67 52.1 (M:52.1) 1 1 0 K.IANPVEGSTDR.Q Dimethyl:2H(4): 1



2345 true 2903 1190.6483 1189.6504 1 -7.93 20.56 40 18.9 (M:18.9) 1 1 0 R.AMVIDYTGEK.S Dimethyl:2H(4): 1, 10

2346 true 2643 1190.6585 1189.6594 1 -6.94 36.34 38.83 43.5 (M:43.5) 1 1 0 K.LEEAFITSPK.D Dimethyl: 1, 10

2347 false 2643 1190.6585 1189.6455 1 4.75 64.5 38.83 16.5 (M:16.5) 1 9 1 K.RANEFLEVGK.K Dimethyl: 10

2348 true 1005 1190.6889 1189.6834 1 -1.54 29.08 33.33 28.2 (M:28.2) 1 1 0 K.YGIPEPPEPK.R Dimethyl:2H(4): 1, 10

2349 true 1450 1190.7039 1189.6947 1 1.61 84.28 37 59.5 (M:59.5) 1 1 0 R.QVYGLNFASK.E Dimethyl:2H(4): 1, 10



2350 true 782 1190.7203 1189.7121 1 0.75 40.77 35 21.9 (M:21.9) 1 1 0 R.GFLIGPSLAQR.L Dimethyl:2H(4): 1

2351 true 224 1191.5842 1190.5779 1 -0.8 116.71 25.83 32.5 (M:32.5) 1 1 0 K.GLSASASEEANK.N Dimethyl: 12

2352 true 354 1191.6794 1190.6659 1 5.21 78.1 24.5 70.5 (M:70.5) 2 1 1 K.KVQEFSGANK.E Dimethyl: 1, 1, 10

2353 false 1424 1191.6803 1190.6445 1 23.92 101.75 41.17 19.4 (M:19.4) 1 2 0 K.QQQELDASLK.K Dimethyl:2H(4): 1

2354 true 1313 1191.6813 1190.6659 1 6.78 60.08 36.17 60.8 (M:60.8) 3 1 0 K.TLTPLASAYAR.S Dimethyl: 1



2355 true 722 1191.6927 1190.6784 1 5.91 43.47 34 18.2 (M:18.2) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1; Oxidation: 5

2356 true 722 1191.6927 1190.6784 1 5.91 43.47 34 18.2 (M:18.2) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1; Oxidation: 5

2357 true 722 1191.6927 1190.6784 1 5.91 43.47 34 18.2 (M:18.2) 2 1 0 K.LAVNMVPFPR.L Dimethyl:2H(4): 1; Oxidation: 5

2358 false 1285 1192.5841 1191.5731 1 3.1 130.96 33.83 18.8 (M:18.8) 1 2 1 R.LSSNESEDKR.Q Dimethyl: 1

2359 true 71 1192.6521 1191.6376 1 6.14 139.13 30.33 83.8 (M:83.8) 1 1 0 K.GEFGGFGSVSGK.I Dimethyl:2H(4): 1, 12



2360 true 121 1192.6787 1191.6528 1 15.57 54.41 22 27.1 (M:27.1) 1 1 0 K.VYQYQYHK.W Dimethyl:2H(4): 1, 8

2361 true 740 1192.6867 1191.6739 1 4.56 70.4 31.33 35.9 (M:35.9) 1 1 1 K.YEKDIAAYR.A Dimethyl:2H(4): 1, 3

2362 true 740 1192.6867 1191.6739 1 4.56 70.4 31.33 35.9 (M:35.9) 1 1 1 K.YEKDIAAYR.A Dimethyl:2H(4): 1, 3

2363 true 1694 1192.719 1191.7165 1 -4.02 138.23 40.83 73.7 (M:73.7) 2 1 0 R.IYVISLAEPR.L Dimethyl:2H(4): 1

2364 true 413 1193.605 1192.5961 1 1.35 58.68 31 26.1 (M:26.1) 1 1 0 R.AHALGFETCR.Y
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



2365 true 863 1193.6123 1192.6023 1 2.31 124.58 33.33 29.1 (M:29.1) 1 1 0 R.QGCFLVNTAR.G Carbamidomethyl: 3; Dimethyl: 1

2366 true 831 1193.6193 1192.6088 1 2.71 75.27 29.83 47.6 (M:47.6) 1 1 0 R.LENEIQTYR.S Dimethyl: 1

2367 true 898 1193.6311 1192.6299 1 -5.1 147.79 32.67 16.8 (M:16.8) 1 50 1 1 R.KSADSISSSQK.A Dimethyl: 1, 11

2368 true 1421 1193.6377 1192.6274 1 2.47 61.67 38 17.8 (M:17.8) 1 1 0 R.FLICTDVAAR.G Carbamidomethyl: 4; Dimethyl: 1

2369 true 3540 1193.6563 1192.6653 1 -13.69 53.8 47.17 35.1 (M:35.1) 1 1 0 R.MLFDYLAEK.H Dimethyl:2H(4): 1, 9



2370 false 1126 1193.6644 1192.6816 1 -20.47 205.49 38.5 15.4 (M:15.4) 1 3 1 R.ASDYSLKVVR.M Dimethyl: 1, 7

2371 true 1855 1193.6815 1192.6754 1 -0.98 41.54 34.67 30.8 (M:30.8) 2 1 0 R.ALLEDGAFAVR.A Dimethyl:2H(4): 1

2372 true 156 1194.601 1193.5979 1 -3.42 28.99 27.67 57.3 (M:57.3) 1 1 0 R.SHEGETAYIR.V Dimethyl:2H(4): 1

2373 true 193 1194.6203 1193.623 1 -8.34 72.78 21 54.3 (M:54.3) 1 1 0 R.DAVTYTEHAK.R Dimethyl:2H(4): 10; Dimethyl: 1

2374 true 1409 1194.7238 1193.7132 1 2.76 117.92 37.67 39.3 (M:39.3) 2 1 0 R.AVAQALEVIPR.T Dimethyl: 1



2375 true 974 1195.5795 1194.5881 1 -13.23 70.85 31.83 22.2 (M:22.2) 1 1 0 K.DYIVVGSDSGR.I Dimethyl: 1

2376 true 2875 1195.6058 1194.6245 1 -21.67 41.7 40.5 40.2 (M:40.2) 1 1 0 R.GPPEALEAVER.A Dimethyl: 1

2377 true 138 1195.6158 1194.6033 1 4.34 81.51 22.33 56.1 (M:56.1) 2 1 0 K.GKPYDYSGPR.E Dimethyl: 1, 2

2378 true 1314 1195.7014 1194.691 1 2.6 43.81 36.17 41.8 (M:41.8) 2 1 0 K.TLTPLASAYAR.S Dimethyl:2H(4): 1

2379 true 2088 1195.7175 1194.7134 1 -2.64 68.45 35.83 39.7 (M:39.7) 1 1 0 K.MEIQEIQLK.E Dimethyl:2H(4): 1, 9



2380 true 2088 1195.7175 1194.7134 1 -2.64 68.45 35.83 39.7 (M:39.7) 1 1 0 K.MELQEIQLK.E Dimethyl:2H(4): 1, 9

2381 true 737 1195.7221 1194.7023 1 10.51 39.03 33.5 63.7 (M:63.7) 1 1 0 R.LALLHEGTGPR.V Dimethyl:2H(4): 1

2382 false 1286 1196.6197 1195.5983 1 11.83 226.35 33.83 17.2 (M:17.2) 1 3 1 R.LSSNESEDKR.Q Dimethyl:2H(4): 9

2383 true 641 1196.6827 1195.6722 1 2.65 72.54 30.17 24.4 (M:24.4) 2 1 0 K.LKPDVEMER.V Dimethyl:2H(4): 1, 2; Oxidation: 7

2384 true 1060 1196.7469 1195.7289 1 9 106.53 38 64.9 (M:64.9) 1 1 0 K.SPILVATAVAAR.G Dimethyl: 1



2385 true 765 1196.7671 1195.7529 1 5.79 55.8 31.5 21.0 (M:21.0) 1 1 1 K.QIFLGGVDKR.T Dimethyl:2H(4): 1, 9

2386 true 277 1197.4832 1196.4743 1 1.37 69.37 28.83 16.2 (M:16.2) 1 1 0 R.YQCYCYGR.G
Carbamidomethyl: 3, 5; Dimethyl: 
1

2387 true 277 1197.4832 1196.4743 1 1.37 69.37 28.83 16.2 (M:16.2) 1 1 0 R.YQCYCYGR.G
Carbamidomethyl: 3, 5; Dimethyl: 
1

2388 true 1376 1197.6227 1196.614 1 1.24 44.71 40.33 36.0 (M:36.0) 2 1 0 R.YNFFTGCPK.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 9

2389 true 864 1197.6413 1196.6274 1 5.56 72.78 33.33 36.3 (M:36.3) 2 1 0 R.QGCFLVNTAR.G
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



2390 true 864 1197.6434 1196.6339 1 1.88 39.29 30 36.9 (M:36.9) 1 1 0 R.LENEIQTYR.S Dimethyl:2H(4): 1

2391 true 1608 1197.6607 1196.6653 1 -9.85 94.54 36 61.4 (M:61.4) 1 1 0 R.GDLGIEIPAEK.V Dimethyl: 1, 11

2392 false 1608 1197.6607 1196.6765 1 -19.23 178.67 36 15.2 (M:15.2) 1 6 0 R.AEVSELPAIIR.D

2393 true 490 1197.7118 1196.7241 1 -16.37 72.38 34.33 54.9 (M:54.9) 3 1 0 K.NTLLIAGLQAR.N Dimethyl: 1

2394 true 1851 1197.7657 1196.762 1 -3.02 215.01 42.5 33.5 (M:33.5) 1 1 0 K.IEFGVNILTK.E Dimethyl:2H(4): 1, 10



2395 true 62 1198.6637 1197.6481 1 6.94 50.03 21.33 90.3 (M:90.3) 2 1 0 R.DAVTYTEHAK.R Dimethyl:2H(4): 1, 10

2396 false 62 1198.6637 1197.6366 1 16.59 116.3 21.33 17.9 (M:17.9) 1 2 0 R.VFASEMNAGIK.K Dimethyl:2H(4): 11

2397 true 311 1198.6794 1197.6717 1 0.32 39.59 28.67 16.9 (M:16.9) 1 1 0 R.ELTPQVVSAAR.I Dimethyl: 1

2398 true 1648 1198.6843 1197.6791 1 -1.77 62.76 40.17 28.9 (M:28.9) 1 1 0 R.IVIPMESPIR.V Oxidation: 5; Dimethyl: 1

2399 true 501 1198.7476 1197.7383 1 1.71 104.94 41.17 55.6 (M:55.6) 4 1 0 R.AVAQALEVIPR.T Dimethyl:2H(4): 1



2400 true 534 1199.6017 1198.5951 1 -0.53 134.2 31 24.5 (M:24.5) 2 56.24 1 0 R.HQGVMVGMGQK.D Dimethyl: 11

2401 true 534 1199.6017 1198.5951 1 -0.53 134.2 31 24.5 (M:24.5) 2 56.24 1 0 R.HQGVMVGMGQK.D Dimethyl: 11

2402 true 534 1199.6017 1198.5951 1 -0.53 134.2 31 24.5 (M:24.5) 2 56.24 1 0 R.HQGVMVGMGQK.D Dimethyl: 11

2403 true 975 1199.6077 1198.6132 1 -10.6 61.29 31.83 36.2 (M:36.2) 1 1 0 K.DYIVVGSDSGR.I Dimethyl:2H(4): 1

2404 true 112 1199.6461 1198.6306 1 6.87 54.89 21.5 31.3 (M:31.3) 1 1 0 K.VTQVDGNSPVR.F Dimethyl: 1



2405 true 1220 1199.6706 1198.6459 1 14.58 81.85 35.83 16.3 (M:16.3) 1 1 0 R.TIYHLQPSGR.F Dimethyl: 1

2406 true 16 1199.6754 1198.667 1 0.94 177.54 26 35.3 (M:35.3) 1 1 1 R.LAADVGKAGADR.E Dimethyl: 1, 7

2407 true 741 1199.7216 1198.7058 1 7.1 67.33 34.17 39.2 (M:39.2) 1 1 0 K.VFVMPNGMLK.S Dimethyl:2H(4): 1, 10

2408 true 116 1199.7351 1198.7124 1 12.86 91.37 26.83 26.7 (M:26.7) 1 1 0 R.VVPGYGHAVLR.K Dimethyl:2H(4): 1

2409 true 1835 1199.7374 1198.7413 1 -9.34 71.47 41.17 36.6 (M:36.6) 1 1 0 K.SDGIYIINLK.R Dimethyl:2H(4): 1, 10



2410 true 1464 1200.5691 1199.5761 1 -11.83 34.09 34.83 47.9 (M:47.9) 1 1 0 K.YEWDVTEAR.K Dimethyl:2H(4): 1

2411 true 2404 1200.5791 1199.5645 1 6.09 100.86 37.67 52.2 (M:52.2) 2 1 0 K.FVMQEEFSR.D Dimethyl: 1

2412 false 2404 1200.5791 1199.571 1 0.65 140.61 37.67 15.5 (M:15.5) 1 4 1 R.FDTEEEFKK.R Dimethyl: 1

2413 false 2404 1200.5791 1199.5496 1 18.52 147.08 37.67 16.3 (M:16.3) 1 3 1 K.DEEDFEEKK.S Dimethyl:2H(4): 1

2414 true 1016 1200.6331 1199.6332 1 -6.2 162.35 35 24.0 (M:24.0) 1 1 0 R.GVEICIATPGR.L Carbamidomethyl: 5; Dimethyl: 1



2415 true 1016 1200.6331 1199.6332 1 -6.2 162.35 35 24.0 (M:24.0) 1 1 0 R.GVEICIATPGR.L Carbamidomethyl: 5; Dimethyl: 1

2416 true 19 1200.6557 1199.6448 1 3.02 46.7 24 15.3 (M:15.3) 1 1 0 K.QVHPDTGISSK.A Dimethyl:2H(4): 11

2417 true 1410 1200.6695 1199.6663 1 -3.39 53.86 41 26.8 (M:26.8) 2 1 0 K.SILFVPNSAPR.G

2418 true 1061 1200.7798 1199.754 1 15.48 88.02 38 47.2 (M:47.2) 1 1 0 K.SPILVATAVAAR.G Dimethyl:2H(4): 1

2419 true 476 1201.587 1200.5775 1 1.81 88.17 31.33 24.0 (M:24.0) 1 1 0 R.GALTGGYYDTR.K Dimethyl: 1



2420 true 1686 1201.6414 1200.639 1 -4.05 111.19 37.5 59.3 (M:59.3) 1 1 0 M.AIPPSYADLGK.S Acetyl: 1; Dimethyl: 11

2421 true 252 1201.6437 1200.6251 1 9.37 116.44 33.83 22.3 (M:22.3) 1 1 0 K.QTDVGITHFR.S Dimethyl: 1

2422 true 288 1201.6632 1200.6503 1 4.7 44.05 28.83 84.1 (M:84.1) 2 1 0 R.GSTAPVGGGAFPK.I Dimethyl: 1, 13

2423 true 943 1201.6759 1200.6503 1 15.25 87.61 33 19.0 (M:19.0) 1 1 0 R.QPSQGPTFGVK.G Dimethyl: 1, 11

2424 true 491 1201.7602 1200.7492 1 3.07 67.36 34.33 57.4 (M:57.4) 4 1 0 K.NTLLIAGLQAR.N Dimethyl:2H(4): 1



2425 true 733 1202.6231 1201.6377 1 -18.19 30.64 30 48.1 (M:48.1) 1 1 1 -.MDKNELVQK.A Acetyl: 1; Dimethyl: 3, 9

2426 true 1106 1202.6298 1201.6303 1 -6.43 178.79 32.83 40.4 (M:40.4) 1 1 0 K.GLGTDDNTLIR.V Dimethyl: 1

2427 false 191 1202.679 1201.6918 1 -16.71 146.93 32.33 17.2 (M:17.2) 2 8 0 K.LSSSPSAVGTLK.R Dimethyl: 1, 12

2428 true 697 1202.6814 1201.674 1 0.05 64.72 33.17 73.5 (M:73.5) 2 1 0 R.AATNMVVIEAK.M Dimethyl: 1, 11

2429 false 55 1202.6919 1201.703 1 -15.34 117.84 26.83 25.4 (M:25.4) 1 4 1 R.GSLASLDSLRK.G Dimethyl: 1, 11



2430 true 55 1202.6919 1201.6918 1 -6 137.76 26.83 36.5 (M:36.5) 1 1 1 K.GSGTAEVELKK.G Dimethyl: 1, 10, 11

2431 true 1637 1202.7063 1201.7042 1 -4.33 59.34 40.17 31.9 (M:31.9) 1 1 0 R.IVIPMESPIR.V Dimethyl:2H(4): 1; Oxidation: 5

2432 true 1389 1202.7084 1201.7071 1 -4.92 58.68 36.67 49.5 (M:49.5) 2 1 0 R.YPINSVNVLK.A Dimethyl: 1, 10

2433 true 575 1202.7154 1201.6856 1 18.72 109.39 31.33 15.6 (M:15.6) 1 1 1 M.ADEKPKEGVK.T
Dimethyl:2H(4): 4; Acetyl: 1; 
Dimethyl: 10

2434 false 2228 1203.6404 1202.6581 1 -20.74 159.19 36.33 16.5 (M:16.5) 1 2 1 K.AEAMKSPELK.E Oxidation: 4; Dimethyl: 1, 5, 10



2435 true 865 1203.6419 1202.6329 1 1.45 63.07 29.33 21.6 (M:21.6) 1 1 0 K.IVQMTEAEVR.G Dimethyl: 1

2436 true 94 1203.6469 1202.6569 1 -14.37 136.8 26.33 48.0 (M:48.0) 2 1 0 R.GCTATLGNFAK.A
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 11

2437 true 33 1203.6502 1202.6202 1 18.85 123.85 21.33 72.2 (M:72.2) 3 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11

2438 true 33 1203.6502 1202.6202 1 18.85 123.85 21.33 72.2 (M:72.2) 3 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11

2439 true 33 1203.6502 1202.6202 1 18.85 123.85 21.33 72.2 (M:72.2) 3 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11



2440 true 1050 1203.6635 1202.6581 1 -1.57 56.03 32.33 26.2 (M:26.2) 2 1 1 -.MDKTELIQK.A Acetyl: 1; Dimethyl: 3, 9

2441 true 1506 1203.6937 1202.6921 1 -4.68 93.79 36.67 67.3 (M:67.3) 3 1 0 K.ESAAINQILGR.R Dimethyl:2H(4): 1

2442 true 20 1203.7134 1202.6921 1 11.68 175.41 26 51.5 (M:51.5) 1 1 1 R.LAADVGKAGADR.E Dimethyl:2H(4): 1; Dimethyl: 7

2443 false 20 1203.7134 1202.6784 1 23.09 171.38 26 16.5 (M:16.5) 1 2 1 K.IYFMAGASRK.E Dimethyl:2H(4): 1; Dimethyl: 10

2444 true 355 1203.7547 1202.7412 1 5.12 85.18 24.5 54.8 (M:54.8) 2 1 1 K.KVQEFSGANK.E Dimethyl:2H(4): 1, 1, 10



2445 true 73 1204.5459 1203.5376 1 0.82 56.14 20.17 39.3 (M:39.3) 1 1 0 R.LECVEPNCR.S
Carbamidomethyl: 3, 8; Dimethyl: 
1

2446 true 2443 1204.6112 1203.5896 1 11.86 67.9 37.67 24.8 (M:24.8) 1 1 0 K.FVMQEEFSR.D Dimethyl:2H(4): 1

2447 true 85 1204.6788 1203.6583 1 10.95 140.48 30.67 40.7 (M:40.7) 3 1 0 R.GVEICIATPGR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2448 true 85 1204.6788 1203.6583 1 10.95 140.48 30.67 40.7 (M:40.7) 3 1 0 R.GVEICIATPGR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2449 true 1396 1204.6801 1203.6499 1 18.98 56.99 38 46.7 (M:46.7) 1 1 0 K.SADTLWSIQK.D Dimethyl: 1, 10



2450 true 1386 1204.6885 1203.6612 1 16.61 154.97 37.5 34.5 (M:34.5) 1 1 0 K.GDFILTVQQR.G Dimethyl: 1

2451 false 407 1205.5822 1204.5659 1 7.45 83.26 30.17 16.9 (M:16.9) 1 2 0 R.EQPQFQNMR.Q Dimethyl: 1

2452 true 477 1205.6099 1204.6026 1 0.01 79.65 31.33 15.6 (M:15.6) 1 1 0 R.GALTGGYYDTR.K Dimethyl:2H(4): 1

2453 true 1599 1205.6457 1204.6402 1 -1.45 70.07 39.5 28.7 (M:28.7) 1 1 0 R.CNSIPFEFK.R
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 9

2454 true 2131 1205.647 1204.6452 1 -4.54 66.65 36 24.2 (M:24.2) 1 1 0 R.FEVAQVESLR.F Dimethyl: 1



2455 true 253 1205.6565 1204.6502 1 -0.8 130.44 33.83 51.6 (M:51.6) 1 1 0 K.QTDVGITHFR.S Dimethyl:2H(4): 1

2456 true 1755 1205.6644 1204.6641 1 -5.85 44.01 37.5 33.2 (M:33.2) 1 1 0 M.AIPPSYADLGK.S Dimethyl:2H(4): 11; Acetyl: 1

2457 true 205 1206.5534 1205.571 1 -20.69 77.06 25.67 20.3 (M:20.3) 1 1 1 R.ADEKMAAAEVR.L Oxidation: 5

2458 true 910 1206.5619 1205.5465 1 6.68 33.6 29.33 17.3 (M:17.3) 1 1 0 K.VFGDDGFHER.G Dimethyl: 1

2459 false 1515 1206.7524 1205.7172 1 23.11 154.33 37.67 19.6 (M:19.6) 1 53.22 2 1 K.ALFAVPKNYK.L Dimethyl: 7, 10



2460 true 1515 1206.7524 1205.7424 1 2.27 70.41 37.67 34.8 (M:34.8) 2 1 1 K.YLPFKVVEK.K Dimethyl: 1, 5, 9

2461 true 766 1206.7619 1205.7624 1 -6.44 48.97 34.67 44.8 (M:44.8) 1 1 0 K.GVLLFGPPGTGK.T Dimethyl:2H(4): 1, 12

2462 true 339 1207.5188 1206.5153 1 -3.16 50.04 27.17 57.5 (M:57.5) 1 1 0 K.GEDPVDYDGGR.T Dimethyl: 1

2463 true 1220 1207.6159 1206.6172 1 -7.11 89.8 36.33 30.3 (M:30.3) 2 1 0 K.ESYSIYVYK.V Dimethyl: 1, 9

2464 true 2958 1207.6451 1206.6245 1 11.03 103.26 40.83 64.2 (M:64.2) 2 1 0 K.YEELQITAGR.H Dimethyl: 1



2465 true 1457 1207.67 1206.6608 1 1.55 68.94 41.83 67.4 (M:67.4) 3 1 0 R.TSAVPTLSTFR.T Dimethyl: 1

2466 true 714 1207.7001 1206.686 1 5.62 83.93 31 48.1 (M:48.1) 1 1 1 K.YALTGDEVKK.I Dimethyl: 1, 9, 10

2467 true 414 1207.7322 1206.7212 1 3.09 48.84 31.17 65.0 (M:65.0) 2 1 0 R.IGAEVYHNLK.N Dimethyl:2H(4): 1, 10

2468 true 323 1207.7602 1206.7424 1 8.72 65.31 28.17 26.4 (M:26.4) 1 1 1 K.LVEQLKEER.E Dimethyl:2H(4): 1, 6

2469 true 139 1207.7821 1206.7725 1 1.92 93.25 26.33 21.1 (M:21.1) 1 1 1 R.IDDIVSGHKK.K Dimethyl:2H(4): 1, 9, 10



2470 true 1084 1207.7971 1206.7787 1 9.16 56.16 34.67 34.2 (M:34.2) 3 1 0 R.VLTVINQTQK.E Dimethyl:2H(4): 1, 10

2471 true 74 1208.5719 1207.5627 1 1.55 59.43 20.17 44.0 (M:44.0) 1 1 0 R.LECVEPNCR.S
Carbamidomethyl: 3, 8; 
Dimethyl:2H(4): 1

2472 false 612 1208.5931 1207.6085 1 -18.74 127.62 29.67 22.4 (M:22.4) 1 50.12 4 1 R.NKYEDEINK.R Dimethyl: 2, 9

2473 true 612 1208.5931 1207.5972 1 -9.45 105.94 29.67 75.3 (M:75.3) 1 1 0 K.YIDEEELNK.T Dimethyl: 1, 9

2474 true 1365 1208.6514 1207.6449 1 -0.63 176.59 35.83 51.2 (M:51.2) 1 1 0 R.ISGLIYEETR.G Dimethyl: 1



2475 false 470 1208.6555 1207.6499 1 -1.38 34.91 29.33 25.7 (M:25.7) 1 2 1 K.LVEYDPERR.L Dimethyl:2H(4): 1

2476 true 1387 1208.6988 1207.6863 1 4.31 156.46 37.5 58.0 (M:58.0) 3 1 0 K.GDFILTVQQR.G Dimethyl:2H(4): 1

2477 true 556 1209.5977 1208.591 1 -0.51 55.8 30.17 19.1 (M:19.1) 1 1 0 R.EQPQFQNMR.Q Dimethyl:2H(4): 1

2478 true 2132 1209.6598 1208.6703 1 -14.7 46.78 36 19.2 (M:19.2) 1 1 0 R.FEVAQVESLR.F Dimethyl:2H(4): 1

2479 true 289 1209.7089 1208.7005 1 0.91 40.63 28.83 44.5 (M:44.5) 2 1 0 R.GSTAPVGGGAFPK.I Dimethyl:2H(4): 1, 13



2480 true 95 1210.5412 1209.5287 1 4.25 97.22 23.17 19.7 (M:19.7) 1 1 0 K.GHYAYDCHR.Y
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

2481 true 175 1210.5851 1209.5778 1 -0.02 52.02 26.83 40.7 (M:40.7) 1 1 0 K.EYVAYSHTGR.I Dimethyl: 1

2482 true 1174 1210.63 1209.6182 1 3.66 99.57 41.33 64.0 (M:64.0) 6 1 0 K.APDFVFYAPR.L Dimethyl: 1

2483 true 1174 1210.63 1209.6182 1 3.66 99.57 41.33 64.0 (M:64.0) 6 1 0 K.APDFVFYAPR.L Dimethyl: 1

2484 true 1009 1210.6849 1209.6879 1 -8.46 55.36 30.17 42.7 (M:42.7) 1 1 1 -.MDKNELVQK.A Dimethyl:2H(4): 3, 9; Acetyl: 1



2485 false 1009 1210.6849 1209.6655 1 9.98 51.8 30.17 22.9 (M:22.9) 1 3 0 K.AANPIPPEVDR.W Dimethyl:2H(4): 1

2486 true 410 1210.7324 1209.7333 1 -6.71 80.66 29.83 40.1 (M:40.1) 1 1 1 K.KVELPSASPAK.K Dimethyl: 1, 1, 11

2487 true 2501 1210.745 1209.7573 1 -16.11 88.1 47.83 73.6 (M:73.6) 2 1 0 K.LVFLGLDNAGK.T Dimethyl:2H(4): 1, 11

2488 true 472 1210.7664 1209.7573 1 1.52 63.54 29.17 49.0 (M:49.0) 2 1 0 R.YPINSVNVLK.A Dimethyl:2H(4): 1, 10

2489 true 294 1211.5531 1210.5404 1 4.48 44.94 27.17 42.5 (M:42.5) 1 1 0 K.GEDPVDYDGGR.T Dimethyl:2H(4): 1



2490 true 1765 1211.6697 1210.6423 1 16.56 101.87 37.83 21.8 (M:21.8) 1 1 0 K.ESYSIYVYK.V Dimethyl:2H(4): 9; Dimethyl: 1

2491 false 1765 1211.6697 1210.671 1 -7.09 83.27 37.83 19.4 (M:19.4) 1 2 0 R.VDLVQPPYPR.S Dimethyl: 1

2492 true 2959 1211.6702 1210.6496 1 11.03 60.58 40.83 58.2 (M:58.2) 2 1 0 K.YEELQITAGR.H Dimethyl:2H(4): 1

2493 true 374 1212.5056 1211.5176 1 -15.88 90.09 29.5 76.9 (M:76.9) 3 1 0 R.SGQGAFGNMCR.G
Carbamidomethyl: 10; Dimethyl: 
1

2494 true 862 1212.5611 1211.5605 1 -5.45 70.64 32.33 60.4 (M:60.4) 2 1 0 R.NSLSYDCIGR.L Carbamidomethyl: 7; Dimethyl: 1



2495 true 282 1212.6113 1211.6047 1 -0.55 55.82 29.5 48.7 (M:48.7) 1 1 0 R.GGHQLVEGYPR.A

2496 false 1205 1212.6568 1211.6438 1 4.73 118.11 31 15.6 (M:15.6) 1 5 0 R.IFDPPDDLPK.E Dimethyl: 1, 10

2497 true 1205 1212.6568 1211.651 1 -1.22 46.33 31 47.4 (M:47.4) 1 1 0 R.IQETQAELPR.G Dimethyl: 1

2498 true 3604 1212.6701 1211.6336 1 24.1 -1 47.5 19.1 (M:19.1) 1 1 0 R.IGSGYDNVDIK.S Dimethyl:2H(4): 1

2499 true 944 1212.6736 1211.659 1 6.01 74.11 33.17 36.6 (M:36.6) 1 1 1 K.EGYKFYPPK.I Dimethyl: 1, 4, 9



2500 false 1962 1212.6765 1211.6621 1 5.88 77.28 38.33 18.7 (M:18.7) 3 4 0 K.ISELESMLSK.M
Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 10

2501 true 1962 1212.6765 1211.67 1 -0.6 44.62 38.33 86.3 (M:86.3) 5 1 0 R.ISGLIYEETR.G Dimethyl:2H(4): 1

2502 false 1962 1212.6765 1211.6443 1 20.52 132.09 38.33 16.0 (M:16.0) 2 6 1 R.IMKEEDMTK.V Dimethyl:2H(4): 1; Dimethyl: 3, 9

2503 true 1099 1212.696 1211.6646 1 19.88 100.28 38.17 23.3 (M:23.3) 1 1 0 R.GFVPGPMGGAMK.E Dimethyl:2H(4): 1, 12

2504 true 742 1212.734 1211.706 1 17.1 86.28 34.17 43.6 (M:43.6) 1 1 0 K.GGIVGMTLPIAR.D Dimethyl: 1



2505 true 44 1212.7436 1211.7585 1 -18.3 123.71 25.17 15.0 (M:15.0) 1 1 1 M.ATLKAVCVMK.G

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 10; Dimethyl: 
4

2506 true 390 1213.7058 1212.7028 1 -3.56 60.06 39.17 85.7 (M:85.7) 4 1 0 K.AVIFCLSPDK.K
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 10

2507 false 390 1213.7058 1212.7066 1 -6.72 160.94 39.17 20.2 (M:20.2) 2 5 1 K.QFLSDRQQK.Q Dimethyl:2H(4): 1, 9

2508 true 12 1214.6163 1213.5874 1 17.88 93.17 25.17 63.1 (M:63.1) 3 1 0 R.LVDGPNQCAGR.V Carbamidomethyl: 8; Dimethyl: 1

2509 true 114 1214.6215 1213.6029 1 9.26 55.78 26.83 30.8 (M:30.8) 1 1 0 K.EYVAYSHTGR.I Dimethyl:2H(4): 1



2510 true 107 1214.6256 1213.6231 1 -3.9 53.43 20.17 15.0 (M:15.0) 1 1 1 K.YEKDVADYK.S Dimethyl: 1, 3, 9

2511 true 349 1214.6516 1213.6434 1 0.84 182.81 37.83 88.8 (M:88.8) 6 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1

2512 true 349 1214.6516 1213.6434 1 0.84 182.81 37.83 88.8 (M:88.8) 6 1 0 K.APDFVFYAPR.L Dimethyl:2H(4): 1

2513 true 271 1214.6577 1213.6455 1 4.01 27.22 28.5 28.7 (M:28.7) 2 1 0 R.VFNETPINPR.K Dimethyl: 1

2514 true 929 1214.6726 1213.6667 1 -1.07 93.45 32.83 24.6 (M:24.6) 1 1 0 K.TLGNNGVQEVK.V Dimethyl: 1, 11



2515 true 852 1214.6783 1213.6707 1 0.3 61.08 34 31.6 (M:31.6) 1 1 0 K.FVHASEDLLK.Q Dimethyl: 1, 10

2516 true 958 1214.7134 1213.703 1 2.54 146.04 34.83 47.8 (M:47.8) 2 1 0 K.VLIEGSINSVR.V Dimethyl: 1

2517 true 21 1214.7247 1213.703 1 11.88 83.52 24.33 29.4 (M:29.4) 1 94.58 1 1 M.VLSAADKNNVK.G Dimethyl: 1, 11

2518 true 1465 1215.5865 1214.5965 1 -14.24 62.05 34.83 38.3 (M:38.3) 1 1 0 R.EAMNDPLLER.Y Dimethyl: 1

2519 true 295 1215.6035 1214.5891 1 5.84 69.99 26.83 15.7 (M:15.7) 1 1 0 K.NQALSETEAPR.K



2520 true 715 1215.6152 1214.6044 1 2.92 114.13 31.17 33.1 (M:33.1) 1 1 0 R.TFEDVQGHVR.R Dimethyl: 1

2521 true 1625 1215.6651 1214.6675 1 -7.94 117.98 37.67 72.3 (M:72.3) 4 1 0 K.ESYSIYVYK.V Dimethyl:2H(4): 1, 9

2522 true 916 1215.6785 1214.6659 1 4.4 103.38 32.83 43.0 (M:43.0) 2 1 0 R.QPSQGPTFGIK.G Dimethyl: 1, 11

2523 false 802 1215.6838 1214.6547 1 17.97 51.75 33 30.6 (M:30.6) 1 2 0 R.YATALYSAATK.Q Dimethyl: 1, 11

2524 false 1863 1215.6934 1214.6871 1 -0.76 64.13 38.5 21.9 (M:21.9) 1 2 0 K.EDGAISTILIR.G Dimethyl: 1



2525 true 1863 1215.6934 1214.6871 1 -0.76 68.61 38.5 28.2 (M:28.2) 1 1 0 R.EALGISDTLIR.L Dimethyl: 1

2526 true 1922 1215.6938 1214.6821 1 3.68 48.83 35 24.5 (M:24.5) 1 1 0 R.LEALCFDGVK.R
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 10

2527 true 1222 1216.5681 1215.5427 1 14.95 63.07 36 37.4 (M:37.4) 3 1 0 R.SGQGAFGNMCR.G
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

2528 true 613 1216.6419 1215.6474 1 -10.58 104.79 29.67 18.2 (M:18.2) 1 1 0 K.YIDEEELNK.T Dimethyl:2H(4): 1, 9

2529 true 1311 1216.6481 1215.6437 1 -2.37 39.68 34.17 39.2 (M:39.2) 1 1 0 K.EVLDQVYYR.V Dimethyl:2H(4): 1



2530 true 1234 1216.6823 1215.6761 1 -0.88 30.06 31 51.0 (M:51.0) 1 1 0 R.IQETQAELPR.G Dimethyl:2H(4): 1

2531 true 434 1216.6858 1215.6823 1 -3.11 48.17 31.5 54.2 (M:54.2) 2 1 0 R.VLVDQTTGLSR.G Dimethyl: 1

2532 true 1914 1216.6877 1215.6711 1 7.73 105.05 39 40.6 (M:40.6) 1 1 0 K.IDTIEIITDR.Q Dimethyl: 1

2533 true 47 1216.6946 1215.6863 1 0.83 76.08 25.5 60.1 (M:60.1) 3 1 1 K.NYVPPKGETK.K Dimethyl: 1, 6, 10

2534 true 1690 1216.703 1215.6976 1 -1.49 72.05 40.17 55.6 (M:55.6) 2 1 0 K.QIDQFLVVAR.S Dimethyl: 1



2535 false 1690 1216.703 1215.6823 1 11.05 254.79 40.17 20.5 (M:20.5) 1 53.85 2 1 K.KLASGDQGSGLK.R Dimethyl: 1, 12

2536 true 91 1216.744 1215.7227 1 11.48 90.1 21.67 33.9 (M:33.9) 2 1 0 K.AIYKPGQEVK.F Dimethyl: 1, 4, 10

2537 true 743 1216.7478 1215.7311 1 7.7 46.22 34.17 41.4 (M:41.4) 1 1 0 K.GGIVGMTLPIAR.D Dimethyl:2H(4): 1

2538 true 1335 1217.6327 1216.6274 1 -1.64 48.64 45.17 38.0 (M:38.0) 4 1 0 -.MFSAVTPLPGR.T Acetyl: 1

2539 true 1253 1217.6544 1216.6353 1 9.7 98.12 40.33 28.4 (M:28.4) 1 1 0 K.HSQFIGYPIR.L



2540 true 883 1217.6777 1216.6737 1 -2.69 36.89 34.33 71.8 (M:71.8) 4 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

2541 true 883 1217.6777 1216.6737 1 -2.69 36.89 34.33 71.8 (M:71.8) 4 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

2542 true 883 1217.6777 1216.6737 1 -2.69 36.89 34.33 71.8 (M:71.8) 4 1 0 K.EITALAPSTMK.I Dimethyl: 1, 11

2543 true 2132 1217.7017 1216.6849 1 7.8 156.42 46.33 57.5 (M:57.5) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

2544 true 2132 1217.7017 1216.6849 1 7.8 156.42 46.33 57.5 (M:57.5) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1



2545 true 2132 1217.7017 1216.6849 1 7.8 156.42 46.33 57.5 (M:57.5) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

2546 true 2132 1217.7017 1216.6849 1 7.8 156.42 46.33 57.5 (M:57.5) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

2547 true 2132 1217.7017 1216.6849 1 7.8 156.42 46.33 57.5 (M:57.5) 2 1 0 K.DSTLIMQLLR.D Dimethyl: 1

2548 true 1582 1218.6395 1217.6404 1 -6.7 68.41 33.33 75.6 (M:75.6) 1 1 0 K.NVFENALEVR.L Dimethyl: 1

2549 false 1582 1218.6395 1217.6187 1 11.17 112.84 33.33 20.0 (M:20.0) 1 2 1 R.GKNCVAIASDR.R Carbamidomethyl: 4; Dimethyl: 1



2550 true 178 1218.6446 1217.6326 1 3.88 116.16 20.67 36.4 (M:36.4) 2 1 1 -.MDKNELVQK.A
Acetyl: 1; Oxidation: 1; Dimethyl: 
3, 9

2551 true 698 1218.6629 1217.669 1 -10.98 113.52 33.17 41.8 (M:41.8) 1 1 0 R.AATNMVVIEAK.M Oxidation: 5; Dimethyl: 1, 11

2552 true 312 1218.6752 1217.6706 1 -2.24 65.79 28.5 18.8 (M:18.8) 1 1 0 R.VFNETPINPR.K Dimethyl:2H(4): 1

2553 true 1168 1218.6766 1217.6478 1 17.64 94.5 35.17 54.7 (M:54.7) 2 1 0 R.YTPIQQGPMK.V Dimethyl: 1, 10

2554 false 1168 1218.6766 1217.6845 1 -12.49 88.99 35.17 15.1 (M:15.1) 1 3 1 K.YYKTIDDLK.N Dimethyl:2H(4): 3; Dimethyl: 9



2555 true 2502 1218.7053 1217.702 1 -3.24 170.44 47.83 55.6 (M:55.6) 2 1 0 R.TLDLPIYVTR.V Dimethyl: 1

2556 true 1959 1218.7191 1217.7281 1 -13.37 70 39 29.2 (M:29.2) 2 1 0 K.VLIEGSINSVR.V Dimethyl:2H(4): 1

2557 true 1223 1218.8752 1217.8501 1 14.63 71.32 35.67 26.5 (M:26.5) 1 1 0 K.LLKPGQEPLK.Y Dimethyl:2H(4): 1, 3, 10

2558 true 614 1219.5975 1218.5993 1 -7.46 38.37 29.67 20.0 (M:20.0) 1 1 0 K.VDAQFGGVDQR.K Dimethyl: 1

2559 true 1466 1219.6111 1218.6216 1 -14.6 68.8 34.83 22.0 (M:22.0) 1 1 0 R.EAMNDPLLER.Y Dimethyl:2H(4): 1



2560 true 342 1219.6115 1218.6151 1 -8.91 119.17 24.17 15.8 (M:15.8) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11; Oxidation: 5

2561 true 342 1219.6115 1218.6151 1 -8.91 119.17 24.17 15.8 (M:15.8) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11; Oxidation: 5

2562 true 342 1219.6115 1218.6151 1 -8.91 119.17 24.17 15.8 (M:15.8) 1 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 11; Oxidation: 5

2563 true 703 1219.6276 1218.6132 1 5.85 43.8 28.5 39.1 (M:39.1) 1 1 0 R.YSLDPENPTK.S Dimethyl: 1, 10

2564 true 2709 1219.6304 1218.6278 1 -3.84 34.41 38.83 27.4 (M:27.4) 1 1 0 R.CVSELVIESR.E Carbamidomethyl: 1; Dimethyl: 1



2565 true 376 1219.6311 1218.6357 1 -9.76 153.56 29.33 35.6 (M:35.6) 1 1 0 R.AQPSASLGAAYR.A Dimethyl: 1

2566 true 1073 1219.633 1218.6245 1 1.01 76.06 30.5 99.4 (M:99.4) 1 1 0 R.LAPEYEAAATR.L Dimethyl: 1

2567 true 1705 1219.6669 1218.6699 1 -8.44 97.5 40.33 16.1 (M:16.1) 1 1 0 R.FQSLGVAFYR.G Dimethyl:2H(4): 1

2568 true 716 1219.7728 1218.7613 1 3.45 58.54 31 24.9 (M:24.9) 1 1 1 K.YALTGDEVKK.I Dimethyl:2H(4): 1, 9, 10

2569 true 176 1219.7792 1218.7725 1 -0.51 33.94 26.83 44.1 (M:44.1) 1 1 1 R.GHLDKLEPSK.I Dimethyl:2H(4): 1, 5, 10



2570 true 520 1220.5632 1219.5833 1 -22.46 82.39 29 64.5 (M:64.5) 1 1 0 R.DETNYGIPQR.A Dimethyl: 1

2571 true 1903 1220.7027 1219.6962 1 -0.62 31.7 39 47.0 (M:47.0) 1 1 0 K.IDTIEIITDR.Q Dimethyl:2H(4): 1

2572 true 435 1220.7129 1219.7074 1 -1.5 82.76 29.33 35.1 (M:35.1) 2 1 0 R.VLVDQTTGLSR.G Dimethyl:2H(4): 1

2573 false 435 1220.7129 1219.7009 1 3.85 133.9 29.33 16.9 (M:16.9) 1 2 1 K.TIVKCAVNQR.Q
Carbamidomethyl: 5; 
Dimethyl:2H(4): 4

2574 false 1691 1220.7287 1219.7074 1 11.45 231.24 40 27.1 (M:27.1) 2 50 3 1 K.KLASGDQGSGLK.R Dimethyl:2H(4): 1; Dimethyl: 12



2575 true 1691 1220.7287 1219.7227 1 -1.05 50.46 40 67.1 (M:67.1) 2 1 0 K.QIDQFLVVAR.S Dimethyl:2H(4): 1

2576 true 582 1220.7482 1219.7339 1 5.75 37.14 32.17 45.9 (M:45.9) 1 1 0 R.ITAHLVHELR.R Dimethyl:2H(4): 1

2577 true 1371 1220.7868 1219.778 1 1.28 68.83 46.33 43.2 (M:43.2) 1 1 0 R.GILLFGPPGTGK.S Dimethyl:2H(4): 1, 12

2578 true 2192 1221.6492 1220.6401 1 1.46 89.43 36.67 52.5 (M:52.5) 2 1 0 K.ALELDSNLYR.I Dimethyl: 1

2579 true 2960 1221.6516 1220.6401 1 3.43 80.26 40.5 23.7 (M:23.7) 1 1 0 K.YEELQVTVGR.H Dimethyl: 1



2580 true 2016 1221.7161 1220.7101 1 -0.98 60.26 46.5 73.2 (M:73.2) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

2581 true 2016 1221.7161 1220.7101 1 -0.98 60.26 46.5 73.2 (M:73.2) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

2582 true 2016 1221.7161 1220.7101 1 -0.98 60.26 46.5 73.2 (M:73.2) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

2583 true 2016 1221.7161 1220.7101 1 -0.98 60.26 46.5 73.2 (M:73.2) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1

2584 true 2016 1221.7161 1220.7101 1 -0.98 60.26 46.5 73.2 (M:73.2) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1



2585 true 1715 1221.7976 1220.7944 1 -3.35 63.23 40.5 60.0 (M:60.0) 1 1 0 R.SNLGSVVLQLK.K Dimethyl:2H(4): 1, 11

2586 true 311 1222.5167 1221.4932 1 13.27 43.92 26.67 23.4 (M:23.4) 1 1 0 R.DNTGDEDCLR.H Carbamidomethyl: 8; Dimethyl: 1

2587 true 1583 1222.6642 1221.6655 1 -7.08 49.83 33.33 48.0 (M:48.0) 1 1 0 K.NVFENALEVR.L Dimethyl:2H(4): 1

2588 true 98 1222.7041 1221.6904 1 5.3 90.64 26.33 42.6 (M:42.6) 1 1 1 R.CIIPNHEKK.A
Carbamidomethyl: 1; Dimethyl: 1, 
8, 9

2589 true 92 1222.7052 1221.6957 1 1.77 45.41 25.5 20.6 (M:20.6) 1 1 0 K.LYAVHQEGNK.N Dimethyl:2H(4): 1, 10



2590 true 571 1222.7281 1221.7234 1 -2.08 86.05 38.83 62.1 (M:62.1) 6 1 0 R.NLPLPPPPPPR.G Dimethyl: 1

2591 true 820 1222.7282 1221.7209 1 0.07 85.52 34 62.0 (M:62.0) 1 1 0 K.FVHASEDLLK.Q Dimethyl:2H(4): 1, 10

2592 false 820 1222.7282 1221.7432 1 -18.19 181.15 34 21.0 (M:21.0) 1 2 1 R.KMYSEIDIK.V Dimethyl:2H(4): 1, 1, 9

2593 true 2503 1222.7297 1221.7271 1 -3.79 152.09 47.83 42.1 (M:42.1) 1 1 0 R.TLDLPIYVTR.V Dimethyl:2H(4): 1

2594 false 1203 1222.7507 1221.7573 1 -11.33 90.99 40.33 17.0 (M:17.0) 1 3 0 K.GVLLYGPPGTGK.T Dimethyl:2H(4): 1, 12



2595 true 2547 1223.612 1222.6016 1 2.57 69.63 38.33 33.4 (M:33.4) 1 1 0 K.EGVIECSFVR.S Carbamidomethyl: 6; Dimethyl: 1

2596 true 615 1223.6185 1222.6244 1 -10.81 62.2 29.5 19.4 (M:19.4) 1 1 0 K.VDAQFGGVDQR.K Dimethyl:2H(4): 1

2597 true 187 1223.6436 1222.6268 1 7.81 44.56 27 46.0 (M:46.0) 1 1 1 K.FEKEAAEMGK.G Dimethyl: 1, 3, 10

2598 true 1097 1223.6577 1222.6496 1 0.7 53.97 30.5 69.0 (M:69.0) 1 1 0 R.LAPEYEAAATR.L Dimethyl:2H(4): 1

2599 true 360 1223.6649 1222.6608 1 -2.61 80.81 29.33 38.6 (M:38.6) 1 1 0 R.AQPSASLGAAYR.A Dimethyl:2H(4): 1



2600 true 2560 1223.7144 1222.7074 1 -0.2 223.94 48.5 40.6 (M:40.6) 1 1 0 R.QLPEPIVPFR.M Dimethyl: 1

2601 false 118 1223.7212 1222.7034 1 8.61 113.2 26.83 17.2 (M:17.2) 1 2 0 R.QKPQSDVPLR.M Dimethyl: 1, 2

2602 true 803 1223.7261 1222.7049 1 11.41 67.52 33 47.9 (M:47.9) 1 1 0 R.YATALYSAATK.Q Dimethyl:2H(4): 1, 11

2603 true 917 1223.7272 1222.7161 1 3.1 120.4 33 35.6 (M:35.6) 1 1 0 R.QPSQGPTFGIK.G Dimethyl:2H(4): 1, 11

2604 true 961 1223.7434 1222.7223 1 11.3 97.03 36.83 19.8 (M:19.8) 2 1 0 K.LSILYPATTGR.N Dimethyl:2H(4): 1



2605 true 521 1224.5869 1223.6084 1 -23.5 48.73 29 56.5 (M:56.5) 1 1 0 R.DETNYGIPQR.A Dimethyl:2H(4): 1

2606 true 12 1224.6023 1223.6081 1 -10.67 148.52 21.83 27.1 (M:27.1) 1 1 0 K.QAHTMDPQLR.L Dimethyl: 1

2607 true 936 1224.6461 1223.622 1 13.75 82.66 40 35.9 (M:35.9) 1 1 0 R.CTPSVVSFGSK.N
Carbamidomethyl: 1; Dimethyl: 1, 
11

2608 true 27 1224.6524 1223.651 1 -4.83 158.89 25 42.6 (M:42.6) 1 1 0 K.QVHPDTGISSK.A Dimethyl: 1, 11

2609 true 524 1224.6606 1223.651 1 1.89 38.72 24 22.2 (M:22.2) 1 1 0 K.QEPVKPEEGR.D Dimethyl: 1, 5



2610 true 1366 1224.7357 1223.7424 1 -11.4 67.88 46 18.9 (M:18.9) 1 1 0 K.LVGNMALLPIR.S Dimethyl: 1

2611 true 976 1225.6017 1224.606 1 -9.46 50.02 31.83 56.9 (M:56.9) 1 1 0 K.FGEVTDCTIK.M
Carbamidomethyl: 7; Dimethyl: 1, 
10

2612 true 2961 1225.6707 1224.6652 1 -1.45 91.61 40.5 28.1 (M:28.1) 1 1 0 K.YEELQVTVGR.H Dimethyl:2H(4): 1

2613 true 2231 1225.6738 1224.6652 1 1.09 73.58 36.67 37.8 (M:37.8) 2 1 0 K.ALELDSNLYR.I Dimethyl:2H(4): 1

2614 true 1713 1225.7149 1224.7078 1 -0.11 87.52 34.67 36.1 (M:36.1) 1 1 0 R.AEVSELPAIIR.D Dimethyl: 1



2615 true 1573 1225.7351 1224.719 1 7.16 60.99 39.17 40.1 (M:40.1) 1 1 0 R.LLLNNDNLLR.E Dimethyl: 1

2616 true 1573 1225.7351 1224.719 1 7.16 60.99 39.17 40.1 (M:40.1) 1 1 0 R.LLLNNDNLLR.E Dimethyl: 1

2617 true 2022 1225.7386 1224.7239 1 6.01 61.1 39.83 66.6 (M:66.6) 4 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

2618 true 2022 1225.7386 1224.7239 1 6.01 61.1 39.83 66.6 (M:66.6) 4 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11

2619 true 2022 1225.7386 1224.7239 1 6.01 61.1 39.83 66.6 (M:66.6) 4 1 0 K.EITALAPSTMK.I Dimethyl:2H(4): 1, 11



2620 true 2237 1225.7682 1224.7569 1 3.25 112.31 44.83 37.0 (M:37.0) 1 1 0 K.SLSPLQLFEK.V Dimethyl:2H(4): 1, 10

2621 true 3302 1225.7719 1224.7693 1 -3.84 64.61 45.83 65.8 (M:65.8) 2 1 0 K.ILLAELEQLK.G Dimethyl: 1, 10

2622 true 312 1226.5035 1225.5034 1 -5.83 50.83 27.83 40.9 (M:40.9) 1 1 0 K.NDQCYDDIR.V Carbamidomethyl: 4; Dimethyl: 1

2623 true 704 1226.5288 1225.522 1 -0.38 96.21 28.67 47.1 (M:47.1) 1 1 0 R.CAEENCFIR.V
Carbamidomethyl: 1, 6; Dimethyl: 
1

2624 true 299 1226.6278 1225.6489 1 -23.11 108.72 29.5 16.6 (M:16.6) 1 1 0 K.DAIVHQAGMLK.R Oxidation: 9; Dimethyl: 11



2625 true 2030 1226.6635 1225.6594 1 -2.64 74.69 35.5 38.7 (M:38.7) 1 1 0 K.FLDGIYVSEK.G Dimethyl: 1, 10

2626 true 1508 1226.7275 1225.703 1 14 159.93 38.83 47.9 (M:47.9) 3 1 0 R.ATPGAELLLGTR.D Dimethyl: 1

2627 true 572 1226.7534 1225.7485 1 -1.9 78.89 39 68.4 (M:68.4) 6 1 0 R.NLPLPPPPPPR.G Dimethyl:2H(4): 1

2628 true 2575 1227.6349 1226.6267 1 0.71 52.74 38.33 34.6 (M:34.6) 1 1 0 K.EGVIECSFVR.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

2629 true 279 1227.638 1226.6264 1 3.52 39.68 28.67 82.4 (M:82.4) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11



2630 true 279 1227.638 1226.6264 1 3.52 39.68 28.67 82.4 (M:82.4) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

2631 true 279 1227.638 1226.6264 1 3.52 39.68 28.67 82.4 (M:82.4) 4 1 0 R.HQGVMVGMGQK.D Dimethyl: 1, 11

2632 true 1507 1227.6401 1226.6118 1 17.12 94.31 36.83 20.9 (M:20.9) 1 1 0 K.YFVDAGAMAVR.R Dimethyl: 1

2633 false 12 1227.6467 1226.6441 1 -3.88 122.69 21.33 16.1 (M:16.1) 1 5 1 K.SEAKHIQMQK.Q Dimethyl: 1

2634 true 167 1227.6717 1226.6547 1 7.91 151.59 31.83 34.3 (M:34.3) 1 1 1 R.GLFDEYGSKK.S Dimethyl: 1, 9, 10



2635 false 1652 1227.7126 1226.7122 1 -5.62 138.66 39.17 17.0 (M:17.0) 2 2 1 R.DKVLTPEELK.A Dimethyl: 1, 10

2636 true 1652 1227.7126 1226.6983 1 5.72 79.77 39.17 71.2 (M:71.2) 4 1 0 K.DAGTIAGLNVLR.I Dimethyl: 1

2637 true 2544 1227.7395 1226.7325 1 -0.19 129.23 48.5 43.6 (M:43.6) 1 1 0 R.QLPEPIVPFR.M Dimethyl:2H(4): 1

2638 true 672 1227.7571 1226.7285 1 17.37 47.4 33 16.1 (M:16.1) 1 1 0 R.LVTELTNHIR.V Dimethyl:2H(4): 1

2639 true 3767 1227.7606 1226.7362 1 13.98 39 48.5 22.3 (M:22.3) 1 1 0 K.AIEFLSLENK.M Dimethyl:2H(4): 1, 10



2640 true 1271 1228.5313 1227.5125 1 9.42 71.5 36 21.7 (M:21.7) 2 1 0 R.SGQGAFGNMCR.G
Carbamidomethyl: 10; Oxidation: 
9; Dimethyl: 1

2641 true 436 1228.621 1227.6095 1 3.39 90.1 27.5 20.0 (M:20.0) 1 1 0 K.DLPVSEQQER.A Dimethyl: 1

2642 true 826 1228.6821 1227.6773 1 -2.02 86.29 32 50.6 (M:50.6) 1 1 0 R.STPSCIAFGPK.N
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 11

2643 false 890 1228.7138 1227.7187 1 -9.89 114.88 36.5 15.6 (M:15.6) 1 2 1 R.LSIRKPEDSK.A Dimethyl: 1, 10

2644 true 890 1228.7138 1227.6976 1 7.31 93.17 36.5 55.4 (M:55.4) 4 1 0 K.SILFVPNSAPR.G Dimethyl: 1



2645 true 877 1228.7213 1227.7103 1 2.98 46.41 34.5 22.8 (M:22.8) 1 1 0 R.IVVFHYSDGK.L Dimethyl:2H(4): 1, 10

2646 true 55 1228.7726 1227.7616 1 2.96 52.38 21.67 62.4 (M:62.4) 3 1 1 K.NYVPPKGETK.K Dimethyl:2H(4): 1, 6, 10

2647 true 1358 1228.7757 1227.7675 1 0.72 70.71 46 52.1 (M:52.1) 1 1 0 K.LVGNMALLPIR.S Dimethyl:2H(4): 1

2648 true 1026 1229.6379 1228.6241 1 5.35 88.21 38 28.5 (M:28.5) 1 1 0 K.SDFHLFGPPGK.K Dimethyl: 11

2649 true 2840 1229.6439 1228.6412 1 -3.7 93.42 39.5 38.1 (M:38.1) 1 1 0 R.QSVEADINGLR.R Dimethyl: 1



2650 true 1508 1229.6563 1228.6539 1 -4.01 73.35 32.83 78.6 (M:78.6) 2 1 0 K.AIEENNNFSK.M Dimethyl:2H(4): 1, 10

2651 true 1832 1229.7393 1228.7329 1 -0.74 76.92 34.5 43.8 (M:43.8) 1 1 0 R.AEVSELPAIIR.D Dimethyl:2H(4): 1

2652 true 1575 1229.7618 1228.7441 1 8.44 196.36 39.17 28.4 (M:28.4) 2 1 0 R.LLLNNDNLLR.E Dimethyl:2H(4): 1

2653 true 1575 1229.7618 1228.7441 1 8.44 196.36 39.17 28.4 (M:28.4) 2 1 0 R.LLLNNDNLLR.E Dimethyl:2H(4): 1

2654 true 1011 1230.6669 1229.6599 1 -0.23 72.94 35 23.7 (M:23.7) 1 1 0 R.DVCTTLGLCK.G
Carbamidomethyl: 3, 9; 
Dimethyl:2H(4): 1, 10



2655 true 1969 1230.7053 1229.702 1 -3.2 85.89 42.67 31.6 (M:31.6) 1 1 0 R.FLVPIESIER.A Dimethyl: 1

2656 true 1509 1230.7437 1229.7281 1 6.77 196 38.67 18.0 (M:18.0) 1 1 0 R.ATPGAELLLGTR.D Dimethyl:2H(4): 1

2657 true 1392 1231.627 1230.6204 1 -0.6 58.93 32 30.8 (M:30.8) 1 1 0 K.TNEAQAIETAR.A Dimethyl: 1

2658 true 1508 1231.6415 1230.6369 1 -2.13 79.23 36.83 54.9 (M:54.9) 1 1 0 K.YFVDAGAMAVR.R Dimethyl:2H(4): 1

2659 true 1157 1231.6526 1230.6391 1 5.1 34.32 36.33 42.6 (M:42.6) 1 1 0 R.CLSQAVEGLAR.A Carbamidomethyl: 1; Dimethyl: 1



2660 false 1157 1231.6526 1230.6456 1 -0.2 160.96 36.33 16.3 (M:16.3) 1 3 1 K.EAKESASGSPLK.E Dimethyl: 12

2661 true 1888 1231.662 1230.6608 1 -4.99 31.18 38.67 30.7 (M:30.7) 1 1 0 R.ALELDPNLYR.I Dimethyl: 1

2662 true 258 1231.6709 1230.6721 1 -6.89 90.05 28.5 71.0 (M:71.0) 4 1 0 K.FAAATGATPIAGR.F Dimethyl: 1

2663 true 1833 1231.677 1230.6642 1 4.52 57.58 34.67 32.9 (M:32.9) 1 1 0 R.AILAETEGMLR.D Dimethyl: 1

2664 true 1894 1231.6977 1230.6761 1 11.66 61.32 42.17 34.3 (M:34.3) 1 1 0 K.FLVGPDGVPFR.R Dimethyl: 1



2665 true 1694 1231.7353 1230.7234 1 3.76 43.48 39.17 93.7 (M:93.7) 3 1 0 K.DAGTIAGLNVLR.I Dimethyl:2H(4): 1

2666 true 1748 1232.6259 1231.6125 1 4.99 106.47 34.17 24.2 (M:24.2) 1 1 0 K.NVFDYYEVK.I Dimethyl: 1, 9

2667 true 437 1232.6403 1231.6346 1 -1.34 26.94 27.5 39.4 (M:39.4) 1 1 0 K.DLPVSEQQER.A Dimethyl:2H(4): 1

2668 true 130 1232.6912 1231.6722 1 9.47 53.82 28 32.4 (M:32.4) 1 1 0 K.CSPIGVYTSGK.G
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11

2669 true 26 1232.7028 1231.7012 1 -4.61 167.64 25 83.1 (M:83.1) 4 1 0 K.QVHPDTGISSK.A Dimethyl:2H(4): 1, 11



2670 true 518 1232.7124 1231.7012 1 3.21 41.43 24 44.8 (M:44.8) 1 1 0 K.QEPVKPEEGR.D Dimethyl:2H(4): 1, 5

2671 true 926 1232.7396 1231.7227 1 7.81 101.09 36.5 52.5 (M:52.5) 4 1 0 K.SILFVPNSAPR.G Dimethyl:2H(4): 1

2672 true 1569 1233.6336 1232.6373 1 -8.88 21.27 36 33.1 (M:33.1) 1 1 0 R.EGPLCDELIR.N
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2673 true 977 1233.6526 1232.6562 1 -8.88 33.74 31.83 58.5 (M:58.5) 2 1 0 K.FGEVTDCTIK.M
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 10

2674 true 2811 1233.6685 1232.6663 1 -4.06 73.64 39.5 61.2 (M:61.2) 1 1 0 R.QSVEADINGLR.R Dimethyl:2H(4): 1



2675 true 433 1233.6828 1232.6686 1 5.59 195.32 31 53.4 (M:53.4) 3 1 0 K.EITALAPSTMK.I Oxidation: 10; Dimethyl: 1, 11

2676 true 433 1233.6828 1232.6686 1 5.59 195.32 31 53.4 (M:53.4) 3 1 0 K.EITALAPSTMK.I Oxidation: 10; Dimethyl: 1, 11

2677 true 433 1233.6828 1232.6686 1 5.59 195.32 31 53.4 (M:53.4) 3 1 0 K.EITALAPSTMK.I Oxidation: 10; Dimethyl: 1, 11

2678 true 1015 1233.7352 1232.739 1 -9.02 144.35 37.5 24.2 (M:24.2) 1 1 0 K.TASQSLLVNLR.A Dimethyl:2H(4): 1

2679 true 381 1233.7791 1232.777 1 -4.13 79.52 29 46.0 (M:46.0) 1 1 1 K.YKDGTELALK.E Dimethyl:2H(4): 1, 2, 10



2680 true 812 1233.7954 1232.7795 1 7.05 96.05 35.17 28.8 (M:28.8) 1 1 0 R.IVAISAPLYVR.Q Dimethyl:2H(4): 1

2681 true 3303 1233.8219 1232.8195 1 -4.02 56.07 45.83 66.7 (M:66.7) 2 1 0 K.ILLAELEQLK.G Dimethyl:2H(4): 1, 10

2682 true 314 1234.6025 1233.5846 1 8.61 72.84 30 60.6 (M:60.6) 1 1 0 K.CIVNMEGNNK.L
Carbamidomethyl: 1; Dimethyl: 1, 
10

2683 true 867 1234.6585 1233.6605 1 -7.54 43.55 29.17 31.2 (M:31.2) 1 1 0 K.YAEQLIQEGK.A Dimethyl: 1, 10

2684 false 867 1234.6585 1233.6717 1 -16.64 22.87 29.17 22.5 (M:22.5) 1 2 1 R.LNLYELKEGR.Q



2685 true 2059 1234.7167 1233.7097 1 -0.21 57.11 35.5 71.9 (M:71.9) 1 1 0 K.FLDGIYVSEK.G Dimethyl:2H(4): 1, 10

2686 true 1970 1234.7286 1233.7271 1 -4.64 45.83 42.67 22.2 (M:22.2) 1 1 0 R.FLVPIESIER.A Dimethyl:2H(4): 1

2687 true 904 1234.7901 1233.7809 1 1.57 225.4 36.17 55.2 (M:55.2) 1 1 0 K.IPGIVIAATPVR.A Dimethyl: 1

2688 true 1668 1235.6626 1234.6529 1 1.9 53.6 36.67 19.4 (M:19.4) 1 1 0 R.LANIDEEMLR.K Dimethyl:2H(4): 1

2689 true 1158 1235.6684 1234.6642 1 -2.49 64.42 36.33 19.1 (M:19.1) 1 1 0 R.CLSQAVEGLAR.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



2690 true 686 1235.6779 1234.6558 1 12.04 83.42 31.17 72.6 (M:72.6) 8 1 0 M.ATYVQLNTGAK.M Acetyl: 1; Dimethyl: 11

2691 true 263 1235.6894 1234.6766 1 4.43 60.79 28.67 74.9 (M:74.9) 4 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2692 true 263 1235.6894 1234.6766 1 4.43 60.79 28.67 74.9 (M:74.9) 4 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2693 true 263 1235.6894 1234.6766 1 4.43 60.79 28.67 74.9 (M:74.9) 4 1 0 R.HQGVMVGMGQK.D Dimethyl:2H(4): 1, 11

2694 true 259 1235.6951 1234.6972 1 -7.56 78.4 28.5 65.7 (M:65.7) 4 1 0 K.FAAATGATPIAGR.F Dimethyl:2H(4): 1



2695 false 13 1235.6982 1234.6958 1 -3.99 148.61 21.33 19.5 (M:19.5) 3 3 1 K.LKGTEDELDK.Y
Dimethyl:2H(4): 10; Dimethyl: 1, 
2

2696 false 13 1235.6982 1234.6958 1 -3.99 148.61 21.33 19.5 (M:19.5) 3 3 1 K.LKGTEDELDK.Y
Dimethyl:2H(4): 10; Dimethyl: 1, 
2

2697 false 1477 1235.7025 1234.7182 1 -18.59 112.46 37.17 16.4 (M:16.4) 1 2 1 K.KVMPFVAMIK.E Oxidation: 8; Dimethyl: 1, 10

2698 true 1477 1235.7025 1234.6921 1 2.47 75.6 37.17 86.6 (M:86.6) 2 1 0 K.NIVSNSSAFLK.T Dimethyl: 1, 11

2699 true 1275 1235.7112 1234.7049 1 -0.75 85.99 35.33 69.1 (M:69.1) 2 1 0 R.STLNEIYFGK.T Dimethyl:2H(4): 1, 10



2700 true 1873 1235.7155 1234.7012 1 5.72 79.43 42.17 54.2 (M:54.2) 2 1 0 K.FLVGPDGVPFR.R Dimethyl:2H(4): 1

2701 true 719 1236.5309 1235.5275 1 -3.08 37.78 30.33 62.3 (M:62.3) 1 1 0 R.ENCCILDER.F
Carbamidomethyl: 3, 4; Dimethyl: 
1

2702 true 497 1236.6905 1235.6696 1 10.97 102.32 30.5 24.8 (M:24.8) 2 1 1 K.KVYIQDVCR.E
Carbamidomethyl: 8; Dimethyl: 1, 
1

2703 true 1257 1236.6983 1235.6663 1 20.06 234.08 36.5 18.1 (M:18.1) 1 1 1 R.YSRHFETIK.L Dimethyl: 1, 9

2704 false 992 1236.7693 1235.7729 1 -8.78 105.81 37.33 72.6 (M:72.6) 2 2 0 R.GILLYGPPGTGK.T Dimethyl:2H(4): 1, 12



2705 true 1927 1236.7798 1235.7729 1 -0.33 232.72 44.17 60.2 (M:60.2) 1 1 0 R.GLALALFGGEPK.N Dimethyl:2H(4): 1, 12

2706 false 1927 1236.7798 1235.7791 1 -5.34 238.7 44.17 15.3 (M:15.3) 1 2 1 K.QLLALKAEYK.E Dimethyl:2H(4): 1; Dimethyl: 10

2707 true 2097 1237.7013 1236.705 1 -8.86 58.14 44.67 25.9 (M:25.9) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

2708 true 2097 1237.7013 1236.705 1 -8.86 58.14 44.67 25.9 (M:25.9) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

2709 true 2097 1237.7013 1236.705 1 -8.86 58.14 44.67 25.9 (M:25.9) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6



2710 true 2097 1237.7013 1236.705 1 -8.86 58.14 44.67 25.9 (M:25.9) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

2711 true 2097 1237.7013 1236.705 1 -8.86 58.14 44.67 25.9 (M:25.9) 3 1 0 K.DSTLIMQLLR.D Dimethyl:2H(4): 1; Oxidation: 6

2712 true 2338 1237.8063 1236.7933 1 4.6 143.24 46.67 69.2 (M:69.2) 1 1 0 K.FSLAPVAVELK.A Dimethyl:2H(4): 1, 11

2713 false 660 1237.8492 1236.8257 1 13.13 188.37 33.17 18.0 (M:18.0) 1 2 1 R.ATVLLSVTKGGK.R Dimethyl:2H(4): 1, 12

2714 true 660 1237.8492 1236.8446 1 -2.19 121.57 33.17 42.4 (M:42.4) 1 1 0 R.VKPDLVITEK.G Dimethyl:2H(4): 1, 2, 10



2715 true 1337 1238.5671 1237.5761 1 -13.16 28.45 34.33 56.4 (M:56.4) 1 1 0 K.QDFMLEASNR.L Dimethyl: 1

2716 true 1228 1238.7347 1237.7233 1 3.33 107.97 39.67 17.0 (M:17.0) 1 1 0 R.VGIVAWHPTAR.N Dimethyl:2H(4): 1

2717 true 1312 1238.7641 1237.7547 1 1.7 75.58 44.17 36.8 (M:36.8) 1 1 0 K.AAFIPVLNIPR.T Dimethyl: 1

2718 true 813 1238.8172 1237.806 1 3.2 95.13 36.17 83.3 (M:83.3) 1 1 0 K.IPGIVIAATPVR.A Dimethyl:2H(4): 1

2719 true 2576 1239.6243 1238.6233 1 -5.1 122.45 38.33 41.6 (M:41.6) 1 1 0 R.FPFESPEAQR.L Dimethyl:2H(4): 1



2720 true 1888 1239.6356 1238.6295 1 -0.98 95.76 34.67 34.5 (M:34.5) 1 1 0 K.YQQLFEDLR.A Dimethyl: 1

2721 true 1168 1239.6878 1238.6809 1 -0.24 323.57 34.67 17.4 (M:17.4) 1 1 1 K.ANSVKQEFEK.Q Dimethyl:2H(4): 1; Dimethyl: 10

2722 true 2175 1239.8128 1238.809 1 -2.81 77.42 43.33 45.0 (M:45.0) 1 1 0 K.VENFIISLIK.E Dimethyl:2H(4): 1, 10

2723 false 3685 1240.593 1239.6057 1 -16.12 118.69 48.17 18.5 (M:18.5) 1 2 0 R.DGYIDLMELK.L Oxidation: 7; Dimethyl: 10

2724 true 1546 1240.6198 1239.622 1 -7.58 51.1 35.33 33.5 (M:33.5) 1 1 0 K.CDLFIQEGAR.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



2725 true 293 1240.6593 1239.636 1 12.86 98.12 30.83 71.6 (M:71.6) 4 1 0 R.GGHQLVEGYPR.A Dimethyl: 1

2726 true 626 1241.6155 1240.6088 1 -0.43 101.41 30.67 37.1 (M:37.1) 1 1 1 K.RFPGYDSESK.E Dimethyl: 1, 10

2727 true 482 1241.7199 1240.7188 1 -5.05 97.83 29.67 53.0 (M:53.0) 5 1 0 K.EITALAPSTMK.I
Dimethyl:2H(4): 1, 11; Oxidation: 
10

2728 true 482 1241.7199 1240.7188 1 -5.05 97.83 29.67 53.0 (M:53.0) 5 1 0 K.EITALAPSTMK.I
Dimethyl:2H(4): 1, 11; Oxidation: 
10

2729 true 482 1241.7199 1240.7188 1 -5.05 97.83 29.67 53.0 (M:53.0) 5 1 0 K.EITALAPSTMK.I
Dimethyl:2H(4): 1, 11; Oxidation: 
10



2730 true 498 1241.7263 1240.7067 1 9.9 99.91 30.67 19.0 (M:19.0) 1 1 1 M.PPKFDPTEVK.V Dimethyl: 1, 3, 10

2731 true 1237 1242.565 1241.5598 1 -1.66 59.21 31 38.2 (M:38.2) 1 1 0 R.YLSETGMEER.R Dimethyl: 1

2732 true 2103 1242.6346 1241.6326 1 -4.19 57.23 40.5 25.4 (M:25.4) 1 1 0 R.YVMTTTTLER.T Dimethyl: 1

2733 true 515 1242.6589 1241.6495 1 1.74 173.42 41.33 42.4 (M:42.4) 1 1 0 K.FYVHNDIFR.Y Dimethyl:2H(4): 1

2734 true 387 1242.7443 1241.7343 1 2.19 74.11 25.17 82.2 (M:82.2) 3 1 1 M.VLSAADKNNVK.G Dimethyl: 1, 7, 11



2735 true 1313 1242.7891 1241.7798 1 1.62 71.73 44.17 46.5 (M:46.5) 1 1 0 K.AAFIPVLNIPR.T Dimethyl:2H(4): 1

2736 true 945 1242.8228 1241.8137 1 1.51 60.76 33 35.9 (M:35.9) 1 1 1 R.KGFVEIQTPK.I Dimethyl:2H(4): 1, 1, 10

2737 true 330 1243.6275 1242.6213 1 -0.84 88.3 24.17 48.2 (M:48.2) 5 99.95 1 0 R.HQGVMVGMGQK.D Oxidation: 5; Dimethyl: 1, 11

2738 true 330 1243.6275 1242.6213 1 -0.84 88.3 24.17 48.2 (M:48.2) 5 99.95 1 0 R.HQGVMVGMGQK.D Oxidation: 5; Dimethyl: 1, 11

2739 true 330 1243.6275 1242.6213 1 -0.84 88.3 24.17 48.2 (M:48.2) 5 99.95 1 0 R.HQGVMVGMGQK.D Oxidation: 5; Dimethyl: 1, 11



2740 true 280 1243.6303 1242.6213 1 1.38 83.73 28.67 53.4 (M:53.4) 6 90.22 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

2741 true 280 1243.6303 1242.6213 1 1.38 83.73 28.67 53.4 (M:53.4) 6 90.22 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

2742 true 280 1243.6303 1242.6213 1 1.38 83.73 28.67 53.4 (M:53.4) 6 90.22 1 0 R.HQGVMVGMGQK.D Oxidation: 8; Dimethyl: 1, 11

2743 true 1331 1243.6329 1242.6216 1 3.19 78.95 35.17 33.4 (M:33.4) 2 1 0 K.SQAFIEMETR.E Dimethyl:2H(4): 1

2744 true 1856 1243.6653 1242.6546 1 2.71 81.22 34.67 61.9 (M:61.9) 1 1 0 K.YQQLFEDLR.A Dimethyl:2H(4): 1



2745 true 51 1243.6768 1242.6608 1 6.95 126.57 20.5 85.8 (M:85.8) 1 1 1 R.FHVEEEGKGK.D Dimethyl: 1, 8, 10

2746 true 384 1243.7133 1242.6833 1 18.28 72.03 30.83 22.8 (M:22.8) 1 1 0 K.GIPHLVTHDAR.T Dimethyl: 1

2747 false 588 1243.7421 1242.7095 1 20.4 159.19 31.83 16.3 (M:16.3) 2 3 1
R.GPGGTRGGLGGGIR.
G Dimethyl:2H(4): 1

2748 true 1301 1243.7588 1242.7485 1 2.41 100.45 37 18.1 (M:18.1) 1 1 0 K.LTPLSPEVISR.Q Dimethyl:2H(4): 1

2749 true 1100 1243.8244 1242.7974 1 15.85 108.16 38.17 42.5 (M:42.5) 1 1 0 R.VICILSHPIK.N
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 10



2750 true 681 1244.5729 1243.5577 1 6.35 97.01 30.67 90.0 (M:90.0) 2 1 0 R.DNSTMGYMAAK.K Dimethyl: 1, 11

2751 true 1537 1244.6038 1243.5991 1 -2.05 161.78 36.83 27.6 (M:27.6) 1 1 0 R.MGLAMGSNFER.T Dimethyl:2H(4): 1

2752 true 206 1244.6883 1243.6772 1 3.05 132.41 27.17 37.2 (M:37.2) 1 1 1 K.LKDSEAELQR.R Dimethyl: 1, 2

2753 true 1371 1244.7101 1243.675 1 22.29 164.15 36.17 35.0 (M:35.0) 1 1 0 R.LVQAFQYTDK.H Dimethyl:2H(4): 1

2754 false 1371 1244.7101 1243.7289 1 -20.95 117.64 36.17 20.1 (M:20.1) 1 69.61 2 1 K.VEGGTPLFKLR.K Dimethyl: 9



2755 true 455 1244.7122 1243.7037 1 0.98 105.77 31.17 44.1 (M:44.1) 1 1 0 R.AELPGVHPVAAR.L Dimethyl: 1

2756 false 1892 1244.7343 1243.7009 1 20.97 80.91 38.83 19.9 (M:19.9) 1 50 2 1 K.NKQPMPVNIR.A Dimethyl:2H(4): 2; Oxidation: 5

2757 true 813 1244.7345 1243.7438 1 -13.32 132.19 35 36.5 (M:36.5) 3 1 0 R.ETQALILAPTR.E Dimethyl:2H(4): 1

2758 true 442 1245.6222 1244.6262 1 -9.04 98.96 26.67 70.4 (M:70.4) 1 1 0 K.TSYAQHQQVR.Q Dimethyl: 1

2759 true 1324 1245.6671 1244.6547 1 4.13 81.73 37.5 78.4 (M:78.4) 3 1 0 K.DAGTIAGLNVMR.I Dimethyl: 1



2760 true 1168 1245.6739 1244.6666 1 0.04 138.65 35.33 27.1 (M:27.1) 1 1 0 K.HSQFIGYPIR.L Dimethyl: 1

2761 true 525 1245.6874 1244.6725 1 6.14 88.01 30 39.4 (M:39.4) 3 1 0 K.AVENSSTAIGIR.C Dimethyl: 1

2762 true 1204 1246.647 1245.6226 1 13.74 109.92 35.67 21.6 (M:21.6) 1 1 0 -.MDFQHRPGGK.T Dimethyl:2H(4): 10; Acetyl: 1

2763 true 1688 1246.6516 1245.6751 1 -24.69 125.42 36.83 15.4 (M:15.4) 1 1 1 R.MGKNGSQVIEK.I Dimethyl: 1, 11

2764 true 2288 1246.6661 1245.6717 1 -10.36 305.76 36.67 15.6 (M:15.6) 1 1 0 K.LWTLVTEQTR.L



2765 true 1183 1246.7181 1245.7081 1 2.18 206.18 36.17 48.3 (M:48.3) 2 1 0 R.VAQLEQVYIR.G Dimethyl: 1

2766 true 1399 1247.6794 1246.6716 1 0.45 102.13 38 54.2 (M:54.2) 1 1 0 K.CEPIIMTVPR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

2767 true 1730 1247.6986 1246.6921 1 -0.69 146.67 40.33 51.6 (M:51.6) 2 1 0 K.NQVSIDQIFK.D Dimethyl: 1, 10

2768 true 97 1247.7031 1246.6921 1 2.97 231.6 27.83 41.3 (M:41.3) 3 1 0 K.VYEGERPLTK.D Dimethyl: 1, 10

2769 false 385 1247.715 1246.6972 1 8.42 106.66 30.83 21.5 (M:21.5) 1 2 0 K.LVVDSHVQYR.L Dimethyl:2H(4): 1



2770 true 164 1247.7192 1246.7084 1 2.84 94.31 29.83 47.1 (M:47.1) 2 1 0 K.GIPHLVTHDAR.T Dimethyl:2H(4): 1

2771 false 164 1247.7192 1246.6972 1 11.84 113.12 29.83 15.2 (M:15.2) 1 2 1 R.DLAHLKTFDR.G Dimethyl:2H(4): 6

2772 true 411 1248.5691 1247.5828 1 -16.79 82.16 31 23.5 (M:23.5) 1 85.14 1 0 R.DNSTMGYMAAK.K Dimethyl:2H(4): 1; Dimethyl: 11

2773 true 822 1248.6165 1247.618 1 -7.04 40.45 33.83 93.7 (M:93.7) 2 1 0 K.QITISNCGQLS.- Carbamidomethyl: 7; Dimethyl: 1

2774 false 822 1248.6165 1247.6081 1 0.88 64.79 33.83 18.4 (M:18.4) 2 2 0 R.FACHSASLTVR.N Carbamidomethyl: 3



2775 false 2711 1248.6539 1247.6398 1 5.52 62.93 39 15.6 (M:15.6) 1 3 0 R.LTPYEVEELR.R

2776 true 820 1248.6927 1247.6772 1 6.63 115.11 32 31.7 (M:31.7) 1 1 0 K.QQSELQSQIR.Y Dimethyl:2H(4): 1

2777 false 820 1248.6927 1247.6772 1 6.63 113.18 32 17.1 (M:17.1) 1 3 1 R.RQVDQLTNDK.A Dimethyl:2H(4): 1

2778 true 1149 1248.7006 1247.6986 1 -4.21 184.45 35.83 57.0 (M:57.0) 1 1 0 K.HLSINDLPVGR.S Dimethyl: 1

2779 true 456 1248.7419 1247.7288 1 4.67 90.59 31.17 57.0 (M:57.0) 2 1 0 R.AELPGVHPVAAR.L Dimethyl:2H(4): 1



2780 true 717 1249.5552 1248.5445 1 2.76 138.07 31.17 33.8 (M:33.8) 1 1 0 R.TFYSCTTEGR.T Carbamidomethyl: 5; Dimethyl: 1

2781 false 590 1249.5854 1248.5479 1 24.22 73.03 29.33 16.6 (M:16.6) 1 2 0 K.LMPTADDEMAR.N

2782 false 186 1249.5927 1248.5769 1 6.89 38.91 25.67 16.6 (M:16.6) 1 3 0 K.CSNISIGDEVR.F Carbamidomethyl: 1

2783 true 165 1249.6186 1248.6206 1 -7.45 77.33 28.83 57.0 (M:57.0) 3 1 0 R.CTPACISLGSK.T
Carbamidomethyl: 1, 5; Dimethyl: 
1, 11

2784 true 1155 1249.6233 1248.6272 1 -8.88 73.23 33 23.9 (M:23.9) 1 1 0 K.GMGTDEETILK.I Dimethyl: 1, 11



2785 true 443 1249.6474 1248.6513 1 -8.9 102.31 26.67 50.6 (M:50.6) 1 1 0 K.TSYAQHQQVR.Q Dimethyl:2H(4): 1

2786 true 2289 1249.6515 1248.635 1 7.39 91.04 37.5 33.9 (M:33.9) 1 1 0 K.QIESAEEFIR.E Dimethyl: 1

2787 true 559 1249.6695 1248.659 1 2.57 100.97 30.83 31.5 (M:31.5) 2 1 1 K.RFPGYDSESK.E Dimethyl:2H(4): 1, 10

2788 true 636 1249.6919 1248.6826 1 1.58 63.3 32.67 53.1 (M:53.1) 1 1 0 R.IHDPQLLTER.A Dimethyl: 1

2789 true 1342 1249.6947 1248.6798 1 6.11 107.14 37.5 22.1 (M:22.1) 1 1 0 K.DAGTIAGLNVMR.I Dimethyl:2H(4): 1



2790 true 1169 1249.6972 1248.6917 1 -1.43 84.69 35.33 58.7 (M:58.7) 3 1 0 K.HSQFIGYPIR.L Dimethyl:2H(4): 1

2791 true 1257 1249.7187 1248.7128 1 -1.15 70.98 35.5 30.4 (M:30.4) 1 1 0 K.QVAEQFLNIR.S Dimethyl:2H(4): 1

2792 true 507 1250.5712 1249.5609 1 2.45 80.73 23.83 29.9 (M:29.9) 1 1 0 K.EVTTSSPEGCR.I
Carbamidomethyl: 10; Dimethyl: 
1

2793 true 656 1250.6445 1249.6554 1 -14.56 56.92 28.83 72.4 (M:72.4) 1 1 0 K.EAAENSLVAYK.A Dimethyl: 1, 11

2794 true 492 1250.6617 1249.6455 1 7.15 112.43 29.33 38.7 (M:38.7) 2 1 0 R.TFGGGTSPVFPR.A Dimethyl: 1



2795 true 1620 1250.6798 1249.674 1 -1.2 88.82 39.67 45.1 (M:45.1) 3 1 0 K.IACLDFSLQK.A
Carbamidomethyl: 3; Dimethyl: 1, 
10

2796 true 2088 1250.7014 1249.689 1 4.09 78.4 41.83 17.5 (M:17.5) 1 1 0 K.IEVIEIMTDR.G Dimethyl:2H(4): 1

2797 true 1455 1250.7039 1249.6968 1 -0.19 86.05 38.5 30.9 (M:30.9) 2 1 0 K.DANLYISGLPR.S Dimethyl:2H(4): 1

2798 true 1702 1250.7348 1249.7332 1 -4.59 129.08 37.83 50.2 (M:50.2) 3 1 0 R.VAQLEQVYIR.G Dimethyl:2H(4): 1

2799 true 1184 1250.7355 1249.7366 1 -6.72 75.23 36.33 16.1 (M:16.1) 1 1 1 K.SVLVMAGELKR.G Dimethyl:2H(4): 1; Oxidation: 5



2800 true 1333 1251.6676 1250.6619 1 -1.3 131.33 35.33 51.9 (M:51.9) 1 1 0 R.AGVLAHLEEER.D Dimethyl: 1

2801 true 1333 1251.6676 1250.6619 1 -1.3 131.33 35.33 51.9 (M:51.9) 1 1 0 R.AGVLAHLEEER.D Dimethyl: 1

2802 true 331 1251.6784 1250.6715 1 -0.33 86.71 24.17 62.8 (M:62.8) 4 99.99 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
5

2803 true 331 1251.6784 1250.6715 1 -0.33 86.71 24.17 62.8 (M:62.8) 4 99.99 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
5

2804 true 331 1251.6784 1250.6715 1 -0.33 86.71 24.17 62.8 (M:62.8) 4 99.99 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
5



2805 true 36 1251.6806 1250.6715 1 1.44 127.97 21.5 39.0 (M:39.0) 6 79.14 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
8

2806 true 36 1251.6806 1250.6715 1 1.44 127.97 21.5 39.0 (M:39.0) 6 79.14 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
8

2807 true 36 1251.6806 1250.6715 1 1.44 127.97 21.5 39.0 (M:39.0) 6 79.14 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
8

2808 true 768 1251.6962 1250.6871 1 1.49 129.87 31.83 85.4 (M:85.4) 2 1 0 R.QTVTNSFTLGK.E Dimethyl: 1, 11

2809 true 915 1251.7378 1250.7234 1 5.68 77.9 34.67 68.9 (M:68.9) 1 1 0 R.LTISSPLEAHK.A Dimethyl: 1, 11



2810 true 297 1252.5759 1251.5588 1 7.88 92.55 26.5 16.5 (M:16.5) 1 1 0 K.EMAETTNGMLR.K

2811 true 697 1252.6195 1251.6079 1 3.45 93.55 30.67 32.8 (M:32.8) 1 1 0 R.DNSTMGYMAAK.K Dimethyl:2H(4): 1, 11

2812 true 823 1252.6439 1251.6431 1 -5.14 58.03 33.83 76.6 (M:76.6) 2 1 0 K.QITISNCGQLS.-
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

2813 true 1373 1252.6957 1251.6863 1 1.64 106.54 36 34.1 (M:34.1) 2 1 0 R.LVQAFQFTDK.H Dimethyl: 1, 10

2814 true 767 1252.7 1251.6873 1 4.33 61 32.67 19.7 (M:19.7) 1 1 0 K.STVLQQQFNR.V Dimethyl:2H(4): 1



2815 true 196 1252.7374 1251.7274 1 2.18 86.74 27.17 41.6 (M:41.6) 1 1 1 K.LKDSEAELQR.R Dimethyl:2H(4): 1, 2

2816 true 928 1252.863 1251.8555 1 0.11 101.25 34.5 31.3 (M:31.3) 1 1 1 R.GKDIVVLGVEK.K Dimethyl:2H(4): 1, 2, 11

2817 true 1239 1253.6947 1252.7027 1 -12.21 60.21 33.83 48.2 (M:48.2) 1 1 0 K.ALGLPDDQIQK.G Dimethyl: 1, 11

2818 true 229 1253.6966 1252.6598 1 23.55 88.58 23.67 30.2 (M:30.2) 3 1 0 R.NIDPKPCTPR.G
Carbamidomethyl: 7; Dimethyl: 1, 
5

2819 true 637 1253.7198 1252.7077 1 3.79 89.43 32.67 57.6 (M:57.6) 1 1 0 R.IHDPQLLTER.A Dimethyl:2H(4): 1



2820 true 1343 1253.7262 1252.7139 1 3.95 81.45 37.67 68.5 (M:68.5) 2 1 0 R.QITINDLPVGR.S Dimethyl: 1

2821 false 1343 1253.7262 1252.6888 1 24.01 139.11 37.67 22.8 (M:22.8) 2 5 0 R.QSPSPSTRPIR.R Dimethyl: 1

2822 true 365 1254.6757 1253.6616 1 5.49 48.97 22.67 69.3 (M:69.3) 1 1 1 R.TDQKDLPPER.Q Dimethyl: 1, 4

2823 true 1276 1254.6804 1253.674 1 -0.69 108.78 35.33 38.4 (M:38.4) 3 1 0 R.DIICQIAYAR.I
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

2824 true 1924 1254.6971 1253.6914 1 -1.25 122.99 36.17 15.0 (M:15.0) 1 1 1 K.EGKLIMGIGHR.V Oxidation: 6; Dimethyl: 3



2825 true 534 1254.7461 1253.7343 1 3.58 227.51 42 90.3 (M:90.3) 5 1 0 K.APILIATDVASR.G Dimethyl: 1

2826 true 534 1254.7461 1253.7343 1 3.58 227.51 42 90.3 (M:90.3) 5 1 0 K.APILIATDVASR.G Dimethyl: 1

2827 true 895 1254.7544 1253.7456 1 1.23 119.33 33.67 38.4 (M:38.4) 2 1 1 K.RAEVNGLAALGK.Y Dimethyl: 1, 12

2828 true 1359 1254.8229 1253.8199 1 -3.38 102.47 46 69.8 (M:69.8) 2 1 0 K.VANVSLLALYK.G Dimethyl:2H(4): 1, 11

2829 true 2813 1255.5778 1254.5703 1 0.19 100.38 39.67 58.6 (M:58.6) 1 1 0 R.EVCGFAPYER.R Carbamidomethyl: 3; Dimethyl: 1



2830 true 823 1255.6552 1254.6496 1 -1.34 100.19 32 41.5 (M:41.5) 1 1 1 R.KGEFETGFEK.G Dimethyl: 1, 1, 10

2831 true 868 1255.6552 1254.6568 1 -7.05 50.29 29.17 20.8 (M:20.8) 1 1 0 R.DAEELIRPER.N Dimethyl: 1

2832 true 1369 1255.6945 1254.687 1 0.14 68.25 35.33 61.7 (M:61.7) 1 1 0 R.AGVLAHLEEER.D Dimethyl:2H(4): 1

2833 true 1369 1255.6945 1254.687 1 0.14 68.25 35.33 61.7 (M:61.7) 1 1 0 R.AGVLAHLEEER.D Dimethyl:2H(4): 1

2834 true 64 1255.7471 1254.7362 1 2.91 142.53 20.5 47.0 (M:47.0) 1 1 1 R.FHVEEEGKGK.D Dimethyl:2H(4): 1, 8, 10



2835 true 1731 1255.75 1254.7424 1 0.3 114.91 40.33 36.5 (M:36.5) 1 1 0 K.NQVSIDQIFK.D Dimethyl:2H(4): 1, 10

2836 true 52 1255.751 1254.7271 1 13.26 105.85 25 42.5 (M:42.5) 1 1 1 K.ISEKEEVTTR.E Dimethyl:2H(4): 1, 4

2837 false 52 1255.751 1254.7159 1 22.21 128.08 25 15.8 (M:15.8) 1 2 1 K.ETVKEEELSK.S Dimethyl:2H(4): 1, 4

2838 true 105 1255.7565 1254.7424 1 5.5 205.08 27.83 21.5 (M:21.5) 1 1 0 K.VYEGERPLTK.D Dimethyl:2H(4): 1, 10

2839 true 504 1255.7758 1254.7576 1 8.72 103.33 29.67 45.0 (M:45.0) 2 1 0 K.DRPFYPGLVK.Y Dimethyl:2H(4): 1, 10



2840 true 558 1256.6015 1255.5802 1 11.19 184.23 31.17 51.9 (M:51.9) 1 1 0 R.SPPPGMGMGQNR.G Dimethyl: 1

2841 true 978 1256.6242 1255.6408 1 -19 68.05 32.17 42.0 (M:42.0) 1 1 0 K.LNGTDPEDVIR.N Dimethyl: 1

2842 true 1276 1256.6578 1255.6521 1 -1.22 43.53 31.5 64.4 (M:64.4) 2 1 0 K.VEIIANDQGNR.T Dimethyl: 1

2843 true 1276 1256.6578 1255.6521 1 -1.22 43.53 31.5 64.4 (M:64.4) 2 1 0 R.VEIIANDQGNR.I Dimethyl: 1

2844 true 1276 1256.6578 1255.6521 1 -1.22 43.53 31.5 64.4 (M:64.4) 2 1 0 K.VEIIANDQGNR.T Dimethyl: 1



2845 true 1260 1257.6594 1256.6612 1 -7.26 75.91 33.83 69.5 (M:69.5) 1 1 0 R.LDIDSEPTIAR.N Dimethyl: 1

2846 false 1050 1257.661 1256.6435 1 8.14 118.65 38.5 34.5 (M:34.5) 1 2 1 K.DDIQKMNPPK.F Oxidation: 6; Dimethyl: 5, 10

2847 true 1050 1257.661 1256.6554 1 -1.31 62.02 38.5 83.3 (M:83.3) 1 1 0 K.SDFHLFGPPGK.K Dimethyl: 1, 11

2848 false 1050 1257.661 1256.6435 1 8.14 118.65 38.5 34.5 (M:34.5) 1 2 1 K.DDIQKMNPPK.F Oxidation: 6; Dimethyl: 5, 10

2849 true 1374 1257.7437 1256.739 1 -2.11 133.13 36.33 58.6 (M:58.6) 5 1 0 R.QITINDLPVGR.S Dimethyl:2H(4): 1



2850 true 210 1258.6165 1257.6102 1 -0.77 81.03 27.33 24.6 (M:24.6) 1 1 0 K.EFPVSSGSQHR.K Dimethyl: 1

2851 true 1440 1258.6325 1257.6313 1 -4.85 76.41 32.5 26.1 (M:26.1) 1 1 0 R.TNQELNEINR.V Dimethyl: 1

2852 true 154 1258.6721 1257.6677 1 -2.31 62.48 20.5 19.4 (M:19.4) 1 1 1 R.VIEDRDSQLR.S Dimethyl: 1

2853 true 916 1258.6966 1257.6677 1 17.16 102.45 32.83 25.2 (M:25.2) 1 1 0 K.QIEQLQTSQR.E Dimethyl: 1

2854 true 807 1258.7045 1257.7056 1 -6.72 40.31 28.83 45.6 (M:45.6) 1 1 0 K.EAAENSLVAYK.A Dimethyl:2H(4): 1, 11



2855 true 1123 1258.732 1257.7132 1 9.2 78.78 39.5 34.1 (M:34.1) 1 1 0 K.DGLAFNALIHR.H Dimethyl:2H(4): 1

2856 true 1215 1258.7377 1257.7343 1 -3.04 82.24 35.5 19.8 (M:19.8) 1 1 0 R.TSILAAANPVGGR.Y Dimethyl:2H(4): 1

2857 true 535 1258.7741 1257.7594 1 5.85 211.43 42 115.2 (M:115.2) 6 1 0 K.APILIATDVASR.G Dimethyl:2H(4): 1

2858 true 535 1258.7741 1257.7594 1 5.85 211.43 42 115.2 (M:115.2) 6 1 0 K.APILIATDVASR.G Dimethyl:2H(4): 1

2859 true 2713 1259.6072 1258.5954 1 3.56 125.58 39.67 62.5 (M:62.5) 2 1 0 R.EVCGFAPYER.R
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



2860 false 2713 1259.6072 1258.5835 1 13 106.63 39.67 15.8 (M:15.8) 1 2 0 K.EVTSSIEMCR.K
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1; Oxidation: 8

2861 true 1206 1259.6201 1258.6016 1 8.9 97.22 36.5 32.1 (M:32.1) 2 1 0 R.YCTDTGIVFR.Q Carbamidomethyl: 2; Dimethyl: 1

2862 true 282 1259.6237 1258.6162 1 0.18 68.8 28.67 35.1 (M:35.1) 3 1 0 R.HQGVMVGMGQK.D Oxidation: 5, 8; Dimethyl: 1, 11

2863 true 282 1259.6237 1258.6162 1 0.18 68.8 28.67 35.1 (M:35.1) 3 1 0 R.HQGVMVGMGQK.D Oxidation: 5, 8; Dimethyl: 1, 11

2864 true 282 1259.6237 1258.6162 1 0.18 68.8 28.67 35.1 (M:35.1) 3 1 0 R.HQGVMVGMGQK.D Oxidation: 5, 8; Dimethyl: 1, 11



2865 true 453 1259.6311 1258.6153 1 6.74 56 22.67 15.9 (M:15.9) 1 1 0 K.AQQELEEQTR.R Dimethyl: 1

2866 true 181 1259.6379 1258.6306 1 0.02 121.15 27.83 69.9 (M:69.9) 1 1 0 R.SLGTADVHFER.K Dimethyl: 1

2867 false 1873 1259.7002 1258.6881 1 3.82 160.11 38.67 15.9 (M:15.9) 1 2 1 R.VEKDGNILTSR.G Dimethyl: 3

2868 true 985 1259.703 1258.6921 1 2.88 106.77 33.33 28.8 (M:28.8) 1 1 1 R.IREPAEFDVK.F Dimethyl: 1, 10

2869 true 916 1259.7696 1258.7737 1 -8.98 51.51 34.67 52.1 (M:52.1) 1 1 0 R.LTISSPLEAHK.A Dimethyl:2H(4): 1, 11



2870 true 3139 1259.8356 1258.8352 1 -5.48 75.09 44.5 29.3 (M:29.3) 1 1 0 K.IQPEILELIK.Q Dimethyl:2H(4): 1, 10

2871 true 535 1260.6147 1259.6053 1 1.74 110.74 31.17 87.4 (M:87.4) 1 1 0 R.SPPPGMGMGQNR.G Dimethyl:2H(4): 1

2872 true 124 1260.6428 1259.6258 1 7.69 94.15 26.33 28.7 (M:28.7) 1 1 0 K.ITGETSGHFQR.L Dimethyl: 1

2873 true 979 1260.6438 1259.6659 1 -23.37 70.68 32.17 35.0 (M:35.0) 1 1 0 K.LNGTDPEDVIR.N Dimethyl:2H(4): 1

2874 true 24 1260.664 1259.647 1 7.71 133.27 19.83 29.4 (M:29.4) 1 1 0 K.STESLQANVQR.L Dimethyl: 1



2875 true 1309 1260.6795 1259.6772 1 -3.89 79.15 31.5 74.2 (M:74.2) 2 1 0 K.VEIIANDQGNR.T Dimethyl:2H(4): 1

2876 true 1309 1260.6795 1259.6772 1 -3.89 79.15 31.5 74.2 (M:74.2) 2 1 0 R.VEIIANDQGNR.I Dimethyl:2H(4): 1

2877 true 1309 1260.6795 1259.6772 1 -3.89 79.15 31.5 74.2 (M:74.2) 2 1 0 K.VEIIANDQGNR.T Dimethyl:2H(4): 1

2878 true 1345 1260.7415 1259.7365 1 -1.85 137.24 36 77.9 (M:77.9) 5 1 0 R.LVQAFQFTDK.H Dimethyl:2H(4): 1, 10

2879 true 3607 1260.7442 1259.7387 1 -1.45 100.09 47.67 29.3 (M:29.3) 1 1 0 K.SQEQILEILR.F Dimethyl:2H(4): 1



2880 true 15 1261.5793 1260.5703 1 1.35 150.96 25.17 40.5 (M:40.5) 1 1 1 K.CCQLPEDRR.M
Carbamidomethyl: 1, 2; Dimethyl: 
1

2881 true 476 1261.6534 1260.639 1 5.58 191.82 40.5 44.0 (M:44.0) 1 1 0 R.AAYFGVYDTAK.G Dimethyl: 1, 11

2882 true 488 1261.6667 1260.6724 1 -10.27 91 31.67 16.6 (M:16.6) 1 1 1 R.GDQGEKNGQLR.R Dimethyl:2H(4): 6; Dimethyl: 1

2883 true 2166 1261.6683 1260.6714 1 -8.22 80.53 36.17 72.0 (M:72.0) 1 1 0 K.TVFGVEPDLTR.E Dimethyl: 1

2884 false 2166 1261.6683 1260.6748 1 -10.89 109.28 36.17 17.2 (M:17.2) 1 4 1 R.GGNKMIIEEAK.R Oxidation: 5; Dimethyl: 4, 11



2885 true 1231 1261.6699 1260.6496 1 10.34 89.86 37.5 26.3 (M:26.3) 2 1 0 K.DAGTIAGLNVMR.I Oxidation: 11; Dimethyl: 1

2886 true 1261 1261.684 1260.6863 1 -7.6 52.66 33.83 69.0 (M:69.0) 1 1 0 R.LDIDSEPTIAR.N Dimethyl:2H(4): 1

2887 true 113 1261.6911 1260.6714 1 9.86 135.2 21.67 38.8 (M:38.8) 1 1 1 R.QIDNPDYKGK.W Dimethyl: 1, 8, 10

2888 true 101 1261.7254 1260.71 1 6.45 104.26 26.33 42.5 (M:42.5) 3 1 0 R.NIDPKPCTPR.G
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 5

2889 true 3708 1261.7471 1260.7227 1 13.52 147.65 48.17 22.2 (M:22.2) 1 1 0 K.EASVQLVELNK.K Dimethyl:2H(4): 11



2890 true 355 1261.7475 1260.7303 1 7.86 119.93 29.33 18.4 (M:18.4) 1 1 1 R.KGHAVGDIPGVR.F Dimethyl: 1, 1

2891 true 2406 1261.7625 1260.7442 1 8.78 124.9 46.83 48.7 (M:48.7) 2 1 0 R.IFGVTTLDIVR.A Dimethyl: 1

2892 true 1404 1262.6231 1261.6224 1 -5.24 123.17 35.33 69.1 (M:69.1) 1 1 0 K.IETIEVMEDR.Q Dimethyl: 1

2893 true 115 1262.6362 1261.6278 1 0.93 64.73 25 34.2 (M:34.2) 2 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

2894 true 115 1262.6362 1261.6278 1 0.93 64.73 25 34.2 (M:34.2) 2 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11



2895 true 115 1262.6362 1261.6278 1 0.93 64.73 25 34.2 (M:34.2) 2 1 0 K.DSYVGDEAQSK.R Dimethyl:2H(4): 1, 11

2896 true 211 1262.6366 1261.6353 1 -4.77 93.03 27.33 42.4 (M:42.4) 1 1 0 K.EFPVSSGSQHR.K Dimethyl:2H(4): 1

2897 false 1738 1262.6766 1261.6886 1 -15.31 123.17 38.17 18.1 (M:18.1) 1 2 1 R.KVVGCSCVVVK.D
Carbamidomethyl: 5, 7; Dimethyl: 
11

2898 true 1738 1262.6766 1261.674 1 -3.75 132.48 38.17 63.3 (M:63.3) 1 1 0 K.QAGVFEPTMVK.T Dimethyl: 1, 11

2899 true 1964 1262.6814 1261.6839 1 -7.8 116.86 35.17 47.8 (M:47.8) 1 1 0 R.LITLEEEMTK.Y Dimethyl: 1, 10



2900 false 331 1262.7141 1261.7282 1 -16.94 152.85 28.67 19.6 (M:19.6) 1 2 1 K.GEKLAIDYGIK.F Dimethyl: 3, 11

2901 true 505 1262.7292 1261.7158 1 4.85 139.49 29.5 55.9 (M:55.9) 2 1 0 R.TQSTPGYLFGK.R Dimethyl:2H(4): 1, 11

2902 true 286 1262.7364 1261.7282 1 0.73 193.78 29.67 57.2 (M:57.2) 1 1 1 K.LVDDAVAYGKK.L Dimethyl: 1, 10, 11

2903 true 262 1262.7375 1261.7193 1 8.62 130.75 29.67 20.2 (M:20.2) 1 1 0 R.AEHINIHQLR.S Dimethyl:2H(4): 1

2904 true 794 1262.748 1261.7282 1 9.91 104.47 31.5 65.9 (M:65.9) 1 1 1 R.YLAEVAAGEKK.N Dimethyl: 1, 10, 11



2905 true 374 1263.5579 1262.5527 1 -1.68 147.64 24.67 43.8 (M:43.8) 2 1 0 R.FSSSSGYGGGSSR.V Dimethyl: 1

2906 true 1633 1263.5874 1262.5903 1 -8.05 56.57 36.17 36.2 (M:36.2) 1 1 0 K.DYLLCDYNR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2907 true 1043 1263.5878 1262.5747 1 4.61 88.23 30.83 53.6 (M:53.6) 1 1 0 R.AECMLQQAER.L Carbamidomethyl: 3; Dimethyl: 1

2908 true 650 1263.6207 1262.6255 1 -9.54 43.43 30 68.0 (M:68.0) 1 1 0 K.DQVANSAFVER.L Dimethyl: 1

2909 true 2032 1263.6366 1262.6329 1 -2.85 97.08 35.33 47.8 (M:47.8) 1 1 0 K.TFEVCDLPVR.A Carbamidomethyl: 5; Dimethyl: 1



2910 true 182 1263.6639 1262.6557 1 0.73 108.26 27.83 75.4 (M:75.4) 1 1 0 R.SLGTADVHFER.K Dimethyl:2H(4): 1

2911 true 1325 1263.6774 1262.6665 1 2.91 50.48 38 19.7 (M:19.7) 1 1 0 K.CEPIIMTVPR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1; Oxidation: 6

2912 true 1227 1263.7054 1262.7122 1 -11.18 106.78 36.5 27.1 (M:27.1) 1 1 0 K.ITVTSEVPFSK.R Dimethyl: 1, 11

2913 true 236 1263.7054 1262.6921 1 4.8 85.84 28.83 30.2 (M:30.2) 1 1 0 R.NSLQPPPPPER.R Dimethyl:2H(4): 1

2914 true 751 1264.555 1263.5588 1 -8.73 62.92 30.67 63.4 (M:63.4) 1 1 0 K.EGVLCEENMR.G Carbamidomethyl: 5; Dimethyl: 1



2915 true 479 1264.6521 1263.6499 1 -4.04 238.06 31.5 48.9 (M:48.9) 1 1 0 K.AGNYYVPAEPK.L Dimethyl: 1, 11

2916 true 1708 1264.6555 1263.6598 1 -9.19 73.07 37.33 63.8 (M:63.8) 1 1 0 R.VEVTEFEDIK.S Dimethyl: 1, 10

2917 true 285 1264.6712 1263.6469 1 13.46 106.32 23.67 31.5 (M:31.5) 1 1 0
R.SGGGGGGGLGSGGSI
R.S Dimethyl:2H(4): 1

2918 true 125 1264.6717 1263.651 1 10.67 110.82 26.33 26.8 (M:26.8) 1 1 0 K.ITGETSGHFQR.L Dimethyl:2H(4): 1

2919 true 155 1264.6944 1263.6711 1 12.67 119.47 26.33 16.6 (M:16.6) 1 1 1 R.EKELGNEAYK.R Dimethyl: 1, 2, 10



2920 true 2093 1264.6958 1263.6795 1 7.12 109.6 42 33.8 (M:33.8) 1 1 0 R.EELSNVLAAMR.K Dimethyl:2H(4): 1

2921 true 63 1264.7186 1263.7075 1 3.03 180.9 27.17 38.7 (M:38.7) 1 1 1 K.VQVEYKGETK.S Dimethyl: 1, 6, 10

2922 true 1085 1264.7194 1263.6897 1 17.7 136.14 38.17 72.5 (M:72.5) 2 1 0 R.GLPYTGTMQLK.R Dimethyl: 1, 11

2923 true 688 1264.7513 1263.7299 1 11.13 107.65 31 34.8 (M:34.8) 1 1 0 R.LNIPVSQVNPR.D Dimethyl: 1

2924 true 1509 1265.6597 1264.6551 1 -2.07 98.27 32.67 45.2 (M:45.2) 1 1 1 K.EGVKFEESEK.S Dimethyl: 1, 4, 10



2925 true 409 1265.6674 1264.6598 1 0.25 130.93 29.33 46.9 (M:46.9) 1 1 0 K.ILHPEIAECR.V Carbamidomethyl: 9; Dimethyl: 1

2926 true 311 1265.674 1264.6615 1 4.18 232.89 35.17 40.4 (M:40.4) 1 1 0 R.IQVWHEEHR.G Dimethyl:2H(4): 1

2927 true 2381 1265.7876 1264.7693 1 8.76 133.8 46.83 76.3 (M:76.3) 3 1 0 R.IFGVTTLDIVR.A Dimethyl:2H(4): 1

2928 true 1518 1266.6495 1265.6475 1 -4.17 56.76 35.33 59.4 (M:59.4) 1 1 0 K.IETIEVMEDR.Q Dimethyl:2H(4): 1

2929 true 1771 1266.6562 1265.6438 1 4.05 91.6 40.17 68.1 (M:68.1) 2 1 0 R.NLVCTDLFTR.G Carbamidomethyl: 4; Dimethyl: 1



2930 true 230 1267.6046 1266.5779 1 15.32 138.92 24.67 48.5 (M:48.5) 2 1 0 R.FSSSSGYGGGSSR.V Dimethyl:2H(4): 1

2931 true 1044 1267.6165 1266.5998 1 7.39 92.32 30.83 58.5 (M:58.5) 1 1 0 R.AECMLQQAER.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

2932 true 651 1267.6373 1266.6506 1 -16.25 34.29 30 89.4 (M:89.4) 1 1 0 K.DQVANSAFVER.L Dimethyl:2H(4): 1

2933 true 1997 1267.6592 1266.658 1 -4.77 103.21 35.33 57.1 (M:57.1) 1 1 0 K.TFEVCDLPVR.A
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

2934 true 234 1267.6671 1266.653 1 5.39 29.56 21.17 58.9 (M:58.9) 2 1 1 K.YIEDKEVCK.S
Carbamidomethyl: 8; Dimethyl: 1, 
5, 9



2935 true 66 1267.6788 1266.6664 1 4.02 181.74 21.5 27.6 (M:27.6) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
5, 8

2936 true 66 1267.6788 1266.6664 1 4.02 181.74 21.5 27.6 (M:27.6) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
5, 8

2937 true 66 1267.6788 1266.6664 1 4.02 181.74 21.5 27.6 (M:27.6) 1 1 0 R.HQGVMVGMGQK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
5, 8

2938 true 987 1267.7561 1266.7424 1 5.12 74.71 33.17 25.7 (M:25.7) 1 1 1 R.IREPAEFDVK.F Dimethyl:2H(4): 1, 10

2939 true 752 1268.5825 1267.5839 1 -6.83 81.88 30.67 48.4 (M:48.4) 1 1 0 K.EGVLCEENMR.G
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



2940 true 693 1268.7953 1267.7904 1 -1.87 114.27 36.83 28.7 (M:28.7) 1 1 0 K.NLFVPKPEIK.H Dimethyl: 1, 6, 10

2941 true 857 1268.8353 1267.8166 1 9.06 144.97 36.33 46.6 (M:46.6) 1 1 0 K.ILITTVPPNLR.K Dimethyl:2H(4): 1

2942 true 489 1269.5284 1268.5455 1 -19.23 45.63 27.83 59.1 (M:59.1) 1 1 0 R.DGMDQGYGSVGR.M Dimethyl: 1

2943 true 1110 1269.6081 1268.6121 1 -8.91 50.34 33.17 26.2 (M:26.2) 1 1 0 K.EAFNMIDQNR.D Dimethyl:2H(4): 1

2944 true 627 1269.7159 1268.7089 1 -0.16 207.94 32.83 33.7 (M:33.7) 1 1 0 R.LQVAGEITTGPR.V Dimethyl: 1



2945 true 2107 1269.7452 1268.738 1 -0.1 74.54 42.33 81.1 (M:81.1) 1 1 0 R.DVPLPEVAFVK.E Dimethyl: 1, 11

2946 true 1926 1269.7499 1268.7468 1 -3.27 85.73 35 42.5 (M:42.5) 1 1 0 K.TDLLLEPYNK.Y Dimethyl:2H(4): 1, 10

2947 true 1285 1270.5804 1269.5772 1 -3.18 190.75 37 19.6 (M:19.6) 1 1 0 K.NHEEEMNALR.G Dimethyl: 1

2948 true 1435 1270.6477 1269.6565 1 -12.62 76.77 34.83 42.5 (M:42.5) 1 1 0 R.EVDIGIPDATGR.L Dimethyl: 1

2949 true 470 1270.6606 1269.65 1 2.62 119.11 31.5 28.4 (M:28.4) 1 1 0 K.DCAAPVVLQGGR.A Carbamidomethyl: 2; Dimethyl: 1



2950 true 1336 1270.6696 1269.6605 1 1.43 75.03 35.33 74.3 (M:74.3) 2 1 0 K.NLQYYDISAK.S Dimethyl: 1, 10

2951 true 1772 1270.6813 1269.6689 1 3.99 107.52 40.17 43.1 (M:43.1) 2 1 0 R.NLVCTDLFTR.G
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

2952 true 980 1270.688 1269.6677 1 10.27 89.82 29.83 22.2 (M:22.2) 1 1 0 K.NVQLQENEIR.G Dimethyl: 1

2953 true 179 1270.7162 1269.7041 1 3.77 207.99 32.17 101.8 (M:101.8) 4 1 0 K.AGNLGGGVVTIER.S Dimethyl: 1

2954 true 1346 1270.7179 1269.7041 1 5.17 79.92 37.67 47.2 (M:47.2) 3 1 0 K.DAGQISGLNVLR.V Dimethyl: 1



2955 true 1794 1270.7231 1269.7243 1 -6.64 109.72 38.17 41.5 (M:41.5) 1 1 0 K.QAGVFEPTMVK.T Dimethyl:2H(4): 1, 11

2956 true 1035 1270.7461 1269.7405 1 -1.29 114.03 34.33 80.9 (M:80.9) 3 1 0 K.QQISLATQVVR.M Dimethyl: 1

2957 false 1035 1270.7461 1269.7445 1 -4.45 158.24 34.33 17.5 (M:17.5) 1 60.88 2 1 R.KIINEWVANK.T Dimethyl: 1, 10

2958 true 1998 1271.6422 1270.6445 1 -7.53 121.11 35.17 28.4 (M:28.4) 1 1 0 K.SLTDFAAEYAK.S Dimethyl: 1, 11

2959 true 2514 1271.673 1270.6591 1 5.17 131.57 37.83 51.1 (M:51.1) 1 1 0 K.MPVPSDIEISR.S Dimethyl: 1



2960 true 1650 1271.6774 1270.6769 1 -5.32 113.66 36.67 64.2 (M:64.2) 1 1 0 R.IQLVEEELDR.A Dimethyl: 1

2961 true 1650 1271.6774 1270.6769 1 -5.32 113.66 36.67 64.2 (M:64.2) 1 1 0 R.IQLVEEELDR.A Dimethyl: 1

2962 true 1207 1271.6915 1270.6704 1 10.92 97.54 36.67 43.5 (M:43.5) 2 1 0 R.QITMNDLPVGR.S Dimethyl: 1

2963 false 755 1271.7124 1270.718 1 -10.13 109.82 31.5 17.8 (M:17.8) 1 2 1 K.RDLIQMLVQR.G

2964 true 2027 1271.7154 1270.7071 1 0.82 51.96 40.5 47.5 (M:47.5) 1 1 0 K.DLPDLVLDSPR.A Dimethyl:2H(4): 1



2965 true 2906 1271.7275 1270.7133 1 5.49 100.91 40.17 71.0 (M:71.0) 1 1 0 K.NAGVEGSLIVEK.I Dimethyl: 1, 12

2966 true 516 1271.7282 1270.7161 1 3.76 227.05 41.17 80.8 (M:80.8) 1 1 0 K.DSTGHVGFIFK.N Dimethyl:2H(4): 1, 11

2967 true 1375 1271.7487 1270.7497 1 -6.48 149.88 35.83 54.0 (M:54.0) 1 1 0 R.QQLALLSVSEK.A Dimethyl: 1, 11

2968 true 1457 1271.7728 1270.7649 1 0.47 107.07 37.17 19.9 (M:19.9) 2 1 1 R.TIRYPDPLIK.V Dimethyl: 1, 10

2969 true 1007 1272.6517 1271.651 1 -5.18 90.59 32.33 72.4 (M:72.4) 1 1 0 M.AAQGEPQVQFK.L Acetyl: 1; Dimethyl: 11



2970 false 1927 1272.6953 1271.7132 1 -19.77 94.09 35.83 17.7 (M:17.7) 1 3 1 K.MAAAVRAIGSLGR.F

2971 true 1927 1272.6953 1271.6908 1 -2.11 106.73 35.83 41.9 (M:41.9) 1 1 0 K.LMDEVAGIVAAR.H Dimethyl: 1

2972 true 1061 1272.7061 1271.6874 1 8.98 97.35 35.5 69.5 (M:69.5) 2 1 0 K.NFGIGQDIQPK.R Dimethyl: 1, 11

2973 true 1411 1272.7076 1271.7002 1 0.16 96.34 37.67 29.5 (M:29.5) 1 1 0 R.LEFSSPSWQK.G Dimethyl:2H(4): 1, 10

2974 true 1717 1272.7129 1271.71 1 -3.47 110.63 37.33 68.9 (M:68.9) 1 1 0 R.VEVTEFEDIK.S Dimethyl:2H(4): 1, 10



2975 true 939 1272.7231 1271.7114 1 3.51 102.14 40 40.7 (M:40.7) 1 1 0 K.NPQNFYLANK.G Dimethyl:2H(4): 1, 10

2976 true 709 1272.8225 1271.8053 1 7.84 76.92 33.17 29.3 (M:29.3) 1 1 0 K.LTHEQLLQVK.K Dimethyl:2H(4): 1, 10

2977 true 363 1273.589 1272.5707 1 8.66 65.06 27.83 60.7 (M:60.7) 1 1 0 R.DGMDQGYGSVGR.M Dimethyl:2H(4): 1

2978 true 647 1273.6938 1272.69 1 -2.79 149.25 30.5 29.5 (M:29.5) 1 1 0 K.VMLPPNSFQGK.V Dimethyl: 1, 11

2979 true 1547 1273.6983 1272.7053 1 -11.22 35.8 35.33 29.3 (M:29.3) 1 1 0 K.YGSVEIDELGK.V Dimethyl:2H(4): 1, 11



2980 true 1760 1273.7551 1272.7475 1 0.21 89.81 41.17 32.7 (M:32.7) 1 1 0 R.TLMNLGSLAVAK.G Dimethyl: 1, 12

2981 true 191 1274.6288 1273.6387 1 -13.48 112.68 27.67 23.3 (M:23.3) 1 1 0 K.THEAQIQEMR.Q Dimethyl:2H(4): 1

2982 false 1131 1274.6399 1273.6085 1 18.97 69.27 34.83 15.6 (M:15.6) 1 3 0 M.AGIEQSICQAR.A Carbamidomethyl: 8; Acetyl: 1

2983 true 387 1274.6799 1273.67 1 2.04 97.81 29.67 95.4 (M:95.4) 2 1 0 R.QLGCGTALSSPK.K
Carbamidomethyl: 4; Dimethyl: 1, 
12

2984 true 981 1274.7105 1273.6928 1 8.15 101.66 29.83 49.4 (M:49.4) 1 1 0 K.NVQLQENEIR.G Dimethyl:2H(4): 1



2985 true 1374 1274.7377 1273.7292 1 0.94 86.55 37.67 39.8 (M:39.8) 1 1 0 K.DAGQISGLNVLR.V Dimethyl:2H(4): 1

2986 true 728 1274.746 1273.7292 1 7.43 168.29 33.5 100.7 (M:100.7) 3 1 0 K.AGNLGGGVVTIER.S Dimethyl:2H(4): 1

2987 true 1016 1274.7694 1273.7656 1 -2.74 104.16 34.33 90.7 (M:90.7) 3 1 0 K.QQISLATQVVR.M Dimethyl:2H(4): 1

2988 false 1016 1274.7694 1273.7696 1 -5.89 119.1 34.33 26.8 (M:26.8) 2 50 2 1 R.KIINEWVANK.T Dimethyl:2H(4): 1; Dimethyl: 10

2989 true 1240 1275.6111 1274.6081 1 -3.32 77.16 33.67 33.5 (M:33.5) 1 1 0 K.FEDYLNAESR.V Dimethyl:2H(4): 1



2990 true 1310 1275.651 1274.6466 1 -2.33 78.01 31.5 33.5 (M:33.5) 1 1 0 R.SLETENSALQR.R Dimethyl: 1

2991 false 1063 1275.655 1274.6696 1 -17.14 104.93 38.5 17.2 (M:17.2) 1 2 0 K.SLTDFAAEYAK.S Dimethyl:2H(4): 1; Dimethyl: 11

2992 true 657 1275.6588 1274.6441 1 5.75 73.65 33 29.8 (M:29.8) 1 1 0 R.YIGSMVADVHR.T Dimethyl: 1

2993 true 1259 1275.6668 1274.6547 1 3.78 133.33 35.33 99.3 (M:99.3) 5 1 0 R.AAYFGIYDTAK.G Dimethyl: 1, 11

2994 false 1429 1275.6681 1274.6653 1 -3.52 76.76 36.83 47.0 (M:47.0) 3 2 0 K.DAGTITGLNVMR.I Dimethyl: 1



2995 true 614 1275.6759 1274.6768 1 -6.42 79.92 28.17 28.6 (M:28.6) 1 1 0 K.NLSPGAVESDVR.G Dimethyl:2H(4): 1

2996 true 1232 1275.6883 1274.6693 1 9.2 92.96 36.83 64.9 (M:64.9) 3 1 0 K.CAVVDVPFGGAK.A
Carbamidomethyl: 1; Dimethyl: 1, 
12

2997 true 1651 1275.7065 1274.702 1 -2.17 103.93 36.67 63.7 (M:63.7) 1 1 0 R.IQLVEEELDR.A Dimethyl:2H(4): 1

2998 true 1651 1275.7065 1274.702 1 -2.17 103.93 36.67 63.7 (M:63.7) 1 1 0 R.IQLVEEELDR.A Dimethyl:2H(4): 1

2999 true 472 1276.6035 1275.5877 1 6.61 90.81 23 72.5 (M:72.5) 1 1 0 R.QEMQEVQNSR.S Dimethyl: 1



3000 true 795 1276.6423 1275.6241 1 8.56 109.23 31.83 57.6 (M:57.6) 3 1 0 R.VIGSGCNLDSAR.F Carbamidomethyl: 6; Dimethyl: 1

3001 true 467 1276.6452 1275.6394 1 -1.13 106.13 30.33 38.8 (M:38.8) 1 1 0 R.FACHSASLTVR.N Carbamidomethyl: 3; Dimethyl: 1

3002 true 1008 1276.6761 1275.6761 1 -5.69 67.47 32.17 46.7 (M:46.7) 1 1 0 M.AAQGEPQVQFK.L Dimethyl:2H(4): 11; Acetyl: 1

3003 true 1928 1276.678 1275.6711 1 -0.25 117.64 35.17 18.0 (M:18.0) 1 1 0 R.LTPYEVEELR.R Dimethyl: 1

3004 true 410 1276.7567 1275.7551 1 -4.46 143.61 29.33 27.6 (M:27.6) 1 1 0 K.EKPLPDAVPVR.V Dimethyl: 1, 2



3005 true 1532 1277.5872 1276.5767 1 2.6 176.55 38.33 22.2 (M:22.2) 2 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; Dimethyl: 
1

3006 true 438 1277.6155 1276.6187 1 -8.23 58.02 27.33 36.4 (M:36.4) 1 1 0 K.TYEPSEDPGVK.S Dimethyl: 1, 11

3007 true 1054 1277.6194 1276.5984 1 10.7 95.6 48.5 62.5 (M:62.5) 3 1 0 K.CMPTFQFYK.N
Carbamidomethyl: 1; Dimethyl: 1, 
9

3008 true 1074 1277.6436 1276.6412 1 -3.8 127.7 30.33 20.4 (M:20.4) 1 1 0 K.EQVANSAFVER.V Dimethyl: 1

3009 true 2047 1277.6528 1276.6333 1 9.59 311.96 39.83 20.2 (M:20.2) 1 1 0 R.NVLVTEDNVMK.I Oxidation: 10



3010 true 896 1277.6616 1276.6564 1 -1.61 83.67 33.5 21.6 (M:21.6) 1 1 0 K.HYGITSYGVPR.S Dimethyl: 1

3011 true 44 1277.6813 1276.6648 1 7.22 56 24.83 16.5 (M:16.5) 1 1 0 K.EHMQPTHPIR.L Dimethyl:2H(4): 1

3012 true 719 1277.6946 1276.6883 1 -0.79 86.18 37.33 96.3 (M:96.3) 2 1 0 K.CCSGAIIVLTK.S
Carbamidomethyl: 1, 2; Dimethyl: 
1, 11

3013 true 3710 1277.6958 1276.6816 1 5.41 120.58 48.33 67.9 (M:67.9) 1 1 0 R.VFEFGGPEVLR.L Dimethyl: 1

3014 true 490 1277.7036 1276.6928 1 2.74 78.19 31.5 66.1 (M:66.1) 1 1 0 R.HPGSFDVVHVK.D Dimethyl: 1, 11



3015 true 2108 1277.7937 1276.7882 1 -1.44 66.14 42.33 45.8 (M:45.8) 1 1 0 R.DVPLPEVAFVK.E Dimethyl:2H(4): 1, 11

3016 true 1856 1277.8477 1276.8458 1 -4.16 178.81 42.5 58.1 (M:58.1) 2 1 0 R.VLPSITTEILK.S Dimethyl:2H(4): 1, 11

3017 false 155 1278.6104 1277.6252 1 -17.24 104.14 25.33 16.5 (M:16.5) 1 2 1 R.KEAESSPFVER.L

3018 true 328 1278.6414 1277.6415 1 -5.7 124.24 30.5 36.5 (M:36.5) 1 1 0 K.NQGSWGTGGNIR.T Dimethyl:2H(4): 1

3019 true 2715 1278.6541 1277.6286 1 14.32 71.84 38.83 22.9 (M:22.9) 1 1 0 R.TIAMDGTEGLVR.G Oxidation: 4



3020 false 1075 1278.6965 1277.698 1 -6.82 120.37 33.67 18.4 (M:18.4) 1 59.72 3 1 K.YVQLKNNSEK.D Dimethyl: 5, 10

3021 true 1338 1278.7185 1277.7107 1 0.36 117.54 35.33 78.6 (M:78.6) 2 1 0 K.NLQYYDISAK.S Dimethyl:2H(4): 1, 10

3022 true 1173 1279.5693 1278.5697 1 -5.94 68.73 30.83 28.1 (M:28.1) 2 1 0 R.AECMLQQAER.L
Carbamidomethyl: 3; Oxidation: 
4; Dimethyl: 1

3023 true 497 1279.5822 1278.5649 1 7.79 65.54 28.17 29.4 (M:29.4) 1 1 0 -.MEATGTDEVEK.I Acetyl: 1; Dimethyl: 11

3024 true 1311 1279.6763 1278.6718 1 -2.13 98.45 31.5 56.7 (M:56.7) 1 1 0 R.SLETENSALQR.R Dimethyl:2H(4): 1



3025 true 1999 1279.693 1278.6947 1 -7.07 113.01 35.17 17.1 (M:17.1) 1 1 0 K.SLTDFAAEYAK.S Dimethyl:2H(4): 1, 11

3026 true 1008 1279.7678 1278.7547 1 4.51 140.16 33.5 56.4 (M:56.4) 1 1 0 K.IKPEILPEER.I Dimethyl: 1, 2

3027 true 593 1279.7817 1278.7747 1 -0.22 251.66 32.67 19.8 (M:19.8) 1 1 1 K.EAALATALGDKR.S Dimethyl:2H(4): 1, 11

3028 false 593 1279.7817 1278.7849 1 -8.2 235.22 32.67 15.2 (M:15.2) 1 2 1 M.TNFISVQLKK.A
Dimethyl:2H(4): 9; Acetyl: 1; 
Dimethyl: 10

3029 true 754 1280.548 1279.5537 1 -10.13 34.53 30.67 40.0 (M:40.0) 1 1 0 K.EGVLCEENMR.G
Carbamidomethyl: 5; Oxidation: 
9; Dimethyl: 1



3030 true 455 1280.6279 1279.6129 1 6.08 110.6 23 66.7 (M:66.7) 1 1 0 R.QEMQEVQNSR.S Dimethyl:2H(4): 1

3031 true 2139 1280.6316 1279.6231 1 1 99.74 43.5 50.0 (M:50.0) 1 1 0 M.AGLEVLYCSAR.A Carbamidomethyl: 8; Acetyl: 1

3032 false 468 1280.6722 1279.6561 1 6.92 140.17 30.33 17.8 (M:17.8) 1 2 1 K.KYPVASFTDPR.L

3033 true 468 1280.6722 1279.6645 1 0.35 104.88 30.33 51.7 (M:51.7) 2 1 0 R.FACHSASLTVR.N
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

3034 true 1831 1280.7036 1279.7074 1 -8.65 153.97 38.5 46.6 (M:46.6) 1 1 0 K.FTITPGSEQIR.A Dimethyl:2H(4): 1



3035 true 691 1280.712 1279.7186 1 -10.84 139.78 31.83 27.7 (M:27.7) 1 1 0 K.APVEQEVAIHR.I Dimethyl:2H(4): 1

3036 false 691 1280.712 1279.6995 1 4.07 141.79 31.83 15.1 (M:15.1) 1 3 0 K.ILVAGDTMDSVK.Q Dimethyl:2H(4): 1

3037 true 1062 1280.7528 1279.7376 1 6.2 84.14 35.5 63.6 (M:63.6) 1 1 0 K.NFGIGQDIQPK.R Dimethyl:2H(4): 1, 11

3038 true 1986 1280.7583 1279.7484 1 2.08 48.28 44.5 45.4 (M:45.4) 1 1 0 K.CGPMVLDALIK.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 11

3039 true 1429 1280.8343 1279.8115 1 12.08 119.22 37 39.9 (M:39.9) 1 1 1 K.KVPSVPESLLK.R Dimethyl: 1, 1, 11



3040 true 694 1280.8681 1279.8657 1 -3.85 87.07 36.83 31.6 (M:31.6) 1 1 0 K.NLFVPKPEIK.H Dimethyl:2H(4): 1, 6, 10

3041 true 1397 1281.6087 1280.6018 1 -0.29 146.64 40.83 46.0 (M:46.0) 4 1 0 K.YMACCLLYR.G
Carbamidomethyl: 4, 5; 
Dimethyl:2H(4): 1

3042 true 916 1281.6468 1280.6663 1 -20.88 65.19 29.33 17.7 (M:17.7) 1 1 0 K.EQVANSAFVER.V Dimethyl:2H(4): 1

3043 true 2055 1281.657 1280.6401 1 7.54 114.43 41.33 81.2 (M:81.2) 1 1 0 R.FEELNADLFR.G Dimethyl: 1

3044 true 2055 1281.657 1280.6401 1 7.54 114.43 41.33 81.2 (M:81.2) 1 1 0 R.FEELNADLFR.G Dimethyl: 1



3045 true 1031 1281.8192 1280.8068 1 4.05 149.07 34.33 30.2 (M:30.2) 1 1 1 K.LSKDPNIVIAK.M Dimethyl: 1, 3, 11

3046 true 1549 1282.5953 1281.5911 1 -2.39 112.26 35.67 70.1 (M:70.1) 1 1 0 R.LGDLYEEEMR.E Dimethyl: 1

3047 false 13 1282.6671 1281.6789 1 -14.88 595.08 23.83 15.3 (M:15.3) 1 3 0 K.NNTVTPGGKPNR.T Dimethyl: 9

3048 true 1284 1282.7147 1281.7081 1 -0.52 192.61 36.67 19.2 (M:19.2) 1 1 0 R.HTNVPDVFLGK.L Dimethyl: 1, 11

3049 true 38 1283.6191 1282.6088 1 2.34 54.7 24.5 28.5 (M:28.5) 1 1 0 R.VNVTEGCHPSR.V Carbamidomethyl: 7; Dimethyl: 1



3050 true 1497 1283.7188 1282.7049 1 5.14 141.12 38.33 76.2 (M:76.2) 4 1 0 R.AAYFGIYDTAK.G Dimethyl:2H(4): 1, 11

3051 true 1260 1283.7406 1282.7195 1 10.75 86.67 36.83 30.8 (M:30.8) 1 1 0 K.CAVVDVPFGGAK.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12

3052 true 224 1283.8011 1282.7961 1 -1.78 170.46 28 44.5 (M:44.5) 1 1 1 K.INLIPNKHDR.T Dimethyl:2H(4): 1, 7

3053 true 2907 1284.6271 1283.6146 1 4.03 154.95 40 40.0 (M:40.0) 1 1 0 R.YLAEFATGNDR.K Dimethyl: 1

3054 true 87 1284.681 1283.6622 1 8.97 233.05 30.5 49.9 (M:49.9) 1 1 0 K.SSDLALHFNPR.F Dimethyl: 1



3055 true 1312 1284.7313 1283.7337 1 -7.55 93.45 34.17 41.4 (M:41.4) 1 1 0 K.ILEDQQELLK.Q Dimethyl: 1, 10

3056 true 552 1284.7552 1283.7449 1 2.38 176.96 42.17 75.8 (M:75.8) 2 1 0 K.ADLVNNLGTIAK.S Dimethyl: 1, 12

3057 true 552 1284.7552 1283.7449 1 2.38 176.96 42.17 75.8 (M:75.8) 2 1 0 K.ADLVNNLGTIAK.S Dimethyl: 1, 12

3058 true 490 1285.5417 1284.5405 1 -4.68 34.66 27.83 32.6 (M:32.6) 1 1 0 R.DGMDQGYGSVGR.M Oxidation: 3; Dimethyl: 1

3059 true 1436 1285.6474 1284.6496 1 -7.41 84.28 34.67 33.0 (M:33.0) 1 1 0 K.GADIDALCVAPR.H Carbamidomethyl: 8; Dimethyl: 1



3060 true 1055 1285.6707 1284.6487 1 11.48 94.15 48.5 47.9 (M:47.9) 3 1 0 K.CMPTFQFYK.N
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 9

3061 true 141 1285.674 1284.6674 1 -0.5 111.79 26.33 26.2 (M:26.2) 1 1 0 K.SVSSIASQHGEK.L Dimethyl: 1, 12

3062 true 2056 1285.6818 1284.6652 1 7.24 130.31 41.33 71.8 (M:71.8) 1 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1

3063 true 2056 1285.6818 1284.6652 1 7.24 130.31 41.33 71.8 (M:71.8) 1 1 0 R.FEELNADLFR.G Dimethyl:2H(4): 1

3064 true 286 1285.6821 1284.6575 1 13.5 158.47 23.5 28.3 (M:28.3) 2 1 1 R.GNPGGEFGPNKR.R Dimethyl: 1, 11



3065 true 917 1285.7368 1284.7278 1 1.38 129.85 32.83 55.8 (M:55.8) 1 1 0 R.GHLENNPALEK.L Dimethyl:2H(4): 1, 11

3066 true 720 1285.743 1284.7385 1 -2.17 100.93 37.5 64.2 (M:64.2) 1 1 0 K.CCSGAIIVLTK.S
Carbamidomethyl: 1, 2; 
Dimethyl:2H(4): 1, 11

3067 true 1773 1285.7504 1284.7482 1 -3.93 139.12 42.5 50.3 (M:50.3) 1 1 0 R.IFVFEPPPGVK.A Dimethyl: 1, 11

3068 true 491 1285.7546 1284.743 1 3.34 90.29 31.5 40.3 (M:40.3) 1 1 0 R.HPGSFDVVHVK.D Dimethyl:2H(4): 1, 11

3069 true 724 1285.8133 1284.8067 1 -0.52 170.66 33.67 80.7 (M:80.7) 2 1 0 K.GLTPSQIGVILR.D Dimethyl:2H(4): 1



3070 true 981 1286.5847 1285.5826 1 -4.03 102.62 31.83 44.5 (M:44.5) 1 1 0 K.YDPTIEDSYR.K Dimethyl: 1

3071 true 1570 1286.6155 1285.6162 1 -6.18 137.02 35.67 32.3 (M:32.3) 1 1 0 R.LGDLYEEEMR.E Dimethyl:2H(4): 1

3072 true 871 1286.6946 1285.7005 1 -10.29 100.46 31.17 25.9 (M:25.9) 1 1 0 R.QIGDGEEIAYK.F Dimethyl:2H(4): 1, 11

3073 true 2163 1286.696 1285.703 1 -11.09 150.56 45.33 62.5 (M:62.5) 1 1 0 M.SADPIVFVAAVR.T Acetyl: 1

3074 true 799 1286.7507 1285.7478 1 -3.4 117.79 38.5 25.3 (M:25.3) 2 1 0 K.NMVPQQALVVR.N Dimethyl:2H(4): 1



3075 true 546 1287.5749 1286.599 1 -24.36 85.72 29 23.2 (M:23.2) 1 1 0 K.IDEPLEGSEDR.I Dimethyl: 1

3076 true 814 1287.5909 1286.5965 1 -10.02 153.54 33.83 20.0 (M:20.0) 1 1 0 K.TEYMVGSYGPR.A Dimethyl: 1

3077 true 41 1287.6341 1286.6339 1 -5.5 95.06 24.5 16.0 (M:16.0) 1 1 0 R.VNVTEGCHPSR.V
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3078 true 1174 1287.6629 1286.654 1 1.19 82.49 30.83 27.1 (M:27.1) 1 1 0 K.ELGATECINPK.D
Carbamidomethyl: 7; Dimethyl: 1, 
11

3079 true 1208 1287.6967 1286.6653 1 18.76 67.74 36.67 20.4 (M:20.4) 1 1 0 R.QITMNDLPVGR.S Oxidation: 4; Dimethyl: 1



3080 true 152 1287.7275 1286.7194 1 0.66 227.22 29.5 31.8 (M:31.8) 1 1 1 R.VEKDGNILTSR.G Dimethyl: 1, 3

3081 true 189 1287.7445 1286.7347 1 1.96 170.07 27.83 22.1 (M:22.1) 1 1 0 K.GIVEFSGKPAAR.K Dimethyl: 1, 8

3082 true 1009 1287.8163 1286.805 1 3.19 110.15 33.33 42.4 (M:42.4) 1 1 0 K.IKPEILPEER.I Dimethyl:2H(4): 1, 2

3083 true 1622 1288.6356 1287.6248 1 2.75 163.34 39.67 24.2 (M:24.2) 1 1 0 K.GNFNYIEFTR.I Dimethyl: 1

3084 true 2878 1288.657 1287.6397 1 7.73 123.21 40 40.4 (M:40.4) 1 1 0 R.YLAEFATGNDR.K Dimethyl:2H(4): 1



3085 true 1759 1288.693 1287.6984 1 -9.87 103.31 37.5 45.6 (M:45.6) 2 1 0 R.EFSGLGDCLVK.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11

3086 true 1065 1288.7239 1287.7237 1 -5.55 120.44 34.5 21.3 (M:21.3) 1 1 0 R.NITHFGPTTLR.S Dimethyl:2H(4): 1

3087 true 870 1289.6374 1288.6412 1 -8.56 93.63 29.17 18.4 (M:18.4) 1 1 0 K.AATEQPFADGVR.K Dimethyl: 1

3088 true 2675 1289.6464 1288.6445 1 -4.2 134.66 38.67 38.1 (M:38.1) 1 1 0 K.CAGNEDIITLR.A Carbamidomethyl: 1; Dimethyl: 1

3089 true 23 1289.6577 1288.6673 1 -13.09 263.73 24.33 68.6 (M:68.6) 1 1 0 K.SHVSDAVAQSTR.I Dimethyl:2H(4): 1



3090 true 156 1289.6622 1288.6511 1 2.99 57.28 25.5 44.3 (M:44.3) 1 1 0 K.VGGTSDVEVNEK.K Dimethyl: 1, 12

3091 true 667 1290.6101 1289.6078 1 -3.8 76.82 31.83 40.1 (M:40.1) 1 1 0 K.YDPTIEDSYR.K Dimethyl:2H(4): 1

3092 true 776 1290.6442 1289.6398 1 -2.21 140.37 31.67 70.4 (M:70.4) 3 1 0 R.VIGSGCNLDTAR.F Carbamidomethyl: 6; Dimethyl: 1

3093 true 2611 1290.6651 1289.6649 1 -5.53 123.05 38.5 63.3 (M:63.3) 2 1 0 R.TIAMDGTEGLVR.G Dimethyl: 1

3094 true 608 1290.6828 1289.698 1 -17.41 96.78 32.5 65.7 (M:65.7) 2 1 0 K.VAGQDGSVVQFK.I Dimethyl: 1, 12



3095 true 1143 1290.6994 1289.6852 1 5.34 51.05 39.67 24.4 (M:24.4) 1 1 0 K.DGLGFCALIHR.H
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3096 false 799 1290.7026 1289.7017 1 -4.91 106.41 31.67 16.9 (M:16.9) 1 4 0 K.DGVNVVEEEIK.K Dimethyl:2H(4): 1; Dimethyl: 11

3097 true 799 1290.7026 1289.7231 1 -21.53 87.59 31.67 32.5 (M:32.5) 1 1 1 K.VLFDKDVNEK.N Dimethyl: 1, 5, 10

3098 true 799 1290.8519 1289.8373 1 5.65 132.68 35.83 71.9 (M:71.9) 1 1 0 R.IPGTVIPPPLVR.G Dimethyl:2H(4): 1

3099 true 525 1291.6028 1290.6241 1 -22.18 53.14 29 42.4 (M:42.4) 1 1 0 K.IDEPLEGSEDR.I Dimethyl:2H(4): 1



3100 true 815 1291.6118 1290.6216 1 -13.26 208.28 33.83 34.0 (M:34.0) 1 1 0 K.TEYMVGSYGPR.A Dimethyl:2H(4): 1

3101 true 658 1291.6482 1290.6391 1 1.45 77.4 33 56.9 (M:56.9) 1 1 0 R.YIGSMVADVHR.T Oxidation: 5; Dimethyl: 1

3102 true 421 1291.6878 1290.6795 1 0.8 225.17 40.33 54.9 (M:54.9) 1 1 0 R.MVNHFIAEFK.R Dimethyl: 1, 10

3103 true 1562 1291.7181 1290.7134 1 -1.95 114 39.17 34.6 (M:34.6) 2 1 0 R.FSYVCPDLVK.E
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 10

3104 true 1669 1292.5969 1291.5901 1 -0.35 146.44 36.83 84.8 (M:84.8) 2 1 0 K.EGMNVVEAMER.C Dimethyl: 1



3105 false 1669 1292.5969 1291.5714 1 14.06 169.58 36.83 20.6 (M:20.6) 1 3 0 K.EGNLSEEEMAR.T Dimethyl: 1

3106 true 478 1292.5976 1291.5827 1 5.91 90.05 23 20.6 (M:20.6) 1 1 0 R.QEMQEVQNSR.S Oxidation: 3; Dimethyl: 1

3107 true 841 1292.6139 1291.6118 1 -4.04 127.82 32.33 58.9 (M:58.9) 2 1 0 R.WCTISSPEEK.K
Carbamidomethyl: 2; Dimethyl: 1, 
10

3108 true 1623 1292.6735 1291.6499 1 12.64 207.56 39.67 17.0 (M:17.0) 1 1 0 K.GNFNYIEFTR.I Dimethyl:2H(4): 1

3109 true 2292 1292.73 1291.721 1 1.35 160.98 45.83 74.1 (M:74.1) 1 1 0 K.TLQIFNIEMK.S Dimethyl: 1, 10



3110 true 1066 1292.7383 1291.722 1 6.96 188.46 37.83 37.7 (M:37.7) 2 1 0 K.SAGGIGLAVSCIR.A
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

3111 true 547 1292.8039 1291.7951 1 1.14 245.16 42.17 91.0 (M:91.0) 3 1 0 K.ADLVNNLGTIAK.S Dimethyl:2H(4): 1, 12

3112 true 547 1292.8039 1291.7951 1 1.14 245.16 42.17 91.0 (M:91.0) 3 1 0 K.ADLVNNLGTIAK.S Dimethyl:2H(4): 1, 12

3113 true 1431 1292.9005 1291.8868 1 4.91 129.81 37 60.5 (M:60.5) 1 1 1 K.KVPSVPESLLK.R Dimethyl:2H(4): 1, 1, 11

3114 true 582 1293.5989 1292.5934 1 -1.31 107.86 36 37.4 (M:37.4) 3 1 0 K.CMPTFQFYK.N
Carbamidomethyl: 1; Oxidation: 
2; Dimethyl: 1, 9



3115 true 2031 1293.6494 1292.6401 1 1.58 84 40.67 41.8 (M:41.8) 1 1 0 R.LEFGDPGVFER.M Dimethyl: 1

3116 true 1539 1293.6517 1292.6519 1 -5.75 197.39 36.67 20.4 (M:20.4) 1 1 0 R.LMMDPLSGQNR.G Dimethyl:2H(4): 1

3117 true 2676 1293.6664 1292.6696 1 -8.12 157.06 38.67 41.7 (M:41.7) 1 1 0 K.CAGNEDIITLR.A
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3118 true 675 1293.7356 1292.7077 1 15.95 185.78 33 61.1 (M:61.1) 2 1 1 R.GNPGGEFGPNKR.R Dimethyl:2H(4): 1, 11

3119 true 1843 1293.7983 1292.7984 1 -5.67 127.96 42.5 31.9 (M:31.9) 1 1 0 R.IFVFEPPPGVK.A Dimethyl:2H(4): 1, 11



3120 true 2407 1293.832 1292.8195 1 4 179.13 46.83 33.9 (M:33.9) 1 1 0 R.SLIPPVTFEVK.A Dimethyl:2H(4): 1, 11

3121 true 238 1293.8372 1292.8206 1 7.23 83.7 28.17 66.4 (M:66.4) 3 1 0 K.NILDNKPAANK.K Dimethyl:2H(4): 1, 6, 11

3122 true 1135 1294.6424 1293.6463 1 -8.59 97.71 31.67 24.4 (M:24.4) 1 1 0 R.SLLEGEGSSGGGGR.G Dimethyl:2H(4): 1

3123 true 2000 1294.6698 1293.6605 1 1.55 82.31 35.33 65.1 (M:65.1) 1 1 0 R.AFSDPFVQAEK.T Dimethyl: 1, 11

3124 true 744 1294.6708 1293.6649 1 -1.08 150.27 31.67 41.4 (M:41.4) 2 1 0 R.VIGSGCNLDTAR.F
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



3125 true 2647 1294.6773 1293.69 1 -15.47 121.33 38.5 40.1 (M:40.1) 1 1 0 R.TIAMDGTEGLVR.G Dimethyl:2H(4): 1

3126 true 1540 1294.7305 1293.7405 1 -13.32 100.69 36.67 40.4 (M:40.4) 1 1 0 R.QAQAAVLEALPR.L Dimethyl: 1

3127 true 531 1294.7674 1293.7545 1 4.38 139.06 30.5 23.2 (M:23.2) 1 1 1 K.KGEYPLFGCK.Y
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 1, 10

3128 false 3643 1294.7898 1293.7631 1 14.95 118.19 47.83 20.9 (M:20.9) 1 2 1 R.EAEEAKEALLK.A Dimethyl:2H(4): 1, 11

3129 true 3643 1294.7898 1293.7818 1 0.56 121.61 47.83 70.7 (M:70.7) 1 1 0 R.EACGVIVELIK.S
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 11



3130 true 1997 1294.7976 1293.7818 1 6.6 115.89 44.83 43.1 (M:43.1) 1 1 0 K.MNIPVLSDLTK.Q Dimethyl:2H(4): 1, 11

3131 true 890 1295.6777 1294.6591 1 8.74 160.94 33.33 33.4 (M:33.4) 1 1 1 R.KVDYGIMEER.G Dimethyl: 1, 1

3132 false 890 1295.6777 1294.6893 1 -14.57 142.33 33.33 15.9 (M:15.9) 1 5 1 R.KLMPSDPYER.A Dimethyl:2H(4): 1; Dimethyl: 1

3133 true 1475 1295.6944 1294.667 1 15.56 139.04 36.33 22.3 (M:22.3) 1 50 1 1 R.KGKPYDYSGPR.E Dimethyl: 1

3134 true 261 1295.7074 1294.691 1 7.05 84.65 28.67 16.6 (M:16.6) 1 1 0 K.DGPFKPDHYR.Y Dimethyl:2H(4): 1, 5



3135 false 2716 1295.7519 1294.7609 1 -12.58 204.2 38.83 21.4 (M:21.4) 1 63.53 2 0 R.VTKPNIPETIR.R Dimethyl: 1

3136 false 2716 1295.7519 1294.7537 1 -7.01 116.34 38.83 17.5 (M:17.5) 1 63.63 4 1 K.KAFELIDYLK.E Dimethyl: 1, 10

3137 true 181 1295.7998 1294.7849 1 5.86 169.54 27.83 38.7 (M:38.7) 1 1 0 K.GIVEFSGKPAAR.K Dimethyl:2H(4): 1, 8

3138 true 213 1296.5451 1295.5387 1 -0.65 98.05 27.33 41.5 (M:41.5) 1 1 0 R.SCYDLSCHAR.A
Carbamidomethyl: 2, 7; Dimethyl: 
1

3139 true 567 1296.5738 1295.5816 1 -11.63 73.46 29.17 33.5 (M:33.5) 1 1 0 R.YLAEVACGDDR.K Carbamidomethyl: 7; Dimethyl: 1



3140 true 1263 1296.6077 1295.6068 1 -4.92 96.75 33.67 40.0 (M:40.0) 1 1 0 R.VAEMYEEELR.E Dimethyl: 1

3141 false 1670 1296.6214 1295.5965 1 13.59 151.83 36.83 28.8 (M:28.8) 1 2 0 K.EGNLSEEEMAR.T Dimethyl:2H(4): 1

3142 true 1670 1296.6214 1295.6152 1 -0.78 147.84 36.83 93.0 (M:93.0) 3 1 0 K.EGMNVVEAMER.C Dimethyl:2H(4): 1

3143 true 554 1296.6541 1295.6622 1 -11.9 178.35 33.83 43.8 (M:43.8) 1 1 0 K.DLQHPNEFIR.G Dimethyl: 1

3144 false 1037 1296.6661 1295.6431 1 12.09 236.19 35.17 16.9 (M:16.9) 1 5 0 K.TIADGFTAMVDK.C Dimethyl: 12



3145 true 1389 1296.6753 1295.651 1 13.15 185.93 38.67 93.8 (M:93.8) 7 1 0 R.GTVTAFSPFDAR.A Dimethyl: 1

3146 true 434 1296.7174 1295.702 1 6.29 155.08 32.17 15.1 (M:15.1) 1 1 1 K.CLPVKAPENGR.I
Carbamidomethyl: 1; Dimethyl: 1, 
5

3147 true 515 1296.7185 1295.7148 1 -2.71 98.61 31.5 27.0 (M:27.0) 1 1 0 K.VADMALHYANK.Y Dimethyl:2H(4): 1, 11

3148 true 1607 1296.7783 1295.7879 1 -12.98 144.25 39 23.4 (M:23.4) 1 1 1 K.NSTFSELFKK.D Dimethyl:2H(4): 1, 9, 10

3149 true 1340 1297.6224 1296.631 1 -12.22 85.06 34.33 61.5 (M:61.5) 1 1 0 M.AAPAGGLDDAELR.E Acetyl: 1



3150 true 188 1297.7184 1296.7013 1 7.57 67.7 25.5 18.2 (M:18.2) 1 1 0 K.VGGTSDVEVNEK.K Dimethyl:2H(4): 1, 12

3151 true 499 1297.7442 1296.7653 1 -21.86 169.02 31.5 49.4 (M:49.4) 1 1 1 R.GKLDSNPELIK.F Dimethyl: 1, 2, 11

3152 true 1591 1298.5869 1297.586 1 -4.95 80.88 35.67 25.4 (M:25.4) 1 1 0 R.LGDLYEEEMR.E Oxidation: 9; Dimethyl: 1

3153 true 2408 1298.7269 1297.7242 1 -3.5 124.63 37.33 34.5 (M:34.5) 1 1 0 R.NTVEITELPVR.T Dimethyl: 1

3154 false 1394 1298.7309 1297.7354 1 -9.06 117.74 32 16.4 (M:16.4) 1 2 1 K.LAQAVEKAANQK.S Dimethyl: 12



3155 true 591 1298.7532 1297.7482 1 -1.73 111.73 32.5 76.4 (M:76.4) 3 1 0 K.VAGQDGSVVQFK.I Dimethyl:2H(4): 1, 12

3156 false 1124 1298.7771 1297.7907 1 -16.07 122.23 39.5 15.2 (M:15.2) 1 2 0 R.EASIGILHSIVK.R Dimethyl:2H(4): 12

3157 true 1124 1298.7771 1297.7668 1 2.37 89.24 39.5 63.4 (M:63.4) 3 1 0 R.NQALFAACVLK.N
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11

3158 true 911 1299.6724 1298.6507 1 11.11 120.84 33.83 30.2 (M:30.2) 1 1 1 K.KYEFGESDLR.S Dimethyl: 1, 1

3159 true 410 1299.7396 1298.7297 1 2.03 251.75 40.33 59.4 (M:59.4) 2 1 0 R.MVNHFIAEFK.R Dimethyl:2H(4): 1, 10



3160 true 1707 1299.7659 1298.7697 1 -8.54 105.15 39.17 54.9 (M:54.9) 1 1 0 R.VTLTTPLLEEK.L Dimethyl: 1, 11

3161 true 1742 1299.7875 1298.7838 1 -2.79 166.63 41 52.2 (M:52.2) 1 1 0 K.QAPGSQIIFFK.N Dimethyl:2H(4): 1, 11

3162 true 214 1300.5665 1299.5638 1 -3.53 110.65 27.33 48.9 (M:48.9) 1 1 0 R.SCYDLSCHAR.A
Carbamidomethyl: 2, 7; 
Dimethyl:2H(4): 1

3163 true 568 1300.6015 1299.6067 1 -9.6 45.96 29.17 65.6 (M:65.6) 1 1 0 R.YLAEVACGDDR.K
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3164 true 1750 1300.6444 1299.6499 1 -9.83 451.09 34 16.6 (M:16.6) 1 1 1 K.WSSDFKDFLK.K Dimethyl: 1



3165 true 690 1300.6838 1299.6873 1 -8.32 70.86 33.67 24.8 (M:24.8) 1 1 0 K.DLQHPNEFIR.G Dimethyl:2H(4): 1

3166 true 1847 1300.7093 1299.7034 1 -1.11 90.04 38.17 64.8 (M:64.8) 1 1 0 R.ADLLIGEGDTLR.F Dimethyl: 1

3167 true 3610 1300.749 1299.7472 1 -4.21 123.98 47.5 22.1 (M:22.1) 1 1 0 R.LIDDMVAQVLK.S Dimethyl: 1, 11

3168 true 403 1300.7701 1299.7573 1 4.28 114.43 25.33 32.5 (M:32.5) 1 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1

3169 true 403 1300.7701 1299.7573 1 4.28 114.43 25.33 32.5 (M:32.5) 1 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1



3170 true 403 1300.7701 1299.7573 1 4.28 114.43 25.33 32.5 (M:32.5) 1 1 1 K.KEMQPTHPIR.L Dimethyl:2H(4): 1, 1

3171 true 2308 1300.7764 1299.7712 1 -1.61 111.22 45.83 47.9 (M:47.9) 1 1 0 K.TLQIFNIEMK.S Dimethyl:2H(4): 1, 10

3172 true 1764 1301.6471 1300.6436 1 -2.84 99.66 41.33 20.4 (M:20.4) 3 1 0 K.CMPTFQFYK.N
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 9; Oxidation: 2

3173 true 14 1301.7347 1300.7139 1 10.33 143.87 21 33.9 (M:33.9) 2 1 0 K.YELGRPPANTK.I Dimethyl: 1, 11

3174 false 219 1301.757 1300.7289 1 16.01 228.11 30 18.9 (M:18.9) 1 2 0 K.AVAGNISDPGLQK.S Dimethyl:2H(4): 1



3175 true 219 1301.757 1300.7351 1 11.25 216.41 30 37.0 (M:37.0) 2 1 1 R.TSREEILAQAK.E Dimethyl: 1, 11

3176 true 117 1301.7714 1300.7503 1 10.57 146.66 26.67 32.8 (M:32.8) 1 1 0 K.GIVEFASKPAAR.K Dimethyl: 1, 8

3177 true 1582 1301.7766 1300.754 1 11.79 644.15 39.33 15.9 (M:15.9) 1 50 1 0 K.QKPITPETAEK.L Dimethyl:2H(4): 11; Dimethyl: 1

3178 true 69 1302.6356 1301.6336 1 -4.06 145.22 21.5 19.6 (M:19.6) 1 1 0 K.NCTYTQVQTR.S
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

3179 true 574 1302.6561 1301.6364 1 9.51 68.7 27.67 34.5 (M:34.5) 1 1 0 K.AQIWDTAGQER.Y Dimethyl: 1



3180 true 2409 1302.7519 1301.7493 1 -3.54 168 37.33 29.5 (M:29.5) 1 1 0 R.NTVEITELPVR.T Dimethyl:2H(4): 1

3181 true 770 1302.7793 1301.7984 1 -20.24 145.15 31.67 42.7 (M:42.7) 1 1 1 K.VLFDKDVNEK.N Dimethyl:2H(4): 1, 5, 10

3182 true 681 1303.6626 1302.6602 1 -3.71 126.88 28.67 45.1 (M:45.1) 1 1 0 R.VVQCSDLGLER.V Carbamidomethyl: 4; Dimethyl: 1

3183 false 989 1303.7188 1302.7373 1 -19.75 129.59 33.33 18.2 (M:18.2) 1 2 0 K.SIPEPTDPLFK.H Dimethyl:2H(4): 1; Dimethyl: 11

3184 true 1611 1303.732 1302.7093 1 11.78 127.33 33.33 18.8 (M:18.8) 1 1 1 R.QQSEKTFMPK.Q
Dimethyl:2H(4): 5, 10; Oxidation: 
8



3185 true 1549 1304.5653 1303.5681 1 -7.72 85.94 32.83 59.5 (M:59.5) 1 1 0 K.SYSSGGEDGYVR.I Dimethyl: 1

3186 true 872 1304.6884 1303.6934 1 -9.38 72.64 29.17 34.8 (M:34.8) 1 1 0 K.MELEQTYQAK.L Dimethyl:2H(4): 1, 10

3187 true 1318 1304.7194 1303.7136 1 -1.11 126.76 35.5 22.1 (M:22.1) 2 1 0 R.SGIASPVYVDLR.G Dimethyl: 1

3188 true 1017 1304.7204 1303.7071 1 4.61 73.79 38 42.8 (M:42.8) 1 1 0 K.LCLAALEHPPR.Q Carbamidomethyl: 2; Dimethyl: 1

3189 true 1848 1304.7353 1303.7285 1 -0.38 121.72 38.17 45.1 (M:45.1) 1 1 0 R.ADLLIGEGDTLR.F Dimethyl:2H(4): 1



3190 true 1198 1304.7406 1303.7388 1 -4.2 143.24 34.5 74.5 (M:74.5) 1 1 1 K.KFDQLLAEEK.N Dimethyl: 1, 1, 10

3191 true 1122 1304.7984 1303.7929 1 -1.38 144.46 35.67 21.1 (M:21.1) 1 1 1 K.LKEENFFGPK.E Dimethyl:2H(4): 1, 2, 10

3192 false 1136 1305.7012 1304.7027 1 -6.65 150.2 30.5 16.9 (M:16.9) 1 2 0 K.AESQWQQAGIK.R Dimethyl:2H(4): 1; Dimethyl: 11

3193 true 2169 1305.7966 1304.7828 1 5 80.51 43.17 24.4 (M:24.4) 1 1 0 R.ECLPLIIFLR.N
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

3194 true 269 1305.7979 1304.7904 1 0.18 236.3 29.67 51.7 (M:51.7) 1 1 0 K.VNTLIRPDGEK.K Dimethyl:2H(4): 1, 11



3195 true 668 1306.6353 1305.6503 1 -17.01 61.78 30.17 23.6 (M:23.6) 1 1 0 K.YGPNELPAEER.K Dimethyl:2H(4): 1

3196 true 1470 1306.6588 1305.6816 1 -23.03 75.95 35 35.9 (M:35.9) 1 1 0 R.TGEEVGFVVDAK.S Dimethyl: 1, 12

3197 true 1671 1306.6625 1305.6565 1 -0.99 142 36.67 26.1 (M:26.1) 1 1 0 R.EFDELSLAAQR.D Dimethyl: 1

3198 true 1232 1306.6962 1305.6717 1 13.19 120.33 44.33 46.0 (M:46.0) 2 1 1 K.YGDFNKDVHK.S Dimethyl: 1, 6, 10

3199 true 800 1306.7275 1305.718 1 1.66 181.06 31.67 19.4 (M:19.4) 1 1 1 K.NYEEIAKVEK.L Dimethyl: 1, 7, 10



3200 false 424 1306.7289 1305.7041 1 13.4 125.46 29 16.7 (M:16.7) 1 3 1 K.LADFGVSAKNTR.T Dimethyl: 1

3201 true 424 1306.7289 1305.718 1 2.74 140.62 29 50.9 (M:50.9) 1 1 1 R.VISEEEKNFK.A Dimethyl: 1, 7, 10

3202 true 735 1306.7691 1305.7656 1 -2.89 127.64 37.67 51.6 (M:51.6) 2 1 0 M.SHTILLVQPTK.R Acetyl: 1; Dimethyl: 11

3203 true 944 1306.7898 1305.7809 1 1.27 162.92 36.83 39.8 (M:39.8) 2 1 0 K.VLPPPAGYVPIR.T Dimethyl: 1

3204 true 1068 1307.6974 1306.6744 1 12.07 168.42 37.83 54.7 (M:54.7) 1 1 0 K.GVLFYGPPGCGK.T
Carbamidomethyl: 10; Dimethyl: 
1, 12



3205 true 1027 1308.5754 1307.585 1 -12.9 97.35 32.17 24.9 (M:24.9) 1 1 0 K.EGMNVVEAMER.C Oxidation: 3; Dimethyl: 1

3206 true 1572 1308.5893 1307.5932 1 -8.49 116.62 32.83 15.7 (M:15.7) 1 1 0 K.SYSSGGEDGYVR.I Dimethyl:2H(4): 1

3207 true 1370 1308.618 1307.6357 1 -19.09 73.26 34.33 19.8 (M:19.8) 1 1 0 K.NLYESELADAR.R Dimethyl: 1

3208 true 723 1308.6598 1307.6544 1 -1.42 120.07 33.33 59.3 (M:59.3) 1 1 0 R.CFVVGADNVGSK.Q
Carbamidomethyl: 1; Dimethyl: 1, 
12

3209 true 2614 1308.6724 1307.6762 1 -8.43 127.8 38.5 39.0 (M:39.0) 1 1 0 K.YGEPGEVFINK.G Dimethyl: 1, 11



3210 true 256 1308.7252 1307.7085 1 7.19 139.66 27.5 42.4 (M:42.4) 1 1 1 K.KSPALEEPPER.K Dimethyl: 1, 1

3211 true 1319 1308.7431 1307.7387 1 -2.19 111.72 35.5 18.6 (M:18.6) 1 1 0 R.SGIASPVYVDLR.G Dimethyl:2H(4): 1

3212 true 3580 1308.804 1307.7974 1 -0.51 74.49 47.5 57.1 (M:57.1) 1 1 0 R.LIDDMVAQVLK.S Dimethyl:2H(4): 1, 11

3213 false 3580 1308.804 1307.8087 1 -9.09 79.05 47.5 16.2 (M:16.2) 1 4 1 K.VAVQKMVDNLK.K Dimethyl:2H(4): 1, 5

3214 true 2384 1308.8358 1307.8177 1 8.26 157.92 46.83 63.8 (M:63.8) 3 1 0 K.ELLLQPVIISR.N Dimethyl: 1



3215 true 1740 1309.6478 1308.6496 1 -6.97 176.2 37.83 31.2 (M:31.2) 1 1 0 R.SEVFASACALAR.A Carbamidomethyl: 8; Dimethyl: 1

3216 true 1629 1309.7185 1308.7128 1 -1.21 211.12 39.83 52.4 (M:52.4) 3 1 0 K.AALNAAFAPEFR.Q Dimethyl:2H(4): 1

3217 true 3229 1309.7226 1308.7206 1 -3.97 72.27 45.33 75.9 (M:75.9) 1 1 0 K.FTFLEQAFDK.L Dimethyl:2H(4): 1, 10

3218 true 712 1309.7339 1308.7385 1 -9.1 152.05 33.17 24.8 (M:24.8) 1 1 0 R.VVDLMVHMASK.E
Dimethyl:2H(4): 1, 11; Oxidation: 
5

3219 true 15 1309.7886 1308.7641 1 13.13 224.58 21 40.1 (M:40.1) 3 1 0 K.YELGRPPANTK.I Dimethyl:2H(4): 1, 11



3220 true 1819 1309.7989 1308.7967 1 -3.87 261.86 42 37.1 (M:37.1) 1 1 0 R.IGMIPVPYVEK.L Dimethyl:2H(4): 1, 11

3221 true 1319 1309.8203 1308.8129 1 0.11 129.31 44.5 42.0 (M:42.0) 1 1 0 R.ITLTLPVLNAAR.T Dimethyl: 1

3222 true 261 1309.8615 1308.8406 1 10.35 121.95 34 42.2 (M:42.2) 1 1 1 R.GKLDSNPELIK.F Dimethyl:2H(4): 1, 2, 11

3223 true 126 1310.5639 1309.5422 1 11 62.1 25.33 31.7 (M:31.7) 1 1 0 R.DGEESGTYDGPR.T Dimethyl: 1

3224 true 66 1310.5866 1309.5721 1 5.5 96.13 25.33 63.7 (M:63.7) 2 1 0 K.TCTSDASTHFR.L Carbamidomethyl: 2; Dimethyl: 1



3225 true 676 1310.6857 1309.6717 1 5.14 88.75 33 37.2 (M:37.2) 1 1 0 K.EAVFFQSHSAR.A Dimethyl:2H(4): 1

3226 true 2018 1310.6991 1309.6774 1 11.03 144.06 43.33 37.4 (M:37.4) 1 1 0 K.CMQLTDFVLK.F
Carbamidomethyl: 1; Dimethyl: 1, 
10

3227 true 1728 1310.7058 1309.7282 1 -22.64 203.06 41 76.4 (M:76.4) 1 1 0 R.ALVLTGFGGYEK.V Dimethyl: 1, 12

3228 true 736 1310.7967 1309.7907 1 -0.99 143.67 37.67 75.3 (M:75.3) 3 1 0 M.SHTILLVQPTK.R Dimethyl:2H(4): 11; Acetyl: 1

3229 true 872 1310.8197 1309.806 1 4.9 175.65 36.83 42.8 (M:42.8) 3 1 0 K.VLPPPAGYVPIR.T Dimethyl:2H(4): 1



3230 true 1875 1311.7225 1310.7347 1 -14.83 148.96 41.83 33.2 (M:33.2) 1 1 0 K.QANPDFPILIR.E Dimethyl: 1

3231 true 2217 1311.8315 1310.8214 1 2.2 102.9 44.5 37.9 (M:37.9) 1 1 0 K.FISPVLPLIEK.Q Dimethyl: 1, 11

3232 true 1009 1312.6022 1311.6101 1 -11.58 88.65 32.17 32.1 (M:32.1) 1 1 0 K.EGMNVVEAMER.C Dimethyl:2H(4): 1; Oxidation: 3

3233 true 630 1312.624 1311.6129 1 2.89 156.87 30.5 20.1 (M:20.1) 1 1 0 K.TVDNMPYSTTR.C Dimethyl: 1

3234 true 1371 1312.6469 1311.6609 1 -16.17 114.49 34.33 47.7 (M:47.7) 1 1 0 K.NLYESELADAR.R Dimethyl:2H(4): 1



3235 true 1625 1312.6957 1311.7034 1 -11.47 137.9 36.33 112.1 (M:112.1) 1 1 0 K.DIPGLTDTTVPR.R Dimethyl: 1

3236 true 341 1312.7431 1311.7387 1 -2.17 154.49 29 54.2 (M:54.2) 1 1 0 K.VYVGNLGNNGNK.T Dimethyl:2H(4): 1, 12

3237 true 1010 1312.7656 1311.7638 1 -4.15 162.41 34.33 37.0 (M:37.0) 1 1 1 K.LRAELEEFNK.S Dimethyl:2H(4): 1, 10

3238 true 1857 1312.8482 1311.8428 1 -1.44 265.46 42.83 63.1 (M:63.1) 5 1 0 K.ELLLQPVIISR.N Dimethyl:2H(4): 1

3239 true 594 1313.6606 1312.6412 1 9.25 221 32.67 42.6 (M:42.6) 1 1 0 R.GYSEFVQTAQR.Y Dimethyl: 1



3240 true 1011 1313.6985 1312.6735 1 13.47 106.8 30 37.4 (M:37.4) 1 1 0 R.NLQEIQQAGER.L Dimethyl: 1

3241 true 1615 1313.7141 1312.7111 1 -3.28 186.49 39.33 50.6 (M:50.6) 3 1 0 K.NIVLSGGSTMFR.D Dimethyl:2H(4): 1

3242 true 2879 1313.7185 1312.6987 1 9.52 130.37 39.83 94.0 (M:94.0) 2 1 0 K.NIEDVIAQGNGK.L Dimethyl: 1, 12

3243 true 615 1313.7317 1312.7351 1 -8.12 98.16 28.67 39.5 (M:39.5) 2 1 1 K.KEEELQAALAR.G Dimethyl: 1, 1

3244 true 615 1313.7317 1312.7351 1 -8.12 98.16 28.67 39.5 (M:39.5) 2 1 1 K.KEEELQAALAR.V Dimethyl: 1, 1



3245 true 900 1313.763 1312.7463 1 7.15 219.85 32.67 27.5 (M:27.5) 1 1 0 K.AINQGGLTSVAVR.G Dimethyl: 1

3246 true 274 1314.6967 1313.6762 1 10.09 36.07 28.33 19.1 (M:19.1) 1 1 0 K.MNLASQPQEIR.H Dimethyl: 1

3247 false 1098 1314.7547 1313.7442 1 2.39 99.46 30.33 32.7 (M:32.7) 1 2 0 R.DLSGLEAEALLK.G Dimethyl: 1, 12

3248 true 1098 1314.7547 1313.7442 1 2.39 118.41 30.33 39.7 (M:39.7) 1 1 1 R.EAEEAKEALLK.A Dimethyl: 1, 6, 11

3249 true 1663 1314.7673 1313.7595 1 0.44 138.18 37.33 52.3 (M:52.3) 1 1 0 K.VLVTYGGDPIPK.S Dimethyl: 1, 12



3250 true 1137 1315.7161 1314.7105 1 -1.24 118.06 30.67 47.0 (M:47.0) 1 1 0 K.MILKPDEEEK.I Dimethyl: 1, 4, 10

3251 false 1453 1315.7341 1314.7268 1 0.08 80.26 41.5 21.6 (M:21.6) 1 60.93 2 1 R.KLFSGATMASSR.G Dimethyl:2H(4): 1; Dimethyl: 1

3252 true 1876 1315.7472 1314.7598 1 -15.1 149.16 41.83 38.0 (M:38.0) 2 1 0 K.QANPDFPILIR.E Dimethyl:2H(4): 1

3253 true 1043 1315.7607 1314.7246 1 21.9 179.27 37.83 66.0 (M:66.0) 2 1 0 K.GVLFYGPPGCGK.T
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12

3254 true 3095 1315.7628 1314.7547 1 0.6 193.47 44.17 59.6 (M:59.6) 1 1 0 K.LEDILPLAFTR.L Dimethyl: 1



3255 true 434 1315.7852 1314.7747 1 2.46 79.47 31.17 43.0 (M:43.0) 1 1 0 K.GISVHISNAEPK.H Dimethyl:2H(4): 1, 12

3256 true 96 1315.8209 1314.7921 1 16.31 139.56 21.67 22.3 (M:22.3) 1 1 0 R.IIAASSRPIAER.I Dimethyl:2H(4): 1

3257 true 1277 1316.6268 1315.619 1 0.38 146.78 31.67 90.8 (M:90.8) 1 1 0 R.INISEGNCPER.I Carbamidomethyl: 8; Dimethyl: 1

3258 true 536 1316.7035 1315.6918 1 3.31 289.03 41.83 63.0 (M:63.0) 3 1 0 R.GLCAIAQAESLR.Y Carbamidomethyl: 3; Dimethyl: 1

3259 true 724 1316.7108 1315.7046 1 -0.83 138.16 33.17 76.0 (M:76.0) 2 1 0 R.CFVVGADNVGSK.Q
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12



3260 true 2615 1316.7244 1315.7264 1 -7.03 143.31 38.5 23.5 (M:23.5) 1 1 0 K.YGEPGEVFINK.G Dimethyl:2H(4): 1, 11

3261 true 1634 1316.7279 1315.7285 1 -6.03 140.63 36.33 91.0 (M:91.0) 1 1 0 K.DIPGLTDTTVPR.R Dimethyl:2H(4): 1

3262 false 2034 1316.7613 1315.7864 1 -24.58 99.64 35.5 17.1 (M:17.1) 1 2 1 K.QAFKNLGEILK.A Dimethyl: 4, 11

3263 true 1314 1316.774 1315.7652 1 1.13 116.71 44.17 22.9 (M:22.9) 1 1 0 R.LLIVYPWTQR.F Dimethyl: 1

3264 true 1228 1316.8179 1315.8141 1 -2.62 140.38 34.5 71.4 (M:71.4) 1 1 1 K.KFDQLLAEEK.N Dimethyl:2H(4): 1, 1, 10



3265 true 1105 1316.8365 1315.8315 1 -1.7 89.84 39.17 31.4 (M:31.4) 1 1 0 R.ITLQDVVLHSK.K Dimethyl:2H(4): 1, 11

3266 true 153 1317.6269 1316.6296 1 -7.51 139.22 28.83 34.2 (M:34.2) 1 1 0 R.NLSGQPNFPCR.V
Carbamidomethyl: 10; Dimethyl: 
1

3267 true 1046 1317.699 1316.6986 1 -5.21 122.56 30 21.9 (M:21.9) 1 1 0 R.NLQEIQQAGER.L Dimethyl:2H(4): 1

3268 true 1759 1317.734 1316.7099 1 12.8 164.51 40.67 17.9 (M:17.9) 2 1 1
K.GAPGLRGDTGATGR.
D Dimethyl:2H(4): 1

3269 false 635 1317.7866 1316.7867 1 -5.6 89.96 36.17 18.3 (M:18.3) 1 2 0 K.NFDLRPGVIVR.D Dimethyl:2H(4): 1



3270 true 901 1317.7907 1316.7714 1 9.1 188.02 32.67 36.6 (M:36.6) 1 1 0 K.AINQGGLTSVAVR.G Dimethyl:2H(4): 1

3271 true 241 1317.8184 1316.8093 1 1.36 186.52 29.33 92.7 (M:92.7) 1 1 1 K.KALAAGGYDVEK.N Dimethyl:2H(4): 1, 1, 12

3272 true 1892 1318.6288 1317.6325 1 -8.32 120.64 38.67 31.6 (M:31.6) 1 1 0 K.DFMIQGGDFTR.G Dimethyl:2H(4): 1

3273 true 1437 1318.7253 1317.7041 1 10.52 157.7 36.33 39.1 (M:39.1) 1 1 0 K.VQQTVQDLFGR.A Dimethyl: 1

3274 true 2005 1318.7338 1317.7276 1 -0.82 118.05 43.33 89.5 (M:89.5) 2 1 0 K.CMQLTDFVLK.F
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 10



3275 true 1931 1319.6161 1318.6132 1 -3.32 126.36 39.17 28.9 (M:28.9) 1 1 0 K.FDSDAFDFPAR.D Dimethyl:2H(4): 1

3276 true 1610 1319.676 1318.6769 1 -6.17 90.4 35.83 38.1 (M:38.1) 1 1 0 R.FIDQEEILER.C Dimethyl: 1

3277 true 3060 1319.7866 1318.7798 1 -0.37 183.19 44.17 83.3 (M:83.3) 1 1 0 K.LEDILPLAFTR.L Dimethyl:2H(4): 1

3278 true 1986 1319.7968 1318.7649 1 18.68 224.94 46.67 36.8 (M:36.8) 2 1 0 R.AYLVPAELLFR.I Dimethyl: 1

3279 true 1312 1320.6508 1319.6442 1 -0.46 102.98 31.67 78.1 (M:78.1) 1 1 0 R.INISEGNCPER.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



3280 true 190 1320.692 1319.6834 1 1.06 207.61 28.83 25.3 (M:25.3) 1 1 1 R.GLDNTEFQGKR.M Dimethyl: 1, 10

3281 true 2578 1320.7071 1319.7085 1 -6.55 178.63 38.5 60.1 (M:60.1) 2 1 0 K.QVVESAYEVIR.L Dimethyl: 1

3282 true 1305 1320.721 1319.7169 1 -2.41 224.34 37.17 79.5 (M:79.5) 3 1 0 R.GLCAIAQAESLR.Y
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

3283 true 1461 1320.9083 1319.893 1 6.08 138.05 37 46.6 (M:46.6) 1 1 1 K.KNPQAVLDVLK.F Dimethyl:2H(4): 1, 1, 11

3284 true 1521 1321.6388 1320.6384 1 -5.23 97.61 35.17 33.5 (M:33.5) 1 1 0 R.IEYDCELVPR.R Carbamidomethyl: 5; Dimethyl: 1



3285 true 722 1321.6658 1320.6609 1 -1.74 183.56 37.5 46.4 (M:46.4) 2 1 0 K.CAANLGLTNGFR.M Carbamidomethyl: 1; Dimethyl: 1

3286 true 110 1321.6978 1320.6914 1 -0.63 48.87 20.5 21.4 (M:21.4) 1 1 1 R.WKEDPSPENR.T Dimethyl:2H(4): 1, 2

3287 true 725 1321.7266 1320.7112 1 6.16 107.27 33.33 43.0 (M:43.0) 1 1 1 R.CKDGVVFGVEK.L
Carbamidomethyl: 1; Dimethyl: 1, 
2, 11

3288 true 23 1321.7432 1320.7402 1 -3.18 148.51 20.17 27.1 (M:27.1) 1 82.22 1 1 R.GKDGEIHPVSVK.V Dimethyl: 2, 12

3289 true 2880 1321.7655 1320.7489 1 7.03 83.65 39.83 29.9 (M:29.9) 1 1 0 K.NIEDVIAQGNGK.L Dimethyl:2H(4): 1, 12



3290 true 737 1321.7921 1320.7853 1 -0.32 80.81 28.67 80.1 (M:80.1) 2 1 1 K.KEEELQAALAR.G Dimethyl:2H(4): 1, 1

3291 true 737 1321.7921 1320.7853 1 -0.32 80.81 28.67 80.1 (M:80.1) 2 1 1 K.KEEELQAALAR.V Dimethyl:2H(4): 1, 1

3292 true 983 1322.613 1321.615 1 -7.04 77.96 31.83 28.5 (M:28.5) 1 1 0 R.SENEEFVEVGR.L Dimethyl: 1

3293 true 54 1322.7357 1321.7176 1 8.18 136.67 29.83 33.5 (M:33.5) 1 1 0 R.MVIPGGIDVHTR.F Dimethyl: 1

3294 true 1346 1322.7526 1321.7292 1 12.16 136.28 36.33 36.3 (M:36.3) 2 1 0 K.VQQTVQDLFGR.A Dimethyl:2H(4): 1



3295 true 287 1322.8963 1321.8723 1 12.68 83.88 23.5 37.0 (M:37.0) 1 1 0 K.LAEAVAATQKPK.K Dimethyl:2H(4): 1, 10, 12

3296 true 1123 1322.9002 1321.8974 1 -3.4 148.05 35.67 36.7 (M:36.7) 1 1 1 K.IKDLGTIEPLK.K Dimethyl:2H(4): 1, 2, 11

3297 true 459 1323.6713 1322.6579 1 4.64 60.52 32.67 25.4 (M:25.4) 2 1 0 R.NVNGVNYASTTR.N Dimethyl: 1

3298 true 288 1323.6982 1322.6871 1 2.96 231.1 29.83 19.8 (M:19.8) 1 1 1 R.YYPTEDVPRK.L Dimethyl: 1, 10

3299 true 583 1323.7003 1322.6893 1 2.84 129.65 32 21.7 (M:21.7) 1 1 1 K.SKFDNLYGCR.E
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 2



3300 true 2962 1323.7175 1322.7132 1 -2.23 82.72 40.5 33.1 (M:33.1) 1 1 0 K.YLQEEININR.K Dimethyl:2H(4): 1

3301 true 1800 1323.7885 1322.7922 1 -8.32 126.62 41.83 21.6 (M:21.6) 1 1 0 K.GIPILVATDVAAR.G Dimethyl: 1

3302 true 1088 1324.6295 1323.6307 1 -6.37 68.41 32.67 50.2 (M:50.2) 1 1 0 R.EEAESTLQSFR.Q Dimethyl: 1

3303 true 1867 1324.6827 1323.6744 1 0.73 83.69 38.33 66.6 (M:66.6) 1 1 0 K.TIADGFTAMVDK.C Dimethyl: 1, 12

3304 true 1384 1324.7323 1323.7227 1 1.75 80.26 46.5 47.0 (M:47.0) 1 1 0 R.GFPTIYFAPAGK.K Dimethyl: 1, 12



3305 true 2616 1324.7324 1323.7336 1 -6.38 71.5 38.5 78.1 (M:78.1) 1 1 0 K.QVVESAYEVIR.L Dimethyl:2H(4): 1

3306 true 2197 1324.7748 1323.7522 1 11.51 84.51 44 28.5 (M:28.5) 1 1 0 K.LAGMSDGLFLLR.Q Dimethyl:2H(4): 1

3307 true 1926 1325.6351 1324.6412 1 -10.07 148 39 38.0 (M:38.0) 1 1 0 R.SANTIPYDFNR.V Dimethyl: 1

3308 true 242 1325.6617 1324.6524 1 1.56 269.72 29.33 17.0 (M:17.0) 1 1 1 R.AVQDRDQFYR.R Dimethyl: 1

3309 true 1494 1325.6644 1324.6635 1 -4.78 64.61 35.17 62.4 (M:62.4) 1 1 0 R.IEYDCELVPR.R
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



3310 true 508 1325.6718 1324.6776 1 -9.82 103.2 32 63.3 (M:63.3) 1 1 0 R.EIASPPHDLYR.S Dimethyl: 1

3311 true 1805 1325.6907 1324.6813 1 1.61 82.03 38 42.4 (M:42.4) 1 1 0 K.ELFETELADAR.K Dimethyl:2H(4): 1

3312 true 723 1325.6927 1324.686 1 -0.38 127.1 37.33 58.7 (M:58.7) 2 1 0 K.CAANLGLTNGFR.M
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3313 true 835 1325.7079 1324.7099 1 -7.01 246.5 34.17 42.6 (M:42.6) 1 1 0 R.GIGGGNASIPGIER.M Dimethyl: 1

3314 true 605 1325.7562 1324.7334 1 11.65 57.35 33.17 22.4 (M:22.4) 1 1 0 R.VVDLMVHMASK.E
Dimethyl:2H(4): 1, 11; Oxidation: 
5, 8



3315 true 616 1325.7735 1324.7668 1 -0.46 36.28 27.83 18.7 (M:18.7) 1 1 1 R.DADKYLYVDK.N Dimethyl:2H(4): 1, 4, 10

3316 true 114 1325.7822 1324.7602 1 11.09 131.88 21.67 42.1 (M:42.1) 1 1 0 K.QKPITPETAEK.L Dimethyl: 1, 2, 11

3317 true 575 1326.6325 1325.6108 1 10.91 65.13 27.67 22.4 (M:22.4) 1 1 0 K.MAQELYMEQR.N Dimethyl: 1

3318 true 984 1326.6396 1325.6401 1 -5.89 61.2 31.83 35.4 (M:35.4) 1 1 0 R.SENEEFVEVGR.L Dimethyl:2H(4): 1

3319 true 524 1326.6611 1325.6584 1 -3.44 125.14 31.83 81.1 (M:81.1) 1 1 0 K.GMGTVQQGMPHK.C Dimethyl: 1, 12



3320 true 2138 1326.6996 1325.698 1 -4.24 124.38 40.83 67.5 (M:67.5) 3 1 1 R.QETEFYLGKR.C Dimethyl: 1, 9

3321 true 439 1326.7505 1325.7377 1 4.17 147.71 31 52.0 (M:52.0) 1 1 0 K.KPLMTAEVPER.T Dimethyl: 1, 1

3322 true 1509 1327.6823 1326.682 1 -5.22 124.89 36.67 88.2 (M:88.2) 3 1 0 R.STGEAFVQFASK.E Dimethyl: 1, 12

3323 true 305 1327.687 1326.668 1 8.78 111.34 28 22.8 (M:22.8) 1 1 0 K.HHPEDVEPALR.K Dimethyl: 1

3324 true 96 1327.6975 1326.6714 1 14.19 183.14 31 88.8 (M:88.8) 4 1 0 R.GVPNQLDAAMAGR.I Dimethyl: 1



3325 true 897 1327.7286 1326.7078 1 10.2 127.82 40.67 66.2 (M:66.2) 3 1 0 R.CTVIAAANPIGGR.Y Carbamidomethyl: 1; Dimethyl: 1

3326 true 1747 1327.7943 1326.8173 1 -22.77 64.46 41.83 35.6 (M:35.6) 1 1 0 K.GIPILVATDVAAR.G Dimethyl:2H(4): 1

3327 true 1471 1328.533 1327.5537 1 -21.01 67.76 34.83 32.8 (M:32.8) 1 1 0 K.NMQDMVEDYR.N Dimethyl: 1

3328 true 400 1328.5905 1327.5901 1 -5.12 99.48 28.83 68.7 (M:68.7) 1 1 0 R.CFVSGACDASAK.L
Carbamidomethyl: 1, 7; Dimethyl: 
1, 12

3329 true 1089 1328.6604 1327.6558 1 -1.99 56.42 32.67 20.7 (M:20.7) 1 1 0 R.EEAESTLQSFR.Q Dimethyl:2H(4): 1



3330 true 412 1328.6916 1327.6884 1 -3.08 70.48 31 37.2 (M:37.2) 1 1 0 R.QDIYGPQPQVR.V Dimethyl: 1

3331 true 403 1328.7346 1327.746 1 -14.06 62.93 29.5 31.3 (M:31.3) 2 1 0 R.VTGTVQGSSPVLR.E Dimethyl: 1

3332 true 1889 1328.7507 1327.7472 1 -2.81 69.39 34.67 39.3 (M:39.3) 1 1 0 R.ILPPADLCELR.S
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

3333 true 428 1328.755 1327.7421 1 4.22 215.06 30 19.3 (M:19.3) 1 1 0 K.GDDITMVLVLPK.A Dimethyl: 12

3334 true 1902 1328.7848 1327.7991 1 -16.3 282.97 43.33 49.8 (M:49.8) 2 1 0 R.AFITNIPFDVK.W Dimethyl:2H(4): 1, 11



3335 true 770 1329.6366 1328.6257 1 2.68 117.48 31.67 66.7 (M:66.7) 2 1 0 R.YMAAAFPSACGK.T
Carbamidomethyl: 10; Dimethyl: 
1, 12

3336 true 1013 1329.6852 1328.6663 1 8.8 92.99 35 65.1 (M:65.1) 2 1 0 R.SANTIPYDFNR.V Dimethyl:2H(4): 1

3337 false 507 1329.7038 1328.6877 1 6.64 292.3 34.5 18.3 (M:18.3) 1 2 1 K.SDFHLFGPPGKK.D

3338 true 874 1329.7456 1328.7387 1 -0.29 144.07 35.83 17.9 (M:17.9) 1 1 1 -.MAGKPKLHYTR.G Dimethyl: 6

3339 true 1209 1329.7469 1328.7427 1 -2.37 80.27 30.83 31.7 (M:31.7) 1 1 0 R.AEELEHPEALK.A Dimethyl:2H(4): 1, 11



3340 true 130 1329.7533 1328.735 1 8.24 220.29 31.5 59.4 (M:59.4) 2 1 0 R.GIGGGNASIPGIER.M Dimethyl:2H(4): 1

3341 false 582 1329.7693 1328.7791 1 -12.84 126.17 30.17 15.1 (M:15.1) 1 3 0 R.KPALPADEPAEK.A Dimethyl:2H(4): 1, 1

3342 true 2023 1329.7759 1328.7704 1 -1.36 110.79 46.5 88.8 (M:88.8) 7 1 0 M.ASISLAPVNIFK.A Acetyl: 1; Dimethyl: 12

3343 true 2963 1330.6782 1329.6711 1 -0.13 63.07 40.5 22.1 (M:22.1) 1 1 0 K.VQENCIDLVGR.I Carbamidomethyl: 5; Dimethyl: 1

3344 true 815 1330.7147 1329.7091 1 -1.28 92.7 38.83 48.0 (M:48.0) 1 1 0 R.AANFEQALAAHR.H Dimethyl:2H(4): 1



3345 true 540 1330.7215 1329.7041 1 7.59 67.75 31.83 90.0 (M:90.0) 1 1 0 K.YAVTTGDHGIIR.T Dimethyl: 1

3346 true 933 1330.7523 1329.7656 1 -15.48 122.49 34.5 37.6 (M:37.6) 1 1 0 K.EDLYLKPIQR.T Dimethyl: 1, 6

3347 true 1115 1330.8573 1329.8472 1 2.18 48.08 39.33 55.5 (M:55.5) 1 1 0 R.EASIGILHSIVK.R Dimethyl:2H(4): 1, 12

3348 false 2649 1331.6818 1330.7027 1 -21.15 69.12 38.5 16.4 (M:16.4) 1 2 1 K.ENVRMAAEIVR.L Oxidation: 5; Dimethyl: 1

3349 true 306 1331.7158 1330.6932 1 11.56 39.69 28 50.0 (M:50.0) 1 1 0 K.HHPEDVEPALR.K Dimethyl:2H(4): 1



3350 true 1950 1331.7265 1330.7067 1 9.36 82.33 43.17 38.3 (M:38.3) 1 1 0 K.NVFNMVVEVPR.W Dimethyl: 1

3351 true 1413 1331.741 1330.7245 1 6.91 120.9 37.67 47.5 (M:47.5) 1 1 0 R.LGQSSLEPVAFR.A Dimethyl: 1

3352 true 989 1331.7515 1330.7329 1 8.49 61.85 40.67 64.8 (M:64.8) 4 1 0 R.CTVIAAANPIGGR.Y
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3353 true 1472 1332.566 1331.5788 1 -15.08 100.2 34.83 40.3 (M:40.3) 1 1 0 K.NMQDMVEDYR.N Dimethyl:2H(4): 1

3354 true 1028 1332.6168 1331.614 1 -3.32 75.91 32.33 106.2 (M:106.2) 1 1 0 -.ASGVQVADEVCR.I Carbamidomethyl: 11; Acetyl: 1



3355 true 1676 1332.6772 1331.6834 1 -10.07 79.32 33.83 57.2 (M:57.2) 1 1 0 R.NNLAGAEELFAR.K Dimethyl: 1

3356 true 2579 1332.6928 1331.6834 1 1.6 109.44 38.17 27.2 (M:27.2) 1 1 0 R.QIEIQFAQGDR.K Dimethyl: 1

3357 true 1374 1332.7844 1331.7729 1 3.16 112.93 46.5 70.0 (M:70.0) 1 1 0 R.GFPTIYFAPAGK.K Dimethyl:2H(4): 1, 12

3358 true 184 1333.7158 1332.715 1 -4.89 140.44 29 29.6 (M:29.6) 2 1 1 R.NANNDRFVLSK.G Dimethyl: 1, 11

3359 true 945 1333.7651 1332.7486 1 6.98 258.83 33 15.3 (M:15.3) 1 1 1 K.QAGVAIGRLCEK.C
Carbamidomethyl: 10; 
Dimethyl:2H(4): 12



3360 true 85 1333.7888 1332.7754 1 4.62 127.89 22 44.4 (M:44.4) 1 1 0 K.IPVHPNDHVNK.S Dimethyl:2H(4): 1, 11

3361 true 726 1333.7909 1332.7865 1 -2.13 102.72 33.33 61.9 (M:61.9) 1 1 1 R.CKDGVVFGVEK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 2, 11

3362 true 1263 1333.8024 1332.7955 1 -0.26 110.33 46.17 85.8 (M:85.8) 9 1 0 M.ASISLAPVNIFK.A Dimethyl:2H(4): 12; Acetyl: 1

3363 true 1093 1333.8467 1332.8369 1 1.86 94.65 39 48.7 (M:48.7) 1 1 1 R.IKDLEVLFHR.S Dimethyl:2H(4): 1, 2

3364 true 254 1334.5864 1333.5755 1 2.72 89.55 21.17 19.6 (M:19.6) 1 1 0 R.CAEGCSPELQR.L
Carbamidomethyl: 1, 5; Dimethyl: 
1



3365 true 498 1334.6959 1333.6878 1 0.6 103.91 29.5 47.3 (M:47.3) 1 1 1 R.KEAESSPFVER.L Dimethyl: 1, 1

3366 false 2908 1334.7072 1333.6912 1 6.56 107.8 40.17 20.6 (M:20.6) 1 4 1 K.AKDEQSAVSMLK.K Dimethyl: 12

3367 true 600 1334.713 1333.7086 1 -2.16 108.75 31.83 65.6 (M:65.6) 1 1 0 K.GMGTVQQGMPHK.C Dimethyl:2H(4): 1, 12

3368 true 2019 1334.7244 1333.7225 1 -4.08 47.2 43.33 53.6 (M:53.6) 1 1 0 K.CMQLTDFVLK.F

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 10; Oxidation: 
2

3369 true 666 1334.7421 1333.7354 1 -0.41 130.88 33.17 88.1 (M:88.1) 2 1 0 K.GSAAPGPVPEGVIR.L Dimethyl: 1



3370 true 541 1334.7447 1333.7292 1 6.19 65.82 31.83 75.3 (M:75.3) 1 1 0 K.YAVTTGDHGIIR.T Dimethyl:2H(4): 1

3371 false 2109 1334.7453 1333.7129 1 18.81 180.15 45 27.1 (M:27.1) 1 2 0 R.DEGVELYAIGIK.N Dimethyl: 12

3372 false 2109 1334.7453 1333.7503 1 -9.21 -1 45 20.4 (M:20.4) 1 63.79 3 1 R.AAVSSSKASPNQK.F Dimethyl:2H(4): 7; Dimethyl: 1

3373 true 2109 1334.7453 1333.7493 1 -8.45 106.43 45 63.7 (M:63.7) 1 1 0 R.STQAIFEILEK.S Dimethyl: 1, 11

3374 true 2293 1334.7503 1333.7403 1 2.07 92.01 45.83 47.5 (M:47.5) 1 1 0 K.STLMDTLFNTK.F Dimethyl:2H(4): 1, 11



3375 true 2293 1334.7503 1333.7403 1 2.07 92.01 45.83 47.5 (M:47.5) 1 1 0 K.STLMDTLFNTK.F Dimethyl:2H(4): 1, 11

3376 true 419 1334.7992 1333.7879 1 3.02 124.34 31 67.5 (M:67.5) 1 1 0 K.KPLMTAEVPER.T Dimethyl:2H(4): 1, 1

3377 true 1372 1335.586 1334.5959 1 -12.84 47.02 34.5 32.9 (M:32.9) 1 1 0 M.SCEEIAVCAVR.L Carbamidomethyl: 2, 8; Acetyl: 1

3378 false 669 1335.6238 1334.6388 1 -16.65 67.58 30.83 24.5 (M:24.5) 1 2 0 K.DICTEIDGQTK.K
Carbamidomethyl: 3; Dimethyl: 1, 
11

3379 true 278 1335.6968 1334.705 1 -11.59 141.84 29.67 15.1 (M:15.1) 1 1 1 R.LLGITKECVMR.V
Carbamidomethyl: 8; Oxidation: 
10



3380 true 75 1335.7292 1334.7194 1 1.88 62.89 20 59.5 (M:59.5) 1 1 0 K.QDLPAPEEKPR.I Dimethyl: 1, 9

3381 true 1439 1335.7371 1334.7322 1 -1.73 132.13 36.67 86.0 (M:86.0) 3 1 0 R.STGEAFVQFASK.E Dimethyl:2H(4): 1, 12

3382 true 1943 1335.7439 1334.7318 1 3.56 88.7 43.17 57.7 (M:57.7) 1 1 0 K.NVFNMVVEVPR.W Dimethyl:2H(4): 1

3383 true 312 1335.7468 1334.7446 1 -3.77 187.52 30 79.8 (M:79.8) 1 1 1 R.LANKFEDSTVK.Y Dimethyl: 1, 4, 11

3384 true 1820 1335.7986 1334.7781 1 9.87 260.84 42 75.9 (M:75.9) 1 99.65 1 0 R.AITGASLAEIMAK.R Dimethyl:2H(4): 13; Dimethyl: 1



3385 true 794 1336.6625 1335.6571 1 -1.43 110.03 33.83 31.0 (M:31.0) 1 1 0 K.NFIAQGPYENR.T Dimethyl: 1

3386 true 1677 1336.7006 1335.7085 1 -11.36 83.51 33.83 54.4 (M:54.4) 1 1 0 R.NNLAGAEELFAR.K Dimethyl:2H(4): 1

3387 true 2580 1336.7185 1335.7085 1 2.03 110.14 38.33 40.6 (M:40.6) 1 1 0 R.QIEIQFAQGDR.K Dimethyl:2H(4): 1

3388 false 1654 1336.8102 1335.8002 1 2.03 75.11 38.67 15.0 (M:15.0) 1 2 1 K.VVWVEELDKR.S Dimethyl:2H(4): 1, 9

3389 true 1573 1337.5662 1336.5684 1 -7.05 72.81 32.83 23.3 (M:23.3) 1 1 1 R.GYDDRDYYSR.S Dimethyl: 1



3390 true 1806 1337.6698 1336.6623 1 0.21 73.56 38 93.7 (M:93.7) 1 1 0 K.DVLSVAFSSDNR.Q Dimethyl: 1

3391 true 1067 1337.6955 1336.6965 1 -6.23 30.48 38.5 43.7 (M:43.7) 1 1 0 K.FYPIPSLHSTGS.- Dimethyl:2H(4): 1

3392 true 1510 1337.7683 1336.7653 1 -3.18 99.61 36.67 15.4 (M:15.4) 1 1 0 K.QLIQSSFVVER.Q Dimethyl:2H(4): 1

3393 true 768 1337.7925 1336.7827 1 1.92 80.84 32.67 28.7 (M:28.7) 1 1 1 R.RGDIIGVVGNPGK.T Dimethyl: 1, 13

3394 true 1040 1337.8116 1336.8016 1 1.98 84.9 34 16.8 (M:16.8) 1 1 0 R.ISHLPLVEELR.S Dimethyl:2H(4): 1



3395 true 115 1337.8578 1336.8355 1 11.21 112.02 21.67 53.9 (M:53.9) 1 1 0 K.QKPITPETAEK.L Dimethyl:2H(4): 1, 2, 11

3396 true 2650 1338.6601 1337.6616 1 -6.51 144.65 38.67 48.1 (M:48.1) 1 1 0 R.YGEPSEVFINR.D Dimethyl: 1

3397 true 65 1338.6696 1337.6448 1 13.06 160.56 21.83 15.5 (M:15.5) 1 1 0 R.YHSQGSAAAMQR.R Dimethyl:2H(4): 1

3398 true 1791 1338.7351 1337.7231 1 3.56 74.31 34.17 53.9 (M:53.9) 1 1 0 K.IQYLAVEGDFK.V Dimethyl: 1, 11

3399 true 2008 1338.8254 1337.8159 1 1.68 45.88 39.33 39.7 (M:39.7) 3 1 0 K.EDLYLKPIQR.T Dimethyl:2H(4): 1, 6



3400 true 569 1339.5887 1338.5939 1 -9.35 80.09 29.33 43.8 (M:43.8) 1 1 0 K.EDQTEYLEER.R Dimethyl: 1

3401 true 569 1339.5887 1338.5939 1 -9.35 80.09 29.33 43.8 (M:43.8) 1 1 0 K.EDQTEYLEER.R Dimethyl: 1

3402 true 160 1339.6978 1338.6779 1 9.39 112.96 27.67 49.6 (M:49.6) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl: 1

3403 true 160 1339.6978 1338.6779 1 9.39 112.96 27.67 49.6 (M:49.6) 1 1 0 R.TGYTLDVTTGQR.K Dimethyl: 1

3404 true 828 1340.687 1339.6823 1 -1.91 96.13 33.83 33.5 (M:33.5) 1 1 0 K.NFIAQGPYENR.T Dimethyl:2H(4): 1



3405 true 1694 1340.7115 1339.7024 1 1.41 72.89 40 61.6 (M:61.6) 2 1 0 K.EFSPFGTITSAK.V Dimethyl: 1, 12

3406 true 1657 1340.7202 1339.717 1 -3.03 86.01 33.5 34.6 (M:34.6) 1 1 0 R.CLTPLVPEDLR.K Carbamidomethyl: 1; Dimethyl: 1

3407 true 980 1340.7355 1339.7282 1 0.04 70.31 40.5 40.3 (M:40.3) 2 1 0 K.CLATGPGIAPTVR.T Carbamidomethyl: 1; Dimethyl: 1

3408 true 1605 1340.7961 1339.7864 1 1.85 35.35 39.67 18.0 (M:18.0) 1 1 1 K.LPFPIIADKDR.E Dimethyl: 1, 9

3409 true 1578 1340.8139 1339.8075 1 -0.65 84.58 36.83 28.3 (M:28.3) 1 1 1 R.KLVIIEGDLER.T Dimethyl: 1, 1



3410 true 1578 1340.8139 1339.8075 1 -0.65 84.58 36.83 28.3 (M:28.3) 1 1 1 R.KLVIIEGDLER.A Dimethyl: 1, 1

3411 true 408 1341.5885 1340.5935 1 -9.17 61.6 27.33 22.4 (M:22.4) 3 1 1 R.GYDDRDYYSR.S Dimethyl:2H(4): 1

3412 true 413 1341.6554 1340.6507 1 -1.89 90.79 31 31.5 (M:31.5) 1 1 0 R.CSLLGHEQDVR.G Carbamidomethyl: 1; Dimethyl: 1

3413 true 994 1341.6922 1340.6815 1 2.52 96.95 38 20.6 (M:20.6) 1 1 0 K.YLDPSFFQHR.I Dimethyl:2H(4): 1

3414 true 1807 1341.6952 1340.6874 1 0.38 72.44 38 69.9 (M:69.9) 1 1 0 K.DVLSVAFSSDNR.Q Dimethyl:2H(4): 1



3415 true 2194 1341.7315 1340.73 1 -4.29 101.41 36.17 37.7 (M:37.7) 1 1 0 K.ELALPGELTQSR.S Dimethyl: 1

3416 true 342 1342.6052 1341.5983 1 -0.29 71.45 26.83 65.1 (M:65.1) 1 1 0 K.GCPEQDIENPR.G Carbamidomethyl: 2; Dimethyl: 1

3417 true 892 1342.6203 1341.6148 1 -1.32 111.42 36.17 30.3 (M:30.3) 1 1 0 K.GCCFVTFYTR.K
Carbamidomethyl: 2, 3; 
Dimethyl:2H(4): 1

3418 true 60 1342.6533 1341.6426 1 2.6 135.73 25 57.6 (M:57.6) 1 1 0 R.EANHNVSAPYGR.I Dimethyl: 1

3419 true 2651 1342.6839 1341.6867 1 -7.48 104.89 38.67 43.8 (M:43.8) 1 1 0 R.YGEPSEVFINR.D Dimethyl:2H(4): 1



3420 true 284 1342.6879 1341.6789 1 1.21 118.43 29.5 72.2 (M:72.2) 1 1 0
K.AVGGAVDHGTAFGR.
I Dimethyl: 1

3421 true 668 1342.6895 1341.6789 1 2.41 172.68 33.17 54.4 (M:54.4) 1 1 0 R.NQNHDTFLAVR.Y Dimethyl: 1

3422 true 639 1342.7236 1341.7041 1 9.14 95.3 32.83 16.1 (M:16.1) 1 1 0 K.VPFDAATLHTSR.A Dimethyl: 1

3423 true 517 1342.7468 1341.738 1 1.12 96.19 29.5 44.1 (M:44.1) 1 1 1 R.KEAESSPFVER.L Dimethyl:2H(4): 1, 1

3424 true 2281 1342.7598 1341.7516 1 0.67 138.18 45.67 55.3 (M:55.3) 4 1 0 K.TVTAMDVVYALK.R Dimethyl:2H(4): 12



3425 true 2075 1342.79 1341.7995 1 -12.5 91.25 44.83 67.4 (M:67.4) 1 1 0 R.STQAIFEILEK.S Dimethyl:2H(4): 1, 11

3426 false 214 1342.8003 1341.7868 1 4.68 143.9 28 16.4 (M:16.4) 1 2 0 K.TLQGSEVVNVLK.T Dimethyl: 1, 12

3427 true 570 1343.6172 1342.619 1 -6.81 32.31 29.33 64.5 (M:64.5) 1 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1

3428 true 570 1343.6172 1342.619 1 -6.81 32.31 29.33 64.5 (M:64.5) 1 1 0 K.EDQTEYLEER.R Dimethyl:2H(4): 1

3429 true 208 1343.6544 1342.6477 1 -0.42 47.42 25.67 43.2 (M:43.2) 1 1 0 R.QQEAAAAEAEAAR.K Dimethyl: 1



3430 true 962 1343.6714 1342.6663 1 -1.62 233.36 34.67 24.2 (M:24.2) 1 1 0 R.GVPNQLDAAMAGR.I Oxidation: 10; Dimethyl: 1

3431 false 105 1343.7433 1342.7166 1 14.42 114.2 21.5 19.0 (M:19.0) 1 3 1 R.MPEPAKSTSAPK.K Oxidation: 1; Dimethyl: 1, 6, 12

3432 true 105 1343.7433 1342.7205 1 11.56 93.15 21.5 70.6 (M:70.6) 2 1 1 R.QVDQLTNDKAR.V Dimethyl: 1, 9

3433 true 662 1343.7522 1342.7696 1 -18.41 72.58 33.17 60.4 (M:60.4) 1 1 0 K.GEHPGLSIGDVAK.K Dimethyl:2H(4): 1, 13

3434 true 76 1343.7787 1342.7696 1 1.34 100.32 20 52.3 (M:52.3) 1 1 0 K.QDLPAPEEKPR.I Dimethyl:2H(4): 1, 9



3435 false 76 1343.7787 1342.7973 1 -19.23 147.85 20 17.0 (M:17.0) 1 3 1 R.TRIEGLLAAFPK.L Dimethyl: 12

3436 true 163 1343.7814 1342.7696 1 3.33 108.3 27.17 63.2 (M:63.2) 1 1 0
K.GASGSFVVVSNAGK.
T Dimethyl:2H(4): 1, 14

3437 true 1890 1343.8205 1342.8122 1 0.73 59.44 34.83 27.0 (M:27.0) 1 1 0 R.LVDQQIVEIVR.E Dimethyl:2H(4): 1

3438 true 636 1344.6525 1343.6681 1 -17.01 70.27 29.67 19.5 (M:19.5) 1 1 0 K.AADAEAEVASLNR.R Dimethyl: 1

3439 true 923 1344.6868 1343.6681 1 8.48 57.52 31.5 26.0 (M:26.0) 1 1 0 R.NVEDLSGGELQR.F Dimethyl: 1



3440 true 2292 1344.6926 1343.6834 1 1.48 102.37 36.83 35.3 (M:35.3) 1 1 0 K.LQIWDTAGQER.F Dimethyl: 1

3441 true 2292 1344.6926 1343.6834 1 1.48 102.37 36.83 35.3 (M:35.3) 1 1 0 K.LQIWDTAGQER.F Dimethyl: 1

3442 true 2292 1344.6926 1343.6834 1 1.48 102.37 36.83 35.3 (M:35.3) 1 1 0 K.LQIWDTAGQER.F Dimethyl: 1

3443 true 2292 1344.6926 1343.6834 1 1.48 102.37 36.83 35.3 (M:35.3) 1 1 0 K.LQIWDTAGQER.F Dimethyl: 1

3444 true 1658 1344.743 1343.7421 1 -4.72 78.68 33.5 48.1 (M:48.1) 1 1 0 R.CLTPLVPEDLR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



3445 true 569 1344.7436 1343.7449 1 -6.35 54.86 32.17 44.1 (M:44.1) 1 1 0 K.ITDSAGHILYAK.E Dimethyl: 1, 12

3446 true 827 1344.7722 1343.7533 1 8.65 108.62 33.17 36.4 (M:36.4) 2 1 0 K.CLATGPGIAPTVR.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3447 true 1687 1344.8444 1343.845 1 -5.9 86.8 40 35.5 (M:35.5) 1 1 1 K.MTPPIKDLLPR.L Dimethyl:2H(4): 1, 6

3448 true 102 1345.7289 1344.715 1 4.94 120.74 27.83 54.0 (M:54.0) 5 1 0 R.NVNGVNYVSPVR.N Dimethyl: 1

3449 false 343 1346.6495 1345.6234 1 13.97 65.06 26.67 41.4 (M:41.4) 1 2 0 K.GCPEQDIENPR.G
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1



3450 true 343 1346.6495 1345.6474 1 -3.82 57.99 26.67 52.7 (M:52.7) 1 1 0 K.TVEINNTDAEGR.L Dimethyl: 1

3451 true 47 1346.6829 1345.6677 1 5.91 50.3 25 17.8 (M:17.8) 1 1 0 R.EANHNVSAPYGR.I Dimethyl:2H(4): 1

3452 false 301 1346.7122 1345.721 1 -11.97 100.52 29.5 15.2 (M:15.2) 1 2 1 K.KVNLMMDVNVR.G Dimethyl: 1

3453 true 301 1346.7122 1345.7041 1 0.62 117.85 29.5 69.6 (M:69.6) 1 1 0
K.AVGGAVDHGTAFGR.
I Dimethyl:2H(4): 1

3454 true 669 1346.7122 1345.7041 1 0.67 190.55 33.17 30.6 (M:30.6) 1 1 0 R.NQNHDTFLAVR.Y Dimethyl:2H(4): 1



3455 true 2928 1346.7188 1345.7388 1 -20.24 226.85 40.17 15.6 (M:15.6) 1 1 1 K.GAVAMAETLKALR.Q Oxidation: 5

3456 true 1035 1346.7287 1345.7338 1 -9.14 169.69 37.5 56.0 (M:56.0) 1 1 0 K.AAQMSVAFGCIK.Y
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12

3457 true 521 1346.7292 1345.7118 1 7.53 215.8 31.67 55.4 (M:55.4) 1 1 0 R.NFGSYVTHETK.H Dimethyl:2H(4): 1, 11

3458 true 2293 1346.7725 1345.7733 1 -6 105.04 36.83 51.1 (M:51.1) 1 1 0 K.EAAPEFPLSPPK.K Dimethyl:2H(4): 1, 12

3459 true 2568 1346.8496 1345.8399 1 1.8 78.12 48.5 42.6 (M:42.6) 2 1 0 R.DFKPGDLIFAK.M Dimethyl:2H(4): 1, 3, 11



3460 true 333 1347.82 1346.8199 1 -5.32 193.7 30 55.4 (M:55.4) 1 1 1 R.LANKFEDSTVK.Y Dimethyl:2H(4): 1, 4, 11

3461 true 53 1348.6423 1347.6241 1 8.05 175.69 20.33 79.3 (M:79.3) 1 1 0 R.EGPNQFQNCAK.E
Carbamidomethyl: 9; Dimethyl: 1, 
11

3462 true 160 1348.675 1347.6571 1 7.84 208.41 31.83 40.5 (M:40.5) 1 1 0 K.SFNTFVHTDPR.N Dimethyl: 1

3463 true 637 1348.6873 1347.6932 1 -9.76 107.51 29.67 20.7 (M:20.7) 1 1 0 K.AADAEAEVASLNR.R Dimethyl:2H(4): 1

3464 true 99 1348.6913 1347.6721 1 8.88 90.34 25.83 41.5 (M:41.5) 1 1 0 R.VIEENQEHYR.V Dimethyl:2H(4): 1



3465 true 1695 1348.7564 1347.7526 1 -2.59 51.64 40 58.5 (M:58.5) 1 1 0 K.EFSPFGTITSAK.V Dimethyl:2H(4): 1, 12

3466 true 1481 1348.7885 1347.789 1 -5.75 204.29 38.17 64.2 (M:64.2) 1 1 0 R.VYGTGALALYEK.A Dimethyl:2H(4): 1, 12

3467 true 1893 1348.8226 1347.8225 1 -5.35 133.61 38.67 39.4 (M:39.4) 1 1 1 K.MKEIAEAYLGK.K Dimethyl:2H(4): 1, 2, 11

3468 true 1893 1348.8226 1347.8225 1 -5.35 133.61 38.67 39.4 (M:39.4) 1 1 1 K.MKEIAEAYLGK.T Dimethyl:2H(4): 1, 2, 11

3469 true 704 1348.8529 1347.8326 1 9.69 77.85 32 29.6 (M:29.6) 2 1 1 K.QKVDLQSLPTR.A Dimethyl:2H(4): 1, 2



3470 true 1558 1348.8619 1347.8577 1 -2.29 91.94 36.83 53.2 (M:53.2) 1 1 1 R.KLVIIEGDLER.A Dimethyl:2H(4): 1, 1

3471 true 1558 1348.8619 1347.8577 1 -2.29 91.94 36.83 53.2 (M:53.2) 1 1 1 R.KLVIIEGDLER.T Dimethyl:2H(4): 1, 1

3472 true 810 1349.6593 1348.6445 1 5.55 61.13 29 31.1 (M:31.1) 1 1 1 K.FMERDPEELR.F Dimethyl: 1

3473 true 605 1349.6706 1348.6445 1 13.92 95.12 30.17 41.5 (M:41.5) 1 1 1 K.KMEEWGTEQR.E Dimethyl: 1, 1

3474 true 719 1349.687 1348.6735 1 4.58 117.15 31.17 45.8 (M:45.8) 1 1 0 K.TFQEAQSQLNR.A Dimethyl: 1



3475 true 769 1349.7446 1348.7401 1 -2.03 190.77 32.67 44.0 (M:44.0) 1 1 0 R.NVNGVNYVSPVR.N Dimethyl:2H(4): 1

3476 true 179 1349.7786 1348.7715 1 -0.07 90.03 27.33 80.3 (M:80.3) 2 1 1 R.GKDGEIHPVSVK.V Dimethyl: 1, 2, 12

3477 true 1373 1350.614 1349.6252 1 -13.65 51.52 34.5 67.4 (M:67.4) 1 1 0 R.FDDGALDPGYPR.D Dimethyl: 1

3478 true 414 1350.6204 1349.6271 1 -10.29 125.01 29.67 35.0 (M:35.0) 1 1 0 K.GACHGQTGMFPR.N
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

3479 true 344 1350.6743 1349.6725 1 -4.01 41.41 26.67 40.2 (M:40.2) 1 1 0 K.TVEINNTDAEGR.L Dimethyl:2H(4): 1



3480 true 1077 1350.7202 1349.7442 1 -23.16 115.6 30.5 63.4 (M:63.4) 1 1 1 K.EAIEGTYIDKK.C Dimethyl: 1, 10, 11

3481 true 326 1350.7336 1349.7303 1 -2.92 51.91 29.67 50.3 (M:50.3) 1 1 0 R.GGLVHPSLQDSGK.K Dimethyl: 1, 13

3482 true 1429 1350.7361 1349.7241 1 3.46 70.41 38 52.8 (M:52.8) 1 1 0 R.NPAILSAASFDGR.L Dimethyl:2H(4): 1

3483 true 1652 1350.7496 1349.7471 1 -3.55 62.12 40.33 88.0 (M:88.0) 2 1 0 R.AAVFNPYTEFK.E Dimethyl:2H(4): 1, 11

3484 false 1652 1350.7496 1349.7629 1 -15.22 81.44 40.33 18.0 (M:18.0) 2 3 0 R.LALETAVMYGVK.K Dimethyl: 1, 12



3485 true 694 1350.7757 1349.7795 1 -8.17 85.49 33 39.0 (M:39.0) 1 1 0 K.EDVFVHQTAIK.K Dimethyl:2H(4): 1, 11

3486 true 458 1350.779 1349.7667 1 3.69 56.97 31.33 116.5 (M:116.5) 1 1 0 K.AAAEIGISANHIK.L Dimethyl: 1, 13

3487 false 458 1350.779 1349.8031 1 -23.24 59.35 31.33 17.6 (M:17.6) 1 4 0 R.LATLLGLQAPPTR.G

3488 false 97 1350.785 1349.7667 1 8.18 278.03 31 25.3 (M:25.3) 1 2 1 K.VLLQGKGDAEHK.R Dimethyl: 1, 12

3489 true 97 1350.785 1349.7667 1 8.18 143.61 31 65.3 (M:65.3) 1 1 0 K.NVNQSLLELHK.L Dimethyl: 1, 11



3490 true 1734 1350.8098 1349.7969 1 4.2 98.47 40.5 53.8 (M:53.8) 2 1 0 K.LDPHLVLDQLR.C Dimethyl:2H(4): 1

3491 true 1734 1350.8098 1349.7969 1 4.2 98.47 40.5 53.8 (M:53.8) 2 1 0 K.LDPHLVLDQLR.C Dimethyl:2H(4): 1

3492 true 1440 1351.7314 1350.7296 1 -4.08 104.79 36.33 17.7 (M:17.7) 1 1 0 R.IYIPLPEDHAR.A Dimethyl: 1

3493 true 1485 1351.7324 1350.7268 1 -1.19 97.29 38.67 18.6 (M:18.6) 1 1 0 K.NVFNMVVEVPR.W Dimethyl:2H(4): 1; Oxidation: 5

3494 true 2964 1351.7445 1350.7395 1 -1.68 87.72 40.5 25.2 (M:25.2) 1 1 0 R.ILDEIEEHGIK.I Dimethyl: 1, 11



3495 true 254 1351.747 1350.7368 1 2.18 128.47 23.17 23.7 (M:23.7) 2 1 0 K.LGVRPSQGGEAPR.E Dimethyl: 1

3496 true 254 1351.747 1350.7368 1 2.18 128.47 23.17 23.7 (M:23.7) 2 1 0 K.LGVRPSQGGEAPR.E Dimethyl: 1

3497 true 1892 1351.7675 1350.7809 1 -15.34 143.17 43.33 65.8 (M:65.8) 2 1 0 R.GAAGALLVYDITR.R Dimethyl:2H(4): 1

3498 true 142 1352.7079 1351.6935 1 5.27 112.3 26.33 45.2 (M:45.2) 1 1 0 K.EQHTHPAFTPR.T Dimethyl:2H(4): 1

3499 true 967 1352.7583 1351.7376 1 9.93 150.83 33.33 29.7 (M:29.7) 2 1 1 K.TKFPADQYYR.F Dimethyl:2H(4): 1, 2



3500 true 1943 1352.7718 1351.7649 1 -0.31 119.21 42.33 57.9 (M:57.9) 1 1 0 R.YLQSLLAEVER.R Dimethyl:2H(4): 1

3501 true 585 1352.8116 1351.7951 1 6.81 98.41 32.5 34.1 (M:34.1) 1 1 0 K.ITDSAGHILYAK.E Dimethyl:2H(4): 1, 12

3502 true 299 1353.7049 1352.7161 1 -13.64 63.55 26.33 15.1 (M:15.1) 1 1 1 R.SGPEERELRPR.L Dimethyl: 1

3503 true 746 1353.7066 1352.6986 1 0.5 99.4 31.17 17.7 (M:17.7) 1 1 0 K.TFQEAQSQLNR.A Dimethyl:2H(4): 1

3504 true 106 1353.7426 1352.7176 1 13.11 114.6 21.33 76.5 (M:76.5) 1 1 0 R.QAGEVTYADAHK.E Dimethyl:2H(4): 1, 12



3505 true 1320 1353.7603 1352.7602 1 -5.29 105.59 35.5 87.9 (M:87.9) 2 1 0 K.VLATAFDTTLGGR.K Dimethyl:2H(4): 1

3506 true 263 1353.7633 1352.7272 1 21.31 134.69 29.67 17.4 (M:17.4) 1 1 1 R.AKSQGMALSLGDK.I Dimethyl:2H(4): 2; Oxidation: 6

3507 true 1256 1353.824 1352.8056 1 8.23 41.47 40.33 30.9 (M:30.9) 1 1 0 K.GFVEFAAKPPAR.K Dimethyl:2H(4): 1, 8

3508 true 925 1354.6214 1353.6201 1 -4.38 64.06 31.5 57.7 (M:57.7) 1 1 0 K.YGGDDIPSSPYR.I Dimethyl: 1

3509 true 127 1354.7825 1353.7591 1 11.88 104.29 21.67 35.9 (M:35.9) 1 1 0 K.STSVSTPEQQVK.L Dimethyl:2H(4): 1, 12



3510 true 16 1355.6518 1354.6415 1 2.23 127.04 23.67 16.0 (M:16.0) 1 1 1 R.RYNGEPDSTER.N Dimethyl:2H(4): 1

3511 true 1227 1355.7436 1354.7133 1 17.02 118.76 35.83 112.1 (M:112.1) 3 1 0 R.YVSASPGGVYATK.A Dimethyl: 1, 13

3512 true 1478 1355.7674 1354.7547 1 4.01 161.23 36.33 17.1 (M:17.1) 1 1 0 R.IYIPLPEDHAR.A Dimethyl:2H(4): 1

3513 true 865 1355.8102 1354.7932 1 7.13 132.89 32.5 89.3 (M:89.3) 3 1 0
K.VLQATVVAVGSGAR.
G Dimethyl: 1

3514 true 1186 1356.6353 1355.6357 1 -5.66 76.21 33.33 59.7 (M:59.7) 1 1 0 R.AFEDSYIQAER.A Dimethyl: 1



3515 true 1112 1357.6611 1356.6634 1 -7.02 44.85 32.67 31.0 (M:31.0) 1 1 0 K.NVQDAIADAEQR.G Dimethyl: 1

3516 true 617 1357.7187 1356.6997 1 8.57 83.55 28.83 31.6 (M:31.6) 1 1 0 R.GEGGILINSQGER.F Dimethyl: 1

3517 true 247 1357.7971 1356.8027 1 -9.45 133.17 28.33 55.1 (M:55.1) 2 91.23 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 8

3518 true 1096 1357.8221 1356.8027 1 8.92 95.01 34.83 69.6 (M:69.6) 3 100 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 1

3519 true 385 1358.648 1357.6449 1 -3.09 136.35 29 53.4 (M:53.4) 1 1 0 R.DPHLACVAYER.G Carbamidomethyl: 6; Dimethyl: 1



3520 true 926 1358.6553 1357.6452 1 2.07 103.57 31.5 46.1 (M:46.1) 1 1 0 K.YGGDDIPSSPYR.I Dimethyl:2H(4): 1

3521 true 578 1358.7086 1357.6838 1 12.95 81.41 27.67 39.1 (M:39.1) 1 1 0 R.GATQQILDEAER.S Dimethyl: 1

3522 false 3389 1358.7343 1357.7349 1 -5.85 66.64 46.17 21.4 (M:21.4) 1 2 0 R.MPDQLVILDMK.H Dimethyl: 1, 11

3523 true 695 1358.735 1357.7304 1 -1.97 120.02 36.83 24.0 (M:24.0) 1 1 0 K.ADFCIIHYAGK.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 11

3524 true 695 1358.735 1357.7304 1 -1.97 120.02 36.83 24.0 (M:24.0) 1 1 0 K.ADFCIIHYAGK.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 11



3525 true 1925 1358.7811 1357.7465 1 20.09 301.6 44.33 43.8 (M:43.8) 3 1 0 K.TVTAMDVVYALK.R Dimethyl:2H(4): 12; Oxidation: 5

3526 true 327 1358.782 1357.7805 1 -4.25 98.34 29.67 33.7 (M:33.7) 1 1 0 R.GGLVHPSLQDSGK.K Dimethyl:2H(4): 1, 13

3527 true 493 1358.8282 1357.8169 1 2.97 106.62 31.33 64.2 (M:64.2) 1 1 0 K.AAAEIGISANHIK.L Dimethyl:2H(4): 1, 13

3528 true 268 1359.6439 1358.6314 1 3.83 46.84 26.33 76.8 (M:76.8) 1 1 0 R.QLEEAEEEAQR.A Dimethyl: 1

3529 true 1859 1359.7896 1358.7894 1 -5.2 198.49 42.5 45.8 (M:45.8) 1 1 0 K.AELGSVALPAIMR.T Dimethyl:2H(4): 1



3530 true 767 1359.7953 1358.8009 1 -9.45 51.14 28.67 38.5 (M:38.5) 1 1 0 K.QDLPALEEKPR.N Dimethyl:2H(4): 1, 9

3531 true 767 1359.7953 1358.8009 1 -9.45 51.14 28.67 38.5 (M:38.5) 1 1 0 K.QDLPALEEKPR.N Dimethyl:2H(4): 1, 9

3532 true 700 1360.6498 1359.6592 1 -12.21 57.94 30.67 53.0 (M:53.0) 1 1 0 M.SDKPDMAEIEK.F Acetyl: 1; Dimethyl: 3, 11

3533 true 1219 1360.6544 1359.6609 1 -10.06 97.73 33.33 34.9 (M:34.9) 1 1 0 R.AFEDSYIQAER.A Dimethyl:2H(4): 1

3534 true 300 1360.6906 1359.6783 1 3.73 81.23 29.83 23.6 (M:23.6) 1 1 0 K.QHTFVETESVR.Y Dimethyl: 1



3535 true 2366 1360.6943 1359.6783 1 6.45 101.29 37.5 56.5 (M:56.5) 1 1 0 K.FGIPITDENGNR.L Dimethyl: 1

3536 true 1347 1360.7214 1359.7147 1 -0.39 130.29 35.67 39.2 (M:39.2) 1 1 0 K.SFENSLGINVPR.S Dimethyl: 1

3537 true 236 1361.6503 1360.6479 1 -3.55 86.13 21 21.5 (M:21.5) 1 1 0 K.DCCEKPIVER.S
Carbamidomethyl: 2, 3; Dimethyl: 
1, 5

3538 true 1090 1361.6602 1360.6293 1 17.37 140.77 34 42.8 (M:42.8) 1 1 0 R.ECDEAIDVLNR.C Carbamidomethyl: 2; Dimethyl: 1

3539 true 26 1361.7177 1360.715 1 -3.3 97.14 24 30.2 (M:30.2) 1 1 0 R.HTDPLHQQTPR.I Dimethyl:2H(4): 1



3540 true 768 1361.7253 1360.7248 1 -5 88.77 28.83 20.4 (M:20.4) 1 1 0 R.GEGGILINSQGER.F Dimethyl:2H(4): 1

3541 true 1135 1361.7362 1360.7133 1 11.46 137.99 34.83 58.1 (M:58.1) 2 1 0 R.TLIQNCGASTIR.V Carbamidomethyl: 6; Dimethyl: 1

3542 true 1437 1361.765 1360.7788 1 -15.53 150.1 41.33 37.0 (M:37.0) 2 1 1 K.AVIFCLSPDKK.C
Carbamidomethyl: 5; Dimethyl: 1, 
10, 11

3543 true 978 1361.7904 1360.7715 1 8.55 205.95 33.33 66.7 (M:66.7) 3 1 0 K.LFVTNDAATILR.E Dimethyl: 1

3544 true 1287 1361.8359 1360.8203 1 6.16 124.52 42.5 40.9 (M:40.9) 1 1 0 K.VMVQPINLIFR.Y Dimethyl:2H(4): 1



3545 true 8 1361.861 1360.8468 1 5.13 141.58 20 48.0 (M:48.0) 2 1 1 R.GKDGEIHPVSVK.V Dimethyl:2H(4): 1, 2, 12

3546 true 1139 1362.6661 1361.6575 1 0.96 158.26 30.67 60.2 (M:60.2) 1 1 0 K.IYIDSNNNPER.F Dimethyl: 1

3547 true 1960 1362.6982 1361.7013 1 -7.62 120.69 39.17 71.5 (M:71.5) 3 1 0 R.YVDIAIPCNNK.G
Carbamidomethyl: 8; Dimethyl: 1, 
11

3548 true 1969 1362.7181 1361.7191 1 -6.04 95.09 39.67 43.8 (M:43.8) 1 1 0 R.ISEIEDAAFLAR.E Dimethyl: 1

3549 true 579 1362.738 1361.7089 1 16.01 80.55 27.67 40.7 (M:40.7) 1 1 0 R.GATQQILDEAER.S Dimethyl:2H(4): 1



3550 true 367 1362.7853 1361.7907 1 -9.34 100.66 30.17 46.6 (M:46.6) 1 1 0 K.LVQGFHGAGADVK.A Dimethyl:2H(4): 1, 13

3551 true 383 1362.8103 1361.8031 1 -0.04 265.34 39.17 60.8 (M:60.8) 3 1 0
K.AGVAPLEVVVAGPR.
G Dimethyl: 1

3552 true 870 1362.8377 1361.8271 1 2.47 133.78 33.33 46.5 (M:46.5) 2 1 0 R.NVLLVNQHYAK.I Dimethyl:2H(4): 1, 11

3553 true 270 1363.6679 1362.6565 1 3.06 48.29 26.33 59.5 (M:59.5) 1 1 0 R.QLEEAEEEAQR.A Dimethyl:2H(4): 1

3554 true 2095 1363.6752 1362.6707 1 -2.04 80.86 36 76.8 (M:76.8) 2 1 0 R.YALYDASFETK.E Dimethyl: 1, 11



3555 true 2930 1363.6927 1362.7143 1 -21.19 65.49 40.17 16.9 (M:16.9) 1 56.52 1 1 R.EIAQDFKTDLR.F Dimethyl: 1

3556 true 83 1363.7019 1362.6864 1 6.08 83.97 20.83 17.3 (M:17.3) 1 1 0 K.INQMATAPDSQR.L Dimethyl:2H(4): 1

3557 false 272 1363.7314 1362.7479 1 -17.44 207.18 34.33 19.7 (M:19.7) 1 70.86 2 1 R.ELCEKAIEVGR.E
Carbamidomethyl: 3; 
Dimethyl:2H(4): 5; Dimethyl: 1

3558 true 272 1363.7314 1362.7078 1 11.96 222.06 34.33 113.5 (M:113.5) 1 1 0 R.NMSVIAHVDHGK.S Dimethyl: 1, 12

3559 true 855 1363.7404 1362.7435 1 -7.61 92.49 39.17 24.9 (M:24.9) 3 1 1 R.KESYSIYVYK.V Dimethyl: 1, 1, 10



3560 true 1139 1363.7659 1362.7619 1 -2.47 89.96 34.17 43.7 (M:43.7) 1 1 0 R.HLVLIAQEEGAR.Y Dimethyl: 1

3561 true 445 1363.7691 1362.7635 1 -1.21 85.84 30.17 79.9 (M:79.9) 1 1 0 R.YVSASPGGVYATK.A Dimethyl:2H(4): 1, 13

3562 false 1399 1363.7807 1362.7395 1 24.87 86.19 32 22.3 (M:22.3) 1 2 1 R.VFEELQATDKK.R Dimethyl: 10, 11

3563 true 1399 1363.7807 1362.7395 1 24.87 65.75 32 67.3 (M:67.3) 1 1 1 R.YLAEVAAGDDKK.G Dimethyl: 1, 11, 12

3564 true 473 1363.8574 1362.8475 1 1.97 56.63 33.33 73.6 (M:73.6) 2 1 0 K.NFVPGINLVQAK.K Dimethyl:2H(4): 1, 12



3565 true 2203 1363.8831 1362.8726 1 2.36 62.85 44.17 72.0 (M:72.0) 2 1 0 R.GLFIIDPNGIIK.H Dimethyl:2H(4): 1, 12

3566 true 701 1364.6558 1363.662 1 -9.81 79.29 31.17 47.2 (M:47.2) 1 1 0 R.DNANAATEEFVK.R Dimethyl: 1, 12

3567 true 3769 1364.6832 1363.6628 1 9.57 164.48 48.83 59.4 (M:59.4) 1 1 0 R.MLDMGFEPQIR.K Dimethyl: 1

3568 true 3769 1364.6832 1363.6628 1 9.57 164.48 48.83 59.4 (M:59.4) 1 1 0 R.MLDMGFEPQIR.R Dimethyl: 1

3569 true 3769 1364.6832 1363.6628 1 9.57 164.48 48.83 59.4 (M:59.4) 1 1 0 R.MLDMGFEPQIR.K Dimethyl: 1



3570 true 2817 1364.6996 1363.6983 1 -4.38 135.04 39.5 79.5 (M:79.5) 1 1 0 K.GTEFTVNDLQGK.T Dimethyl: 1, 12

3571 true 906 1364.7261 1363.7146 1 3.05 148.65 32.67 50.3 (M:50.3) 1 1 0 R.VNLAVHEEHER.I Dimethyl:2H(4): 1

3572 true 2318 1364.753 1363.746 1 -0.18 156.31 36.83 46.1 (M:46.1) 1 1 0 R.IGGNEGIDVPIPR.F Dimethyl: 1

3573 true 722 1365.636 1364.6321 1 -2.41 91.7 30.33 33.3 (M:33.3) 1 1 0 K.DNNQFASASLDR.T Dimethyl: 1

3574 true 1098 1365.7593 1364.7384 1 9.97 181.62 34.83 48.3 (M:48.3) 2 1 0 R.TLIQNCGASTIR.V
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



3575 true 969 1365.8073 1364.7966 1 2.54 176.5 33.33 57.4 (M:57.4) 4 1 0 K.LFVTNDAATILR.E Dimethyl:2H(4): 1

3576 true 1655 1365.8614 1364.8479 1 4.54 110.57 39.67 96.5 (M:96.5) 3 1 0 K.NSISQISVLVGGK.A Dimethyl:2H(4): 1, 13

3577 true 1220 1366.6227 1365.6235 1 -5.92 59.77 33.5 59.1 (M:59.1) 1 1 0 K.DYEEIGPSICR.H
Carbamidomethyl: 10; Dimethyl: 
1

3578 true 2931 1366.6453 1365.6347 1 2.44 98.45 40.5 47.7 (M:47.7) 2 1 0 K.GISQEQMNEFR.A Dimethyl: 1

3579 true 935 1366.6559 1365.6533 1 -3.47 213.48 34.5 32.3 (M:32.3) 1 1 0 R.ICNQVFICER.R
Carbamidomethyl: 2, 8; Dimethyl: 
1



3580 true 1611 1366.6722 1365.6748 1 -7.18 48.52 35.83 30.0 (M:30.0) 1 1 0 K.DLMVGDEASELR.S Dimethyl:2H(4): 1

3581 true 1180 1366.6917 1365.6826 1 1.32 122.89 30.67 60.2 (M:60.2) 1 1 0 K.IYIDSNNNPER.F Dimethyl:2H(4): 1

3582 true 1618 1366.7472 1365.7445 1 -3.32 141.23 39.33 63.0 (M:63.0) 3 1 1 K.KAPDFVFYAPR.L Dimethyl: 1, 1

3583 true 1618 1366.7472 1365.7445 1 -3.32 141.23 39.33 63.0 (M:63.0) 3 1 1 K.KAPDFVFYAPR.L Dimethyl: 1, 1

3584 true 1289 1366.7555 1365.7439 1 3.22 93.78 37.17 83.7 (M:83.7) 6 1 0 K.GCDVVVIPAGVPR.K Carbamidomethyl: 2; Dimethyl: 1



3585 true 2235 1366.7678 1365.7616 1 -0.83 89.06 36.67 35.8 (M:35.8) 1 1 0 K.NVVAVPDVAEAVR.G Dimethyl: 1

3586 false 1140 1366.8083 1365.8143 1 -9.68 202.85 34 29.9 (M:29.9) 1 2 1 R.HLIGKNGANINR.I Dimethyl:2H(4): 1; Dimethyl: 5

3587 true 1045 1366.8322 1365.8282 1 -2.4 145.24 33.83 69.4 (M:69.4) 3 1 0
K.AGVAPLEVVVAGPR.
G Dimethyl:2H(4): 1

3588 true 1071 1367.7729 1366.7686 1 -2.17 207.97 34.67 30.0 (M:30.0) 1 1 1 R.KESYSIYVYK.V
Dimethyl:2H(4): 10; Dimethyl: 1, 
1

3589 true 210 1367.7799 1366.7708 1 1.36 117.85 29.5 104.2 (M:104.2) 2 1 1 K.YKLDSTASISAK.V Dimethyl: 1, 2, 12



3590 true 946 1367.8109 1366.7932 1 7.62 115.27 33 29.0 (M:29.0) 1 1 0 K.EANLLNAVIVQR.L Dimethyl: 1

3591 true 1775 1367.8181 1366.8184 1 -5.57 222.15 41.33 29.5 (M:29.5) 1 1 0 R.IASLILNTPELR.K Dimethyl: 1

3592 true 787 1368.7016 1367.7094 1 -11 108.79 30.67 44.3 (M:44.3) 1 1 0 M.SDKPDMAEIEK.F Dimethyl:2H(4): 3, 11; Acetyl: 1

3593 true 2344 1368.7108 1367.6874 1 11.82 167.45 46.67 47.4 (M:47.4) 1 1 0 K.YSFLQFDPAPR.R Dimethyl: 1

3594 true 1766 1368.7789 1367.79 1 -13.42 140.45 38 84.9 (M:84.9) 1 1 0 K.FLIPNASQAESK.V Dimethyl:2H(4): 1, 12



3595 true 2195 1368.8355 1367.8414 1 -9.57 152.25 36.5 80.2 (M:80.2) 1 1 1 R.NDEELNKLLGK.V Dimethyl:2H(4): 1, 7, 11

3596 true 953 1369.6271 1368.6166 1 2.33 75.04 29.5 29.4 (M:29.4) 1 1 0 R.IFCDTCEAVAR.L
Carbamidomethyl: 3, 6; Dimethyl: 
1

3597 true 367 1369.6534 1368.6521 1 -4.36 89.37 27 45.2 (M:45.2) 1 1 0 K.QLEEETPADGPR.T Dimethyl: 1

3598 true 723 1369.6547 1368.6572 1 -7.14 33 30.33 16.5 (M:16.5) 1 1 0 K.DNNQFASASLDR.T Dimethyl:2H(4): 1

3599 true 285 1369.7038 1368.6898 1 4.86 144.11 28.67 79.9 (M:79.9) 4 1 0
R.FGQGGAGPVGGQGP
R.G Dimethyl: 1



3600 true 1102 1369.7156 1368.6832 1 18.36 126.24 34.17 20.0 (M:20.0) 2 1 0 K.WGTLTDCVVMR.D
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3601 true 1512 1369.767 1368.7261 1 24.58 64.67 38.67 47.9 (M:47.9) 2 1 0 K.GAFTGEISPAMIK.D Dimethyl:2H(4): 1; Oxidation: 11

3602 true 1087 1369.8415 1368.8341 1 0.13 116.6 38.17 34.0 (M:34.0) 1 1 0
R.VAVVGAGISGLAATK.
C Dimethyl: 1, 15

3603 true 2965 1370.6701 1369.6598 1 2.21 175.16 40.5 27.7 (M:27.7) 1 1 0 K.GISQEQMNEFR.A Dimethyl:2H(4): 1

3604 true 1551 1370.733 1369.7341 1 -6.07 83.56 35.33 60.5 (M:60.5) 1 1 0 K.LTPEEEEILNK.K Dimethyl: 1, 11



3605 true 1985 1370.7519 1369.7515 1 -5.08 96.56 39.17 44.8 (M:44.8) 2 1 0 R.YVDIAIPCNNK.G
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11

3606 true 539 1370.7838 1369.769 1 5.53 220.87 42 77.4 (M:77.4) 5 1 0 K.GCDVVVIPAGVPR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

3607 true 400 1370.7975 1369.7969 1 -4.93 236.05 39.17 45.0 (M:45.0) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl: 1, 12

3608 true 248 1370.7986 1369.7817 1 7.04 278.7 28.17 21.9 (M:21.9) 1 1 1 R.DNLLDDLQKLK.Q Dimethyl: 1, 11

3609 true 2096 1371.7258 1370.7209 1 -1.78 119.06 36 70.9 (M:70.9) 2 1 0 R.YALYDASFETK.E Dimethyl:2H(4): 1, 11



3610 true 570 1371.7448 1370.7306 1 5.04 133.67 32.17 54.9 (M:54.9) 1 1 0 K.VAQHYQDTLLR.A Dimethyl: 1

3611 true 281 1371.7821 1370.758 1 12.24 232.27 34.33 79.9 (M:79.9) 1 1 0 R.NMSVIAHVDHGK.S Dimethyl:2H(4): 1, 12

3612 false 868 1371.827 1370.7972 1 16.4 184.97 39.83 15.4 (M:15.4) 2 9 1 K.IYHPNVDKLGR.I Dimethyl:2H(4): 1; Dimethyl: 8

3613 true 1776 1371.838 1370.8435 1 -9.32 237.53 41.33 62.2 (M:62.2) 2 1 0 R.IASLILNTPELR.K Dimethyl:2H(4): 1

3614 false 653 1371.8422 1370.8547 1 -14.45 216.75 31.5 17.2 (M:17.2) 1 5 1 R.LLVALRELGEAR.E Dimethyl:2H(4): 1



3615 false 2545 1371.8503 1370.8687 1 -18.71 168.38 48.33 21.7 (M:21.7) 1 78.95 2 1 K.IKDINTLEPLK.K
Dimethyl:2H(4): 1; Dimethyl: 2, 
11

3616 true 37 1372.6059 1371.5993 1 -0.53 83.71 25.5 57.6 (M:57.6) 1 1 0 R.DYSDHPSGGSYR.D Dimethyl:2H(4): 1

3617 true 153 1372.6076 1371.5911 1 6.68 110.46 28.5 19.8 (M:19.8) 1 1 0 K.GTEYGQTCCLR.A
Carbamidomethyl: 8, 9; Dimethyl: 
1

3618 true 2036 1372.7 1371.6922 1 0.38 92.73 35.5 63.0 (M:63.0) 1 1 0 R.NELESYAYSLK.N Dimethyl: 1, 11

3619 true 2367 1372.7262 1371.7125 1 4.7 152.96 46.67 53.5 (M:53.5) 2 1 0 K.YSFLQFDPAPR.R Dimethyl:2H(4): 1



3620 true 217 1372.7698 1371.7623 1 0.15 82.95 27.33 69.7 (M:69.7) 1 1 0 K.EAQLHAAQAHLK.L Dimethyl: 1, 12

3621 true 1950 1372.7816 1371.7519 1 16.33 201.6 44.5 15.5 (M:15.5) 1 1 1 R.ALDTTDMERLK.D
Dimethyl:2H(4): 1, 11; Oxidation: 
7

3622 true 1354 1372.7885 1371.7849 1 -2.68 126.86 37.17 59.8 (M:59.8) 1 1 0 K.GFALVGVGSEASSK.K Dimethyl:2H(4): 1, 14

3623 true 1135 1372.8039 1371.7973 1 -0.54 122.08 34.33 87.3 (M:87.3) 1 1 0 K.TSIAIDTIINQK.R Dimethyl: 1, 12

3624 true 499 1373.7263 1372.715 1 2.98 171.45 30.83 106.9 (M:106.9) 4 1 0
R.FGQGGAGPVGGQGP
R.G Dimethyl:2H(4): 1



3625 true 2044 1373.747 1372.7384 1 0.93 159.63 43.67 49.3 (M:49.3) 1 1 0 R.GNSIIMLEALER.V Dimethyl: 1

3626 false 985 1373.8503 1372.8265 1 12.09 270.06 34.67 21.6 (M:21.6) 2 2 1 R.LKGAFKPVMAAIK.E

3627 true 1019 1373.8692 1372.8542 1 5.66 160.16 37.67 65.9 (M:65.9) 2 1 1 K.AVIFCLSPDKK.C
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 10, 11

3628 true 1132 1374.6814 1373.6827 1 -6.2 125.82 33.17 21.5 (M:21.5) 1 1 0 R.EYPLVTPNEER.N Dimethyl: 1

3629 true 871 1374.7635 1373.7555 1 0.56 144.87 33.33 23.1 (M:23.1) 1 1 0 R.SAVPFTAATASAPK.V Dimethyl: 1, 14



3630 true 1620 1374.7996 1373.7947 1 -1.78 171.91 39.33 74.2 (M:74.2) 2 1 1 K.KAPDFVFYAPR.L Dimethyl:2H(4): 1, 1

3631 true 1620 1374.7996 1373.7947 1 -1.78 171.91 39.33 74.2 (M:74.2) 2 1 1 K.KAPDFVFYAPR.L Dimethyl:2H(4): 1, 1

3632 false 2086 1374.8066 1373.8043 1 -3.59 160.69 44.5 17.2 (M:17.2) 1 5 1 K.LSSEDKETIEK.A Dimethyl:2H(4): 1, 6, 11

3633 true 1979 1374.8231 1373.808 1 5.7 162.47 44.67 92.9 (M:92.9) 7 1 0 K.TVTAMDVVYALK.R Dimethyl:2H(4): 1, 12

3634 true 322 1375.6876 1374.6652 1 10.94 228.94 35.83 59.2 (M:59.2) 2 1 0 K.CDQGLPHPTYR.W
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



3635 true 3711 1375.7021 1374.682 1 9.31 144.68 48.5 58.1 (M:58.1) 1 1 0 K.YFDAAVTEYLR.K Dimethyl: 1

3636 true 107 1375.7532 1374.7256 1 14.82 84.93 21.33 17.3 (M:17.3) 1 1 1 K.GHEPKEPEQLR.K Dimethyl: 1, 5

3637 true 571 1375.7702 1374.7558 1 5.23 95.98 32.17 58.5 (M:58.5) 1 1 0 K.VAQHYQDTLLR.A Dimethyl:2H(4): 1

3638 true 836 1375.8141 1374.8188 1 -8.74 157.09 39.17 63.4 (M:63.4) 4 1 1 R.KESYSIYVYK.V Dimethyl:2H(4): 1, 1, 10

3639 true 1401 1375.8235 1374.8148 1 1.01 155.52 32.17 58.8 (M:58.8) 1 1 1 R.YLAEVAAGDDKK.G Dimethyl:2H(4): 1, 11, 12



3640 true 1612 1376.5941 1375.5966 1 -7.07 91.28 35.83 28.1 (M:28.1) 1 1 0 R.DASGDAYSEFMK.A Dimethyl: 1, 12

3641 true 231 1376.6377 1375.6442 1 -10.03 55.12 22.83 35.2 (M:35.2) 1 1 0 K.YTQSNSVCYAK.D
Carbamidomethyl: 8; Dimethyl: 1, 
11

3642 true 231 1376.6498 1375.6541 1 -8.39 83.12 26 35.8 (M:35.8) 1 1 0 M.SDKPDMAEIEK.F
Acetyl: 1; Oxidation: 6; Dimethyl: 
3, 11

3643 true 527 1376.6625 1375.6831 1 -20.22 82.43 28.83 30.6 (M:30.6) 1 1 0 K.VVTDTDETELAR.Q Dimethyl: 1

3644 true 1381 1376.7 1375.6884 1 3.13 142.2 37.67 46.3 (M:46.3) 1 1 0 K.HFSVEGQLEFR.A Dimethyl: 1



3645 true 277 1376.7318 1375.7096 1 10.87 122.24 28.33 75.3 (M:75.3) 1 1 0 K.FSANGELGNGNIK.L Dimethyl: 1, 13

3646 true 1108 1376.8119 1375.7795 1 18.19 132.68 38.17 24.6 (M:24.6) 1 1 0 R.LSTLCPSAVLQR.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

3647 true 303 1377.7037 1376.6936 1 2.07 101.83 21.67 58.0 (M:58.0) 1 1 1 R.NAEQFKDQADK.A Dimethyl: 1, 6, 11

3648 true 1159 1377.7268 1376.7129 1 4.83 126.74 33.17 38.4 (M:38.4) 2 1 0 R.EALQYFYFLR.N Dimethyl: 1

3649 false 2818 1377.7471 1376.7551 1 -11.12 157.52 40.17 17.1 (M:17.1) 1 6 1 K.GVDVKFSIEDLK.A Dimethyl: 12



3650 false 2818 1377.7471 1376.7615 1 -15.75 155.46 40.17 18.4 (M:18.4) 1 3 1 R.RVATWFNQPAR.K Dimethyl:2H(4): 1

3651 true 2034 1377.7721 1376.7635 1 0.93 162.53 43.67 67.3 (M:67.3) 1 1 0 R.GNSIIMLEALER.V Dimethyl:2H(4): 1

3652 false 2034 1377.7721 1376.7813 1 -11.96 143.58 43.67 15.1 (M:15.1) 1 3 1 K.NTKSQGIEEALK.N Dimethyl:2H(4): 1; Dimethyl: 12

3653 true 1733 1377.8472 1376.8465 1 -4.8 175.89 41 45.1 (M:45.1) 1 1 0 -.MIPPVQVSPLIK.F Dimethyl: 1, 12

3654 true 671 1378.6646 1377.6624 1 -3.66 107.73 30.17 46.9 (M:46.9) 1 1 0 R.GLSEDTTEETLR.E Dimethyl: 1



3655 true 580 1378.6882 1377.6565 1 17.76 83.18 27.67 51.7 (M:51.7) 1 1 0 K.FYEEVHELER.K Dimethyl: 1

3656 true 505 1378.7968 1377.7896 1 -0.11 233.79 41.17 65.1 (M:65.1) 1 1 0 K.DHPFGFVAVPTK.N Dimethyl:2H(4): 1, 12

3657 true 384 1378.8508 1377.8472 1 -2.66 278.77 39.17 92.5 (M:92.5) 1 1 0 R.EHALLAYTLGVK.Q Dimethyl:2H(4): 1, 12

3658 true 766 1379.679 1378.6788 1 -5.09 144.56 37.83 41.4 (M:41.4) 3 1 0 K.NMSVHLSPCFR.D
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

3659 false 1314 1379.7127 1378.7126 1 -5.21 116.62 34.17 16.6 (M:16.6) 1 6 1 K.TGSESSIDRLMK.Q Dimethyl: 1, 12



3660 false 1314 1379.7127 1378.7344 1 -20.99 114.64 34.17 18.1 (M:18.1) 1 3 0 K.SIAPSIYGSTDIK.K Dimethyl: 13

3661 true 3739 1379.7259 1378.7071 1 8.38 47.26 48.5 27.1 (M:27.1) 1 1 0 K.YFDAAVTEYLR.K Dimethyl:2H(4): 1

3662 true 494 1379.7615 1378.7569 1 -1.89 105.85 31.33 21.1 (M:21.1) 1 1 0 R.ASLHGGEPTTIIR.T Dimethyl: 1

3663 true 1568 1379.8012 1378.7932 1 0.46 158.14 39.33 89.1 (M:89.1) 2 1 0 K.NQAGLAPVIDVVR.S Dimethyl: 1

3664 true 552 1379.8608 1378.8461 1 5.39 96.59 30.83 56.6 (M:56.6) 1 1 1 K.YKLDSTASISAK.V Dimethyl:2H(4): 1, 2, 12



3665 true 1043 1379.92 1378.9189 1 -4.49 99.19 35.17 30.1 (M:30.1) 1 1 1 K.IKDINTLEPLK.K Dimethyl:2H(4): 1, 2, 11

3666 true 2367 1380.6509 1379.6577 1 -10.19 157.73 37.17 25.8 (M:25.8) 2 1 0 R.MLDMGFEPQIR.R Oxidation: 4; Dimethyl: 1

3667 true 2367 1380.6509 1379.6577 1 -10.19 157.73 37.17 25.8 (M:25.8) 2 1 0 R.MLDMGFEPQIR.K Oxidation: 4; Dimethyl: 1

3668 true 2367 1380.6509 1379.6577 1 -10.19 157.73 37.17 25.8 (M:25.8) 2 1 0 R.MLDMGFEPQIR.K Oxidation: 4; Dimethyl: 1

3669 true 3796 1380.6808 1379.6577 1 11.4 152.75 48.83 33.0 (M:33.0) 1 95.58 1 0 R.MLDMGFEPQIR.K Oxidation: 1; Dimethyl: 1



3670 true 3796 1380.6808 1379.6577 1 11.4 152.75 48.83 33.0 (M:33.0) 1 95.58 1 0 R.MLDMGFEPQIR.K Oxidation: 1; Dimethyl: 1

3671 true 3796 1380.6808 1379.6577 1 11.4 152.75 48.83 33.0 (M:33.0) 1 95.58 1 0 R.MLDMGFEPQIR.R Oxidation: 1; Dimethyl: 1

3672 true 811 1380.7134 1379.7173 1 -8.1 120.11 29 19.3 (M:19.3) 1 1 0 R.DHSGTLGPEEFK.A Dimethyl:2H(4): 1, 12

3673 true 2478 1380.7491 1379.7489 1 -5.12 480.53 47.5 22.9 (M:22.9) 1 1 0 R.YVWLVYEQPK.Q Dimethyl: 1, 10

3674 true 189 1380.8207 1379.8125 1 0.69 130.11 27.33 67.4 (M:67.4) 1 1 0 K.EAQLHAAQAHLK.L Dimethyl:2H(4): 1, 12



3675 true 1151 1380.8231 1379.7959 1 14.45 197.49 38.83 36.0 (M:36.0) 1 1 0 K.APLICQPVIVSR.D Carbamidomethyl: 5; Dimethyl: 1

3676 true 1136 1380.8579 1379.8475 1 2.23 139.02 34.33 51.9 (M:51.9) 1 1 0 K.TSIAIDTIINQK.R Dimethyl:2H(4): 1, 12

3677 true 1349 1380.9123 1379.889 1 11.59 231.57 45.83 33.8 (M:33.8) 1 1 1 K.GTSVLQSIKSHK.I Dimethyl:2H(4): 1, 9, 12

3678 true 1245 1381.7321 1380.7071 1 12.82 135.75 36 103.2 (M:103.2) 2 1 0 R.IIYGGSVTGGNCK.E
Carbamidomethyl: 12; Dimethyl: 
1, 13

3679 true 2842 1381.7705 1380.738 1 18.27 245.48 40.17 24.2 (M:24.2) 1 1 0 R.EALQYFYFLR.N Dimethyl:2H(4): 1



3680 true 2546 1381.7835 1380.7472 1 20.99 216.36 48.17 27.8 (M:27.8) 1 1 1 R.LKDVQSMDELK.D
Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 11

3681 false 994 1381.7848 1380.75 1 19.9 336.87 37.33 16.7 (M:16.7) 1 4 1 K.QTESTSFLEKK.V Dimethyl: 1, 10, 11

3682 false 994 1381.7848 1380.7621 1 11.14 212.64 37.33 16.9 (M:16.9) 1 3 1 K.VFLAQKMMIGR.C Oxidation: 7, 8; Dimethyl: 1, 6

3683 true 994 1381.7848 1380.7911 1 -9.84 221.63 37.33 32.5 (M:32.5) 1 1 0 K.LVILANNCPALR.K Carbamidomethyl: 8; Dimethyl: 1

3684 true 1159 1381.7978 1380.7977 1 -5.19 97.34 36.17 80.4 (M:80.4) 1 1 0 K.NQEITVPVANLK.L Dimethyl: 1, 12



3685 true 1653 1382.661 1381.6548 1 -0.77 144.34 36.67 59.2 (M:59.2) 1 1 0 R.CTYLVLDEADR.M Carbamidomethyl: 1; Dimethyl: 1

3686 true 1653 1382.661 1381.6548 1 -0.77 144.34 36.67 59.2 (M:59.2) 1 1 0 R.CTYLVLDEADR.M Carbamidomethyl: 1; Dimethyl: 1

3687 true 672 1382.6827 1381.6875 1 -8.7 75.32 30.17 57.7 (M:57.7) 1 1 0 R.GLSEDTTEETLR.E Dimethyl:2H(4): 1

3688 true 383 1382.7077 1381.7136 1 -9.57 166.4 28.5 20.4 (M:20.4) 1 1 1 R.GIMVNKDVTHPR.M Oxidation: 3

3689 true 581 1382.721 1381.7425 1 -20.77 212.52 28.5 16.6 (M:16.6) 1 50 1 1 K.AKDEQSAVSMLK.K
Dimethyl:2H(4): 1; Oxidation: 10; 
Dimethyl: 12



3690 false 824 1382.7384 1381.7565 1 -18.34 128.14 32 16.0 (M:16.0) 1 3 0 K.NLPQSVIENVGGK.I Dimethyl: 13

3691 true 824 1382.7384 1381.7314 1 -0.15 32.62 32 26.6 (M:26.6) 1 1 0 R.NQLQVITNDPGR.V Dimethyl: 1

3692 true 3671 1382.8032 1381.7929 1 2.2 119.79 48.17 61.1 (M:61.1) 1 1 0 K.LVAIVDVIDQNR.A Dimethyl: 1

3693 true 526 1383.6067 1382.6071 1 -5.53 118.16 29.83 16.9 (M:16.9) 1 1 0 K.MGIAEYNNQCR.G
Carbamidomethyl: 10; Dimethyl: 
1

3694 true 874 1383.6531 1382.65 1 -3.06 106.66 29.33 32.2 (M:32.2) 1 1 0 K.YIETSELCGGAR.I Carbamidomethyl: 8; Dimethyl: 1



3695 true 1414 1383.805 1382.8083 1 -7.65 159.06 41.17 61.2 (M:61.2) 3 1 0 R.IMNTFSVVPSPK.V Dimethyl:2H(4): 1, 12

3696 true 1414 1383.805 1382.8083 1 -7.65 159.06 41.17 61.2 (M:61.2) 3 1 0 R.IMNTFSVVPSPK.V Dimethyl:2H(4): 1, 12

3697 true 1414 1383.805 1382.8083 1 -7.65 159.06 41.17 61.2 (M:61.2) 3 1 0 R.IMNTFSVVPSPK.V Dimethyl:2H(4): 1, 12

3698 true 1681 1383.8208 1382.8184 1 -3.46 201.37 39 93.5 (M:93.5) 2 1 0 K.NQAGLAPVIDVVR.S Dimethyl:2H(4): 1

3699 true 3064 1383.8263 1382.8261 1 -5.08 36.88 43.83 78.2 (M:78.2) 1 1 0 R.SQFEGIVADLIK.R Dimethyl:2H(4): 1, 12



3700 false 1532 1383.8271 1382.8184 1 1.1 213.13 39.33 19.4 (M:19.4) 1 3 1 K.NPPINTKNQAVK.D Dimethyl:2H(4): 1; Dimethyl: 12

3701 true 1850 1384.6757 1383.6704 1 -1.45 97.53 38.33 86.0 (M:86.0) 1 1 0 R.SAFDTDVITMTR.F Dimethyl: 1

3702 true 1931 1384.6852 1383.6829 1 -3.53 195.62 34.83 33.1 (M:33.1) 2 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1; Oxidation: 1

3703 true 1931 1384.6852 1383.6829 1 -3.53 195.62 34.83 33.1 (M:33.1) 2 1 0 R.MLDMGFEPQIR.R Dimethyl:2H(4): 1; Oxidation: 1

3704 true 1931 1384.6852 1383.6829 1 -3.53 195.62 34.83 33.1 (M:33.1) 2 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1; Oxidation: 1



3705 true 232 1384.692 1383.6944 1 -6.96 439.64 22.83 51.0 (M:51.0) 1 1 0 K.YTQSNSVCYAK.D
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 11

3706 true 3797 1384.6924 1383.6829 1 1.65 152.19 48.83 17.9 (M:17.9) 2 62.08 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1; Oxidation: 4

3707 true 3797 1384.6924 1383.6829 1 1.65 152.19 48.83 17.9 (M:17.9) 2 62.08 1 0 R.MLDMGFEPQIR.K Dimethyl:2H(4): 1; Oxidation: 4

3708 true 3797 1384.6924 1383.6829 1 1.65 152.19 48.83 17.9 (M:17.9) 2 62.08 1 0 R.MLDMGFEPQIR.R Dimethyl:2H(4): 1; Oxidation: 4

3709 true 250 1384.7132 1383.7043 1 1.15 115.78 26 29.5 (M:29.5) 1 1 0 M.SDKPDMAEIEK.F
Dimethyl:2H(4): 3, 11; Acetyl: 1; 
Oxidation: 6



3710 true 628 1384.7183 1383.7034 1 5.45 152.75 34 46.2 (M:46.2) 2 1 0 R.INVYYNEATGGK.Y Dimethyl: 1, 12

3711 true 1456 1384.7642 1383.7544 1 1.78 149.41 38.5 71.9 (M:71.9) 1 1 0 K.NLVVAPGMSAELR.C Dimethyl: 1

3712 true 1170 1384.8495 1383.821 1 15.35 281.62 38.83 22.6 (M:22.6) 1 1 0 K.APLICQPVIVSR.D
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

3713 true 453 1385.5924 1384.5864 1 -0.89 71.18 31.33 21.9 (M:21.9) 1 1 0 R.DTNFGTNCICR.V
Carbamidomethyl: 8, 10; 
Dimethyl: 1

3714 true 2107 1385.7418 1384.7423 1 -5.57 140.07 40.67 33.6 (M:33.6) 1 1 1 R.QSVEADINGLRR.V Dimethyl: 1



3715 true 2966 1385.7659 1384.7562 1 1.74 120.02 40.5 32.9 (M:32.9) 1 1 0 R.LEEGPATTAVLTR.E Dimethyl: 1

3716 true 1513 1385.8056 1384.7876 1 7.72 59.78 38.83 116.2 (M:116.2) 5 1 0 K.GAFTGEISPAMIK.D Dimethyl:2H(4): 1, 13

3717 true 976 1385.813 1384.8162 1 -7.62 148.8 37.33 33.5 (M:33.5) 1 1 0 K.LVILANNCPALR.K
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

3718 true 798 1385.8386 1384.834 1 -1.92 147.31 34 62.2 (M:62.2) 5 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 8; Dimethyl: 1

3719 true 1128 1385.8595 1384.834 1 13.17 90.22 35.83 35.0 (M:35.0) 4 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 1; Dimethyl: 8



3720 true 1735 1385.8963 1384.8967 1 -5.59 145.5 41 44.1 (M:44.1) 1 1 0 -.MIPPVQVSPLIK.F Dimethyl:2H(4): 1, 12

3721 true 1654 1386.6841 1385.6799 1 -2.19 123.25 36.67 37.7 (M:37.7) 1 1 0 R.CTYLVLDEADR.M
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3722 true 1654 1386.6841 1385.6799 1 -2.19 123.25 36.67 37.7 (M:37.7) 1 1 0 R.CTYLVLDEADR.M
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3723 false 708 1386.7494 1385.7514 1 -6.7 157.8 28.5 22.1 (M:22.1) 1 2 1 R.ITVQEREAEALK.Q

3724 true 1222 1386.7662 1385.7667 1 -5.63 212.37 35.67 56.8 (M:56.8) 2 1 0 K.YGINPGPIVATTR.K Dimethyl: 1



3725 true 3689 1386.8275 1385.818 1 1.57 148.99 48.17 65.7 (M:65.7) 1 1 0 K.LVAIVDVIDQNR.A Dimethyl:2H(4): 1

3726 true 1343 1387.5989 1386.5939 1 -1.67 126.28 34.17 22.4 (M:22.4) 1 1 0 K.YTGEDFDEDLR.T Dimethyl: 1

3727 true 2819 1387.6982 1386.6925 1 -1.14 188.37 39.67 104.5 (M:104.5) 1 1 0 K.VNVAECGAEALAR.L Carbamidomethyl: 6; Dimethyl: 1

3728 true 1060 1387.7367 1386.7355 1 -4.39 117.86 32.33 59.8 (M:59.8) 1 1 0 K.VIDPSTASSVDLR.D Dimethyl: 1

3729 false 783 1387.8474 1386.8497 1 -6.89 271.55 34 17.9 (M:17.9) 7 5 0 K.VNIVNVTSAGLLR.S Dimethyl:2H(4): 1



3730 false 1276 1387.8504 1386.8272 1 11.48 411.12 41.17 15.8 (M:15.8) 1 4 1 K.LIPDSIGKDIEK.A Dimethyl:2H(4): 1; Dimethyl: 8

3731 true 165 1387.8551 1386.8384 1 6.75 173.94 27.17 19.1 (M:19.1) 3 1 0 R.LQTQASATVAIPK.E Dimethyl:2H(4): 1; Dimethyl: 13

3732 false 1038 1387.8586 1386.8636 1 -8.84 270.67 34.33 15.8 (M:15.8) 1 4 1 -.LELLKQLDDLK.V Dimethyl:2H(4): 1; Dimethyl: 11

3733 false 1038 1387.8586 1386.8272 1 17.37 346.3 34.33 22.2 (M:22.2) 6 2 1 K.LIPDSIGKDIEK.A Dimethyl:2H(4): 1; Dimethyl: 12

3734 false 76 1387.8612 1386.8269 1 19.49 327.63 31.5 17.6 (M:17.6) 1 53.79 7 1 K.KMTQAAILIQSK.F Dimethyl: 1, 12



3735 true 593 1388.6941 1387.6884 1 -1.16 146.42 33.17 79.3 (M:79.3) 1 1 0 K.NFYVEHPEVAR.L Dimethyl: 1

3736 true 2144 1388.7383 1387.7195 1 8.34 125.2 43.67 71.8 (M:71.8) 1 1 0 R.EGDVLTLLESER.E Dimethyl: 1

3737 true 2479 1388.7962 1387.7991 1 -7.35 169.37 47.5 68.9 (M:68.9) 1 1 0 R.YVWLVYEQPK.Q Dimethyl:2H(4): 1, 10

3738 true 454 1389.612 1388.6115 1 -4.88 176.51 31.33 26.4 (M:26.4) 1 1 0 R.DTNFGTNCICR.V
Carbamidomethyl: 8, 10; 
Dimethyl:2H(4): 1

3739 true 263 1389.7424 1388.7412 1 -4.38 208.75 28.5 65.3 (M:65.3) 2 1 0 R.IQTQPGYANTLR.Q Dimethyl: 1



3740 true 28 1389.76 1388.7463 1 4.64 241.14 20.83 36.6 (M:36.6) 1 1 0 R.VYTDVNTHRPR.E Dimethyl:2H(4): 1

3741 true 2139 1389.7672 1388.7674 1 -5.34 173.8 40.67 41.6 (M:41.6) 1 1 1 R.QSVEADINGLRR.V Dimethyl:2H(4): 1

3742 true 319 1389.7772 1388.7689 1 0.75 98.41 21.67 58.2 (M:58.2) 1 1 1 R.NAEQFKDQADK.A Dimethyl:2H(4): 1, 6, 11

3743 true 1242 1389.8165 1388.8115 1 -1.64 113.1 31.17 33.9 (M:33.9) 1 1 0 K.VLEEANQAINPK.L Dimethyl:2H(4): 1, 12

3744 true 1782 1389.8367 1388.8329 1 -2.55 171.35 42.5 56.9 (M:56.9) 3 1 0 K.QYPISLVLAPTR.E Dimethyl:2H(4): 1



3745 false 1488 1389.8523 1388.823 1 15.79 163.16 45.83 15.7 (M:15.7) 1 2 1 K.NPLYKGVWKPR.Q Dimethyl:2H(4): 1

3746 true 103 1389.8578 1388.8591 1 -6.18 192.56 28.83 94.2 (M:94.2) 12 1 0 R.DNIQGITKPAIR.R Dimethyl:2H(4): 1, 8

3747 false 103 1389.8578 1388.8214 1 20.97 223.8 28.83 21.4 (M:21.4) 1 5 1 R.LKGAFKPVMAAIK.E Oxidation: 9

3748 false 103 1389.8578 1388.8177 1 23.63 222.6 28.83 27.9 (M:27.9) 1 2 0 R.NELLTLNGQSLK.D Dimethyl:2H(4): 1; Dimethyl: 12

3749 false 632 1389.8762 1388.8541 1 10.67 273.25 31.5 22.3 (M:22.3) 4 2 0 K.SLLQAISIGQSLK.T Dimethyl:2H(4): 1



3750 true 1844 1389.8857 1388.873 1 3.9 46.93 40.83 94.0 (M:94.0) 1 1 0 R.AVAALLTIPEAEK.S Dimethyl:2H(4): 1, 13

3751 true 573 1390.7916 1389.7918 1 -5.35 311.43 49.5 95.1 (M:95.1) 3 1 0 R.ASGQAFELILGPR.S Dimethyl:2H(4): 1

3752 true 1210 1390.8086 1389.7918 1 6.86 238.44 39.67 61.0 (M:61.0) 2 1 0 K.YGINPGPIVATTR.K Dimethyl:2H(4): 1

3753 true 1987 1390.8203 1389.8029 1 7.27 322.14 44.67 88.6 (M:88.6) 4 1 0 K.TVTAMDVVYALK.R
Dimethyl:2H(4): 1, 12; Oxidation: 
5

3754 true 1676 1391.7115 1390.7101 1 -4.25 140.44 39.83 35.8 (M:35.8) 1 1 0 K.QGFGNLPICMAK.T
Carbamidomethyl: 9; Dimethyl: 1, 
12



3755 false 876 1391.7258 1390.7354 1 -12.15 127.69 33.33 17.2 (M:17.2) 1 8 1 R.EKLQESASGTGPR.M Dimethyl:2H(4): 2

3756 false 1231 1391.7484 1390.7177 1 16.88 100.36 34.5 19.1 (M:19.1) 1 2 0 K.VNVAECGAEALAR.L
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3757 true 869 1391.7557 1390.754 1 -4.01 158.82 39.5 63.7 (M:63.7) 3 1 0 R.NTGIICTIGPASR.S
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3758 true 2717 1391.756 1390.7456 1 2.21 149.87 40 78.4 (M:78.4) 3 1 1 R.EIAQDFKTDLR.F Dimethyl: 1, 7

3759 true 1061 1391.7692 1390.7606 1 0.97 152.07 32.33 61.1 (M:61.1) 1 1 0 K.VIDPSTASSVDLR.D Dimethyl:2H(4): 1



3760 true 1773 1391.7887 1390.8156 1 -24.54 125.89 40 19.2 (M:19.2) 1 1 1 K.LGELRTSMLSPK.S Dimethyl:2H(4): 1; Dimethyl: 12

3761 true 620 1392.6743 1391.6933 1 -18.81 159.83 30.5 53.8 (M:53.8) 1 1 0 R.DLYDQGGEQAIK.E Dimethyl: 1, 12

3762 true 383 1392.6886 1391.698 1 -11.92 184.21 30.5 61.0 (M:61.0) 1 1 0 R.CLALATHDNPPR.K Carbamidomethyl: 1; Dimethyl: 1

3763 true 427 1392.7044 1391.6906 1 4.69 124.91 25.83 48.4 (M:48.4) 1 1 0
R.SVQAGNPGGPGGPG
GR.G Dimethyl: 1

3764 true 696 1392.7239 1391.7136 1 2.23 149.28 33.17 51.1 (M:51.1) 1 1 0 K.NFYVEHPEVAR.L Dimethyl:2H(4): 1



3765 true 2145 1392.7612 1391.7446 1 6.74 103.25 43.83 48.2 (M:48.2) 1 1 0 R.EGDVLTLLESER.E Dimethyl:2H(4): 1

3766 true 3390 1392.7638 1391.7449 1 8.37 185.45 46.33 57.2 (M:57.2) 1 1 0 R.LFLDEFQSIPR.I Dimethyl: 1

3767 false 3390 1392.7638 1391.7449 1 8.37 238.43 46.33 15.2 (M:15.2) 1 2 1 R.KAGNYYVPAEPK.L Dimethyl: 1, 12

3768 true 629 1392.7697 1391.7536 1 6.33 65.84 32.83 41.3 (M:41.3) 1 1 0 R.INVYYNEATGGK.Y Dimethyl:2H(4): 1, 12

3769 true 2480 1392.7934 1391.7941 1 -5.66 213.08 47.67 65.0 (M:65.0) 1 1 0 K.YAALYQPLFDK.R Dimethyl:2H(4): 1, 11



3770 true 1315 1393.5971 1392.5842 1 4.01 208.61 35 79.5 (M:79.5) 2 1 0 K.CDPAGYYCGFK.A
Carbamidomethyl: 1, 8; Dimethyl: 
1, 11

3771 true 1627 1393.6105 1392.6191 1 -11.37 33.37 36 22.6 (M:22.6) 1 1 0 R.GSTDNLMDDIER.A Dimethyl: 1

3772 true 1402 1393.665 1392.6634 1 -4.06 128.07 32 29.9 (M:29.9) 1 1 0 R.SQYEQLAEQNR.K Dimethyl: 1

3773 true 2045 1393.7639 1392.7585 1 -1.29 57.76 43.67 23.6 (M:23.6) 1 1 0 R.GNSIIMLEALER.V Dimethyl:2H(4): 1; Oxidation: 6

3774 false 264 1393.765 1392.7659 1 -5.83 208.17 28.5 17.3 (M:17.3) 2 5 0 R.LPLMECVQVTK.D

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1; Oxidation: 4; 
Dimethyl: 11



3775 true 1804 1393.7681 1392.7563 1 3.27 1020.91 40.33 16.3 (M:16.3) 1 1 1 K.EYKCGDLVFAK.M
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 3

3776 false 553 1393.7905 1392.8061 1 -16.36 137.81 31 18.6 (M:18.6) 1 4 1 R.ITVRQLESMIR.L Dimethyl:2H(4): 1; Oxidation: 9

3777 true 1102 1393.7915 1392.7663 1 12.86 192.42 34.83 74.2 (M:74.2) 3 1 0 R.IQTQPGYANTLR.Q Dimethyl:2H(4): 1

3778 true 877 1394.8696 1393.8545 1 5.65 236.73 34.33 66.0 (M:66.0) 2 1 0 R.DIKPIVEIQQK.G Dimethyl: 1, 3, 11

3779 true 1917 1395.6519 1394.6289 1 11.29 133.26 39 49.6 (M:49.6) 1 1 0 K.CDPVFDFGTGPR.N Carbamidomethyl: 1; Dimethyl: 1



3780 true 127 1395.7059 1394.679 1 14.05 103.95 26 24.4 (M:24.4) 1 1 0 R.TLVADNHPESER.I Dimethyl: 1

3781 true 368 1395.7501 1394.7518 1 -6.38 148.36 30.5 57.7 (M:57.7) 1 1 0 R.LSIDGQQHSGGLK.Q Dimethyl: 1, 13

3782 true 2883 1395.7938 1394.7707 1 11.29 190.83 40.17 67.9 (M:67.9) 1 1 1 R.EIAQDFKTDLR.F Dimethyl:2H(4): 1; Dimethyl: 7

3783 false 2434 1395.8296 1394.8034 1 13.55 175.42 47.33 16.4 (M:16.4) 2 2 0 K.WIGLDLVNGKPR.D Dimethyl: 1

3784 true 899 1396.6983 1395.6994 1 -6.02 89.85 31.5 32.5 (M:32.5) 1 1 0
R.AVDPDSPAEAAGLR.
A Dimethyl: 1



3785 true 3740 1396.7084 1395.6857 1 11.08 186.09 48.5 49.4 (M:49.4) 1 1 0 R.YLLEQDFPGMR.I Dimethyl: 1

3786 true 384 1396.7161 1395.7231 1 -10.24 109.97 30.5 47.8 (M:47.8) 1 1 0 R.CLALATHDNPPR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3787 true 61 1396.7378 1395.7157 1 10.66 213.83 21.83 44.5 (M:44.5) 2 1 0
R.SVQAGNPGGPGGPG
GR.G Dimethyl:2H(4): 1

3788 true 1881 1396.7449 1395.7482 1 -7.59 206.76 38.67 46.5 (M:46.5) 1 1 0 K.QLVAEQVMYQR.N Dimethyl:2H(4): 1

3789 true 1696 1396.7606 1395.765 1 -8.32 206.05 41.33 60.1 (M:60.1) 5 1 0 K.GSVPLDTITFYK.V Dimethyl: 1, 12



3790 true 3358 1396.7755 1395.77 1 -1.29 175.96 46.33 80.0 (M:80.0) 1 1 0 R.LFLDEFQSIPR.I Dimethyl:2H(4): 1

3791 true 557 1396.7908 1395.775 1 6.09 129.85 31.83 27.7 (M:27.7) 1 1 0 K.IFQGNVHNFEK.N Dimethyl:2H(4): 1, 11

3792 true 623 1396.8074 1395.766 1 24.42 94.7 27.83 15.8 (M:15.8) 1 1 1 R.QNYTKEVEGLR.Q Dimethyl:2H(4): 5; Dimethyl: 1

3793 true 1374 1397.6949 1396.6885 1 -0.62 128.53 32 56.7 (M:56.7) 1 1 0 R.SQYEQLAEQNR.K Dimethyl:2H(4): 1

3794 true 593 1397.7346 1396.7173 1 7.2 174.64 35.67 22.5 (M:22.5) 1 1 1 -.MKFNPFVTSDR.S Dimethyl: 1, 2



3795 true 799 1397.8081 1396.7954 1 3.86 143.16 33.83 18.0 (M:18.0) 1 1 0 R.LYHDIAQQAFK.F Dimethyl:2H(4): 1, 11

3796 true 1722 1398.6993 1397.6939 1 -1.39 161.55 39.5 69.7 (M:69.7) 1 1 0 R.NLDLSTFYQNR.A Dimethyl: 1

3797 true 1454 1398.8103 1397.7969 1 4.36 135.13 41.83 27.0 (M:27.0) 2 1 0 K.QPSPPFLVPTQR.F Dimethyl:2H(4): 1

3798 false 1022 1398.8242 1397.7952 1 15.53 135.59 38.17 16.4 (M:16.4) 1 3 0 K.IPMAITAENLAAK.H Dimethyl: 1, 13

3799 true 58 1399.6644 1398.664 1 -4.91 208.19 21.17 41.4 (M:41.4) 1 1 0 K.GTVSFHTQSDHR.F Dimethyl: 1



3800 true 344 1399.6792 1398.6714 1 0.39 132.55 30.83 19.6 (M:19.6) 1 1 0 R.GPSPYHVVAECR.S
Carbamidomethyl: 11; Dimethyl: 
1

3801 true 1515 1399.7107 1398.7103 1 -4.89 124.97 32.5 20.5 (M:20.5) 1 1 0 K.ALQQEQEIEQR.I Dimethyl: 1

3802 false 1816 1399.7568 1398.7657 1 -11.54 202.42 40.5 15.0 (M:15.0) 1 4 1 K.DVEPKDDALPLR.R Dimethyl:2H(4): 1

3803 true 561 1399.7847 1398.7727 1 3.37 226.35 30 36.4 (M:36.4) 1 1 1 R.KCEPIIMTVPR.K
Carbamidomethyl: 2; Dimethyl: 1, 
1

3804 true 1427 1399.7923 1398.8032 1 -12.98 145.02 41.33 41.2 (M:41.2) 2 1 0 R.IMNTFSVVPSPK.V
Dimethyl:2H(4): 1, 12; Oxidation: 
2



3805 true 1427 1399.7923 1398.8032 1 -12.98 145.02 41.33 41.2 (M:41.2) 2 1 0 R.IMNTFSVVPSPK.V
Dimethyl:2H(4): 1, 12; Oxidation: 
2

3806 true 1427 1399.7923 1398.8032 1 -12.98 145.02 41.33 41.2 (M:41.2) 2 1 0 R.IMNTFSVVPSPK.V
Dimethyl:2H(4): 1, 12; Oxidation: 
2

3807 true 172 1399.8005 1398.7831 1 7.28 255.65 28.67 33.8 (M:33.8) 1 1 1 K.AAAQLKAEGSEIR.L Dimethyl: 1, 6

3808 true 1045 1399.8019 1398.7781 1 11.85 219.49 37.67 72.0 (M:72.0) 2 1 0 K.LNISFPATGCQK.L
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12

3809 true 455 1399.8097 1398.7958 1 4.71 108.39 29 18.0 (M:18.0) 1 1 1 R.KVVAEVYDQER.F Dimethyl:2H(4): 1, 1



3810 true 1438 1400.6472 1399.6558 1 -11.33 139.47 34.83 34.8 (M:34.8) 1 1 0 K.VDDDFVPQDYR.L Dimethyl:2H(4): 1

3811 true 900 1400.7154 1399.7245 1 -11.68 81.59 31.5 45.2 (M:45.2) 1 1 0
R.AVDPDSPAEAAGLR.
A Dimethyl:2H(4): 1

3812 true 3741 1400.7343 1399.7108 1 11.57 203.42 48.5 38.5 (M:38.5) 1 1 0 R.YLLEQDFPGMR.I Dimethyl:2H(4): 1

3813 false 3230 1400.7699 1399.7381 1 17.49 332.74 45.17 18.9 (M:18.9) 1 2 0 R.IMGQLPQDLELK.R Oxidation: 2

3814 true 3230 1400.7699 1399.7711 1 -6.08 169.98 45.17 32.1 (M:32.1) 1 1 0 K.FLELLEPLNER.K Dimethyl: 1



3815 true 362 1400.7899 1399.7795 1 2.2 265.93 38.33 71.6 (M:71.6) 6 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3816 true 362 1400.7899 1399.7795 1 2.2 265.93 38.33 71.6 (M:71.6) 6 1 0 R.GDGPICLVLAPTR.E
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3817 true 745 1400.8241 1399.8063 1 7.5 134.62 33.5 37.6 (M:37.6) 1 1 0 K.QLPHFTSEHIK.R Dimethyl:2H(4): 1, 11

3818 true 620 1400.8302 1399.8439 1 -14.95 178.88 30.5 33.1 (M:33.1) 1 1 0 R.ALKPGIFVQTDK.A Dimethyl: 1, 3, 12

3819 false 620 1400.8302 1399.8187 1 3.01 170.39 30.5 27.3 (M:27.3) 2 2 0 R.TFIAIKPDGVQR.G Dimethyl: 1, 6



3820 true 1316 1401.647 1400.6345 1 3.77 140.63 35 66.6 (M:66.6) 2 1 0 K.CDPAGYYCGFK.A
Carbamidomethyl: 1, 8; 
Dimethyl:2H(4): 1, 11

3821 true 316 1401.6979 1400.6896 1 0.73 76.32 26.67 39.2 (M:39.2) 2 1 0 K.QLTAEQEDAAAAR.N Dimethyl: 1

3822 false 128 1401.7177 1400.6797 1 21.92 173.18 26.17 17.9 (M:17.9) 1 4 1 R.LDQEANEWGRR.G Dimethyl: 1

3823 true 128 1401.7177 1400.7008 1 6.85 141.85 26.17 80.1 (M:80.1) 1 1 1 R.INVENTEENRR.A Dimethyl: 1

3824 true 1514 1401.7981 1400.7825 1 5.91 64.08 38.83 85.8 (M:85.8) 5 1 0 K.GAFTGEISPAMIK.D
Dimethyl:2H(4): 1, 13; Oxidation: 
11



3825 true 995 1401.8506 1400.8289 1 10.25 165.03 34 16.8 (M:16.8) 1 1 0 R.GSLQVLASLATGPR.Q Dimethyl:2H(4): 1

3826 true 2196 1402.6639 1401.6565 1 0.13 129.35 36.33 44.9 (M:44.9) 2 1 0 K.YGEYFPGTGDLR.D Dimethyl: 1

3827 true 1723 1402.7252 1401.719 1 -0.81 153.06 39.5 29.9 (M:29.9) 1 1 0 R.NLDLSTFYQNR.A Dimethyl:2H(4): 1

3828 false 1091 1402.7942 1401.7915 1 -3.23 276.46 35.5 16.9 (M:16.9) 1 50.4 3 1 K.NGFVVLKGRPCK.I
Carbamidomethyl: 11; Dimethyl: 
12

3829 true 497 1402.8189 1401.8067 1 3.49 150.54 31.33 85.2 (M:85.2) 2 1 0 K.GAVDGGLSIPHSTK.R Dimethyl:2H(4): 1, 14



3830 true 59 1403.6912 1402.6891 1 -3.72 143.39 21.17 26.4 (M:26.4) 1 1 0 K.GTVSFHTQSDHR.F Dimethyl:2H(4): 1

3831 false 59 1403.6912 1402.6953 1 -8.13 124.91 21.17 15.2 (M:15.2) 1 3 1 K.VISDAREGWQSR.V

3832 true 345 1403.7038 1402.6965 1 -0.01 137.57 30.83 40.4 (M:40.4) 1 1 0 R.GPSPYHVVAECR.S
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

3833 true 1516 1403.7379 1402.7354 1 -3.41 141.88 32.5 24.0 (M:24.0) 1 1 0 K.ALQQEQEIEQR.I Dimethyl:2H(4): 1

3834 true 1802 1403.7896 1402.782 1 0.25 214.2 42 34.1 (M:34.1) 3 1 0 K.SIDLPIQASLYR.Q Dimethyl: 1



3835 true 2719 1404.7297 1403.733 1 -7.52 112.55 38.83 84.2 (M:84.2) 1 1 0 K.GILAADESVGSMAK.R Dimethyl: 1, 14

3836 true 1753 1404.8101 1403.8152 1 -8.78 255.64 41.33 31.3 (M:31.3) 1 1 0 K.GSVPLDTITFYK.V Dimethyl:2H(4): 1, 12

3837 true 562 1404.8807 1403.8438 1 21.08 161.51 30.33 22.9 (M:22.9) 1 1 0 R.TFIAIKPDGVQR.G Dimethyl:2H(4): 6; Dimethyl: 1

3838 true 3232 1404.9104 1403.9091 1 -4.23 144.79 45.33 81.4 (M:81.4) 2 1 0 K.IILDLISESPIK.G Dimethyl:2H(4): 1, 12

3839 true 1315 1405.6049 1404.6013 1 -2.63 127.03 31.33 31.0 (M:31.0) 1 1 0 R.MGPSPSEGAEMER.R Dimethyl: 1



3840 true 167 1405.6679 1404.6535 1 5.1 252.05 27.33 55.8 (M:55.8) 2 1 0
R.GGGGNFGPGPGSNF
R.G Dimethyl: 1

3841 true 2133 1405.6761 1404.6708 1 -1.4 112.65 43.17 44.8 (M:44.8) 1 1 0 M.AAMEGPLAVFGER.T Acetyl: 1; Oxidation: 3

3842 false 2133 1405.6761 1404.6708 1 -1.4 13.01 43.17 21.1 (M:21.1) 1 2 0 R.LQADCFIPEER.L Carbamidomethyl: 5; Dimethyl: 1

3843 true 189 1405.6953 1404.6854 1 1.91 147.05 27.83 22.2 (M:22.2) 1 1 0 R.MLVIEQCQNSR.A Carbamidomethyl: 7; Dimethyl: 1

3844 true 1839 1405.7849 1404.7725 1 3.64 176.92 43 24.4 (M:24.4) 1 1 0 R.TTNFAGILSQGLR.I Dimethyl: 1



3845 true 1642 1405.7944 1404.7898 1 -1.91 165.13 39.67 78.3 (M:78.3) 2 1 0 R.TLTIVDTGIGMTK.A Dimethyl: 1, 13

3846 true 1719 1406.6861 1405.6816 1 -1.98 115.6 37.33 67.5 (M:67.5) 2 1 0 K.YGEYFPGTGDLR.D Dimethyl:2H(4): 1

3847 true 33 1406.7848 1405.7565 1 14.9 232.51 24.83 62.6 (M:62.6) 2 1 1 R.QQLADSQNKYK.T Dimethyl: 1, 9, 11

3848 true 1741 1406.8179 1405.8181 1 -5.26 220.17 37.83 65.3 (M:65.3) 1 1 0 R.LIDLHSPSEIVK.Q Dimethyl: 1, 12

3849 true 893 1406.8224 1405.8107 1 3.16 92.92 34.33 24.4 (M:24.4) 1 1 0 R.WDPDKPGDKPR.M Dimethyl:2H(4): 1, 5, 9



3850 true 2411 1407.7249 1406.7344 1 -11.85 267.11 37.5 19.9 (M:19.9) 1 1 1 K.VGDDIAKATGDWK.G Dimethyl:2H(4): 7

3851 true 1904 1407.7369 1406.7344 1 -3.38 140.7 39 26.2 (M:26.2) 1 1 0 R.QLDLGAIYDDPR.G Dimethyl:2H(4): 1

3852 true 2482 1407.8072 1406.8071 1 -5.09 208.96 47.67 21.6 (M:21.6) 1 1 0 K.SIDLPIQASLYR.Q Dimethyl:2H(4): 1

3853 true 563 1407.8358 1406.8229 1 3.96 157.48 30 29.2 (M:29.2) 2 1 1 R.KCEPIIMTVPR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1, 1

3854 false 212 1408.678 1407.685 1 -10.12 210.81 26 15.8 (M:15.8) 1 2 1 K.EMAETTNGMLRK.E Dimethyl: 12



3855 true 3770 1408.7888 1407.7683 1 9.33 180.69 48.67 54.6 (M:54.6) 1 1 0 R.IVLLDCSLEYK.K
Carbamidomethyl: 6; Dimethyl: 1, 
11

3856 true 1046 1408.8454 1407.8198 1 13.03 258.03 37.67 32.7 (M:32.7) 1 1 0
K.GQSLGPAGVQVVLR.
N Dimethyl: 1

3857 true 621 1408.8773 1407.8689 1 0.79 218.05 30.5 76.0 (M:76.0) 2 1 0 R.TFIAIKPDGVQR.G Dimethyl:2H(4): 1, 6

3858 true 1316 1409.6291 1408.6265 1 -3.28 159.24 31.33 23.2 (M:23.2) 1 1 0 R.MGPSPSEGAEMER.R Dimethyl:2H(4): 1

3859 true 1655 1409.6885 1408.6959 1 -10.36 54.46 36.5 18.1 (M:18.1) 1 1 0 R.LQADCFIPEER.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



3860 true 119 1409.6949 1408.6786 1 6.39 227.97 27.33 90.3 (M:90.3) 2 1 0
R.GGGGNFGPGPGSNF
R.G Dimethyl:2H(4): 1

3861 true 819 1409.7462 1408.7435 1 -3.2 183.42 38.5 50.7 (M:50.7) 2 1 0 R.CSVLAAANPVYGR.Y
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

3862 true 605 1409.7587 1408.7612 1 -6.95 96.71 35.83 33.8 (M:33.8) 1 1 0 K.NLSGSSLFSPVNR.E Dimethyl:2H(4): 1

3863 true 1578 1409.8 1408.8 1 -5.14 211.68 36.83 51.0 (M:51.0) 1 1 0 K.ILLTEPPMNPTK.N Dimethyl: 1, 12

3864 true 1071 1409.8362 1408.8377 1 -6.22 81.13 35.5 75.0 (M:75.0) 1 1 0 R.AGVNTVTTLVENK.K Dimethyl:2H(4): 1, 13



3865 false 82 1410.6908 1409.6824 1 0.79 201.66 24.83 15.8 (M:15.8) 1 2 1 K.AELSESEEDKGGK.M Dimethyl:2H(4): 10

3866 true 305 1410.6947 1409.6787 1 6.23 121.31 22.33 101.7 (M:101.7) 3 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

3867 true 305 1410.6947 1409.6787 1 6.23 121.31 22.33 101.7 (M:101.7) 3 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

3868 true 305 1410.6947 1409.6787 1 6.23 121.31 22.33 101.7 (M:101.7) 3 1 1 K.DSYVGDEAQSKR.G Dimethyl: 1, 11

3869 true 1318 1410.8102 1409.8003 1 1.88 164.99 36.17 69.5 (M:69.5) 2 95.4 1 1 K.QYKGIIDCVVR.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1; Dimethyl: 3



3870 true 1318 1410.8102 1409.8003 1 1.88 164.99 36.17 69.5 (M:69.5) 2 95.4 1 1 K.QYKGIIDCVVR.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1; Dimethyl: 3

3871 true 1189 1411.6077 1410.6085 1 -5.74 161.99 33.33 58.9 (M:58.9) 1 1 0 R.GGAEQFMEETER.S Dimethyl: 1

3872 true 539 1411.8206 1410.8082 1 3.62 195.97 29.83 36.4 (M:36.4) 1 1 0 K.IIDGRPVEVTEK.K Dimethyl: 1, 12

3873 true 1342 1411.8403 1410.8334 1 -0.27 175.04 35.33 70.0 (M:70.0) 1 1 1 K.LIPDSIGKDIEK.A Dimethyl: 1, 8, 12

3874 true 661 1412.6209 1411.6224 1 -6.26 133.54 28.17 61.4 (M:61.4) 1 1 0 R.AETCFVNCVER.F
Carbamidomethyl: 4, 8; Dimethyl: 
1



3875 true 746 1412.724 1411.7034 1 9.43 207.65 33.33 52.7 (M:52.7) 1 1 0 R.AYQHGGVTGLSQY.- Dimethyl:2H(4): 1

3876 true 1897 1412.743 1411.7136 1 15.69 245.27 42.17 36.7 (M:36.7) 1 1 0 K.NVGQFSGFPFEK.G Dimethyl: 1, 12

3877 true 2197 1412.7743 1411.7671 1 -0.03 213.7 36.33 41.6 (M:41.6) 1 1 0 R.ALVGEVAAEQLER.S Dimethyl: 1

3878 true 1794 1412.7747 1411.7745 1 -5.03 85.53 34.17 41.6 (M:41.6) 1 1 0 K.NAIDMEIIVNPK.T Dimethyl: 1, 12

3879 true 226 1412.7943 1411.8035 1 -11.62 157.3 28 17.6 (M:17.6) 1 1 1 K.AIEQLKEQAAAGK.Q Dimethyl: 6, 13



3880 true 3065 1412.8606 1411.8588 1 -3.91 169.1 43.83 57.5 (M:57.5) 1 1 0 K.LTLIDPETLLPR.L Dimethyl:2H(4): 1

3881 true 306 1413.6668 1412.6532 1 4.47 130.85 21.5 21.6 (M:21.6) 1 1 0 R.NIEEHASSDVER.M Dimethyl: 1

3882 true 354 1413.7343 1412.7372 1 -7.19 108.2 30.67 80.4 (M:80.4) 3 1 0 K.DGQVIGIGAGQQSR.I Dimethyl: 1

3883 false 1656 1413.737 1412.7511 1 -15.16 117.95 36.67 20.9 (M:20.9) 1 2 0 R.EAVAEILGIEADR.E Dimethyl: 1

3884 true 2261 1413.7427 1412.7334 1 1.5 160.32 36.83 60.7 (M:60.7) 2 1 0 R.IMNVIGEPIDER.G Dimethyl: 1



3885 true 848 1413.7472 1412.7412 1 -0.9 271.49 34 29.5 (M:29.5) 1 1 0 K.LINANFPTNPER.M Dimethyl: 1

3886 true 111 1413.7545 1412.7577 1 -7.39 95.38 20.17 29.7 (M:29.7) 1 1 1 K.EFNKYDTDGTK.W Dimethyl:2H(4): 1, 4, 11

3887 true 641 1413.7634 1412.7486 1 5.32 119.2 32.67 40.4 (M:40.4) 1 1 1 R.VDFNVPMKDHK.I Dimethyl: 1, 8, 11

3888 true 423 1413.7695 1412.7674 1 -3.63 160.12 25.67 18.3 (M:18.3) 1 1 0 K.VTGQPTHSGLQTR.K Dimethyl:2H(4): 1

3889 true 1622 1413.8459 1412.84 1 -0.96 136.58 39.67 81.4 (M:81.4) 2 1 0 R.TLTIVDTGIGMTK.A Dimethyl:2H(4): 1, 13



3890 true 1807 1413.8686 1412.873 1 -8.31 305.03 42 93.2 (M:93.2) 1 1 0 K.SLSLSPALIYSAK.F Dimethyl:2H(4): 1, 13

3891 true 126 1414.6548 1413.6161 1 22.22 96.55 20.5 26.1 (M:26.1) 1 1 0 R.SGYGYNEPEQSR.F Dimethyl: 1

3892 true 406 1414.7295 1413.7286 1 -4.49 259.07 30.67 23.2 (M:23.2) 1 1 0 R.ALGQNPTQAEVMK.V Dimethyl: 1

3893 true 937 1414.7307 1413.7202 1 2.23 115.8 34.5 20.6 (M:20.6) 1 1 1 R.IYGFYDECKR.R
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 9

3894 true 937 1414.7307 1413.7202 1 2.23 115.8 34.5 20.6 (M:20.6) 1 1 1 R.IYGFYDECKR.R
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 9



3895 true 1579 1414.739 1413.736 1 -3.05 223.22 37 57.7 (M:57.7) 1 1 1 R.VVDLMVHMASKE.- Dimethyl: 1, 11

3896 true 946 1414.8204 1413.8014 1 8.34 185.49 33.17 56.4 (M:56.4) 2 1 1 R.ISVREPMQTGIK.A Dimethyl: 1, 12

3897 true 1767 1414.8697 1413.8683 1 -4.17 207.07 38 51.9 (M:51.9) 1 1 0 R.LIDLHSPSEIVK.Q Dimethyl:2H(4): 1, 12

3898 true 1047 1414.901 1413.8985 1 -3.37 77.33 33.83 37.0 (M:37.0) 1 1 1 R.DKLNNLVLFDK.A Dimethyl:2H(4): 1, 2, 11

3899 true 1190 1415.6311 1414.6337 1 -6.94 143.23 33.33 44.9 (M:44.9) 1 1 0 R.GGAEQFMEETER.S Dimethyl:2H(4): 1



3900 true 31 1415.7505 1414.7165 1 18.89 207.61 24.5 56.3 (M:56.3) 1 1 1 K.AQQELEEQTRR.A Dimethyl: 1

3901 false 31 1415.7505 1414.7602 1 -12.03 251.92 24.5 18.6 (M:18.6) 1 3 0 R.QNLQICVQVASK.Y
Carbamidomethyl: 6; Dimethyl: 
12

3902 true 1798 1415.7684 1414.778 1 -11.89 208.79 38.33 49.3 (M:49.3) 1 1 0 R.QAALSVAEQTITR.M Dimethyl: 1

3903 false 751 1415.7906 1414.7966 1 -9.41 280.77 33.67 15.1 (M:15.1) 1 7 1 R.ISMSPILRTQNK.E Dimethyl: 12

3904 true 751 1415.7906 1414.783 1 0.18 259.79 33.67 64.2 (M:64.2) 1 1 0
R.GNQALAAGDIGAAV
R.H Dimethyl:2H(4): 1



3905 true 662 1416.6442 1415.6475 1 -7.51 150.07 28.17 45.8 (M:45.8) 1 1 0 R.AETCFVNCVER.F
Carbamidomethyl: 4, 8; 
Dimethyl:2H(4): 1

3906 true 2791 1416.7173 1415.7045 1 3.87 85.99 39.33 32.3 (M:32.3) 1 1 0 K.IGNVEDPASSPFR.V Dimethyl: 1

3907 true 1336 1416.7482 1415.7409 1 0.03 166.07 45.33 63.9 (M:63.9) 9 1 0 M.SSGALFPSLVPGSR.G Acetyl: 1

3908 true 2236 1416.7945 1415.7922 1 -3.51 228.87 36.33 27.6 (M:27.6) 1 1 0 R.ALVGEVAAEQLER.S Dimethyl:2H(4): 1

3909 true 3787 1416.8392 1415.8186 1 9.47 82 48.67 31.7 (M:31.7) 1 1 0 R.IVLLDCSLEYK.K
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 11



3910 true 346 1416.8566 1415.8588 1 -6.66 466.99 37.17 86.0 (M:86.0) 1 1 0 K.SLGELIHTLNGAK.L Dimethyl:2H(4): 1, 13

3911 false 346 1416.8566 1415.8588 1 -6.66 566.99 37.17 17.3 (M:17.3) 1 50 6 1 K.EKSGAIHDVLQK.A
Dimethyl:2H(4): 2, 12; Dimethyl: 
1

3912 true 307 1417.692 1416.6783 1 4.51 130.63 21.5 17.4 (M:17.4) 1 1 0 R.NIEEHASSDVER.M Dimethyl:2H(4): 1

3913 true 299 1417.7075 1416.7296 1 -20.75 193.58 28.83 37.8 (M:37.8) 1 66.15 1 1 R.KAHLTNQYMQR.I Dimethyl: 1

3914 true 299 1417.7075 1416.6932 1 4.91 202.04 28.83 37.8 (M:37.8) 1 1 0 R.QAHLTNQYMQR.M Dimethyl: 1



3915 false 2262 1417.7668 1416.7762 1 -11.79 210.88 36.83 16.6 (M:16.6) 1 3 0 R.EAVAEILGIEADR.E Dimethyl:2H(4): 1

3916 false 2262 1417.7668 1416.7647 1 -3.64 201.37 36.83 15.9 (M:15.9) 1 5 1 K.TVKNCLALADEK.K
Carbamidomethyl: 5; Dimethyl: 1, 
12

3917 true 2262 1417.7668 1416.7585 1 0.73 213.7 36.83 71.0 (M:71.0) 2 1 0 R.IMNVIGEPIDER.G Dimethyl:2H(4): 1

3918 true 595 1417.7688 1416.7623 1 -0.56 224.84 30.17 69.1 (M:69.1) 2 1 0 K.DGQVIGIGAGQQSR.I Dimethyl:2H(4): 1

3919 false 595 1417.7688 1416.7647 1 -2.22 143.72 30.17 20.3 (M:20.3) 1 2 1 R.MKQEILEEVVR.E Oxidation: 1; Dimethyl: 2



3920 true 732 1417.7732 1416.7663 1 -0.26 272.82 34 42.8 (M:42.8) 2 1 0 K.LINANFPTNPER.M Dimethyl:2H(4): 1

3921 true 1343 1417.8303 1416.8228 1 0.15 46.46 35.17 17.5 (M:17.5) 1 1 1 R.IVAEGFEIAKEK.A Dimethyl: 1, 10, 12

3922 true 127 1418.6365 1417.6412 1 -8.4 127.42 20.5 32.9 (M:32.9) 1 1 0 R.SGYGYNEPEQSR.F Dimethyl:2H(4): 1

3923 true 2720 1418.707 1417.7049 1 -3.64 122.72 38.83 19.5 (M:19.5) 1 1 0 K.QSLEASLAETEGR.Y Dimethyl: 1

3924 true 352 1418.748 1417.7289 1 8.37 170.67 22.33 73.9 (M:73.9) 1 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11



3925 true 352 1418.748 1417.7289 1 8.37 170.67 22.33 73.9 (M:73.9) 1 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11

3926 true 352 1418.748 1417.7289 1 8.37 170.67 22.33 73.9 (M:73.9) 1 1 1 K.DSYVGDEAQSKR.G Dimethyl:2H(4): 1, 11

3927 true 1851 1419.7153 1418.7042 1 2.7 160.56 38.17 33.0 (M:33.0) 1 1 0 K.EQLEEFEAQLR.C Dimethyl: 1

3928 true 2198 1419.7301 1418.7253 1 -1.76 119.44 37 74.1 (M:74.1) 1 1 0 R.TGTAEVSSILEER.I Dimethyl: 1

3929 true 1046 1419.7379 1418.7082 1 15.8 165.78 33.67 31.5 (M:31.5) 1 1 1 R.LYKSEEEYFR.I Dimethyl: 1, 3



3930 true 34 1419.7679 1418.7416 1 13.42 202.66 24.5 33.6 (M:33.6) 1 1 1 K.AQQELEEQTRR.A Dimethyl:2H(4): 1

3931 true 659 1419.7705 1418.7518 1 8.04 185.33 32.67 50.7 (M:50.7) 2 1 0 K.AYADQKPGTSGLR.K Dimethyl: 1, 6

3932 true 698 1419.8333 1418.8133 1 8.94 90.58 31 36.8 (M:36.8) 1 1 1 K.ITVTSEVPFSKR.Y Dimethyl: 1, 11

3933 true 412 1420.5457 1419.5469 1 -5.96 104.29 27.17 50.8 (M:50.8) 1 1 0 R.DSYGAMADCCSK.A
Carbamidomethyl: 9, 10; 
Dimethyl: 1, 12

3934 true 1881 1420.7781 1419.7638 1 4.97 192.42 42.17 62.1 (M:62.1) 1 1 0 K.NVGQFSGFPFEK.G Dimethyl:2H(4): 1, 12



3935 true 1246 1420.798 1419.7762 1 10.24 192.11 36 59.7 (M:59.7) 2 1 1 R.KAGNYYVPAEPK.L Dimethyl: 1, 1, 12

3936 true 3548 1420.8193 1419.8101 1 1.38 62.62 47.17 41.6 (M:41.6) 1 1 0 K.YDAFLASESLIK.Q Dimethyl:2H(4): 1, 12

3937 true 673 1420.8243 1419.7973 1 13.89 207.39 33 55.9 (M:55.9) 1 1 1 R.TAAENDFVTLKK.D Dimethyl: 1, 11, 12

3938 true 572 1421.672 1420.6558 1 6.26 206.39 32.17 70.9 (M:70.9) 1 1 0 K.LTAHDCPNYFR.- Carbamidomethyl: 6; Dimethyl: 1

3939 true 272 1421.7309 1420.7373 1 -9.62 70.7 23.33 24.9 (M:24.9) 1 1 0 K.THCSSLPHYQK.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 11



3940 true 300 1421.7331 1420.7547 1 -20.29 188.95 28.83 28.5 (M:28.5) 1 58.33 1 1 R.KAHLTNQYMQR.I Dimethyl:2H(4): 1

3941 true 300 1421.7331 1420.7183 1 5.3 206.43 28.83 28.5 (M:28.5) 1 1 0 R.QAHLTNQYMQR.M Dimethyl:2H(4): 1

3942 true 3743 1421.7597 1420.7351 1 12.2 201.4 48.83 74.0 (M:74.0) 1 1 0 K.FVEGLPINDFSR.E Dimethyl: 1

3943 true 734 1421.7807 1420.7537 1 13.87 207.44 34.17 48.9 (M:48.9) 3 1 0 R.VTAVIPCFPYAR.Q Carbamidomethyl: 7; Dimethyl: 1

3944 true 2284 1421.7836 1420.7715 1 3.43 206.56 45.67 56.3 (M:56.3) 3 1 0 K.VLATTFDPFLGGR.N Dimethyl: 1



3945 true 1137 1421.7932 1420.7847 1 0.83 172.65 34.33 40.0 (M:40.0) 2 1 0 R.TLTIVDTGIGMTK.A Oxidation: 11; Dimethyl: 1, 13

3946 true 3167 1421.8683 1420.8629 1 -1.28 154.37 44.67 30.1 (M:30.1) 1 1 0 K.VSEQGLIEILEK.V Dimethyl:2H(4): 1, 12

3947 true 61 1422.6477 1421.6457 1 -3.65 113.24 24.5 29.8 (M:29.8) 1 1 0
K.AVSEMAAASDEAAR.
A Oxidation: 5; Dimethyl: 1

3948 true 426 1422.6836 1421.6795 1 -2.3 301.05 40 61.5 (M:61.5) 3 1 0 K.ACATFGIPCELR.V
Carbamidomethyl: 2, 9; Dimethyl: 
1

3949 true 8 1422.7055 1421.6787 1 13.73 392.03 22.5 21.7 (M:21.7) 1 50 1 1 R.KSSDDAPYSPTAR.V Dimethyl: 1



3950 true 536 1422.7877 1421.7813 1 -0.61 214.72 31 19.3 (M:19.3) 1 1 1 R.GIMVNKDVTHPR.M Dimethyl: 1, 6

3951 true 1512 1422.8106 1421.8242 1 -14.68 198.68 36.67 52.3 (M:52.3) 1 1 0 K.SVPLATAPIIEQR.A Dimethyl: 1

3952 false 1512 1422.8106 1421.7862 1 12.04 276.64 36.67 24.3 (M:24.3) 1 2 1 R.VVDLMVHMASKE.- Dimethyl:2H(4): 1, 11

3953 true 1368 1422.903 1421.9098 1 -9.84 42.22 46 47.9 (M:47.9) 1 1 0 R.IITLAGPTNAIFK.A Dimethyl:2H(4): 1, 13

3954 true 1524 1423.6836 1422.6813 1 -3.47 166.95 35.17 105.4 (M:105.4) 1 1 0 R.DFTPVCTTELGR.A Carbamidomethyl: 6; Dimethyl: 1



3955 true 2344 1423.7432 1422.7504 1 -10.2 185.23 37 34.0 (M:34.0) 1 1 0 R.TGTAEVSSILEER.I Dimethyl:2H(4): 1

3956 false 566 1423.7917 1422.7831 1 0.94 258.6 30 16.5 (M:16.5) 1 2 1 K.EALLKASHDQQK.T Dimethyl: 1, 5

3957 true 190 1423.805 1422.7958 1 1.34 181.95 27.83 31.1 (M:31.1) 1 1 0 K.VIGQDSSEIHFK.V Dimethyl:2H(4): 1, 12

3958 true 1378 1423.9148 1422.9087 1 -0.8 41.47 35.33 33.5 (M:33.5) 1 1 1 K.LIPDSIGKDIEK.A Dimethyl:2H(4): 1, 8, 12

3959 true 639 1424.6655 1423.667 1 -6.17 174.94 29.67 38.6 (M:38.6) 1 1 0 K.ADDFSHPAYVDR.R Dimethyl:2H(4): 1



3960 true 1912 1424.7638 1423.75 1 4.58 285.67 43.67 66.7 (M:66.7) 2 1 0 K.VEGFPTIYFAPR.D Dimethyl: 1

3961 true 3194 1424.7744 1423.7711 1 -2.78 95.15 45 21.0 (M:21.0) 1 1 0 R.YLDLILNDYVR.Q Dimethyl: 1

3962 true 596 1425.6907 1424.6783 1 3.59 42.12 29.33 27.9 (M:27.9) 1 1 0 R.VSGTEGYETEGIR.G Dimethyl: 1

3963 true 1763 1425.7447 1424.7449 1 -5.23 121.12 37.5 28.4 (M:28.4) 1 1 0 K.EALTYDGALLGDR.S Dimethyl:2H(4): 1

3964 true 586 1425.7521 1424.7463 1 -1 157.5 33.5 40.0 (M:40.0) 1 1 0 K.DSTHLGLHFNPR.F Dimethyl:2H(4): 1



3965 true 3799 1425.7839 1424.7602 1 11.52 164.85 48.83 62.4 (M:62.4) 2 1 0 K.FVEGLPINDFSR.E Dimethyl:2H(4): 1

3966 true 3233 1425.8016 1424.8028 1 -5.9 85.67 46 40.4 (M:40.4) 1 1 0 R.LLFPPVDDNVLR.F Dimethyl: 1

3967 true 735 1425.8031 1424.7788 1 11.91 210.08 34.17 63.8 (M:63.8) 2 1 0 R.VTAVIPCFPYAR.Q
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

3968 false 1572 1425.8134 1424.8126 1 -4.58 108.75 35.5 18.0 (M:18.0) 1 3 0 K.ELEEVVQPIVSK.L Dimethyl: 1, 12

3969 true 2285 1425.8136 1424.7966 1 6.87 224.21 45.67 50.4 (M:50.4) 2 1 0 K.VLATTFDPFLGGR.N Dimethyl:2H(4): 1



3970 true 1171 1425.8208 1424.7987 1 10.41 170.63 35.33 92.1 (M:92.1) 1 1 0
R.GAAQNIIPASTGAAK.
A Dimethyl: 1, 15

3971 true 62 1426.6764 1425.6708 1 -1.16 120.02 24.5 23.5 (M:23.5) 1 1 0
K.AVSEMAAASDEAAR.
A Dimethyl:2H(4): 1; Oxidation: 5

3972 true 1551 1426.7172 1425.7046 1 3.71 330.05 39 71.7 (M:71.7) 3 1 0 K.ACATFGIPCELR.V
Carbamidomethyl: 2, 9; 
Dimethyl:2H(4): 1

3973 true 1658 1426.8404 1425.8265 1 4.63 210.68 39.67 68.7 (M:68.7) 3 1 0 K.TIIPLISQCTPK.V
Carbamidomethyl: 9; Dimethyl: 1, 
12

3974 true 1513 1426.8499 1425.8493 1 -4.72 230.43 36.67 40.3 (M:40.3) 1 1 0 K.SVPLATAPIIEQR.A Dimethyl:2H(4): 1



3975 true 179 1427.6595 1426.6623 1 -7.08 213.99 27.67 64.6 (M:64.6) 1 1 0 K.QLCDDNGALHTR.R Carbamidomethyl: 3; Dimethyl: 1

3976 true 1525 1427.7044 1426.7064 1 -6.52 222.27 35.17 68.3 (M:68.3) 1 1 0 R.DFTPVCTTELGR.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

3977 true 1317 1427.7219 1426.7165 1 -1.32 178.06 31.5 31.6 (M:31.6) 1 1 0 R.NIEELQQQNQR.L Dimethyl: 1

3978 true 1518 1428.7795 1427.7629 1 6.58 174.58 37.67 20.8 (M:20.8) 1 1 0 K.MATQLSGPVMPIR.N Dimethyl: 1

3979 true 1913 1428.7848 1427.7751 1 1.71 272.97 43.67 35.1 (M:35.1) 1 1 0 K.VEGFPTIYFAPR.D Dimethyl:2H(4): 1



3980 true 3208 1428.8064 1427.7962 1 2.03 54.46 45 32.5 (M:32.5) 1 1 0 R.YLDLILNDYVR.Q Dimethyl:2H(4): 1

3981 true 1764 1429.6316 1428.6344 1 -6.99 185.84 37.67 61.0 (M:61.0) 1 1 0 R.EAGDVCYADVFR.D Carbamidomethyl: 6; Dimethyl: 1

3982 true 252 1429.6744 1428.6369 1 21.16 160.16 27.17 67.9 (M:67.9) 1 1 0 K.APSPEEAAEESER.L Dimethyl: 1

3983 true 816 1429.7805 1428.7653 1 5.55 227.67 35.33 69.8 (M:69.8) 2 1 0 R.GYISPYFINTAK.G Dimethyl: 1, 12

3984 true 1961 1429.7866 1428.7802 1 -0.65 102 44.83 57.0 (M:57.0) 1 1 0 K.TETPASAFSLFVK.N Dimethyl:2H(4): 13



3985 true 3307 1429.8122 1428.8279 1 -16.04 63.8 46 57.9 (M:57.9) 1 1 0 R.LLFPPVDDNVLR.F Dimethyl:2H(4): 1

3986 true 1204 1429.826 1428.8188 1 -0.02 226.13 34.5 59.6 (M:59.6) 1 1 1 K.ISVEEGKETILR.V Dimethyl: 1, 7

3987 false 1204 1429.826 1428.8341 1 -10.69 236.3 34.5 16.1 (M:16.1) 1 6 1 K.LSLDELTKIWR.I Dimethyl: 1, 8

3988 true 1643 1429.832 1428.8349 1 -7.11 86.98 39.67 18.5 (M:18.5) 2 1 0 R.TLTIVDTGIGMTK.A
Dimethyl:2H(4): 1, 13; Oxidation: 
11

3989 true 658 1430.6509 1429.6442 1 -0.42 246.27 30.83 83.3 (M:83.3) 1 1 0 K.TANDMIHAENMR.L Dimethyl: 1



3990 true 1383 1430.706 1429.7024 1 -2.59 259.21 36.17 84.4 (M:84.4) 2 1 0 R.FNLPGTPPESMGR.G Dimethyl: 1

3991 true 481 1430.7896 1429.7664 1 11.11 181.86 23 28.8 (M:28.8) 1 1 1 K.VAETANEEEVKK.M Dimethyl: 1, 11, 12

3992 false 967 1430.807 1429.7711 1 19.96 175.78 34.67 16.7 (M:16.7) 1 2 1 K.RTTVLAMDQVPR.V Oxidation: 7; Dimethyl: 1

3993 true 786 1430.8514 1429.8214 1 15.83 230.17 33.67 15.6 (M:15.6) 1 1 0 R.IVSQLLTLMDGLK.Q

3994 false 227 1430.8561 1429.8785 1 -20.72 286.51 29.33 15.8 (M:15.8) 1 6 1 K.LLLEKGFLYDR.S Dimethyl:2H(4): 1, 5



3995 true 469 1431.5746 1430.5772 1 -6.9 106.43 27.83 31.5 (M:31.5) 1 1 0 K.SPDDAEYYCQR.A Carbamidomethyl: 9; Dimethyl: 1

3996 true 559 1431.7039 1430.6943 1 1.65 168.52 32.33 35.8 (M:35.8) 1 1 0 K.NFYQEHPDVVR.R Dimethyl: 1

3997 true 2009 1431.7532 1430.7518 1 -4.07 163.26 40.33 31.1 (M:31.1) 1 1 0 R.DFLQLNELQQR.Y Dimethyl: 1

3998 true 1152 1431.7647 1430.734 1 16.33 232.77 38.67 34.0 (M:34.0) 1 1 0 K.ASAFLICPGSQPR.A Carbamidomethyl: 7; Dimethyl: 1

3999 true 3096 1431.7651 1430.7592 1 -0.93 204.01 44.5 38.5 (M:38.5) 1 1 0 R.QVELELFPCLR.Y Carbamidomethyl: 9; Dimethyl: 1



4000 false 3096 1431.7651 1430.7551 1 1.88 158.99 44.5 24.6 (M:24.6) 1 4 1 R.EQVCGREISGLK.E
Carbamidomethyl: 4; Dimethyl: 1, 
12

4001 true 540 1431.8332 1430.8155 1 7.27 255.91 42 108.2 (M:108.2) 1 1 0 K.DLAGCIHGLANVK.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 13

4002 true 214 1432.6971 1431.6776 1 8.51 50.14 25.67 15.6 (M:15.6) 1 1 0

-
.MSEAGGGAAAAASLP
R.S Oxidation: 1

4003 true 163 1432.7477 1431.7296 1 7.52 159.12 27.67 54.7 (M:54.7) 1 1 0 R.YIAFSNTATGEAR.D Dimethyl:2H(4): 1

4004 true 1542 1432.7696 1431.7722 1 -6.86 206.51 36.67 32.4 (M:32.4) 1 1 1 R.LTPYEVEELRR.K Dimethyl: 1



4005 false 1542 1432.7696 1431.7973 1 -24.42 205.78 36.67 16.5 (M:16.5) 1 8 0 K.AGQVFLDELGSLK.A Dimethyl: 1, 13

4006 true 1505 1432.8094 1431.788 1 9.86 160.54 37.67 54.6 (M:54.6) 2 1 0 K.MATQLSGPVMPIR.N Dimethyl:2H(4): 1

4007 true 1277 1432.8664 1431.8515 1 5.3 511.29 36 34.0 (M:34.0) 1 1 1 R.KAGNYYVPAEPK.L Dimethyl:2H(4): 1, 1, 12

4008 true 1765 1433.6585 1432.6595 1 -5.73 213.71 37.67 85.2 (M:85.2) 1 1 0 R.EAGDVCYADVFR.D
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4009 true 2096 1433.69 1432.6834 1 -0.49 137.82 42 15.6 (M:15.6) 1 1 0 M.AESDWDTVTVLR.K Acetyl: 1



4010 true 306 1433.859 1432.8489 1 1.97 191.65 29 103.5 (M:103.5) 2 1 0
R.GAAQNIIPASTGAAK.
A Dimethyl:2H(4): 1, 15

4011 false 1103 1433.8761 1432.8442 1 17.13 190.26 35.33 19.6 (M:19.6) 1 4 0 K.LNLAFIANLFNK.Y Dimethyl: 1, 12

4012 true 696 1434.6745 1433.6693 1 -1.49 231.17 30.83 39.9 (M:39.9) 1 1 0 K.TANDMIHAENMR.L Dimethyl:2H(4): 1

4013 true 611 1434.7154 1433.6939 1 9.89 136.07 32.5 62.7 (M:62.7) 1 1 0 R.QQFAHFDSDVGK.F Dimethyl: 1, 12

4014 true 77 1434.7189 1433.7052 1 4.51 303.82 30.33 77.8 (M:77.8) 1 1 0
K.AHGGYSVFAGVGER.
T Dimethyl: 1



4015 true 660 1434.7275 1433.7371 1 -11.72 130.82 36.33 56.9 (M:56.9) 1 1 0 R.NIAMGVNLNSMSK.I Dimethyl: 1, 13

4016 true 1384 1434.7312 1433.7275 1 -2.48 204.89 36.17 69.0 (M:69.0) 2 1 0 R.FNLPGTPPESMGR.G Dimethyl:2H(4): 1

4017 true 20 1434.8756 1433.8631 1 3.6 174.26 23.83 45.0 (M:45.0) 1 1 0 R.EESGKPGAHVTVK.K Dimethyl:2H(4): 1, 5, 13

4018 true 1660 1434.8878 1433.8767 1 2.63 187.04 39.67 65.0 (M:65.0) 2 1 0 K.TIIPLISQCTPK.V
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 12

4019 true 1251 1434.9207 1433.8945 1 13.22 217.27 35.83 30.6 (M:30.6) 3 1 1 K.KGVLGPLTELDTK.D Dimethyl:2H(4): 1, 1



4020 true 1768 1435.7129 1434.7081 1 -1.75 210.69 37.83 15.9 (M:15.9) 1 1 0 R.YSGAYGDYLPAAR.V Dimethyl:2H(4): 1

4021 true 561 1435.7287 1434.7194 1 1.42 214 32.33 36.9 (M:36.9) 1 1 0 K.NFYQEHPDVVR.R Dimethyl:2H(4): 1

4022 true 1135 1435.7883 1434.7591 1 15.24 255.7 38.67 38.3 (M:38.3) 1 1 0 K.ASAFLICPGSQPR.A
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4023 true 747 1436.6645 1435.648 1 6.38 230.82 31.17 28.1 (M:28.1) 1 1 0 R.SFANEDGAAAHYR.Q Dimethyl: 1

4024 true 1593 1436.6841 1435.6983 1 -14.98 189.04 35.83 38.1 (M:38.1) 1 1 0 R.AVFDETYPDPVR.V Dimethyl: 1



4025 true 967 1436.7896 1435.7762 1 4.33 216.03 36 91.3 (M:91.3) 4 1 0 K.YYVTIIDAPGHR.D Dimethyl:2H(4): 1

4026 true 1525 1436.797 1435.7973 1 -5.23 235.9 36.67 49.5 (M:49.5) 1 1 1 R.LTPYEVEELRR.K Dimethyl:2H(4): 1

4027 true 2108 1436.8026 1435.8035 1 -5.64 195.27 40.67 52.9 (M:52.9) 2 1 0 K.TITQAVPPPTDLR.F Dimethyl: 1

4028 true 1171 1436.9538 1435.9403 1 4.29 234.13 39.67 94.8 (M:94.8) 4 1 0 R.KPAGPSVTELITK.A Dimethyl:2H(4): 1, 1, 13

4029 true 632 1437.6994 1436.6684 1 16.45 207.25 31.33 50.2 (M:50.2) 1 1 0 R.AQFSHGDEVTYR.C Dimethyl: 1



4030 true 130 1437.7235 1436.7147 1 1.01 105.13 26.17 70.5 (M:70.5) 1 1 0 K.SEPVPENNDGPVK.V Dimethyl: 1, 13

4031 true 334 1437.7266 1436.726 1 -4.59 210.39 30 39.3 (M:39.3) 1 1 1 K.VNNFSSDIKDSR.A Dimethyl: 1, 9

4032 true 608 1437.8094 1436.7949 1 5.06 221.67 30.17 86.8 (M:86.8) 2 1 0 K.EAPPMEKPEVVK.T Dimethyl: 1, 7, 12

4033 false 608 1437.8094 1436.786 1 11.23 231.36 30.17 17.6 (M:17.6) 1 4 1 R.EHCPAGQPVKVR.V
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1; Dimethyl: 10

4034 true 803 1437.8284 1436.8155 1 3.9 234.3 35.33 95.7 (M:95.7) 1 1 0 R.GYISPYFINTAK.G Dimethyl:2H(4): 1, 12



4035 true 3234 1437.873 1436.873 1 -5.06 312.85 45.17 28.8 (M:28.8) 1 1 0 R.LLFPSVDDNLLK.F Dimethyl:2H(4): 1, 12

4036 true 1048 1437.8759 1436.8653 1 2.32 202.07 34 59.7 (M:59.7) 4 1 0 K.DGQILPVPNVVVR.D Dimethyl:2H(4): 1

4037 true 1205 1437.8778 1436.869 1 1.07 43.81 34.5 19.1 (M:19.1) 1 1 1 K.ISVEEGKETILR.V Dimethyl:2H(4): 1, 7

4038 true 641 1438.7403 1437.7622 1 -20.22 183.93 36.17 20.5 (M:20.5) 1 74.99 1 0 R.NIAMGVNLNSMSK.I Dimethyl:2H(4): 13; Dimethyl: 1

4039 true 68 1438.7441 1437.7113 1 17.75 180.06 25.5 41.9 (M:41.9) 1 1 0 K.YHTINGHNAEVR.K Dimethyl: 1



4040 true 67 1438.7478 1437.7303 1 7.12 364.59 30.33 97.6 (M:97.6) 2 1 0
K.AHGGYSVFAGVGER.
T Dimethyl:2H(4): 1

4041 true 1861 1438.758 1437.7504 1 0.25 45.57 34.5 30.3 (M:30.3) 1 1 0 R.IEYVTVTPEGFR.Y Dimethyl: 1

4042 true 1601 1438.7796 1437.7811 1 -6.11 246.06 37 15.9 (M:15.9) 1 1 1 R.VVDLMVHMASKE.-
Dimethyl:2H(4): 1, 11; Oxidation: 
5

4043 false 1044 1438.7801 1437.7588 1 9.77 292.75 35.33 21.8 (M:21.8) 1 2 1 R.VAPQDFADIMKR.R Dimethyl:2H(4): 1; Oxidation: 10

4044 true 1044 1438.7801 1437.7762 1 -2.34 279.35 35.33 40.8 (M:40.8) 1 1 0 K.VNGRPLEMIEPR.T Dimethyl: 1



4045 true 643 1438.8122 1437.798 1 4.82 181.08 33 116.0 (M:116.0) 2 1 0 R.AALHELPGQYGVK.T Dimethyl: 1, 13

4046 true 1778 1438.8667 1437.8683 1 -6.18 72.09 41.33 50.7 (M:50.7) 1 1 0 K.VALDTIFVPNTGK.K Dimethyl:2H(4): 1, 13

4047 true 894 1439.7682 1438.7602 1 0.46 200.88 34.33 61.9 (M:61.9) 1 1 0 R.QLDCGVVISAPPR.A Carbamidomethyl: 4; Dimethyl: 1

4048 true 611 1439.8413 1438.8218 1 8.54 175.46 31.17 43.0 (M:43.0) 2 1 0 R.SCIPKPIDQVAK.E
Carbamidomethyl: 2; Dimethyl: 1, 
5, 12

4049 true 1969 1440.6553 1439.6537 1 -3.97 171.02 35.17 29.0 (M:29.0) 1 1 0 K.FCGVGDAVAEMTR.R Carbamidomethyl: 2; Dimethyl: 1



4050 true 777 1440.6942 1439.6731 1 9.57 230.81 31.33 16.9 (M:16.9) 1 1 0 R.SFANEDGAAAHYR.Q Dimethyl:2H(4): 1

4051 true 1613 1440.7189 1439.7235 1 -8.24 143.81 35.83 21.0 (M:21.0) 1 1 0 R.AVFDETYPDPVR.V Dimethyl:2H(4): 1

4052 true 202 1440.723 1439.7079 1 5.46 77.37 20.83 23.5 (M:23.5) 1 1 0 R.MEELHNQEVQK.R Dimethyl: 1, 11

4053 true 250 1440.7514 1439.7409 1 2.25 147.07 28.17 72.7 (M:72.7) 1 1 1 R.YLAEFATGNDRK.E Dimethyl: 1, 12

4054 true 2101 1440.8067 1439.8096 1 -7.06 136.18 44.83 74.4 (M:74.4) 2 1 0 R.NTILAQVLDQAAR.A Dimethyl: 1



4055 true 769 1440.8478 1439.8286 1 8.29 176.53 34.67 68.8 (M:68.8) 1 1 0 K.AFLSTLTAQSLTR.E Dimethyl:2H(4): 1

4056 true 1720 1442.6766 1441.6809 1 -8.02 178.39 37.17 24.0 (M:24.0) 1 1 0 R.CQSLQEDLDFR.K
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4057 true 1012 1442.7212 1441.7089 1 3.46 185.97 29.83 54.2 (M:54.2) 1 1 1 K.YDPTIEDSYRK.Q Dimethyl: 1, 11

4058 true 69 1442.7553 1441.7364 1 8.07 252.66 25.5 67.6 (M:67.6) 1 1 0 K.YHTINGHNAEVR.K Dimethyl:2H(4): 1

4059 true 594 1442.7571 1441.7441 1 3.92 181.23 32.33 33.8 (M:33.8) 1 1 0 R.QQFAHFDSDVGK.F Dimethyl:2H(4): 1, 12



4060 true 1862 1442.7807 1441.7755 1 -1.46 70.78 34.67 44.8 (M:44.8) 1 1 0 R.IEYVTVTPEGFR.Y Dimethyl:2H(4): 1

4061 true 642 1442.7832 1441.7873 1 -7.83 164.99 36.33 77.0 (M:77.0) 2 1 0 R.NIAMGVNLNSMSK.I Dimethyl:2H(4): 1, 13

4062 true 1022 1442.8045 1441.8013 1 -2.87 315.89 35.33 50.3 (M:50.3) 1 1 0 K.VNGRPLEMIEPR.T Dimethyl:2H(4): 1

4063 true 1902 1442.8641 1441.8231 1 23.38 220.14 42.33 22.1 (M:22.1) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 12

4064 true 1902 1442.8641 1441.8231 1 23.38 220.14 42.33 22.1 (M:22.1) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 12



4065 true 1710 1443.6668 1442.6565 1 2.04 159.7 37 76.9 (M:76.9) 1 1 0 R.FTDEEVDELYR.E Dimethyl: 1

4066 true 272 1443.7069 1442.7001 1 -0.35 132.11 27 26.6 (M:26.6) 1 1 1 K.IDDIRRPGESEE.- Dimethyl: 1

4067 true 555 1443.751 1442.73 1 9.5 231.41 30.83 72.9 (M:72.9) 3 1 0
R.QLGCGAALSAPGSAR
.F Carbamidomethyl: 4; Dimethyl: 1

4068 true 555 1443.751 1442.73 1 9.5 231.41 30.83 72.9 (M:72.9) 3 1 0
R.QLGCGAALSAPGSAR
.F Carbamidomethyl: 4; Dimethyl: 1

4069 true 401 1443.7636 1442.7518 1 3.18 129.94 30.83 37.5 (M:37.5) 1 1 0 R.VLASTHFEPTSAR.M Dimethyl: 1



4070 true 644 1443.7689 1442.7518 1 6.84 202 32.83 23.3 (M:23.3) 1 1 0 K.GVTHIGYTDLPSR.M Dimethyl: 1

4071 true 3141 1443.8099 1442.8133 1 -7.42 172.34 44.5 24.3 (M:24.3) 1 1 0 K.VDFPTAIGVVLER.D Dimethyl: 1

4072 true 1885 1443.896 1442.8861 1 1.84 255.34 42.83 60.2 (M:60.2) 2 1 0 R.VETPVLPPVLVPR.H Dimethyl: 1

4073 true 2552 1444.7135 1443.7318 1 -17.66 258.61 38 21.9 (M:21.9) 1 1 1 K.QNGKDSKPSTPASK.T

4074 false 321 1444.7221 1443.714 1 0.59 269.93 22.5 15.8 (M:15.8) 1 2 0 K.QLTCNEPILSNR.S Carbamidomethyl: 4



4075 true 2097 1444.735 1443.7205 1 4.97 155.39 42.17 74.4 (M:74.4) 1 1 0 M.ADGELNVDSLITR.L Acetyl: 1

4076 true 1655 1444.8148 1443.8101 1 -1.81 56.52 38.83 34.4 (M:34.4) 1 1 0 R.ITSGPFEPELYK.S Dimethyl:2H(4): 1, 12

4077 true 2110 1444.834 1443.8347 1 -5.54 245.79 44.83 52.5 (M:52.5) 2 1 0 R.NTILAQVLDQAAR.A Dimethyl:2H(4): 1

4078 true 974 1444.8486 1443.8213 1 13.83 161.13 37.33 41.8 (M:41.8) 1 1 0 K.TTGIVETHFTFK.D Dimethyl:2H(4): 1, 12

4079 true 974 1444.8486 1443.8213 1 13.83 161.13 37.33 41.8 (M:41.8) 1 1 0 K.TTGIVETHFTFK.D Dimethyl:2H(4): 1, 12



4080 true 160 1445.7538 1444.7649 1 -12.76 152.58 26.17 38.9 (M:38.9) 1 1 0 K.SEPVPENNDGPVK.V Dimethyl:2H(4): 1, 13

4081 true 2412 1445.7904 1444.7773 1 3.98 183.75 37.67 18.1 (M:18.1) 1 1 0 K.GDVTITNDGATILK.Q Dimethyl: 14

4082 false 55 1445.8016 1444.7773 1 11.77 183.37 25 25.0 (M:25.0) 1 84.12 2 1 K.EISANTEVAEAKK.K Dimethyl: 1, 13

4083 true 55 1445.8016 1444.7773 1 11.77 178.27 25 60.2 (M:60.2) 1 1 1 K.VGGTSDVEVNEKK.D Dimethyl: 1, 12, 13

4084 false 55 1445.8016 1444.7674 1 18.62 223.48 25 17.6 (M:17.6) 1 5 1 K.AATEQPFADGVRK.E Dimethyl: 1, 13



4085 true 789 1445.8942 1444.8766 1 7.18 264.75 35.17 81.0 (M:81.0) 2 1 0 R.VGVPVPVPALTVNR.L Dimethyl: 1

4086 true 1413 1446.7018 1445.6973 1 -1.95 179.78 36.17 18.4 (M:18.4) 1 1 0 R.FNLPGTPPESMGR.G Oxidation: 11; Dimethyl: 1

4087 true 1403 1446.7287 1445.7303 1 -6.13 156.15 37.83 22.2 (M:22.2) 1 1 0 R.YIDILPYDHNR.V Dimethyl: 1

4088 true 124 1446.7315 1445.7486 1 -16.84 238.84 28 15.7 (M:15.7) 1 1 1 K.STSFDRMQSALK.T
Dimethyl:2H(4): 1; Oxidation: 7; 
Dimethyl: 12

4089 true 1496 1446.7514 1445.7514 1 -5.08 156.82 35.17 85.1 (M:85.1) 1 1 0 R.ADYIPTQQDVLR.T Dimethyl: 1



4090 true 2320 1446.7573 1445.7514 1 -0.99 140.94 37 42.4 (M:42.4) 1 1 0 K.GFSVVADTPELQR.I Dimethyl: 1

4091 true 1589 1446.7851 1445.7816 1 -2.62 157.91 37.17 32.1 (M:32.1) 1 1 0 R.YGVIILDEAHER.T Dimethyl:2H(4): 1

4092 true 1265 1446.7855 1445.7878 1 -6.63 108.02 34.83 26.1 (M:26.1) 1 1 0 R.EVVETPLLHPER.F Dimethyl: 1

4093 true 1049 1446.8099 1445.804 1 -0.91 186.51 33.83 95.4 (M:95.4) 1 1 0 K.YNILGTNTIMDK.M Dimethyl:2H(4): 1, 12

4094 true 3360 1446.8268 1445.8214 1 -1.31 75.91 46 34.1 (M:34.1) 2 1 0 R.IMVANIEEVLQR.G Dimethyl:2H(4): 1



4095 true 1696 1447.6872 1446.6816 1 -1.22 198.38 37 66.3 (M:66.3) 1 1 0 R.FTDEEVDELYR.E Dimethyl:2H(4): 1

4096 true 1667 1447.7827 1446.7769 1 -0.98 223.06 37.33 45.2 (M:45.2) 1 1 0 K.IVLDNSVFSEHR.N Dimethyl:2H(4): 1

4097 true 402 1447.7913 1446.7769 1 4.91 217.01 30.83 46.5 (M:46.5) 1 1 0 R.VLASTHFEPTSAR.M Dimethyl:2H(4): 1

4098 true 645 1447.7922 1446.7769 1 5.54 197.71 32.83 44.4 (M:44.4) 1 1 0 K.GVTHIGYTDLPSR.M Dimethyl:2H(4): 1

4099 true 2548 1447.816 1446.7958 1 8.87 104.9 48.17 73.3 (M:73.3) 1 1 0 K.SLNNQFASFIDK.V Dimethyl:2H(4): 1, 12



4100 true 731 1447.8696 1446.8534 1 6.2 177.93 30.83 16.2 (M:16.2) 1 1 0 K.LLTSDKPLPDER.C Dimethyl:2H(4): 1, 6

4101 true 1876 1447.9156 1446.9112 1 -2 111.85 42.83 63.1 (M:63.1) 1 1 0 R.VETPVLPPVLVPR.H Dimethyl:2H(4): 1

4102 true 3583 1448.7596 1447.7559 1 -2.42 213.58 47.5 100.9 (M:100.9) 2 1 0 K.SVGNLADFEAELK.A Dimethyl: 1, 13

4103 true 203 1448.7838 1447.7581 1 12.74 122.88 20.83 27.0 (M:27.0) 1 1 0 R.MEELHNQEVQK.R Dimethyl:2H(4): 1, 11

4104 true 1208 1448.8336 1447.8147 1 8.02 225.61 35.5 37.8 (M:37.8) 2 1 0 K.QPPIQSTAGAVPVR.N Dimethyl: 1



4105 false 2562 1448.8367 1447.8337 1 -2.9 287.88 48.33 17.6 (M:17.6) 1 3 0 R.QLSEVFIQLPSR.K Dimethyl:2H(4): 1

4106 true 1072 1448.8518 1447.8271 1 11.99 113.24 37.83 34.7 (M:34.7) 1 1 0 R.SNPIPIIIPCHR.V
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

4107 true 569 1449.6737 1448.6656 1 0.57 174.94 29.83 22.6 (M:22.6) 1 1 0 K.CFSEENHEPLR.T
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4108 true 2485 1449.7423 1448.726 1 6.28 205.21 37.83 23.9 (M:23.9) 1 1 1 K.NVFEEEIRETR.K Dimethyl: 1

4109 true 1350 1449.7957 1448.7776 1 7.45 183.26 45.5 36.5 (M:36.5) 1 1 0 R.GQPFTITLNFAGR.G Dimethyl: 1



4110 true 609 1449.8843 1448.8702 1 4.68 189.12 30.17 71.3 (M:71.3) 2 1 0 K.EAPPMEKPEVVK.T Dimethyl:2H(4): 1, 7, 12

4111 true 2189 1449.9191 1448.9054 1 4.43 464.16 43.67 74.4 (M:74.4) 1 1 0 K.TALALAIAQELGSK.V Dimethyl:2H(4): 1, 14

4112 true 770 1449.9212 1448.9017 1 8.41 267.2 35.17 86.1 (M:86.1) 2 1 0 R.VGVPVPVPALTVNR.L Dimethyl:2H(4): 1

4113 true 1891 1450.704 1449.6996 1 -2 33.1 34.67 40.5 (M:40.5) 1 1 0 K.CIAPDVFAENMK.I
Carbamidomethyl: 1; Dimethyl: 1, 
12

4114 true 1828 1450.7196 1449.71 1 1.64 137.6 38 16.5 (M:16.5) 1 1 0 K.ELVLFSNSDNER.S Dimethyl: 1



4115 true 329 1450.7222 1449.6947 1 13.96 186.87 30.33 33.2 (M:33.2) 1 1 1 R.SKDSTEVNGSDALK.S

4116 true 1383 1450.7691 1449.7554 1 4.42 209.24 37.83 59.4 (M:59.4) 1 1 0 R.YIDILPYDHNR.V Dimethyl:2H(4): 1

4117 true 1013 1450.7716 1449.7591 1 3.56 239.64 29.83 32.1 (M:32.1) 1 1 1 K.YDPTIEDSYRK.Q Dimethyl:2H(4): 1, 11

4118 true 1527 1450.7756 1449.7766 1 -5.65 270.24 35.17 77.2 (M:77.2) 1 1 0 R.ADYIPTQQDVLR.T Dimethyl:2H(4): 1

4119 true 2321 1450.7814 1449.7766 1 -1.68 207.67 36.83 62.1 (M:62.1) 1 1 0 K.GFSVVADTPELQR.I Dimethyl:2H(4): 1



4120 true 1266 1450.8155 1449.8129 1 -3.26 204.86 34.83 42.2 (M:42.2) 1 1 0 R.EVVETPLLHPER.F Dimethyl:2H(4): 1

4121 true 1345 1451.6892 1450.694 1 -8.32 215.6 34.33 51.9 (M:51.9) 1 1 0 K.SVDSGILPDDSYR.M Dimethyl: 1

4122 true 953 1451.6914 1450.694 1 -6.82 225.98 32.17 115.6 (M:115.6) 1 1 0 R.ELAEDGYSGVEVR.V Dimethyl: 1

4123 true 1189 1451.9545 1450.9363 1 7.53 49.54 41.33 35.6 (M:35.6) 1 1 0 K.LLLDIPLQTPHK.L Dimethyl:2H(4): 1, 12

4124 true 1405 1452.7144 1451.7079 1 -0.51 169.84 32 42.3 (M:42.3) 1 1 1 R.YLAEVACGDDRK.Q
Carbamidomethyl: 7; Dimethyl: 1, 
12



4125 true 1861 1452.7893 1451.8024 1 -14.05 83.06 41.5 69.6 (M:69.6) 1 1 0 K.YQLSQDGVVLFK.K Dimethyl: 1, 12

4126 true 1195 1452.8684 1451.8398 1 14.69 183.33 35.5 60.5 (M:60.5) 3 1 0 K.QPPIQSTAGAVPVR.N Dimethyl:2H(4): 1

4127 true 1315 1452.9074 1451.8799 1 13.94 133.41 44.17 20.3 (M:20.3) 1 1 1 R.GKATISNDGATILK.L Dimethyl:2H(4): 1, 2

4128 true 2450 1453.707 1452.6997 1 -0.03 237.61 38 56.8 (M:56.8) 1 1 0
K.AEAGAGAATEFQFR.
G Dimethyl: 1

4129 true 872 1453.7331 1452.7321 1 -4.32 242.72 32.17 41.3 (M:41.3) 1 1 0 R.TQNDIIHSENVR.Q Dimethyl: 1



4130 true 1809 1453.7696 1452.7573 1 3.5 193.01 37.83 35.8 (M:35.8) 1 1 0 K.GVEGLIDIENPNR.V Dimethyl: 1

4131 true 2220 1453.7948 1452.7864 1 0.75 316.21 44.67 82.6 (M:82.6) 2 1 0 K.TETPASAFSLFVK.N Dimethyl: 1, 13

4132 true 1162 1454.6493 1453.6507 1 -6 223.03 33 42.4 (M:42.4) 1 1 0 R.AFSDDTLQMDQR.L Dimethyl: 1

4133 true 1379 1455.7033 1454.7191 1 -15.87 141.76 34.33 47.4 (M:47.4) 1 1 0 K.SVDSGILPDDSYR.M Dimethyl:2H(4): 1

4134 true 1031 1455.7168 1454.7191 1 -6.54 166.82 32.17 65.0 (M:65.0) 1 1 0 R.ELAEDGYSGVEVR.V Dimethyl:2H(4): 1



4135 true 94 1455.8023 1454.7981 1 -2.1 255.46 21 38.3 (M:38.3) 1 1 1 K.TETQEKNPLPSK.E Dimethyl: 1, 6, 12

4136 true 683 1456.6954 1455.6994 1 -7.78 245.61 28.17 20.8 (M:20.8) 1 1 0 K.VQIYEYNENTR.K Dimethyl: 1

4137 true 3584 1456.8111 1455.8061 1 -1.57 224.73 47.5 87.5 (M:87.5) 1 1 0 K.SVGNLADFEAELK.A Dimethyl:2H(4): 1, 13

4138 true 1877 1456.8145 1455.816 1 -6.02 374.05 42.67 54.6 (M:54.6) 1 1 0 R.LPFAVLECPNIK.L
Carbamidomethyl: 8; Dimethyl: 1, 
12

4139 true 717 1456.8817 1455.8649 1 6.5 186.95 33.17 86.4 (M:86.4) 1 1 0 K.AALEAQNALHNIK.T Dimethyl:2H(4): 1, 13



4140 true 43 1457.6522 1456.643 1 1.28 199.68 24.33 57.5 (M:57.5) 1 1 0
R.EAGPEAAGDGAAEER
.V Dimethyl: 1

4141 true 788 1457.7388 1456.7409 1 -6.47 207.46 30.83 86.0 (M:86.0) 1 1 0 R.IEDVTPIPSDSTR.R Dimethyl: 1

4142 true 2451 1457.7574 1456.7248 1 17.34 252.29 38 71.9 (M:71.9) 1 1 0
K.AEAGAGAATEFQFR.
G Dimethyl:2H(4): 1

4143 false 2451 1457.7574 1456.7758 1 -17.63 254.58 38 18.3 (M:18.3) 1 4 1 -.RSEPPAPAMGSLGR.C Dimethyl:2H(4): 1

4144 true 526 1457.773 1456.7708 1 -3.48 57.92 32 85.1 (M:85.1) 1 1 0 K.NLQVQCAQIEAK.F
Carbamidomethyl: 6; Dimethyl: 1, 
12



4145 true 876 1457.792 1456.7886 1 -2.6 197.33 29.17 64.3 (M:64.3) 1 1 1 R.ALDKLDGTEINGR.K Dimethyl: 1, 4

4146 true 1810 1457.7923 1456.7824 1 1.79 241.74 37.83 40.7 (M:40.7) 1 1 0 K.GVEGLIDIENPNR.V Dimethyl:2H(4): 1

4147 true 1473 1457.7967 1456.7886 1 0.61 182.42 36.17 35.1 (M:35.1) 1 1 0 R.TINEVENQILTR.D Dimethyl: 1

4148 true 1969 1457.8116 1456.8115 1 -4.93 536.11 44.83 38.4 (M:38.4) 1 97.06 1 0 K.TETPASAFSLFVK.N Dimethyl:2H(4): 13; Dimethyl: 1

4149 true 661 1458.7699 1457.7822 1 -13.42 152.76 36.33 59.4 (M:59.4) 1 98.59 1 0 R.NIAMGVNLNSMSK.I
Dimethyl:2H(4): 1, 13; Oxidation: 
4



4150 true 993 1458.7817 1457.7627 1 8.06 183.56 35 93.1 (M:93.1) 2 1 0
R.FVIGGPQGDAGVTGR
.K Dimethyl: 1

4151 true 595 1458.8005 1457.7966 1 -2.29 37.79 32.33 34.7 (M:34.7) 1 1 0
K.GYDVIAQAQSGTGK.
T Dimethyl:2H(4): 1, 14

4152 true 371 1459.7411 1458.734 1 -0.11 238.44 31 59.1 (M:59.1) 1 1 0 R.AVAHHTDCTFIR.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

4153 false 2518 1459.7842 1458.7718 1 3.45 155.26 37.83 15.0 (M:15.0) 1 7 1 K.VGDDIAKATGDWK.G Dimethyl: 1, 7, 13

4154 true 1211 1459.7893 1458.7769 1 3.52 183.03 36.67 37.8 (M:37.8) 1 1 0 K.NLYSDEIPHALR.E Dimethyl:2H(4): 1



4155 true 589 1459.8105 1458.7905 1 8.71 200.89 31.17 70.0 (M:70.0) 2 1 1 K.KGPIIYPDAGGCK.H
Carbamidomethyl: 12; Dimethyl: 
1, 1, 13

4156 true 1406 1460.7642 1459.7581 1 -0.81 206.65 32 43.1 (M:43.1) 1 1 1 R.YLAEVACGDDRK.Q
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 12

4157 true 438 1460.7666 1459.7609 1 -1.07 120.94 31.5 70.4 (M:70.4) 1 1 0 M.THQYPALTAEQK.K Dimethyl:2H(4): 12; Acetyl: 1

4158 true 48 1461.6765 1460.6681 1 0.73 163.65 24.33 49.9 (M:49.9) 1 1 0
R.EAGPEAAGDGAAEER
.V Dimethyl:2H(4): 1

4159 false 1071 1461.7102 1460.7293 1 -18.03 211.26 34.17 22.9 (M:22.9) 1 2 0 K.TLGQMTDQLADLR.A



4160 true 1071 1461.7102 1460.701 1 1.36 213.37 34.17 88.2 (M:88.2) 1 1 0 K.TFSYAGFEMQPK.K Dimethyl: 1, 12

4161 true 1882 1461.7366 1460.7551 1 -17.63 74.5 41.83 30.2 (M:30.2) 1 1 0 K.SLYYFIQQDTK.G Dimethyl: 1, 11

4162 true 789 1461.7599 1460.766 1 -9.2 164.35 30.83 99.4 (M:99.4) 1 1 0 R.IEDVTPIPSDSTR.R Dimethyl:2H(4): 1

4163 true 2519 1461.7987 1460.8137 1 -15.2 223.88 38 48.0 (M:48.0) 1 1 0 R.TINEVENQILTR.D Dimethyl:2H(4): 1

4164 true 2003 1461.8242 1460.8239 1 -4.74 256.87 35.33 68.0 (M:68.0) 1 1 1 K.EIKDILIQYDR.T Dimethyl: 1, 3



4165 true 2002 1461.8432 1460.8366 1 -0.53 66.07 45.17 96.5 (M:96.5) 4 1 0 K.TETPASAFSLFVK.N Dimethyl:2H(4): 1, 13

4166 true 884 1461.9009 1460.8752 1 12.62 236.5 39.83 19.7 (M:19.7) 2 1 1 R.VDDAKALITASGLK.I Dimethyl:2H(4): 1; Dimethyl: 14

4167 true 1594 1462.6979 1461.6956 1 -3.41 116.49 35.67 23.5 (M:23.5) 1 1 0 K.VLISDSLDPCCR.D
Carbamidomethyl: 10, 11; 
Dimethyl: 1

4168 false 596 1462.7278 1461.7246 1 -2.78 413.91 30.5 18.3 (M:18.3) 1 4 1 K.QNMNEGIQKSGGK.K Oxidation: 3; Dimethyl: 9, 13

4169 true 596 1462.7278 1461.7212 1 -0.47 261.89 30.5 93.6 (M:93.6) 2 1 0
K.SQGGEPTYNVAVGR.
A Dimethyl: 1



4170 true 429 1462.7584 1461.7464 1 3.24 252.13 28.83 95.8 (M:95.8) 1 1 1 R.NKEAYEPGETIR.Y Dimethyl: 1, 2

4171 true 96 1462.7665 1461.7563 1 2.06 124.85 24.83 35.6 (M:35.6) 1 1 1 K.ETEGDVTSVKDAK.I Dimethyl: 1, 10, 13

4172 true 896 1462.7761 1461.7749 1 -4.12 171.14 32.5 69.8 (M:69.8) 1 1 1 K.TGLMEINEDKTK.I Dimethyl: 1, 10, 12

4173 true 970 1462.8264 1461.8319 1 -8.76 219.2 33.17 43.0 (M:43.0) 1 1 0 R.SVYGSEFIQQLK.L Dimethyl:2H(4): 1, 12

4174 true 1007 1463.7923 1462.778 1 4.83 278.43 33.5 57.0 (M:57.0) 1 1 0 R.FTQAGSEVSALLGR.I Dimethyl: 1



4175 true 2263 1464.7186 1463.6926 1 12.76 204.72 37.67 16.4 (M:16.4) 1 1 1 R.GEEMIARSEGADK.D Oxidation: 4; Dimethyl: 1, 13

4176 true 1291 1464.7586 1463.7442 1 4.86 204.8 37.17 57.1 (M:57.1) 1 1 0 K.NCIVLVDSTPYR.Q Carbamidomethyl: 2; Dimethyl: 1

4177 true 385 1464.7786 1463.7711 1 0.15 366.26 39 91.3 (M:91.3) 5 1 0 R.APDALFSSPPQFR.H Dimethyl:2H(4): 1

4178 false 385 1464.7786 1463.7632 1 5.51 353.15 39 19.4 (M:19.4) 1 3 1 K.GQDVKSSVYFMK.Q
Dimethyl:2H(4): 1; Oxidation: 11; 
Dimethyl: 12

4179 false 385 1464.7786 1463.7922 1 -14.28 434.26 39 28.0 (M:28.0) 1 2 1 R.AVPTDEARAFAEK.N Dimethyl:2H(4): 1; Dimethyl: 13



4180 true 1236 1464.8554 1463.8348 1 9.11 154.32 44.33 50.9 (M:50.9) 2 1 0 R.EDSVKPGAHLTVK.K Dimethyl: 1, 5, 13

4181 true 1882 1464.8946 1463.8864 1 0.62 214.47 44.5 74.5 (M:74.5) 2 1 0 K.QPAPLVGPLLIYR.A Dimethyl: 1

4182 true 3066 1464.9026 1463.9051 1 -6.64 82.97 43.67 48.6 (M:48.6) 1 1 0 K.EQSILELGSLLAK.T Dimethyl:2H(4): 1, 13

4183 true 1102 1465.7991 1464.7936 1 -1.22 271.43 34.83 46.6 (M:46.6) 2 1 0 R.YVTVQGISGTGSLR.V Dimethyl: 1

4184 true 770 1465.8326 1464.8388 1 -9.17 177.93 29.33 59.1 (M:59.1) 1 1 1 R.ALDKLDGTEINGR.K Dimethyl:2H(4): 1, 4



4185 true 736 1465.8549 1464.8453 1 1.58 121.59 34 22.6 (M:22.6) 1 1 0 R.LVPGWTQPITIGR.H Dimethyl: 1

4186 true 97 1465.9704 1464.9417 1 14.57 233.66 21.67 63.3 (M:63.3) 1 1 1 K.VNTLIRPDGEKK.A Dimethyl:2H(4): 1, 11, 12

4187 false 993 1466.7054 1465.7108 1 -8.61 395.74 35 16.8 (M:16.8) 1 2 0 K.HIMGQNVADYMR.Y Dimethyl:2H(4): 1

4188 true 614 1466.7538 1465.7463 1 0.13 311.82 30.5 59.3 (M:59.3) 1 1 0
K.SQGGEPTYNVAVGR.
A Dimethyl:2H(4): 1

4189 true 846 1466.7804 1465.7777 1 -3.11 258.72 32.17 44.8 (M:44.8) 1 98.72 1 0 R.DLQINVEHLTEK.M Dimethyl: 12



4190 true 51 1466.8053 1465.7889 1 6.23 221.38 25 77.6 (M:77.6) 1 1 1 R.VTSAHKGPDETLR.I Dimethyl: 1, 6

4191 true 435 1466.8343 1465.8293 1 -1.52 377.39 40.17 39.3 (M:39.3) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12

4192 true 435 1466.8343 1465.8293 1 -1.52 377.39 40.17 39.3 (M:39.3) 1 1 0 R.QLFHPEQLITGK.E Dimethyl: 1, 12

4193 true 169 1467.8084 1466.7932 1 5.42 325.95 32 97.2 (M:97.2) 1 1 0
R.FGAPPHAGGGIGLER.
V Dimethyl:2H(4): 1

4194 true 646 1467.8088 1466.7944 1 4.82 146.96 32.83 62.1 (M:62.1) 1 1 0 K.WVPEITHHCPK.T
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 11



4195 true 982 1467.8116 1466.8031 1 0.81 241.36 33.5 118.3 (M:118.3) 2 1 0 R.FTQAGSEVSALLGR.I Dimethyl:2H(4): 1

4196 true 1876 1467.8465 1466.8584 1 -13.08 54.9 41.17 23.8 (M:23.8) 1 1 1 R.KIEFSLPDLEGR.T Dimethyl:2H(4): 1, 1

4197 true 63 1468.679 1467.659 1 8.63 163.93 25.17 50.5 (M:50.5) 1 1 0 R.NIDEHANEDVER.M Dimethyl: 1

4198 true 374 1468.7268 1467.7516 1 -21.84 345.66 30.5 15.2 (M:15.2) 1 1 0 R.MYIALTGMQHAGK.I Dimethyl:2H(4): 13; Oxidation: 1

4199 true 373 1468.7339 1467.7632 1 -24.86 236.8 30.83 20.1 (M:20.1) 1 1 0 K.CAVGHEYVADVGK.H
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13



4200 true 1263 1468.7819 1467.7694 1 3.57 259.84 37 77.3 (M:77.3) 2 1 0 K.NCIVLVDSTPYR.Q
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

4201 true 1115 1468.7966 1467.762 1 18.63 346.93 33.83 23.8 (M:23.8) 1 1 1 K.NLYESELADARR.V Dimethyl:2H(4): 1

4202 true 320 1468.9035 1467.9013 1 -3.44 164.89 29.5 28.0 (M:28.0) 1 1 0 R.IVVLAKPEHENR.I Dimethyl:2H(4): 1, 6

4203 true 1107 1469.7683 1468.7512 1 6.69 257.77 34.17 46.6 (M:46.6) 1 1 0 K.TFSYAGFEMQPK.K Dimethyl:2H(4): 1, 12

4204 true 1103 1469.826 1468.8187 1 -0.01 287.32 34.83 40.2 (M:40.2) 3 1 0 R.YVTVQGISGTGSLR.V Dimethyl:2H(4): 1



4205 true 994 1469.8379 1468.8137 1 11.53 410.77 34.83 45.9 (M:45.9) 1 1 0 K.AGPGTLSVTIEGPSK.V Dimethyl: 1, 15

4206 true 2039 1469.871 1468.8741 1 -7.04 269.1 35.33 20.0 (M:20.0) 1 1 1 K.EIKDILIQYDR.T Dimethyl:2H(4): 1, 3

4207 true 737 1469.8867 1468.8704 1 6.13 94.69 34 22.0 (M:22.0) 1 1 0 R.LVPGWTQPITIGR.H Dimethyl:2H(4): 1

4208 true 1015 1470.8456 1469.8341 1 2.88 198.77 33.33 46.1 (M:46.1) 1 1 1 K.GPGTVTDLEEIKK.E Dimethyl: 1, 12, 13

4209 true 491 1471.6572 1470.6521 1 -1.48 228.33 23.33 40.5 (M:40.5) 1 1 0 R.VDCDQHSDIAQR.Y Carbamidomethyl: 3; Dimethyl: 1



4210 true 1281 1471.7169 1470.7103 1 -0.45 267.64 31.5 43.6 (M:43.6) 1 1 0 K.EAAYHPEVSADVR.Q Dimethyl: 1

4211 true 390 1471.7465 1470.7328 1 4.4 299.83 25.17 74.4 (M:74.4) 4 1 0 M.SHPSPVERPGNPR.N Acetyl: 1

4212 true 1380 1471.7517 1470.7657 1 -14.44 179.46 34.33 34.6 (M:34.6) 1 1 0 R.ELFAPEPESPAPR.- Dimethyl:2H(4): 1

4213 true 875 1471.8015 1470.7881 1 4.18 213.32 33.33 20.0 (M:20.0) 1 1 0
R.HASAAGFPLTSAGPR.
A Dimethyl:2H(4): 1

4214 true 1497 1472.6841 1471.6831 1 -4.25 224.23 35.17 54.3 (M:54.3) 1 1 0 R.IFTSIGEDYDER.V Dimethyl: 1



4215 true 133 1472.6875 1471.6725 1 5.2 237.36 25.5 71.2 (M:71.2) 1 1 1 M.AQDQGEKENPMR.E Acetyl: 1; Dimethyl: 7

4216 false 133 1472.6875 1471.6539 1 17.85 261.6 25.5 19.9 (M:19.9) 1 2 1 K.EEDANSSAGDPPRK.K

4217 true 664 1472.7536 1471.7453 1 0.65 223.96 32.83 50.0 (M:50.0) 2 1 0 K.QLTCNEPILSNR.S Carbamidomethyl: 4; Dimethyl: 1

4218 false 191 1472.754 1471.7727 1 -17.61 202.29 27.83 15.6 (M:15.6) 1 3 1 R.NKAAMVCSLENR.D
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 2; Oxidation: 5

4219 true 2138 1472.8252 1471.8068 1 7.54 144.01 46.5 61.5 (M:61.5) 1 1 1 R.GNSIIMLEALERV.- Dimethyl: 1



4220 true 556 1473.7593 1472.7406 1 7.76 162.05 30.83 26.8 (M:26.8) 1 1 0
R.QLGCGTALSAPGSAR.
F Carbamidomethyl: 4; Dimethyl: 1

4221 true 2102 1473.7619 1472.7623 1 -5.24 218.9 35.67 45.3 (M:45.3) 1 1 0
R.GGGEVDVLGYVPAG
R.W Dimethyl: 1

4222 true 1678 1473.799 1472.7971 1 -3.67 204.46 39.83 53.1 (M:53.1) 1 1 0 K.SNGIYLGMPGCLK.E
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 13

4223 true 2066 1474.7593 1473.7464 1 3.85 213.56 41.33 44.9 (M:44.9) 1 1 0 R.DIDPQNDLTFLR.I Dimethyl: 1

4224 true 348 1474.7632 1473.7497 1 4.17 416.88 30.5 66.3 (M:66.3) 1 1 0
R.CTGGEVGATSALAPK.
I

Carbamidomethyl: 1; Dimethyl: 1, 
15



4225 true 662 1474.7652 1473.7771 1 -13.03 218.32 36.33 59.0 (M:59.0) 1 1 0 R.NIAMGVNLNSMSK.I
Dimethyl:2H(4): 1, 13; Oxidation: 
4, 11

4226 true 895 1474.8088 1473.7912 1 7.02 204.43 34.17 15.6 (M:15.6) 1 1 0 K.CQGITAPIEAQVR.M
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4227 true 52 1474.856 1473.8391 1 6.55 225.44 25 16.9 (M:16.9) 1 1 1 R.VTSAHKGPDETLR.I Dimethyl:2H(4): 1, 6

4228 true 411 1474.8866 1473.8795 1 -0.13 372.28 40.33 108.0 (M:108.0) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12

4229 true 411 1474.8866 1473.8795 1 -0.13 372.28 40.33 108.0 (M:108.0) 1 1 0 R.QLFHPEQLITGK.E Dimethyl:2H(4): 1, 12



4230 true 258 1475.7508 1474.7627 1 -13.04 216.36 28.33 60.3 (M:60.3) 2 1 1 K.SIKDTITNQDER.I Dimethyl: 1, 3

4231 true 1319 1475.7517 1474.7354 1 6.1 165.06 31.5 47.0 (M:47.0) 1 1 0 K.EAAYHPEVSADVR.Q Dimethyl:2H(4): 1

4232 true 2059 1476.691 1475.6683 1 10.44 137.73 39.83 18.8 (M:18.8) 1 1 0
R.MGPAMGQGMGAGI
DR.M Dimethyl: 1

4233 true 134 1476.7112 1475.6976 1 4.27 241.23 25.5 40.8 (M:40.8) 1 1 1 M.AQDQGEKENPMR.E Dimethyl:2H(4): 7; Acetyl: 1

4234 true 1528 1476.7116 1475.7082 1 -2.65 187.12 35.17 60.4 (M:60.4) 1 1 0 R.IFTSIGEDYDER.V Dimethyl:2H(4): 1



4235 true 53 1476.7492 1475.7732 1 -21.22 155.79 20.33 15.4 (M:15.4) 1 1 1 R.GPSYGLSREVQQK.I Dimethyl: 13

4236 true 1700 1476.7633 1475.7555 1 0.34 234.32 40 44.7 (M:44.7) 1 1 0 K.NIVAVGAGFCDGLR.C
Carbamidomethyl: 10; Dimethyl: 
1

4237 true 192 1476.7751 1475.7704 1 -1.78 210.45 27.83 54.3 (M:54.3) 2 1 0 K.QLTCNEPILSNR.S
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

4238 true 1234 1476.9349 1475.9101 1 11.85 195.54 44.33 113.5 (M:113.5) 3 1 0 R.EDSVKPGAHLTVK.K Dimethyl:2H(4): 1, 5, 13

4239 true 1658 1477.6348 1476.6377 1 -6.94 204.2 36.5 64.3 (M:64.3) 1 1 0 K.EMTDAAMFYTNR.I Dimethyl: 1



4240 true 1165 1477.7688 1476.7361 1 17.18 253.98 34.33 62.7 (M:62.7) 1 1 0 K.HFYDGSEIVVAGR.F Dimethyl: 1

4241 true 2167 1477.7714 1476.7824 1 -12.35 247.17 45.67 51.4 (M:51.4) 1 1 0 R.LESLTDEINFLR.Q Dimethyl: 1

4242 true 239 1477.7769 1476.7601 1 6.4 181.17 33.33 59.0 (M:59.0) 1 1 0 K.GPDGYGFHLHGEK.G Dimethyl:2H(4): 1, 13

4243 true 1290 1478.6975 1477.7049 1 -9.92 123.7 33.83 29.6 (M:29.6) 1 1 0 K.TDFLQEGEPTSAR.C Dimethyl: 1

4244 true 439 1478.7403 1477.7201 1 8.72 270.22 29.83 34.6 (M:34.6) 1 1 0 R.AAGDGVTYEFHQK.C Dimethyl: 1, 13



4245 true 1494 1478.7495 1477.7413 1 0.66 253.49 36.33 76.6 (M:76.6) 2 1 0 R.TTPSVVAFTADGER.L Dimethyl: 1

4246 true 2317 1478.8054 1477.7929 1 3.56 299 46.33 51.9 (M:51.9) 3 1 0 R.LAQLQDPFSLYR.C Dimethyl: 1

4247 true 3586 1478.8188 1477.8112 1 0.24 284.96 47.5 27.3 (M:27.3) 1 1 0 K.SDIGEVILVGGMTR.M Dimethyl:2H(4): 1

4248 true 1734 1479.6844 1478.6824 1 -3.53 210.26 37.33 32.9 (M:32.9) 1 1 0 R.NVENMNFADIER.A Dimethyl: 1

4249 true 573 1479.7393 1478.7374 1 -3.63 217.34 36 71.2 (M:71.2) 5 1 0 R.CLYACVLTAQPR.L
Carbamidomethyl: 1, 5; Dimethyl: 
1



4250 true 880 1479.752 1478.734 1 7.2 265.83 35.83 42.5 (M:42.5) 1 1 0
R.AAGYPALGFSPMNR.
T Dimethyl: 1

4251 true 502 1479.7731 1478.7664 1 -0.38 293.02 31.5 45.3 (M:45.3) 1 1 0 R.CLALATHDAPVQR.E Carbamidomethyl: 1; Dimethyl: 1

4252 true 1320 1480.6637 1479.6664 1 -6.75 179.07 31.33 19.8 (M:19.8) 1 1 0 R.YPLNCSDPTTER.W Carbamidomethyl: 5; Dimethyl: 1

4253 true 1163 1480.7028 1479.7028 1 -4.89 176.08 33.17 62.7 (M:62.7) 1 1 0 K.QLICDPSYVSDR.V Carbamidomethyl: 4; Dimethyl: 1

4254 true 2026 1480.7122 1479.6934 1 7.73 200.14 39.83 17.9 (M:17.9) 1 1 0
R.MGPAMGQGMGAGI
DR.M Dimethyl:2H(4): 1



4255 false 14 1480.7345 1479.7504 1 -15.66 295.96 23 16.1 (M:16.1) 1 50 3 1 R.KQMESQHPPVQK.L Oxidation: 3; Dimethyl: 1

4256 true 1515 1480.7897 1479.7806 1 1.24 283.94 40 72.5 (M:72.5) 1 1 0 K.NIVAVGAGFCDGLR.C
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

4257 true 725 1480.8235 1479.8213 1 -3.46 111.8 33.67 66.6 (M:66.6) 1 1 0 K.GTAYTFFTPGNLK.Q Dimethyl:2H(4): 1, 13

4258 true 2435 1480.8847 1479.8751 1 1.56 273.38 47.17 56.1 (M:56.1) 1 1 0 K.IVIFPEHLDIPR.D Dimethyl:2H(4): 1

4259 true 1642 1481.6601 1480.6628 1 -6.79 225.29 36.5 90.2 (M:90.2) 1 1 0 K.EMTDAAMFYTNR.I Dimethyl:2H(4): 1



4260 true 864 1481.808 1480.7998 1 0.62 171.33 34.17 39.8 (M:39.8) 1 1 0 K.SQIHDIVLVGGSTR.I

4261 true 1780 1481.9568 1480.9658 1 -11.01 140.31 41.5 64.7 (M:64.7) 2 1 0 R.VIDPFTIKPLDK.K Dimethyl:2H(4): 1, 8, 12

4262 true 987 1482.6401 1481.6457 1 -8.69 157.67 31.83 24.8 (M:24.8) 1 1 0
K.SAAGFDEMEGPTSR.
Y Dimethyl: 1

4263 true 1278 1482.7408 1481.7297 1 2.58 289 41.17 92.2 (M:92.2) 1 1 0
K.AGAGSATLSMAYAG
AR.F Dimethyl: 1

4264 true 1895 1482.7592 1481.7548 1 -1.96 214.84 38.67 30.9 (M:30.9) 1 1 1 K.KTSCEFTGDILR.T
Carbamidomethyl: 4; Dimethyl: 1, 
1



4265 true 906 1482.7646 1481.7225 1 23.53 240.21 36.33 16.3 (M:16.3) 1 1 0 R.LFSVPDFVGDACK.A
Carbamidomethyl: 12; Dimethyl: 
13

4266 true 913 1482.7924 1481.7878 1 -1.83 193.59 32.67 24.8 (M:24.8) 1 1 1 R.KIEFPPPNEEAR.L Dimethyl: 1, 1

4267 true 2524 1482.7928 1481.7664 1 12.92 252.71 37.83 42.5 (M:42.5) 1 1 0 R.TTPSVVAFTADGER.L Dimethyl:2H(4): 1

4268 true 2349 1482.8316 1481.818 1 4.28 149.26 46.33 37.6 (M:37.6) 3 1 0 R.LAQLQDPFSLYR.C Dimethyl:2H(4): 1

4269 true 847 1483.7174 1482.7137 1 -2.37 234.08 32.33 108.0 (M:108.0) 3 1 0 R.DLTTAGAVTQCYR.D
Carbamidomethyl: 11; Dimethyl: 
1



4270 true 1786 1483.7682 1482.7657 1 -3.19 210.22 37.83 50.3 (M:50.3) 1 1 0 K.EPFPTIYVDSQR.E Dimethyl:2H(4): 1

4271 true 881 1483.7746 1482.7591 1 5.55 313.99 35.83 41.2 (M:41.2) 1 1 0
R.AAGYPALGFSPMNR.
T Dimethyl:2H(4): 1

4272 true 999 1483.7763 1482.7625 1 4.39 257.12 37.67 70.2 (M:70.2) 4 1 0 R.CLYACVLTAQPR.L
Carbamidomethyl: 1, 5; 
Dimethyl:2H(4): 1

4273 true 487 1483.8 1482.7915 1 0.81 158.25 31.5 60.5 (M:60.5) 1 1 0 R.CLALATHDAPVQR.E
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4274 true 349 1483.8226 1482.813 1 1.57 79.88 28.33 80.4 (M:80.4) 2 1 1 K.SIKDTITNQDER.I Dimethyl:2H(4): 1, 3



4275 true 1374 1483.8391 1482.8344 1 -1.75 42.58 37.33 20.1 (M:20.1) 1 1 0 R.AGSPIPQTLPDLSR.K Dimethyl:2H(4): 1

4276 true 407 1483.8901 1482.9122 1 -19.8 41.63 29.5 36.7 (M:36.7) 1 1 0 K.GSIHGDKPIIINR.I Dimethyl:2H(4): 1, 7

4277 true 1164 1484.7121 1483.7279 1 -15.56 53.47 33.17 66.8 (M:66.8) 1 1 0 K.QLICDPSYVSDR.V
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

4278 true 697 1484.7495 1483.7419 1 0.21 64.18 33 121.7 (M:121.7) 1 1 0 K.NIHVDSPYEINR.A Dimethyl: 1

4279 true 2993 1484.79 1483.7671 1 10.51 93.16 40.83 72.0 (M:72.0) 2 1 0
K.QAGGPVDVGPEFQK.
D Dimethyl: 1, 14



4280 true 590 1484.8561 1483.8432 1 3.79 62.25 30 61.9 (M:61.9) 2 1 0 R.LVVPASQCGSLIGK.G
Carbamidomethyl: 8; Dimethyl: 1, 
14

4281 true 1086 1484.8775 1483.861 1 6.19 71.2 33.67 36.1 (M:36.1) 1 1 1 K.QSVLKEEVIVER.K Dimethyl: 1, 5

4282 true 2318 1484.8873 1483.889 1 -6.09 74.85 46.17 53.4 (M:53.4) 1 1 0 R.FNVVQYVVPEVK.E Dimethyl:2H(4): 1, 12

4283 true 3236 1484.8874 1483.8861 1 -4.07 72.93 45.17 82.8 (M:82.8) 1 1 0 R.GTIEILSDVQLIK.T Dimethyl: 1, 13

4284 true 2368 1485.8148 1484.7959 1 7.81 88.61 37.83 15.2 (M:15.2) 1 1 0 K.VMAAENIPENPLR.F Dimethyl:2H(4): 1



4285 true 1165 1486.7456 1485.7464 1 -5.41 47.19 33 52.7 (M:52.7) 1 1 0 R.TWNDPSVQQDIK.Y Dimethyl: 1, 12

4286 true 1279 1486.7726 1485.7548 1 7.08 153.21 41.17 89.1 (M:89.1) 1 1 0
K.AGAGSATLSMAYAG
AR.F Dimethyl:2H(4): 1

4287 true 1072 1486.8396 1485.8265 1 3.93 82.12 34.17 82.3 (M:82.3) 1 1 0 R.MVIITGPPEAQFK.A Dimethyl: 1, 13

4288 true 2724 1487.6909 1486.694 1 -6.95 64.39 38.83 24.8 (M:24.8) 1 1 0 R.TTPSYVAFTDTER.L

4289 true 2724 1487.6909 1486.694 1 -6.95 64.39 38.83 24.8 (M:24.8) 1 1 0 R.TTPSYVAFTDTER.L



4290 true 3067 1487.7243 1486.7279 1 -7.28 30.37 43.67 19.0 (M:19.0) 1 1 0 K.MFAVIDGFEGFAR.G Dimethyl: 1

4291 true 848 1487.743 1486.7388 1 -2.09 71.79 32.33 80.7 (M:80.7) 3 1 0 R.DLTTAGAVTQCYR.D
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

4292 true 835 1487.7608 1486.7627 1 -6.19 43.15 29.17 45.7 (M:45.7) 1 1 0 R.VSALQSGSLPETDR.L Dimethyl: 1

4293 true 1319 1487.7609 1486.7562 1 -1.75 83.69 36.17 88.6 (M:88.6) 4 1 0
K.QVGCGSPLSALGSAR.
Y Carbamidomethyl: 4; Dimethyl: 1

4294 true 354 1487.7744 1486.7627 1 2.96 54.38 21.83 25.5 (M:25.5) 1 1 1 K.ALEEKQGTEVDGR.A Dimethyl: 1, 5



4295 true 1018 1487.8778 1486.8748 1 -2.85 31.08 38 49.2 (M:49.2) 1 1 0 R.GFGHIGIAVPDVNK.A Dimethyl:2H(4): 1, 14

4296 true 2143 1487.8967 1486.8959 1 -4.37 71.29 40.83 43.3 (M:43.3) 1 1 0 K.EKPPITVVGDVGGR.I Dimethyl:2H(4): 1, 2

4297 true 164 1488.6784 1487.6675 1 2.44 56.21 25.67 33.1 (M:33.1) 1 1 1 M.AQDQGEKENPMR.E
Acetyl: 1; Oxidation: 11; 
Dimethyl: 7

4298 true 547 1488.6967 1487.7216 1 -21.64 98.46 29 16.2 (M:16.2) 1 1 0
R.AGTGVDNVDVDAAT
R.K Dimethyl: 1

4299 true 11 1488.7228 1487.6861 1 19.79 333.7 25.33 58.5 (M:58.5) 1 1 0 R.CGETGHVAINCSK.T
Carbamidomethyl: 1, 11; 
Dimethyl: 1, 13



4300 true 1870 1488.7435 1487.7235 1 8.6 66.98 38.5 57.8 (M:57.8) 1 1 0 K.YDEEFQPYLPR.F Dimethyl:2H(4): 1

4301 true 646 1488.7628 1487.7515 1 2.71 113.39 32.33 58.5 (M:58.5) 2 1 0
R.ATMQQQQQLASAR.
N Dimethyl: 1

4302 true 698 1488.7775 1487.767 1 2.1 70.6 33 86.0 (M:86.0) 1 1 0 K.NIHVDSPYEINR.A Dimethyl:2H(4): 1

4303 true 2006 1488.8029 1487.8018 1 -4.11 59.08 43.33 15.4 (M:15.4) 1 1 1 R.GNSIIMLEALERV.- Oxidation: 6; Dimethyl: 1

4304 true 521 1488.8077 1487.7984 1 1.36 33.85 29.5 53.9 (M:53.9) 1 1 1 K.IQEEEKQYPLR.S Dimethyl: 1, 6



4305 true 1301 1488.868 1487.85 1 7.18 80.82 43.33 39.6 (M:39.6) 1 1 0 K.QPVTVPVSAFIFR.D Dimethyl: 1

4306 true 1394 1488.8725 1487.8609 1 2.89 59.47 37.5 20.9 (M:20.9) 1 1 0 K.GQIQEIVLVGGSTR.I Dimethyl:2H(4): 1

4307 true 528 1488.891 1487.8799 1 2.57 146.5 41.5 80.1 (M:80.1) 1 1 0 K.DLSSIIHTNPSLK.E Dimethyl:2H(4): 1, 13

4308 true 1166 1489.7266 1488.7308 1 -7.68 109.92 33 23.4 (M:23.4) 1 1 0 K.ILDSVGIETDDER.L Dimethyl: 1

4309 true 1348 1489.7469 1488.7429 1 -2.16 134.99 36.17 105.6 (M:105.6) 3 1 0 R.MGLEASPGSLCAIR.A
Carbamidomethyl: 11; Dimethyl: 
1



4310 true 1735 1489.7849 1488.7874 1 -6.6 57.43 37.5 75.1 (M:75.1) 1 1 0 K.ELPQFATGDNLPR.V Dimethyl:2H(4): 1

4311 true 613 1489.7909 1488.7685 1 10.15 48.33 31.17 54.5 (M:54.5) 3 1 0
K.STGAVVAQQPFGGSR
.I Dimethyl: 1

4312 true 1592 1489.8217 1488.8316 1 -11.47 55.82 33 74.6 (M:74.6) 2 1 0 R.YISPDQLADLYK.G Dimethyl:2H(4): 1, 12

4313 false 685 1490.7802 1489.7574 1 10.43 35.87 28.33 47.7 (M:47.7) 1 50 2 1 R.KYDDPTVQSDMK.H Dimethyl:2H(4): 1, 12

4314 true 685 1490.7802 1489.7686 1 2.89 28.29 28.33 51.7 (M:51.7) 1 1 1 R.RFDDSVVQSDMK.H Dimethyl:2H(4): 1, 12



4315 true 218 1491.7362 1490.73 1 -0.74 40.31 27.33 35.4 (M:35.4) 1 1 0 R.GCPTEQLTPAHPR.M Carbamidomethyl: 2; Dimethyl: 1

4316 true 1602 1491.743 1490.7405 1 -3.22 112.42 37.17 88.1 (M:88.1) 1 1 0 K.SPYQEFTDHLAK.T Dimethyl: 1, 12

4317 true 836 1491.7785 1490.7878 1 -11.12 64.44 29.17 63.5 (M:63.5) 1 1 0 R.VSALQSGSLPETDR.L Dimethyl:2H(4): 1

4318 true 165 1492.6995 1491.6926 1 -0.22 74.37 25.67 16.1 (M:16.1) 1 1 1 M.AQDQGEKENPMR.E
Dimethyl:2H(4): 7; Acetyl: 1; 
Oxidation: 11

4319 true 1921 1492.7729 1491.7722 1 -4.37 83.63 42 39.2 (M:39.2) 1 1 0 K.AAFTAFEEVNLPR.L Dimethyl: 1



4320 true 647 1492.7882 1491.7766 1 2.93 132.79 32.33 73.1 (M:73.1) 2 1 0
R.ATMQQQQQLASAR.
N Dimethyl:2H(4): 1

4321 true 1498 1492.8045 1491.8061 1 -5.95 33.65 38.33 94.6 (M:94.6) 3 1 0 K.LTFDTTFSPNTGK.K Dimethyl:2H(4): 1, 13

4322 true 435 1492.8279 1491.8158 1 3.24 56.57 31.17 43.2 (M:43.2) 1 1 0 K.IAVAHNGELTNAVR.L Dimethyl: 1

4323 true 245 1492.8369 1491.8285 1 0.74 47.35 27.67 29.9 (M:29.9) 1 1 0 K.GAASRPIEHTDFK.M Dimethyl:2H(4): 1, 13

4324 true 2994 1492.8375 1491.8173 1 8.63 47.23 40.83 48.6 (M:48.6) 1 1 0
K.QAGGPVDVGPEFQK.
D Dimethyl:2H(4): 1, 14



4325 true 772 1492.8672 1491.8549 1 3.38 57.17 33.83 29.3 (M:29.3) 1 1 1 R.LDHKFDLMYAK.R
Dimethyl:2H(4): 1, 4, 11; 
Oxidation: 8

4326 true 772 1492.8672 1491.8549 1 3.38 57.17 33.83 29.3 (M:29.3) 1 1 1 R.LDHKFDLMYAK.R
Dimethyl:2H(4): 1, 4, 11; 
Oxidation: 8

4327 true 591 1492.9016 1491.8934 1 0.61 47.77 30 86.3 (M:86.3) 3 1 0 R.LVVPASQCGSLIGK.G
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 14

4328 true 3237 1492.939 1491.9364 1 -3.14 59.13 45.17 67.8 (M:67.8) 1 1 0 R.GTIEILSDVQLIK.T Dimethyl:2H(4): 1, 13

4329 true 1736 1493.7396 1492.7158 1 11.09 50.03 37.33 54.8 (M:54.8) 1 1 0 R.AGGIETVANEFSDR.C Dimethyl: 1



4330 true 1134 1493.7558 1492.7559 1 -4.93 45.6 33 62.5 (M:62.5) 1 1 0 K.ILDSVGIETDDER.L Dimethyl:2H(4): 1

4331 true 1443 1493.7668 1492.768 1 -5.65 119.35 36.17 81.6 (M:81.6) 1 1 0 R.MGLEASPGSLCAIR.A
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

4332 true 533 1493.795 1492.7936 1 -3.94 72.45 31.17 47.4 (M:47.4) 1 1 0
K.STGAVVAQQPFGGSR
.I Dimethyl:2H(4): 1

4333 true 145 1493.8132 1492.7998 1 4.07 49.28 26.67 62.7 (M:62.7) 1 1 0 R.EDSQRPGAHLTVK.K Dimethyl: 1, 13

4334 true 1416 1494.7886 1493.78 1 0.87 151.69 37.67 38.5 (M:38.5) 1 1 0 K.ALTGCDYLTISPK.L
Carbamidomethyl: 5; Dimethyl: 1, 
13



4335 true 1058 1494.8571 1493.8293 1 13.74 41.52 48.67 56.7 (M:56.7) 2 1 0
K.NPAFAVGTFVVANR.
G Dimethyl:2H(4): 1

4336 true 1073 1494.888 1493.8767 1 2.7 86.56 34.17 44.1 (M:44.1) 1 1 0 R.MVIITGPPEAQFK.A Dimethyl:2H(4): 1, 13

4337 true 1983 1494.9156 1493.8908 1 11.73 238.4 46.17 20.9 (M:20.9) 1 1 0 R.VLPPPGPALLDAFR.L Dimethyl:2H(4): 1

4338 true 1595 1495.6626 1494.6595 1 -2.79 64.98 35.67 28.6 (M:28.6) 1 1 0 R.EGGDFVCCALSPR.G
Carbamidomethyl: 7, 8; Dimethyl: 
1

4339 true 98 1495.6984 1494.6885 1 1.77 58.45 21 20.7 (M:20.7) 1 1 0 R.LMSQNTPDPDGHR.G Dimethyl: 1



4340 true 1824 1495.7885 1494.7831 1 -1.23 200.45 42.17 67.3 (M:67.3) 1 1 0 K.GTQGVVTNFEIFR.M Dimethyl: 1

4341 true 663 1496.7656 1495.7631 1 -3.18 60.73 28.17 53.3 (M:53.3) 1 1 0 K.VGDQVHLSIDETR.R Dimethyl: 1

4342 true 1922 1496.8002 1495.7973 1 -2.94 34.33 42 35.1 (M:35.1) 1 1 0 K.AAFTAFEEVNLPR.L Dimethyl:2H(4): 1

4343 true 1836 1496.8241 1495.823 1 -4.15 31.15 34.33 27.9 (M:27.9) 1 1 0 R.IMPEDIIINCSK.D
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 12

4344 true 1523 1496.8496 1495.8286 1 9.15 75.63 37.67 23.9 (M:23.9) 1 1 1 R.KEFSPFGTITSAK.V Dimethyl: 1, 1, 13



4345 true 463 1496.8561 1495.8409 1 5.3 54.22 31.17 34.9 (M:34.9) 1 1 0 K.IAVAHNGELTNAVR.L Dimethyl:2H(4): 1

4346 true 1737 1497.7439 1496.7409 1 -2.88 143.88 37.33 20.0 (M:20.0) 1 1 0 R.AGGIETVANEFSDR.C Dimethyl:2H(4): 1

4347 true 1067 1497.7612 1496.7561 1 -1.48 70.2 36.5 46.2 (M:46.2) 1 1 0 K.DITSNIHFEAYR.V Dimethyl:2H(4): 1

4348 true 480 1497.8038 1496.7925 1 2.66 185.3 40.67 41.3 (M:41.3) 1 1 0 K.YGYTHLSAGDLLR.D Dimethyl:2H(4): 1

4349 true 2071 1497.8327 1496.8311 1 -3.77 77.94 40 35.9 (M:35.9) 2 1 0 K.QISVLQQQAVEAR.K Dimethyl: 1



4350 true 180 1497.8587 1496.8562 1 -3.25 118.73 27.5 62.8 (M:62.8) 2 1 1 K.TIIQNPTDQQKK.D Dimethyl: 1, 11, 12

4351 true 1721 1498.7443 1497.7504 1 -8.92 75.59 33.83 44.5 (M:44.5) 1 1 0 R.VLYPNDNFFEGK.E Dimethyl: 1, 12

4352 true 773 1498.827 1497.8067 1 8.66 71.29 33.83 43.3 (M:43.3) 1 1 0 K.SYAGEQTLGPFHK.R Dimethyl:2H(4): 1, 13

4353 true 613 1498.8542 1497.8403 1 4.44 77.84 30.17 59.6 (M:59.6) 1 1 1 K.NVNVVEQEKIDK.L Dimethyl: 1, 9, 12

4354 true 1951 1498.8602 1497.8555 1 -1.75 40.72 44.5 65.0 (M:65.0) 2 1 0 K.GVPTGFILPISDVR.A Dimethyl: 1



4355 true 1362 1498.8605 1497.8527 1 0.33 101.07 46 16.3 (M:16.3) 1 1 1 K.TVTAMDVVYALKR.Q Dimethyl:2H(4): 12

4356 false 2262 1498.8646 1497.8778 1 -13.72 50.93 45.17 20.7 (M:20.7) 1 50 2 1 R.KTVTAMDVVYALK.R Dimethyl:2H(4): 13; Dimethyl: 1

4357 true 948 1498.9863 1497.9672 1 7.87 113.33 33 74.8 (M:74.8) 2 1 1 K.KEDLYLKPIQR.T Dimethyl:2H(4): 1, 1, 7

4358 true 87 1499.736 1498.7376 1 -5.9 68.92 26.33 80.8 (M:80.8) 1 1 0 R.NVVHASDSVETASR.E Dimethyl: 1

4359 true 1862 1499.7548 1498.7602 1 -8.47 70.66 41.83 87.3 (M:87.3) 2 1 0 -.MEALPIYHGGITR.E Acetyl: 1



4360 true 1637 1499.7938 1498.7908 1 -2.85 94.72 37.17 58.2 (M:58.2) 1 1 0 K.SPYQEFTDHLAK.T Dimethyl:2H(4): 1, 12

4361 true 1825 1499.812 1498.8082 1 -2.3 195.46 42.17 73.8 (M:73.8) 1 1 0 K.GTQGVVTNFEIFR.M Dimethyl:2H(4): 1

4362 true 1104 1499.813 1498.8128 1 -4.7 86.33 34.83 53.1 (M:53.1) 2 1 0 R.YMPQNPCIIATK.T
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 12

4363 true 1626 1499.8698 1498.8483 1 9.47 54.35 37.67 29.2 (M:29.2) 1 1 0 K.LFIGGLNTETNEK.A Dimethyl:2H(4): 1, 13

4364 true 783 1500.7133 1499.7038 1 1.44 93.9 31.5 73.2 (M:73.2) 1 1 0 K.SSLGEQEEGLHMR.I Dimethyl: 1



4365 true 233 1500.7479 1499.7328 1 5.16 71.23 26 70.7 (M:70.7) 1 1 0 R.GEQDQLAVQSQNR.T Dimethyl: 1

4366 true 614 1500.786 1499.7692 1 6.35 124.68 30 34.8 (M:34.8) 1 1 1 K.AADAEAEVASLNRR.I Dimethyl: 1

4367 false 614 1500.786 1499.8056 1 -17.89 129.08 30 18.9 (M:18.9) 1 2 1 R.QEDVIATANLSRR.A Dimethyl: 1

4368 true 2157 1500.8264 1499.8348 1 -10.45 111.02 45.33 66.1 (M:66.1) 2 1 0 R.DYGVLLEGPGIALR.G Dimethyl: 1

4369 true 2388 1500.8427 1499.8332 1 1.51 244.21 46.67 48.4 (M:48.4) 1 1 0 R.LALMVQSPMFDGK.V Dimethyl:2H(4): 1, 13



4370 true 369 1501.8034 1500.7987 1 -1.68 64.12 30.33 49.4 (M:49.4) 1 1 0
K.LDYGQHVVAGTPGR.
V Dimethyl:2H(4): 1

4371 true 342 1501.8077 1500.7824 1 11.98 113.19 29.17 67.1 (M:67.1) 1 1 1 K.DISTNYYASQKK.T Dimethyl: 1, 11, 12

4372 true 2072 1501.8498 1500.8562 1 -9.09 81.14 40 51.4 (M:51.4) 2 1 0 K.QISVLQQQAVEAR.K Dimethyl:2H(4): 1

4373 true 147 1501.8649 1500.85 1 5.08 64.79 26.33 98.6 (M:98.6) 2 1 0 R.EDSQRPGAHLTVK.K Dimethyl:2H(4): 1, 13

4374 true 1381 1502.5492 1501.5636 1 -14.41 89.42 34.33 72.3 (M:72.3) 1 1 0 R.GANDFMCDEMER.S Carbamidomethyl: 7; Dimethyl: 1



4375 true 1145 1502.7035 1501.7049 1 -5.75 64.03 30.5 70.2 (M:70.2) 1 1 0 K.EFHLNESGDPSSK.S Dimethyl: 1, 13

4376 true 989 1502.7412 1501.7446 1 -7.14 39.18 32 82.5 (M:82.5) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12

4377 true 989 1502.7412 1501.7446 1 -7.14 39.18 32 82.5 (M:82.5) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl: 1, 12

4378 true 1417 1502.8403 1501.8302 1 1.91 153.45 37.67 82.2 (M:82.2) 1 1 0 K.ALTGCDYLTISPK.L
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 13

4379 true 774 1502.8734 1501.8555 1 7.07 29.47 33.5 35.5 (M:35.5) 1 1 0 K.IVAQYHELVATAR.E Dimethyl:2H(4): 1



4380 true 561 1502.8739 1501.8617 1 3.29 96.79 31.83 30.4 (M:30.4) 1 1 1 R.KIDSVLEGHPVPR.Q Dimethyl: 1, 1

4381 true 1952 1502.888 1501.8806 1 0.08 56.16 44.5 58.8 (M:58.8) 2 1 0 K.GVPTGFILPISDVR.A Dimethyl:2H(4): 1

4382 false 1952 1502.888 1501.903 1 -14.78 62.16 44.5 22.2 (M:22.2) 1 50 2 1 R.KTVTAMDVVYALK.R Dimethyl:2H(4): 1, 13

4383 true 930 1503.7594 1502.7577 1 -3.65 75.48 31.5 47.1 (M:47.1) 1 1 0 R.ELVQNLTTTEDGR.I Dimethyl: 1

4384 true 1739 1503.7979 1502.7841 1 4.34 89.79 39.67 46.6 (M:46.6) 1 1 1 K.NVDEAIEFINRR.E Dimethyl: 1



4385 true 1662 1503.8797 1502.8658 1 4.4 42.26 39.67 37.1 (M:37.1) 1 1 0 R.YLTPYTPICIAK.A
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 12

4386 true 2158 1504.8505 1503.8599 1 -11.07 73.07 45.33 72.3 (M:72.3) 2 1 0 R.DYGVLLEGPGIALR.G Dimethyl:2H(4): 1

4387 true 1016 1505.7338 1504.7232 1 2.24 80.28 33.33 62.9 (M:62.9) 1 1 0 K.TIFAEHISDECK.R
Carbamidomethyl: 11; Dimethyl: 
1, 12

4388 true 1068 1505.7577 1504.7378 1 8.39 71.26 35.5 28.0 (M:28.0) 1 1 0 R.MGLEASPGSLCAIR.A
Carbamidomethyl: 11; Oxidation: 
1; Dimethyl: 1

4389 true 2726 1505.7791 1504.7773 1 -3.63 68.32 39 81.1 (M:81.1) 2 1 0 R.GNPTVEVDLYTNK.G Dimethyl: 1, 13



4390 true 1117 1505.8305 1504.8166 1 4.41 16.93 39.5 27.5 (M:27.5) 1 1 0 R.EALSFAAASFYHK.L Dimethyl:2H(4): 1, 13

4391 false 351 1505.8921 1504.8726 1 8.11 113.68 29 17.0 (M:17.0) 1 2 1 R.QLESLPATHIRGK.C Dimethyl: 1, 13

4392 true 351 1505.8921 1504.8865 1 -1.13 80.27 29 63.3 (M:63.3) 1 1 1 K.TLKENDPPIPVAK.I Dimethyl: 1, 3, 13

4393 true 1382 1506.5703 1505.5887 1 -17.04 75.65 34.33 47.5 (M:47.5) 1 1 0 R.GANDFMCDEMER.S
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4394 true 491 1506.7127 1505.711 1 -3.72 45.19 27.83 43.0 (M:43.0) 1 1 0
K.AAGAEDYAQQEAVR.
A Dimethyl: 1



4395 true 851 1506.7302 1505.726 1 -2.03 66.77 31 23.5 (M:23.5) 1 1 0 K.DLQDELAGNSEQR.K Dimethyl:2H(4): 1

4396 true 859 1506.741 1505.733 1 0.44 60.17 34 20.2 (M:20.2) 1 1 1
R.NMVNLMDKDGSAR.
L Dimethyl: 1, 8

4397 true 1580 1506.8745 1505.8868 1 -12.96 131.1 37.83 88.1 (M:88.1) 1 1 0 K.ILDAVIAQEPLHR.G Dimethyl:2H(4): 1

4398 true 903 1507.7871 1506.7828 1 -1.94 39.51 31.5 107.8 (M:107.8) 1 1 0 R.ELVQNLTTTEDGR.I Dimethyl:2H(4): 1

4399 true 2176 1508.6815 1507.6799 1 -3.81 89.48 45.83 71.0 (M:71.0) 1 1 0 -.MDQVMQFVEPSR.Q Acetyl: 1



4400 true 1593 1508.7771 1507.7783 1 -5.64 77.77 33.33 53.0 (M:53.0) 2 1 1 R.ARFEELNADLFR.G Dimethyl: 1

4401 true 1593 1508.7771 1507.7783 1 -5.64 77.77 33.33 53.0 (M:53.0) 2 1 1 R.ARFEELNADLFR.G Dimethyl: 1

4402 true 1441 1508.8871 1507.904 1 -16.01 62.95 41.33 93.8 (M:93.8) 1 1 1 R.KEFSPFGTITSAK.V Dimethyl:2H(4): 1, 1, 13

4403 true 98 1509.8437 1508.8311 1 3.51 178.25 30.83 81.0 (M:81.0) 1 1 0 K.SQIHDIVLVGGSTR.I Dimethyl: 1

4404 true 492 1510.7396 1509.7361 1 -2.55 72.24 27.83 24.5 (M:24.5) 1 1 0
K.AAGAEDYAQQEAVR.
A Dimethyl:2H(4): 1



4405 true 1146 1510.7581 1509.7551 1 -2.8 54.47 30.5 58.0 (M:58.0) 1 1 0 K.EFHLNESGDPSSK.S Dimethyl:2H(4): 1, 13

4406 true 991 1510.7916 1509.7949 1 -7 45.23 32 41.0 (M:41.0) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

4407 true 991 1510.7916 1509.7949 1 -7 45.23 32 41.0 (M:41.0) 1 1 0 K.EVDEQMLNVQNK.N Dimethyl:2H(4): 1, 12

4408 true 1680 1510.8016 1509.8129 1 -12.33 56.48 33.83 52.8 (M:52.8) 1 1 0 R.LLYEANLPENFR.R Dimethyl:2H(4): 1

4409 true 1302 1510.8307 1509.8472 1 -15.7 54.93 43.33 50.9 (M:50.9) 1 1 0 R.YFPTQALNFAFK.D Dimethyl:2H(4): 1, 12



4410 true 1302 1510.8307 1509.8472 1 -15.7 54.93 43.33 50.9 (M:50.9) 1 1 0 R.YFPTQALNFAFK.K Dimethyl:2H(4): 1, 12

4411 true 1093 1510.8579 1509.8515 1 -0.58 122.59 35.67 60.0 (M:60.0) 2 1 0 R.IQNILAEQPTVTR.I Dimethyl: 1

4412 false 1093 1510.8579 1509.8627 1 -8.02 123.33 35.67 16.3 (M:16.3) 1 2 1 K.IRLQVAGEITTGPR.V

4413 true 562 1510.9228 1509.9119 1 2.41 86.9 31.83 61.3 (M:61.3) 1 1 1 R.KIDSVLEGHPVPR.Q Dimethyl:2H(4): 1, 1

4414 true 615 1510.9405 1509.9156 1 11.67 104.92 30.17 58.6 (M:58.6) 1 1 1 K.NVNVVEQEKIDK.L Dimethyl:2H(4): 1, 9, 12



4415 true 440 1511.7317 1510.7205 1 2.64 234.11 29.33 16.4 (M:16.4) 1 1 1 R.DYAPPPRDYAYR.D Dimethyl: 1

4416 true 1498 1511.7464 1510.7515 1 -8.19 62.84 35 47.8 (M:47.8) 1 1 0 K.VEGPEELPDTLER.V Dimethyl: 1

4417 true 3714 1511.7631 1510.7416 1 9.4 128.39 48.33 57.5 (M:57.5) 1 1 0 K.GSFSEQGINEFLR.E Dimethyl: 1

4418 true 1878 1511.7681 1510.7646 1 -2.49 56.2 44.17 70.6 (M:70.6) 2 1 0 M.ATAPYNYSYIFK.Y Dimethyl:2H(4): 12; Acetyl: 1

4419 true 129 1511.8378 1510.8177 1 8.45 112.64 22.67 60.7 (M:60.7) 1 1 1 K.MKQEPVKPEEGR.D Dimethyl: 1, 2, 7



4420 true 1614 1512.7988 1511.8034 1 -7.88 120.93 33.33 50.3 (M:50.3) 2 1 1 R.ARFEELNADLFR.G Dimethyl:2H(4): 1

4421 true 1614 1512.7988 1511.8034 1 -7.88 120.93 33.33 50.3 (M:50.3) 2 1 1 R.ARFEELNADLFR.G Dimethyl:2H(4): 1

4422 true 22 1513.7042 1512.6892 1 5.11 77.17 23.83 77.8 (M:77.8) 1 1 0 K.YHTVNGHNCEVR.K Carbamidomethyl: 9; Dimethyl: 1

4423 true 1596 1513.7798 1512.7784 1 -3.85 37.85 35.67 72.6 (M:72.6) 1 1 0 K.GVVDSDDLPLNVSR.E Dimethyl: 1

4424 true 1346 1513.7822 1512.7784 1 -2.27 29.22 34.17 30.4 (M:30.4) 1 1 0 R.QAEILLQEEEQR.R Dimethyl: 1



4425 true 1572 1513.7873 1512.7824 1 -1.6 39.8 39.17 62.6 (M:62.6) 1 1 0 K.DTNGSQFFITTVK.T Dimethyl: 1, 13

4426 true 1551 1513.7946 1512.801 1 -9.06 91.85 36.67 61.0 (M:61.0) 1 1 0 R.MIAPEGSLVFHEK.A Dimethyl: 1, 13

4427 true 2555 1513.8082 1512.8275 1 -17.57 68.81 39 51.0 (M:51.0) 1 1 0 R.GNPTVEVDLYTNK.G Dimethyl:2H(4): 1, 13

4428 true 78 1513.8779 1512.8562 1 9.52 187.92 30.83 107.0 (M:107.0) 2 1 0 K.SQIHDIVLVGGSTR.I Dimethyl:2H(4): 1

4429 true 191 1514.8264 1513.8174 1 1.15 235.82 28.83 46.1 (M:46.1) 2 1 1 K.AKELGATECINPK.D
Carbamidomethyl: 9; Dimethyl: 1, 
2, 13



4430 true 3361 1515.6934 1514.6938 1 -5.07 109.38 46 49.9 (M:49.9) 1 1 0 R.MAFPCFDEPAFK.A
Carbamidomethyl: 5; Dimethyl: 1, 
12

4431 true 2345 1515.7323 1514.7253 1 -0.17 129.34 38 114.4 (M:114.4) 2 1 0 R.TTPSYVAFTDTER.L Dimethyl: 1

4432 true 2345 1515.7323 1514.7253 1 -0.17 129.34 38 114.4 (M:114.4) 2 1 0 R.TTPSYVAFTDTER.L Dimethyl: 1

4433 true 1865 1515.7398 1514.7551 1 -14.91 138.88 41.83 39.6 (M:39.6) 2 1 0 -.MEALPIYHGGITR.E Acetyl: 1; Oxidation: 1

4434 true 1499 1515.7533 1514.7766 1 -20.15 94.13 35 44.4 (M:44.4) 1 1 0 K.VEGPEELPDTLER.V Dimethyl:2H(4): 1



4435 true 3715 1515.7818 1514.7667 1 5.15 124.05 48.33 57.9 (M:57.9) 1 1 0 K.GSFSEQGINEFLR.E Dimethyl:2H(4): 1

4436 false 1237 1515.8995 1514.9235 1 -20.62 107.6 34.67 19.9 (M:19.9) 1 50.81 2 1
K.TPAAHQGKAKPPPK.
V

Dimethyl:2H(4): 1; Dimethyl: 8, 
14

4437 true 458 1516.7076 1515.6954 1 3.26 132.61 29 20.9 (M:20.9) 1 1 0 K.QEYDESGPSIVHR.K

4438 true 2146 1516.8125 1515.7933 1 7.89 65.74 43.83 79.5 (M:79.5) 1 1 0 R.QYDPDLEQLLVR.W Dimethyl: 1

4439 true 3121 1516.8412 1515.8396 1 -3.75 89.67 44.5 92.4 (M:92.4) 1 1 0 R.NLATTVTEEILEK.S Dimethyl: 1, 13



4440 true 23 1517.7311 1516.7143 1 6.24 77.65 23.83 84.0 (M:84.0) 1 1 0 K.YHTVNGHNCEVR.K
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

4441 true 1319 1517.8036 1516.8035 1 -4.73 50.36 34.17 57.8 (M:57.8) 1 1 0 R.QAEILLQEEEQR.R Dimethyl:2H(4): 1

4442 true 1756 1517.8303 1516.8199 1 2.03 82.69 41.17 26.6 (M:26.6) 1 1 0 K.VTPFFDNVMQQK.L Dimethyl:2H(4): 1, 12

4443 true 2065 1517.8705 1516.8613 1 1.24 107.2 35.5 75.6 (M:75.6) 1 1 0
K.VEILAPPVGAVPGDR.
I Dimethyl: 1

4444 true 2532 1517.908 1516.8977 1 1.96 156.25 48.17 65.6 (M:65.6) 1 1 0 R.TLIGAENPPLPVLR.K Dimethyl: 1



4445 true 1024 1518.7099 1517.7153 1 -8.34 192.15 35 27.8 (M:27.8) 2 1 0
K.AGEAINQPMMMAA
R.Q Dimethyl: 1

4446 true 260 1518.7104 1517.7297 1 -17.46 84.69 27.67 59.1 (M:59.1) 1 51.99 1 1 K.HEQKIDCGGGYVK.I
Carbamidomethyl: 7; Dimethyl: 
13

4447 true 1013 1518.7453 1517.7396 1 -1.04 58.49 32 35.6 (M:35.6) 1 1 0 K.EVDEQMLNVQNK.N Oxidation: 6; Dimethyl: 1, 12

4448 true 1013 1518.7453 1517.7396 1 -1.04 58.49 32 35.6 (M:35.6) 1 1 0 K.EVDEQMLNVQNK.N Oxidation: 6; Dimethyl: 1, 12

4449 true 2844 1518.7559 1517.7508 1 -1.43 137.76 39.5 28.1 (M:28.1) 1 1 0
K.GILAADESVGTMGNR
.L Dimethyl: 1



4450 true 995 1518.9079 1517.8905 1 6.69 43.06 34.83 59.6 (M:59.6) 1 1 0 R.IETLSSHIADIQK.E Dimethyl:2H(4): 1, 13

4451 true 2490 1519.7594 1518.7504 1 1.14 105.05 38 93.7 (M:93.7) 2 1 0 R.TTPSYVAFTDTER.L Dimethyl:2H(4): 1

4452 true 2490 1519.7594 1518.7504 1 1.14 105.05 38 93.7 (M:93.7) 2 1 0 R.TTPSYVAFTDTER.L Dimethyl:2H(4): 1

4453 true 1241 1519.7608 1518.746 1 4.92 105.3 35.17 31.1 (M:31.1) 1 1 0 R.SGGMSNELNNIISR.T Dimethyl: 1

4454 true 876 1519.8544 1518.8406 1 4.32 89.71 33.33 36.0 (M:36.0) 1 1 1 K.SKFTITPGSEQIR.A Dimethyl: 1, 2



4455 true 2139 1520.7048 1519.7123 1 -9.72 98.2 35.83 62.3 (M:62.3) 1 1 0 K.LCLNICVGESGDR.L
Carbamidomethyl: 2, 6; Dimethyl: 
1

4456 true 271 1520.743 1519.7202 1 10.26 180.73 29.33 49.8 (M:49.8) 1 1 0 K.EHDPVGQMVNNPR.I Dimethyl: 1

4457 true 1015 1520.7699 1519.7631 1 -0.32 84.24 30.17 86.7 (M:86.7) 2 1 1 R.DNANAATEEFVKR.A Dimethyl: 1, 12

4458 true 529 1520.7828 1519.7631 1 8.19 95.27 32 22.6 (M:22.6) 1 1 0 K.YNSDGTIAIASQPR.E Dimethyl: 1

4459 true 1723 1520.8069 1519.8196 1 -13.15 66.91 33.83 60.3 (M:60.3) 1 1 0 K.YLLADCNEAFIK.I
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 12



4460 true 967 1520.8332 1519.8119 1 9.25 140.64 36.83 46.6 (M:46.6) 1 1 0
R.GSQPMAPGVFLTQR.
R Dimethyl:2H(4): 1

4461 true 165 1520.8465 1519.8246 1 9.58 53.92 27.67 116.4 (M:116.4) 3 1 1 K.KGTEFTVNDLQGK.T Dimethyl: 1, 1, 13

4462 true 1075 1520.8806 1519.8773 1 -2.61 118.45 35.5 20.2 (M:20.2) 1 1 0 R.HEVLPANLIQAQR.D Dimethyl:2H(4): 1

4463 true 404 1521.7379 1520.7293 1 0.85 74.3 30.83 80.6 (M:80.6) 1 1 0 K.SYCAEIAHNVSSK.N
Carbamidomethyl: 3; Dimethyl: 1, 
13

4464 true 1932 1521.7853 1520.7731 1 3.26 157.32 39 20.5 (M:20.5) 1 1 0 R.LIIFMDDLNMPR.V Oxidation: 10; Dimethyl: 1



4465 true 512 1521.8291 1520.8289 1 -4.68 38.32 34.83 29.6 (M:29.6) 2 1 0 K.NYGVIIPYPPSNR.Y Dimethyl:2H(4): 1

4466 true 1849 1521.8376 1520.8273 1 2.01 110.79 40.83 75.2 (M:75.2) 1 1 0 K.AVEIPHMDIEALK.K Dimethyl: 1, 13

4467 false 1849 1521.8376 1520.8599 1 -19.47 91.43 40.83 15.4 (M:15.4) 1 2 1 K.LDVLKGTAEEISSK.T Dimethyl:2H(4): 5

4468 true 1573 1521.8399 1520.8326 1 0.03 26.57 39.17 49.6 (M:49.6) 1 1 0 K.DTNGSQFFITTVK.T Dimethyl:2H(4): 1, 13

4469 true 2040 1521.8926 1520.8864 1 -0.75 101.44 35.5 68.2 (M:68.2) 1 1 0
K.VEILAPPVGAVPGDR.
I Dimethyl:2H(4): 1



4470 true 1138 1521.9262 1520.8977 1 13.98 187.6 38.83 62.1 (M:62.1) 1 1 0 R.GTADLRPPLPIPSR.Q Dimethyl:2H(4): 1

4471 true 2533 1521.9287 1520.9228 1 -0.95 203.74 48.17 47.4 (M:47.4) 1 1 0 R.TLIGAENPPLPVLR.K Dimethyl:2H(4): 1

4472 true 190 1522.6864 1521.6729 1 4.04 69.38 25.5 32.8 (M:32.8) 1 1 0 R.CQGLEASSGETAER.G Carbamidomethyl: 1; Dimethyl: 1

4473 true 146 1522.7857 1521.7787 1 -0.17 110.53 23.17 24.6 (M:24.6) 1 1 0 K.TATPQQAQEVHEK.L Dimethyl: 1, 13

4474 true 431 1522.8117 1521.8027 1 1.11 90.59 28.83 16.8 (M:16.8) 1 1 1 K.AAVDHGDDEVKFR.E Dimethyl:2H(4): 1, 11



4475 true 1840 1522.8634 1521.8589 1 -1.83 100.39 43.17 59.7 (M:59.7) 1 1 1 K.TVTAMDVVYALKR.Q Dimethyl: 1, 12

4476 true 3362 1523.7438 1522.744 1 -4.89 114.33 46 23.0 (M:23.0) 1 1 0 R.MAFPCFDEPAFK.A
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 12

4477 true 1575 1523.7554 1522.7264 1 14.3 82.6 35.5 24.5 (M:24.5) 1 1 0 R.AGGIETIANEYSDR.S Dimethyl: 1

4478 true 2168 1523.7795 1522.7814 1 -6 94.22 45.67 64.8 (M:64.8) 1 1 0
-
.MDGPQAEALLAPLR.Q Acetyl: 1

4479 true 1291 1523.8063 1522.7991 1 -0.08 135.2 36.67 44.0 (M:44.0) 1 1 0 R.GIEAVGGSLSVYSTR.E Dimethyl: 1



4480 true 1786 1523.8564 1522.8703 1 -13.86 53.73 41.5 85.4 (M:85.4) 1 1 0
R.LPAAGVGDMVMATV
K.K Dimethyl:2H(4): 1, 15

4481 true 142 1523.9092 1522.8931 1 5.78 119.77 22.67 46.8 (M:46.8) 1 1 1 K.MKQEPVKPEEGR.D Dimethyl:2H(4): 1, 2, 7

4482 true 2104 1524.738 1523.7374 1 -4.38 104.81 35.83 28.7 (M:28.7) 1 1 0 K.LCLNICVGESGDR.L
Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1

4483 true 272 1524.758 1523.7453 1 3.56 244.86 29.33 74.7 (M:74.7) 1 1 0 K.EHDPVGQMVNNPR.I Dimethyl:2H(4): 1

4484 false 1348 1524.7695 1523.7558 1 4.21 107.4 35.33 45.7 (M:45.7) 1 97.05 2 0 K.HPDASVNFSEFSK.K Dimethyl:2H(4): 1; Dimethyl: 13



4485 false 1348 1524.7695 1523.7592 1 2 152.48 35.33 19.4 (M:19.4) 1 4 1 R.TQDEHPKTMFSK.D
Dimethyl:2H(4): 7; Oxidation: 9; 
Dimethyl: 12

4486 true 1348 1524.7695 1523.7307 1 20.71 133.11 35.33 71.5 (M:71.5) 1 1 0 K.HPDSSVNFAEFSR.K Dimethyl:2H(4): 1

4487 true 513 1524.7983 1523.7882 1 1.85 108.73 32 72.3 (M:72.3) 2 1 0 K.YNSDGTIAIASQPR.E Dimethyl:2H(4): 1

4488 true 1763 1524.8032 1523.7831 1 8.4 87.62 39.83 41.5 (M:41.5) 1 1 0 R.GITASSFSIISEER.E Dimethyl: 1

4489 true 117 1524.8394 1523.8217 1 6.82 74.81 21.5 30.0 (M:30.0) 1 1 0 R.QEESQRPTQMVK.G Dimethyl:2H(4): 1, 12



4490 true 3122 1524.8905 1523.8898 1 -4.29 43.52 44.5 98.9 (M:98.9) 1 1 0 R.NLATTVTEEILEK.S Dimethyl:2H(4): 1, 13

4491 false 3122 1524.8905 1523.8911 1 -5.17 131.43 44.5 16.7 (M:16.7) 1 2 1 K.GVAINFVKNDDIR.I Dimethyl:2H(4): 1, 8

4492 true 2859 1525.7724 1524.7573 1 5.16 87.45 39.83 83.2 (M:83.2) 1 1 0 K.FLDEHPGGEEVLR.E Dimethyl: 1

4493 true 442 1525.7836 1524.7831 1 -4.45 108.68 30 45.0 (M:45.0) 1 1 0
R.VVGACAQNLPGAQG
R.A Carbamidomethyl: 5; Dimethyl: 1

4494 true 3746 1525.8078 1524.7824 1 11.89 88.55 48.5 68.9 (M:68.9) 1 1 0 K.SASLDVEPIYTFR.A Dimethyl: 1



4495 true 1229 1525.851 1524.854 1 -6.78 39.06 35.5 57.3 (M:57.3) 1 1 0 R.SQPIYIQFSNHK.E Dimethyl:2H(4): 1, 12

4496 true 191 1526.7247 1525.698 1 12.73 47.47 25.5 20.0 (M:20.0) 1 1 0 R.CQGLEASSGETAER.G
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4497 true 3238 1526.7791 1525.7777 1 -3.79 183.97 45.17 44.0 (M:44.0) 1 1 0 R.ISTFINELDSGFR.L Dimethyl: 1

4498 true 1090 1526.811 1525.7889 1 9.74 85.74 35.5 81.0 (M:81.0) 2 1 0 K.QADLYISEGLHPR.I Dimethyl: 1

4499 true 363 1527.7155 1526.7238 1 -10.22 64.36 29.33 57.2 (M:57.2) 1 1 0 K.GHTSFVNSCYPAR.R
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



4500 true 62 1527.7401 1526.73 1 1.84 62.13 25 37.8 (M:37.8) 1 1 0 K.YHTINGHNCEVK.K
Carbamidomethyl: 9; Dimethyl: 1, 
12

4501 true 2679 1527.7471 1526.7617 1 -14.32 84.78 38.83 48.5 (M:48.5) 1 1 0 R.GITYQEGGVDSAFK.S Dimethyl: 1, 14

4502 true 1576 1527.7526 1526.7515 1 -4.05 79.26 35.5 36.1 (M:36.1) 1 1 0 R.AGGIETIANEYSDR.S Dimethyl:2H(4): 1

4503 true 1608 1527.7625 1526.7523 1 1.88 56.8 39.5 48.5 (M:48.5) 2 1 0 K.SPLAGDFITMQCR.E
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

4504 true 1292 1527.8287 1526.8242 1 -1.84 37.21 36.67 39.3 (M:39.3) 1 1 0 R.GIEAVGGSLSVYSTR.E Dimethyl:2H(4): 1



4505 true 1717 1528.7161 1527.7152 1 -4.21 82.11 40.5 43.0 (M:43.0) 2 1 0 K.MSAYAFFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1; Oxidation: 1

4506 false 1717 1528.7161 1527.7152 1 -4.21 106.45 40.5 39.6 (M:39.6) 2 2 0 K.MSSYAFFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

4507 true 572 1528.7602 1527.7318 1 13.81 100.93 30 52.6 (M:52.6) 1 1 0 K.QEYDEAGPSIVHR.K Dimethyl: 1

4508 true 1349 1528.7792 1527.7809 1 -5.9 115.06 35.33 57.7 (M:57.7) 1 1 0 K.HPDASVNFSEFSK.K Dimethyl:2H(4): 1, 13

4509 true 1745 1528.8249 1527.8082 1 6.13 50.8 39.83 20.6 (M:20.6) 1 1 0 R.GITASSFSIISEER.E Dimethyl:2H(4): 1



4510 true 2301 1528.9029 1527.8922 1 2.22 123.14 45.83 46.6 (M:46.6) 1 1 0 K.SLELNPSNAVALLR.K Dimethyl:2H(4): 1

4511 true 1923 1529.6901 1528.6836 1 -0.56 130.03 42.17 28.8 (M:28.8) 2 1 0
M.SIMSYNGGAVMAM
R.G Acetyl: 1

4512 true 405 1529.7884 1528.7795 1 1.02 115.89 31 60.7 (M:60.7) 1 1 0 K.SYCAEIAHNVSSK.N
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 13

4513 true 2884 1529.8036 1528.7824 1 9.13 127.71 39.83 81.8 (M:81.8) 1 1 0 K.FLDEHPGGEEVLR.E Dimethyl:2H(4): 1

4514 true 443 1529.8048 1528.8082 1 -7 146.67 30 34.5 (M:34.5) 1 1 0
R.VVGACAQNLPGAQG
R.A

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



4515 true 3747 1529.8349 1528.8075 1 13.11 107.81 48.5 63.9 (M:63.9) 1 1 0 K.SASLDVEPIYTFR.A Dimethyl:2H(4): 1

4516 true 1519 1529.9178 1528.8952 1 10.02 45.26 38.83 81.8 (M:81.8) 3 1 0 R.IESLSYQLSGLQK.Q Dimethyl:2H(4): 1, 13

4517 true 284 1530.7624 1529.762 1 -4.48 78.35 28.83 24.0 (M:24.0) 1 1 1 R.CRDASSDPVLVQR.G Carbamidomethyl: 1; Dimethyl: 1

4518 true 3209 1530.8085 1529.8028 1 -1.03 96.46 45.17 74.6 (M:74.6) 1 1 0 R.ISTFINELDSGFR.L Dimethyl:2H(4): 1

4519 true 1840 1530.8097 1529.814 1 -7.54 111.58 38.5 73.6 (M:73.6) 2 1 0 K.QADLYISEGLHPR.I Dimethyl:2H(4): 1



4520 true 1864 1530.8143 1529.809 1 -1.25 75.09 34.67 79.9 (M:79.9) 1 1 0 R.VVAEPVELSQEFR.K Dimethyl: 1

4521 true 1808 1530.915 1529.9091 1 -0.87 134.38 43.17 95.7 (M:95.7) 5 1 1 K.TVTAMDVVYALKR.Q Dimethyl:2H(4): 1, 12

4522 true 598 1531.7578 1530.746 1 2.9 105.69 30.33 56.7 (M:56.7) 1 1 0
R.QLGCGEAISTPGSAR.
F Carbamidomethyl: 4; Dimethyl: 1

4523 true 3070 1531.8117 1530.8116 1 -4.7 66.92 43.67 28.9 (M:28.9) 1 1 0 K.GTPLEITLPFEMR.R Dimethyl: 1

4524 true 878 1531.8511 1530.8428 1 0.65 94.88 33.5 90.8 (M:90.8) 1 1 0 K.CPNLTHLNLSGNK.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13



4525 true 588 1532.751 1531.7379 1 3.76 92.38 32.17 57.4 (M:57.4) 1 1 0 R.ASQNSHGDFSISVR.H Dimethyl: 1

4526 true 136 1532.7536 1531.7366 1 6.37 39.47 25.33 85.4 (M:85.4) 1 1 1 K.LEEAEKAADESER.G Dimethyl: 1, 6

4527 true 136 1532.7536 1531.7366 1 6.37 39.47 25.33 85.4 (M:85.4) 1 1 1 K.LEEAEKAADESER.G Dimethyl: 1, 6

4528 false 927 1532.8211 1531.8167 1 -1.91 133.48 35 17.2 (M:17.2) 1 2 1 R.EAKLLDVMELAEK.F Oxidation: 8; Dimethyl: 13

4529 true 3098 1532.8471 1531.8448 1 -3.25 48.83 44 44.9 (M:44.9) 1 1 0 R.EAEYFMLPELVK.M Dimethyl:2H(4): 1, 12



4530 true 1320 1533.712 1532.7107 1 -3.9 42.07 34.17 79.7 (M:79.7) 1 1 0 R.SPDFSNENPLETR.N Dimethyl: 1

4531 true 2821 1533.7312 1532.726 1 -1.35 102.59 39.5 42.5 (M:42.5) 1 1 0 K.QYYIGEIHPDDR.K Dimethyl: 1

4532 true 1660 1534.6477 1533.6525 1 -7.82 88.25 36.5 21.5 (M:21.5) 1 1 0 R.DAGHPNYPFNDPY.- Dimethyl: 1

4533 true 849 1534.7854 1533.7827 1 -3.03 108.57 32.17 41.9 (M:41.9) 1 1 1 K.FYEEVHELERK.Y Dimethyl: 1, 11

4534 true 1893 1534.8337 1533.8341 1 -4.96 114.32 34.67 48.6 (M:48.6) 1 1 0 R.VVAEPVELSQEFR.K Dimethyl:2H(4): 1



4535 true 920 1534.8696 1533.8755 1 -8.58 64.69 34.67 57.5 (M:57.5) 1 1 0 R.GLQTVHINENFAK.L Dimethyl:2H(4): 1, 13

4536 true 1798 1534.956 1533.9594 1 -6.92 98.28 42 92.3 (M:92.3) 3 1 1 R.KTVTAMDVVYALK.R Dimethyl:2H(4): 1, 1, 13

4537 true 49 1535.6462 1534.6028 1 23.54 84.65 24.33 52.8 (M:52.8) 1 1 0 R.VSCDSEEPGPDCR.F
Carbamidomethyl: 3, 12; 
Dimethyl: 1

4538 true 54 1535.7929 1534.7802 1 3.55 71.58 25 97.8 (M:97.8) 1 1 0 K.YHTINGHNCEVK.K
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 12

4539 true 1434 1535.8059 1534.8031 1 -2.97 128.77 35.67 44.9 (M:44.9) 1 1 1 K.KFEVFNPANEEK.I Dimethyl: 1, 1, 12



4540 true 3050 1535.8384 1534.8367 1 -3.63 122.76 43.67 89.1 (M:89.1) 1 1 0 K.GTPLEITLPFEMR.R Dimethyl:2H(4): 1

4541 true 750 1535.9717 1534.9574 1 4.57 118.72 34.5 103.6 (M:103.6) 3 1 0 K.LSPITYPQGLALAK.E Dimethyl:2H(4): 1, 14

4542 true 573 1536.7773 1535.763 1 4.58 90.13 32.17 85.5 (M:85.5) 2 1 0 R.ASQNSHGDFSISVR.H Dimethyl:2H(4): 1

4543 true 971 1536.7904 1535.7555 1 17.95 134.78 33.17 29.2 (M:29.2) 2 1 1 R.DLRDYFIPCPGR.G Carbamidomethyl: 9; Dimethyl: 1

4544 true 1217 1537.6784 1536.6735 1 -1.5 94.21 30.83 16.5 (M:16.5) 1 1 1 R.CCDLPSMRDEAK.C
Carbamidomethyl: 1, 2; Dimethyl: 
1, 12



4545 true 1758 1537.7132 1536.7065 1 -0.34 111.87 34.17 31.8 (M:31.8) 2 1 0 R.ADLPQEMYNCLR.V
Carbamidomethyl: 10; Dimethyl: 
1

4546 false 1347 1537.7428 1536.7398 1 -2.78 872.71 34.17 15.3 (M:15.3) 1 4 0 K.INEGQEPEEFWK.A Dimethyl:2H(4): 1

4547 true 2845 1537.7503 1536.7511 1 -5.22 119.29 39.5 27.7 (M:27.7) 1 1 0 K.QYYIGEIHPDDR.K Dimethyl:2H(4): 1

4548 true 1806 1538.9067 1537.9079 1 -5.51 49.05 42 52.2 (M:52.2) 1 1 0 K.VSIQGNPVSILVEK.A Dimethyl: 1, 14

4549 true 50 1539.6641 1538.6279 1 18.78 113.94 24.33 40.9 (M:40.9) 1 1 0 R.VSCDSEEPGPDCR.F
Carbamidomethyl: 3, 12; 
Dimethyl:2H(4): 1



4550 true 395 1539.6663 1538.6532 1 3.77 66.83 22.33 65.8 (M:65.8) 1 1 0 K.HECQANGPEDLNR.A Carbamidomethyl: 3

4551 true 1529 1539.7222 1538.7213 1 -4.12 53.65 35.17 58.6 (M:58.6) 1 1 0 R.SGGIETIANEYSDR.C Dimethyl: 1

4552 true 1354 1539.8612 1538.849 1 3.19 64.12 37.5 99.8 (M:99.8) 2 1 0
K.QLGCGDAVLAPIAAK.
F

Carbamidomethyl: 4; Dimethyl: 1, 
15

4553 true 2436 1539.885 1538.8718 1 3.8 105.6 47.17 54.0 (M:54.0) 1 1 0 K.GGSEQVVALLHEIR.D Dimethyl:2H(4): 1

4554 true 194 1539.905 1538.8908 1 4.49 71 27.83 77.8 (M:77.8) 3 1 0 R.FLEQQNQVLQTK.W Dimethyl:2H(4): 1, 12



4555 true 194 1539.905 1538.8908 1 4.49 71 27.83 77.8 (M:77.8) 3 1 0 R.FLEQQNQVLQTK.W Dimethyl:2H(4): 1, 12

4556 true 1934 1540.7875 1539.7821 1 -1.23 89.29 34.83 124.2 (M:124.2) 1 1 0 K.SPASDTYIVFGEAK.I Dimethyl: 1, 14

4557 false 1411 1540.8279 1539.7893 1 20.32 96.96 34.5 24.2 (M:24.2) 1 2 1 R.LEEVREDELQPR.F Dimethyl: 1

4558 true 1411 1540.8279 1539.8396 1 -12.32 62.38 34.5 48.4 (M:48.4) 1 1 0 K.EEILPTTPISEQK.G Dimethyl: 1, 13

4559 true 2656 1541.7462 1540.7483 1 -6.12 121.18 38.5 40.9 (M:40.9) 1 1 1 K.DLFPYEECKEK.F
Carbamidomethyl: 8; Dimethyl: 1, 
9, 11



4560 true 3672 1541.7872 1540.7773 1 1.67 116.31 47.83 64.3 (M:64.3) 1 1 0 K.TIISYIDEQFER.Y Dimethyl: 1

4561 true 1740 1541.8111 1540.8097 1 -3.79 128.06 37.67 124.8 (M:124.8) 2 1 0 R.GVVDSEDLPLNISR.E Dimethyl: 1

4562 true 1132 1541.8225 1540.7936 1 14.04 38.37 36 66.9 (M:66.9) 1 1 0 R.EHQISPGDFPNLR.K Dimethyl:2H(4): 1

4563 true 1659 1541.833 1540.8377 1 -7.8 43.57 33.5 56.3 (M:56.3) 1 1 0 K.NPEVPVNFAEFSK.K Dimethyl:2H(4): 1, 13

4564 true 841 1541.8601 1540.8511 1 1.09 134.23 39 90.2 (M:90.2) 2 1 0
R.NLSLVPPAAPSSGSGR
.S Dimethyl:2H(4): 1



4565 true 1455 1541.879 1540.8701 1 1.06 77.03 36 41.6 (M:41.6) 1 1 1 K.GVAINFVTEEDKR.I Dimethyl:2H(4): 1, 12

4566 true 1686 1541.8827 1540.8937 1 -11.85 183.59 39 35.2 (M:35.2) 1 95.73 1 1 K.LSKAVLETQAGQLR.Q Dimethyl: 3

4567 true 3457 1542.767 1541.7766 1 -10.95 55.32 46.83 44.2 (M:44.2) 1 1 0 R.GFAFVTFESPADAK.D Dimethyl: 1, 14

4568 true 1322 1542.7716 1541.7602 1 2.71 23.59 32.17 56.9 (M:56.9) 1 1 0 K.EAYPDHTQFDQK.D Dimethyl:2H(4): 1, 12

4569 true 970 1542.8624 1541.8541 1 0.65 67.94 33 21.6 (M:21.6) 1 1 1 K.NLTPTKDYEELR.T Dimethyl:2H(4): 1, 6



4570 true 520 1542.9304 1541.9181 1 3.25 73.89 31.67 58.6 (M:58.6) 1 1 0 K.KPLPDHVSIVEPK.E Dimethyl: 1, 1, 13

4571 true 2415 1543.7176 1542.7137 1 -2.15 80.11 37.5 39.6 (M:39.6) 1 1 0 R.FVSQENMDNYLR.A Dimethyl: 1

4572 true 1865 1543.8293 1542.8116 1 6.75 56.29 41 67.0 (M:67.0) 3 1 0 K.GFLGPEQLPECLK.G
Carbamidomethyl: 11; Dimethyl: 
1, 13

4573 true 148 1543.8428 1542.8327 1 1.81 148.13 26.33 16.2 (M:16.2) 1 1 1 K.DCPVKVEVLEVTK.Q
Carbamidomethyl: 2; Dimethyl: 
13

4574 true 906 1543.854 1542.8188 1 18.08 128.28 32.67 59.5 (M:59.5) 2 1 0
R.TALVANTSNMPVAA
R.E Dimethyl: 1



4575 false 1428 1544.7096 1543.7101 1 -5.06 65.46 41.17 27.7 (M:27.7) 1 2 0 K.MSSYAFFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1; Oxidation: 1

4576 true 1428 1544.7096 1543.7101 1 -5.06 111.25 41.17 83.3 (M:83.3) 3 1 0 K.MSSYAYFVQTCR.E
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1

4577 true 459 1544.7374 1543.7267 1 2.26 100.7 29.17 104.4 (M:104.4) 2 1 0 K.QEYDESGPSIVHR.K Dimethyl: 1

4578 true 304 1544.7411 1543.7326 1 0.78 69.54 29.5 48.8 (M:48.8) 1 1 0 K.FHCPHCDTVIAR.K
Carbamidomethyl: 3, 6; 
Dimethyl:2H(4): 1

4579 true 808 1544.7443 1543.7341 1 1.88 60.12 31.67 17.7 (M:17.7) 1 1 1 K.GDKFVMQEEFSR.D Oxidation: 6; Dimethyl: 1, 3



4580 true 793 1544.75 1543.773 1 -19.61 98.39 30.67 38.6 (M:38.6) 1 1 0 R.LESEEEGVPSTAIR.E Dimethyl: 1

4581 true 2681 1544.7942 1543.7995 1 -8.09 166.23 38.67 50.6 (M:50.6) 1 1 0 K.LPAENVQVNFTER.S Dimethyl: 1

4582 true 737 1544.8444 1543.8268 1 6.66 70.76 32.33 72.5 (M:72.5) 2 1 0
R.QGQGQLVTCSGAFK.
E

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 14

4583 true 670 1545.7438 1544.7107 1 16.69 87.5 30.33 44.9 (M:44.9) 1 1 0 K.DEYEESGPSIVHR.K Dimethyl: 1

4584 true 1050 1545.7902 1544.7835 1 -0.33 57.05 30.17 29.1 (M:29.1) 1 1 0 R.IQFKPDDGTTPDR.I Dimethyl: 1, 4



4585 true 3647 1545.8125 1544.8024 1 1.84 104.12 47.83 45.6 (M:45.6) 1 1 0 K.TIISYIDEQFER.Y Dimethyl:2H(4): 1

4586 true 1767 1545.8365 1544.8348 1 -3.58 122.23 37.67 74.6 (M:74.6) 1 1 0 R.GVVDSEDLPLNISR.E Dimethyl:2H(4): 1

4587 true 1191 1546.7157 1545.7133 1 -3.18 92.07 33.33 25.4 (M:25.4) 1 1 0
K.YDPPLEDGAMPSAR.
L Dimethyl: 1

4588 true 927 1546.7839 1545.7722 1 2.84 75.69 33.67 17.5 (M:17.5) 1 1 0 R.HSSLAGCQIINYR.T Carbamidomethyl: 7; Dimethyl: 1

4589 true 1842 1546.9051 1545.904 1 -3.99 128.08 43.17 58.0 (M:58.0) 3 1 1 K.TVTAMDVVYALKR.Q
Dimethyl:2H(4): 1, 12; Oxidation: 
5



4590 true 1212 1547.7343 1546.7126 1 9.29 67.07 36.5 69.8 (M:69.8) 1 1 0 R.CTVFYNPYGNEK.L
Carbamidomethyl: 1; Dimethyl: 1, 
12

4591 false 1350 1547.7961 1546.8177 1 -18.67 166.65 36.17 19.4 (M:19.4) 1 2 1 R.MWELSAVAKVELR.G Oxidation: 1

4592 true 1350 1547.7961 1546.7847 1 2.66 127.29 36.17 88.8 (M:88.8) 1 1 1
R.VKEGMNVVEAMER.
C Dimethyl: 1, 2

4593 false 1350 1547.7961 1546.7561 1 21.18 168.11 36.17 17.4 (M:17.4) 1 5 1 K.EMSKEFIEAEMK.L
Dimethyl:2H(4): 1; Oxidation: 2; 
Dimethyl: 12

4594 true 1346 1547.8748 1546.8719 1 -2.82 91.53 36.17 67.2 (M:67.2) 1 1 1 K.SISEIVQNGNKFK.I Dimethyl: 1, 11, 13



4595 true 415 1548.7144 1547.7063 1 0.5 62.53 27.17 19.7 (M:19.7) 1 1 0 K.SVTEQGAELSNEER.N

4596 true 1016 1548.7606 1547.7518 1 0.97 110.57 31.5 124.2 (M:124.2) 4 1 0 K.QEYDESGPSIVHR.K Dimethyl:2H(4): 1

4597 true 3555 1548.7697 1547.7402 1 14.31 158.81 47.17 25.7 (M:25.7) 1 1 0
K.NWVVTGADDMQIR.
V Oxidation: 10; Dimethyl: 1

4598 true 2682 1548.8223 1547.8246 1 -6.16 91.98 38.67 39.9 (M:39.9) 1 1 0 K.LPAENVQVNFTER.S Dimethyl:2H(4): 1

4599 true 1935 1548.8361 1547.8323 1 -2.24 71.42 34.83 68.8 (M:68.8) 1 1 0 K.SPASDTYIVFGEAK.I Dimethyl:2H(4): 1, 14



4600 true 888 1549.8044 1548.7896 1 4.83 127.61 32.5 65.9 (M:65.9) 1 1 1 R.SQYEQLAEQNRK.D Dimethyl: 1, 12

4601 true 412 1549.8279 1548.826 1 -3.45 97.33 29.17 61.9 (M:61.9) 1 1 0
R.AVASSPEDVVVVHGR
.R Dimethyl: 1

4602 true 1146 1550.7866 1549.781 1 -1.1 116.16 34.17 37.3 (M:37.3) 1 1 1 K.NLPYRVTEDEMK.N Dimethyl: 1, 12

4603 true 626 1550.8123 1549.81 1 -3.21 67.01 28 69.4 (M:69.4) 1 1 0 R.ILEGNEENPLPAAR.V Dimethyl: 1

4604 true 3458 1550.8202 1549.8268 1 -8.93 79.7 46.83 80.8 (M:80.8) 1 1 0 R.GFAFVTFESPADAK.D Dimethyl:2H(4): 1, 14



4605 true 1932 1550.9461 1549.9443 1 -3.58 125.86 44.17 47.5 (M:47.5) 1 1 0 R.VLLATLSIPITPER.T Dimethyl: 1

4606 true 1809 1550.9501 1549.9543 1 -7.37 51.09 42 70.9 (M:70.9) 1 1 1 R.KTVTAMDVVYALK.R
Dimethyl:2H(4): 1, 1, 13; 
Oxidation: 6

4607 true 417 1551.7115 1550.697 1 4.64 104.18 30.83 25.1 (M:25.1) 1 1 0 R.ELAGHTGYLSCCR.F
Carbamidomethyl: 11, 12; 
Dimethyl: 1

4608 false 232 1551.8423 1550.8528 1 -11.44 114.27 27.33 16.8 (M:16.8) 1 4 1 -.MATSDIQVKELEK.R Dimethyl:2H(4): 9; Dimethyl: 13

4609 true 232 1551.8423 1550.8304 1 2.95 102.08 27.33 70.1 (M:70.1) 1 1 1 K.NLEAQHKELEEK.R Dimethyl: 1, 7, 12



4610 true 3801 1551.8894 1550.8618 1 13.07 35.9 48.83 69.9 (M:69.9) 3 1 0 K.GFLGPEQLPECLK.G
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 13

4611 true 2169 1552.7682 1551.7755 1 -9.45 86.42 45.5 45.7 (M:45.7) 1 1 0 R.DAAMFPIQVEFTR.E Dimethyl: 1

4612 true 1971 1552.7786 1551.7755 1 -2.71 168 42.83 52.0 (M:52.0) 1 1 0 K.CPQIVIAFYEER.L Carbamidomethyl: 1; Dimethyl: 1

4613 true 1921 1552.8321 1551.8045 1 13.06 205.57 43.83 27.5 (M:27.5) 1 1 0 R.VGNLGLATSFFNER.N Dimethyl: 1

4614 true 1553 1552.844 1551.8443 1 -4.85 106.4 36.67 21.8 (M:21.8) 1 1 0 K.TLINAENPPMAVVR.K Dimethyl: 1



4615 false 2490 1552.8823 1551.8807 1 -3.64 216.78 47.83 15.2 (M:15.2) 1 2 0
K.VVADQIPMLVQGVR.
G Dimethyl: 1

4616 true 1153 1553.7866 1552.8069 1 -17.74 168.31 35.83 16.2 (M:16.2) 1 1 0 K.QTNLCLSADVTGSK.E
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1; Dimethyl: 14

4617 true 2657 1553.8139 1552.8237 1 -10.99 63.54 38.5 34.1 (M:34.1) 1 1 1 K.DLFPYEECKEK.F
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 9, 11

4618 true 1051 1553.8397 1552.8337 1 -0.82 109.19 30.17 45.6 (M:45.6) 1 1 0 R.IQFKPDDGTTPDR.I Dimethyl:2H(4): 1, 4

4619 true 413 1553.8532 1552.8511 1 -3.34 183.58 29.17 63.8 (M:63.8) 1 1 0
R.AVASSPEDVVVVHGR
.R Dimethyl:2H(4): 1



4620 true 1279 1553.8881 1552.8875 1 -4.29 137.04 35.5 31.0 (M:31.0) 1 1 0 R.LALQDNPSNLPALR.D Dimethyl:2H(4): 1

4621 true 1386 1553.9236 1552.9089 1 4.73 46.99 46.33 47.1 (M:47.1) 1 1 1 K.GAPTGFILPIRDIR.A Dimethyl: 1

4622 true 738 1553.9584 1552.9428 1 5.3 79.31 32.33 18.4 (M:18.4) 2 1 0 K.YIQQTKPLTLER.T Dimethyl:2H(4): 1, 6

4623 true 1791 1554.7683 1553.7548 1 3.98 119.23 40.33 62.4 (M:62.4) 1 1 0 K.CPQVVISFYEER.L Carbamidomethyl: 1; Dimethyl: 1

4624 true 219 1554.8429 1553.8413 1 -3.69 63.52 27.33 53.5 (M:53.5) 1 1 1 K.SGEQLSNIKEHTK.Q Dimethyl: 1, 9, 13



4625 true 627 1554.848 1553.8351 1 3.58 70.94 28 32.9 (M:32.9) 1 1 0 R.ILEGNEENPLPAAR.V Dimethyl:2H(4): 1

4626 true 1834 1554.8768 1553.8727 1 -2.04 91.04 42.33 68.4 (M:68.4) 1 1 0 K.GSELQLPFQACLK.V
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 13

4627 false 1834 1554.8768 1553.8501 1 12.53 99.54 42.33 24.4 (M:24.4) 1 2 1 R.RHPEFSIQLIMR.I Dimethyl: 1

4628 true 1687 1554.8846 1553.8905 1 -8.43 46 38.83 69.9 (M:69.9) 2 1 0 K.IASILEEQFQQGK.L Dimethyl:2H(4): 1, 13

4629 true 1347 1554.9134 1553.9141 1 -5.14 93.65 36.17 41.4 (M:41.4) 1 1 1 R.SGKAPILIATDVASR.G Dimethyl: 1, 3



4630 true 1933 1554.9725 1553.9694 1 -2.7 199.5 44.17 48.4 (M:48.4) 1 1 0 R.VLLATLSIPITPER.T Dimethyl:2H(4): 1

4631 true 521 1555.0069 1553.9934 1 3.95 73.24 31.67 52.0 (M:52.0) 1 1 0 K.KPLPDHVSIVEPK.E Dimethyl:2H(4): 1, 1, 13

4632 true 372 1555.7044 1554.7274 1 -19.44 98.13 22.33 15.6 (M:15.6) 1 1 1
K.DADSQNPDAPEGKR.
S Dimethyl: 1, 13

4633 true 388 1555.7299 1554.7221 1 0.37 110.56 30.83 48.6 (M:48.6) 1 1 0 R.ELAGHTGYLSCCR.F
Carbamidomethyl: 11, 12; 
Dimethyl:2H(4): 1

4634 true 280 1555.7531 1554.7365 1 6.03 140.76 29.5 48.5 (M:48.5) 2 1 0 K.DVTNNVHYENYR.S Dimethyl:2H(4): 1



4635 true 870 1555.816 1554.8374 1 -18.44 120.93 33.17 15.6 (M:15.6) 1 1 1 R.NMLIRTHMQDLK.D Dimethyl: 1, 12

4636 true 1476 1555.8481 1554.8349 1 3.78 181.41 36.17 88.0 (M:88.0) 1 1 1
R.VKEGMNVVEAMER.
C Dimethyl:2H(4): 1, 2

4637 true 1954 1555.8663 1554.8456 1 8.62 53.9 43.17 43.3 (M:43.3) 2 1 0 K.DIGAAWVILGHSER.R Dimethyl:2H(4): 1

4638 true 3030 1555.8832 1554.8897 1 -8.86 65.75 43.33 60.0 (M:60.0) 1 1 0 K.GFAPEAIFDLVGQK.V Dimethyl:2H(4): 1, 14

4639 true 1972 1556.8049 1555.8007 1 -1.92 145.49 42.83 46.0 (M:46.0) 1 1 0 K.CPQIVIAFYEER.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1



4640 true 1922 1556.8566 1555.8296 1 12.66 165.43 43.83 29.8 (M:29.8) 1 1 0 R.VGNLGLATSFFNER.N Dimethyl:2H(4): 1

4641 true 88 1556.8573 1555.8446 1 3.47 110.78 27.5 40.7 (M:40.7) 2 1 0 K.VEQATKPSFESGGR.R Dimethyl:2H(4): 1, 6

4642 true 1517 1556.8693 1555.8694 1 -4.77 106.77 36.67 35.9 (M:35.9) 1 1 0 K.TLINAENPPMAVVR.K Dimethyl:2H(4): 1

4643 true 1707 1556.8902 1555.8934 1 -6.7 88.68 40.5 125.2 (M:125.2) 1 1 0
R.TQNVTAASAIANIVK.
S Dimethyl: 1, 15

4644 true 344 1556.8916 1555.8756 1 5.57 65.9 29.17 22.6 (M:22.6) 1 1 1 R.RKPDTIEVQQMK.A Dimethyl: 1, 2, 12



4645 true 344 1556.8916 1555.8756 1 5.57 65.9 29.17 22.6 (M:22.6) 1 1 1 R.RKPDTIEVQQMK.A Dimethyl: 1, 2, 12

4646 true 2512 1556.9004 1555.9058 1 -8.14 114.98 47.67 20.0 (M:20.0) 1 1 0
K.VVADQIPMLVQGVR.
G Dimethyl:2H(4): 1

4647 true 2995 1557.8397 1556.8158 1 10.63 137.27 40.83 79.0 (M:79.0) 1 1 0 K.NSVVLLQGGEETQR.Y Dimethyl: 1

4648 true 584 1557.848 1556.8472 1 -4.17 119.12 36 90.2 (M:90.2) 2 1 0 R.CPNLTYLNLSGNK.I
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

4649 true 889 1557.8554 1556.8398 1 5.34 108.89 32.5 28.2 (M:28.2) 1 1 1 R.SQYEQLAEQNRK.D Dimethyl:2H(4): 1, 12



4650 true 170 1557.857 1556.841 1 5.63 45.68 26.5 52.9 (M:52.9) 1 1 1 K.SEVLQQEEQQKK.S Dimethyl: 1, 11, 12

4651 true 2098 1558.7435 1557.7351 1 0.7 71.55 42.17 73.7 (M:73.7) 1 1 0 K.GFGFVDFSSPEDAK.A Dimethyl: 1, 14

4652 true 1792 1558.7934 1557.7799 1 3.99 118.81 40.33 70.7 (M:70.7) 1 1 0 K.CPQVVISFYEER.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

4653 true 1166 1558.8451 1557.8362 1 1.04 95.4 34.17 72.0 (M:72.0) 1 1 1 R.SEAELNTVLNEKR.S Dimethyl: 1, 12

4654 true 3294 1558.8706 1557.8742 1 -6.96 73.36 45.5 75.2 (M:75.2) 1 1 0 R.YTLSILEDIGGGEK.V Dimethyl:2H(4): 1, 14



4655 true 3773 1559.8058 1558.7752 1 14.97 37.82 48.5 16.3 (M:16.3) 1 1 0 R.LICSAVFGFDEGGR.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

4656 true 897 1559.816 1558.8104 1 -1.03 65.78 34.33 41.6 (M:41.6) 1 1 0 K.QIDNPQVALYQSR.F Dimethyl: 1

4657 true 1556 1559.8517 1558.8355 1 5.69 154.64 38.83 46.9 (M:46.9) 3 1 0
R.GLVVTAYSPLGSPDR.
M Dimethyl: 1

4658 true 443 1560.7528 1559.7427 1 1.77 58.5 27.33 109.5 (M:109.5) 1 1 0 K.AVTEQGAELSNEER.N Dimethyl: 1

4659 true 86 1560.7897 1559.7644 1 11.59 136.12 20.83 15.1 (M:15.1) 1 1 0 K.EWNHHINGATHGR.R Dimethyl:2H(4): 1



4660 true 1936 1560.8317 1559.8229 1 0.98 106.81 34.83 74.5 (M:74.5) 1 1 0 R.QIQSLTCEVDALK.G
Carbamidomethyl: 7; Dimethyl: 1, 
13

4661 false 3392 1560.8329 1559.8407 1 -9.63 186.12 46.5 21.1 (M:21.1) 1 3 1 K.VDVSSEIELKETR.S Dimethyl: 1, 10

4662 true 3392 1560.8329 1559.8348 1 -5.87 174.02 46.5 92.9 (M:92.9) 2 1 0 K.VLFAGEEIPASPFR.V Dimethyl: 1

4663 true 407 1561.7442 1560.7025 1 22.08 89.26 28.83 40.4 (M:40.4) 1 1 1
R.MGPSPSEGAEMERR.
N Dimethyl: 1

4664 true 2525 1561.7453 1560.7355 1 1.64 63.82 38 34.2 (M:34.2) 1 1 0
R.GWEEGVAQMSVGQ
R.A Dimethyl: 1



4665 true 1458 1561.764 1560.7685 1 -7.51 110.72 38 28.9 (M:28.9) 1 1 0
K.AQPNQTTFWEGVR.
N Dimethyl: 1

4666 false 809 1561.7915 1560.8046 1 -13.02 108.36 32 16.6 (M:16.6) 1 3 1
R.VSAADPDEGSNGKVR
.Y Dimethyl:2H(4): 1; Dimethyl: 13

4667 true 500 1561.8022 1560.7936 1 0.8 74.66 31.5 46.7 (M:46.7) 1 1 0 K.LYDPGQQYASHVK.Q Dimethyl: 1, 13

4668 true 2996 1561.8638 1560.8409 1 10 93.34 40.83 39.2 (M:39.2) 1 1 0 K.NSVVLLQGGEETQR.Y Dimethyl:2H(4): 1

4669 true 2067 1562.7584 1561.7525 1 -0.91 135.89 35.5 41.7 (M:41.7) 1 1 0 R.DSEDIHQFFLQR.K Dimethyl: 1



4670 true 1517 1562.8051 1561.7923 1 3.55 116.77 39 64.0 (M:64.0) 3 1 0 K.TDIQIALPAGCYGR.V
Carbamidomethyl: 11; Dimethyl: 
1

4671 true 484 1562.8602 1561.8514 1 0.92 117.22 29.67 100.7 (M:100.7) 1 1 0 K.EAPAEAPALQQHIR.T Dimethyl:2H(4): 1

4672 true 2146 1562.9589 1561.9381 1 8.65 71.41 46.67 21.4 (M:21.4) 1 1 0 R.ILLIFEGTNEILR.M Dimethyl:2H(4): 1

4673 true 574 1563.794 1562.7796 1 4.55 108.28 30 30.7 (M:30.7) 2 1 1
R.VKEGMNVVEAMER.
C Oxidation: 11; Dimethyl: 1, 2

4674 true 917 1563.7945 1562.7796 1 4.85 151.48 32.83 54.5 (M:54.5) 2 1 1
R.VKEGMNVVEAMER.
C Oxidation: 5; Dimethyl: 1, 2



4675 true 644 1563.8096 1562.8127 1 -6.59 79.33 36.33 19.0 (M:19.0) 1 1 0 M.ACARPLISVYSEK.G
Carbamidomethyl: 2; Acetyl: 1; 
Dimethyl: 13

4676 true 934 1563.835 1562.8355 1 -4.95 131.11 34.33 49.0 (M:49.0) 1 1 0 K.QIDNPQVALYQSR.F Dimethyl:2H(4): 1

4677 true 1289 1563.8592 1562.8668 1 -9.49 112.79 35.83 54.5 (M:54.5) 1 1 0 R.TYNASITLQQQLK.E Dimethyl: 1, 13

4678 true 1557 1563.8769 1562.8606 1 5.79 205.77 38.83 52.1 (M:52.1) 2 1 0
R.GLVVTAYSPLGSPDR.
M Dimethyl:2H(4): 1

4679 true 68 1564.6839 1563.6624 1 9.13 70.27 24.67 34.3 (M:34.3) 1 1 0 K.GEECQYPPTQDGR.T Carbamidomethyl: 4; Dimethyl: 1



4680 true 2020 1564.7667 1563.7603 1 -0.54 62.05 40.5 74.2 (M:74.2) 2 1 0 K.MINFSVPDTIDER.T Dimethyl: 1

4681 false 349 1564.7743 1563.7563 1 6.86 97.73 27.33 26.9 (M:26.9) 1 2 0 R.VLSGCEVTISNETR.E Carbamidomethyl: 5

4682 true 349 1564.7743 1563.7678 1 -0.53 44.28 27.33 115.9 (M:115.9) 1 1 0 K.AVTEQGAELSNEER.N Dimethyl:2H(4): 1

4683 true 111 1564.8181 1563.8005 1 6.58 50.8 26.17 36.2 (M:36.2) 1 1 1
K.ASSGDKQDHPTLPR.
A Dimethyl: 1, 6

4684 false 3416 1564.8578 1563.848 1 1.62 117.33 46.5 16.0 (M:16.0) 1 3 1 R.VEEEAAQKNMALK.K
Dimethyl:2H(4): 1; Oxidation: 10; 
Dimethyl: 8, 13



4685 true 2007 1564.8672 1563.8599 1 0.02 144.52 43.33 78.5 (M:78.5) 2 1 0 K.VLFAGEEIPASPFR.V Dimethyl:2H(4): 1

4686 true 2140 1564.8772 1563.8748 1 -3.11 91.03 36 66.8 (M:66.8) 1 1 1 K.FKLEAPDADELPR.L Dimethyl:2H(4): 1, 2

4687 true 2124 1564.8904 1563.8872 1 -2.62 53.36 42.67 52.3 (M:52.3) 1 1 0 R.DAVIIDPVLETVPR.D Dimethyl: 1

4688 true 1708 1564.9375 1563.9436 1 -8.54 96.16 40.5 84.6 (M:84.6) 1 1 0
R.TQNVTAASAIANIVK.
S Dimethyl:2H(4): 1, 15

4689 false 1708 1564.9375 1563.9146 1 9.99 201.06 40.5 16.9 (M:16.9) 1 50 2 1
R.KIAELMPGASGAEVK.
G Dimethyl:2H(4): 1, 15



4690 true 2526 1565.7719 1564.7606 1 2.59 101.86 38 59.5 (M:59.5) 1 1 0
R.GWEEGVAQMSVGQ
R.A Dimethyl:2H(4): 1

4691 true 1459 1565.7906 1564.7936 1 -6.59 200.22 38 44.9 (M:44.9) 2 1 0
K.AQPNQTTFWEGVR.
N Dimethyl:2H(4): 1

4692 true 1808 1565.9146 1564.9316 1 -15.51 93.14 41.83 47.4 (M:47.4) 1 1 0
K.SPFTVGVAAPLDLSK.
V Dimethyl:2H(4): 1, 15

4693 true 1269 1566.6986 1565.6966 1 -3.39 165.65 34.67 62.5 (M:62.5) 2 1 0 R.GLCFSAENEPVCR.M
Carbamidomethyl: 3, 12; 
Dimethyl: 1

4694 true 1518 1566.7897 1565.8174 1 -22.31 168.63 39 71.5 (M:71.5) 1 1 0 K.TDIQIALPAGCYGR.V
Carbamidomethyl: 11; 
Dimethyl:2H(4): 1



4695 true 2113 1566.7974 1565.7853 1 3.06 116.36 42.17 72.4 (M:72.4) 1 1 0 K.GFGFVDFSSPEDAK.A Dimethyl:2H(4): 1, 14

4696 true 278 1566.8342 1565.809 1 11.45 91.59 28.33 56.0 (M:56.0) 1 1 1 R.KAFANPEDTASFGK.G Dimethyl: 1, 1, 14

4697 true 1787 1566.8399 1565.8453 1 -8.15 105.54 41.5 31.3 (M:31.3) 2 1 0 K.LYDAGVTPVFLTSR.Q Dimethyl: 1

4698 true 2037 1566.8859 1565.8777 1 0.61 108.92 43.5 64.5 (M:64.5) 1 1 0 K.LTPIAAQLQELEGR.V Dimethyl: 1

4699 true 563 1566.9234 1565.9141 1 1.29 124.92 32.5 31.8 (M:31.8) 1 1 0 K.VGQEIEVRPGIVSK.D Dimethyl: 1, 14



4700 true 373 1567.7001 1566.6845 1 5.33 53.15 22.33 69.2 (M:69.2) 1 1 0 K.HECQANGPEDLNR.A Carbamidomethyl: 3; Dimethyl: 1

4701 true 3051 1567.7581 1566.7541 1 -2.05 52.02 43.67 42.1 (M:42.1) 1 1 0 R.SDFFLEGPFMPPR.M Dimethyl: 1

4702 true 1833 1567.8214 1566.8191 1 -3.22 65.99 38.5 75.5 (M:75.5) 1 1 0 K.YELVDISQDNALR.E Dimethyl:2H(4): 1

4703 false 50 1567.8232 1566.7796 1 23.18 252.2 29.67 15.3 (M:15.3) 1 50 4 1 K.KQQMLENQMDVR.K Dimethyl:2H(4): 1; Oxidation: 4

4704 true 50 1567.8232 1566.8042 1 7.49 262.77 29.67 116.3 (M:116.3) 2 1 0 K.AFQTASQEIFNQK.T Dimethyl: 1, 13



4705 true 2264 1567.8796 1566.8745 1 -1.4 39.49 36.67 107.4 (M:107.4) 1 1 0 K.IFVGGLNPEATEEK.I Dimethyl:2H(4): 1, 14

4706 true 437 1567.8927 1566.8857 1 -0.18 65.88 31.17 93.6 (M:93.6) 1 1 0 K.IVIGYQSHADTATK.S Dimethyl:2H(4): 1, 14

4707 true 3147 1567.8989 1566.8919 1 -0.17 75.13 44.5 15.5 (M:15.5) 1 1 0 K.EQEILAAIGADLHK.C Dimethyl:2H(4): 1; Dimethyl: 14

4708 true 1709 1567.942 1566.9506 1 -10.16 98.51 40.33 68.5 (M:68.5) 1 1 0
R.TLTPMVTGTSVLGVK.
F Dimethyl:2H(4): 1, 15

4709 true 69 1568.6916 1567.6875 1 -2.03 135.91 24.67 44.5 (M:44.5) 1 1 0 K.GEECQYPPTQDGR.T
Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



4710 false 1637 1568.7829 1567.7884 1 -8.2 79.63 33.33 16.9 (M:16.9) 1 2 1 R.MALLMAEMSRLVR.G Oxidation: 1, 5, 8

4711 true 2021 1568.7925 1567.7854 1 -0.09 163.06 40.5 60.3 (M:60.3) 2 1 0 K.MINFSVPDTIDER.T Dimethyl:2H(4): 1

4712 true 1982 1568.8089 1567.8068 1 -3.32 152.73 43 50.0 (M:50.0) 2 1 1 R.AKFEELNMDLFR.S Dimethyl: 1, 2

4713 true 298 1568.8147 1567.8107 1 -2.05 171.76 30 54.0 (M:54.0) 1 1 0
K.APVIQQTVDYGHGR.
D Dimethyl: 1

4714 true 525 1568.8672 1567.857 1 1.86 102.23 31 51.8 (M:51.8) 1 1 1 K.EAAKVPQAVSEVER.A Dimethyl: 1, 4



4715 true 1937 1568.8777 1567.8731 1 -1.69 77.4 34.83 56.5 (M:56.5) 1 1 0 R.QIQSLTCEVDALK.G
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 13

4716 true 2125 1568.9151 1567.9123 1 -2.88 75.43 42.83 45.1 (M:45.1) 1 1 0 R.DAVIIDPVLETVPR.D Dimethyl:2H(4): 1

4717 true 345 1568.969 1567.9509 1 6.91 128.24 29.17 46.3 (M:46.3) 1 1 1 R.RKPDTIEVQQMK.A Dimethyl:2H(4): 1, 2, 12

4718 true 345 1568.969 1567.9509 1 6.91 128.24 29.17 46.3 (M:46.3) 1 1 1 R.RKPDTIEVQQMK.A Dimethyl:2H(4): 1, 2, 12

4719 true 501 1569.8566 1568.8439 1 3.47 114.19 31.33 68.0 (M:68.0) 1 1 0 K.LYDPGQQYASHVK.Q Dimethyl:2H(4): 1, 13



4720 true 951 1569.8885 1568.8774 1 2.42 129.64 33.17 79.7 (M:79.7) 1 1 0 K.QTLPQSIEQLTQK.S Dimethyl: 1, 13

4721 true 1245 1570.7668 1569.7548 1 3.02 146.8 35.17 84.2 (M:84.2) 3 1 0 R.VTWDSSFCAVNPR.F
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

4722 true 418 1570.8987 1569.8867 1 2.99 61.82 31 24.3 (M:24.3) 1 1 1 R.ERHPGSFDVVHVK.D Dimethyl:2H(4): 1, 13

4723 true 2024 1570.9082 1569.9028 1 -1.23 96.4 43.5 54.7 (M:54.7) 1 1 0 K.LTPIAAQLQELEGR.V Dimethyl:2H(4): 1

4724 true 374 1571.7279 1570.7096 1 7.04 92.11 22.33 88.4 (M:88.4) 1 1 0 K.HECQANGPEDLNR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1



4725 true 3072 1571.7873 1570.7792 1 0.56 37.75 43.67 27.6 (M:27.6) 1 1 0 R.SDFFLEGPFMPPR.M Dimethyl:2H(4): 1

4726 true 918 1571.8326 1570.8299 1 -2.9 105.58 32.67 62.9 (M:62.9) 2 1 1
R.VKEGMNVVEAMER.
C Dimethyl:2H(4): 1, 2; Oxidation: 5

4727 true 575 1571.8453 1570.8299 1 5.19 117.77 30 38.2 (M:38.2) 1 1 1
R.VKEGMNVVEAMER.
C

Dimethyl:2H(4): 1, 2; Oxidation: 
11

4728 true 1759 1572.7191 1571.7112 1 0.37 107.27 34.17 41.8 (M:41.8) 1 1 1 K.NYDPMKDFEAMR.A Dimethyl: 1, 6

4729 true 1678 1572.8231 1571.8133 1 1.57 62.36 36.67 25.1 (M:25.1) 1 1 0 K.YLDTIPSGQYLDR.S Dimethyl:2H(4): 1



4730 true 287 1572.8455 1571.8358 1 1.52 116.4 30 39.9 (M:39.9) 1 1 0
K.APVIQQTVDYGHGR.
D Dimethyl:2H(4): 1

4731 false 287 1572.8455 1571.8457 1 -4.77 145.89 30 16.4 (M:16.4) 1 2 1
K.ADGAPLEGTDITPKR.
D Dimethyl:2H(4): 1

4732 true 686 1572.8963 1571.8784 1 6.77 75.14 33.17 77.4 (M:77.4) 1 1 0
K.LQAEAPHIVVGTPGR.
V Dimethyl: 1

4733 true 3149 1573.8154 1572.8188 1 -6.75 44.68 44.5 36.5 (M:36.5) 1 1 0 K.LEAIPFHSLLQYD.- Dimethyl: 1

4734 true 171 1573.8371 1572.8107 1 12.13 94.72 26.5 23.7 (M:23.7) 1 1 1 R.ITAGGTDNEENLKR.L Dimethyl: 1, 13



4735 true 508 1573.8424 1572.826 1 5.79 69.49 30.5 86.3 (M:86.3) 1 1 0
K.QVFVAPGNAGTANS
GK.I Dimethyl: 1, 16

4736 true 3487 1573.8595 1572.8545 1 -1.46 99.38 47.5 33.4 (M:33.4) 1 1 0
K.VVVVDDLLATGGTM
R.A Dimethyl: 1

4737 true 227 1574.9821 1573.9643 1 6.67 119.8 33 21.6 (M:21.6) 1 1 0 K.VGQEIEVRPGIVSK.D Dimethyl:2H(4): 1, 14

4738 true 474 1576.7289 1575.7376 1 -10.14 70.71 27.83 89.6 (M:89.6) 1 1 0 K.SVTEQGAELSNEER.N Dimethyl: 1

4739 true 750 1576.7497 1575.743 1 -0.34 157.21 31.17 37.5 (M:37.5) 2 1 1 K.ADDFSHPAYVDRR.D Dimethyl: 1



4740 true 2493 1576.7526 1575.7351 1 6.44 132.41 37.67 46.2 (M:46.2) 1 1 0 R.GLPWSCSTEEVQR.F Carbamidomethyl: 6; Dimethyl: 1

4741 true 3716 1576.8198 1575.8079 1 2.93 93.46 48.17 36.2 (M:36.2) 1 1 0 R.QVEVINFGDCLVR.S
Carbamidomethyl: 10; Dimethyl: 
1

4742 true 687 1576.9235 1575.9035 1 8.1 98.36 33.17 120.3 (M:120.3) 3 1 0
K.LQAEAPHIVVGTPGR.
V Dimethyl:2H(4): 1

4743 true 1355 1576.9935 1575.984 1 1.41 67.89 45.67 61.4 (M:61.4) 1 1 0 R.GQVPPLVTTNFLVK.D Dimethyl:2H(4): 1, 14

4744 true 909 1577.6882 1576.6762 1 2.98 154.05 32.67 75.9 (M:75.9) 1 1 0 K.LFQECCPHSTDR.V
Carbamidomethyl: 5, 6; Dimethyl: 
1



4745 true 522 1577.7271 1576.7126 1 4.56 89.79 31.67 37.3 (M:37.3) 1 1 0 R.ELPGHTGYLSCCR.F
Carbamidomethyl: 11, 12; 
Dimethyl: 1

4746 true 1418 1577.7847 1576.7824 1 -3.12 218.46 37.83 34.4 (M:34.4) 2 1 0
K.GAVYSFDPVGSYQR.
D Dimethyl:2H(4): 1

4747 true 1702 1577.9131 1576.9065 1 -0.41 64.83 40 17.1 (M:17.1) 1 1 0 K.EEQHQLAVTAFLK.N Dimethyl:2H(4): 1, 13

4748 true 1851 1578.835 1577.8174 1 6.57 109.36 41 58.9 (M:58.9) 1 1 0 R.AMQNFLQLPEAER.D Dimethyl:2H(4): 1

4749 true 194 1578.8759 1577.8665 1 1.39 150.66 29 112.4 (M:112.4) 2 1 1 K.IVADKDYAVTANSK.I Dimethyl: 1, 5, 14



4750 true 464 1578.883 1577.8653 1 6.6 65.92 31.17 58.0 (M:58.0) 1 1 0 K.AQPVFSVGQSEHTK.E Dimethyl:2H(4): 1, 14

4751 true 3393 1578.9094 1577.9141 1 -7.58 125.27 46.5 94.9 (M:94.9) 2 1 0
R.ALIAGGGAPEIELALR.
L Dimethyl: 1

4752 true 654 1579.6792 1578.6832 1 -7.13 61.55 29.83 54.5 (M:54.5) 1 1 0
R.ELDDATETADAMNR.
E Dimethyl: 1

4753 true 935 1579.7607 1578.7746 1 -13.37 255.38 32.83 18.6 (M:18.6) 1 1 1
R.VKEGMNVVEAMER.
C Oxidation: 5, 11; Dimethyl: 1, 2

4754 true 1244 1579.7893 1578.789 1 -4.41 90.53 33.5 63.6 (M:63.6) 2 1 0 R.TYLVNSDGEEVAVR.T Dimethyl: 1



4755 true 1187 1579.8435 1578.8366 1 -0.19 121.11 31 102.1 (M:102.1) 3 1 1 K.IQDKEGIPPDQQR.L Dimethyl: 1, 4

4756 true 1446 1579.8656 1578.8713 1 -8.23 170.69 36.33 63.0 (M:63.0) 2 1 0 R.VCENIPIVLCGNK.V
Carbamidomethyl: 2, 10; 
Dimethyl:2H(4): 1, 13

4757 true 1895 1580.7534 1579.7552 1 -5.72 97.56 38.67 36.8 (M:36.8) 1 1 0 K.MINFSVPDTIDER.T Oxidation: 1; Dimethyl: 1

4758 true 475 1580.7554 1579.7628 1 -9.22 88.15 27.83 70.2 (M:70.2) 1 1 0 K.SVTEQGAELSNEER.N Dimethyl:2H(4): 1

4759 true 1799 1580.7648 1579.7614 1 -2.46 127.75 34.17 22.9 (M:22.9) 1 1 1 K.NYDPMKDFEAMR.A Dimethyl:2H(4): 1, 6



4760 true 751 1580.7699 1579.7681 1 -3.49 216.42 31.17 35.3 (M:35.3) 1 1 1 K.ADDFSHPAYVDRR.D Dimethyl:2H(4): 1

4761 true 2453 1580.775 1579.7602 1 4.72 182.36 37.67 52.6 (M:52.6) 1 1 0 R.GLPWSCSTEEVQR.F
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4762 true 3717 1580.8443 1579.833 1 2.54 149.49 48.17 20.5 (M:20.5) 1 1 0 R.QVEVINFGDCLVR.S
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

4763 true 1706 1580.9628 1579.9615 1 -3.76 105.39 40.83 92.7 (M:92.7) 2 1 1 K.KYDAFLASESLIK.Q Dimethyl:2H(4): 1, 1, 13

4764 true 910 1581.7118 1580.7014 1 2.03 129.51 32.67 106.1 (M:106.1) 1 1 0 K.LFQECCPHSTDR.V
Carbamidomethyl: 5, 6; 
Dimethyl:2H(4): 1



4765 true 1711 1581.7465 1580.7392 1 0.01 73.79 37 40.0 (M:40.0) 1 1 0 K.FLEDSLSMTPEER.A Dimethyl: 1

4766 true 523 1581.7518 1580.7377 1 4.26 67.46 31.67 68.3 (M:68.3) 1 1 0 R.ELPGHTGYLSCCR.F
Carbamidomethyl: 11, 12; 
Dimethyl:2H(4): 1

4767 true 1431 1581.7714 1580.7623 1 1.13 147.57 38.17 102.1 (M:102.1) 2 1 0 R.EAYPGDVFYLHSR.L Dimethyl: 1

4768 true 2222 1581.8142 1580.8021 1 3.04 202.32 44.67 47.0 (M:47.0) 1 1 0 R.QTFSPFGQIMEIR.V Dimethyl: 1

4769 true 1659 1581.909 1580.9076 1 -3.67 56.94 38.67 44.2 (M:44.2) 1 1 0
R.SLLVTPEPLPAAGER.
A Dimethyl:2H(4): 1



4770 true 3266 1581.9122 1580.9138 1 -5.57 138.07 46.67 57.9 (M:57.9) 1 1 0 K.LLAPIETLTADQIR.Q Dimethyl: 1

4771 false 3266 1581.9122 1580.9138 1 -5.57 108.95 46.67 15.1 (M:15.1) 1 4 0 K.LLEQALVIEEQLR.R Dimethyl: 1

4772 true 795 1582.7418 1581.7457 1 -7.05 30.97 30.83 54.1 (M:54.1) 2 1 0 K.LENAIATQTDYCR.S
Carbamidomethyl: 12; Dimethyl: 
1

4773 true 577 1582.8794 1581.8614 1 6.75 131.82 30 56.5 (M:56.5) 1 99.87 1 1 K.NPLPTKETIEQEK.Q Dimethyl: 1, 13

4774 true 2009 1582.9445 1581.9392 1 -1.26 221.24 43.33 87.4 (M:87.4) 2 1 0
R.ALIAGGGAPEIELALR.
L Dimethyl:2H(4): 1



4775 true 35 1583.767 1582.7336 1 16.55 62.27 24.5 20.6 (M:20.6) 1 1 0
K.HNGPTDTTNDGTVV
R.L

4776 true 2107 1583.7947 1582.7991 1 -7.37 94.91 35.83 77.9 (M:77.9) 1 1 0 K.SLTNDWEDHLAVK.L Dimethyl: 1, 13

4777 true 2107 1583.7947 1582.7991 1 -7.37 94.91 35.83 77.9 (M:77.9) 1 1 0 K.SLTNDWEDHLAVK.H Dimethyl: 1, 13

4778 true 2921 1583.8105 1582.8141 1 -6.81 73.86 40 44.5 (M:44.5) 3 1 0 R.TYLVNSDGEEVAVR.T Dimethyl:2H(4): 1

4779 true 1737 1583.8484 1582.8479 1 -4.28 134.6 40.83 37.8 (M:37.8) 1 1 0 K.NVYVCTGPLYLPR.M
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1



4780 false 3099 1583.8825 1582.8389 1 22.92 105.47 44 20.7 (M:20.7) 1 2 1 K.LDNVMLDKEGHIK.I Oxidation: 5; Dimethyl: 1, 13

4781 true 1896 1584.777 1583.7803 1 -6.69 136.39 38.67 47.8 (M:47.8) 1 1 0 K.MINFSVPDTIDER.T Dimethyl:2H(4): 1; Oxidation: 1

4782 true 3419 1584.797 1583.8018 1 -7.6 187.89 46.67 24.3 (M:24.3) 1 1 0
K.VVIGMDVAASEFYR.
D Dimethyl: 1

4783 true 1656 1584.8222 1583.8102 1 3.02 118.28 40.17 36.7 (M:36.7) 1 1 0 K.ITDVIIGFQACCR.G
Carbamidomethyl: 11, 12; 
Dimethyl:2H(4): 1

4784 true 1312 1584.824 1583.8341 1 -11.01 168.74 38 118.7 (M:118.7) 4 1 0 R.VPTPNVSVVDLTCR.L
Carbamidomethyl: 13; Dimethyl: 
1



4785 true 3021 1584.8818 1583.8883 1 -8.69 95.15 43.17 39.8 (M:39.8) 1 1 0 K.GVDEVTIINILTNR.S Dimethyl: 1

4786 true 603 1584.9183 1583.9134 1 -1.53 65.58 32.67 40.0 (M:40.0) 1 1 0 K.TGTAEELKPSQVLK.T Dimethyl: 1, 8, 14

4787 true 882 1585.6004 1584.6039 1 -6.75 85.07 31.33 67.5 (M:67.5) 1 1 0 R.ESSYACYYDDER.Q Carbamidomethyl: 6; Dimethyl: 1

4788 true 1432 1585.7988 1584.7874 1 2.55 180.6 38.17 77.3 (M:77.3) 2 1 0 R.EAYPGDVFYLHSR.L Dimethyl:2H(4): 1

4789 false 1262 1585.8274 1584.7908 1 18.51 192.91 36 15.4 (M:15.4) 1 2 0 K.TALANPLYCPDYR.I
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



4790 true 2223 1585.8408 1584.8272 1 3.97 197.32 44.67 56.9 (M:56.9) 1 1 0 R.QTFSPFGQIMEIR.V Dimethyl:2H(4): 1

4791 true 1325 1587.7858 1586.7788 1 -0.18 80.65 34 31.3 (M:31.3) 1 1 0 R.EVQDLEEINTVDR.S Dimethyl: 1

4792 true 1818 1587.8267 1586.8338 1 -9.07 130.17 38.17 49.6 (M:49.6) 1 1 0
K.QLGCGTALSALPESK.
Y

Carbamidomethyl: 4; Dimethyl: 1, 
15

4793 true 79 1587.8548 1586.8417 1 3.67 230.38 30.33 61.2 (M:61.2) 1 1 0 R.YETTANLGTAHLLR.L Dimethyl: 1

4794 true 62 1587.9019 1586.8868 1 4.93 97.7 21.33 95.8 (M:95.8) 3 1 1 K.IQDKEGIPPDQQR.L Dimethyl:2H(4): 1, 4



4795 true 3310 1588.8264 1587.8269 1 -4.87 229.69 46.67 45.3 (M:45.3) 1 1 0
K.VVIGMDVAASEFYR.
D Dimethyl:2H(4): 1

4796 true 1660 1588.8487 1587.8508 1 -5.93 77.48 33.67 55.1 (M:55.1) 1 1 0 K.LYTLVLTDPDAPSR.K Dimethyl: 1

4797 true 469 1588.8669 1587.8592 1 0.24 296.79 41 136.3 (M:136.3) 6 1 0 R.VPTPNVSVVDLTCR.L
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

4798 false 469 1588.8669 1587.8403 1 12.17 405.81 41 20.0 (M:20.0) 1 3 1
R.QMADTGKLNTLLQR.
A

4799 true 289 1588.8971 1587.872 1 11.22 199.99 27.67 16.4 (M:16.4) 1 1 1 R.VVSSIEQKTEGAEK.K Dimethyl: 1, 8, 14



4800 true 1152 1588.937 1587.9399 1 -6.37 93.94 40 61.0 (M:61.0) 1 1 0
K.GHAVNLLDVPVPVAR
.K Dimethyl:2H(4): 1

4801 false 1171 1589.7774 1588.7555 1 9.16 81.17 33.17 42.9 (M:42.9) 1 2 0 R.ELPPDQAEYCIAR.M
Carbamidomethyl: 10; Dimethyl: 
1

4802 true 1171 1589.7774 1588.7944 1 -15.3 62.99 33.17 44.4 (M:44.4) 1 1 0 R.ILGADTSAELEETGR.V Dimethyl: 1

4803 true 775 1589.8121 1588.8097 1 -3.07 60.13 28.83 65.7 (M:65.7) 1 1 0 R.ALFTDKPEEEAQR.I Dimethyl: 1, 6

4804 true 936 1589.8165 1588.7958 1 8.48 149.02 32.83 99.6 (M:99.6) 1 1 0
K.ALPQEHAGSPDVQG
R.L Dimethyl: 1



4805 true 112 1589.8689 1588.8562 1 3.45 54.12 26 36.3 (M:36.3) 1 1 1 R.AFHNEAQVNPDRK.N Dimethyl:2H(4): 1, 13

4806 true 3267 1589.8714 1588.8763 1 -7.62 135.32 45.5 25.1 (M:25.1) 1 1 0 K.SPQTPELVEALAFR.E Dimethyl:2H(4): 1

4807 true 599 1590.8247 1589.8162 1 0.77 143.58 30.17 53.9 (M:53.9) 2 1 1 K.LTRDETNYGIPQR.A Dimethyl: 1

4808 true 2354 1590.8483 1589.8487 1 -4.85 115.37 46.33 50.7 (M:50.7) 1 1 0 K.LSCQPLLSLDNFK.L
Carbamidomethyl: 3; Dimethyl: 1, 
13

4809 true 209 1590.9527 1589.9418 1 2.26 93.71 29 76.1 (M:76.1) 1 1 1 K.IVADKDYAVTANSK.I Dimethyl:2H(4): 1, 5, 14



4810 true 1996 1591.756 1590.7202 1 17.91 94.78 40 25.1 (M:25.1) 1 1 1 M.GTRDDEYDYLFK.V Acetyl: 1; Dimethyl: 12

4811 true 1225 1591.8087 1590.8175 1 -10.09 62.88 33.33 16.7 (M:16.7) 1 1 0
K.LASMSPVGTDLETVK.
Q Oxidation: 4; Dimethyl: 1

4812 true 1604 1591.84 1590.8294 1 2.09 78.24 39.33 46.1 (M:46.1) 1 1 0 K.THSFSVEEYVLPK.F Dimethyl: 1, 13

4813 true 745 1591.8488 1590.8262 1 9.63 77.54 34.17 65.3 (M:65.3) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; Dimethyl: 
1, 14

4814 true 745 1591.8488 1590.8262 1 9.63 77.54 34.17 65.3 (M:65.3) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; Dimethyl: 
1, 14



4815 true 745 1591.8488 1590.8262 1 9.63 77.54 34.17 65.3 (M:65.3) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; Dimethyl: 
1, 14

4816 true 80 1591.8799 1590.8668 1 3.65 292.64 30.33 75.6 (M:75.6) 1 1 0 R.YETTANLGTAHLLR.L Dimethyl:2H(4): 1

4817 true 3100 1591.9667 1590.9684 1 -5.66 46.39 44 61.0 (M:61.0) 1 1 0 R.LQEVIENLLSLEK.Q Dimethyl:2H(4): 1, 13

4818 false 1580 1592.7733 1591.7698 1 -2.39 105.08 36.83 15.2 (M:15.2) 1 2 1
K.SMDAVEQAAAEMKR
.N Dimethyl: 1, 13

4819 true 2369 1592.8024 1591.8094 1 -8.96 110.41 37.5 68.5 (M:68.5) 1 1 0
R.ASAELALGENSEAFK.
S Dimethyl: 1, 15



4820 true 3151 1592.8439 1591.8531 1 -10.35 110.89 44.67 87.2 (M:87.2) 1 1 0 K.TFAPEEISAMVLTK.M Dimethyl: 1, 14

4821 true 1661 1592.8751 1591.8759 1 -5.11 96.85 33.67 64.7 (M:64.7) 1 1 0 K.LYTLVLTDPDAPSR.K Dimethyl:2H(4): 1

4822 false 1661 1592.8751 1591.8583 1 5.95 129.31 33.67 15.5 (M:15.5) 1 2 0
R.APPDAAHPTPPRPLR.
T

4823 true 1172 1593.7948 1592.7806 1 4.33 111.68 33.17 37.4 (M:37.4) 1 1 0 R.ELPPDQAEYCIAR.M
Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

4824 false 1172 1593.7948 1592.8195 1 -20.07 128.69 33.17 29.4 (M:29.4) 1 2 0 R.ILGADTSAELEETGR.V Dimethyl:2H(4): 1



4825 true 853 1593.8375 1592.841 1 -6.74 55.54 31 57.2 (M:57.2) 1 1 0
M.SETAPVAAPAVSAPG
AK.A Acetyl: 1; Dimethyl: 17

4826 true 1878 1593.8381 1592.8232 1 4.76 124.73 41.17 26.2 (M:26.2) 1 1 1 R.CQSLIEDLEFRK.N
Carbamidomethyl: 1; Dimethyl: 1, 
12

4827 false 1392 1594.7937 1593.7821 1 2.71 83.95 35.33 20.9 (M:20.9) 1 2 1 R.CQSLQEDLDFRK.N
Carbamidomethyl: 1; Dimethyl: 1, 
12

4828 true 2108 1594.813 1593.8039 1 1.14 111.9 36.33 117.0 (M:117.0) 2 1 0 R.ITPSYVAFTPEGER.L Dimethyl: 1

4829 true 2393 1594.9386 1593.9243 1 4.43 129.95 47.17 74.6 (M:74.6) 1 1 0 R.QVAVVPQEPLLFAR.S Dimethyl: 1



4830 true 1997 1595.8011 1594.8028 1 -5.67 101.82 40.33 50.1 (M:50.1) 1 1 0 -.ADQLTEEQIAEFK.E Dimethyl:2H(4): 13; Acetyl: 1

4831 true 997 1595.8084 1594.7852 1 9.99 183.03 34.83 20.7 (M:20.7) 1 1 0
R.ANEHQGIGFLNDPR.
R Dimethyl: 1

4832 true 2089 1595.9298 1594.9294 1 -4.3 117.06 44.67 87.4 (M:87.4) 2 1 0 R.TIAIIAEGIPEALTR.K Dimethyl: 1

4833 true 1356 1596.8104 1595.7944 1 5.47 119.34 37.67 38.4 (M:38.4) 1 1 0 K.QGGPTYYIDTNALR.V Dimethyl: 1

4834 true 616 1596.8926 1595.877 1 5.2 118.07 30.17 75.9 (M:75.9) 1 1 1 K.NPLPSKETIEQEK.Q Dimethyl: 1, 6, 13



4835 true 8 1597.7536 1596.7492 1 -1.82 155.7 24.83 70.9 (M:70.9) 1 1 0
K.DGSGQHVDVSPTSQ
R.L Dimethyl: 1

4836 true 201 1597.7718 1596.7532 1 7.06 94.99 27.17 49.1 (M:49.1) 1 1 0 K.FESEPATHNEPGVR.L Dimethyl: 1

4837 true 825 1597.8641 1596.8661 1 -5.79 53.1 31 94.9 (M:94.9) 1 1 0
M.SETAPVAAPAVSAPG
AK.A Dimethyl:2H(4): 17; Acetyl: 1

4838 true 609 1597.8718 1596.8708 1 -3.95 47.87 36 15.1 (M:15.1) 1 1 0 K.NVALLSQLCHSPAR.R
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

4839 true 123 1598.7654 1597.7485 1 6.02 254.87 28.33 93.3 (M:93.3) 3 1 0
K.EVYQQQQFSSGGGR.
G Dimethyl: 1



4840 true 2199 1598.8414 1597.829 1 3.22 160.68 36.33 108.2 (M:108.2) 2 1 0 R.ITPSYVAFTPEGER.L Dimethyl:2H(4): 1

4841 true 3364 1598.8728 1597.8654 1 0.13 144.75 46.33 49.8 (M:49.8) 1 1 0 K.LLPQLTYLDGYDR.D Dimethyl:2H(4): 1

4842 true 2355 1598.9544 1597.9494 1 -1.38 146.73 47.17 92.4 (M:92.4) 1 1 0 R.QVAVVPQEPLLFAR.S Dimethyl:2H(4): 1

4843 true 2141 1599.7734 1598.7763 1 -6.38 78.11 43.33 40.2 (M:40.2) 1 1 0 -.MEPFPSDQIQLPR.N Acetyl: 1

4844 true 746 1599.8956 1598.8764 1 7.46 58.56 34.17 99.6 (M:99.6) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1, 14



4845 true 746 1599.8956 1598.8764 1 7.46 58.56 34.17 99.6 (M:99.6) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1, 14

4846 true 746 1599.8956 1598.8764 1 7.46 58.56 34.17 99.6 (M:99.6) 1 1 0 R.GCALQCAILSPAFK.V
Carbamidomethyl: 2, 6; 
Dimethyl:2H(4): 1, 14

4847 true 1598 1599.907 1598.916 1 -10.13 69.24 33 60.3 (M:60.3) 1 1 0 K.LFQEDNGLPVYLK.G Dimethyl:2H(4): 1, 13

4848 true 3239 1599.9571 1598.9545 1 -2.91 145.1 45.17 77.5 (M:77.5) 2 1 0 R.TIAIIAEGIPEALTR.K Dimethyl:2H(4): 1

4849 true 2416 1600.7386 1599.7351 1 -2.41 96.81 37.33 44.6 (M:44.6) 1 1 0 K.IYTFGCNDEGALGR.D Carbamidomethyl: 6; Dimethyl: 1



4850 true 1614 1600.7777 1599.7831 1 -7.93 82.57 35.83 98.8 (M:98.8) 1 1 0 K.LEVEANNAFDQYR.D Dimethyl:2H(4): 1

4851 true 1938 1600.8015 1599.7967 1 -1.54 85.05 35 63.0 (M:63.0) 1 1 0
K.VVIGMDVAASEFYR.
D Oxidation: 5; Dimethyl: 1

4852 true 1357 1600.8366 1599.8195 1 6.18 134.89 37.67 70.2 (M:70.2) 2 1 0 K.QGGPTYYIDTNALR.V Dimethyl:2H(4): 1

4853 true 465 1600.8619 1599.8497 1 3.07 69.6 31.17 66.4 (M:66.4) 1 1 0 K.ITDIHGNSFQYNK.E Dimethyl:2H(4): 1, 13

4854 true 3171 1600.9052 1599.9033 1 -3.41 111.03 44.67 98.0 (M:98.0) 1 1 0 K.TFAPEEISAMVLTK.M Dimethyl:2H(4): 1, 14



4855 true 2922 1600.9474 1599.9513 1 -6.98 68.98 40 30.8 (M:30.8) 1 1 1 R.EVIPTDKEEVAFK.D Dimethyl:2H(4): 1, 7, 13

4856 true 919 1601.7552 1600.7555 1 -4.79 131.21 32.83 36.0 (M:36.0) 1 1 0 K.NSCPPVAEEFGNPK.N
Carbamidomethyl: 3; Dimethyl: 1, 
14

4857 true 1769 1601.7754 1600.7767 1 -5.31 87.12 37.5 44.1 (M:44.1) 1 1 0 R.DVLICPDASLEDAR.K Carbamidomethyl: 5; Dimethyl: 1

4858 true 9 1601.7786 1600.7743 1 -1.89 153.41 24.83 47.7 (M:47.7) 1 1 0
K.DGSGQHVDVSPTSQ
R.L Dimethyl:2H(4): 1

4859 true 1868 1601.8905 1600.8734 1 6.13 106.69 41.17 32.7 (M:32.7) 1 1 1 R.CQSLIEDLEFRK.N
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12



4860 true 873 1602.7829 1601.7736 1 1.27 137.32 32.33 30.5 (M:30.5) 1 1 0
K.EVYQQQQFSSGGGR.
G Dimethyl:2H(4): 1

4861 true 1351 1602.8422 1601.8323 1 1.63 86 35.33 58.9 (M:58.9) 1 1 1 R.CQSLQEDLDFRK.N
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 12

4862 true 2685 1602.8567 1601.8811 1 -19.72 64.05 39 34.3 (M:34.3) 1 1 1 K.CAADLSIDAITKLR.G
Carbamidomethyl: 1; Dimethyl: 1, 
12

4863 true 3488 1602.8697 1601.8625 1 0 89.88 47 83.1 (M:83.1) 1 1 0
R.IASAVEAILTADSASR.
K Dimethyl: 1

4864 true 1518 1602.8924 1601.9029 1 -11.07 160.75 36.5 27.8 (M:27.8) 1 1 0 K.VLEQLTGQTPVFSK.A Dimethyl: 1, 14



4865 true 1017 1603.7115 1602.6984 1 3.62 91 29.83 31.7 (M:31.7) 1 1 0 K.TTVGECSYNEYPR.N Carbamidomethyl: 6; Dimethyl: 1

4866 true 2573 1603.9362 1602.9283 1 0.4 84.27 48.5 36.6 (M:36.6) 1 1 0
R.SVVGTPAYLAPEVLR.
S Dimethyl:2H(4): 1

4867 true 2370 1604.7617 1603.7602 1 -3.62 143.48 37.33 59.7 (M:59.7) 1 1 0 K.IYTFGCNDEGALGR.D
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

4868 true 1973 1604.8234 1603.8218 1 -3.54 131.89 35 37.4 (M:37.4) 1 1 0
K.VVIGMDVAASEFYR.
D Dimethyl:2H(4): 1; Oxidation: 5

4869 true 605 1604.8236 1603.819 1 -1.66 109.64 32.67 56.8 (M:56.8) 2 1 0 R.LPACVVDCGTGYTK.L
Carbamidomethyl: 4, 8; 
Dimethyl:2H(4): 1, 14



4870 true 2040 1605.7515 1604.7359 1 5.2 114.37 40.83 54.3 (M:54.3) 1 1 0 R.YYGGTEFVDELER.L Dimethyl: 1

4871 true 2151 1606.722 1605.7127 1 1.25 129.23 44.33 98.7 (M:98.7) 1 1 0
M.SDQQLDCALDLMR.
R Carbamidomethyl: 7; Acetyl: 1

4872 true 116 1606.7255 1605.7172 1 0.68 116.4 26.83 68.6 (M:68.6) 1 1 0
K.QQAPGEHAGYDYSR.
C Dimethyl: 1

4873 true 786 1606.8217 1605.8111 1 2.1 113.7 31.5 69.7 (M:69.7) 1 1 0 R.SELEEIQVQHPNR.F Dimethyl: 1

4874 true 3489 1606.8956 1605.8876 1 0.5 106.97 47 108.8 (M:108.8) 1 1 0
R.IASAVEAILTADSASR.
K Dimethyl:2H(4): 1



4875 true 1395 1606.9693 1605.9694 1 -4.61 121.36 36.67 53.4 (M:53.4) 1 1 1 R.QRYEILTPNAIPK.G Dimethyl:2H(4): 1, 13

4876 true 1395 1606.9693 1605.9694 1 -4.61 121.36 36.67 53.4 (M:53.4) 1 1 1 R.QRYEILTPNAIPK.G Dimethyl:2H(4): 1, 13

4877 true 1861 1607.0148 1606.0157 1 -5.09 350.55 42.5 33.5 (M:33.5) 1 1 0 K.ITSEALLVTQQLVK.V Dimethyl:2H(4): 1, 14

4878 true 3073 1608.8207 1607.8229 1 -5.9 79.73 43.67 50.7 (M:50.7) 1 1 0 R.SLNSGMDEILAQFK.L Dimethyl: 1, 14

4879 true 1993 1608.8243 1607.8269 1 -6.13 113.71 39.17 23.3 (M:23.3) 1 1 1 R.MLFKDDYPSSPPK.C Dimethyl: 1, 4, 13



4880 true 1615 1608.8265 1607.8323 1 -8.09 39.82 33.17 38.3 (M:38.3) 2 1 0 K.GYAFVEFPTAEDAK.E Dimethyl:2H(4): 1, 14

4881 true 1326 1608.8445 1607.8308 1 4 124.3 35.67 42.4 (M:42.4) 2 1 0
R.YGPLTGVNVVYDQR.
T Dimethyl: 1

4882 true 617 1608.9564 1607.9524 1 -1.99 112.11 30.17 101.4 (M:101.4) 1 1 1 K.NPLPSKETIEQEK.Q Dimethyl:2H(4): 1, 6, 13

4883 true 960 1609.8374 1608.8247 1 3.42 128.38 29.67 19.8 (M:19.8) 1 59.05 1 1 R.YESLTDPSKLDTGK.D Dimethyl: 1, 14

4884 true 2011 1609.8421 1608.826 1 5.47 127.12 39.33 54.3 (M:54.3) 1 1 1
K.KAEAGAGAATEFQFR
.G Dimethyl: 1, 1



4885 false 1293 1610.7847 1609.7691 1 5.15 172.45 36.83 21.5 (M:21.5) 1 2 1
K.SKNQLEEMVMVDK.
Q Oxidation: 8, 10; Dimethyl: 13

4886 true 1293 1610.7847 1609.7643 1 8.17 156.73 36.83 63.5 (M:63.5) 1 1 0 K.NCLTNFHGMDLTR.D
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

4887 true 205 1610.8221 1609.7995 1 9.51 289.75 32.67 15.8 (M:15.8) 1 1 0
K.AHNQDLGLAGSCLAR
.F

Carbamidomethyl: 12; Dimethyl: 
1

4888 true 1640 1610.8423 1609.8352 1 -0.09 98.57 33.5 59.4 (M:59.4) 1 1 0 R.NLVPTDEITVYYR.S Dimethyl: 1

4889 true 3774 1610.8477 1609.8712 1 -19.11 -1 48.5 16.4 (M:16.4) 1 1 1 R.VISSIEQKTDTSDK.K Dimethyl:2H(4): 1; Dimethyl: 8



4890 true 787 1610.8478 1609.8362 1 2.68 157.07 31.5 43.1 (M:43.1) 1 1 0 R.SELEEIQVQHPNR.F Dimethyl:2H(4): 1

4891 true 1487 1610.9494 1609.9531 1 -6.79 151.93 36.5 67.9 (M:67.9) 1 1 0 K.VLEQLTGQTPVFSK.A Dimethyl:2H(4): 1, 14

4892 true 1326 1610.9813 1609.9858 1 -7.31 133.7 44.5 19.8 (M:19.8) 1 1 0
K.LLGQFTLVGIPPAPR.
G Dimethyl:2H(4): 1

4893 true 548 1611.7236 1610.7536 1 -23.16 51.44 29.17 105.8 (M:105.8) 1 1 0 K.VDDEENEHQLSLR.T Dimethyl: 1

4894 true 38 1611.7988 1610.7649 1 16.52 79.69 24.5 70.0 (M:70.0) 1 1 0
K.HNGPTDTTNDGTVV
R.L Dimethyl: 1



4895 true 1281 1612.8614 1611.8559 1 -1.08 193.75 35.67 87.1 (M:87.1) 2 1 0
R.YGPLTGVNVVYDQR.
T Dimethyl:2H(4): 1

4896 true 335 1612.8662 1611.8621 1 -1.92 156.73 30.5 112.9 (M:112.9) 2 1 1 M.THQYPALTAEQKK.E Acetyl: 1; Dimethyl: 12, 13

4897 false 394 1612.8682 1611.8398 1 13.1 160.14 29.83 17.4 (M:17.4) 1 2 1 R.GSIVSKLLASMMCK.A
Carbamidomethyl: 13; Oxidation: 
11, 12; Dimethyl: 6, 14

4898 true 2459 1613.8048 1612.7993 1 -1.12 126.57 47.33 56.3 (M:56.3) 1 1 0 R.FELGCYALCPSIK.V
Carbamidomethyl: 5, 9; Dimethyl: 
1, 13

4899 true 1103 1613.8434 1612.842 1 -3.7 108.52 30.5 54.0 (M:54.0) 1 1 1 R.IEDVTPIPSDSTRR.K Dimethyl: 1



4900 true 45 1614.725 1613.7169 1 0.48 103.47 24.33 89.5 (M:89.5) 1 1 0
K.AEEDPASGTAPQEER.
S Dimethyl: 1

4901 true 602 1614.8045 1613.7984 1 -0.71 117.7 31.67 64.0 (M:64.0) 1 1 0
R.GPMGGGPQGPGGP
PGGGPK.S Dimethyl: 1, 19

4902 true 2322 1614.8465 1613.8373 1 1.17 129.28 36.83 44.5 (M:44.5) 1 1 0 R.NLGSINTELQDVQR.I Dimethyl: 1

4903 false 2322 1614.8465 1613.8274 1 7.3 152.8 36.83 17.2 (M:17.2) 1 2 1
R.YIAHGATGKGNDQVR
.F Dimethyl: 1

4904 true 1543 1614.874 1613.8698 1 -1.94 76.86 36.5 79.5 (M:79.5) 1 1 0 K.IVLTNPVCTEVGEK.I
Carbamidomethyl: 8; Dimethyl: 1, 
14



4905 true 1289 1614.9189 1613.8963 1 9.49 129.58 42.67 52.1 (M:52.1) 1 1 0 R.INMPIPTFASLNLR.E Dimethyl: 1

4906 true 549 1615.7536 1614.7787 1 -20.09 69.74 29.17 107.6 (M:107.6) 2 1 0 K.VDDEENEHQLSLR.T Dimethyl:2H(4): 1

4907 true 39 1615.8248 1614.79 1 17.02 98.81 24.5 65.1 (M:65.1) 1 1 0
K.HNGPTDTTNDGTVV
R.L Dimethyl:2H(4): 1

4908 true 27 1615.8348 1614.8036 1 14.83 94.81 19.83 38.5 (M:38.5) 1 1 0 K.TAQVQGQSCEPNLK.I
Carbamidomethyl: 9; Dimethyl: 1, 
14

4909 true 1788 1616.0057 1615.016 1 -10.85 231.07 41.5 93.3 (M:93.3) 1 1 0
R.VLGVPIIVQASQAEK.
N Dimethyl:2H(4): 1, 15



4910 false 1995 1616.8641 1615.8771 1 -12.56 98.13 39.17 17.5 (M:17.5) 1 2 1 R.MLFKDDYPSSPPK.C
Dimethyl:2H(4): 1, 4; Dimethyl: 
13

4911 true 3074 1616.8658 1615.8731 1 -8.99 153.56 43.67 35.8 (M:35.8) 1 1 0 R.SLNSGMDEILAQFK.L Dimethyl:2H(4): 1, 14

4912 true 2686 1616.8806 1615.8781 1 -2.97 139.8 39 89.9 (M:89.9) 2 1 1 R.ELISNSSDALDKIR.Y Dimethyl: 1, 12

4913 true 651 1617.0217 1616.0051 1 5.78 100.78 33 118.9 (M:118.9) 3 1 1 K.IKGEHPGLSIGDVAK.K Dimethyl:2H(4): 1, 2, 15

4914 true 3174 1617.8587 1616.8522 1 -0.48 174.01 46.17 73.2 (M:73.2) 1 1 0 K.EAINVEQAFQTIAR.N Dimethyl: 1



4915 true 2012 1617.8931 1616.8762 1 5.93 100.01 39.33 52.8 (M:52.8) 2 1 1
K.KAEAGAGAATEFQFR
.G Dimethyl:2H(4): 1, 1

4916 true 1582 1617.9375 1616.9337 1 -2.15 90.28 36.83 20.4 (M:20.4) 1 1 1 R.KGVEGLIDIENPNR.V Dimethyl:2H(4): 1, 1

4917 true 20 1618.8023 1617.7933 1 1.05 279.98 20 41.7 (M:41.7) 1 1 0 R.APPTNTCPHPEITR.I Carbamidomethyl: 7; Dimethyl: 1

4918 true 1524 1618.8219 1617.821 1 -3.91 113.94 32.5 75.9 (M:75.9) 1 1 0
K.TSQEVTQLSQEGQK.
M Dimethyl: 1, 14

4919 true 1178 1618.8801 1617.8602 1 7.76 252.62 35 56.5 (M:56.5) 1 1 0
R.YTPSQQGVAFNSGAK
.Q Dimethyl:2H(4): 1, 15



4920 true 1708 1618.8841 1617.881 1 -2.58 139.7 40.83 22.1 (M:22.1) 1 1 0
K.LAAVDATVNQMLAN
R.Y Dimethyl:2H(4): 1

4921 true 2024 1619.7961 1618.8025 1 -8.44 93.8 40.33 21.4 (M:21.4) 1 1 0 K.TPTDCPVIAIDSFR.H Carbamidomethyl: 5; Dimethyl: 1

4922 true 1865 1619.8369 1618.8315 1 -1.15 90.98 34.5 95.3 (M:95.3) 1 1 0
K.GLLFVGSGVSGGEEG
AR.Y Dimethyl: 1

4923 true 1554 1619.9236 1618.9294 1 -8.06 98.86 36.67 25.5 (M:25.5) 1 1 0
R.STVVTVETPLVPPPR.
D Dimethyl: 1

4924 true 1534 1620.8793 1619.877 1 -3.11 131.51 36.33 63.8 (M:63.8) 1 1 1 R.TVSKVDDFLANEAK.G Dimethyl: 1, 4, 14



4925 true 1964 1620.8942 1619.9022 1 -9.46 133.22 39 55.7 (M:55.7) 1 1 1 R.MLFKDDYPSSPPK.C Dimethyl:2H(4): 1, 4, 13

4926 true 1035 1621.0181 1620.0102 1 0.39 109.74 46.5 107.8 (M:107.8) 3 1 0 K.FTITPPTAQVAAVLK.I Dimethyl:2H(4): 1, 15

4927 true 924 1621.8102 1620.7665 1 22.45 129.79 29.33 19.7 (M:19.7) 1 1 1 R.EGLDKMITEDNER.Y Oxidation: 6; Dimethyl: 1, 5

4928 true 3340 1621.8832 1620.8773 1 -0.87 162.6 46.17 89.1 (M:89.1) 1 1 0 K.EAINVEQAFQTIAR.N Dimethyl:2H(4): 1

4929 true 1002 1621.9466 1620.9327 1 4.13 143.45 37.67 31.9 (M:31.9) 1 1 0 K.LSSNPLASHDYILK.I Dimethyl:2H(4): 1, 14



4930 true 1874 1622.7116 1621.7076 1 -2.05 96.6 38.33 22.1 (M:22.1) 1 1 0
M.SDQQLDCALDLMR.
R

Carbamidomethyl: 7; Acetyl: 1; 
Oxidation: 12

4931 true 74 1622.767 1621.7519 1 4.84 83.86 25.5 71.2 (M:71.2) 1 1 0 K.MLQENQESHEPPR.Q Dimethyl: 1

4932 true 1444 1622.7806 1621.7948 1 -13.2 54.28 34.67 49.1 (M:49.1) 1 1 0
R.FASEVAGVDDLGTTG
R.G Dimethyl: 1

4933 true 2346 1622.8028 1621.806 1 -6.49 121.34 37 32.0 (M:32.0) 1 1 0 R.NADVAELQEIAHER.D Dimethyl: 1

4934 false 135 1622.829 1621.7985 1 14.34 136.53 22 15.7 (M:15.7) 1 3 1 K.EEKQDDTAEPSGTK.S
Dimethyl:2H(4): 1; Dimethyl: 3, 
14



4935 true 591 1622.8597 1621.8486 1 2.34 151.66 31.67 148.9 (M:148.9) 1 1 0
R.GPMGGGPQGPGGP
PGGGPK.S Dimethyl:2H(4): 1, 19

4936 true 1941 1622.9079 1621.9167 1 -9.92 79.96 34.83 27.9 (M:27.9) 1 1 0 K.VEPSQNGPLFTELK.F Dimethyl:2H(4): 1, 14

4937 true 1544 1622.9306 1621.9201 1 2 87.7 36.5 87.4 (M:87.4) 1 1 0 K.IVLTNPVCTEVGEK.I
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 14

4938 true 2111 1622.932 1621.9387 1 -8.62 126.29 44.83 52.1 (M:52.1) 1 1 0 K.CDAVLCTLPLGVLK.Q
Carbamidomethyl: 1, 6; 
Dimethyl:2H(4): 1, 14

4939 true 961 1623.8491 1622.8403 1 0.95 89.39 29.5 68.4 (M:68.4) 1 1 1 R.YESLTDPSKLDSGK.D Dimethyl: 1, 9, 14



4940 true 1838 1623.8549 1622.8566 1 -5.53 137.03 34.5 79.6 (M:79.6) 1 1 0
K.GLLFVGSGVSGGEEG
AR.Y Dimethyl:2H(4): 1

4941 true 248 1623.8576 1622.8376 1 7.79 82.93 29 58.9 (M:58.9) 1 1 1
K.DADRHVGDLGNVTA
K.G Dimethyl: 1, 15

4942 true 1519 1623.9518 1622.9545 1 -6.12 134.91 36.67 45.8 (M:45.8) 1 1 0
R.STVVTVETPLVPPPR.
D Dimethyl:2H(4): 1

4943 true 1000 1623.9537 1622.9418 1 2.84 72.52 34.17 55.5 (M:55.5) 2 1 0 R.HHCPSTPIILVGTK.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 14

4944 true 773 1624.7896 1623.7749 1 4.58 90.81 33.5 29.3 (M:29.3) 1 1 1 R.CLSLECPENYRK.S
Carbamidomethyl: 1, 6; Dimethyl: 
1, 12



4945 true 2730 1624.9327 1623.9283 1 -1.75 144.54 39 64.3 (M:64.3) 1 1 1 R.ELISNSSDALDKIR.Y Dimethyl:2H(4): 1, 12

4946 true 1779 1625.9715 1624.9651 1 -0.57 98.32 40.17 46.0 (M:46.0) 1 1 1 R.SLGEIPIVESEIKK.E Dimethyl: 1, 13, 14

4947 true 937 1625.9807 1624.9789 1 -3.39 102.58 32.83 31.9 (M:31.9) 1 1 1
R.KELQAAGLSGDALEK.
L Dimethyl:2H(4): 1, 1, 15

4948 true 2521 1626.7772 1625.7694 1 0.32 264.37 48.5 104.7 (M:104.7) 5 1 0 R.IIPGFMCQGGDFTR.H Carbamidomethyl: 7; Dimethyl: 1

4949 true 260 1626.7826 1625.7645 1 6.66 133.78 21.5 68.9 (M:68.9) 1 1 0 K.AVTEQGHELSNEER.N Dimethyl: 1



4950 true 1445 1626.8048 1625.8199 1 -13.76 133.26 34.67 34.7 (M:34.7) 1 1 0
R.FASEVAGVDDLGTTG
R.G Dimethyl:2H(4): 1

4951 true 1352 1626.8137 1625.8236 1 -10.52 75.64 35.83 22.1 (M:22.1) 1 1 1 R.VIKDFMIQGGDFTR.G

4952 true 2109 1626.8406 1625.8413 1 -4.93 151.99 35.83 64.9 (M:64.9) 1 1 0 R.IVSHTDIDGFPELR.W Dimethyl: 1

4953 true 2177 1626.8613 1625.8749 1 -12.83 168.09 45.83 16.1 (M:16.1) 1 1 1
R.AEPPSAPMPDVATKR
.V Dimethyl:2H(4): 14; Dimethyl: 1

4954 true 1993 1627.7561 1626.7534 1 -2.85 122.09 43 72.2 (M:72.2) 1 1 0 R.VMFSPFGQIEECR.I
Carbamidomethyl: 12; Dimethyl: 
1



4955 true 1745 1627.8331 1626.8341 1 -5.08 93.67 41 61.8 (M:61.8) 1 1 0 K.NVLNCFAAGFHPPK.I
Carbamidomethyl: 5; Dimethyl: 1, 
14

4956 true 1503 1628.7647 1627.7628 1 -3.28 107.02 35 41.3 (M:41.3) 1 1 1 K.DTDSEEEIREAFR.V Dimethyl:2H(4): 1

4957 true 1790 1628.7961 1627.7988 1 -6.13 90.24 37.83 21.6 (M:21.6) 1 1 1 K.HEAMITDLEERLR.R Oxidation: 4

4958 true 3556 1628.8288 1627.8134 1 5.01 88.38 47.67 103.2 (M:103.2) 1 1 0 R.FGFPEGSVELYAEK.V Dimethyl: 1, 14

4959 true 933 1628.9584 1627.9549 1 -2.32 96.9 33.67 39.3 (M:39.3) 1 1 1 K.DSSGKPFPAIIKEK.G Dimethyl: 1, 5, 12, 14



4960 true 2238 1629.748 1628.7505 1 -5.97 88.75 36.33 49.2 (M:49.2) 1 1 0 R.MQALEPYSTFGDSR.L Dimethyl: 1

4961 true 705 1629.8206 1628.8046 1 5.37 111.47 30.67 41.4 (M:41.4) 1 1 0 R.TDHEIYEPTNNIK.L Dimethyl: 1, 13

4962 true 131 1629.8313 1628.8298 1 -3.52 50.36 20.33 73.1 (M:73.1) 1 1 1 K.AEEPAEEGPPKYTK.S Dimethyl: 1, 11, 14

4963 true 1096 1629.8416 1628.8345 1 -0.08 183.19 35.67 87.3 (M:87.3) 3 1 0
K.VALVYGQMNEPPGA
R.A Dimethyl: 1

4964 true 1999 1629.849 1628.8444 1 -1.63 109.38 40.33 108.2 (M:108.2) 3 1 0
R.AVLVDLEPGTMDSVR
.S Dimethyl: 1



4965 true 3718 1629.8965 1628.8814 1 4.83 118.29 48.33 66.5 (M:66.5) 1 1 1 K.IVLEDKDYYLFR.D Dimethyl: 1, 6

4966 true 2513 1630.8033 1629.7945 1 0.89 218.16 48.5 106.0 (M:106.0) 6 1 0 R.IIPGFMCQGGDFTR.H
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

4967 true 261 1630.8115 1629.7896 1 8.95 111.63 21.5 53.0 (M:53.0) 1 1 0 K.AVTEQGHELSNEER.N Dimethyl:2H(4): 1

4968 true 868 1630.8194 1629.7967 1 9.48 202.89 32.67 96.5 (M:96.5) 2 1 0
R.SPCVASCNIPVVSGR.
E

Carbamidomethyl: 3, 7; Dimethyl: 
1

4969 true 1746 1630.8278 1629.8185 1 1.25 177.74 37.67 36.7 (M:36.7) 1 1 0 R.AFLDNCLQLHSEK.R
Carbamidomethyl: 6; Dimethyl: 1, 
13



4970 true 109 1630.8343 1629.8111 1 9.76 162.46 21.67 78.4 (M:78.4) 1 1 1
R.QAGEVTYADAHKER.
T Dimethyl: 1, 12

4971 true 2143 1630.8692 1629.8664 1 -2.77 161.04 35.83 76.1 (M:76.1) 1 1 0 R.IVSHTDIDGFPELR.W Dimethyl:2H(4): 1

4972 true 89 1630.8701 1629.8582 1 2.84 241.08 27.5 97.9 (M:97.9) 1 1 1 K.IKDCCEKPIVER.S
Carbamidomethyl: 4, 5; Dimethyl: 
1, 2, 7

4973 true 1111 1631.003 1629.9917 1 2.46 109.99 34.17 34.1 (M:34.1) 1 1 1
K.MFGIDKDAIVQAVK.
V Dimethyl:2H(4): 1, 6, 14

4974 true 1994 1631.7791 1630.7785 1 -4.13 174.23 43 68.6 (M:68.6) 2 1 0 R.VMFSPFGQIEECR.I
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1



4975 true 2824 1631.8739 1630.8654 1 0.76 388.71 39.33 20.6 (M:20.6) 1 1 1 K.SQGWLCELLRWK.E
Carbamidomethyl: 6; Dimethyl: 1, 
12

4976 true 3270 1632.7675 1631.7654 1 -3.18 151.25 45.5 71.5 (M:71.5) 1 1 0 K.TIPLDGDFFCYTR.H
Carbamidomethyl: 10; Dimethyl: 
1

4977 true 675 1632.8742 1631.8454 1 13.19 74.52 30 15.1 (M:15.1) 1 1 1
K.STCIYGGAPKGPQIR.
D

Carbamidomethyl: 3; Dimethyl: 
10

4978 true 675 1632.8742 1631.8454 1 13.19 74.52 30 15.1 (M:15.1) 1 1 1
K.STCIYGGAPKGPQIR.
D

Carbamidomethyl: 3; Dimethyl: 
10

4979 true 1262 1632.8791 1631.842 1 18.25 131.6 36.5 34.6 (M:34.6) 1 1 0
R.GDPGPVGPVGPAGA
FGPR.G Dimethyl: 1



4980 true 1001 1632.9085 1631.899 1 1.33 99.47 34 61.5 (M:61.5) 2 1 1 R.MQKEITALAPSTMK.I Dimethyl: 1, 3, 14

4981 true 1001 1632.9085 1631.899 1 1.33 99.47 34 61.5 (M:61.5) 2 1 1 R.MQKEITALAPSTMK.I Dimethyl: 1, 3, 14

4982 true 1001 1632.9085 1631.899 1 1.33 99.47 34 61.5 (M:61.5) 2 1 1 R.MQKEITALAPSTMK.I Dimethyl: 1, 3, 14

4983 true 1957 1633.7461 1632.7454 1 -3.98 150.18 39.5 28.3 (M:28.3) 1 1 0
-
.MESEGPSEPGFVGIR.F Acetyl: 1

4984 true 1709 1633.8606 1632.8586 1 -3.18 123.2 40.83 40.0 (M:40.0) 1 1 0
R.IAPPEAPVTGYMFGK.
G Dimethyl: 1, 15



4985 true 1097 1633.8666 1632.8596 1 -0.16 238.92 35.67 92.2 (M:92.2) 3 1 0
K.VALVYGQMNEPPGA
R.A Dimethyl:2H(4): 1

4986 true 2000 1633.8738 1632.8695 1 -1.78 166.82 40.33 86.1 (M:86.1) 2 1 0
R.AVLVDLEPGTMDSVR
.S Dimethyl:2H(4): 1

4987 true 421 1634.7453 1633.7366 1 0.86 95.49 27.33 81.0 (M:81.0) 1 1 0 K.EALNSCNNTEIEGR.A Carbamidomethyl: 6; Dimethyl: 1

4988 true 1015 1634.8091 1633.8097 1 -4.8 78.35 32 38.4 (M:38.4) 1 1 0 K.SVTELNEPLSNEDR.N Dimethyl:2H(4): 1

4989 true 1247 1634.8357 1633.8213 1 4.41 182.22 35.17 68.3 (M:68.3) 1 1 0 R.QGQVIFSFNGPEQR.I Dimethyl: 1



4990 false 812 1634.8408 1633.8419 1 -5.16 211.08 31.83 16.9 (M:16.9) 1 4 1
R.EMSGDLEKGMLAVV
K.C Dimethyl: 15

4991 false 812 1634.8408 1633.8094 1 14.75 163.65 31.83 18.9 (M:18.9) 1 3 1
K.VSDATGRMDLSEVAR
.S Dimethyl: 1

4992 true 812 1634.8408 1633.8312 1 1.42 172.97 31.83 86.3 (M:86.3) 1 1 1 K.KTDFLQEGEPTSAR.C Dimethyl: 1, 1

4993 false 812 1634.8408 1633.8312 1 1.42 185.31 31.83 16.4 (M:16.4) 1 5 1
R.LQAAYAGDKADDIQK
.R Dimethyl: 15

4994 true 1303 1634.9406 1633.9192 1 8.66 210.96 43.5 45.4 (M:45.4) 1 1 0 K.ANVVTLPVYLNFTR.A Dimethyl: 1



4995 true 1270 1635.7402 1634.7424 1 -5.77 93.26 33.67 91.9 (M:91.9) 1 1 1
M.ADKEAAFDDAVEER.
V Acetyl: 1; Dimethyl: 3

4996 true 355 1635.8432 1634.8376 1 -1.04 161.24 28.83 38.4 (M:38.4) 2 1 0
M.AGDEAGVTLGQPHL
SR.Q Dimethyl: 1

4997 true 2846 1635.8561 1634.8556 1 -4.1 108.83 39.5 67.5 (M:67.5) 1 1 0 K.FADKPEAGAEFIEK.T Dimethyl: 1, 4, 14

4998 true 1746 1635.8839 1634.8843 1 -4.67 103.5 41 54.4 (M:54.4) 1 1 0 K.NVLNCFAAGFHPPK.I
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 14

4999 true 595 1635.9304 1634.9232 1 -0.02 45.7 32.17 24.9 (M:24.9) 1 1 0 R.ATRPDDIHVLYSGK.T Dimethyl:2H(4): 1, 14



5000 true 3616 1636.872 1635.8636 1 0.68 183.47 47.67 44.8 (M:44.8) 1 1 0 R.FGFPEGSVELYAEK.V Dimethyl:2H(4): 1, 14

5001 true 2265 1636.9604 1635.951 1 1.29 159.06 45.17 54.4 (M:54.4) 1 1 0 K.MNLPGEVTFLPLNK.L Dimethyl:2H(4): 1, 14

5002 true 87 1637.6569 1636.6457 1 2.4 81.74 24.67 45.8 (M:45.8) 1 1 0 K.CDPVDQCQDSETR.T
Carbamidomethyl: 1, 7; Dimethyl: 
1

5003 true 87 1637.6569 1636.6457 1 2.4 81.74 24.67 45.8 (M:45.8) 1 1 0 K.CDPVDQCQDSETR.T
Carbamidomethyl: 1, 7; Dimethyl: 
1

5004 true 17 1637.829 1636.8586 1 -22.56 116.34 21 17.7 (M:17.7) 1 1 1
K.APASVGAAWGGRW
APR.R Dimethyl: 1



5005 true 3719 1637.9476 1636.9316 1 5.33 102.37 48.33 33.8 (M:33.8) 1 1 1 K.IVLEDKDYYLFR.D Dimethyl:2H(4): 1, 6

5006 true 321 1638.7621 1637.7617 1 -4.19 72.59 27.33 106.0 (M:106.0) 1 1 0 K.EALNSCNNTEIEGR.A
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5007 true 1326 1638.8034 1637.8311 1 -21.32 103.27 31.5 20.9 (M:20.9) 1 1 0
R.QAEEALPAVQEEHR.
N Dimethyl:2H(4): 1

5008 true 38 1638.8541 1637.8435 1 2.02 28.08 21 53.4 (M:53.4) 1 1 0
R.GPMGGGPQGPGGP
PGGGPK.S

Dimethyl:2H(4): 1, 19; Oxidation: 
3

5009 true 1263 1638.86 1637.8464 1 3.87 148.53 35.33 48.2 (M:48.2) 1 1 0 R.QGQVIFSFNGPEQR.I Dimethyl:2H(4): 1



5010 true 118 1638.8835 1637.8613 1 9.09 137.04 21.67 25.3 (M:25.3) 1 1 1
R.QAGEVTYADAHKER.
T Dimethyl:2H(4): 1, 12

5011 true 951 1638.8994 1637.9079 1 -9.65 34.34 35 15.0 (M:15.0) 1 1 0
R.ITLPAPNPDHVGGYK.
L Dimethyl:2H(4): 15; Dimethyl: 1

5012 true 1665 1639.0164 1638.008 1 0.67 130.28 39.83 36.0 (M:36.0) 1 1 1 R.SSKELLLQPVIISR.N Dimethyl: 1, 3

5013 true 1271 1639.7659 1638.7675 1 -5.41 135.05 33.67 78.3 (M:78.3) 1 1 1
M.ADKEAAFDDAVEER.
V Dimethyl:2H(4): 3; Acetyl: 1

5014 true 356 1639.8647 1638.8627 1 -3.25 125.13 28.83 31.7 (M:31.7) 1 1 0
M.AGDEAGVTLGQPHL
SR.Q Dimethyl:2H(4): 1



5015 true 2324 1639.8668 1638.8668 1 -4.44 124.67 37.17 103.3 (M:103.3) 1 1 0 R.DQQLVLPEHFPER.S Dimethyl:2H(4): 1

5016 true 1265 1640.8742 1639.8603 1 4.04 104.01 36.83 79.6 (M:79.6) 1 1 0
R.DLSHIGDAVVISCAK.
D

Carbamidomethyl: 13; Dimethyl: 
1, 15

5017 true 1934 1641.7626 1640.7583 1 -1.85 155.74 38.83 42.8 (M:42.8) 1 1 0
R.GYAFNHSADFETVR.
M Dimethyl: 1

5018 true 1024 1641.8262 1640.8192 1 -0.15 146.83 33.33 21.0 (M:21.0) 1 1 1 K.NKHEAMITDLEER.L Dimethyl: 1, 2

5019 true 2109 1641.8278 1640.8271 1 -3.98 179.01 40.67 63.6 (M:63.6) 1 1 0 K.AVGISNFNHEQIER.I Dimethyl: 1



5020 true 1710 1641.9105 1640.9088 1 -3.38 152.19 40.83 37.4 (M:37.4) 1 1 0
R.IAPPEAPVTGYMFGK.
G Dimethyl:2H(4): 1, 15

5021 true 1879 1642.0698 1641.068 1 -3.39 57.12 44.33 103.0 (M:103.0) 1 1 0 K.STVPALLQLNVPVVK.I Dimethyl:2H(4): 1, 15

5022 true 322 1642.7518 1641.742 1 1.51 113.34 26.67 66.8 (M:66.8) 1 1 0 R.SPQQSYEEEDSGVR.E Dimethyl:2H(4): 1

5023 true 1843 1642.7607 1641.7643 1 -6.64 125.61 41.33 79.0 (M:79.0) 6 1 0 R.IIPGFMCQGGDFTR.H
Carbamidomethyl: 7; Oxidation: 
6; Dimethyl: 1

5024 true 615 1642.7895 1641.7709 1 6.94 99.94 32.5 26.6 (M:26.6) 1 1 0 K.EIYTHFTCATDTK.N
Carbamidomethyl: 8; Dimethyl: 1, 
13



5025 true 615 1642.7895 1641.7709 1 6.94 99.94 32.5 26.6 (M:26.6) 1 1 0 K.EIYTHFTCATDTK.N
Carbamidomethyl: 8; Dimethyl: 1, 
13

5026 false 1842 1642.8781 1641.8988 1 -17.03 180.74 38.33 16.7 (M:16.7) 1 54.42 2 0
M.AENDKPEAAAAVLQ
R.G Dimethyl:2H(4): 1; Dimethyl: 5

5027 true 1842 1642.8781 1641.8876 1 -10.19 161.79 38.33 43.6 (M:43.6) 2 1 0 K.VLYSTTTVQDLSQR.K Dimethyl:2H(4): 1

5028 true 958 1642.8835 1641.8726 1 2.22 112.61 34.5 74.0 (M:74.0) 1 1 0 R.IFHTVTTTDDPVIR.K Dimethyl: 1

5029 true 945 1642.8863 1641.8661 1 7.87 137.99 36.5 38.0 (M:38.0) 1 1 0
R.IWSVPNASCVQVVR.
A Carbamidomethyl: 9; Dimethyl: 1



5030 true 563 1643.7987 1642.7886 1 1.74 94.62 32.17 35.9 (M:35.9) 1 1 0 K.TGTITTFEHAHNMR.V Dimethyl: 1

5031 true 2266 1643.8288 1642.8315 1 -6.08 134.05 36.83 76.6 (M:76.6) 1 1 0
R.NALTQEFGPVPDTAR.
Y Dimethyl: 1

5032 true 745 1643.8509 1642.8526 1 -5.48 58.54 28.5 54.1 (M:54.1) 1 1 1 R.TNEKVELQELNDR.F Dimethyl: 1, 4

5033 true 745 1643.8509 1642.8526 1 -5.48 58.54 28.5 54.1 (M:54.1) 1 1 1 R.TNEKVELQELNDR.F Dimethyl: 1, 4

5034 true 2081 1643.8735 1642.86 1 3.81 98.58 41.83 104.0 (M:104.0) 2 1 0
R.AILVDLEPGTMDSVR.
S Dimethyl: 1



5035 true 1555 1643.8837 1642.893 1 -10.07 131.44 36.67 47.6 (M:47.6) 1 1 0 K.TIAFHSAETLEQIK.S Dimethyl: 1, 14

5036 true 899 1644.7976 1643.7903 1 0.01 216.1 32.83 128.9 (M:128.9) 1 1 0
K.AASHQEEFGAEALTR.
M Dimethyl: 1

5037 true 3421 1644.8585 1643.8627 1 -6.93 223.6 46.5 79.4 (M:79.4) 1 1 0 K.ALEILPDLVCCSAK.N
Carbamidomethyl: 10, 11; 
Dimethyl: 1, 14

5038 true 2793 1645.7565 1644.7454 1 2.37 111.81 39.33 68.0 (M:68.0) 1 1 0
R.MVSSYVGENAEFER.
Q Dimethyl: 1

5039 true 1896 1645.7897 1644.7834 1 -0.6 175.35 38.83 64.4 (M:64.4) 1 1 0
R.GYAFNHSADFETVR.
M Dimethyl:2H(4): 1



5040 true 602 1645.8099 1644.8005 1 1.29 42.47 29.33 57.2 (M:57.2) 1 1 0
R.QQLSDALQNNDDPR.
D Dimethyl:2H(4): 1

5041 true 1742 1645.8372 1644.8393 1 -5.66 76.38 37.33 50.3 (M:50.3) 2 1 0
R.AVLVDLEPGTMDSVR
.S Oxidation: 11; Dimethyl: 1

5042 true 998 1645.8408 1644.8294 1 2.54 105.14 35.67 24.8 (M:24.8) 2 1 0
K.VALVYGQMNEPPGA
R.A Oxidation: 8; Dimethyl: 1

5043 true 2145 1645.8535 1644.8522 1 -3.6 246.13 40.67 65.8 (M:65.8) 1 1 0 K.AVGISNFNHEQIER.I Dimethyl:2H(4): 1

5044 true 1955 1645.9772 1644.9702 1 -0.2 87.3 42.33 64.2 (M:64.2) 1 1 1 R.KVESLQEEIVFLK.K Dimethyl: 1, 1, 13



5045 true 1435 1646.7979 1645.7894 1 0.74 97.04 38.17 67.5 (M:67.5) 5 1 0 R.IIPGFMCQGGDFTR.H
Carbamidomethyl: 7; 
Dimethyl:2H(4): 1; Oxidation: 6

5046 true 959 1646.9071 1645.8977 1 1.26 98.82 34.5 44.6 (M:44.6) 1 1 0 R.IFHTVTTTDDPVIR.K Dimethyl:2H(4): 1

5047 true 946 1646.9127 1645.8912 1 8.63 129.14 36.5 44.6 (M:44.6) 1 1 0
R.IWSVPNASCVQVVR.
A

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

5048 true 88 1647.7676 1646.757 1 2.04 74.38 24.67 74.6 (M:74.6) 1 1 0
R.NTDQASMPDNTAAQ
K.V Dimethyl: 1, 15

5049 true 278 1647.791 1646.7748 1 5.44 74.03 26.33 105.6 (M:105.6) 1 1 0
K.VDNSSLTGESEPQTR.
S Dimethyl: 1



5050 true 396 1647.8492 1646.8417 1 0.15 137.1 29.83 93.6 (M:93.6) 2 1 0
R.QAVTNPHNTFYATK.
R Dimethyl: 1, 14

5051 true 340 1647.8509 1646.8199 1 14.44 387.95 36.5 58.1 (M:58.1) 1 1 0
R.CPAPAPLQHGTIDSR.
D Carbamidomethyl: 1; Dimethyl: 1

5052 true 2305 1647.8668 1646.8566 1 1.79 166.01 36.83 50.1 (M:50.1) 1 1 0
R.NALTQEFGPVPDTAR.
Y Dimethyl:2H(4): 1

5053 true 2082 1647.8988 1646.8851 1 3.91 189.57 41.83 103.7 (M:103.7) 2 1 0
R.AILVDLEPGTMDSVR.
S Dimethyl:2H(4): 1

5054 true 938 1648.8225 1647.8155 1 -0.13 230.1 32.83 76.9 (M:76.9) 1 1 0
K.AASHQEEFGAEALTR.
M Dimethyl:2H(4): 1



5055 true 1294 1648.8736 1647.8596 1 4.11 144.94 42.83 59.7 (M:59.7) 1 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1

5056 true 1294 1648.8736 1647.8596 1 4.11 144.94 42.83 59.7 (M:59.7) 1 1 0 R.LHFFMPGFAPLTSR.G Dimethyl: 1

5057 true 2290 1648.874 1647.8571 1 5.85 135.58 45.5 97.5 (M:97.5) 1 1 0 R.SIQFVDWCPTGFK.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 13

5058 true 1002 1648.9055 1647.894 1 2.57 234.44 34 33.8 (M:33.8) 1 1 1 R.MQKEITALAPSTMK.I Oxidation: 13; Dimethyl: 1, 3, 14

5059 true 1002 1648.9055 1647.894 1 2.57 234.44 34 33.8 (M:33.8) 1 1 1 R.MQKEITALAPSTMK.I Oxidation: 13; Dimethyl: 1, 3, 14



5060 true 1002 1648.9055 1647.894 1 2.57 234.44 34 33.8 (M:33.8) 1 1 1 R.MQKEITALAPSTMK.I Oxidation: 13; Dimethyl: 1, 3, 14

5061 true 2762 1649.7837 1648.7705 1 3.63 161.54 39.33 47.2 (M:47.2) 1 1 0
R.MVSSYVGENAEFER.
Q Dimethyl:2H(4): 1

5062 true 2160 1649.7891 1648.7886 1 -4.06 102.06 45 16.0 (M:16.0) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl: 1

5063 true 2160 1649.7891 1648.7886 1 -4.06 102.06 45 16.0 (M:16.0) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl: 1

5064 true 922 1649.8558 1648.8694 1 -12.67 178.8 33.33 58.7 (M:58.7) 1 1 1 K.NKHEAMITDLEER.L Dimethyl:2H(4): 1, 2



5065 true 631 1649.8565 1648.8545 1 -3.18 143.18 32.83 23.7 (M:23.7) 1 1 0
K.VALVYGQMNEPPGA
R.A Dimethyl:2H(4): 1; Oxidation: 8

5066 true 1743 1649.8655 1648.8644 1 -3.74 111.57 37.33 28.3 (M:28.3) 1 1 0
R.AVLVDLEPGTMDSVR
.S Dimethyl:2H(4): 1; Oxidation: 11

5067 true 2625 1650.8025 1649.7798 1 9.36 157.01 38.5 72.6 (M:72.6) 2 1 0
K.QPAHDAWAEDVDLR
.V Dimethyl: 1

5068 false 2625 1650.8025 1649.7818 1 8.13 163.31 38.5 16.2 (M:16.2) 1 4 0 R.ECVTASETKPSEEK.A
Carbamidomethyl: 2; Dimethyl: 9, 
14

5069 true 616 1650.8366 1649.8211 1 4.98 136.75 32.5 85.1 (M:85.1) 1 1 0 K.EIYTHFTCATDTK.N
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 13



5070 true 616 1650.8366 1649.8211 1 4.98 136.75 32.5 85.1 (M:85.1) 1 1 0 K.EIYTHFTCATDTK.N
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 13

5071 true 927 1650.8599 1649.8886 1 -21.79 127.44 29.33 20.1 (M:20.1) 1 1 1 R.IARLDVSSVASDTER.L Dimethyl:2H(4): 1

5072 true 3210 1650.9181 1649.9141 1 -1.95 222.15 45.5 55.9 (M:55.9) 1 1 0 K.EVPAFLPPNLEQLR.L Dimethyl: 1

5073 true 3750 1651.7887 1650.7786 1 1.74 153.18 48.33 47.9 (M:47.9) 1 1 0 R.VFITDDFHDMMPK.Y Dimethyl: 1, 13

5074 true 303 1651.8133 1650.7999 1 3.75 145.89 26.33 48.7 (M:48.7) 1 1 0
K.VDNSSLTGESEPQTR.
S Dimethyl:2H(4): 1



5075 true 2417 1651.8616 1650.8493 1 3.02 105.97 37.5 15.2 (M:15.2) 1 1 1 K.SIYGDRFPDENFK.L Dimethyl:2H(4): 1, 13

5076 true 788 1651.8737 1650.8651 1 0.8 139.82 31.5 62.0 (M:62.0) 1 1 1 K.DLEEDHACIPIKK.S
Carbamidomethyl: 8; Dimethyl: 1, 
12, 13

5077 true 906 1651.9678 1650.9619 1 -0.83 247.86 35 48.0 (M:48.0) 1 1 0 R.LPRPPPPEMPESLK.K Dimethyl:2H(4): 1, 14

5078 false 728 1652.819 1651.8104 1 0.81 143.54 30.33 15.6 (M:15.6) 1 2 1
R.FSDADIDRDPTAAAR.
E Dimethyl:2H(4): 1

5079 true 1096 1652.8611 1651.8529 1 0.55 127.53 32.5 52.0 (M:52.0) 1 1 0
M.AENDKPEAAAAVLQ
R.G Acetyl: 1; Dimethyl: 5



5080 true 2127 1652.9206 1651.9145 1 -0.7 168.19 43.17 135.4 (M:135.4) 2 1 0
R.TGAIVDVPVGEELLGR
.V Dimethyl: 1

5081 true 3343 1653.8149 1652.8137 1 -3.64 144.86 46 36.1 (M:36.1) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl:2H(4): 1

5082 true 3343 1653.8149 1652.8137 1 -3.64 144.86 46 36.1 (M:36.1) 2 1 0 R.NPPGFAFVEFEDPR.D Dimethyl:2H(4): 1

5083 true 345 1654.0072 1653.0065 1 -3.96 102.34 29.17 61.3 (M:61.3) 2 1 0 K.IVAAITDSPKPPPQR.I Dimethyl:2H(4): 1, 10

5084 true 2626 1654.8146 1653.8049 1 1.49 166.07 38.5 54.3 (M:54.3) 1 1 0
K.QPAHDAWAEDVDLR
.V Dimethyl:2H(4): 1



5085 true 1352 1654.823 1653.8111 1 2.79 153.19 35.17 86.6 (M:86.6) 1 1 0
K.VSGGWELEVHGTEA
R.L Dimethyl: 1

5086 true 3124 1654.9583 1653.9603 1 -5.61 88.55 44.5 29.5 (M:29.5) 1 1 0 K.EIPLSEILQVTQPR.D Dimethyl:2H(4): 1

5087 true 1843 1655.8528 1654.8427 1 1.7 190.17 39 47.3 (M:47.3) 1 1 0 K.AIGISNFNHEQIER.I Dimethyl: 1

5088 true 636 1655.8804 1654.8766 1 -2.1 86.03 30.5 46.0 (M:46.0) 1 1 1 K.YELISETGGSHDKR.F Dimethyl:2H(4): 1, 13

5089 true 397 1655.8979 1654.8919 1 -0.75 111.82 29.83 60.4 (M:60.4) 1 1 0
R.QAVTNPHNTFYATK.
R Dimethyl:2H(4): 1, 14



5090 true 1100 1655.9285 1654.9254 1 -2.52 159.87 35.5 76.5 (M:76.5) 1 1 0
R.VALVTSGGTQVPLET
R.A Dimethyl: 1

5091 true 962 1656.8134 1655.8115 1 -3.23 71.79 29.5 26.5 (M:26.5) 1 1 1 K.SIPLDEGEEEAQRR.R Dimethyl: 1

5092 true 1097 1656.8776 1655.8781 1 -4.69 148.11 32.5 39.7 (M:39.7) 1 1 0
M.AENDKPEAAAAVLQ
R.G Dimethyl:2H(4): 5; Acetyl: 1

5093 true 2320 1656.9186 1655.9029 1 5.1 127.17 46.33 15.6 (M:15.6) 1 1 0
R.SVLDAAQIVGLNCLR.
L

Carbamidomethyl: 13; Dimethyl: 
1

5094 true 3557 1656.9493 1655.9396 1 1.45 226.31 47.33 114.6 (M:114.6) 2 1 0
R.TGAIVDVPVGEELLGR
.V Dimethyl:2H(4): 1



5095 true 1384 1658.7539 1657.7708 1 -14.57 162.67 34.5 43.1 (M:43.1) 1 1 0
R.LEDGSPAYTGPFCGR.
A

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

5096 true 1353 1658.8448 1657.8362 1 0.82 211.33 35.17 105.0 (M:105.0) 1 1 0
K.VSGGWELEVHGTEA
R.L Dimethyl:2H(4): 1

5097 true 1836 1658.8561 1657.8424 1 3.89 109.45 40.83 32.7 (M:32.7) 1 1 0
K.HSGSVSFDEIVNIAR.
Q Dimethyl: 1

5098 true 564 1659.7938 1658.7835 1 1.81 94.44 32.17 27.5 (M:27.5) 1 1 0 K.TGTITTFEHAHNMR.V Oxidation: 13; Dimethyl: 1

5099 false 2083 1659.866 1658.8549 1 2.28 148.13 41.83 18.8 (M:18.8) 1 2 0
R.SILVDLEPGTMDSVR.
S Dimethyl: 1



5100 true 2083 1659.866 1658.8549 1 2.28 110.83 41.83 35.5 (M:35.5) 2 1 0
R.AILVDLEPGTMDSVR.
S Oxidation: 11; Dimethyl: 1

5101 true 428 1659.9381 1658.9294 1 0.87 318.51 39.83 101.8 (M:101.8) 1 1 0
K.APAPLGAYSQAVLVD
R.T Dimethyl:2H(4): 1

5102 true 1101 1659.954 1658.9505 1 -2.28 174.04 35.5 51.5 (M:51.5) 2 1 0
R.VALVTSGGTQVPLET
R.A Dimethyl:2H(4): 1

5103 true 585 1660.8152 1659.8064 1 0.92 82.53 28 72.5 (M:72.5) 2 1 0
R.SQNAGLEGSLAETEA
R.Y Dimethyl: 1

5104 true 149 1660.8925 1659.882 1 1.93 101.44 26.33 57.8 (M:57.8) 1 1 0
R.ESTFQGHHTPTVQK.
G Dimethyl:2H(4): 1, 14



5105 true 1556 1660.896 1659.9018 1 -7.87 190.88 36.67 65.2 (M:65.2) 1 1 0 R.EVDPVALPNCHLIK.G
Carbamidomethyl: 10; Dimethyl: 
1, 14

5106 true 122 1661.8013 1660.7842 1 5.92 61.6 25.33 56.0 (M:56.0) 1 1 0
R.QPTVASPAESEDENR.
Q Dimethyl:2H(4): 1

5107 true 1488 1661.8087 1660.8099 1 -5.12 132.7 36.33 35.8 (M:35.8) 1 1 0
R.MVPAGMGTGMGQV
IER.M Dimethyl: 1

5108 true 2240 1661.8319 1660.8243 1 0.22 129.57 36.67 63.9 (M:63.9) 1 1 0 R.GPCIIYNEDNGIIR.A Carbamidomethyl: 3; Dimethyl: 1

5109 true 375 1661.9686 1660.9501 1 6.81 96.29 29.67 22.4 (M:22.4) 1 1 1
R.KLDYGQHVVAGTPG
R.V Dimethyl:2H(4): 1, 1



5110 true 332 1661.995 1660.9901 1 -1.44 87.64 30.17 139.1 (M:139.1) 2 1 1
K.IKNDHPGLSIGDTAK.
K Dimethyl:2H(4): 1, 2, 15

5111 true 796 1662.7989 1661.8043 1 -7.61 97.5 30.67 107.6 (M:107.6) 1 1 0
R.AMVGDTDSAQAAAG
TIR.G Dimethyl: 1

5112 true 1393 1662.8379 1661.8162 1 8.69 207.98 37.17 76.1 (M:76.1) 2 1 0
K.LGDVYVNDAFGTAHR
.A Dimethyl: 1

5113 true 814 1662.9034 1661.8864 1 5.82 139.27 31.67 41.5 (M:41.5) 1 1 0
K.EVEERPSPTPWGSK.
M Dimethyl:2H(4): 1, 14

5114 true 2140 1662.9502 1661.9324 1 6.31 171.29 46.5 32.8 (M:32.8) 1 1 0
R.QVLLSAAEAAEMILR.
V Dimethyl:2H(4): 1; Oxidation: 12



5115 true 1666 1663.0241 1662.0146 1 1.34 102.37 39.83 69.1 (M:69.1) 1 1 1 K.FKGPFTDVVTTNLK.L Dimethyl:2H(4): 1, 2, 14

5116 true 920 1663.7458 1662.7283 1 6.13 206.87 33 96.7 (M:96.7) 1 1 1
R.GCDKYGCGYFGAPR.
R

Carbamidomethyl: 2, 7; Dimethyl: 
1, 4

5117 true 2419 1663.8142 1662.8002 1 4.03 169.09 37.5 32.9 (M:32.9) 1 1 0
K.DYGVYLEDQGHALR.
G Dimethyl: 1

5118 true 790 1663.8665 1662.8225 1 22.06 60.78 33.67 26.5 (M:26.5) 1 86.54 1 1 K.IDKTEYMVGSYGPR.A Dimethyl:2H(4): 1; Oxidation: 7

5119 true 1907 1663.8855 1662.88 1 -1.1 157.43 39 60.4 (M:60.4) 2 1 0
R.AILVDLEPGTMDSVR.
S Dimethyl:2H(4): 1; Oxidation: 11



5120 true 791 1663.9437 1662.9404 1 -2.4 161.13 31.5 74.1 (M:74.1) 1 1 1 K.DLEEDHACIPIKK.S
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 12, 13

5121 true 562 1663.952 1662.9293 1 9.28 91.06 30.83 29.0 (M:29.0) 1 1 0
K.LKPNAGNGADLPNYR
.W Dimethyl:2H(4): 1, 2

5122 true 1764 1664.0172 1663.0048 1 3.09 119.15 39.83 19.8 (M:19.8) 1 66.56 1 0 R.VYALPEDLVEVKPK.M Dimethyl:2H(4): 1, 14

5123 true 391 1664.7194 1663.7148 1 -1.58 66.86 27 88.9 (M:88.9) 1 1 0 K.IIHEDGYSEEECR.Q
Carbamidomethyl: 12; Dimethyl: 
1

5124 true 1672 1664.8677 1663.8603 1 0.05 151.34 40 91.3 (M:91.3) 1 1 0 K.CQLEINFNTLQTK.L
Carbamidomethyl: 1; Dimethyl: 1, 
13



5125 true 1672 1664.8677 1663.8603 1 0.05 151.34 40 91.3 (M:91.3) 1 1 0 K.CQLEINFNTLQTK.L
Carbamidomethyl: 1; Dimethyl: 1, 
13

5126 true 908 1664.8953 1663.8654 1 13.59 186.29 36.33 58.3 (M:58.3) 1 1 0
R.AAQGTPSFTIGLPGCR
.G

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

5127 true 1447 1665.8367 1664.835 1 -3.36 166.89 36.5 64.3 (M:64.3) 1 1 0
R.MVPAGMGTGMGQV
IER.M Dimethyl:2H(4): 1

5128 true 2241 1665.8551 1664.8494 1 -0.92 191.18 36.67 66.1 (M:66.1) 1 1 0 R.GPCIIYNEDNGIIR.A
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

5129 true 279 1666.6879 1665.6754 1 3.11 48.99 26.17 81.0 (M:81.0) 1 1 0
R.NSGGEAYEEDEEGPR.
T Dimethyl: 1



5130 true 1557 1666.8503 1665.8413 1 1.02 233.96 37.17 135.9 (M:135.9) 2 1 0
K.LGDVYVNDAFGTAHR
.A Dimethyl:2H(4): 1

5131 true 2015 1666.9143 1665.9127 1 -3.42 137.96 40.33 60.3 (M:60.3) 1 1 0 R.LTVEDPVTVEYITR.Y Dimethyl:2H(4): 1

5132 true 1178 1666.9223 1665.9162 1 -0.73 151.42 35.33 80.2 (M:80.2) 1 1 0
R.SALGGAAQQSQAALL
PR.M Dimethyl: 1

5133 true 1955 1666.9937 1665.9945 1 -4.9 225.09 44.67 92.6 (M:92.6) 2 1 0
K.VVLAYEPVWAIGTGK.
T Dimethyl:2H(4): 1, 15

5134 true 90 1667.6668 1666.6603 1 -0.51 60.43 24.67 28.7 (M:28.7) 1 1 0 K.CEPHETTCYDDGK.M
Carbamidomethyl: 1, 8; Dimethyl: 
1, 13



5135 true 90 1667.6668 1666.6603 1 -0.51 60.43 24.67 28.7 (M:28.7) 1 1 0 K.CEPHETTCYDDGK.M
Carbamidomethyl: 1, 8; Dimethyl: 
1, 13

5136 true 2627 1667.8325 1666.8287 1 -2.05 142.32 38.33 36.3 (M:36.3) 1 1 0
R.FGVAESCGLSPEQVR.
R

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

5137 true 1027 1667.9532 1666.9568 1 -6.54 273.42 35 18.0 (M:18.0) 1 1 0 R.LPRPPPPEMPESLK.K
Dimethyl:2H(4): 1, 14; Oxidation: 
9

5138 true 392 1668.7421 1667.7399 1 -3.02 97.85 27 56.4 (M:56.4) 1 1 0 K.IIHEDGYSEEECR.Q
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

5139 true 174 1668.8015 1667.7863 1 4.75 86.57 25.33 21.3 (M:21.3) 1 1 0
K.NEGAENIPEGQAQQ
R.R Dimethyl: 1



5140 true 1606 1668.8023 1667.8222 1 -16.32 172.16 37.17 15.3 (M:15.3) 1 1 1 K.ITSEISQMERMQK.R Oxidation: 8, 11; Dimethyl: 1, 13

5141 true 324 1668.8963 1667.9156 1 -15.94 77.27 28.5 40.0 (M:40.0) 1 1 0
K.GGKPEQPAMPQPVP
TA.- Dimethyl:2H(4): 1, 3

5142 true 271 1669.776 1668.7865 1 -10.62 149.53 28.33 94.2 (M:94.2) 1 1 0
K.GGSCHFGGCPSHLIK.
V

Carbamidomethyl: 4, 9; Dimethyl: 
1, 15

5143 true 1617 1669.8531 1668.8611 1 -9.12 110.4 33.17 64.7 (M:64.7) 1 1 1 K.ESQAKDVIEEYFK.C Dimethyl: 1, 5, 13

5144 true 280 1670.7107 1669.7005 1 1.69 185.86 26.17 49.4 (M:49.4) 1 1 0
R.NSGGEAYEEDEEGPR.
T Dimethyl:2H(4): 1



5145 true 1179 1670.9486 1669.9413 1 0.01 145.88 35.33 76.9 (M:76.9) 1 1 0
R.SALGGAAQQSQAALL
PR.M Dimethyl:2H(4): 1

5146 true 1413 1671.8175 1670.8086 1 0.93 186.06 32.17 70.6 (M:70.6) 1 1 0
R.EMDHTEPPPAPVPAR
.V Dimethyl: 1

5147 true 791 1671.8319 1670.8338 1 -5.46 191.98 33.83 70.4 (M:70.4) 2 1 1 K.IDKTEYMVGSYGPR.A Dimethyl: 1, 3

5148 true 1406 1672.0252 1671.0021 1 9.44 178.01 46.67 56.9 (M:56.9) 1 1 0
R.GITQPVVVVAIAGPYR
.T Dimethyl:2H(4): 1

5149 true 175 1672.8287 1671.8114 1 5.98 86.69 25.33 46.6 (M:46.6) 1 1 0
K.NEGAENIPEGQAQQ
R.R Dimethyl:2H(4): 1



5150 true 1459 1672.9056 1671.8866 1 7.01 113.96 36.83 91.1 (M:91.1) 2 1 0
K.ALQNSIQEQVVEMK.
R Dimethyl: 1, 14

5151 true 1673 1672.9193 1671.9106 1 0.87 130.36 40 80.8 (M:80.8) 1 1 0 K.CQLEINFNTLQTK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

5152 true 1673 1672.9193 1671.9106 1 0.87 130.36 40 80.8 (M:80.8) 1 1 0 K.CQLEINFNTLQTK.L
Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 13

5153 true 630 1673.8096 1672.8057 1 -2.01 175.99 29.33 133.9 (M:133.9) 2 1 0
K.IAGHAEEYGAETLER.
M Dimethyl: 1

5154 true 2999 1674.8175 1673.7971 1 7.83 131.23 40.83 79.6 (M:79.6) 2 1 0 K.SSGEIVYCGQVYEK.T
Carbamidomethyl: 8; Dimethyl: 1, 
14



5155 true 2006 1674.8866 1673.9072 1 -16.68 110.73 35.33 22.4 (M:22.4) 1 1 0 K.QEIAEAQQLIAICR.E
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

5156 false 2006 1674.8866 1673.8586 1 12.35 102.71 35.33 16.1 (M:16.1) 1 2 0 R.LMEEDELPSWIIK.D Oxidation: 2; Dimethyl: 1, 13

5157 true 1264 1674.9034 1673.8923 1 2.25 156.7 35.33 99.2 (M:99.2) 1 1 0
R.MAPLGIDHIAPNIER.
M Dimethyl: 1

5158 true 1414 1675.8464 1674.8337 1 3.23 126.1 32.17 71.8 (M:71.8) 1 1 0
R.EMDHTEPPPAPVPAR
.V Dimethyl:2H(4): 1

5159 true 1165 1675.8633 1674.8689 1 -7.69 151.44 37.33 91.8 (M:91.8) 3 1 0
R.NFILDQTNVSAAAQR.
R Dimethyl: 1



5160 true 1447 1676.7879 1675.7926 1 -7.17 139.6 34.67 34.3 (M:34.3) 1 1 0
K.QDDGNPCLPQFPTR.
K

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

5161 true 1053 1676.8472 1675.8386 1 0.79 131.13 33.83 51.6 (M:51.6) 1 1 0
R.SVMDATQIAGLNCLR
.L

Carbamidomethyl: 13; Dimethyl: 
1

5162 true 1582 1676.8696 1675.862 1 0.18 219.19 36.83 15.4 (M:15.4) 1 1 0 R.VDEYLSWQQAHIR.G Dimethyl:2H(4): 1

5163 true 1174 1676.9048 1675.8654 1 19.19 145.99 38.83 38.8 (M:38.8) 1 1 0
R.FPQGGPSQMGSPLVS
R.T Dimethyl:2H(4): 1

5164 true 1802 1677.7915 1676.7835 1 0.47 141.92 34.33 20.0 (M:20.0) 1 1 0
R.FAQPGTFEFEYASR.
W Dimethyl: 1



5165 true 883 1677.8398 1676.8308 1 1.04 192.92 29.33 114.2 (M:114.2) 1 1 0
K.IAGHAEEYGAETLER.
M Dimethyl:2H(4): 1

5166 true 3720 1677.849 1676.8039 1 22.52 90.71 48.17 15.5 (M:15.5) 1 1 0
K.TQEQLAAEMAELTAR
.I Oxidation: 9

5167 true 597 1677.87 1676.8522 1 6.24 125.76 32.5 34.7 (M:34.7) 1 1 1 K.EDKHYGITSYGVPR.S Dimethyl: 1, 3

5168 true 3240 1678.8847 1677.8473 1 17.91 222.44 45.33 32.3 (M:32.3) 1 1 0 K.SFYPEEISSMVLTK.M Dimethyl:2H(4): 1; Oxidation: 10

5169 true 1867 1678.8946 1677.9022 1 -8.85 186.6 41.67 82.9 (M:82.9) 1 1 0
K.NEVLMVNIGSLSTGG
R.V Dimethyl:2H(4): 1



5170 true 1265 1678.9314 1677.9174 1 4.02 207.64 35.33 128.5 (M:128.5) 1 1 0
R.MAPLGIDHIAPNIER.
M Dimethyl:2H(4): 1

5171 true 1896 1678.9369 1677.9301 1 -0.33 135.54 34.83 43.8 (M:43.8) 1 1 0 K.LQPLSPVPSDIEISR.A Dimethyl: 1

5172 true 3032 1679.8536 1678.86 1 -8.12 183.78 43.33 97.4 (M:97.4) 1 1 0
K.YSPEEIAMATVTALR.
R Dimethyl: 1

5173 true 171 1679.9055 1678.884 1 8.45 171.5 31.83 80.7 (M:80.7) 2 1 1 K.IDKTEYMVGSYGPR.A Dimethyl:2H(4): 1, 3

5174 true 1294 1679.9072 1678.894 1 3.5 221.07 37.17 111.1 (M:111.1) 3 1 0
R.NFILDQTNVSAAAQR.
R Dimethyl:2H(4): 1



5175 true 2043 1680.8405 1679.8301 1 1.87 140.68 35.5 23.3 (M:23.3) 2 1 0

-
.MEAAHSVPVQDVLSR.
F Acetyl: 1

5176 true 1357 1680.8712 1679.8631 1 0.49 254.68 37.5 72.9 (M:72.9) 3 1 0
K.TDERPASYFAVAVAR.
K Dimethyl: 1

5177 true 1054 1680.8755 1679.8637 1 2.71 175.08 33.83 43.0 (M:43.0) 1 1 0
R.SVMDATQIAGLNCLR
.L

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

5178 true 885 1680.9293 1679.9094 1 7.51 144.75 29.67 82.8 (M:82.8) 1 1 1
K.VISGPDGPREEIVEK.
M Dimethyl: 1, 15

5179 true 1150 1681.8064 1680.8005 1 -0.86 75.68 30.5 37.5 (M:37.5) 1 1 0
K.FNGGNSPSEDVSGNI
R.L Dimethyl:2H(4): 1



5180 true 1840 1681.8496 1680.8086 1 20.05 146.43 34.33 29.4 (M:29.4) 1 1 0
R.FAQPGTFEFEYASR.
W Dimethyl:2H(4): 1

5181 true 3000 1682.8689 1681.8473 1 8.55 90.91 40.83 25.3 (M:25.3) 1 1 0 K.SSGEIVYCGQVYEK.T
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 14

5182 true 1417 1682.8766 1681.8803 1 -6.5 194.39 36 61.6 (M:61.6) 2 1 0
K.YAPSGFYIASGDVSGK
.L Dimethyl:2H(4): 1, 16

5183 true 2224 1682.9202 1681.9079 1 2.97 218.92 44.67 97.7 (M:97.7) 1 1 0 R.FAPNIYIQQYLEK.S Dimethyl: 1, 13

5184 true 1974 1683.7887 1682.79 1 -5.13 118.95 39.67 88.2 (M:88.2) 1 1 0 R.FGIDDQDFQNSLTR.S Dimethyl: 1



5185 true 1554 1683.8535 1682.8516 1 -3.15 148.49 35.5 108.3 (M:108.3) 2 1 1 K.DYGVLKEDEGIAYR.G Dimethyl: 1, 6

5186 true 3013 1683.8817 1682.8851 1 -6.37 189.86 43.33 116.4 (M:116.4) 1 1 0
K.YSPEEIAMATVTALR.
R Dimethyl:2H(4): 1

5187 true 1749 1683.9987 1682.9859 1 3.28 157.31 40.17 77.6 (M:77.6) 1 1 0 R.VYALPEDLVEVKPK.M Dimethyl: 1, 12, 14

5188 true 437 1684.7768 1683.7601 1 5.61 198.67 29 66.3 (M:66.3) 1 1 0
K.HTGPNSPDTANDGFV
R.L

5189 true 826 1684.854 1683.858 1 -6.74 191.2 31.67 31.0 (M:31.0) 1 1 1 K.QEYDEAGPSIVHRK.C Dimethyl: 1, 14



5190 true 2689 1684.9004 1683.9043 1 -6.64 203.53 38.83 74.9 (M:74.9) 1 1 1 R.ALEEAIEQKAELER.V Dimethyl: 1, 9

5191 true 1178 1685.0474 1684.0375 1 1.59 116.49 41.33 81.3 (M:81.3) 1 1 0 K.ALPLLTGTQLIHTDK.L Dimethyl:2H(4): 1, 15

5192 true 1744 1685.8331 1684.8308 1 -2.93 92.43 37.5 61.1 (M:61.1) 1 1 0 R.LLDTAYIYAGGESER.I Dimethyl: 1

5193 true 491 1685.9036 1684.8897 1 3.96 161.01 40.83 85.9 (M:85.9) 3 1 0
R.GPTGAVLFDGAGQA
QLR.H Dimethyl: 1

5194 true 1554 1686.7418 1685.7439 1 -5.6 257.64 32.67 17.1 (M:17.1) 1 1 0 K.LDDPSCSRPECYR.S
Carbamidomethyl: 6, 11; 
Dimethyl:2H(4): 1



5195 true 1266 1686.9654 1685.9604 1 -1.34 148.33 35.17 84.5 (M:84.5) 1 1 0
K.YVVVTGITPTPLGEGK
.S Dimethyl: 1, 16

5196 true 502 1687.7858 1686.7896 1 -6.56 188.49 30.5 82.9 (M:82.9) 1 1 0
R.GGPGGPGGPGGPGG
PSGPMGR.M Dimethyl: 1

5197 true 1958 1687.8224 1686.8151 1 0 136.27 39.67 86.3 (M:86.3) 1 1 0 R.FGIDDQDFQNSLTR.S Dimethyl:2H(4): 1

5198 true 1047 1687.9931 1686.9628 1 13.62 180.43 37.67 64.5 (M:64.5) 1 1 1
R.SLVNLGGSKSISISVAR
.G

5199 true 1199 1688.816 1687.8166 1 -4.66 108.61 33.17 63.1 (M:63.1) 1 1 0
R.ELGLQEDNPGVYNGR
.W Dimethyl: 1



5200 true 631 1688.8337 1687.8529 1 -15.71 76.63 28.83 35.0 (M:35.0) 1 1 0
R.LLAEGHPDPDAELQR.
M Dimethyl: 1

5201 true 196 1688.8882 1687.8682 1 7.55 371.43 32.67 38.4 (M:38.4) 1 1 0
K.SPFEVHIGHEAGPQK.
V Dimethyl: 1, 15

5202 true 3490 1688.9191 1687.9083 1 2.09 157.06 47 56.4 (M:56.4) 1 1 0
R.ALGEPITLFGEGPAER.
R Dimethyl:2H(4): 1

5203 true 1773 1689.8559 1688.8559 1 -4.3 126.67 37.5 44.6 (M:44.6) 1 1 0 R.LLDTAYIYAGGESER.I Dimethyl:2H(4): 1

5204 true 3722 1689.8606 1688.8403 1 7.68 134.14 48.33 106.4 (M:106.4) 1 1 0
K.TQEQLAAEMAELTAR
.I Dimethyl: 1



5205 true 1483 1689.9216 1688.9148 1 -0.29 201.64 38.17 33.1 (M:33.1) 3 1 0
R.GPTGAVLFDGAGQA
QLR.H Dimethyl:2H(4): 1

5206 false 1925 1689.9358 1688.9399 1 -6.76 103.18 42 15.5 (M:15.5) 1 9 1 R.INALEKEHGTFQSK.I
Dimethyl:2H(4): 1; Dimethyl: 6, 
14

5207 false 1925 1689.9358 1688.9284 1 0.08 92.58 42 15.5 (M:15.5) 1 10 1
R.AQIFLKAADMLSGPR.
R Oxidation: 10; Dimethyl: 1, 6

5208 true 1020 1690.8299 1689.8145 1 4.84 60.64 29.83 91.1 (M:91.1) 1 1 0
K.LQESPDAVPHGEMP
R.H Dimethyl: 1

5209 true 1350 1690.843 1689.8356 1 0.07 59.19 34.33 55.7 (M:55.7) 1 1 0
K.EILGTAQSVGCSIDGR.
H

Carbamidomethyl: 11; Dimethyl: 
1



5210 true 482 1691.8124 1690.8147 1 -5.68 158.95 30.5 116.4 (M:116.4) 1 1 0
R.GGPGGPGGPGGPGG
PSGPMGR.M Dimethyl:2H(4): 1

5211 true 1417 1691.8416 1690.8349 1 -0.33 92.96 35.5 48.4 (M:48.4) 1 1 0
K.NQVAMNPTNTIFDA
K.R Dimethyl: 1

5212 true 1555 1691.9023 1690.9018 1 -3.99 108.9 35.5 100.6 (M:100.6) 2 1 1 K.DYGVLKEDEGIAYR.G Dimethyl:2H(4): 1, 6

5213 true 1200 1692.7838 1691.7825 1 -3.53 99.62 33.5 85.9 (M:85.9) 1 1 0
K.MDATANDVPSPYEV
R.G Dimethyl: 1

5214 true 816 1692.8803 1691.8781 1 -2.96 94.09 28.83 59.2 (M:59.2) 1 1 0
R.LLAEGHPDPDAELQR.
M Dimethyl:2H(4): 1



5215 true 1295 1692.8831 1691.8603 1 9.17 65.26 37 15.5 (M:15.5) 1 1 0 K.ICGDIHGQYTDLLR.L
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5216 true 2200 1692.9251 1691.9141 1 2.22 97.78 36.5 20.0 (M:20.0) 1 1 0 R.LPCQVSVRPLDPQR.Y Carbamidomethyl: 3; Dimethyl: 1

5217 true 3723 1693.885 1692.8654 1 7.23 138.26 48.33 106.5 (M:106.5) 1 1 0
K.TQEQLAAEMAELTAR
.I Dimethyl:2H(4): 1

5218 true 904 1693.8889 1692.8981 1 -9.76 67.37 34.5 75.4 (M:75.4) 1 1 0
K.VANVNANAIDHIQM
K.L Dimethyl: 1, 15

5219 true 1351 1694.8464 1693.8607 1 -12.71 80.26 34.33 60.4 (M:60.4) 1 1 0
K.EILGTAQSVGCSIDGR.
H

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1



5220 true 1021 1694.856 1693.8396 1 5.4 100.41 29.83 83.1 (M:83.1) 1 1 0
K.LQESPDAVPHGEMP
R.H Dimethyl:2H(4): 1

5221 true 3211 1694.9107 1693.9088 1 -3.2 134.3 45.17 107.8 (M:107.8) 2 1 0 K.SFYPEEISSMVLTK.M Dimethyl:2H(4): 1, 14

5222 true 1213 1694.9283 1693.9123 1 5.11 139.31 36.5 22.6 (M:22.6) 1 1 0
R.MAPLGIDHIAPNIER.
M Dimethyl:2H(4): 1; Oxidation: 1

5223 true 1767 1696.076 1695.0612 1 4.47 77.45 40.17 90.2 (M:90.2) 1 1 0 R.VYALPEDLVEVKPK.M Dimethyl:2H(4): 1, 12, 14

5224 true 1201 1696.8065 1695.8076 1 -4.92 100.83 33.33 89.5 (M:89.5) 1 1 0
K.MDATANDVPSPYEV
R.G Dimethyl:2H(4): 1



5225 true 1051 1696.8668 1695.854 1 3.25 136.4 33.5 22.0 (M:22.0) 1 1 0
K.HTDELQAQAQSSLLR.
L

5226 true 1525 1696.9027 1695.8978 1 -1.37 127.59 35.17 115.0 (M:115.0) 4 1 0
R.AAVEEGIVPGGGCAL
LR.C

Carbamidomethyl: 13; Dimethyl: 
1

5227 false 1525 1696.9027 1695.9246 1 -17.17 101.63 35.17 15.8 (M:15.8) 1 9 0
K.VPQGNGPLAEIDLWR
.V Dimethyl:2H(4): 1

5228 true 1120 1696.993 1695.9771 1 5.1 252.65 33.83 73.2 (M:73.2) 1 1 1
R.AEAQIKVEANEALVK.
A Dimethyl: 1, 6, 15

5229 false 1120 1696.993 1696.0073 1 -12.69 152.41 33.83 17.1 (M:17.1) 1 2 0
K.INEAIVAVQAIIADPK.
T Dimethyl:2H(4): 1



5230 true 183 1697.7063 1696.6872 1 7 91.37 20.67 26.4 (M:26.4) 1 1 0
K.CGFCHAGEEENEAR.
G

Carbamidomethyl: 1, 4; 
Dimethyl:2H(4): 1

5231 true 1474 1697.7153 1696.725 1 -10.02 127.94 34.83 81.9 (M:81.9) 1 1 0 R.ELGSECGIEFDEER.T Carbamidomethyl: 6; Dimethyl: 1

5232 true 1027 1697.8124 1696.8025 1 1.53 100.41 33.33 16.0 (M:16.0) 1 1 0 R.HLCVCPINDSEAVR.E
Carbamidomethyl: 3, 5; Dimethyl: 
1

5233 true 1749 1697.852 1696.8494 1 -2.76 135.31 38 107.5 (M:107.5) 1 1 0 K.FFSASCVPGATIEQK.L
Carbamidomethyl: 6; Dimethyl: 1, 
15

5234 true 325 1698.8349 1697.8368 1 -5.39 359.04 28.5 16.4 (M:16.4) 1 55.22 1 0
R.GAMGIMLVYDITNEK
.S Oxidation: 6; Dimethyl: 15



5235 true 610 1699.0564 1698.0644 1 -8.99 51.83 35.83 17.9 (M:17.9) 1 1 1
K.TKDGQILPVPNVVVR.
D Dimethyl:2H(4): 1, 2

5236 true 1484 1699.8303 1698.8287 1 -3.34 130.9 36 24.5 (M:24.5) 1 1 0 K.LCYVGYNIEQEQK.L
Carbamidomethyl: 2; Dimethyl: 1, 
13

5237 true 409 1699.8353 1698.8114 1 9.75 139.74 29 16.5 (M:16.5) 1 1 1
R.QAPGPARDYSQYYR.
T Dimethyl: 1

5238 true 422 1699.8496 1698.8182 1 14.22 83.06 31 110.6 (M:110.6) 2 1 0
R.LCQLCQGSGGIPPER.
C

Carbamidomethyl: 2, 5; Dimethyl: 
1

5239 true 3033 1699.8833 1698.88 1 -2.38 108.82 43.33 40.3 (M:40.3) 2 1 0
K.YSPEEIAMATVTALR.
R Dimethyl:2H(4): 1; Oxidation: 8



5240 true 603 1699.9646 1698.9504 1 4.03 104.97 31.83 79.7 (M:79.7) 1 1 0
K.APPKPGSNSIPGAESA
R.S Dimethyl:2H(4): 1, 4

5241 true 1853 1700.7495 1699.74 1 1.31 89.07 38.33 46.0 (M:46.0) 1 1 0
K.YAMEPEEFDSDALR.
Q Dimethyl: 1

5242 true 779 1700.8644 1699.8529 1 2.45 98.42 32.33 111.2 (M:111.2) 1 1 1 K.QEYDESGPSIVHRK.C Dimethyl: 1, 14

5243 true 1841 1700.9308 1699.9229 1 0.35 195.22 35.17 123.8 (M:123.8) 2 1 0
R.AAVEEGIVPGGGCAL
LR.C

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

5244 true 1475 1701.7393 1700.7501 1 -10.66 111.45 34.83 108.3 (M:108.3) 1 1 0 R.ELGSECGIEFDEER.T
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



5245 true 997 1701.8354 1700.8276 1 0.32 97.45 33.33 40.0 (M:40.0) 1 1 0 R.HLCVCPINDSEAVR.E
Carbamidomethyl: 3, 5; 
Dimethyl:2H(4): 1

5246 true 1871 1701.958 1700.9415 1 5.43 67.42 34.5 23.8 (M:23.8) 1 1 1 K.YKESFDVGSDIFAK.F Dimethyl:2H(4): 1, 2, 14

5247 true 1629 1702.8302 1701.8356 1 -7.45 100.41 36.17 67.2 (M:67.2) 1 1 1 R.VEVERDNLADDIMR.L Dimethyl: 1

5248 true 1842 1702.8369 1701.8322 1 -1.54 88.25 34.33 47.1 (M:47.1) 1 1 0
M.SSVAVLTQESFAEHR.
S Acetyl: 1

5249 true 2142 1702.8393 1701.843 1 -6.4 108.65 43.33 57.0 (M:57.0) 2 1 0
K.VTDGDGEAVLPMAM
LR.Q Dimethyl: 1



5250 true 2422 1703.7825 1702.7807 1 -3.21 67.51 37.33 31.7 (M:31.7) 1 1 0
R.SWCPDCVTAEPVVR.
K

Carbamidomethyl: 3, 6; Dimethyl: 
1

5251 true 1697 1703.8703 1702.8806 1 -10.33 89.67 39 74.6 (M:74.6) 1 1 0
R.AHQVVEDGYEFFAK.
R Dimethyl:2H(4): 1, 14

5252 true 1697 1703.8703 1702.8806 1 -10.33 89.67 39 74.6 (M:74.6) 1 1 0
R.AHQVVEDGYEFFAK.
R Dimethyl:2H(4): 1, 14

5253 false 2184 1703.9452 1702.9294 1 5.03 67.84 46 20.2 (M:20.2) 1 3 1 K.SPVHVTAYFKDEVK.N Dimethyl: 1, 10, 14

5254 true 2004 1703.9455 1702.9344 1 2.24 93.64 45.17 59.7 (M:59.7) 4 1 0
K.DLAPGTNPPFLLFNR.
E Dimethyl:2H(4): 1



5255 true 1852 1703.9648 1702.9505 1 4.08 60.9 40.83 93.2 (M:93.2) 1 1 1
M.VKSVGNLADFEAELK
.A Dimethyl: 1, 2, 15

5256 true 1854 1704.773 1703.7651 1 0.42 172.58 38.33 46.6 (M:46.6) 1 1 0
K.YAMEPEEFDSDALR.
Q Dimethyl:2H(4): 1

5257 true 280 1704.9034 1703.873 1 13.53 109.55 28.33 55.9 (M:55.9) 1 1 0
R.GISEETTTGVHNLYK.
M Dimethyl: 1, 15

5258 true 1019 1704.9268 1703.9144 1 3 75.79 38 70.6 (M:70.6) 1 1 0 R.SYTVNSSILHGIEPR.L Dimethyl:2H(4): 1

5259 true 1908 1705.8145 1704.8063 1 0.59 107.5 39 70.3 (M:70.3) 1 1 0
K.GAEEMETVIPTDVMR
.R Dimethyl: 1



5260 true 3650 1705.873 1704.8352 1 17.86 122.44 48.33 35.8 (M:35.8) 1 1 0
K.TQEQLAAEMAELTAR
.I Oxidation: 9; Dimethyl: 1

5261 true 1111 1705.8822 1704.8505 1 14.34 96.12 35.83 105.6 (M:105.6) 2 1 0
K.NQVAMNPTNTVFDA
K.R Dimethyl: 1, 15

5262 true 752 1705.9305 1704.9159 1 4.28 131.62 31.33 99.8 (M:99.8) 1 1 1
K.DTGKAPVEQEVAIHR.
I Dimethyl: 1, 4

5263 true 1330 1705.9576 1704.9523 1 -1.15 155.8 35.67 82.7 (M:82.7) 1 1 0
R.LVLEVAQHLGENTVR.
T Dimethyl: 1

5264 false 1330 1705.9576 1704.9662 1 -9.31 152.09 35.67 18.5 (M:18.5) 1 2 1
K.VTDFKLTLLADNTVK.
V Dimethyl: 15



5265 true 1173 1706.7898 1705.7845 1 -1.16 61.35 33 16.1 (M:16.1) 1 1 0
K.GDEGQTAEEHFLGER
.A Dimethyl:2H(4): 1

5266 true 3394 1706.8526 1705.8458 1 -0.27 116.02 46.17 52.7 (M:52.7) 1 1 0
K.QMEQISQFLQAAER.
Y Dimethyl: 1

5267 true 1289 1706.8712 1705.8747 1 -6.37 78.55 35 47.2 (M:47.2) 1 1 0
K.HQNSVDDTIVALNPR.
A Dimethyl: 1

5268 true 851 1707.0671 1706.0594 1 0.23 90.36 35.5 73.5 (M:73.5) 1 1 0 K.IAILTCPFEPPKPK.T
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 12, 14

5269 true 623 1707.7928 1706.7959 1 -6.1 72.24 29.5 43.8 (M:43.8) 1 1 0
K.LADVASNDSSDSLETR
.F Dimethyl: 1



5270 true 1128 1707.9406 1706.9299 1 2 76.82 39.5 23.1 (M:23.1) 1 1 0
R.GGHVDLTMLGAMQ
VSK.Y Dimethyl:2H(4): 1, 16

5271 true 1228 1708.7758 1707.7774 1 -5.21 60.53 33.33 41.7 (M:41.7) 1 1 0
K.MDATANDVPSPYEV
R.G Oxidation: 1; Dimethyl: 1

5272 true 864 1708.9183 1707.9032 1 4.62 178.76 32.33 70.1 (M:70.1) 1 1 1 K.QEYDESGPSIVHRK.C Dimethyl:2H(4): 1, 14

5273 true 1921 1709.8408 1708.8314 1 1.29 118.6 39 64.8 (M:64.8) 1 1 0
K.GAEEMETVIPTDVMR
.R Dimethyl:2H(4): 1

5274 true 905 1709.8793 1708.893 1 -12.28 70.97 34.5 42.3 (M:42.3) 1 1 0
K.VANVNANAIDHIQM
K.L Oxidation: 14; Dimethyl: 1, 15



5275 true 1949 1709.9186 1708.9148 1 -2.07 102.53 34.83 45.5 (M:45.5) 1 1 0
K.TPVEEVPAAIAPFQGR
.V Dimethyl: 1

5276 true 1949 1709.9186 1708.9148 1 -2.07 102.53 34.83 45.5 (M:45.5) 1 1 0
K.TPVEEVPAAIAPFQGR
.V Dimethyl: 1

5277 true 1331 1709.9828 1708.9774 1 -1.07 132.94 35.67 64.7 (M:64.7) 1 1 0
R.LVLEVAQHLGENTVR.
T Dimethyl:2H(4): 1

5278 true 1942 1710.0107 1709.0127 1 -5.43 124.06 44.33 88.5 (M:88.5) 1 1 0
R.IADVGGVPYLIPLAQK
.E Dimethyl: 1, 16

5279 true 1838 1710.8491 1709.8373 1 2.65 89.09 38.17 22.8 (M:22.8) 1 1 0
M.AAATAPAQPWSAEE
LR.S Acetyl: 1



5280 true 866 1710.8579 1709.8526 1 -1.12 92.28 34.17 52.4 (M:52.4) 1 1 1 R.EANYIGADKYFHAR.G Dimethyl: 1, 9

5281 true 3198 1710.8867 1709.8709 1 4.99 124.83 46.17 53.2 (M:53.2) 1 1 0
K.QMEQISQFLQAAER.
Y Dimethyl:2H(4): 1

5282 true 1320 1710.9071 1709.8999 1 -0.02 106.65 35 21.2 (M:21.2) 1 1 0
K.HQNSVDDTIVALNPR.
A Dimethyl:2H(4): 1

5283 true 2212 1711.0691 1710.0605 1 0.78 166.46 44.67 41.4 (M:41.4) 1 1 0 K.MLIPILTGQPLPPEK.V Dimethyl:2H(4): 1, 15

5284 true 624 1711.8304 1710.821 1 1.25 102.27 29.5 54.4 (M:54.4) 1 1 0
K.LADVASNDSSDSLETR
.F Dimethyl:2H(4): 1



5285 true 440 1712.8108 1711.7914 1 7.1 144.71 29.17 133.9 (M:133.9) 1 1 0
K.HTGPNSPDTANDGFV
R.L Dimethyl: 1

5286 true 281 1712.9531 1711.9232 1 13.18 62.42 28.33 26.6 (M:26.6) 1 1 0
R.GISEETTTGVHNLYK.
M Dimethyl:2H(4): 1, 15

5287 true 3345 1713.9125 1712.9097 1 -2.62 107.38 46 42.3 (M:42.3) 1 1 0 K.YLDVVLQDLSDIHR.V Dimethyl: 1

5288 true 1136 1713.9336 1712.9007 1 14.92 70.64 35.83 94.3 (M:94.3) 1 1 0
K.NQVAMNPTNTVFDA
K.R Dimethyl:2H(4): 1, 15

5289 true 1898 1713.9459 1712.9399 1 -0.75 87.84 34.83 56.1 (M:56.1) 1 1 0
K.TPVEEVPAAIAPFQGR
.V Dimethyl:2H(4): 1



5290 true 1898 1713.9459 1712.9399 1 -0.75 87.84 34.83 56.1 (M:56.1) 1 1 0
K.TPVEEVPAAIAPFQGR
.V Dimethyl:2H(4): 1

5291 true 851 1713.9628 1712.9626 1 -4.12 76.75 32.17 32.4 (M:32.4) 1 1 1 K.LYKEELEQTYSSK.L Dimethyl:2H(4): 1, 3, 13

5292 true 780 1713.9764 1712.9661 1 1.77 89.74 31.33 23.2 (M:23.2) 1 1 1
K.DTGKAPVEQEVAIHR.
I Dimethyl:2H(4): 1, 4

5293 true 1674 1714.8331 1713.8145 1 6.61 135.48 39.83 47.5 (M:47.5) 1 1 0
R.NIAFFSTNCVEGTAR.
G Carbamidomethyl: 9; Dimethyl: 1

5294 true 1378 1714.9005 1713.8872 1 3.5 221.77 37.5 88.9 (M:88.9) 1 1 0 K.HVTIDCSPYLQVVR.D Carbamidomethyl: 6; Dimethyl: 1



5295 true 1740 1714.9605 1713.9541 1 -0.52 105.65 39.67 72.3 (M:72.3) 1 1 0
K.GHPPVIDGELFNEVK.
V Dimethyl:2H(4): 1, 15

5296 true 3178 1714.9618 1713.9665 1 -7.02 132.36 45.17 19.1 (M:19.1) 1 1 0
R.VLVVQDFTGLPTLER.
K Dimethyl: 1

5297 true 980 1714.9893 1713.9716 1 6.12 65.43 37.67 54.2 (M:54.2) 1 1 0 K.YLIATSEQPIAALHR.D Dimethyl:2H(4): 1

5298 true 957 1715.8198 1714.8196 1 -4.15 60.63 31.67 54.6 (M:54.6) 1 1 0 R.TLNEEDCSSVPPAIR.S Carbamidomethyl: 7; Dimethyl: 1

5299 true 375 1715.8563 1714.8486 1 0.23 105.03 22 38.5 (M:38.5) 1 1 1
R.ALGQTGSDTGGPEDA
KR.Q Dimethyl: 1, 16



5300 true 2690 1715.9083 1714.9152 1 -8.23 158.13 38.83 71.9 (M:71.9) 1 1 0
K.SELIANNVSLPGGEQR
.K Dimethyl:2H(4): 1

5301 true 40 1715.9312 1714.9093 1 8.5 114.03 29.33 22.0 (M:22.0) 1 1 0
K.GDFFPPERPQQLPR.
M Dimethyl:2H(4): 1

5302 true 3274 1715.9509 1714.9505 1 -4.04 151.1 45.5 113.8 (M:113.8) 2 1 0
R.ALTVPELTQQVFDAK.
N Dimethyl: 1, 15

5303 true 3724 1715.9692 1714.9505 1 6.61 104.08 48.33 99.7 (M:99.7) 1 1 0
R.IINEPTAAAIAYGLDK.
K Dimethyl: 1, 16

5304 true 3724 1715.9692 1714.9505 1 6.61 104.08 48.33 99.7 (M:99.7) 1 1 0
R.IINEPTAAAIAYGLDK.
K Dimethyl: 1, 16



5305 true 3724 1715.9692 1714.9505 1 6.61 104.08 48.33 99.7 (M:99.7) 1 1 0
R.IINEPTAAAIAYGLDK.
R Dimethyl: 1, 16

5306 true 36 1716.7589 1715.7536 1 -1.16 54.82 24 28.2 (M:28.2) 1 1 0
R.DGPAPGQEDGAEEQ
ER.L Dimethyl:2H(4): 1

5307 true 97 1716.8171 1715.7976 1 7.15 84.07 25.5 52.0 (M:52.0) 1 1 0
R.VAAAAGHSGAFSGN
DSNR.T Dimethyl: 1

5308 true 441 1716.8361 1715.8165 1 7.16 136.98 29 94.3 (M:94.3) 1 1 0
K.HTGPNSPDTANDGFV
R.L Dimethyl:2H(4): 1

5309 true 2112 1716.9018 1715.9054 1 -6.33 95.05 44.83 25.1 (M:25.1) 1 1 0
K.SLSTLQSEVQEALQR.
A Dimethyl: 1



5310 true 92 1717.7496 1716.7373 1 2.89 64.06 24.67 75.1 (M:75.1) 1 1 0
R.EGQEVASVSDDHTCR
.V

Carbamidomethyl: 14; Dimethyl: 
1

5311 true 477 1717.7857 1716.8039 1 -14.86 59.39 27.67 36.3 (M:36.3) 1 1 0
R.QVQNGPSPDEMEAQ
R.R Dimethyl:2H(4): 1

5312 false 3619 1717.8904 1716.8716 1 6.68 331.16 48 15.1 (M:15.1) 1 4 0
K.TPMENIGLQDSLLSR.
F Oxidation: 3; Dimethyl: 1

5313 true 3619 1717.8904 1716.8795 1 2.1 159.44 48 111.5 (M:111.5) 1 1 0
K.FSLVGIAGQDLNEGN
R.T Dimethyl: 1

5314 true 1035 1718.8239 1717.8305 1 -8.08 53.79 32.17 34.9 (M:34.9) 1 1 1 R.VEVERDNLADDIMR.L Oxidation: 13; Dimethyl: 1



5315 true 1675 1718.8581 1717.8396 1 6.57 98.37 39.83 20.6 (M:20.6) 1 1 0
R.NIAFFSTNCVEGTAR.
G

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

5316 true 1586 1718.9664 1717.9665 1 -4.3 149.7 38.83 79.1 (M:79.1) 1 1 0
R.QVVQTPNTVLSTPFR.
T Dimethyl:2H(4): 1

5317 true 529 1719.7241 1718.7496 1 -19.04 38.03 29 120.3 (M:120.3) 2 1 0
K.STAGDTHLGGEDFDN
R.M Dimethyl: 1

5318 true 529 1719.7241 1718.7496 1 -19.04 38.03 29 120.3 (M:120.3) 2 1 0
K.STAGDTHLGGEDFDN
R.M Dimethyl: 1

5319 true 1935 1719.7586 1718.757 1 -3.3 90.1 39.33 97.6 (M:97.6) 1 1 0
M.ASAAHFSEEEMAELR
.E Acetyl: 1



5320 true 1409 1719.8764 1718.8662 1 1.7 97.66 38 101.2 (M:101.2) 1 1 0
K.NQVAMNPTNTIFDA
K.R Dimethyl: 1, 15

5321 true 322 1719.9135 1718.8951 1 6.47 68.24 29 59.5 (M:59.5) 1 1 1
R.TKSQGGEPTYNVAVG
R.A Dimethyl: 1, 2

5322 true 602 1719.9155 1718.9091 1 -0.49 159.69 30.17 47.2 (M:47.2) 1 1 1 K.YSTSESEIKEHVVK.H Dimethyl: 1, 9, 14

5323 true 1105 1720.0257 1719.0208 1 -1.39 54.63 30.5 28.1 (M:28.1) 1 1 0 K.EQIVPKPEEEVAQK.K Dimethyl:2H(4): 1, 6, 14

5324 true 17 1720.7404 1719.7305 1 1.52 150.85 25.33 86.1 (M:86.1) 2 1 0
K.MVSSDGSDCSHLQG
GR.E Carbamidomethyl: 9; Dimethyl: 1



5325 true 2044 1720.7969 1719.7893 1 0.17 123.35 35.5 70.3 (M:70.3) 2 1 0
R.FAQPGSFEFEYSQR.
W Dimethyl: 1

5326 true 98 1720.8427 1719.8227 1 7.39 66.66 25.5 73.7 (M:73.7) 1 1 0
R.VAAAAGHSGAFSGN
DSNR.T Dimethyl:2H(4): 1

5327 true 1387 1720.8553 1719.8679 1 -11.57 94.39 34.33 47.5 (M:47.5) 1 1 1 R.EQGFETEDIKEIAR.K Dimethyl: 1, 10

5328 true 998 1720.9054 1719.909 1 -6.34 188.12 37.17 16.4 (M:16.4) 1 1 1 R.VTNRDIICQIAYAR.I Carbamidomethyl: 8; Dimethyl: 1

5329 true 2105 1720.927 1719.9305 1 -6.25 74.63 44.83 23.1 (M:23.1) 1 1 0
K.SLSTLQSEVQEALQR.
A Dimethyl:2H(4): 1



5330 true 93 1721.7781 1720.7624 1 4.87 100.14 24.67 62.2 (M:62.2) 1 1 0
R.EGQEVASVSDDHTCR
.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

5331 true 3651 1721.9136 1720.9046 1 1.03 168.32 48 96.2 (M:96.2) 1 1 0
K.FSLVGIAGQDLNEGN
R.T Dimethyl:2H(4): 1

5332 true 1605 1722.8813 1721.8737 1 0.17 167.78 39.5 111.9 (M:111.9) 2 1 0
K.NAVITVPAYFNDSQR.
Q Dimethyl: 1

5333 true 618 1722.9024 1721.8621 1 19.18 133.3 32.5 37.3 (M:37.3) 1 1 1 R.DNEEERDSDVLITK.D Dimethyl:2H(4): 1; Dimethyl: 14

5334 true 2522 1723.0306 1722.0291 1 -3.35 197.79 48.17 100.9 (M:100.9) 2 1 0
R.QAQIEVVPSASALIIK.
A Dimethyl: 1, 16



5335 true 530 1723.7485 1722.7747 1 -19.41 72.68 28.83 96.0 (M:96.0) 2 1 0
K.STAGDTHLGGEDFDN
R.M Dimethyl:2H(4): 1

5336 true 530 1723.7485 1722.7747 1 -19.41 72.68 28.83 96.0 (M:96.0) 2 1 0
K.STAGDTHLGGEDFDN
R.M Dimethyl:2H(4): 1

5337 true 3803 1723.8793 1722.8498 1 12.84 62.76 48.83 60.3 (M:60.3) 1 1 0
R.NVQAEEMVEFSSGLK
.G Dimethyl: 1, 15

5338 true 2201 1723.8909 1722.8829 1 0.45 62.82 36.17 113.0 (M:113.0) 1 1 1
K.FNPETDFLTGADGKK.
F Dimethyl: 1, 14, 15

5339 true 1975 1723.914 1722.913 1 -3.67 84.27 39.83 42.3 (M:42.3) 1 1 0 K.IIDINYYPVPEAER.S Dimethyl:2H(4): 1



5340 true 2887 1723.9152 1722.8901 1 10.37 71.18 39.83 39.0 (M:39.0) 1 1 0
K.IVLEDGNLHVTEGSGR
.Y Dimethyl: 1

5341 true 1130 1723.9252 1722.9248 1 -4 109.98 39.5 30.9 (M:30.9) 1 85.51 1 0
R.GGHVDLTMLGAMQ
VSK.Y

Dimethyl:2H(4): 1, 16; Oxidation: 
12

5342 true 3213 1724.0032 1723.0008 1 -2.79 151.29 45.5 104.5 (M:104.5) 2 1 0
R.ALTVPELTQQVFDAK.
N Dimethyl:2H(4): 1, 15

5343 true 3753 1724.0237 1723.0008 1 9.08 66.44 48.33 98.0 (M:98.0) 1 1 0
R.IINEPTAAAIAYGLDK.
K Dimethyl:2H(4): 1, 16

5344 true 3753 1724.0237 1723.0008 1 9.08 66.44 48.33 98.0 (M:98.0) 1 1 0
R.IINEPTAAAIAYGLDK.
R Dimethyl:2H(4): 1, 16



5345 true 3753 1724.0237 1723.0008 1 9.08 66.44 48.33 98.0 (M:98.0) 1 1 0
R.IINEPTAAAIAYGLDK.
K Dimethyl:2H(4): 1, 16

5346 true 77 1724.8035 1723.7948 1 0.81 46.45 20 40.1 (M:40.1) 1 1 0
R.CSLQPQQEGPGPEG
GR.G Carbamidomethyl: 1; Dimethyl: 1

5347 true 2045 1724.8214 1723.8144 1 -0.16 169.85 35.5 83.1 (M:83.1) 2 1 0
R.FAQPGSFEFEYSQR.
W Dimethyl:2H(4): 1

5348 true 1053 1724.9014 1723.8853 1 5.09 127.19 33.67 94.9 (M:94.9) 1 1 0
K.HTDELQAQAQSSLLR.
L Dimethyl: 1

5349 true 1242 1724.9367 1723.9219 1 4.39 109.83 36.33 32.6 (M:32.6) 1 1 0 R.IDLACKPGVDYVYK.V
Carbamidomethyl: 5; Dimethyl: 1, 
6, 14



5350 true 264 1725.8147 1724.7794 1 16.23 249.62 34 76.3 (M:76.3) 1 1 0
R.EGSTYHFSGTGDFHK.
L Dimethyl: 1, 15

5351 true 1152 1726.8031 1725.7958 1 0 72.94 30.67 49.6 (M:49.6) 2 1 1
K.IFRDGEESGTYDGPR.
T Dimethyl: 1

5352 true 1606 1726.9077 1725.8988 1 0.93 172.05 39.5 109.9 (M:109.9) 1 1 0
K.NAVITVPAYFNDSQR.
Q Dimethyl:2H(4): 1

5353 true 1729 1727.7984 1726.7963 1 -2.97 120.16 39.33 20.0 (M:20.0) 2 1 0
R.FAQPGSFEYEYAMR.
W Dimethyl:2H(4): 1

5354 true 778 1727.8154 1726.8137 1 -3.25 131.54 38 97.3 (M:97.3) 2 1 0
R.NAPYSGYSGAFHCLK.
D

Carbamidomethyl: 13; Dimethyl: 
1, 15



5355 true 2350 1727.8798 1726.8778 1 -3.02 137.7 37 16.3 (M:16.3) 1 1 1 R.VEVTEFEDIKSGYR.I Dimethyl: 1, 10

5356 true 791 1727.8983 1726.8785 1 7.28 65.93 32.83 20.8 (M:20.8) 1 1 0
K.NTCPGDVSALRPSGL
R.F Carbamidomethyl: 3; Dimethyl: 1

5357 true 78 1728.8291 1727.8199 1 1.15 89.44 20 56.3 (M:56.3) 1 1 0
R.CSLQPQQEGPGPEG
GR.G

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

5358 true 1054 1728.9281 1727.9104 1 5.99 172.72 33.67 73.9 (M:73.9) 1 1 0
K.HTDELQAQAQSSLLR.
L Dimethyl:2H(4): 1

5359 true 1290 1729.8686 1728.8716 1 -5.98 94.2 35 73.1 (M:73.1) 1 1 0
K.GAGTGGLGLTVEGPC
EAK.I

Carbamidomethyl: 15; Dimethyl: 
1, 18



5360 true 1817 1730.8454 1729.837 1 0.62 85.2 37.83 56.8 (M:56.8) 1 1 1 M.ADLEEQLSDEEKVR.I Acetyl: 1; Dimethyl: 12

5361 true 1023 1730.877 1729.8536 1 9.28 100.61 35 95.8 (M:95.8) 1 1 0
K.FFHNGNAIDDGVQIR.
G Dimethyl: 1

5362 true 2534 1731.0854 1730.0793 1 -0.71 155.22 48.17 117.3 (M:117.3) 2 1 0
R.QAQIEVVPSASALIIK.
A Dimethyl:2H(4): 1, 16

5363 true 1530 1731.8761 1730.8839 1 -8.73 77.56 36 89.4 (M:89.4) 1 1 0 K.ILEQGEEFAANEVVR.I Dimethyl: 1

5364 true 2016 1731.8927 1730.8879 1 -1.43 79.52 40.33 37.5 (M:37.5) 1 1 0 K.LDFELEPEPPPAPPR.A Dimethyl: 1



5365 true 3125 1732.795 1731.8138 1 -15.06 170.09 44.33 23.8 (M:23.8) 1 1 0
K.MDATSFSSIASEFGVR
.G Dimethyl: 1

5366 true 1928 1732.906 1731.9043 1 -3.22 106.76 42.33 121.4 (M:121.4) 2 1 0
K.QAGPASVALSSVADF
EK.F Dimethyl: 1, 17

5367 true 1663 1732.9073 1731.8841 1 9.22 606.58 33.5 18.6 (M:18.6) 1 62.51 1 1
M.SDKPDMAEIEKFDK.
S

Dimethyl:2H(4): 1, 11; Oxidation: 
6

5368 true 2767 1733.8705 1732.8632 1 0.04 116.6 39.17 96.5 (M:96.5) 1 1 0
K.NQLTSNPENTVFDAK.
R Dimethyl: 1, 15

5369 true 3199 1733.9284 1732.8818 1 22.67 118.74 45 42.0 (M:42.0) 1 1 0
R.ALSVPELTQQMFDAR
.N Dimethyl: 1



5370 true 2134 1735.8444 1734.8424 1 -3.07 99.05 43 51.9 (M:51.9) 1 1 0 R.QQSEEDLLLQDFSR.N Dimethyl: 1

5371 true 1802 1735.8806 1734.8701 1 1.86 153.12 41.83 77.8 (M:77.8) 2 1 0 R.NVVTIFSAPNYCYR.C
Carbamidomethyl: 12; 
Dimethyl:2H(4): 1

5372 true 3697 1735.9006 1734.8896 1 2.12 121.14 48 29.7 (M:29.7) 1 1 0
R.VINQILTEMDGMSTK.
K Dimethyl: 1, 15

5373 true 1615 1735.9028 1734.909 1 -7.78 96.42 36 53.2 (M:53.2) 1 1 0 K.ILEQGEEFAANEVVR.I Dimethyl:2H(4): 1

5374 true 26 1736.7279 1735.7254 1 -2.76 108.06 25.33 50.0 (M:50.0) 1 1 0
K.MVSSDGSDCSHLQG
GR.E

Carbamidomethyl: 9; Oxidation: 
1; Dimethyl: 1



5375 true 3126 1736.8335 1735.8389 1 -7.31 114.27 44.33 34.1 (M:34.1) 1 1 0
K.MDATSFSSIASEFGVR
.G Dimethyl:2H(4): 1

5376 true 1580 1736.8387 1735.8702 1 -22.36 48.91 35.67 25.4 (M:25.4) 1 88.07 1 1
M.SDKPDMAEIEKFDK.
S Dimethyl: 1, 3, 14

5377 true 1210 1736.8629 1735.8563 1 -0.42 86.8 34.5 61.4 (M:61.4) 1 1 0
K.HAAPTLSISEPSDMPR
.R Dimethyl: 1

5378 true 3200 1737.8331 1736.8331 1 -4.22 133.23 45 57.7 (M:57.7) 1 1 0
K.TTGFGMIYDSLDYAK.
K Dimethyl: 1, 15

5379 true 565 1739.0153 1738.0055 1 1.49 128.01 32.5 69.8 (M:69.8) 1 1 0 R.SPNKPLPELNDQYK.A Dimethyl:2H(4): 1, 4, 14



5380 true 1131 1739.9368 1738.9197 1 5.61 92.07 39.5 48.1 (M:48.1) 1 1 0
R.GGHVDLTMLGAMQ
VSK.Y

Dimethyl:2H(4): 1, 16; Oxidation: 
8, 12

5381 true 2127 1739.9827 1738.9658 1 5.55 196.12 46 61.6 (M:61.6) 1 1 0 R.ALPFWNEEIVPQIK.E Dimethyl: 1, 14

5382 true 1211 1740.8841 1739.8814 1 -2.63 137.56 34.5 106.7 (M:106.7) 1 1 0
K.HAAPTLSISEPSDMPR
.R Dimethyl:2H(4): 1

5383 true 1929 1740.957 1739.9545 1 -2.75 106.1 42.33 126.9 (M:126.9) 2 1 0
K.QAGPASVALSSVADF
EK.F Dimethyl:2H(4): 1, 17

5384 true 867 1740.9642 1739.957 1 -0.05 67.89 34.17 63.9 (M:63.9) 1 1 1 K.IEKVPFDAATLHTSR.A Dimethyl: 1, 3



5385 true 669 1741.9317 1740.9286 1 -2.44 104.77 33 35.8 (M:35.8) 1 1 0
R.FQDAGPQGPVGSVY
QK.T Dimethyl:2H(4): 1, 16

5386 true 1818 1741.9372 1740.9258 1 2.4 74.82 37.83 34.1 (M:34.1) 1 1 1 R.VEVERDNLLDDLQK.L Dimethyl: 1, 14

5387 false 1818 1741.9372 1740.9052 1 14.21 123.78 37.83 21.7 (M:21.7) 1 2 1 R.IMVSRSEIDMLDIR.E
Dimethyl:2H(4): 1; Oxidation: 2, 
10

5388 true 1148 1741.9672 1740.9622 1 -1.27 81.39 34.17 53.1 (M:53.1) 1 1 1
R.ALRETLPAEQDLTTK.
N Dimethyl: 1, 15

5389 true 352 1743.7859 1742.7682 1 5.94 285.51 30.17 53.0 (M:53.0) 1 1 0
K.AIDTCPNNASYYGNR.
A Carbamidomethyl: 5; Dimethyl: 1



5390 true 1765 1743.9312 1742.9237 1 0.15 75.15 34.17 40.5 (M:40.5) 1 1 0
K.EASMVITESPAALQLR
.Y Dimethyl: 1

5391 true 779 1743.9406 1742.9344 1 -0.64 114.63 38 52.4 (M:52.4) 1 1 0
K.GHFGPINSVAFHPDG
K.S Dimethyl:2H(4): 1, 16

5392 true 1153 1744.0536 1743.0535 1 -4.09 98.01 40 80.3 (M:80.3) 1 1 0
R.VLSGEFQVVNPHLLK.
D Dimethyl:2H(4): 1, 15

5393 true 375 1744.8841 1743.8792 1 -1.31 99.99 30.83 111.4 (M:111.4) 1 1 0
R.ASGNYATVISHNPETK
.K Dimethyl: 1, 16

5394 true 2691 1744.8964 1743.8751 1 8.02 98.68 38.67 60.7 (M:60.7) 1 1 0
K.QISNLQQSISDAEQR.
G Dimethyl: 1



5395 true 2068 1745.0092 1744.0056 1 -2.13 93.48 35.5 43.0 (M:43.0) 1 1 1
K.VGEVIVTKDDTMLLK.
G Dimethyl: 1, 8, 15

5396 true 3215 1745.8932 1744.8833 1 1.47 127 45 17.7 (M:17.7) 1 1 0
K.TTGFGMIYDSLDYAK.
K Dimethyl:2H(4): 1, 15

5397 true 290 1745.9109 1744.8795 1 13.87 193.44 23.5 27.5 (M:27.5) 1 1 0
R.QSTGSAPQGPAYHG
VTR.T Dimethyl:2H(4): 1

5398 true 900 1746.9133 1745.906 1 0.01 148.35 32.67 33.3 (M:33.3) 1 1 1
K.ALYDNVAEQGEVVRR
.L Dimethyl: 1

5399 true 3002 1746.9226 1745.8982 1 9.83 159.76 40.83 34.9 (M:34.9) 1 1 1
R.ETGVDLTKDNMALQ
R.V Dimethyl: 1, 8



5400 true 2010 1746.9349 1745.9312 1 -2.04 163.64 35.33 94.8 (M:94.8) 2 1 0 R.IIDVVYNASNNELVR.T Dimethyl: 1

5401 true 3179 1747.9258 1746.9226 1 -2.36 108.25 45 108.3 (M:108.3) 1 1 0
R.ALTVPELTQQMFDAK
.N Dimethyl: 1, 15

5402 true 1686 1747.9451 1746.9516 1 -7.87 105.77 35 123.8 (M:123.8) 2 1 0
K.LSPALPEEDAPVVNIR.
N Dimethyl: 1

5403 true 2128 1748.0367 1747.016 1 7.68 211.93 46 59.2 (M:59.2) 1 1 0 R.ALPFWNEEIVPQIK.E Dimethyl:2H(4): 1, 14

5404 true 3776 1748.8646 1747.8245 1 18.74 188.52 48.5 17.6 (M:17.6) 1 1 0
K.LLMMAGIDDCYTSAR
.G

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1



5405 true 675 1748.8693 1747.8716 1 -5.47 165.43 36.67 81.3 (M:81.3) 2 1 0 K.ACQSIYPLHDVYVR.K Carbamidomethyl: 2; Dimethyl: 1

5406 true 2658 1748.8985 1747.9002 1 -5.19 99.67 38.67 90.6 (M:90.6) 1 1 0
K.QISNLQQSISDAEQR.
G Dimethyl:2H(4): 1

5407 true 2203 1749.9385 1748.9309 1 0.19 60.13 36.17 44.1 (M:44.1) 1 1 0 R.VALVTYNNEVTTEIR.F Dimethyl: 1

5408 true 1202 1750.811 1749.8203 1 -9.48 88.85 33.17 22.1 (M:22.1) 1 1 0
K.NDLSSSPTGLMADGT
TR.F Dimethyl: 1

5409 false 2351 1750.8724 1749.872 1 -3.93 157.09 37 18.1 (M:18.1) 1 2 1
K.AGADREFSGLGDCLV
K.I

Carbamidomethyl: 13; Dimethyl: 
1, 16



5410 true 3562 1750.8916 1749.8794 1 2.85 147.82 47.33 50.5 (M:50.5) 1 1 0 R.FMTDTINEPILLCR.F
Carbamidomethyl: 13; Dimethyl: 
1

5411 true 972 1750.9477 1749.9312 1 5.31 173.07 34.67 25.3 (M:25.3) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1

5412 true 972 1750.9477 1749.9312 1 5.31 173.07 34.67 25.3 (M:25.3) 1 1 0 R.NLDIERPTYTNLNR.L Dimethyl:2H(4): 1

5413 true 2011 1750.9596 1749.9563 1 -2.26 169.64 35.33 99.5 (M:99.5) 1 1 0 R.IIDVVYNASNNELVR.T Dimethyl:2H(4): 1

5414 true 778 1751.8519 1750.8526 1 -4.57 103.17 28.83 67.6 (M:67.6) 1 1 1
K.IFQKGEDPVDYDGGR.
T Dimethyl: 1, 4



5415 true 1459 1751.853 1750.8287 1 9.72 84.9 38.33 28.9 (M:28.9) 1 1 0
K.MTNPAIQNDFSYYR.
R Dimethyl:2H(4): 1

5416 true 1462 1751.9116 1750.9002 1 2.31 191.05 36 135.9 (M:135.9) 2 1 0
K.HGGTIPVVPTAEFQD
R.I Dimethyl: 1

5417 true 1755 1751.9159 1750.8924 1 9.28 135.98 39.67 27.9 (M:27.9) 1 1 0
K.NMLVYDPTTSTLNVR.
W Dimethyl: 1

5418 true 1951 1751.9488 1750.9767 1 -20.08 197.65 35 127.5 (M:127.5) 2 1 0
K.LSPALPEEDAPVVNIR.
N Dimethyl:2H(4): 1

5419 true 921 1752.8422 1751.8351 1 -0.11 93.04 35 49.1 (M:49.1) 1 1 0
K.LSALDYHNPGGFNCR.
D

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1



5420 true 971 1752.9242 1751.8967 1 11.53 99.12 37.33 89.7 (M:89.7) 2 1 0 K.ACQSIYPLHDVYVR.K
Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5421 true 376 1752.9347 1751.9294 1 -1.14 141.97 30.83 94.2 (M:94.2) 1 1 0
R.ASGNYATVISHNPETK
.K Dimethyl:2H(4): 1, 16

5422 true 489 1754.8118 1753.7988 1 3.23 140.28 31.33 29.7 (M:29.7) 1 1 0
R.HCNSGQGEPCVAALA
R.V

Carbamidomethyl: 2, 10; 
Dimethyl: 1

5423 true 3369 1754.9294 1753.9045 1 10.07 147.19 47.33 58.5 (M:58.5) 1 1 0 R.FMTDTINEPILLCR.F
Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

5424 true 1273 1754.9326 1753.9251 1 0.17 66.5 33.67 16.2 (M:16.2) 1 1 0
M.VLTTSFSVLDSGFLAR
.F Acetyl: 1



5425 true 764 1755.9309 1754.9203 1 1.91 114.46 31.5 42.5 (M:42.5) 1 1 0 K.IQRPPEDSIQPYEK.I Dimethyl: 1, 14

5426 true 3180 1755.9767 1754.9728 1 -1.96 108.58 45 52.8 (M:52.8) 1 1 0
R.ALTVPELTQQMFDAK
.N Dimethyl:2H(4): 1, 15

5427 true 795 1757.0146 1756.0083 1 -0.53 124.86 33.83 73.5 (M:73.5) 1 1 1 R.HLQLAIRNDEELNK.L Dimethyl:2H(4): 1, 14

5428 true 3805 1757.9046 1756.9142 1 -9.6 150.87 48.83 16.6 (M:16.6) 1 1 1
K.GVKLLAALMEDEGGN
GR.Q Dimethyl: 3

5429 true 1583 1757.9046 1756.9029 1 -3.21 68.54 35.5 41.2 (M:41.2) 1 1 1 R.DVLICPDASLEDARK.E
Carbamidomethyl: 5; Dimethyl: 1, 
15



5430 true 2013 1757.9124 1756.9331 1 -15.91 297.66 35.17 18.4 (M:18.4) 1 1 0
K.ICDQISDAVLDAHLK.
Q

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1; Dimethyl: 15

5431 true 2129 1758.0326 1757.0215 1 2.16 149.51 46 42.6 (M:42.6) 1 1 0 K.GLAPDLPEDLYHLIK.K Dimethyl:2H(4): 1, 15

5432 true 1267 1758.8018 1757.7832 1 6.47 100.66 36.83 22.2 (M:22.2) 1 1 0
K.MYSTDDGVQFHAFG
R.V Dimethyl: 1

5433 true 146 1758.8053 1757.7857 1 7.01 100.69 25.17 30.6 (M:30.6) 1 1 0
R.AEPEPGEEPEADPHA
R.H Dimethyl: 1

5434 true 747 1758.9212 1757.9159 1 -1.13 70.63 28.67 47.0 (M:47.0) 1 1 1
K.QALESERAELSNEVK.
V Dimethyl: 1, 15



5435 true 1029 1758.9681 1757.9564 1 2.54 86.96 33.33 38.9 (M:38.9) 1 1 1
K.LATAVEGFEPEQQKK.
Q Dimethyl: 1, 14, 15

5436 true 2308 1759.9462 1758.9414 1 -1.41 125.25 36.67 26.2 (M:26.2) 1 1 1 R.IQLVEEELDRAQER.L Dimethyl:2H(4): 1

5437 false 2308 1759.9462 1758.9615 1 -12.84 81.24 36.67 19.1 (M:19.1) 1 2 0
R.ETVTIEAQDLSLSAVK.
D Dimethyl: 1, 16

5438 true 2308 1759.9462 1758.9414 1 -1.41 125.25 36.67 26.2 (M:26.2) 1 1 1 R.IQLVEEELDRAQER.L Dimethyl:2H(4): 1

5439 true 414 1760.9367 1759.9345 1 -2.88 127.15 31 84.0 (M:84.0) 1 1 0
K.FEGDPASHSQPGVQL
K.S Dimethyl:2H(4): 1, 16



5440 true 1394 1760.9463 1759.9345 1 2.58 136.3 35.5 34.2 (M:34.2) 1 1 1
R.KLEVEANNAFDQYR.
D Dimethyl:2H(4): 1, 1

5441 true 1244 1760.9738 1759.9468 1 11.15 131.15 36.5 36.8 (M:36.8) 2 1 0 R.IAQTSYIPTQQDVLR.T Dimethyl: 1

5442 true 1505 1761.8948 1760.8767 1 6.16 76.18 36.17 67.7 (M:67.7) 1 1 0 R.HQIQSYTCEIDALK.G
Carbamidomethyl: 8; Dimethyl: 1, 
14

5443 true 1725 1761.915 1760.9057 1 1.14 166.71 34 90.7 (M:90.7) 1 1 0
K.SINDNIAVFTEVQQR.
S Dimethyl: 1

5444 true 1641 1761.9375 1760.9181 1 6.83 135.81 37.67 18.2 (M:18.2) 1 1 0
K.MAFRPGVVDLPEENR
.E Dimethyl:2H(4): 1



5445 true 1237 1762.9062 1761.9084 1 -5.35 101.04 35.5 36.5 (M:36.5) 1 1 1 K.SAPSIPKENFSCLTR.L
Carbamidomethyl: 12; Dimethyl: 
1, 7

5446 true 3423 1762.9318 1761.9301 1 -3.21 113.57 46.33 64.9 (M:64.9) 2 1 0
R.LVPSAEPGTAFTLEFR.
C Dimethyl: 1

5447 true 1687 1763.9031 1762.9101 1 -8.09 99.02 33.67 31.8 (M:31.8) 1 1 1
R.GQFSTDELVAEVEKR.
N Dimethyl: 1, 14

5448 true 2242 1764.9877 1763.9781 1 1.26 131.61 36.33 45.8 (M:45.8) 1 1 0
K.TVIVPVPAGVEDGQT
VR.M Dimethyl: 1

5449 true 1584 1765.955 1764.9531 1 -3.09 113.54 35.5 35.4 (M:35.4) 1 1 1 R.DVLICPDASLEDARK.E
Carbamidomethyl: 5; 
Dimethyl:2H(4): 1, 15



5450 true 2563 1766.025 1765.0138 1 2.22 190.41 48.67 63.3 (M:63.3) 2 1 0
K.VLVQVGYEPLPPTLGR
.N Dimethyl: 1

5451 true 391 1766.8496 1765.8417 1 0.36 90.43 30.83 53.5 (M:53.5) 1 1 0
R.NATTGEYAQACVQV
AR.D

Carbamidomethyl: 11; Dimethyl: 
1

5452 true 692 1766.9329 1765.9145 1 6.3 111.92 33.17 84.0 (M:84.0) 1 1 0
R.LQAQQDAVNIVCHSK
.T

Carbamidomethyl: 12; Dimethyl: 
1, 15

5453 true 3424 1766.9574 1765.9552 1 -2.93 146.48 46.33 26.0 (M:26.0) 2 1 0
R.LVPSAEPGTAFTLEFR.
C Dimethyl:2H(4): 1

5454 true 392 1767.8914 1766.8734 1 6.06 112.91 29.67 15.1 (M:15.1) 1 1 0
K.IGGCTQQDVELHVQR
.I Carbamidomethyl: 4; Dimethyl: 1



5455 true 1805 1768.9805 1767.9731 1 0.08 126.33 34.5 117.0 (M:117.0) 2 1 0
R.AIVAIENPADVSVISSR
.N Dimethyl: 1

5456 true 465 1769.8885 1768.8897 1 -4.76 319.18 31.17 16.7 (M:16.7) 1 1 0
R.GFPGDPGPVGFPGLN
GTR.G Dimethyl: 1

5457 true 3112 1769.9035 1768.9008 1 -2.58 179.5 44.17 26.3 (M:26.3) 1 1 0 R.SISFIPPDGEFELMR.Y Dimethyl:2H(4): 1

5458 true 1713 1770.0447 1769.0389 1 -0.83 199.9 41.17 65.5 (M:65.5) 2 1 0
K.VLVQVGYEPLPPTLGR
.N Dimethyl:2H(4): 1

5459 true 392 1770.8748 1769.8668 1 0.38 124.09 30.83 23.4 (M:23.4) 1 1 0
R.NATTGEYAQACVQV
AR.D

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1



5460 true 2494 1770.9167 1769.9097 1 -0.18 137.05 37.67 18.6 (M:18.6) 1 1 0
R.EEIQSTISGVTAAYNR.
E Dimethyl:2H(4): 1

5461 true 2069 1771.8315 1770.8069 1 9.75 100.57 36 32.5 (M:32.5) 1 1 0
R.CLDGVIEYPQCAYR.
W

Carbamidomethyl: 1, 11; 
Dimethyl: 1

5462 true 2148 1771.8661 1770.8433 1 8.76 149.7 46.67 50.0 (M:50.0) 1 1 0
K.AMGIMNSFVNDIFER
.I Dimethyl: 1

5463 true 1283 1771.9072 1770.9186 1 -10.55 116.58 35.33 57.0 (M:57.0) 1 1 0
K.TPMPLPVISSTTENTR.
Q Dimethyl: 1

5464 true 485 1771.9093 1770.8985 1 2 129.3 29.67 32.9 (M:32.9) 1 1 0
K.IGGCTQQDVELHVQR
.I

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1



5465 true 1688 1771.9544 1770.9603 1 -7.45 122.82 33.67 41.7 (M:41.7) 1 1 1
R.GQFSTDELVAEVEKR.
N Dimethyl:2H(4): 1, 14

5466 true 3181 1771.9693 1770.9967 1 -19.57 226.08 44.67 21.2 (M:21.2) 1 1 1
K.GFGSDKDAILDLITSR.
S Dimethyl:2H(4): 1, 6

5467 true 1437 1771.9881 1770.9818 1 -0.56 81.38 38 45.5 (M:45.5) 1 1 0 K.IHYLDTTTLIEPAPR.Y Dimethyl:2H(4): 1

5468 true 1806 1773.0078 1771.9982 1 1.31 154.33 34.5 110.4 (M:110.4) 1 1 0
R.AIVAIENPADVSVISSR
.N Dimethyl:2H(4): 1

5469 true 53 1773.8001 1772.7976 1 -2.68 176.94 21.5 83.8 (M:83.8) 1 1 0
R.GGSGGGGSISGGGYG
SGGGSGGR.Y Dimethyl:2H(4): 1



5470 true 483 1774.8628 1773.8618 1 -3.5 104.1 30.33 91.4 (M:91.4) 2 1 0
R.TSQSTTQQQYAGMV
GR.S Dimethyl:2H(4): 1

5471 true 842 1774.8828 1773.8832 1 -4.33 124.48 39 49.5 (M:49.5) 2 1 0
R.NIQVYNPTPNSMNV
R.W Dimethyl: 1

5472 false 1601 1774.9229 1773.8946 1 11.81 92.53 35.83 17.3 (M:17.3) 1 2 1
M.SDKPDMAEIEKFDK.
S

Dimethyl:2H(4): 11, 14; Acetyl: 1; 
Oxidation: 6

5473 true 975 1774.9368 1773.9261 1 1.91 88.34 33 81.5 (M:81.5) 1 1 0
K.INEKPQVIADYESGR.
A Dimethyl: 1, 4

5474 true 1835 1774.9801 1773.9716 1 0.68 115.98 42.5 21.3 (M:21.3) 1 1 0 R.INSAPQQIEVFPPFR.L Dimethyl:2H(4): 1



5475 true 693 1774.9812 1773.9647 1 5.19 59.04 33.17 73.8 (M:73.8) 1 1 0
R.LQAQQDAVNIVCHSK
.T

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 15

5476 true 1936 1775.8607 1774.8594 1 -3.37 147.41 39.17 72.2 (M:72.2) 1 1 0
R.AVLDVTCVDSMADP
VR.V Carbamidomethyl: 7; Dimethyl: 1

5477 true 2149 1775.8926 1774.8684 1 9.52 258.56 46.67 46.6 (M:46.6) 2 1 0
K.AMGIMNSFVNDIFER
.I Dimethyl:2H(4): 1

5478 true 778 1775.9305 1774.9115 1 6.64 108.54 33.83 86.7 (M:86.7) 1 1 0
K.TLPAHSDPVSAVHFN
R.D Dimethyl: 1

5479 true 1284 1775.9453 1774.9437 1 -3.17 157.82 35.33 59.6 (M:59.6) 1 1 0
K.TPMPLPVISSTTENTR.
Q Dimethyl:2H(4): 1



5480 true 793 1775.9521 1774.9577 1 -7.28 168.55 33.83 68.2 (M:68.2) 1 1 1
K.VYVGNLGTGAGKGEL
ER.A Dimethyl: 1, 12

5481 true 3103 1776.9597 1775.9653 1 -7.23 150.2 44.33 93.4 (M:93.4) 1 1 0
R.IIGATDSSGELMFLMK
.W Dimethyl:2H(4): 1, 16

5482 true 3103 1776.9597 1775.9653 1 -7.23 150.2 44.33 93.4 (M:93.4) 1 1 0
R.IIGATDSSGELMFLMK
.W Dimethyl:2H(4): 1, 16

5483 true 1801 1776.9863 1775.9822 1 -1.77 94.9 40.83 19.6 (M:19.6) 1 1 0 K.FTISDHPQPIDPLLK.N Dimethyl: 1, 15

5484 true 3777 1777.8537 1776.8107 1 20.05 85.75 48.5 54.8 (M:54.8) 1 1 0
K.LVSWYDNEFGYSNR.
V Dimethyl: 1



5485 true 66 1777.8627 1776.8279 1 15.5 84.48 25 56.7 (M:56.7) 1 1 1
K.TNNVTEHEDTDKYR.
Q Dimethyl: 1, 12

5486 true 1532 1778.8777 1777.8808 1 -5.85 135.19 36 95.2 (M:95.2) 2 1 1
M.SDKPDMAEIEKFDK.
S Acetyl: 1; Dimethyl: 3, 11, 14

5487 true 1123 1778.9109 1777.9033 1 0.21 182.98 34 125.8 (M:125.8) 1 1 1
R.VFDKEGNGTVMGAE
LR.H Dimethyl: 1, 4

5488 false 1123 1778.9109 1777.9033 1 0.21 177.68 34 49.4 (M:49.4) 1 99.85 2 1
R.VFDKEGNGLVMGAE
LR.H Oxidation: 11; Dimethyl: 1

5489 true 1976 1779.7279 1778.7274 1 -3.78 130.61 39.67 24.7 (M:24.7) 1 1 0

-
.MDLDIQCEEMNPSR.
W Carbamidomethyl: 7; Acetyl: 1



5490 true 1601 1779.8566 1778.8695 1 -11.36 108.1 33 27.7 (M:27.7) 1 1 0
R.SMLEVNYPMENGIVR
.N Dimethyl: 1

5491 true 779 1779.9599 1778.9366 1 9.01 96.03 33.83 57.9 (M:57.9) 1 1 0
K.TLPAHSDPVSAVHFN
R.D Dimethyl:2H(4): 1

5492 true 108 1780.7947 1779.8138 1 -14.81 193.3 26.67 67.0 (M:67.0) 1 1 1 R.HCEPGYSPSYKEDK.H
Carbamidomethyl: 2; Dimethyl: 1, 
11, 14

5493 true 1132 1781.0274 1780.0123 1 4.39 103.33 39.5 89.5 (M:89.5) 1 1 0
K.AFVAIGDYNGHVGLG
VK.C Dimethyl:2H(4): 1, 17

5494 true 1391 1781.7935 1780.8094 1 -12.97 86.25 34.33 37.7 (M:37.7) 1 1 0 K.EVYENYPSYDLSDR.K Dimethyl:2H(4): 1



5495 true 3754 1781.8718 1780.8359 1 16.11 175.03 48.5 57.9 (M:57.9) 2 1 0
K.LVSWYDNEFGYSNR.
V Dimethyl:2H(4): 1

5496 true 868 1781.9501 1780.9546 1 -6.59 141.71 34.17 26.7 (M:26.7) 1 1 1
K.GVIVDKDFSHPQMPK
.E Dimethyl: 1, 6, 15

5497 true 853 1782.8124 1781.8373 1 -18.03 242.27 34 26.1 (M:26.1) 1 1 1
K.DYAFIHFDERDGAVK.
A

5498 true 1533 1782.8704 1781.892 1 -16.17 92.48 35.17 51.4 (M:51.4) 2 1 0
R.LTVVDTPGYGDAINC
R.D

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

5499 true 177 1782.8843 1781.8672 1 5.55 91.04 25.33 45.2 (M:45.2) 1 1 0
R.RPDNEEQPAADDYAK
.E Dimethyl:2H(4): 1, 15



5500 true 842 1782.9258 1781.8843 1 19.2 127.29 34 43.3 (M:43.3) 1 1 0
R.VSVENINQLCQSAHR.
E

Carbamidomethyl: 10; Dimethyl: 
1

5501 true 976 1782.9876 1781.9763 1 2.25 105.52 33 48.5 (M:48.5) 1 1 0
K.INEKPQVIADYESGR.
A Dimethyl:2H(4): 1, 4

5502 true 1602 1783.8794 1782.8946 1 -12.63 113.36 33 26.8 (M:26.8) 1 1 0
R.SMLEVNYPMENGIVR
.N Dimethyl:2H(4): 1

5503 true 184 1783.9016 1782.8757 1 10.45 167.73 27.5 55.3 (M:55.3) 1 1 1
K.AQALRDNSTMGYMA
AK.K Dimethyl: 1, 16

5504 true 3129 1783.9105 1782.9114 1 -4.56 151.36 44.83 77.8 (M:77.8) 1 1 0 K.NLPIYSEEIVEMYK.G Dimethyl: 1, 14



5505 true 273 1783.9281 1782.9 1 11.7 297.9 34.17 15.1 (M:15.1) 1 1 0
R.GETGPEDSKPSASVP
AAK.N Dimethyl: 9, 18

5506 true 611 1784.9037 1783.8831 1 7.41 82.99 32.5 58.7 (M:58.7) 1 1 0 R.FTQDTQPHYIYSPR.E Dimethyl:2H(4): 1

5507 true 2120 1785.9382 1784.9672 1 -20.37 124.76 42.67 37.9 (M:37.9) 1 1 1
K.IFVGGLSPDTPEEKIR.
E Dimethyl: 1

5508 true 662 1785.9468 1784.9381 1 0.79 163.35 30.83 91.4 (M:91.4) 2 1 1
K.VSDLTQAANKNNDAL
R.Q Dimethyl: 1, 10

5509 true 843 1786.9294 1785.9094 1 7.12 138.22 34 37.2 (M:37.2) 1 1 0
R.VSVENINQLCQSAHR.
E

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1



5510 true 1124 1786.9605 1785.9535 1 -0.14 160.28 34 57.8 (M:57.8) 1 1 1
R.VFDKEGNGTVMGAE
LR.H Dimethyl:2H(4): 1, 4

5511 false 1314 1786.9871 1785.9737 1 3.42 125.03 36.83 59.5 (M:59.5) 2 2 1
R.IARADYIPTQQDVLR.
T Dimethyl: 1

5512 true 1144 1787.8271 1786.8052 1 8.2 118.79 36 128.4 (M:128.4) 2 1 0
R.MMSNLCSQQDVFSG
K.I

Carbamidomethyl: 6; Dimethyl: 1, 
15

5513 false 3024 1787.8327 1786.8382 1 -7.18 149.82 43.17 64.4 (M:64.4) 3 2.22 2 0
K.AMGIMNSFVNDIFER
.I Oxidation: 5; Dimethyl: 1

5514 true 2142 1787.8567 1786.8382 1 6.27 254.99 46.67 93.1 (M:93.1) 3 99.94 1 0
K.AMGIMNSFVNDIFER
.I Oxidation: 2; Dimethyl: 1



5515 true 3491 1787.9956 1786.9829 1 3.06 139.81 47.17 87.8 (M:87.8) 1 1 1
R.VDEALVEKDAQVLFR.
A Dimethyl: 1, 8

5516 true 1766 1789.9285 1788.9193 1 1.09 131.42 35 81.7 (M:81.7) 1 1 0
R.FLEQQNALMVAEVN
R.L Dimethyl: 1

5517 false 2128 1789.9589 1788.9924 1 -22.77 143.43 42.67 18.3 (M:18.3) 1 2 1
K.IFVGGLSPDTPEEKIR.
E Dimethyl:2H(4): 1

5518 true 1774 1790.8783 1789.8846 1 -7.6 108.58 37.67 44.0 (M:44.0) 1 1 0
R.SDGLAGVVIADNEYP
SR.V Dimethyl: 1

5519 true 2535 1790.8808 1789.8703 1 1.8 179.92 38.17 72.8 (M:72.8) 1 1 1
R.LQDEIQNMKEEMAR.
H Dimethyl: 1, 9



5520 true 1983 1790.8922 1789.8846 1 0.15 179.44 40.17 99.7 (M:99.7) 2 1 0
K.SYELPDGQVITIGNER.
F

5521 true 1983 1790.8922 1789.8846 1 0.15 179.44 40.17 99.7 (M:99.7) 2 1 0
K.SYELPDGQVITIGNER.
F

5522 true 1983 1790.8922 1789.8846 1 0.15 179.44 40.17 99.7 (M:99.7) 2 1 0
K.SYELPDGQVITIGNER.
F

5523 false 1616 1790.9531 1789.9309 1 8.3 232.78 36 18.4 (M:18.4) 1 2 1
K.KDGSETVISGSLDDLV
K.V Dimethyl: 17

5524 true 1616 1790.9531 1789.9561 1 -5.78 137.32 36 87.7 (M:87.7) 2 1 1
M.SDKPDMAEIEKFDK.
S

Dimethyl:2H(4): 3, 11, 14; Acetyl: 
1



5525 true 711 1790.9889 1789.9674 1 7.96 136.9 30.83 58.8 (M:58.8) 1 1 1 K.ADTLTPEECQQFKK.Q
Carbamidomethyl: 9; 
Dimethyl:2H(4): 1, 13, 14

5526 false 1295 1791.0107 1789.9988 1 2.56 133.48 36.83 76.0 (M:76.0) 2 2 1
R.IARADYIPTQQDVLR.
T Dimethyl:2H(4): 1

5527 false 1295 1791.0107 1789.9938 1 5.37 145.01 36.83 18.9 (M:18.9) 1 3 0
K.VDQIHEIVTGNPTVIK.
M Dimethyl: 16

5528 true 1274 1791.812 1790.8145 1 -5.47 110.58 33.67 72.0 (M:72.0) 1 1 0 R.QEIPEIDCDQYPTR.K Carbamidomethyl: 8; Dimethyl: 1

5529 true 195 1791.8395 1790.8257 1 3.64 195.76 29 99.6 (M:99.6) 1 1 0
K.SPAAPGQSPTGSVCY
ER.N

Carbamidomethyl: 14; Dimethyl: 
1



5530 true 3018 1791.871 1790.8633 1 0.2 191.6 44.5 55.9 (M:55.9) 3 78.72 1 0
K.AMGIMNSFVNDIFER
.I Dimethyl:2H(4): 1; Oxidation: 5

5531 true 585 1791.8753 1790.8621 1 3.26 144.99 29.83 26.8 (M:26.8) 1 1 1
K.RPAEDMEEEQAFKR.
S Dimethyl: 1, 13

5532 true 2143 1791.8871 1790.8633 1 9.19 254.31 46.67 71.0 (M:71.0) 3 99.33 1 0
K.AMGIMNSFVNDIFER
.I Dimethyl:2H(4): 1; Oxidation: 2

5533 true 2424 1791.8938 1790.8509 1 19.89 175.36 37.5 20.9 (M:20.9) 1 1 0
M.SYGRPPPDVEGMTS
LK.V Acetyl: 1; Oxidation: 12

5534 true 1009 1791.9137 1790.8951 1 6.28 109.83 37.67 71.1 (M:71.1) 1 1 0
K.AGFASAATTTFHISEP
R.I Dimethyl: 1



5535 true 3622 1791.9163 1790.9025 1 3.6 124.1 47.83 107.5 (M:107.5) 2 1 0
R.IMEGPAFNYLDAPAV
R.V Dimethyl: 1

5536 true 566 1791.9504 1790.9436 1 -0.29 85.08 32.17 40.1 (M:40.1) 1 1 0
R.DVACGANHTLVLDSQ
K.R

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 16

5537 true 934 1793.7674 1792.7587 1 0.79 145.82 33.83 147.5 (M:147.5) 1 1 0
R.FSSCGGGGGSFGAGG
GFGSR.S Carbamidomethyl: 4; Dimethyl: 1

5538 true 844 1794.0464 1793.0299 1 5.12 116.56 34 33.1 (M:33.1) 1 1 1
K.GVIVDKDFSHPQMPK
.E Dimethyl:2H(4): 1, 6, 15

5539 true 1037 1794.8833 1793.8757 1 0.19 86.1 32.17 44.3 (M:44.3) 1 1 1
M.SDKPDMAEIEKFDK.
S

Acetyl: 1; Oxidation: 6; Dimethyl: 
3, 11, 14



5540 true 765 1794.9094 1793.9097 1 -4.24 101.17 30.5 71.9 (M:71.9) 1 1 0
M.SDNGELEDKPPAPPV
R.M Dimethyl:2H(4): 9; Acetyl: 1

5541 true 712 1794.9133 1793.8982 1 4.37 146.25 30.67 28.7 (M:28.7) 1 1 1
R.VFDKEGNGTVMGAE
LR.H Oxidation: 11; Dimethyl: 1, 4

5542 true 149 1794.9366 1793.9359 1 -3.67 222.91 23.17 16.9 (M:16.9) 1 1 0
R.VQRPEDGSGGSSPSG
VSK.S Dimethyl:2H(4): 1, 18

5543 true 2171 1795.8222 1794.8247 1 -5.41 182.03 45.67 122.6 (M:122.6) 1 1 0

-
.MQNDAGEFVDLYVPR.
K Acetyl: 1

5544 true 372 1795.8942 1794.8889 1 -1.12 108.25 31.17 137.8 (M:137.8) 1 1 0
M.AGHDSGSQHQFTGF
QK.Y Dimethyl:2H(4): 1, 16



5545 true 3657 1795.9491 1794.9276 1 7.9 260.8 47.83 65.2 (M:65.2) 1 1 0
R.IMEGPAFNYLDAPAV
R.V Dimethyl:2H(4): 1

5546 true 1884 1796.8456 1795.8377 1 0.36 105.15 38.5 35.9 (M:35.9) 1 1 0
R.SYQDPSNAQFLDDIR.
R Dimethyl: 1

5547 true 2943 1796.909 1795.8741 1 15.37 202.01 40.17 21.7 (M:21.7) 1 1 0
K.YEEDGEGVVLYRPSR.
L Dimethyl: 1

5548 true 598 1796.9296 1795.9217 1 0.35 97.36 32.33 47.6 (M:47.6) 1 1 0
R.DQLAQPYEHTVVVNR
.G Dimethyl: 1

5549 true 1271 1797.0856 1796.0837 1 -3 79.67 34.67 53.1 (M:53.1) 1 1 1 K.HPDEPVLLEEPGIKK.L Dimethyl:2H(4): 1, 14, 15



5550 true 935 1797.7934 1796.7838 1 1.28 170.65 33.83 185.8 (M:185.8) 2 1 0
R.FSSCGGGGGSFGAGG
GFGSR.S

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

5551 true 1583 1797.9137 1796.9203 1 -7.71 149.54 37 117.5 (M:117.5) 2 1 0
R.NLNTLCINQPDQALR.
T Carbamidomethyl: 6; Dimethyl: 1

5552 true 3312 1799.9171 1798.9142 1 -2.4 105.43 45.67 72.9 (M:72.9) 1 1 0 K.NIYSLASEPNDVFFK.L Dimethyl: 1, 15

5553 true 548 1799.9304 1798.9123 1 6.01 171.08 29.83 45.5 (M:45.5) 1 1 1
K.RPAEDMEEEQAFKR.
S Dimethyl:2H(4): 1, 13

5554 true 663 1799.943 1798.9298 1 3.3 109.26 33 67.0 (M:67.0) 1 1 0
K.ASQIGAHTLSGACLEP
R.S

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1



5555 true 3448 1800.9808 1799.9971 1 -13.09 161.87 48 44.6 (M:44.6) 1 1 0
R.GPLEYVPPAEVTVLER
.R Dimethyl:2H(4): 1

5556 true 677 1801.7889 1800.7849 1 -1.87 186.43 33 93.3 (M:93.3) 1 1 0
R.GNAGQSNYGFANSA
MER.I Dimethyl: 1

5557 true 472 1801.8751 1800.8577 1 5.62 133.12 31.5 70.9 (M:70.9) 1 1 0
K.LVNDGNAHIYVCGDA
R.N

Carbamidomethyl: 12; Dimethyl: 
1

5558 true 2147 1801.9112 1800.8928 1 6.18 108.67 44.33 96.7 (M:96.7) 1 1 0
K.GDEEGIPAITIDMSGL
R.E Dimethyl: 1

5559 true 713 1802.9655 1801.9484 1 5.47 125.81 30.67 22.6 (M:22.6) 1 1 1
R.VFDKEGNGTVMGAE
LR.H

Dimethyl:2H(4): 1, 4; Oxidation: 
11



5560 true 2052 1803.8347 1802.8331 1 -3.19 178.4 43.83 52.5 (M:52.5) 2 1 0
K.AMGIMNSFVNDIFER
.I Oxidation: 2, 5; Dimethyl: 1

5561 true 2373 1803.8917 1802.8873 1 -1.6 154.59 37.33 75.0 (M:75.0) 1 1 0
M.SYGRPPPDVEGMTS
LK.V Acetyl: 1; Dimethyl: 16

5562 true 1713 1803.9119 1802.905 1 -0.25 117.37 37 76.8 (M:76.8) 1 1 0
K.GPDGLTAFEATDNQA
IK.T Dimethyl: 1, 17

5563 true 862 1803.9156 1802.9084 1 -0.07 153.11 34 104.6 (M:104.6) 1 1 0
K.SVTELNGDTITHTMT
K.G Dimethyl: 1, 16

5564 true 2972 1804.8982 1803.8864 1 2.53 121 40.5 38.9 (M:38.9) 1 1 1
K.FADLSEAANRNNDAL
R.Q Dimethyl: 1



5565 true 1561 1805.0156 1804.0182 1 -5.44 176.4 36.67 108.6 (M:108.6) 1 1 0
K.VSHVSTGGGASLELLE
GK.V Dimethyl:2H(4): 1, 18

5566 true 2148 1805.9368 1804.9179 1 6.46 139.59 44.33 73.5 (M:73.5) 1 1 0
K.GDEEGIPAITIDMSGL
R.E Dimethyl:2H(4): 1

5567 true 1040 1806.0157 1805.0171 1 -4.83 193.18 37.5 23.8 (M:23.8) 1 1 0
K.LQPQITMIPPSAQPPR
.T Dimethyl:2H(4): 1

5568 true 1534 1806.8452 1805.8333 1 2.56 93.44 35.17 24.5 (M:24.5) 1 1 0
R.NQYDNDVTVWSPQG
R.I Dimethyl: 1

5569 true 1038 1806.9446 1805.951 1 -7.59 74.66 32.17 58.5 (M:58.5) 1 1 1
M.SDKPDMAEIEKFDK.
S

Dimethyl:2H(4): 3, 11, 14; Acetyl: 
1; Oxidation: 6



5570 true 2039 1807.8616 1806.8582 1 -2.18 169.29 43.83 54.6 (M:54.6) 4 1 0
K.AMGIMNSFVNDIFER
.I Dimethyl:2H(4): 1; Oxidation: 2, 5

5571 true 1689 1807.8894 1806.9033 1 -11.73 114.8 33.83 16.8 (M:16.8) 1 1 0
R.VSILTSLDDSIGSMTP
R.G Oxidation: 14

5572 true 442 1807.9042 1806.8988 1 -1.01 179.72 31.17 42.1 (M:42.1) 1 1 0
K.GHTDSVQDISFDHTG
K.L Dimethyl:2H(4): 1, 16

5573 true 2353 1807.9172 1806.9124 1 -1.36 188.31 37.33 78.4 (M:78.4) 1 1 0
M.SYGRPPPDVEGMTS
LK.V Dimethyl:2H(4): 16; Acetyl: 1

5574 true 3658 1807.9265 1806.8975 1 12.06 93.37 47.83 19.8 (M:19.8) 1 1 0
R.IMEGPAFNYLDAPAV
R.V Oxidation: 2; Dimethyl: 1



5575 true 2462 1807.9819 1806.9858 1 -6.21 230.58 47.5 17.4 (M:17.4) 1 1 0
K.VIPYPPFYQADNPVK.
V Dimethyl:2H(4): 15; Dimethyl: 1

5576 true 709 1808.8264 1807.8224 1 -1.82 120.05 30.17 119.8 (M:119.8) 1 1 0
R.TDYNASVSVPDSSGP
ER.I Dimethyl: 1

5577 true 1837 1809.0208 1808.0156 1 -1.16 147.41 40.67 65.5 (M:65.5) 1 1 1
K.RTGAIVDVPVGEELLG
R.V Dimethyl: 1

5578 true 74 1809.9062 1808.8905 1 4.7 90.5 24.5 22.3 (M:22.3) 1 1 1
R.DEPPESTNKVPEQQR.
Q Dimethyl: 1, 9

5579 true 632 1809.9494 1808.9381 1 2.23 103.95 27.83 77.8 (M:77.8) 1 1 0
R.ALQEQLENGPNTQLA
R.L Dimethyl: 1



5580 true 1127 1810.0269 1809.0149 1 2.62 132.48 35 110.1 (M:110.1) 2 1 0
K.SLPAAPVPSPVAPAP
APSR.R Dimethyl: 1

5581 true 968 1810.0349 1809.0149 1 7.06 158.89 36.83 71.6 (M:71.6) 1 1 0 K.IIPLYSTLPPQQQQR.I Dimethyl: 1

5582 true 846 1810.0356 1809.0248 1 1.93 117.96 34 38.4 (M:38.4) 1 1 1
K.GVIVDKDFSHPQMPK
.E

Dimethyl:2H(4): 1, 6, 15; 
Oxidation: 13

5583 true 1535 1810.8457 1809.8584 1 -11.04 111.21 35.17 18.9 (M:18.9) 1 1 0
R.NQYDNDVTVWSPQG
R.I Dimethyl:2H(4): 1

5584 true 1577 1810.8562 1809.8502 1 -0.7 117.77 39.17 44.6 (M:44.6) 1 1 0
K.FDTGNLCMVTGGAN
LGR.I Carbamidomethyl: 7; Dimethyl: 1



5585 true 2536 1810.935 1809.9261 1 0.9 184.74 38 61.7 (M:61.7) 1 1 1
R.VFDKDGNGYISAAEL
R.H Dimethyl: 1, 4

5586 true 2172 1811.8123 1810.8196 1 -8.04 173.09 45.67 64.8 (M:64.8) 2 1 0

-
.MQNDAGEFVDLYVPR.
K Acetyl: 1; Oxidation: 1

5587 true 994 1811.8196 1810.8156 1 -1.8 91.12 32.5 98.4 (M:98.4) 1 1 0
R.MQGIIDDTDQNYSQR
.I Dimethyl: 1

5588 true 3565 1811.9432 1810.9499 1 -7.71 158.53 47.17 36.7 (M:36.7) 1 1 0
R.ALEEGEGPIAVIMTPT
R.E Dimethyl: 1

5589 true 3113 1812.0007 1811.0031 1 -5.29 105.1 44.17 40.7 (M:40.7) 1 1 0
K.LELFLPEEYPMAAPK.
V Dimethyl:2H(4): 1, 15



5590 true 1138 1812.7995 1811.7962 1 -2.19 122.57 33 51.7 (M:51.7) 1 1 0
K.ADNFEYNDPVDGSVS
R.N Dimethyl: 1

5591 true 2309 1812.8071 1811.8043 1 -2.45 184.53 37.17 27.5 (M:27.5) 1 1 0 R.STAYEDYYYYPPPR.M Dimethyl: 1

5592 true 710 1812.8501 1811.8475 1 -2.6 142.84 30.17 86.5 (M:86.5) 1 1 0
R.TDYNASVSVPDSSGP
ER.I Dimethyl:2H(4): 1

5593 true 574 1813.0102 1812.0186 1 -8.62 169.65 49.33 79.9 (M:79.9) 1 1 0
R.IHFPLATYAPVISAEK.
A Dimethyl: 1, 16

5594 false 574 1813.0102 1812.0186 1 -8.62 135.58 49.33 52.1 (M:52.1) 1 93.99 2 0
R.IHFPLVTYAPVISAEK.
A Dimethyl: 1



5595 true 56 1813.8875 1812.9156 1 -19.47 98.08 24.5 15.3 (M:15.3) 1 1 1
R.DEPPESTNKVPEQQR.
Q Dimethyl:2H(4): 9; Dimethyl: 1

5596 false 438 1813.9141 1812.9298 1 -12.65 164.31 31.17 15.7 (M:15.7) 1 50 2 0
R.EGSPIWYDVIGPLDPK
.G Dimethyl: 16

5597 true 290 1813.9275 1812.9097 1 5.78 429.67 34.5 21.7 (M:21.7) 3 1 0
R.GPPPTDPYGRPPPYD
R.G Dimethyl:2H(4): 1

5598 true 1128 1814.0479 1813.04 1 0.36 196.15 35 95.3 (M:95.3) 4 1 0
K.SLPAAPVPSPVAPAP
APSR.R Dimethyl:2H(4): 1

5599 true 909 1814.06 1813.04 1 7.01 141.49 36.83 59.8 (M:59.8) 2 1 0 K.IIPLYSTLPPQQQQR.I Dimethyl:2H(4): 1



5600 true 1578 1814.8843 1813.8753 1 0.97 120.25 39.17 141.3 (M:141.3) 2 1 0
K.FDTGNLCMVTGGAN
LGR.I

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

5601 true 1663 1814.943 1813.9686 1 -18.15 118.4 38.67 70.5 (M:70.5) 1 1 0 K.HLEINPDHSIIETLR.Q Dimethyl: 1

5602 true 1214 1815.0423 1814.0576 1 -12.4 173.2 34.83 69.1 (M:69.1) 1 1 0 K.LVEALCAEHQINLIK.V
Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 15

5603 true 1630 1815.9083 1814.9084 1 -4.06 122.88 36 29.2 (M:29.2) 1 1 0
K.MLDAEDIVGTARPDE
K.A Dimethyl: 1, 16

5604 true 290 1815.9287 1814.9073 1 7.79 133.58 27.83 36.3 (M:36.3) 1 1 1
K.RPAEDMEEEQAFKR.
S

Dimethyl:2H(4): 1, 13; Oxidation: 
6



5605 true 1138 1815.9441 1814.9309 1 3.26 233.02 35.83 92.5 (M:92.5) 1 1 0
K.AIGVLTSGGDAQGM
NAAVR.A Dimethyl: 1

5606 true 3566 1815.9841 1814.975 1 1.04 239.94 47.17 31.2 (M:31.2) 1 1 0
R.ALEEGEGPIAVIMTPT
R.E Dimethyl:2H(4): 1

5607 true 2310 1816.8339 1815.8294 1 -1.5 183.66 37.17 32.5 (M:32.5) 1 1 0 R.STAYEDYYYYPPPR.M Dimethyl:2H(4): 1

5608 true 1923 1817.9181 1816.8877 1 12.72 143.41 39 22.4 (M:22.4) 1 1 0
K.GDEEGIPAITIDMSGL
R.E Oxidation: 13; Dimethyl: 1

5609 true 57 1817.9451 1816.9407 1 -1.56 100.36 24.33 65.7 (M:65.7) 1 1 1
R.DEPPESTNKVPEQQR.
Q Dimethyl:2H(4): 1, 9



5610 true 2865 1817.9688 1816.9571 1 2.42 117.76 39.67 36.8 (M:36.8) 1 1 0
K.VLAQNSGYDPQETLV
K.V Dimethyl: 1, 16

5611 true 1795 1818.0312 1817.0215 1 1.34 126.46 40.33 91.3 (M:91.3) 1 1 0
K.GPVFAPPYEPLPENVK
.F Dimethyl:2H(4): 1, 16

5612 false 1795 1818.0312 1817.0175 1 3.55 100.09 40.33 16.8 (M:16.8) 1 2 0
K.VWDAVSGDELITLAH
K.H Dimethyl:2H(4): 1, 16

5613 true 837 1818.8245 1817.815 1 1.22 131.8 33.83 33.9 (M:33.9) 1 1 0 K.CCLTYCFNKPEDK.-
Carbamidomethyl: 1, 2, 6; 
Dimethyl: 1, 9, 13

5614 true 1604 1818.9068 1817.9159 1 -9.04 159.79 33 112.1 (M:112.1) 7 1 0
K.SYELPDGQVITIGNER.
F Dimethyl: 1



5615 true 1604 1818.9068 1817.9159 1 -9.04 159.79 33 112.1 (M:112.1) 7 1 0
K.SYELPDGQVITIGNER.
F Dimethyl: 1

5616 true 1604 1818.9068 1817.9159 1 -9.04 159.79 33 112.1 (M:112.1) 7 1 0
K.SYELPDGQVITIGNER.
F Dimethyl: 1

5617 true 2537 1818.9861 1817.9763 1 1.36 215.86 38 77.9 (M:77.9) 1 1 1
R.VFDKDGNGYISAAEL
R.H Dimethyl:2H(4): 1, 4

5618 true 1664 1818.9951 1817.9938 1 -3.25 234.45 38.67 59.1 (M:59.1) 1 1 0 K.HLEINPDHSIIETLR.Q Dimethyl:2H(4): 1

5619 true 68 1819.765 1818.7517 1 3.29 179.8 22.17 137.9 (M:137.9) 2 1 0
R.GGSGGSYGGGGSGG
GYGGGSGSR.G Dimethyl: 1



5620 true 725 1820.9864 1819.9615 1 9.68 144.49 33.17 33.7 (M:33.7) 1 1 0
R.INGQVVCAVPHNLES
K.S

Carbamidomethyl: 7; Dimethyl: 1, 
16

5621 true 575 1821.0626 1820.0688 1 -7.4 189.04 49.33 86.6 (M:86.6) 2 1 0
R.IHFPLATYAPVISAEK.
A Dimethyl:2H(4): 1, 16

5622 true 2849 1821.9116 1820.8978 1 3.57 152.83 39.67 24.7 (M:24.7) 1 1 1 K.CATITPDEARVEEFK.L
Carbamidomethyl: 1; Dimethyl: 1, 
15

5623 true 1690 1821.9247 1820.9309 1 -7.38 95.53 33.83 44.9 (M:44.9) 2 1 0
K.LFAVAPSEDVYEQGL
R.E Dimethyl: 1

5624 true 1795 1822.9523 1821.941 1 2.2 190.88 38.33 127.2 (M:127.2) 6 1 0
K.SYELPDGQVITIGNER.
F Dimethyl:2H(4): 1



5625 true 1795 1822.9523 1821.941 1 2.2 190.88 38.33 127.2 (M:127.2) 6 1 0
K.SYELPDGQVITIGNER.
F Dimethyl:2H(4): 1

5626 true 1795 1822.9523 1821.941 1 2.2 190.88 38.33 127.2 (M:127.2) 6 1 0
K.SYELPDGQVITIGNER.
F Dimethyl:2H(4): 1

5627 true 434 1823.7738 1822.7768 1 -5.64 178.36 26.17 171.6 (M:171.6) 2 1 0
R.GGSGGSYGGGGSGG
GYGGGSGSR.G Dimethyl:2H(4): 1

5628 true 729 1823.8431 1822.8333 1 1.36 102.83 30.33 81.7 (M:81.7) 1 1 0
M.AEPHQDITTVEEQER
.Q Acetyl: 1

5629 true 748 1823.9017 1822.9073 1 -7.09 82.19 28.5 30.2 (M:30.2) 2 1 0
M.SYGRPPPDVEGMTS
LK.V

Dimethyl:2H(4): 16; Acetyl: 1; 
Oxidation: 12



5630 true 3425 1823.9312 1822.9175 1 3.49 117.4 46.33 47.5 (M:47.5) 1 1 0
K.YGIVDYMIEQAGPPS
K.Q Dimethyl: 1, 16

5631 true 274 1824.9638 1823.949 1 4.11 270.65 29.5 63.9 (M:63.9) 1 1 0
K.AQAGEGNKPNSANL
ELR.M Dimethyl: 1, 8

5632 true 2628 1825.9026 1824.904 1 -4.77 169.15 38.5 65.2 (M:65.2) 1 1 1 K.KQELEEICHDLEAR.V
Carbamidomethyl: 8; Dimethyl: 1, 
1

5633 true 178 1826.8627 1825.8442 1 6.13 77.34 25.33 81.9 (M:81.9) 1 1 0
R.EAPDTQNGVAENETP
AR.C Dimethyl: 1

5634 true 821 1827.0463 1826.0386 1 0.24 127.03 35.17 25.2 (M:25.2) 1 1 0
K.LGTQQNTQIVMPPLV
R.G Dimethyl:2H(4): 1



5635 true 2204 1827.8395 1826.8291 1 1.68 171.54 36.33 89.4 (M:89.4) 1 1 0
K.MTNGFSGADLTEICQ
R.A

Carbamidomethyl: 14; Dimethyl: 
1

5636 true 1299 1827.9092 1826.8945 1 4.08 136.24 37 71.6 (M:71.6) 1 1 0
K.AADGASQCVTDISHL
VR.K Carbamidomethyl: 8; Dimethyl: 1

5637 true 3279 1827.9523 1826.9203 1 13.53 142.96 45.33 36.0 (M:36.0) 1 1 0
K.AYLPVNESFGFTADLR
.S Dimethyl: 1

5638 true 2437 1828.039 1827.0254 1 3.46 202.74 47.17 71.9 (M:71.9) 1 1 0
R.QVALVGQEPVLFSGSI
R.D Dimethyl: 1

5639 true 1665 1829.0242 1828.0094 1 4.07 184.43 38.67 59.4 (M:59.4) 1 1 1
K.IFVGGLNPEATEEKIR.
E Dimethyl: 1, 14



5640 true 179 1830.8849 1829.8693 1 4.52 152.12 25.33 94.1 (M:94.1) 1 1 0
R.EAPDTQNGVAENETP
AR.C Dimethyl:2H(4): 1

5641 true 838 1830.9007 1829.8904 1 1.69 122.27 33.83 51.9 (M:51.9) 1 1 0 K.CCLTYCFNKPEDK.-
Carbamidomethyl: 1, 2, 6; 
Dimethyl:2H(4): 1, 9, 13

5642 true 1717 1830.9392 1829.9396 1 -4.19 233.38 37.83 87.2 (M:87.2) 1 1 0
K.IFVGGIPHNCGETELR.
E

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

5643 true 2194 1830.9689 1829.9557 1 3.25 141.61 47.83 32.5 (M:32.5) 1 1 0

-
.MDTGVIEGGLNVTLTIR
.L Acetyl: 1

5644 true 3114 1830.9704 1829.9713 1 -4.47 181.35 44.33 50.9 (M:50.9) 1 1 0
K.LFIGGLSFETTEESLR.
N Dimethyl:2H(4): 1



5645 true 2205 1831.8615 1830.8542 1 0.02 170.46 36.33 106.6 (M:106.6) 1 1 0
K.MTNGFSGADLTEICQ
R.A

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

5646 true 1268 1831.9368 1830.9196 1 5.44 185.97 37 68.5 (M:68.5) 2 1 0
K.AADGASQCVTDISHL
VR.K

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

5647 true 3280 1831.9551 1830.9454 1 1.29 249.39 45.33 15.9 (M:15.9) 1 1 0
K.AYLPVNESFGFTADLR
.S Dimethyl:2H(4): 1

5648 true 2438 1832.0648 1831.0505 1 3.81 211.89 47.17 70.2 (M:70.2) 1 1 0
R.QVALVGQEPVLFSGSI
R.D Dimethyl:2H(4): 1

5649 true 1866 1832.0705 1831.0729 1 -5.28 291.79 42.5 25.9 (M:25.9) 1 1 0
K.ANIVPLMLSSPEQIQK
.Q Dimethyl:2H(4): 1, 16



5650 true 2114 1832.8739 1831.8628 1 2.07 153.32 42.67 32.0 (M:32.0) 1 1 0 R.TYVQEDIYNEFVER.S Dimethyl: 1

5651 true 168 1832.8787 1831.8887 1 -9.39 180.93 27.33 79.5 (M:79.5) 1 1 0
R.IHEGCEEPATHNALA
K.I

Carbamidomethyl: 5; Dimethyl: 1, 
16

5652 true 1913 1832.9685 1831.968 1 -3.71 196.56 42.67 165.1 (M:165.1) 1 1 0
R.AAVPSGASTGIYEALE
LR.D Dimethyl: 1

5653 true 2629 1833.9471 1832.9542 1 -7.83 121.66 38.5 40.3 (M:40.3) 1 1 1 K.KQELEEICHDLEAR.V
Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 1

5654 true 609 1834.0045 1832.9604 1 20.1 183.74 32.67 19.1 (M:19.1) 1 1 0
R.VMLGETNPADSKPGT
IR.G Dimethyl:2H(4): 12; Oxidation: 2



5655 true 1949 1834.772 1833.7702 1 -3 163.51 39.33 36.0 (M:36.0) 1 1 0
R.FLDEFEGCPDMYQR.
T Carbamidomethyl: 8; Dimethyl: 1

5656 false 2135 1835.8064 1834.8441 1 -24.53 80.21 43 27.2 (M:27.2) 1 2 0
M.DDDIAALVVDNGSG
MCK.A

Carbamidomethyl: 16; Dimethyl: 
1, 17

5657 true 2735 1835.8103 1834.8091 1 -3.27 230.25 39 89.0 (M:89.0) 1 1 0
K.AGLDGENIGNCPFCQ
R.L

Carbamidomethyl: 11, 14; 
Dimethyl: 1

5658 true 1248 1835.9777 1834.9577 1 6.91 235.55 39.67 83.5 (M:83.5) 1 1 0
R.AGYSAATLPVTAQPA
AYR.A Dimethyl: 1

5659 true 1956 1836.997 1835.9931 1 -1.84 177.07 42.67 162.4 (M:162.4) 2 1 0
R.AAVPSGASTGIYEALE
LR.D Dimethyl:2H(4): 1



5660 true 107 1837.9009 1836.8727 1 11.41 125.64 25.83 46.4 (M:46.4) 1 89.76 1 0
K.HPSKPDPSGECNPDL
R.L

Carbamidomethyl: 11; 
Dimethyl:2H(4): 4

5661 true 2562 1839.8503 1838.8342 1 4.84 230.6 39 105.7 (M:105.7) 2 1 0
K.AGLDGENIGNCPFCQ
R.L

Carbamidomethyl: 11, 14; 
Dimethyl:2H(4): 1

5662 true 3449 1839.9477 1838.9567 1 -8.83 222.58 46.5 25.6 (M:25.6) 1 1 1 R.IFVEEPIYDEFVRR.S Dimethyl: 1

5663 true 1867 1839.9741 1838.9673 1 -0.25 343.86 42.83 144.4 (M:144.4) 4 1 0
K.ACANPANGSVILLENL
R.F Carbamidomethyl: 2; Dimethyl: 1

5664 true 1216 1840.0099 1838.9829 1 10.74 261.31 39.67 99.4 (M:99.4) 1 1 0
R.AGYSAATLPVTAQPA
AYR.A Dimethyl:2H(4): 1



5665 true 856 1840.7582 1839.7624 1 -6.19 90.73 31 17.5 (M:17.5) 1 1 1
K.EECDRLGPGMSDMC
K.S

Carbamidomethyl: 3, 14; 
Dimethyl: 1, 15

5666 true 88 1840.9528 1839.9302 1 8.32 314.27 30.5 74.5 (M:74.5) 1 1 0
R.MGYSPHTQVEILPQG
R.E Dimethyl: 1

5667 true 569 1841.0539 1840.0484 1 -0.95 150.9 32.33 95.0 (M:95.0) 1 1 1
R.NDTKEDVFVHQTAIK.
K Dimethyl:2H(4): 1, 4, 15

5668 true 91 1841.981 1840.9709 1 1.57 151.34 25.67 74.2 (M:74.2) 1 1 1
K.NQTAEKEEFEHQQK.
E Dimethyl:2H(4): 1, 6, 14

5669 true 196 1841.9858 1840.9717 1 3.71 163.53 27.83 101.7 (M:101.7) 3 1 0
R.VMLGETNPADSKPGT
IR.G Dimethyl: 1, 12



5670 true 247 1842.9624 1841.9483 1 3.69 145.68 27.67 110.6 (M:110.6) 1 1 1
R.ESPSLVDKTSSASSVH
R.C Dimethyl: 1, 8

5671 false 1637 1843.9751 1842.9687 1 -0.45 214.24 38.17 18.6 (M:18.6) 1 3 1
K.TLENQVENLQKTVAE
K.E

5672 true 1637 1843.9751 1842.9826 1 -8 139.35 38.17 119.5 (M:119.5) 1 1 0
K.TITLEVEPSDTIENVK.
A Dimethyl: 1, 16

5673 true 1868 1844.0013 1842.9924 1 0.92 372.85 42.83 104.1 (M:104.1) 4 1 0
K.ACANPANGSVILLENL
R.F

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

5674 false 1632 1844.0563 1843.0455 1 1.93 170.29 40 105.4 (M:105.4) 1 96.28 2 1
R.IINEPTAAAIAYGLDKK
.G Dimethyl: 1, 17



5675 true 1632 1844.0563 1843.0203 1 15.57 187.1 40 107.3 (M:107.3) 1 1 1
R.IINEPTAAAIAYGLDKR
.E Dimethyl: 1

5676 false 1632 1844.0563 1843.0455 1 1.93 170.29 40 105.4 (M:105.4) 1 96.28 2 1
R.IINEPTAAAIAYGLDKK
.V Dimethyl: 1, 17

5677 true 1579 1846.8668 1845.8567 1 1.5 176.57 39.17 46.0 (M:46.0) 1 1 0
R.SSLSFSCDPGYSLVGS
R.T Carbamidomethyl: 7; Dimethyl: 1

5678 true 3371 1846.9549 1845.9472 1 0.18 203.79 46.17 86.3 (M:86.3) 1 1 0
K.LPGTIYTAAEEIEAAG
GR.A Dimethyl: 1

5679 true 1638 1847.9173 1846.9145 1 -2.41 223.02 36.17 69.0 (M:69.0) 1 1 0
K.ANLQIDQMNADLNA
ER.S Dimethyl:2H(4): 1



5680 false 1638 1847.9173 1846.9135 1 -1.86 205.92 36.17 16.6 (M:16.6) 1 2 0
K.IYAQDGEGNPIDIQM
K.S Dimethyl: 1, 16

5681 true 919 1847.944 1846.936 1 0.4 147.13 39.67 31.6 (M:31.6) 3 1 1
K.NQVAMNPTNTIFDA
KR.L Dimethyl: 1

5682 true 1751 1847.9796 1846.9611 1 6.05 281.49 38.33 113.6 (M:113.6) 1 1 0
K.AASDIAMTELPPTHPI
R.L Dimethyl: 1

5683 true 3313 1848.9808 1847.9797 1 -3.32 201.27 45.67 41.8 (M:41.8) 1 1 0
R.APVPTGEVYFVESFDK
.G Dimethyl:2H(4): 1, 16

5684 true 2136 1849.8267 1848.8234 1 -2.16 163.66 43.17 120.8 (M:120.8) 1 1 0
M.DDDIAALVVDNGSG
MCK.A

Carbamidomethyl: 16; Acetyl: 1; 
Dimethyl: 17



5685 true 1173 1849.8898 1848.8854 1 -1.52 180.67 34.17 55.9 (M:55.9) 1 1 1
K.SLEDDLSSDTSGHFKR
.I Dimethyl: 1, 15

5686 true 1797 1849.9729 1848.9694 1 -2 224.87 37.67 38.1 (M:38.1) 1 1 0
M.AERPEDLNLPNAVIT
R.I Acetyl: 1

5687 true 611 1850.0306 1849.0219 1 0.75 299.02 32.67 80.9 (M:80.9) 3 1 0
R.VMLGETNPADSKPGT
IR.G Dimethyl:2H(4): 1, 12

5688 true 1931 1850.0877 1849.0433 1 20.02 289.48 42.17 24.0 (M:24.0) 1 1 1
R.ALDTMNFDVIKGKPIR
.I Dimethyl:2H(4): 1

5689 true 3372 1850.9779 1849.9723 1 -0.91 214.81 46.17 95.2 (M:95.2) 1 1 0
K.LPGTIYTAAEEIEAAG
GR.A Dimethyl:2H(4): 1



5690 false 3036 1851.9121 1850.8734 1 16.97 256.17 43.5 15.4 (M:15.4) 1 3 1
R.LEFSSPSWQKGNMN
AR.G

5691 true 1562 1851.9854 1850.9862 1 -4.39 281.93 38.33 135.1 (M:135.1) 1 1 0
K.AASDIAMTELPPTHPI
R.L Dimethyl:2H(4): 1

5692 true 548 1851.9879 1850.9673 1 7.19 213.51 42 71.4 (M:71.4) 1 1 0
K.LHVGNISPTCTNLELR.
A

Carbamidomethyl: 10; Dimethyl: 
1

5693 true 1842 1852.0445 1851.0328 1 2.38 152.2 38.17 138.7 (M:138.7) 1 1 0
K.TITLEVEPSDTIENVK.
A Dimethyl:2H(4): 1, 16

5694 true 2374 1852.8837 1851.8785 1 -1.11 203.03 37.33 94.1 (M:94.1) 1 1 0
R.GEDHCGIESEIVAGVP
R.M Carbamidomethyl: 5; Dimethyl: 1



5695 true 2137 1853.8485 1852.8485 1 -3.9 150.96 43.17 103.7 (M:103.7) 1 1 0
M.DDDIAALVVDNGSG
MCK.A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 17; Acetyl: 1

5696 true 2498 1853.9257 1852.9142 1 2.29 188.16 38 120.9 (M:120.9) 1 1 0
R.IMDPNIVGPEHYDVA
R.G Dimethyl: 1

5697 true 1748 1854.8346 1853.8288 1 -0.8 151.82 37.33 87.8 (M:87.8) 1 1 0
K.VDCTADTPLCSEFGV
R.G

Carbamidomethyl: 3, 10; 
Dimethyl: 1

5698 true 2149 1854.8612 1853.8288 1 13.54 135.87 44.17 82.6 (M:82.6) 1 1 0
K.NLQMDDFELLCTDGR
.R

Carbamidomethyl: 11; Dimethyl: 
1

5699 true 1716 1854.8695 1853.8658 1 -1.92 178.62 39.33 96.0 (M:96.0) 1 1 0 K.YELQSHENFEPFMK.A Dimethyl: 1, 14



5700 true 830 1855.8222 1854.824 1 -4.89 106.83 31 46.1 (M:46.1) 1 1 0
R.QVEPLDPPAECCAGE
R.V

Carbamidomethyl: 11, 12; 
Dimethyl: 1

5701 true 541 1856.0103 1854.9924 1 5.74 247.81 42 89.0 (M:89.0) 1 1 0
K.LHVGNISPTCTNLELR.
A

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1

5702 true 324 1856.0114 1854.9964 1 4.16 112.12 26.5 50.9 (M:50.9) 1 1 1
M.SDQEAKPSAEDLGD
KK.E

Dimethyl:2H(4): 6, 15, 16; Acetyl: 
1

5703 true 1039 1856.7839 1855.7894 1 -6.89 103.87 32.17 47.8 (M:47.8) 1 1 0
R.YDALGEDTSAEMGAE
NR.L Dimethyl: 1

5704 true 1664 1856.8583 1855.86 1 -4.83 184.25 36.5 60.6 (M:60.6) 1 1 0
R.MENPEESELPYAYPR.
E Dimethyl:2H(4): 1



5705 true 2426 1856.9153 1855.9036 1 2.37 252.74 37.33 62.1 (M:62.1) 1 1 0
R.GEDHCGIESEIVAGVP
R.M

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

5706 true 2499 1857.9515 1856.9393 1 2.68 298.13 38 69.3 (M:69.3) 1 1 0
R.IMDPNIVGPEHYDVA
R.G Dimethyl:2H(4): 1

5707 true 1925 1857.9528 1856.948 1 -1.32 142.56 39 28.5 (M:28.5) 1 1 0
K.GVGIISEGNETVEDIA
AR.L Dimethyl: 1

5708 true 612 1857.9729 1856.9666 1 -0.5 240.93 32.83 62.4 (M:62.4) 1 1 0
R.VMLGETNPADSKPGT
IR.G Oxidation: 2; Dimethyl: 1, 12

5709 true 1749 1858.8583 1857.8539 1 -1.55 161.97 37.33 44.7 (M:44.7) 1 1 0
K.VDCTADTPLCSEFGV
R.G

Carbamidomethyl: 3, 10; 
Dimethyl:2H(4): 1



5710 true 3524 1859.026 1858.02 1 -0.71 197.07 47 27.4 (M:27.4) 1 1 1
K.TDPAALTKEEVNLFVR
.L Dimethyl: 1, 8

5711 true 565 1859.9354 1858.9326 1 -2.38 95.36 31.83 55.1 (M:55.1) 1 1 0
K.IWDPTPSHTPAGAAT
PGR.D Dimethyl: 1

5712 true 3092 1861.0965 1860.1059 1 -8.97 115.66 44 103.1 (M:103.1) 1 1 0
R.SSAPSSLLDLDIPLAVA
K.E Dimethyl:2H(4): 1, 18

5713 true 1424 1861.1604 1860.1474 1 3.1 144.5 37.67 72.0 (M:72.0) 1 1 1
K.KGVNLPGAAVDLPAV
SEK.D Dimethyl:2H(4): 1, 1, 18

5714 true 453 1861.6761 1860.6504 1 9.91 169.84 28 100.0 (M:100.0) 3 1 0
K.SCCSCCPAGCNNCAK
.G

Carbamidomethyl: 2, 3, 5, 6, 10, 
13; Dimethyl: 1, 15



5715 true 910 1861.9058 1860.8862 1 6.6 147.23 36.17 62.9 (M:62.9) 1 1 0
R.IYLGNTLVCTCYGGSR.
G

Carbamidomethyl: 9, 11; 
Dimethyl: 1

5716 true 910 1861.9058 1860.8862 1 6.6 147.23 36.17 62.9 (M:62.9) 1 1 0
R.IYLGNTLVCTCYGGSR.
G

Carbamidomethyl: 9, 11; 
Dimethyl: 1

5717 true 108 1861.9091 1860.8788 1 12.35 177.19 25.83 46.8 (M:46.8) 1 1 0
K.HPSKPDPSGECNPDL
R.L

Carbamidomethyl: 11; Dimethyl: 
1, 4

5718 false 870 1861.9552 1860.933 1 8.01 246.58 39.67 30.1 (M:30.1) 3 2 1
K.NQLTSNPENTVFDAK
R.L Dimethyl: 15

5719 true 870 1861.9552 1860.9516 1 -2 218.24 39.67 83.0 (M:83.0) 5 1 1
K.NQVAMNPTNTVFDA
KR.L Dimethyl: 1, 15



5720 true 2071 1862.7769 1861.7764 1 -3.6 146.93 35.5 45.8 (M:45.8) 1 1 0
K.FTDFQPFCCSESGPR.
C

Carbamidomethyl: 8, 9; Dimethyl: 
1

5721 true 1876 1863.8098 1862.8001 1 1.29 204.91 34.67 72.2 (M:72.2) 1 1 0
K.TMQFEPSTMVYDAC
R.M

Carbamidomethyl: 14; Dimethyl: 
1

5722 true 1787 1864.9272 1863.9189 1 0.56 202.86 40.67 69.3 (M:69.3) 1 1 0
M.ATQMFEGTQHAAV
YLK.Y Acetyl: 1; Dimethyl: 16

5723 true 1926 1865.0023 1863.9942 1 0.44 206.02 39 90.8 (M:90.8) 1 1 0
R.LLSADPEPGPGVDLST
LR.A Dimethyl: 1

5724 true 2500 1865.0177 1863.9992 1 6 178.94 37.67 34.2 (M:34.2) 1 1 0
K.VFADEVQQQAQLSTI
R.S Dimethyl:2H(4): 1



5725 true 1287 1865.9215 1864.9167 1 -1.29 143.13 31.17 41.5 (M:41.5) 1 1 1
K.QTAEKQEFEVTENTR.
N Dimethyl: 1, 5

5726 true 2850 1865.9593 1864.9403 1 6.27 170.71 39.67 43.0 (M:43.0) 1 1 0
K.GDQENVHPDVMLVQ
PR.V Dimethyl:2H(4): 1

5727 true 467 1866.024 1865.0168 1 -0.07 429.87 31.17 22.6 (M:22.6) 2 1 0
R.VMLGETNPADSKPGT
IR.G

Dimethyl:2H(4): 1, 12; Oxidation: 
2

5728 true 1908 1866.0382 1865.0298 1 0.6 188.04 41.5 99.3 (M:99.3) 1 1 0
K.VTLDVNHFAPEELVV
K.T Dimethyl: 1, 16

5729 true 2048 1866.8039 1865.8015 1 -2.61 142.65 35.5 46.5 (M:46.5) 1 1 0
K.FTDFQPFCCSESGPR.
C

Carbamidomethyl: 8, 9; 
Dimethyl:2H(4): 1



5730 true 645 1866.9791 1865.9708 1 0.57 112.95 32.67 37.6 (M:37.6) 1 1 1
R.NVDRNQLQVITNDPG
R.V Dimethyl: 1

5731 true 2206 1866.9893 1865.9921 1 -5.41 114.94 36.17 24.7 (M:24.7) 1 1 0
R.CIPALDALKPANEDQ
K.I

Carbamidomethyl: 1; Dimethyl: 1, 
9, 16

5732 true 1692 1867.8544 1866.8252 1 11.71 182.24 34.67 20.1 (M:20.1) 1 1 0
K.TMQFEPSTMVYDAC
R.M

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

5733 true 2796 1868.897 1867.8808 1 4.78 168.87 39.33 63.5 (M:63.5) 1 1 1
K.LAEQAERYDDMAAA
MK.A Dimethyl: 1, 16

5734 true 1788 1868.9464 1867.944 1 -2.62 264.55 40.67 46.0 (M:46.0) 1 1 0
M.ATQMFEGTQHAAV
YLK.Y Dimethyl:2H(4): 16; Acetyl: 1



5735 true 998 1869.8882 1868.8711 1 5.24 191.9 34.83 100.5 (M:100.5) 1 1 0
R.CVICGGPGVSDAYYC
K.E

Carbamidomethyl: 1, 4, 15; 
Dimethyl:2H(4): 1, 16

5736 true 2539 1869.9193 1868.9091 1 1.56 251.41 38 72.4 (M:72.4) 2 1 0
R.IMDPNIVGPEHYDVA
R.G Oxidation: 2; Dimethyl: 1

5737 true 104 1869.9551 1868.9291 1 10.03 199.15 25.83 99.8 (M:99.8) 1 1 0
K.HPSKPDPSGECNPDL
R.L

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1, 4

5738 true 551 1869.9995 1868.9884 1 2.07 198.52 29.67 56.8 (M:56.8) 1 1 1
K.YLKSEPVPENNDGPV
K.V Dimethyl: 1, 3, 16

5739 true 1569 1870.8548 1869.8607 1 -7.04 207.45 36.83 80.3 (M:80.3) 2 1 0 K.YELQSHENFEPFMK.A Oxidation: 13; Dimethyl: 1, 14



5740 true 1908 1871.0395 1870.0116 1 10.97 254.59 42.17 59.1 (M:59.1) 1 1 0
R.YISPFHDIPLYADAGK.
N Dimethyl:2H(4): 1, 16

5741 true 100 1871.8885 1870.8843 1 -1.68 327.82 21 73.8 (M:73.8) 1 1 1
K.SIENSGDQSHKMPTE
R.C Dimethyl: 1, 11

5742 true 1641 1872.0725 1871.0768 1 -6.18 226.65 40.33 142.8 (M:142.8) 5 1 1
R.IINEPTAAAIAYGLDKK
.G Dimethyl: 1, 16, 17

5743 true 1641 1872.0725 1871.0768 1 -6.18 226.65 40.33 142.8 (M:142.8) 5 1 1
R.IINEPTAAAIAYGLDKK
.V Dimethyl: 1, 16, 17

5744 true 1641 1872.0725 1871.0516 1 7.25 239.19 40.33 142.8 (M:142.8) 5 1 1
R.IINEPTAAAIAYGLDKR
.E Dimethyl: 1, 16



5745 true 2312 1872.0882 1871.079 1 1.02 253.81 46.17 153.9 (M:153.9) 1 1 0
K.VAHALAEGLGVIACIG
EK.L

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 18

5746 true 1302 1872.9681 1871.984 1 -12.39 156.14 33.83 87.0 (M:87.0) 1 1 1
K.ILDSVGIETDDERLNK.
V Dimethyl: 1, 16

5747 true 511 1872.9961 1871.9741 1 7.86 401.1 41.83 15.8 (M:15.8) 1 1 1
R.ASGNYATVISHNPETK
K.T Dimethyl: 1, 17

5748 true 2563 1873.838 1872.8346 1 -2.09 204.03 38 26.1 (M:26.1) 1 1 0
R.VGLIGSCTNSSYEDM
GR.S Carbamidomethyl: 7; Dimethyl: 1

5749 true 263 1873.9158 1872.905 1 1.85 157.05 27.5 44.4 (M:44.4) 1 1 1
R.QVQNGPSPDEMEAQ
RR.Q Dimethyl:2H(4): 1



5750 true 2891 1873.9409 1872.9342 1 -0.31 213.59 40 44.3 (M:44.3) 1 1 0
R.IMDPNIVGPEHYDVA
R.G Dimethyl:2H(4): 1; Oxidation: 2

5751 true 1140 1874.8543 1873.8555 1 -4.51 129.62 32.83 37.6 (M:37.6) 1 1 1
R.GAEDTRLDQEANEW
GR.R Dimethyl: 1

5752 true 1294 1874.9455 1873.9323 1 3.19 176.98 35 111.7 (M:111.7) 1 1 0
K.AGPWTPEATVEHPEA
VR.Q Dimethyl: 1

5753 true 1877 1875.9123 1874.905 1 -0.02 202.15 38.67 63.2 (M:63.2) 1 1 0
K.LFYDDPDNPPASEVLR
.I Dimethyl: 1

5754 false 1303 1875.9151 1874.8633 1 23.74 240.64 34 15.2 (M:15.2) 1 4 0
R.EEDDVVSEDLVEQDA
K.D Dimethyl: 1, 16



5755 true 1693 1875.9165 1874.9196 1 -5.57 128.6 33.67 33.3 (M:33.3) 1 1 0
K.NPGYPQSEGLLGESM
IR.Y Dimethyl: 1

5756 true 779 1875.971 1874.9594 1 2.32 188.95 31.5 88.2 (M:88.2) 3 1 0
K.IVSNASCTTNCLAPLA
K.V

Carbamidomethyl: 7, 11; 
Dimethyl: 1, 17

5757 true 744 1875.9869 1874.9673 1 6.58 159.36 37.67 68.3 (M:68.3) 3 1 1
K.NQVAMNPTNTIFDA
KR.L Dimethyl: 1, 15

5758 true 101 1875.9903 1874.9916 1 -4.57 273.52 26.5 80.8 (M:80.8) 1 1 1
R.EHPEEGKHPDGGLYS
K.G Dimethyl:2H(4): 1, 7, 16

5759 true 863 1877.87 1876.856 1 3.57 163.34 34.17 79.2 (M:79.2) 1 1 0
K.QSIAIDDCTFHQCVR.
L

Carbamidomethyl: 8, 13; 
Dimethyl: 1



5760 false 885 1877.948 1876.9742 1 -17.84 290.99 39.67 15.8 (M:15.8) 1 5 0
R.ELATNLNVGTSSSAAS
SLK.K Dimethyl: 19

5761 true 885 1877.948 1876.9465 1 -3.11 169.2 39.67 58.9 (M:58.9) 2 1 1
K.NQVAMNPTNTVFDA
KR.L Oxidation: 5; Dimethyl: 1, 15

5762 true 440 1878.9862 1877.9782 1 0.39 167.23 31.17 45.9 (M:45.9) 1 1 0
R.EIVHLQAGQCGNQIG
AK.F

Carbamidomethyl: 10; Dimethyl: 
1, 17

5763 true 2207 1879.0743 1878.0674 1 -0.19 235.5 36.17 24.3 (M:24.3) 1 1 0
R.CIPALDALKPANEDQ
K.I

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1, 9, 16

5764 true 1289 1879.9116 1878.9072 1 -1.51 117.66 31.17 54.0 (M:54.0) 1 1 1
R.FSTVAGESGSADTVR
DPR.G Dimethyl: 1



5765 true 133 1879.9199 1878.9211 1 -4.5 87.83 20.33 47.3 (M:47.3) 1 1 1
K.GKPDTEVTEDEEYKR.
V Dimethyl: 1, 2, 14

5766 true 1679 1880.1097 1879.127 1 -13.07 247.27 40.33 107.6 (M:107.6) 1 100 1 1
R.IINEPTAAAIAYGLDKK
.G

Dimethyl:2H(4): 16, 17; Dimethyl: 
1

5767 false 1679 1880.1097 1879.1019 1 0.3 173.16 40.33 38.9 (M:38.9) 1 2 1
R.IINEPTAAAIAYGLDKR
.E Dimethyl:2H(4): 1, 16

5768 true 1679 1880.1097 1879.127 1 -13.07 247.27 40.33 107.6 (M:107.6) 1 100 1 1
R.IINEPTAAAIAYGLDKK
.V

Dimethyl:2H(4): 16, 17; Dimethyl: 
1

5769 true 552 1880.1846 1879.1721 1 2.73 210.36 29.83 39.1 (M:39.1) 1 1 1
K.EQIVPKPEEEVAQKK.
K Dimethyl:2H(4): 1, 6, 14, 15



5770 true 3003 1880.8986 1879.8774 1 7.38 278.78 40.83 63.1 (M:63.1) 2 1 0
R.EMPEAPQFPDHPSQS
K.S Dimethyl: 1, 16

5771 true 3348 1880.9849 1879.9891 1 -6.12 227.8 46 100.4 (M:100.4) 1 1 0
R.VEAVNLAEGIIHDTES
K.M Dimethyl: 1, 17

5772 true 1304 1881.0303 1880.0342 1 -5.95 162.54 33.83 23.4 (M:23.4) 1 1 1
K.ILDSVGIETDDERLNK.
V Dimethyl:2H(4): 1, 16

5773 true 864 1881.8955 1880.8811 1 3.8 223.01 34.17 26.3 (M:26.3) 1 1 0
K.QSIAIDDCTFHQCVR.
L

Carbamidomethyl: 8, 13; 
Dimethyl:2H(4): 1

5774 true 1143 1884.0125 1882.9941 1 5.9 114.21 38.5 35.1 (M:35.1) 1 1 0
R.GIYAYGFEKPSAIQQR
.A Dimethyl: 1, 9



5775 true 1143 1884.0125 1882.9941 1 5.9 114.21 38.5 35.1 (M:35.1) 1 1 0
R.GIYAYGFEKPSAIQQR
.A Dimethyl: 1, 9

5776 true 753 1884.0262 1883.0096 1 4.97 93.76 31.5 116.8 (M:116.8) 3 1 0
K.IVSNASCTTNCLAPLA
K.V

Carbamidomethyl: 7, 11; 
Dimethyl:2H(4): 1, 17

5777 true 908 1884.0297 1883.0414 1 -10.11 168.28 34.5 65.9 (M:65.9) 1 1 0
R.LEAASSALGGPTLTHA
VTR.A Dimethyl:2H(4): 1

5778 true 1096 1884.1214 1883.0946 1 10.34 108.88 38.83 83.8 (M:83.8) 1 1 0
K.DDPSKPVHLTAFLGYK
.A Dimethyl:2H(4): 1, 5, 16

5779 true 1658 1884.1634 1883.1521 1 2.13 267.56 40.17 139.8 (M:139.8) 3 1 1
R.IINEPTAAAIAYGLDKK
.V Dimethyl:2H(4): 1, 16, 17



5780 true 1658 1884.1634 1883.1521 1 2.13 267.56 40.17 139.8 (M:139.8) 3 1 1
R.IINEPTAAAIAYGLDKK
.G Dimethyl:2H(4): 1, 16, 17

5781 false 375 1884.1722 1883.1281 1 19.51 371.18 38.83 18.7 (M:18.7) 2 3 1
K.ALGITLIKGIDEGPEGL
K.L Dimethyl:2H(4): 8; Dimethyl: 18

5782 true 1041 1885.0507 1884.063 1 -10.39 292.7 37.5 74.5 (M:74.5) 1 1 0
R.AITIANQTNCPLYITK.
V

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 16

5783 false 1041 1885.0507 1884.0867 1 -22.92 444.92 37.5 15.3 (M:15.3) 1 2 1
K.AMGVVIATGVNTEIG
KIR.D Dimethyl: 1, 16

5784 true 357 1886.0512 1885.0772 1 -17.63 804.13 28.33 15.2 (M:15.2) 1 50 1 1
R.GTIEILSDVQLIKTGDK
.V Dimethyl: 1, 13



5785 true 420 1887.0386 1886.0284 1 1.58 133.95 31.17 144.6 (M:144.6) 2 1 0
R.EIVHLQAGQCGNQIG
AK.F

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 17

5786 true 3727 1887.925 1886.9158 1 1.01 161.34 48.17 96.3 (M:96.3) 1 1 0
K.IAVYSCPFDGMITETK.
G

Carbamidomethyl: 6; Dimethyl: 1, 
16

5787 true 1897 1887.9468 1886.9486 1 -4.84 186.98 38.67 43.8 (M:43.8) 1 1 0
K.DSGTQPQLQIQGIGF
DR.T Dimethyl: 1

5788 true 946 1888.9368 1887.9261 1 1.8 261.47 34.67 67.5 (M:67.5) 3 1 0
K.EAYMGNVLQAGQG
QAPAR.Q Dimethyl: 1

5789 true 3373 1889.0231 1888.0393 1 -12.45 232.5 46 60.1 (M:60.1) 1 1 0
R.VEAVNLAEGIIHDTES
K.M Dimethyl:2H(4): 1, 17



5790 true 1468 1889.0881 1888.091 1 -5.38 206.29 38.17 134.7 (M:134.7) 2 1 0
K.VGINYQPPTVVPGGD
LAK.V Dimethyl:2H(4): 1, 18

5791 true 1468 1889.0881 1888.091 1 -5.38 206.29 38.17 134.7 (M:134.7) 2 1 0
K.VGINYQPPTVVPGGD
LAK.V Dimethyl:2H(4): 1, 18

5792 true 1640 1889.8364 1888.8367 1 -3.98 157.4 36.33 132.0 (M:132.0) 1 1 0
R.NPDDITNEEYGEFYK.
S Dimethyl: 1, 15

5793 true 776 1889.971 1888.9643 1 -0.31 184.08 33.67 147.3 (M:147.3) 1 1 1
K.NQLTSNPENTVFDAK
R.L Dimethyl: 1, 15

5794 true 3019 1889.971 1888.9723 1 -4.53 192.81 43.17 46.3 (M:46.3) 1 1 0
K.QGFIDLPEFPFGLEPR.
I Dimethyl: 1



5795 true 2103 1891.9821 1890.9699 1 2.59 169.09 42 58.6 (M:58.6) 1 1 0
R.LFVGNLPPDITEEEMR
.K Dimethyl:2H(4): 1

5796 true 134 1891.9938 1890.9964 1 -5.2 91.23 20.33 82.5 (M:82.5) 1 1 1
K.GKPDTEVTEDEEYKR.
V Dimethyl:2H(4): 1, 2, 14

5797 true 1144 1892.0795 1891.0443 1 14.73 245.25 38.5 111.2 (M:111.2) 1 1 0
R.GIYAYGFEKPSAIQQR
.A Dimethyl:2H(4): 1, 9

5798 true 1144 1892.0795 1891.0443 1 14.73 245.25 38.5 111.2 (M:111.2) 1 1 0
R.GIYAYGFEKPSAIQQR
.A Dimethyl:2H(4): 1, 9

5799 true 947 1892.9623 1891.9512 1 2.02 314.25 34.67 81.1 (M:81.1) 2 1 0
K.EAYMGNVLQAGQG
QAPAR.Q Dimethyl:2H(4): 1



5800 true 1397 1892.9686 1891.9752 1 -7.34 183.7 35.33 95.5 (M:95.5) 1 1 0
K.LQALTNEQAAAAHEL
ER.M Dimethyl: 1

5801 true 1770 1893.9206 1892.9057 1 4 209.51 40.67 122.5 (M:122.5) 2 1 0
K.TYFPHFDLSPGSDQV
R.G Dimethyl: 1

5802 true 985 1894.9182 1893.9043 1 3.48 249.89 33.5 52.4 (M:52.4) 2 1 0
R.AINPECGFFGVAPGTS
SR.T Carbamidomethyl: 6; Dimethyl: 1

5803 true 1022 1895.8382 1894.8367 1 -3.04 190.81 32 108.5 (M:108.5) 1 1 0
R.TDDYLDQPCQETINR.
I Carbamidomethyl: 9; Dimethyl: 1

5804 true 1937 1895.942 1894.936 1 -0.67 110.13 38.83 35.3 (M:35.3) 1 1 0
R.LAGGPTPCEGHIEVF
QR.G Carbamidomethyl: 8; Dimethyl: 1



5805 true 1118 1895.9637 1894.9577 1 -0.69 219.6 34.33 36.5 (M:36.5) 1 1 0
R.GAPPNSNIEDFHGFLP
K.G Dimethyl: 1, 17

5806 true 3728 1895.9671 1894.966 1 -3.28 182.8 48.17 39.2 (M:39.2) 1 1 0
K.IAVYSCPFDGMITETK.
G

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 16

5807 true 575 1896.9243 1895.9087 1 4.34 124.39 32.17 126.5 (M:126.5) 1 1 0
R.LVHADFTPSSGSTYAC
K.V

Carbamidomethyl: 16; Dimethyl: 
1, 17

5808 true 1398 1897.0113 1896.0003 1 1.96 222.57 35.33 59.7 (M:59.7) 1 1 0
K.LQALTNEQAAAAHEL
ER.M Dimethyl:2H(4): 1

5809 true 1618 1897.0186 1896.0316 1 -10.71 115.17 33.33 67.6 (M:67.6) 1 1 0
K.TVNELQNLTSAEVVV
PR.D Dimethyl: 1



5810 true 1811 1897.0654 1896.063 1 -2.59 321.11 41.83 136.6 (M:136.6) 1 1 0
K.ASIPFCVVGSNQLIEA
K.G

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 17

5811 false 1811 1897.0654 1896.0746 1 -8.69 345.63 41.83 15.7 (M:15.7) 1 4 0
K.SVGETGDSGLGQKPF
PPK.M Dimethyl:2H(4): 1, 13, 18

5812 true 1976 1897.1463 1896.1598 1 -10.92 274.29 45.17 32.5 (M:32.5) 1 1 0
K.ILILPATSTALVSPLAER
.L Dimethyl:2H(4): 1

5813 true 1644 1897.8858 1896.8869 1 -4.42 200.33 36.33 64.2 (M:64.2) 1 1 0
R.NPDDITNEEYGEFYK.
S Dimethyl:2H(4): 1, 15

5814 true 2113 1897.9278 1896.9302 1 -5.08 218.54 35.83 65.7 (M:65.7) 1 1 0
K.NGVQAMVEFDSVQS
AQR.A Dimethyl:2H(4): 1



5815 true 652 1897.9416 1896.9236 1 5.63 268.09 32.83 22.8 (M:22.8) 1 1 0
K.SHLLNCCPHDVLSGT
R.M

Carbamidomethyl: 6, 7; 
Dimethyl:2H(4): 1

5816 true 3374 1897.9559 1896.9469 1 0.92 261.26 46.33 123.7 (M:123.7) 1 1 0
R.STGEAFVQFASQEIAE
K.A Dimethyl: 1, 17

5817 false 3374 1897.9559 1896.9186 1 15.84 233.13 46.33 15.3 (M:15.3) 1 3 1
R.MGSGIERMGSGIGFG
IER.M Oxidation: 8; Dimethyl: 1

5818 true 1023 1899.8629 1898.8618 1 -3.24 246.29 32 96.6 (M:96.6) 1 1 0
R.TDDYLDQPCQETINR.
I

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

5819 true 1938 1899.9737 1898.9611 1 2.81 385.94 38.83 43.5 (M:43.5) 1 1 0
R.LAGGPTPCEGHIEVF
QR.G

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



5820 true 2118 1900.0843 1899.0979 1 -11 156.56 45.17 19.1 (M:19.1) 1 1 0
K.TAILTTIGVLEEPLGNA
R.L Dimethyl:2H(4): 1

5821 true 421 1900.9952 1899.9877 1 0.12 252.61 31 34.9 (M:34.9) 1 1 1
R.DKLPQPGQPDPLSHC
K.E

Carbamidomethyl: 15; Dimethyl: 
1, 2, 16

5822 true 3133 1901.0316 1900.0306 1 -3.29 229.86 44.33 79.2 (M:79.2) 1 1 0 K.ITISPLQDLTLYNPER.T Dimethyl: 1

5823 true 1056 1901.0717 1900.0695 1 -2.7 319.5 33.5 53.2 (M:53.2) 1 1 1
K.LNEAKEEFTSGGPLG
QK.R Dimethyl:2H(4): 1, 5, 17

5824 true 932 1901.9778 1900.9742 1 -1.93 128.24 31.5 41.4 (M:41.4) 1 1 1
K.TDTPDIVDNKDGTVT
VR.Y Dimethyl: 1, 10



5825 true 2428 1902.8931 1901.8829 1 1.5 208.32 37.67 33.5 (M:33.5) 1 1 0
R.SAYDSTVETMNYPQI
R.T Dimethyl: 1

5826 false 1903 1902.9551 1901.9007 1 24.76 420.39 34.83 16.3 (M:16.3) 1 54.99 2 1
K.AKDEQYDHLDEADVA
K.V Dimethyl: 1, 2

5827 true 486 1903.1609 1902.1579 1 -2.24 371.85 29.5 17.9 (M:17.9) 1 1 1
R.KLERPPETPTVDPTVK
.Y Dimethyl:2H(4): 1, 1, 16

5828 true 936 1903.8357 1902.8386 1 -5.37 210.25 34.33 20.0 (M:20.0) 1 1 0
R.CVMNVPSLCGTDHTE
R.R

Carbamidomethyl: 1, 9; Dimethyl: 
1

5829 true 2050 1904.0143 1903.0101 1 -1.66 141.98 35.33 38.8 (M:38.8) 1 1 0
R.QNLIANDQLYQPLGE
R.N Dimethyl:2H(4): 1



5830 true 1119 1904.02 1903.008 1 2.51 238.16 34.33 82.8 (M:82.8) 1 1 0
R.GAPPNSNIEDFHGFLP
K.G Dimethyl:2H(4): 1, 17

5831 true 2797 1904.9258 1903.9098 1 4.57 258.73 39.33 62.6 (M:62.6) 2 1 1
R.DFTVSALHGDMDQK
ER.D Dimethyl: 1, 14

5832 true 600 1904.9725 1903.959 1 3.28 191.25 32.17 85.2 (M:85.2) 1 1 0
R.LVHADFTPSSGSTYAC
K.V

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 17

5833 true 3115 1905.0536 1904.0557 1 -4.93 233.93 44.33 99.8 (M:99.8) 1 1 0 K.ITISPLQDLTLYNPER.T Dimethyl:2H(4): 1

5834 true 320 1905.8608 1904.8444 1 4.79 234.66 24 73.2 (M:73.2) 1 1 0
R.EQCCYNCGKPGHLAR
.D

Carbamidomethyl: 3, 4, 7; 
Dimethyl: 1, 9



5835 true 3375 1906.0011 1904.9971 1 -1.73 323.71 46.33 86.8 (M:86.8) 1 1 0
R.STGEAFVQFASQEIAE
K.A Dimethyl:2H(4): 1, 17

5836 true 2892 1906.9883 1905.9618 1 10.06 181.5 39.83 48.6 (M:48.6) 1 1 1
R.CLAEVAVEDKGNQVY
R.C

Carbamidomethyl: 1; Dimethyl: 1, 
10

5837 true 1825 1907.0165 1906.0076 1 0.86 201.57 40.5 49.6 (M:49.6) 1 1 0
K.GFSEGLWEIEHNPTV
K.A Dimethyl:2H(4): 1, 16

5838 true 1973 1907.1542 1906.1565 1 -5.02 240.97 45 50.5 (M:50.5) 1 1 0
K.NVAAIHPSLEIPMLIPK
.E Dimethyl:2H(4): 1, 17

5839 true 937 1907.8671 1906.8637 1 -2.06 263.33 34.33 22.2 (M:22.2) 1 1 0
R.CVMNVPSLCGTDHTE
R.R

Carbamidomethyl: 1, 9; 
Dimethyl:2H(4): 1



5840 true 306 1908.9684 1907.9602 1 0.46 193.25 29.5 106.6 (M:106.6) 1 1 0
K.SGVYQHVSGEQVGG
HAIR.I Dimethyl: 1

5841 true 1694 1909.8853 1908.8829 1 -2.52 203.35 33.83 38.8 (M:38.8) 1 1 0
R.EGCEFLQNPPAGFYP
R.L Carbamidomethyl: 3; Dimethyl: 1

5842 true 98 1910.7835 1909.7827 1 -3.41 227.22 21.67 122.7 (M:122.7) 2 1 0
R.SSGSPYGGGYGSGSG
SGGYGGR.R

5843 true 1826 1912.1103 1911.0957 1 3.82 233.44 40.5 18.1 (M:18.1) 1 1 1
K.FIYVDVIPEEAAPTRK.
S Dimethyl:2H(4): 1, 16

5844 true 307 1912.9944 1911.9853 1 0.93 223.93 29.5 82.0 (M:82.0) 1 1 0
K.SGVYQHVSGEQVGG
HAIR.I Dimethyl:2H(4): 1



5845 true 1695 1913.9096 1912.908 1 -2.93 216.93 34 25.7 (M:25.7) 1 1 0
R.EGCEFLQNPPAGFYP
R.L

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

5846 true 321 1913.912 1912.8946 1 5.28 277.54 24 48.4 (M:48.4) 1 1 0
R.EQCCYNCGKPGHLAR
.D

Carbamidomethyl: 3, 4, 7; 
Dimethyl:2H(4): 1, 9

5847 true 1525 1914.0539 1913.0134 1 17.33 192.3 38.67 35.7 (M:35.7) 1 1 1
R.KEEGSAPSNSFIPSFP
R.A Dimethyl:2H(4): 1, 1

5848 true 328 1916.0074 1914.9672 1 17.16 312.12 35.83 75.2 (M:75.2) 1 1 0
K.QQIYACQHVPVEQQ
R.L

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5849 true 523 1916.0154 1914.9952 1 6.77 321.18 41.83 144.5 (M:144.5) 1 1 0
K.VTHAVVTVPAYFNDA
QR.Q Dimethyl: 1



5850 false 1441 1917.0314 1916.0591 1 -18.2 267.84 35.67 15.8 (M:15.8) 1 5 0
K.QCQDVDIIITTALIPGK
.K

Carbamidomethyl: 2; 
Dimethyl:2H(4): 17

5851 true 532 1920.043 1919.0203 1 8.01 436.14 41.83 122.0 (M:122.0) 1 1 0
K.VTHAVVTVPAYFNDA
QR.Q Dimethyl:2H(4): 1

5852 true 740 1924.8415 1923.817 1 8.98 187.63 30.83 63.3 (M:63.3) 1 1 0
K.SEEAHAEDSVMDHH
FR.K Dimethyl: 1

5853 true 1111 1924.9139 1923.9109 1 -2.18 207.98 30.33 74.2 (M:74.2) 1 1 0
K.HGEDAGVVCSGTAEA
APLR.L Carbamidomethyl: 9; Dimethyl: 1

5854 true 37 1926.8373 1925.8351 1 -2.65 47.23 24 79.9 (M:79.9) 1 1 1
R.GEEGGERGPAEEGGE
GEPR.A Dimethyl: 1



5855 true 1156 1927.0027 1925.9938 1 0.84 57.02 39.83 19.1 (M:19.1) 1 1 0
R.QYYTLLNQAPDYLHR.
F Dimethyl:2H(4): 1

5856 true 741 1928.8638 1927.8421 1 7.51 71.93 30.83 46.9 (M:46.9) 1 1 0
K.SEEAHAEDSVMDHH
FR.K Dimethyl:2H(4): 1

5857 true 1898 1928.9784 1927.9779 1 -3.48 71.54 38.67 32.6 (M:32.6) 1 1 1
K.EAFSLFDKDGDGTITT
K.E Dimethyl: 1, 8, 17

5858 true 1714 1929.0163 1928.0156 1 -3.42 279.62 40.83 58.5 (M:58.5) 1 1 1
K.AQGFLQSGYQRELLY
K.H Dimethyl: 1

5859 true 1206 1929.1591 1928.1699 1 -9.35 43.95 35.33 50.9 (M:50.9) 2 1 0
K.NLPPSGAVPVSGIPPH
VVK.V Dimethyl:2H(4): 1, 19



5860 true 1927 1929.9393 1928.9302 1 0.94 58.83 39 86.2 (M:86.2) 1 1 0
K.GFIGPGVDVPAPDMS
TGER.E Dimethyl: 1

5861 true 1560 1929.9559 1928.9386 1 5.17 89.23 38.83 39.1 (M:39.1) 2 1 0
K.LSLDGQNIYNACCTLR
.I

Carbamidomethyl: 12, 13; 
Dimethyl:2H(4): 1

5862 true 1786 1930.0372 1929.0347 1 -2.46 78.34 40 46.2 (M:46.2) 1 1 1 R.GFCFITYTDEEPVKK.L
Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 14, 15

5863 true 1025 1930.9583 1929.9432 1 4.03 60.91 30 148.8 (M:148.8) 2 1 0
K.GDVAFVQHSTVEENT
GGK.N Dimethyl: 1, 18

5864 true 1442 1931.0505 1930.0445 1 -0.69 73.9 35.67 89.5 (M:89.5) 1 1 1
K.LLCSGEKEVDLAVQSA
K.A

Carbamidomethyl: 3; Dimethyl: 1, 
7, 17



5865 true 1759 1931.9678 1930.9425 1 9.33 60.03 39.67 55.4 (M:55.4) 1 1 0
R.AISFVGSNQAGEYIYE
R.G Dimethyl: 1

5866 true 1055 1932.0376 1931.0265 1 1.96 110.59 38.5 20.9 (M:20.9) 1 1 0
R.SFGQTPSQLLIEPHPP
R.S Dimethyl: 1

5867 true 1904 1932.1449 1931.1092 1 14.75 64.66 46.67 58.9 (M:58.9) 1 1 1
K.KYTPQDVAVATVTTLL
R.T Dimethyl: 1, 1

5868 true 615 1933.0176 1932.0065 1 1.97 105.86 32.67 48.6 (M:48.6) 1 1 1
K.VYVGNLGNNGNKTEL
ER.A Dimethyl: 1, 12

5869 true 1891 1934.0284 1933.0058 1 7.97 87.01 42.17 117.2 (M:117.2) 3 1 0
K.DNHLLGTFDLTGIPPA
PR.G



5870 true 1960 1935.9705 1934.9698 1 -3.38 88.65 39.67 56.9 (M:56.9) 1 1 0
R.LQQELDDIAVDLDHQ
R.Q Dimethyl: 1

5871 true 1056 1936.0609 1935.0516 1 1.02 52.85 38.5 36.6 (M:36.6) 1 1 0
R.SFGQTPSQLLIEPHPP
R.S Dimethyl:2H(4): 1

5872 true 1647 1936.0858 1935.1128 1 -17.73 69.98 38.67 46.6 (M:46.6) 1 1 1
K.SLLVTELGSNRDPETIK
.I Dimethyl:2H(4): 1, 17

5873 true 2418 1938.06 1937.0371 1 8.07 100.63 46.83 20.3 (M:20.3) 1 1 1
K.DNNLLGKFDLTGIPPA
PR.G

5874 true 266 1938.8266 1937.814 1 2.75 123 28.67 189.4 (M:189.4) 2 1 0
R.SSGSPYGGGYGSGSG
SGGYGGR.R Dimethyl: 1



5875 true 2177 1939.0181 1938.0098 1 0.52 147.68 36 29.0 (M:29.0) 1 1 1
K.IFVGGIKEDTEEYNLR.
E Dimethyl: 1, 7

5876 true 947 1939.0365 1938.0211 1 4.21 68.36 33 63.9 (M:63.9) 1 1 1
K.IVYGHLDDPAKQEIER
.G Dimethyl: 1, 11

5877 true 1977 1940.0004 1938.9949 1 -0.89 103.13 39.67 68.1 (M:68.1) 1 1 0
R.LQQELDDIAVDLDHQ
R.Q Dimethyl:2H(4): 1

5878 true 1508 1940.9195 1939.9098 1 1.25 83.94 36.17 118.6 (M:118.6) 1 1 0
K.TNCDLLHDHGEADFL
K.S

Carbamidomethyl: 3; Dimethyl: 1, 
16

5879 true 3054 1940.9384 1939.9383 1 -3.71 110.88 43.67 69.3 (M:69.3) 1 1 0
K.NATNVEQSFMTMAA
EIK.K Dimethyl: 1, 17



5880 true 1940 1940.9395 1939.9316 1 0.3 79.53 38.83 66.1 (M:66.1) 1 1 0
K.SVTYQNSYGEFVEPH
K.I Dimethyl: 1, 16

5881 true 1952 1941.0243 1940.0215 1 -2.32 67.15 35.67 56.8 (M:56.8) 1 1 0
R.SSPVVIDASTAIDAPS
NLR.F Dimethyl: 1

5882 true 1952 1941.0243 1940.0215 1 -2.32 67.15 35.67 56.8 (M:56.8) 1 1 0
R.SSPVVIDASTAIDAPS
NLR.F Dimethyl: 1

5883 true 1643 1941.0313 1940.0255 1 -0.74 176.63 37.17 46.7 (M:46.7) 1 1 0
K.LSLEGDHSLPPSAYAT
VK.A Dimethyl: 1, 18

5884 true 1821 1941.0517 1940.0532 1 -4.51 82.33 38.67 92.8 (M:92.8) 1 1 1
K.EAFSLFDKDGDGTITT
K.E Dimethyl:2H(4): 1, 8, 17



5885 true 2227 1941.0736 1940.0659 1 0.23 251.01 44.5 35.0 (M:35.0) 1 1 1
R.YISPDQLADLYKGFVK
.N Dimethyl: 1, 12, 16

5886 true 2893 1941.9482 1940.9279 1 6.74 72.85 39.83 32.8 (M:32.8) 1 1 0
K.EHNGQVTGIDWAPE
SNR.L Dimethyl:2H(4): 1

5887 true 267 1942.8516 1941.8391 1 2.71 76.17 28.67 190.3 (M:190.3) 3 1 0
R.SSGSPYGGGYGSGSG
SGGYGGR.R Dimethyl:2H(4): 1

5888 true 1877 1942.9345 1941.9255 1 0.89 84.77 34.5 23.5 (M:23.5) 1 1 0
R.MQQVYDFNAISNSEI
R.F Dimethyl: 1

5889 true 1846 1942.9352 1941.9407 1 -6.61 84.58 38.5 36.8 (M:36.8) 1 1 0
R.HEMPPHIYAITDTAYR
.S Dimethyl: 1



5890 true 1538 1943.8257 1942.8223 1 -2 71.46 35.17 71.5 (M:71.5) 1 1 0
K.SPCYIDTDCDLAVACR
.R

Carbamidomethyl: 3, 9, 15; 
Dimethyl: 1

5891 true 939 1943.9517 1942.9323 1 6.23 233.13 29.33 15.7 (M:15.7) 1 1 0
K.APNWEPSSGAEQTPT
SPR.V Dimethyl:2H(4): 1

5892 true 703 1946.0713 1945.0586 1 2.78 27.54 33 70.0 (M:70.0) 1 1 1
R.VHTDFTPSPYDKDSLK
.L Dimethyl:2H(4): 1, 12, 16

5893 true 1844 1946.9584 1945.9506 1 0.3 61.22 34.5 20.9 (M:20.9) 1 1 0
R.MQQVYDFNAISNSEI
R.F Dimethyl:2H(4): 1

5894 true 3038 1946.9974 1945.9898 1 0.18 113.48 43.5 105.7 (M:105.7) 1 1 0
R.ATENDIANFFSPLNPI
R.V Dimethyl: 1



5895 true 949 1947.0671 1946.0713 1 -5.9 84.91 33 77.4 (M:77.4) 1 1 1
K.IVYGHLDDPAKQEIER
.G Dimethyl:2H(4): 1, 11

5896 true 2178 1947.0705 1946.0601 1 1.63 71.18 36.17 37.1 (M:37.1) 1 1 1
K.IFVGGIKEDTEEYNLR.
E Dimethyl:2H(4): 1, 7

5897 true 1626 1947.9329 1946.9309 1 -2.71 41.63 39.5 15.7 (M:15.7) 1 1 0
R.FSHQGVQLIDFSPCER
.Y

Carbamidomethyl: 14; Dimethyl: 
1

5898 true 590 1947.9554 1946.9408 1 3.8 41.96 27.83 72.7 (M:72.7) 1 1 1 R.QEIPEIDCDQYPTRK.T
Carbamidomethyl: 8; Dimethyl: 1, 
15

5899 true 422 1948.0587 1947.0448 1 3.43 102.4 30.83 21.4 (M:21.4) 1 1 1
R.DVACGANHTLVLDSQ
KR.V

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1, 16



5900 true 3281 1949.0358 1948.0306 1 -1.05 88.28 45.33 42.4 (M:42.4) 1 1 0
K.TYAFSENPLPTVEIAIR
.N Dimethyl: 1

5901 true 1183 1949.0982 1948.0742 1 8.61 83.27 41.33 106.9 (M:106.9) 1 1 0
K.ISSVQSIVPALEIANSH
R.K Dimethyl: 1

5902 true 1079 1950.0121 1949.0007 1 2.14 131.81 34.17 86.3 (M:86.3) 1 1 0
K.VQNAVITVPAYFNDS
QR.Q Dimethyl: 1

5903 true 1878 1950.0188 1949.0146 1 -1.57 65.68 34.5 66.4 (M:66.4) 1 1 0
R.AIPNATVFYPSDAVAT
EK.A Dimethyl: 1, 18

5904 true 1957 1950.0529 1949.046 1 -0.21 87.38 43.5 31.1 (M:31.1) 1 1 0
R.LACYVTGFYPPEIEVK.
W

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1, 16



5905 true 1700 1950.9988 1949.9996 1 -4.16 76.98 36.83 46.8 (M:46.8) 1 1 0
K.LIANDTEFQPELSAAG
SR.L Dimethyl:2H(4): 1

5906 true 911 1951.0002 1949.9641 1 14.76 93.7 36.33 33.9 (M:33.9) 1 1 0
R.VTNQATIMCTSYVQF
R.E

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1

5907 true 3039 1951.0223 1950.0149 1 0.09 124.57 43.5 126.8 (M:126.8) 1 1 0
R.ATENDIANFFSPLNPI
R.V Dimethyl:2H(4): 1

5908 true 1895 1951.9884 1950.9727 1 4.3 94.67 41.33 34.8 (M:34.8) 1 1 1 K.IFTVTFENTDDFYKR.G Dimethyl: 1, 14

5909 true 3282 1953.058 1952.0557 1 -2.52 115.47 45.33 38.2 (M:38.2) 1 1 0
K.TYAFSENPLPTVEIAIR
.N Dimethyl:2H(4): 1



5910 true 1184 1953.1258 1952.0993 1 9.87 72.46 41.33 152.0 (M:152.0) 1 1 0
K.ISSVQSIVPALEIANSH
R.K Dimethyl:2H(4): 1

5911 true 714 1953.1512 1952.1332 1 5.48 136.92 30.67 74.4 (M:74.4) 1 1 1
K.IDKVNEIVETNRPDSK.
N Dimethyl:2H(4): 1, 3, 16

5912 true 3377 1953.9927 1952.9983 1 -6.58 140.45 46 41.6 (M:41.6) 1 1 0
R.SEETESPYFSTPLLLGK
.N Dimethyl: 1, 17

5913 true 1080 1954.0408 1953.0258 1 3.94 90.75 34.17 82.4 (M:82.4) 1 1 0
K.VQNAVITVPAYFNDS
QR.Q Dimethyl:2H(4): 1

5914 true 1811 1955.8536 1954.852 1 -2.89 60.05 34.33 17.9 (M:17.9) 1 1 0
R.EVQGHESDEFMGYFP
R.G Dimethyl: 1



5915 true 2375 1955.8989 1954.903 1 -5.8 66.5 37.17 34.1 (M:34.1) 1 1 0
R.WMVGQCGEDIPQPT
PGR.D Carbamidomethyl: 6; Dimethyl: 1

5916 true 2017 1956.9426 1955.9377 1 -1.23 108.17 35.33 59.9 (M:59.9) 1 1 0
R.SLGYAYVNFQQPADA
ER.A Dimethyl: 1

5917 true 47 1957.8359 1956.8063 1 11.43 74.16 20.33 71.3 (M:71.3) 1 1 0
K.VCHAEVCQCAEGPCP
R.Q

Carbamidomethyl: 2, 7, 9, 14; 
Dimethyl: 1

5918 true 635 1957.9715 1956.9649 1 -0.32 105.55 27.83 22.2 (M:22.2) 1 1 0
K.LPAKPEVCTDEDIQM
R.L

Carbamidomethyl: 8; Dimethyl: 1, 
4

5919 true 1952 1958.0468 1957.0377 1 0.98 80 42.17 30.2 (M:30.2) 1 1 1
R.VKVTDGDGEAVLPM
AMLR.Q Dimethyl: 1, 2



5920 true 1879 1958.0701 1957.0648 1 -1 58.01 34.5 68.8 (M:68.8) 1 1 0
R.AIPNATVFYPSDAVAT
EK.A Dimethyl:2H(4): 1, 18

5921 true 983 1958.1407 1957.1124 1 10.72 46.75 37.33 69.3 (M:69.3) 1 1 0
R.GHVTQDAPIPGSPLY
TIK.A Dimethyl:2H(4): 1, 18

5922 true 1845 1959.8779 1958.8771 1 -3.31 85.83 34.33 27.0 (M:27.0) 1 1 0
R.EVQGHESDEFMGYFP
R.G Dimethyl:2H(4): 1

5923 true 591 1959.8802 1958.8536 1 9.83 121.51 27.67 22.9 (M:22.9) 1 1 1
K.LAEQAERYDDMATC
MK.A

Carbamidomethyl: 14; Dimethyl: 
1

5924 true 1950 1959.8905 1958.8858 1 -1.3 64.44 39.5 102.6 (M:102.6) 1 1 0
M.SSIGTGYDLSASTFSP
DGR.V Acetyl: 1



5925 true 2376 1959.9263 1958.9281 1 -4.61 66.85 37.17 23.1 (M:23.1) 1 1 0
R.WMVGQCGEDIPQPT
PGR.D

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

5926 true 2018 1960.9664 1959.9628 1 -1.88 84.19 35.33 33.7 (M:33.7) 1 1 0
R.SLGYAYVNFQQPADA
ER.A Dimethyl:2H(4): 1

5927 true 1088 1961.0459 1960.0316 1 3.59 45.41 38.67 37.7 (M:37.7) 1 1 0
K.GHDASQITLALGTAAS
YPR.A Dimethyl:2H(4): 1

5928 true 438 1961.0894 1960.0903 1 -4.15 131.7 40 132.2 (M:132.2) 1 1 0
R.SVVSGPCAAHSLLITA
EGK.L

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 19

5929 true 973 1961.8602 1960.8995 1 -23.71 104.05 34.67 38.0 (M:38.0) 1 1 0
R.MGGATTMNMGDPY
ASAAQK.F Dimethyl:2H(4): 19; Dimethyl: 1



5930 true 1924 1962.0484 1961.0371 1 2.06 126.64 42.5 92.6 (M:92.6) 2 1 0
K.DNHLLGTFDLTGIPPA
PR.G Dimethyl: 1

5931 true 1953 1962.0571 1961.0628 1 -6.6 130.32 42.17 17.2 (M:17.2) 1 50 1 1
R.VKVTDGDGEAVLPM
AMLR.Q Dimethyl:2H(4): 1; Dimethyl: 2

5932 true 2267 1962.8981 1961.8975 1 -3.43 51.33 36.67 26.4 (M:26.4) 1 1 0
K.FSVCLLGDQQHCDEA
K.A

Carbamidomethyl: 4, 12; 
Dimethyl: 1, 16

5933 true 1009 1963.1796 1962.1766 1 -2.13 89.15 34.17 37.8 (M:37.8) 1 1 0
K.MEKPPAPPNLPPGPP
TVK.R Dimethyl:2H(4): 1, 3, 18

5934 true 3679 1965.0533 1964.0517 1 -2.85 61.88 48 41.2 (M:41.2) 1 1 0
R.GTEDVVSPHGIPLDLL
DR.V Dimethyl:2H(4): 1



5935 false 1925 1966.0718 1965.0684 1 -1.95 165.33 42.5 26.4 (M:26.4) 1 56.07 2 1
K.DNNLLGKFDLTGIPPA
PR.G Dimethyl: 7

5936 true 1925 1966.0718 1965.0622 1 1.2 134.91 42.5 58.4 (M:58.4) 1 1 0
K.DNHLLGTFDLTGIPPA
PR.G Dimethyl:2H(4): 1

5937 true 3203 1967.063 1966.0557 1 -0.02 67.88 45 57.7 (M:57.7) 1 1 0
R.MGLPEVTIGLLPGAE
GTQR.L Dimethyl: 1

5938 true 2094 1968.1529 1967.1543 1 -4.39 64.92 44.5 95.8 (M:95.8) 1 1 0
K.GHVDILAPTVQELAAL
EK.E Dimethyl:2H(4): 1, 18

5939 true 1420 1969.0018 1968.0164 1 -11.08 65.63 34.5 69.1 (M:69.1) 1 1 0
R.EESVPLVGQQTTVSD
VPR.D Dimethyl: 1



5940 true 1420 1969.0018 1968.0164 1 -11.08 65.63 34.5 69.1 (M:69.1) 1 1 0
R.EESVPLVGQQTTVSD
VPR.D Dimethyl: 1

5941 true 639 1969.0153 1968.0065 1 0.79 160.75 30.67 98.3 (M:98.3) 1 1 1
K.ATYEEGLKHEPGNAQ
LR.E Dimethyl: 1, 8

5942 true 327 1969.9341 1968.9211 1 2.89 31.07 21.83 95.5 (M:95.5) 1 1 1
R.VEEEEERCQHLQAEK.
K

Carbamidomethyl: 8; Dimethyl: 1, 
15

5943 true 1140 1970.0727 1969.0633 1 1.09 137.08 35.67 85.6 (M:85.6) 1 1 0
K.AGAKPDQIGIITPYEG
QR.S Dimethyl: 1, 4

5944 true 1985 1970.9401 1969.9381 1 -2.72 97.69 40 105.1 (M:105.1) 1 1 0
R.TSIDAYDNFDNISLAQ
R.L Dimethyl: 1



5945 true 1348 1971.0996 1970.0949 1 -1.32 165.67 37.17 55.1 (M:55.1) 1 1 1
K.KHLEINPDHSIIETLR.
Q Dimethyl: 1, 1

5946 true 2501 1972.0007 1970.9844 1 4.57 51.91 37.67 21.7 (M:21.7) 1 1 1
R.AAVAEAMGGAGQEV
EELRR.C Dimethyl: 1

5947 true 1727 1972.9858 1971.9798 1 -0.67 76.28 34.17 104.3 (M:104.3) 1 1 0
R.IEGDMIVCAAYAHEL
PK.Y

Carbamidomethyl: 8; Dimethyl: 1, 
17

5948 true 2773 1973.0804 1972.0717 1 0.73 43.94 39 23.6 (M:23.6) 1 1 1
K.LPGGELNPGEDEVEG
LKR.L Dimethyl:2H(4): 1, 17

5949 true 3004 1973.89 1972.8693 1 6.82 102.91 40.83 71.2 (M:71.2) 3 1 1
K.LAEQAERYDDMASC
MK.S

Carbamidomethyl: 14; Dimethyl: 
1, 16



5950 true 1701 1973.9888 1972.9953 1 -6.98 58.09 36.83 46.9 (M:46.9) 1 1 1
K.SIQEIQELDKDDESLR.
K Dimethyl: 1, 10

5951 true 2004 1974.969 1973.9632 1 -0.75 115.19 40 101.4 (M:101.4) 1 1 0
R.TSIDAYDNFDNISLAQ
R.L Dimethyl:2H(4): 1

5952 true 1057 1975.1333 1974.1262 1 -0.08 106.77 34 93.1 (M:93.1) 3 1 1
K.VLDSGAPIRIPVGPETL
GR.I Dimethyl: 1

5953 true 767 1976.9863 1975.9851 1 -3.08 86.71 30.5 88.7 (M:88.7) 1 1 1
K.GQPVDYDGSRTEDAI
VAK.V Dimethyl: 1, 18

5954 true 640 1977.0641 1976.0567 1 0.05 245.67 30.67 49.9 (M:49.9) 1 1 1
K.ATYEEGLKHEPGNAQ
LR.E Dimethyl:2H(4): 1, 8



5955 true 1277 1977.886 1976.8898 1 -5.61 98.98 33.67 32.7 (M:32.7) 1 1 0
K.VWDTVENSDIGCTPG
SGR.N

Carbamidomethyl: 12; Dimethyl: 
1

5956 true 1141 1978.1247 1977.1135 1 2 254.57 35.67 32.0 (M:32.0) 1 1 0
K.AGAKPDQIGIITPYEG
QR.S Dimethyl:2H(4): 1, 4

5957 true 1349 1979.1526 1978.1451 1 0.1 118.2 37.17 98.7 (M:98.7) 1 1 1
K.KHLEINPDHSIIETLR.
Q Dimethyl:2H(4): 1, 1

5958 true 1839 1979.1556 1978.1463 1 1.02 116.43 40.67 16.0 (M:16.0) 1 1 1
K.LGVQVVITDPEKLDQI
R.Q Dimethyl: 1, 12

5959 true 1082 1979.1624 1978.1513 1 1.94 150.49 34 55.0 (M:55.0) 2 1 1
K.VLDSGAPIRIPVGPETL
GR.I Dimethyl:2H(4): 1



5960 true 1769 1981.038 1980.03 1 0.33 47.28 34.17 41.8 (M:41.8) 1 1 0
R.IEGDMIVCAAYAHEL
PK.Y

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 17

5961 true 1803 1981.1361 1980.1383 1 -4.76 80.56 40.83 118.9 (M:118.9) 4 1 0
R.GSYGDLGGPIITTQVT
IPK.D Dimethyl:2H(4): 1, 19

5962 true 676 1981.8715 1980.8735 1 -4.68 49.83 30 50.9 (M:50.9) 1 1 1
K.LGEEFDETTPDDRNC
K.S

Carbamidomethyl: 15; Dimethyl: 
1, 16

5963 true 1216 1981.9932 1980.9905 1 -2.33 105.67 35 51.5 (M:51.5) 3 1 0
K.TVTNAVVTVPAYFND
SQR.Q

5964 true 3284 1982.0551 1981.047 1 0.41 68.96 45.33 32.4 (M:32.4) 1 1 0
K.IAQDLEMYGVNYFNI
K.N Dimethyl:2H(4): 1, 16



5965 true 1734 1982.9807 1981.9853 1 -5.98 69.37 39.5 119.1 (M:119.1) 1 1 1
K.GKDFVMTEVENGGM
LGSK.K Dimethyl: 1, 2, 18

5966 true 3627 1983.9212 1982.9196 1 -2.87 84.46 47.5 29.3 (M:29.3) 1 1 0
R.YQVALCFGEEFPDPQ
R.Q Carbamidomethyl: 6; Dimethyl: 1

5967 true 928 1984.0521 1983.0425 1 1.17 104.46 32.83 38.6 (M:38.6) 1 1 1
R.AQGELPAGQEAIKAP
YER.Q Dimethyl: 1, 13

5968 true 2147 1985.039 1984.0378 1 -3.06 100.37 36 49.9 (M:49.9) 1 1 0
K.RPSELVDDPQFIVGG
ATR.T Dimethyl: 1

5969 true 3106 1985.926 1984.9281 1 -4.73 70.77 44.17 87.2 (M:87.2) 1 1 0
K.YVPPPFNPDMFSFDE
K.L Dimethyl: 1, 16



5970 true 1946 1986.0475 1985.0309 1 4.71 101.2 43 56.4 (M:56.4) 2 1 0
K.NLEGYVGFANLPNQV
YR.K Dimethyl:2H(4): 1

5971 true 2829 1986.9645 1985.9503 1 3.45 78.44 39.33 28.6 (M:28.6) 1 1 1
R.MSEFTTNLTEEEEKSK
.S Dimethyl: 1, 14, 16

5972 true 3040 1986.9963 1986.0058 1 -8.45 114.51 43.33 61.2 (M:61.2) 1 1 0
K.GHYTEGAELVDSVLD
VVR.K Dimethyl: 1

5973 true 3040 1986.9963 1986.0058 1 -8.45 114.51 43.33 61.2 (M:61.2) 1 1 0
K.GHYTEGAELVDSVLD
VVR.K Dimethyl: 1

5974 true 1735 1987.0289 1986.0104 1 5.64 170.76 39.33 36.1 (M:36.1) 1 38.04 1 1
K.GKDFVMTEVENGGM
LGSK.K

Dimethyl:2H(4): 1; Dimethyl: 2, 
18



5975 true 1904 1987.0298 1986.0244 1 -0.99 80.63 34.67 32.0 (M:32.0) 1 1 0
R.ITNQVIYLNPPIEECR.
Y

Carbamidomethyl: 15; Dimethyl: 
1

5976 true 3005 1987.9038 1986.8849 1 5.86 100.31 40.83 39.9 (M:39.9) 1 1 1
K.LAEQAERYDDMATC
MK.A

Carbamidomethyl: 14; Dimethyl: 
1, 16

5977 true 2179 1989.0516 1988.0629 1 -9.35 116.86 36 25.0 (M:25.0) 1 1 0
K.RPSELVDDPQFIVGG
ATR.T Dimethyl:2H(4): 1

5978 true 1694 1989.1168 1988.1256 1 -8.12 148.18 40 83.7 (M:83.7) 1 1 0
R.SLLISAPVSPPAAYPCP
GK.A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 19

5979 true 1142 1989.1597 1988.1506 1 0.92 216.59 35.67 39.4 (M:39.4) 1 1 1
K.LKSELIANNVSLPGGE
QR.K Dimethyl:2H(4): 1, 2



5980 true 1747 1990.043 1989.0427 1 -3.53 88.82 41 68.8 (M:68.8) 1 1 0
K.LKPSPEMQAMSAFN
NIK.Q Dimethyl: 1, 2, 17

5981 true 777 1991.0125 1990.012 1 -3.37 90.91 33.67 61.4 (M:61.4) 1 1 0
R.NIVETHGLDPSSVTPS
GPR.G Dimethyl: 1

5982 true 3027 1991.0215 1990.0309 1 -8.39 101.51 43.33 107.8 (M:107.8) 1 1 0
K.GHYTEGAELVDSVLD
VVR.K Dimethyl:2H(4): 1

5983 true 3027 1991.0215 1990.0309 1 -8.39 101.51 43.33 107.8 (M:107.8) 1 1 0
K.GHYTEGAELVDSVLD
VVR.K Dimethyl:2H(4): 1

5984 true 1905 1991.0504 1990.0496 1 -3.21 124.16 34.67 24.6 (M:24.6) 1 1 0
R.ITNQVIYLNPPIEECR.
Y

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1



5985 true 1719 1993.0743 1992.068 1 -0.48 85.61 39.33 62.9 (M:62.9) 1 1 0
R.VAEEELTPGVVYVGH
LPR.G Dimethyl: 1

5986 true 1288 1995.285 1994.2743 1 1.71 85.85 42.5 127.6 (M:127.6) 1 1 0
K.VTIAQGGVLPNIQAVL
LPK.K Dimethyl:2H(4): 1, 19

5987 false 2270 1996.1063 1995.0657 1 16.66 358.67 36.67 19.9 (M:19.9) 1 73.81 2 1
R.LPKMVGLPAAFDMM
LTGR.N Dimethyl:2H(4): 1; Oxidation: 4

5988 true 2270 1996.1063 1995.1041 1 -2.55 91.09 36.67 22.6 (M:22.6) 3 1 0
R.IAPEEHPVLLTEAPLN
PK.A Dimethyl: 18

5989 true 2051 1996.9244 1995.9248 1 -3.84 84.03 35.33 115.7 (M:115.7) 1 1 0
K.SQPTDQEMLDVYSHY
K.Q Dimethyl: 1, 16



5990 true 1471 1997.0162 1996.0163 1 -3.69 80.68 38 55.8 (M:55.8) 3 1 0
R.GSGSQSSVPSVDQFT
GVGIR.V Dimethyl:2H(4): 1

5991 true 1720 1997.0995 1996.0931 1 -0.46 74.5 39.33 80.2 (M:80.2) 1 1 0
R.VAEEELTPGVVYVGH
LPR.G Dimethyl:2H(4): 1

5992 true 844 1997.1826 1996.1557 1 9.84 136.98 33.17 16.8 (M:16.8) 1 1 0
R.SEVGPGVQGQLSRPP
LPSK.S Dimethyl:2H(4): 1, 19

5993 true 1329 1997.9367 1996.9378 1 -4.19 66.78 34.17 90.0 (M:90.0) 1 1 0
R.IDSAATSTYEIGNPPD
YR.G Dimethyl: 1

5994 true 2269 1999.2157 1998.2129 1 -2.26 119.39 45.17 21.9 (M:21.9) 1 1 1
K.QKLPDGSEIPLPPIILG
K.L Dimethyl: 1, 2, 18



5995 true 447 1999.984 1998.9694 1 3.66 75.69 30.17 50.6 (M:50.6) 1 1 0
M.SAAPGAQGHACAV
GPPASPVR.S Carbamidomethyl: 11; Acetyl: 1

5996 true 1325 2000.0316 1999.0157 1 4.32 125.83 35.17 77.8 (M:77.8) 1 1 1
K.KANLQIDQMNADLN
AER.S Dimethyl: 1, 1

5997 true 1330 2001.9643 2000.9629 1 -2.95 69.96 34.17 65.3 (M:65.3) 1 1 0
R.IDSAATSTYEIGNPPD
YR.G Dimethyl:2H(4): 1

5998 true 302 2002.0141 2000.9887 1 9.05 47.9 29.83 66.7 (M:66.7) 1 1 0
K.CQAAEPQVVTGSHD
TTIR.L

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

5999 true 3437 2004.0349 2003.0245 1 1.54 100.97 46.33 51.2 (M:51.2) 1 1 1
K.CSELEEELKNVTNNLK
.S

Carbamidomethyl: 1; Dimethyl: 1, 
9, 16



6000 true 3135 2004.0625 2003.0712 1 -7.96 81.16 44.33 16.1 (M:16.1) 1 1 0
K.LAMQEFMILPVGAD
NFK.E

Dimethyl:2H(4): 1, 17; Oxidation: 
7

6001 true 806 2004.1877 2003.1695 1 5.43 101.97 35.17 110.1 (M:110.1) 1 1 0
R.IGPYQPNVPVGVNYV
VPK.T Dimethyl:2H(4): 1, 18

6002 true 2052 2004.977 2003.975 1 -2.63 91.38 35.5 37.6 (M:37.6) 1 1 0
K.SQPTDQEMLDVYSHY
K.Q Dimethyl:2H(4): 1, 16

6003 true 3680 2006.0657 2005.052 1 3.16 126.51 47.83 44.1 (M:44.1) 1 1 1
R.LFVGNLPADITDEDFK
R.L Dimethyl: 1, 16

6004 true 210 2007.9503 2006.9269 1 8.07 223.72 32.67 69.9 (M:69.9) 1 1 0
R.QSTTQPYGVAGACH
AFER.E

Carbamidomethyl: 13; Dimethyl: 
1



6005 true 1326 2008.0811 2007.0659 1 3.96 125.47 35.17 31.4 (M:31.4) 1 1 1
K.KANLQIDQMNADLN
AER.S Dimethyl:2H(4): 1, 1

6006 true 1936 2008.9775 2007.969 1 0.58 96.33 42 43.7 (M:43.7) 1 1 0
K.GTIGEPTYDAEFQHFL
R.G Dimethyl: 1

6007 true 2851 2009.9077 2008.8949 1 2.75 113.76 39.5 56.3 (M:56.3) 2 1 0
K.YTVQDESHSEWVSCV
R.F

Carbamidomethyl: 14; Dimethyl: 
1

6008 true 1189 2010.0018 2009.0218 1 -13.58 146.41 34.67 96.9 (M:96.9) 2 1 0
K.TVTNAVVTVPAYFND
SQR.Q Dimethyl: 1

6009 true 1600 2010.1349 2009.1197 1 3.92 91.38 37.5 110.7 (M:110.7) 4 1 0
R.VAPEEHPVLLTEAPLN
PK.A Dimethyl: 1, 18



6010 true 2270 2011.2932 2010.2882 1 -1.12 70.65 45.17 27.3 (M:27.3) 1 1 1
K.QKLPDGSEIPLPPIILG
K.L Dimethyl:2H(4): 1, 2, 18

6011 true 1857 2011.9303 2010.9105 1 6.21 137.16 38.33 63.4 (M:63.4) 1 1 0
K.EVCNAYTELNDPFQQ
R.Q Carbamidomethyl: 3; Dimethyl: 1

6012 true 211 2011.9743 2010.952 1 7.48 252.14 32.67 97.8 (M:97.8) 1 1 0
R.QSTTQPYGVAGACH
AFER.E

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1

6013 true 2379 2012.0498 2010.9982 1 22.02 134.48 37.33 22.7 (M:22.7) 1 1 0
K.QATVGDVNTDRPGM
LDFK.G Dimethyl:2H(4): 1; Oxidation: 14

6014 true 1571 2012.0906 2011.099 1 -7.8 112.87 36.67 123.6 (M:123.6) 1 1 0
R.VAPEEHPTLLTEAPLN
PK.A Dimethyl: 1, 18



6015 true 1937 2013.0011 2011.9941 1 -0.18 160.53 42 33.5 (M:33.5) 1 1 0
K.GTIGEPTYDAEFQHFL
R.G Dimethyl:2H(4): 1

6016 true 380 2013.0471 2012.0439 1 -2.02 124.86 30.33 105.5 (M:105.5) 1 1 1
K.VGAVDADKHQSLGG
QYGVR.G Dimethyl: 1, 8

6017 true 3780 2013.1007 2012.0579 1 17.67 130.46 48.67 53.5 (M:53.5) 1 1 0
R.IAPLEEGTLPYNLAEA
QR.Q Dimethyl: 1

6018 true 1247 2013.9273 2012.92 1 0.02 104.62 34.5 35.8 (M:35.8) 1 1 0
K.YTVQDESHSEWVSCV
R.F

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

6019 true 1149 2014.0204 2013.0469 1 -16.76 125.21 34.67 132.0 (M:132.0) 4 1 0
K.TVTNAVVTVPAYFND
SQR.Q Dimethyl:2H(4): 1



6020 true 3628 2014.1072 2013.1023 1 -1.18 144.97 47.83 70.5 (M:70.5) 1 1 1
R.LFVGNLPADITDEDFK
R.L Dimethyl:2H(4): 1, 16

6021 true 1858 2015.9521 2014.9356 1 4.56 112.69 38.33 100.4 (M:100.4) 1 1 0
K.EVCNAYTELNDPFQQ
R.Q

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6022 true 2152 2016.0724 2015.0575 1 3.79 80.12 44.33 122.5 (M:122.5) 1 1 0
R.AIAELGIYPAVDPLDS
TSR.I Dimethyl: 1

6023 true 1771 2018.0179 2017.0116 1 -0.48 91.04 34.67 55.1 (M:55.1) 1 1 0
K.YVENPQTQLEEGVSQ
LR.H Dimethyl: 1

6024 true 1601 2018.1884 2017.1699 1 5.54 98.16 37.5 119.4 (M:119.4) 4 1 0
R.VAPEEHPVLLTEAPLN
PK.A Dimethyl:2H(4): 1, 18



6025 true 2354 2020.011 2019.0095 1 -2.86 108.59 37.17 74.9 (M:74.9) 1 1 0
K.QATVGDVNTDRPGM
LDFK.G Dimethyl: 1, 18

6026 true 381 2021.0957 2020.0942 1 -2.85 102.94 30.33 105.8 (M:105.8) 1 1 1
K.VGAVDADKHQSLGG
QYGVR.G Dimethyl:2H(4): 1, 8

6027 true 865 2021.9379 2020.9061 1 12.1 143.88 32 50.2 (M:50.2) 1 1 0
K.FIQQSYPSGDAQAEH
CR.A

Carbamidomethyl: 16; Dimethyl: 
1

6028 true 1602 2024.1117 2023.1354 1 -15.28 171.23 37 16.9 (M:16.9) 1 1 0
R.IAPEEHPVLLTEAPLN
PK.A Dimethyl: 1, 18

6029 true 3041 2025.0111 2024.0003 1 1.71 153.63 43.67 76.3 (M:76.3) 1 1 0
R.ATENDIYNFFSPLNPV
R.V Dimethyl: 1



6030 true 1696 2025.0198 2024.0165 1 -1.97 68.26 34 37.8 (M:37.8) 1 1 0
K.YPIEHGIITNWDDME
K.I Dimethyl:2H(4): 1, 16

6031 true 1696 2025.0198 2024.0165 1 -1.97 68.26 34 37.8 (M:37.8) 1 1 0
K.YPIEHGIITNWDDME
K.I Dimethyl:2H(4): 1, 16

6032 true 1822 2025.0333 2024.0302 1 -2.05 85.47 37.83 111.5 (M:111.5) 1 1 0
K.DATNVGDEGGFAPNI
LENK.E Dimethyl:2H(4): 1, 19

6033 true 2420 2026.1162 2025.0929 1 7.92 147.8 46.83 58.4 (M:58.4) 1 1 0
R.ISLGLPVGAVINCADN
TGAK.N

Carbamidomethyl: 13; Dimethyl: 
1, 20

6034 true 2355 2028.0617 2027.0597 1 -2.64 122.52 37.17 45.0 (M:45.0) 1 1 0
K.QATVGDVNTDRPGM
LDFK.G Dimethyl:2H(4): 1, 18



6035 true 3042 2029.0339 2028.0254 1 0.6 140.58 43.67 82.5 (M:82.5) 1 1 0
R.ATENDIYNFFSPLNPV
R.V Dimethyl:2H(4): 1

6036 true 3438 2029.0988 2028.0965 1 -2.5 134.74 47.67 50.0 (M:50.0) 1 1 1
-
.MESRPVKEPEIELFVK.A Acetyl: 1; Dimethyl: 7, 16

6037 true 2074 2030.9907 2029.9925 1 -4.45 138.73 35.67 124.7 (M:124.7) 1 1 0
K.CIGAIAMTEPGAGSD
LQGVR.T Carbamidomethyl: 1; Dimethyl: 1

6038 true 1176 2031.9612 2030.9657 1 -5.84 103.07 33.17 158.4 (M:158.4) 1 1 0
R.GTVQPASNFNDDGD
AQVLR.K Dimethyl: 1

6039 true 1278 2032.9702 2031.9789 1 -7.86 91.18 33.67 91.9 (M:91.9) 2 1 1
R.SFDYQVDKEGYDNIQ
K.H Dimethyl: 1, 8, 16



6040 true 999 2033.9964 2033.0079 1 -9.23 142.7 37.17 92.2 (M:92.2) 1 1 0
R.GNFAGNFAGSLGGT
GGPAAGVAR.K Dimethyl: 1

6041 true 1889 2034.144 2033.1431 1 -3.15 94.33 43 132.4 (M:132.4) 1 1 0
R.ISLGLPVGAVINCADN
TGAK.N

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 20

6042 true 2115 2035.0422 2034.0176 1 8.51 160.88 35.67 73.7 (M:73.7) 1 1 0
K.CIGAIAMTEPGAGSD
LQGVR.T

Carbamidomethyl: 1; 
Dimethyl:2H(4): 1

6043 true 1177 2035.986 2034.9909 1 -5.97 83.25 33.17 144.0 (M:144.0) 1 1 0
R.GTVQPASNFNDDGD
AQVLR.K Dimethyl:2H(4): 1

6044 true 470 2036.053 2035.0471 1 -0.67 307.49 40.33 57.4 (M:57.4) 1 1 0
K.GEMMDLQHGSLFLQ
THK.I Dimethyl:2H(4): 1, 17



6045 true 148 2036.9751 2035.9596 1 4.05 82.95 25.17 47.6 (M:47.6) 1 1 0
R.AEPSESSTVESAQSTP
QNR.R Dimethyl:2H(4): 1

6046 true 646 2036.9904 2035.9752 1 3.89 86.48 32.67 28.1 (M:28.1) 1 1 0
K.QFEHLNHQNPDTFEP
K.D Dimethyl: 1, 16

6047 true 2213 2038.0231 2037.0167 1 -0.43 112.55 37.33 54.5 (M:54.5) 1 1 0
K.LPYDVTPEQALNHEE
VR.T Dimethyl: 1

6048 true 977 2038.0275 2037.033 1 -6.25 142.68 37.17 161.9 (M:161.9) 1 1 0
R.GNFAGNFAGSLGGT
GGPAAGVAR.K Dimethyl:2H(4): 1

6049 true 1642 2039.1482 2038.1133 1 13.56 105.63 37.67 70.8 (M:70.8) 1 1 1
R.IMNVIGEPIDERGPIT
TK.Q Dimethyl: 1, 18



6050 true 2214 2042.0436 2041.0418 1 -2.68 180.73 37.33 66.6 (M:66.6) 1 1 0
K.LPYDVTPEQALNHEE
VR.T Dimethyl:2H(4): 1

6051 true 1907 2042.0943 2041.0878 1 -0.38 156.67 34.83 85.6 (M:85.6) 1 1 0
R.DVQIGDIVTVGECRPL
SK.T

Carbamidomethyl: 13; Dimethyl: 
1, 18

6052 true 875 2042.8465 2041.8588 1 -9.6 128.69 32.33 16.1 (M:16.1) 1 1 0
R.GGQAYCEEDYHQAFS
PR.C Carbamidomethyl: 6; Dimethyl: 1

6053 true 816 2044.0366 2043.0171 1 6.02 138.17 31.67 94.4 (M:94.4) 1 1 0
K.SSLVNESEIAPGSGGH
EVSR.Q Dimethyl:2H(4): 1

6054 true 800 2045.9685 2044.9702 1 -4.37 87.85 30.83 136.3 (M:136.3) 1 1 0
R.VQPVDGGQTEDVYE
PATGR.V Dimethyl: 1



6055 true 2182 2046.1049 2045.0943 1 1.65 150.12 36 26.3 (M:26.3) 1 1 0
K.ASSAIAIDESEPVTNIQ
IR.L Dimethyl:2H(4): 1

6056 true 876 2046.8728 2045.8839 1 -8.98 136.83 32.33 40.6 (M:40.6) 1 1 0
R.GGQAYCEEDYHQAFS
PR.C

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

6057 true 1908 2050.1442 2049.138 1 -0.53 105.95 34.83 88.0 (M:88.0) 1 1 0
R.DVQIGDIVTVGECRPL
SK.T

Carbamidomethyl: 13; 
Dimethyl:2H(4): 1, 18

6058 true 2736 2051.0603 2050.0645 1 -5.59 124.82 38.83 76.9 (M:76.9) 1 1 0

-
.MEDYHKPDQQTLQAL
K.D Dimethyl:2H(4): 6, 16; Acetyl: 1

6059 true 1010 2052.1418 2051.1291 1 2.63 110.15 37.67 54.9 (M:54.9) 1 1 0
R.FTAQGLPDLNHSQVY
AVK.T Dimethyl:2H(4): 1, 18



6060 true 1400 2055.1086 2054.1082 1 -3.32 181.27 35.33 52.6 (M:52.6) 1 1 1
R.IMNVIGEPIDERGPIT
TK.Q Oxidation: 2; Dimethyl: 1, 18

6061 true 3702 2058.1351 2057.1285 1 -0.29 79.52 48 35.6 (M:35.6) 1 1 1
R.LFVGNLPTDITEEDFK
R.L Dimethyl:2H(4): 1, 16

6062 true 1697 2059.044 2058.0543 1 -8.56 80.86 33.67 115.8 (M:115.8) 1 1 0
K.VLNNMQIGNSLFDEE
GSK.I Dimethyl:2H(4): 1, 18

6063 true 448 2059.158 2058.1561 1 -2.59 150.03 29.5 74.0 (M:74.0) 3 1 0
K.IIQETSLAPPKPSENNT
R.R Dimethyl:2H(4): 1, 11

6064 true 854 2060.056 2059.0447 1 1.95 237.83 34 45.9 (M:45.9) 1 1 0
R.EAHNPIHLTVDTSLQ
NSR.M Dimethyl: 1



6065 true 3296 2060.0989 2059.1024 1 -5.23 129.32 45.67 93.0 (M:93.0) 1 1 0
R.IVGLDQVAGMSETAL
PGAFK.T Dimethyl: 1, 20

6066 true 1421 2061.9376 2060.9507 1 -9.86 116.37 34.67 113.5 (M:113.5) 1 1 0
K.IPEIDCGDMTAQVTS
PSGR.N Carbamidomethyl: 6; Dimethyl: 1

6067 true 2830 2062.1182 2061.1106 1 0.13 131.02 39.5 92.1 (M:92.1) 1 1 1
R.LLAEPVPGIKAEPDES
NAR.Y Dimethyl: 1, 10

6068 false 2830 2062.1182 2061.0605 1 24.43 174.05 39.5 27.1 (M:27.1) 1 2 0
R.FSQMLHPIFEEASNVI
K.E Oxidation: 4; Dimethyl: 1, 17

6069 true 1910 2063.0039 2061.9967 1 -0.06 135.18 38.83 128.2 (M:128.2) 1 1 0
K.QQLSAEELDAQLDAY
NAR.M Dimethyl: 1



6070 true 1771 2063.0531 2062.0378 1 3.88 122.84 40.67 50.1 (M:50.1) 1 1 0

-
.MDLAVAVGGAGAAQ
QHQQLR.D Acetyl: 1

6071 true 2115 2063.9495 2062.9484 1 -2.96 134.01 42.33 148.7 (M:148.7) 1 1 0
K.TIGGGDDSFNTFFSET
GAGK.H Dimethyl: 1, 20

6072 true 1880 2063.9708 2062.9642 1 -0.33 143.19 34.83 93.0 (M:93.0) 1 1 0
K.EMFPYEVSTPTGISAS
CR.R

Carbamidomethyl: 17; 
Dimethyl:2H(4): 1

6073 true 855 2064.0805 2063.0698 1 1.69 282.05 34 42.1 (M:42.1) 1 1 0
R.EAHNPIHLTVDTSLQ
NSR.M Dimethyl:2H(4): 1

6074 true 1452 2065.9674 2064.9758 1 -7.58 120.41 34.67 94.3 (M:94.3) 1 1 0
K.IPEIDCGDMTAQVTS
PSGR.N

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1



6075 true 1899 2067.0156 2066.0218 1 -6.53 129.82 38.83 135.1 (M:135.1) 1 1 0
K.QQLSAEELDAQLDAY
NAR.M Dimethyl:2H(4): 1

6076 true 43 2067.8527 2066.8357 1 4.72 366.6 26.5 53.3 (M:53.3) 1 1 0
R.NPCYTGTHNCDTNA
VCR.A

Carbamidomethyl: 3, 10, 16; 
Dimethyl: 1

6077 true 3297 2068.15 2067.1526 1 -4.76 120.96 45.67 124.2 (M:124.2) 1 1 0
R.IVGLDQVAGMSETAL
PGAFK.T Dimethyl:2H(4): 1, 20

6078 true 1776 2070.0238 2069.0212 1 -2.25 107.12 37.5 95.6 (M:95.6) 1 1 0
K.VGEAGLLNVDCTEAG
PGNLR.V

Carbamidomethyl: 11; Dimethyl: 
1

6079 true 1510 2071.111 2070.0997 1 1.95 139 36.33 78.4 (M:78.4) 1 1 1
K.VILHLKEDQTEYLEER.
R Dimethyl: 1, 6



6080 true 2116 2071.9997 2070.9986 1 -2.97 120.42 42.33 129.9 (M:129.9) 1 1 0
K.TIGGGDDSFNTFFSET
GAGK.H Dimethyl:2H(4): 1, 20

6081 true 1610 2076.1008 2075.0949 1 -0.69 124.91 39.5 55.9 (M:55.9) 1 1 0
R.EASSVGVAQHLTNTV
FIDR.A Dimethyl:2H(4): 1

6082 true 877 2077.0234 2076.0426 1 -12.73 193.84 32.33 70.5 (M:70.5) 1 1 0
M.SEGDSIGESVHGKPS
VVYR.F Dimethyl:2H(4): 13; Acetyl: 1

6083 true 3811 2077.121 2076.0739 1 19.16 142.17 48.83 124.9 (M:124.9) 2 1 1
R.TAEVTKEQLEEFEAQL
R.C Dimethyl: 1, 6

6084 true 2001 2078.9832 2077.9789 1 -1.46 192.88 39.17 24.8 (M:24.8) 1 1 0
R.GLSLTTPGESDGFCAN
HQR.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1



6085 true 1511 2079.1655 2078.1499 1 3.99 136.05 36.17 88.5 (M:88.5) 1 1 1
K.VILHLKEDQTEYLEER.
R Dimethyl:2H(4): 1, 6

6086 true 494 2083.2491 2082.2441 1 -1.09 316.47 41 64.9 (M:64.9) 1 1 0
K.QVKPYVEEGLHPQIIIR
.A Dimethyl:2H(4): 1, 3

6087 true 3326 2084.1436 2083.1475 1 -5.37 134.71 45.67 44.7 (M:44.7) 1 1 0
R.IVGLDQVAGMSETAL
PGAFK.T

Dimethyl:2H(4): 1, 20; Oxidation: 
10

6088 true 1137 2084.165 2083.1517 1 2.94 71.42 39.5 25.3 (M:25.3) 1 1 0
K.YVATLGVEVHPLVFH
TNR.G Dimethyl:2H(4): 1

6089 true 820 2085.0147 2084.0208 1 -6.41 131.93 29 115.3 (M:115.3) 1 1 1
K.TLEDEAKTHEAQIQE
MR.Q Dimethyl: 1, 7



6090 true 1048 2085.2737 2084.2747 1 -3.98 79.97 34.33 116.6 (M:116.6) 2 1 0
R.QGQETVAPNLVAPV
VNKPK.K Dimethyl:2H(4): 1, 17, 19

6091 true 1147 2092.09 2091.0749 1 3.75 137.79 36.17 97.9 (M:97.9) 2 1 0
K.GDGPVEGVIHFQQQ
GSGPVK.V Dimethyl: 1, 20

6092 true 1026 2094.0966 2093.0753 1 6.67 212.41 29.83 24.0 (M:24.0) 1 1 1
K.AIEEETKNHEAQIQEI
R.Q Dimethyl: 1, 7

6093 true 1854 2094.1373 2093.1157 1 6.83 163.38 40.83 62.0 (M:62.0) 1 1 0
R.ALSETFIIGELHPDDRP
K.L Dimethyl: 1, 18

6094 true 1198 2095.1699 2094.1433 1 9.2 167.27 36.17 53.1 (M:53.1) 1 1 0
K.EGSQLKPQIQSVQQA
IER.L Dimethyl: 1, 6



6095 true 347 2097.0583 2096.0369 1 6.72 255.02 37.33 119.0 (M:119.0) 1 1 0
R.MIPCDFMIPVQTQHP
VR.N Carbamidomethyl: 4; Dimethyl: 1

6096 true 2116 2097.0815 2096.0862 1 -5.73 132.36 35.67 21.5 (M:21.5) 1 1 0
R.QTRPDASPELLTQLTD
QR.A Dimethyl: 1

6097 true 1754 2100.1292 2099.1251 1 -1.5 176.51 37.83 119.7 (M:119.7) 2 1 0
K.GDGPVEGVIHFQQQ
GSGPVK.V Dimethyl:2H(4): 1, 20

6098 true 348 2101.0818 2100.0621 1 5.92 252.45 37.33 71.1 (M:71.1) 1 1 0
R.MIPCDFMIPVQTQHP
VR.N

Carbamidomethyl: 4; 
Dimethyl:2H(4): 1

6099 true 1855 2102.1874 2101.1659 1 6.76 165.86 40.83 18.5 (M:18.5) 1 1 0
R.ALSETFIIGELHPDDRP
K.L Dimethyl:2H(4): 1, 18



6100 true 1882 2102.3168 2101.3126 1 -1.47 231.71 42.83 109.8 (M:109.8) 1 1 0
R.VDTVIKPLLVQPGGIL
VEK.A Dimethyl: 1, 6, 19

6101 true 1199 2103.2148 2102.1935 1 6.67 312.23 36.17 100.9 (M:100.9) 1 1 0
K.EGSQLKPQIQSVQQA
IER.L Dimethyl:2H(4): 1, 6

6102 true 2148 2104.1205 2103.1147 1 -0.68 162.27 40.83 104.9 (M:104.9) 2 1 0
R.ECNLAEVPTHAVVVR
PEK.A

Carbamidomethyl: 2; Dimethyl: 1, 
18

6103 true 1961 2105.153 2104.1528 1 -3.38 153.38 39.5 131.5 (M:131.5) 1 1 0
K.SLLGDGPVVADPTAP
NVVVTR.L Dimethyl: 1

6104 true 1781 2105.2548 2104.2496 1 -1 419.94 41.33 38.9 (M:38.9) 1 1 0
R.VASQVAALDLGFKPG
VEAIR.K Dimethyl:2H(4): 1, 13



6105 true 3006 2107.972 2106.9463 1 8.73 154.16 40.83 38.1 (M:38.1) 1 1 1
K.CRQEIPEIDCDQYPTR.
K

Carbamidomethyl: 1, 10; 
Dimethyl: 1

6106 true 33 2108.1465 2107.1146 1 11.67 272.43 29 101.2 (M:101.2) 1 1 0
K.QESIPNAGPILVHCSA
GIGR.T

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

6107 true 2577 2108.1558 2107.1575 1 -4.26 280.78 48.5 82.1 (M:82.1) 1 1 0
R.QLTLEELHTIEISAVHS
R.D Dimethyl:2H(4): 1

6108 true 1951 2109.1789 2108.1779 1 -3.01 150.24 39.5 162.2 (M:162.2) 2 1 0
K.SLLGDGPVVADPTAP
NVVVTR.L Dimethyl:2H(4): 1

6109 true 197 2110.0071 2108.9916 1 3.91 293.42 32.33 82.8 (M:82.8) 1 1 1
R.EGSTYHFSGTGDFHK
LDR.L Dimethyl: 1, 15



6110 false 197 2110.0071 2109.0412 1 -19.62 320.53 32.33 15.4 (M:15.4) 1 6 1

-
.MPLENLEEEGLPKNPD
LR.I Oxidation: 1

6111 true 1424 2113.0194 2112.0092 1 1.39 151.74 35.67 78.1 (M:78.1) 1 1 0
R.VVSAMVNCNDEDHG
VLLGR.W Carbamidomethyl: 8; Dimethyl: 1

6112 true 222 2116.1248 2115.1113 1 2.96 216.81 32.83 45.9 (M:45.9) 1 1 0
R.LGQSDPAPLQHHVEI
YQK.R Dimethyl: 1, 18

6113 true 1870 2117.0593 2116.0378 1 6.74 156.47 41.17 79.7 (M:79.7) 1 1 0
K.FITHAPPGEFNEVFND
VR.L Dimethyl: 1

6114 true 1305 2118.0022 2117.0059 1 -5.2 121.22 33.83 168.5 (M:168.5) 1 1 0
R.ESTGAQVQVAGDML
PNSTER.A Dimethyl: 1



6115 true 923 2118.0695 2117.0626 1 -0.18 154.11 35 115.3 (M:115.3) 1 1 0
K.VVPGLYACGEAASAS
VHGANR.L

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

6116 true 1728 2119.1104 2118.1085 1 -2.53 107.16 33.83 35.7 (M:35.7) 1 1 0
K.GIVEQSQQAYQEAFEI
SK.K Dimethyl:2H(4): 1, 18

6117 true 1871 2121.0833 2120.0629 1 6.18 161.35 41.17 53.3 (M:53.3) 1 1 0
K.FITHAPPGEFNEVFND
VR.L Dimethyl:2H(4): 1

6118 true 1306 2122.0248 2121.031 1 -6.37 183.26 33.83 122.4 (M:122.4) 1 1 0
R.ESTGAQVQVAGDML
PNSTER.A Dimethyl:2H(4): 1

6119 true 3762 2123.1165 2122.0695 1 18.69 173.12 48.5 30.4 (M:30.4) 1 1 0
R.ATNIEVLPNTFQFTNE
TR.E Dimethyl: 1



6120 true 1203 2124.0227 2123.0243 1 -4.2 113.87 33.17 113.3 (M:113.3) 1 1 0
R.INNVPAEGENEVNNE
LANR.M Dimethyl: 1

6121 true 212 2124.1802 2123.1615 1 5.36 217.11 32.83 105.5 (M:105.5) 1 1 0
R.LGQSDPAPLQHHVEI
YQK.R Dimethyl:2H(4): 1, 18

6122 true 1898 2125.1571 2124.1401 1 4.57 206.27 41.5 84.9 (M:84.9) 2 1 0
R.NHMDITTPPLPPVAP
EVLR.V Dimethyl: 1

6123 true 3782 2127.1571 2126.1835 1 -15.8 180.89 48.5 57.8 (M:57.8) 1 1 0
K.TILSNQTVDIPEQVSV
SLK.G Dimethyl: 1, 19

6124 true 1204 2128.0469 2127.0494 1 -4.59 130.95 33.17 70.4 (M:70.4) 1 1 0
R.INNVPAEGENEVNNE
LANR.M Dimethyl:2H(4): 1



6125 true 3161 2128.1096 2127.0994 1 1.37 178.86 45 131.0 (M:131.0) 1 1 0
K.ISDNTPSALAIMENAN
VLAR.Y Dimethyl: 1

6126 true 1899 2129.1793 2128.1653 1 3.17 183.33 41.5 83.7 (M:83.7) 2 1 0
R.NHMDITTPPLPPVAP
EVLR.V Dimethyl:2H(4): 1

6127 true 621 2130.059 2129.0501 1 0.74 150.87 32.5 46.4 (M:46.4) 1 1 0
R.VVTNYNSAHDTNGN
LVIDR.Y Dimethyl: 1

6128 true 3220 2132.1356 2131.1245 1 1.78 191.48 45 171.1 (M:171.1) 1 1 0
K.ISDNTPSALAIMENAN
VLAR.Y Dimethyl:2H(4): 1

6129 true 3185 2134.209 2133.2133 1 -5.43 79.58 44.67 51.3 (M:51.3) 1 1 0
R.NQDLAPTAAEQASILS
LVTK.I Dimethyl:2H(4): 1, 20



6130 true 1926 2134.2294 2133.2096 1 5.9 130.36 42.33 31.5 (M:31.5) 1 1 0
R.NILPVSSVPAPVPNLN
SDLR.K Dimethyl:2H(4): 1

6131 true 3162 2135.066 2134.0729 1 -6.6 105.99 44.5 76.5 (M:76.5) 1 1 0
K.NINADEAAAMGAVY
QAAALSK.A Dimethyl: 1, 21

6132 true 929 2136.0928 2135.0793 1 2.91 176.25 32.83 111.8 (M:111.8) 1 1 0
K.QMQVVLERPETDHV
AEAR.G Dimethyl: 1

6133 true 1130 2137.2892 2136.2948 1 -6 202.52 34.83 57.4 (M:57.4) 1 1 1
R.KEPLASVPPPPSLPSQ
PTAK.F Dimethyl:2H(4): 1, 1, 20

6134 true 1870 2139.1552 2138.1484 1 -0.21 270.44 42.5 88.1 (M:88.1) 2 1 0
K.AQFGQPEILLGTIPGA
GGTQR.L Dimethyl: 1



6135 true 1089 2139.2423 2138.1972 1 17.65 275.98 38.17 115.7 (M:115.7) 1 1 0
K.AGPPVPASHITPAAV
QPPMIR.R Dimethyl:2H(4): 1

6136 true 1562 2141.9958 2140.9913 1 -1.29 122.33 35.33 59.2 (M:59.2) 1 1 0
R.QLEVYTSGGDPESVA
GEYGR.H Dimethyl: 1

6137 true 2121 2142.0153 2141.0099 1 -0.87 184.52 42.67 128.8 (M:128.8) 1 1 0
K.ADAAFTCPGSAELYVI
TGDR.M Carbamidomethyl: 7; Dimethyl: 1

6138 true 1810 2143.1293 2142.1281 1 -2.8 104.26 38 22.3 (M:22.3) 1 1 0
K.ISSTTPSQLAIQENAN
TLAR.Y Dimethyl: 1

6139 true 1871 2143.1791 2142.1735 1 -0.81 278.02 42.5 98.6 (M:98.6) 3 1 0
K.AQFGQPEILLGTIPGA
GGTQR.L Dimethyl:2H(4): 1



6140 true 3221 2144.0991 2143.0943 1 -1.16 200.2 45 81.0 (M:81.0) 1 1 0
K.ISDNTPSALAIMENAN
VLAR.Y Oxidation: 12; Dimethyl: 1

6141 true 1205 2145.0295 2144.0346 1 -5.76 99.6 33.17 73.4 (M:73.4) 1 1 1
R.QAQQERDELADEIAN
SSGK.G Dimethyl: 1, 19

6142 true 2215 2145.9949 2144.9803 1 3.38 132.88 36.17 51.2 (M:51.2) 1 1 0
K.FVINYDYPNSSEDYVH
R.I Dimethyl: 1

6143 true 3222 2148.124 2147.1194 1 -1.27 111.97 45 34.5 (M:34.5) 1 1 0
K.ISDNTPSALAIMENAN
VLAR.Y Dimethyl:2H(4): 1; Oxidation: 12

6144 true 1974 2148.1723 2147.1627 1 1.08 157.09 42.67 109.5 (M:109.5) 1 1 1
R.IKAEYEGDGIPTVFVA
VAGR.S Dimethyl: 1, 2



6145 true 637 2149.0359 2148.0295 1 -0.39 128.87 27.83 71.4 (M:71.4) 1 1 0
K.SLAGSASTSSSGPGD
QNELLSR.I Dimethyl: 1

6146 true 2183 2150.0132 2149.0054 1 0.25 162.48 36.17 69.2 (M:69.2) 1 1 0
K.FVINYDYPNSSEDYVH
R.I Dimethyl:2H(4): 1

6147 true 3044 2151.2339 2150.2289 1 -1.05 155.04 43.33 47.0 (M:47.0) 1 1 0
K.YPPPTELLDLQPLPVS
ALR.N Dimethyl:2H(4): 1

6148 true 1206 2153.069 2152.0848 1 -10.72 98.49 33.17 29.1 (M:29.1) 1 1 1
R.QAQQERDELADEIAN
SSGK.G Dimethyl:2H(4): 1, 19

6149 true 3351 2153.1779 2152.178 1 -3.42 205.73 45.83 70.3 (M:70.3) 1 1 0
R.LALVTGGEIASTFDHP
ELVK.L Dimethyl: 1, 20



6150 true 1776 2155.1518 2154.1355 1 4.21 137.43 34 17.7 (M:17.7) 1 1 1
R.RGTDECAIESIAVAAT
PIPK.L

Carbamidomethyl: 6; Dimethyl: 1, 
20

6151 true 1986 2156.2175 2155.2129 1 -1.23 347.31 42.83 34.7 (M:34.7) 1 1 1
R.IKAEYEGDGIPTVFVA
VAGR.S Dimethyl:2H(4): 1, 2

6152 true 3117 2157.1325 2156.13 1 -2.22 178.98 44.33 88.5 (M:88.5) 1 1 0
R.SNLVGMGVIPLQYLP
GEDAR.T Dimethyl: 1

6153 true 2055 2159.9965 2158.996 1 -3.11 147.11 35.33 55.5 (M:55.5) 1 1 0
K.FVINYDYPNSSEDYIH
R.I Dimethyl: 1

6154 true 3285 2160.08 2159.0681 1 2.13 153.03 45.33 21.3 (M:21.3) 1 1 0
K.GMSLNLEPDNVGVV
VFGNDR.L Dimethyl: 1



6155 true 2630 2160.0816 2159.0681 1 2.86 120.85 38.33 20.2 (M:20.2) 1 1 0
K.IIYQPINGDGPEQSTM
VGGR.Q Dimethyl: 1

6156 false 1245 2161.1404 2160.1697 1 -16.94 253.61 36.67 15.4 (M:15.4) 1 4 1
R.LGMAAALPAEVGGG
RVGMAAAAK.V

Dimethyl:2H(4): 1; Oxidation: 3, 
18; Dimethyl: 23

6157 true 3352 2161.2301 2160.2282 1 -2.48 157.59 45.83 70.2 (M:70.2) 1 1 0
R.LALVTGGEIASTFDHP
ELVK.L Dimethyl:2H(4): 1, 20

6158 true 1814 2162.0716 2161.0635 1 0.36 148.38 34.17 38.2 (M:38.2) 1 1 0
R.MKPVSSSNDVAMDA
LDFDR.M Dimethyl:2H(4): 1, 2

6159 true 490 2164.164 2163.1383 1 8.49 264.06 29.17 78.9 (M:78.9) 1 1 0
K.LMELHGEGGGAGKP
SGDEAGAK.V Dimethyl:2H(4): 1, 13, 22



6160 true 3080 2166.0699 2165.0641 1 -0.65 135.27 44 46.4 (M:46.4) 1 1 0
R.LLPDLESFFTHDSVSTS
SR.H Dimethyl: 1

6161 true 739 2166.1424 2165.1198 1 7.1 248.58 32.33 22.5 (M:22.5) 1 1 1

-
.MREIVHLQAGQCGNQ
IGAK.F

Carbamidomethyl: 12; Dimethyl: 
1, 19

6162 true 2173 2169.1525 2168.168 1 -10.51 286.44 43.17 17.6 (M:17.6) 1 1 1
R.AWSNFILNYKPKSLGE
GGR.S Dimethyl:2H(4): 1

6163 true 1787 2171.1451 2170.1317 1 2.83 185.09 41.33 151.6 (M:151.6) 1 1 0
K.SNFNVAVLNVGAPAA
GMNAAVR.A Dimethyl: 1

6164 true 1721 2171.1615 2170.1299 1 11.2 286.66 40.33 105.1 (M:105.1) 1 1 0
R.EGAAHAFAQYNLDQ
FTPVK.I Dimethyl:2H(4): 1, 19



6165 true 423 2173.9841 2172.9619 1 6.86 186.47 30.83 50.1 (M:50.1) 1 1 0
R.YGDGTSTFQSTTGHC
VHMR.G

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

6166 true 1788 2175.1646 2174.1568 1 0.24 220.76 41.33 80.0 (M:80.0) 1 1 0
K.SNFNVAVLNVGAPAA
GMNAAVR.A Dimethyl:2H(4): 1

6167 true 3045 2177.1878 2176.1929 1 -5.67 118.71 43.33 19.5 (M:19.5) 1 1 0
K.EPPTDVTPTFLTTGVL
STLR.Q Dimethyl:2H(4): 1

6168 true 1823 2179.1797 2178.1685 1 1.81 88.23 41 52.9 (M:52.9) 1 1 0
R.TVPLSGHVGFDSLPD
QLVNK.S Dimethyl: 1, 20

6169 true 1768 2180.1524 2179.1401 1 2.32 178.53 40 108.1 (M:108.1) 1 1 0
R.GAALDVHESEPFSFS
QGPLK.D Dimethyl:2H(4): 1, 20



6170 true 1070 2181.1066 2180.1015 1 -0.97 132.38 38.5 86.9 (M:86.9) 1 1 0
K.GPHTVNVTYDGVPVP
NSPFR.V Dimethyl: 1

6171 true 1071 2185.1309 2184.1266 1 -1.36 141.01 38.5 124.1 (M:124.1) 2 1 0
K.GPHTVNVTYDGVPVP
NSPFR.V Dimethyl:2H(4): 1

6172 true 1140 2186.3474 2185.3264 1 6.27 104.28 39.5 131.1 (M:131.1) 1 1 0
K.LVEKPSPLTLAPHDFA
NIK.A Dimethyl:2H(4): 1, 4, 19

6173 false 1789 2187.1379 2186.1266 1 1.81 124.28 41.33 19.8 (M:19.8) 1 2 0
K.SNFNVAVLNVGAPAA
GMNAAVR.A Oxidation: 17; Dimethyl: 1

6174 true 1804 2187.2312 2186.2187 1 2.39 191.95 41 122.6 (M:122.6) 1 1 0
R.TVPLSGHVGFDSLPD
QLVNK.S Dimethyl:2H(4): 1, 20



6175 true 3502 2188.0509 2187.034 1 4.4 199.61 47.17 110.0 (M:110.0) 1 1 0

-
.MEPHGPGSVLFGCELT
ASTK.S

Carbamidomethyl: 13; Acetyl: 1; 
Dimethyl: 20

6176 true 878 2188.0848 2187.092 1 -6.61 178.73 32.33 77.2 (M:77.2) 2 1 1
R.GTVQPASNFNDDGD
AQVLRK.A Dimethyl: 1, 20

6177 true 136 2189.0696 2188.0517 1 4.85 361.4 31.33 33.7 (M:33.7) 1 1 0
R.DLVDHPNVICCPHLG
ASTR.E

Carbamidomethyl: 10, 11; 
Dimethyl: 1

6178 true 1538 2189.1049 2188.0863 1 5.17 156.92 39 104.8 (M:104.8) 1 1 0
R.EGAAHAFAQYNMDQ
FTPVK.I Dimethyl:2H(4): 1, 19

6179 true 424 2189.975 2188.9568 1 4.98 288.3 30.83 22.4 (M:22.4) 1 1 0
R.YGDGTSTFQSTTGHC
VHMR.G

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1; Oxidation: 18



6180 true 3442 2194.154 2193.1402 1 3.01 161.73 46.33 32.8 (M:32.8) 1 1 0
R.TNLIVNYLPQNMTQD
ELR.S Dimethyl:2H(4): 1

6181 true 3186 2194.207 2193.2005 1 -0.36 199.61 44.83 168.1 (M:168.1) 1 1 0
R.VVLLDLPSSQGAQLA
AELGER.C Dimethyl: 1

6182 true 1587 2195.0319 2194.0238 1 0.4 330.49 39.33 60.4 (M:60.4) 1 1 0
K.GPQLFHMDPSGTFV
QCDAR.A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1

6183 true 901 2196.1354 2195.1422 1 -6.41 114.32 32.5 18.8 (M:18.8) 1 1 1
R.GTVQPASNFNDDGD
AQVLRK.A Dimethyl:2H(4): 1, 20

6184 true 2166 2197.0014 2196.0375 1 -19.75 206.5 45.17 85.6 (M:85.6) 1 1 0
R.GGPVEGLDFSEYQPE
LFER.F Dimethyl: 1



6185 true 1644 2199.0772 2198.0774 1 -3.37 319.33 37.17 63.0 (M:63.0) 1 1 0
R.QAHLCVLASNCDEP
MYVK.L

Carbamidomethyl: 5, 11; 
Dimethyl:2H(4): 1, 18

6186 true 2184 2199.1341 2198.1331 1 -2.87 231.25 36 39.2 (M:39.2) 1 1 1
K.ARPFPDGLAEDIDKGE
VSAR.Q Dimethyl: 1, 14

6187 true 2055 2202.171 2201.1642 1 -0.21 158.96 43.67 84.8 (M:84.8) 1 1 0
K.KPVADCVISVPSFFTD
AER.R

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1, 1

6188 true 2151 2207.1799 2206.1834 1 -4.84 252.52 36.17 37.3 (M:37.3) 1 1 1
K.ARPFPDGLAEDIDKGE
VSAR.Q Dimethyl:2H(4): 1, 14

6189 true 3163 2207.2944 2206.3002 1 -5.96 219.37 44.5 36.5 (M:36.5) 1 1 0
R.IADLPVPADFLSLSND
AKPK.L Dimethyl:2H(4): 1, 18, 20



6190 true 1666 2209.1285 2208.1303 1 -4.11 162.9 33.67 39.0 (M:39.0) 1 1 0
K.GDVGEGDLVQHFSQ
FGPVEK.A Dimethyl:2H(4): 1, 20

6191 true 2180 2212.0863 2211.0882 1 -4.13 195.41 45.83 159.3 (M:159.3) 2 1 0
K.LSADTEVVCGAPSIYL
DFAR.Q Carbamidomethyl: 9; Dimethyl: 1

6192 false 2180 2212.0863 2211.0808 1 -0.79 143.19 45.83 16.7 (M:16.7) 1 2 1
K.HPDADSLYVEKVDVG
EASPR.T Dimethyl: 11

6193 true 2075 2213.8999 2212.8976 1 -2.26 201.78 35.67 142.6 (M:142.6) 1 1 0
R.ECPSEECGAGVFMAS
HFDR.H

Carbamidomethyl: 2, 7; Dimethyl: 
1

6194 true 2174 2216.1093 2215.1133 1 -5.1 246.93 45.83 178.6 (M:178.6) 2 1 0
K.LSADTEVVCGAPSIYL
DFAR.Q

Carbamidomethyl: 9; 
Dimethyl:2H(4): 1



6195 false 2174 2216.1093 2215.0878 1 6.4 278.79 45.83 15.9 (M:15.9) 1 2 0
R.RPHETGGYLLECVCLG
NGK.G

Carbamidomethyl: 12, 14; 
Dimethyl: 1, 19

6196 false 2174 2216.1093 2215.0878 1 6.4 278.79 45.83 15.9 (M:15.9) 1 2 0
R.RPHETGGYLLECVCLG
NGK.G

Carbamidomethyl: 12, 14; 
Dimethyl: 1, 19

6197 true 2076 2217.9213 2216.9227 1 -3.94 254.45 35.67 145.7 (M:145.7) 1 1 0
R.ECPSEECGAGVFMAS
HFDR.H

Carbamidomethyl: 2, 7; 
Dimethyl:2H(4): 1

6198 true 170 2217.9248 2216.9294 1 -5.33 198.47 28.67 193.5 (M:193.5) 2 1 0
R.NMGGPYGGGNYGP
GGSGGSGGYGGR.S Dimethyl: 1

6199 true 106 2221.9627 2220.9545 1 0.42 192.78 28.67 204.2 (M:204.2) 6 1 0
R.NMGGPYGGGNYGP
GGSGGSGGYGGR.S Dimethyl:2H(4): 1



6200 true 2777 2222.1398 2221.1413 1 -3.96 251.8 39 72.2 (M:72.2) 1 1 0
R.AGAIAPCDVTVPAQN
TGLGPEK.T

Carbamidomethyl: 7; Dimethyl: 1, 
22

6201 true 2084 2223.0457 2222.0242 1 6.39 196.52 41.67 64.2 (M:64.2) 1 1 0
K.YVQDFGVVEEDCFPY
TAK.D

Carbamidomethyl: 12; Dimethyl: 
1, 18

6202 true 1938 2224.321 2223.3078 1 2.66 127.09 42 62.1 (M:62.1) 1 1 0
R.ISPIQKPQGLDPVEILQ
ER.E Dimethyl:2H(4): 1, 6

6203 true 647 2227.1026 2226.0811 1 6.37 185.32 32.67 124.2 (M:124.2) 2 1 0
K.NTNDANSCQIIIPQN
QVNR.K Carbamidomethyl: 8; Dimethyl: 1

6204 true 1272 2229.2103 2228.2118 1 -3.95 189.66 34.67 44.6 (M:44.6) 1 1 0
K.GYKPPDEGPSEYQTIP
LNK.I Dimethyl:2H(4): 1, 3, 19



6205 true 2275 2229.9474 2228.95 1 -4.43 164.57 36.5 45.5 (M:45.5) 1 1 0
K.CTNVLVSGSPFCCSEE
EAR.S

Carbamidomethyl: 1, 12, 13; 
Dimethyl: 1

6206 true 2778 2230.1909 2229.1915 1 -3.52 266.95 39 40.2 (M:40.2) 1 1 0
R.AGAIAPCDVTVPAQN
TGLGPEK.T

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1, 22

6207 true 1189 2230.9736 2229.9428 1 10.55 171.5 36.5 73.9 (M:73.9) 1 1 0
K.CPLSGACYCPEFQGQI
CR.V

Carbamidomethyl: 1, 7, 9, 17; 
Dimethyl: 1

6208 false 879 2231.099 2230.094 1 -0.99 253.54 32.5 29.4 (M:29.4) 1 2 0
R.ECGIKPGDVEYVEAH
GTGTK.V

Carbamidomethyl: 2; Dimethyl: 1, 
5, 20

6209 true 622 2231.126 2230.1062 1 5.62 208.59 32.67 127.2 (M:127.2) 2 1 0
K.NTNDANSCQIIIPQN
QVNR.K

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1



6210 true 2276 2233.9653 2232.9751 1 -7.68 177.05 36.5 49.9 (M:49.9) 1 1 0
K.CTNVLVSGSPFCCSEE
EAR.S

Carbamidomethyl: 1, 12, 13; 
Dimethyl:2H(4): 1

6211 true 3402 2234.1108 2233.0975 1 2.72 118.53 46.17 51.2 (M:51.2) 1 1 0
K.VSDNLETAVNLAWTA
GSNSTR.F Dimethyl: 1

6212 true 2070 2234.2096 2233.2107 1 -3.72 163.74 44.17 141.9 (M:141.9) 1 1 0
K.TLHVEEIVPNVIEPSFG
IGR.I Dimethyl: 1

6213 true 1216 2234.9929 2233.9679 1 7.94 205.5 36.5 72.3 (M:72.3) 1 1 0
K.CPLSGACYCPEFQGQI
CR.V

Carbamidomethyl: 1, 7, 9, 17; 
Dimethyl:2H(4): 1

6214 true 376 2237.9649 2236.9494 1 3.67 232.54 29.5 157.5 (M:157.5) 4 1 0
R.NMGGPYGGGNYGP
GGSGGSGGYGGR.S Dimethyl:2H(4): 1; Oxidation: 2



6215 true 3403 2238.1292 2237.1226 1 -0.28 169.73 46.17 40.3 (M:40.3) 1 1 0
K.VSDNLETAVNLAWTA
GSNSTR.F Dimethyl:2H(4): 1

6216 true 1892 2238.959 2237.9326 1 8.51 203.22 42.17 53.4 (M:53.4) 1 1 0
R.NQASCGSCYAFASM
GMLEAR.I

Carbamidomethyl: 5, 8; Dimethyl: 
1

6217 true 1249 2238.9912 2237.947 1 16.48 147.47 36.67 31.4 (M:31.4) 2 1 0
R.MGMGNNYSGGYGT
PDGLGGYSR.G Dimethyl: 1

6218 true 3812 2240.1157 2239.0653 1 19.23 173.78 48.83 68.4 (M:68.4) 1 1 0
K.VYVTEPSGMEFIPCQ
VEAR.V

Carbamidomethyl: 14; Dimethyl: 
1

6219 true 1217 2243.0047 2241.9721 1 11.3 187.47 36.67 92.6 (M:92.6) 2 1 0
R.MGMGNNYSGGYGT
PDGLGGYSR.G Dimethyl:2H(4): 1



6220 true 2104 2243.1054 2242.094 1 1.84 155.74 42.33 179.8 (M:179.8) 2 1 0
K.DLYANTVLSGGTTMY
PGIADR.M Dimethyl: 1

6221 true 3791 2244.1335 2243.0904 1 15.96 258.76 48.67 56.8 (M:56.8) 1 1 0
K.VYVTEPSGMEFIPCQ
VEAR.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1

6222 true 3470 2244.2239 2243.2348 1 -8.09 153.91 46.83 27.8 (M:27.8) 1 1 0
K.MGLVDQLVDPLGPG
VKPPEAR.T Dimethyl: 1, 16

6223 true 623 2245.0238 2244.0052 1 5.03 199.55 32.67 65.3 (M:65.3) 1 1 0
K.DMGSCEIYPQTIQHN
PNGR.F Carbamidomethyl: 5; Dimethyl: 1

6224 true 593 2247.0745 2246.0381 1 12.95 103.91 27.67 50.4 (M:50.4) 2 1 1
R.CSVCSEPIMPEPGKDE
TVR.V

Carbamidomethyl: 1, 4; Dimethyl: 
1, 14



6225 true 3703 2247.1301 2246.1191 1 1.66 237.24 48.17 183.2 (M:183.2) 3 1 0
K.DLYANTVLSGGTTMY
PGIADR.M Dimethyl:2H(4): 1

6226 true 1958 2248.1879 2247.1973 1 -7.44 447.76 44.5 21.4 (M:21.4) 1 1 0
K.LGYAGNTEPQFIIPSCI
AIK.E

Carbamidomethyl: 16; Dimethyl: 
1, 20

6227 true 624 2249.0388 2248.0303 1 0.56 350.33 32.5 75.8 (M:75.8) 1 1 0
K.DMGSCEIYPQTIQHN
PNGR.F

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6228 true 1757 2251.058 2250.0711 1 -9.07 180.36 37.67 24.1 (M:24.1) 1 1 0
R.AAYLNMSEDPTHPS
MALNTR.F Dimethyl:2H(4): 1

6229 true 3471 2252.2755 2251.285 1 -7.45 175.07 46.83 40.5 (M:40.5) 1 1 0
K.MGLVDQLVDPLGPG
VKPPEAR.T Dimethyl:2H(4): 1, 16



6230 true 2182 2255.258 2254.2395 1 4.95 255.18 43.5 146.2 (M:146.2) 2 1 0
K.MSVQPTVSLGGFEITP
PVVLR.L Dimethyl: 1

6231 true 895 2255.9888 2254.9702 1 5.03 187.14 29.33 111.0 (M:111.0) 1 1 0
R.GDEQCHYYAGGQVY
PGEAAR.V Carbamidomethyl: 5; Dimethyl: 1

6232 false 1943 2256.2448 2255.2839 1 -20.55 403.91 44.5 20.6 (M:20.6) 1 42.09 2 1
K.SKELDSFCNPIIYKPKP
K.I

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1, 18; Dimethyl: 
16

6233 true 1943 2256.2448 2255.2475 1 -4.43 408.48 44.5 67.5 (M:67.5) 1 1 0
K.LGYAGNTEPQFIIPSCI
AIK.E

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 20

6234 true 1962 2259.0839 2258.0889 1 -5.44 148.68 39.67 77.4 (M:77.4) 1 1 0
K.DLYANTVLSGGTTMY
PGIADR.M Oxidation: 14; Dimethyl: 1



6235 true 2183 2259.2807 2258.2646 1 3.89 257.75 43.5 137.0 (M:137.0) 2 1 0
K.MSVQPTVSLGGFEITP
PVVLR.L Dimethyl:2H(4): 1

6236 true 906 2261.1072 2260.1022 1 -1.02 151.53 31.5 40.9 (M:40.9) 1 1 1
K.EVFGDTLNESRDPDR
PPER.Y Dimethyl:2H(4): 1

6237 true 2527 2261.1845 2260.1534 1 10.54 281.81 48 48.9 (M:48.9) 1 99.72 1 0
R.VIISAPSADAPMFVM
GVNHEK.Y Dimethyl:2H(4): 1; Oxidation: 15

6238 true 1963 2263.109 2262.114 1 -5.45 221.14 39.67 108.2 (M:108.2) 1 1 0
K.DLYANTVLSGGTTMY
PGIADR.M Dimethyl:2H(4): 1; Oxidation: 14

6239 true 1940 2266.0746 2265.0696 1 -0.97 221.78 39.17 141.9 (M:141.9) 1 1 0
K.QSDINTCFGEEGANLI
VQSR.A Carbamidomethyl: 7; Dimethyl: 1



6240 true 3763 2267.1436 2266.1304 1 2.63 128.72 48.33 24.1 (M:24.1) 1 1 1
R.MATEVAADSLGEEW
KGYVVR.I Dimethyl: 1, 15

6241 true 1816 2267.1662 2266.1594 1 -0.2 212.38 34.5 59.8 (M:59.8) 1 1 0
R.LGEHNIDVLEGNEQFI
NAAK.I Dimethyl: 1, 20

6242 true 1355 2267.2068 2266.2008 1 -0.56 356.42 35.83 108.6 (M:108.6) 1 1 0
K.AGFQQAAAEHGLIVV
APDTSPR.G Dimethyl:2H(4): 1

6243 true 2516 2269.1605 2268.1646 1 -5.03 325.56 48 59.0 (M:59.0) 1 1 0
R.VIISAPSADAPMFVM
GVNHEK.Y Dimethyl: 1, 21

6244 true 2186 2271.2427 2270.2344 1 0.45 210.78 43.5 93.9 (M:93.9) 1 1 0
K.MSVQPTVSLGGFEITP
PVVLR.L Oxidation: 1; Dimethyl: 1



6245 true 1778 2275.217 2274.2096 1 0.09 195.49 34.5 159.6 (M:159.6) 1 1 0
R.LGEHNIDVLEGNEQFI
NAAK.I Dimethyl:2H(4): 1, 20

6246 false 1778 2275.217 2274.1643 1 19.98 226.72 34.5 17.3 (M:17.3) 1 2 0
K.IIEYIGEEEATLVDFVC
SK.V

Carbamidomethyl: 17; 
Dimethyl:2H(4): 1; Dimethyl: 19

6247 true 2187 2275.2677 2274.2595 1 0.39 257.46 43.5 108.3 (M:108.3) 1 1 0
K.MSVQPTVSLGGFEITP
PVVLR.L Dimethyl:2H(4): 1; Oxidation: 1

6248 false 1813 2277.2116 2276.1483 1 24.62 508.03 41.83 15.4 (M:15.4) 1 0 3 0
R.VIISAPSADAPMFVM
GVNHEK.Y

Dimethyl:2H(4): 21; Oxidation: 
12, 15

6249 false 1813 2277.2116 2276.166 1 16.82 395.06 41.83 18.2 (M:18.2) 2 2 1
R.VGCIITAEKHPDADSL
YVEK.V

Carbamidomethyl: 3; 
Dimethyl:2H(4): 20



6250 true 2494 2277.2137 2276.2149 1 -3.7 287.88 48 176.6 (M:176.6) 2 1 0
R.VIISAPSADAPMFVM
GVNHEK.Y Dimethyl:2H(4): 1, 21

6251 false 141 2280.1433 2279.1831 1 -20.67 129.42 27 15.6 (M:15.6) 1 2 1
K.GKLSCSQTEQLQVDYI
LNK.E

Carbamidomethyl: 5; Dimethyl: 2, 
19

6252 true 1588 2293.212 2292.2098 1 -2.21 171.27 39.33 53.5 (M:53.5) 1 99.7 1 0
R.VIISAPSADAPMFVM
GVNHEK.Y

Dimethyl:2H(4): 1, 21; Oxidation: 
12

6253 true 1916 2294.1138 2293.1083 1 -0.75 110.21 34.83 117.7 (M:117.7) 1 1 0
R.IPSAVGYQPTLATDM
GTMQER.I Dimethyl: 1

6254 true 933 2295.0564 2294.0411 1 3.48 94.37 31.5 45.2 (M:45.2) 1 1 0
R.GDTAGQDSGIQSSSG
PSFGVQER.D Dimethyl: 1



6255 true 1820 2298.2019 2297.2267 1 -13.97 89.12 35.17 184.6 (M:184.6) 1 1 1
K.IIAEGANGPTTPEADK
IFLER.N Dimethyl: 1, 16

6256 true 1777 2301.1511 2300.1496 1 -2.52 90.21 37.67 144.2 (M:144.2) 1 1 0
K.GVVPLAGTDGETTTQ
GLDGLSER.C Dimethyl: 1

6257 true 2432 2301.1784 2300.1761 1 -2.15 91.84 37.33 69.7 (M:69.7) 1 1 0
R.SGHLQNGELVPDPEV
NEAIVR.T Dimethyl: 1

6258 true 3731 2301.2264 2300.1835 1 15.51 87 48.5 47.2 (M:47.2) 1 1 0
K.MQAQASGVPQEDIY
TLPVGIR.T Dimethyl: 1

6259 true 1512 2302.1508 2301.1277 1 6.86 69.43 36.17 48.6 (M:48.6) 1 1 1
K.YNGSTIVPGDQGVDY
ETFKR.K Dimethyl: 1, 19



6260 true 1789 2305.1943 2304.1734 1 5.91 102.86 40.17 45.0 (M:45.0) 1 1 0
K.KPVVDCVVSVPCFYT
DAER.R

Carbamidomethyl: 6, 12; 
Dimethyl:2H(4): 1, 1

6261 true 2433 2305.2111 2304.2012 1 1.13 33.69 37.33 55.1 (M:55.1) 1 1 0
R.SGHLQNGELVPDPEV
NEAIVR.T Dimethyl:2H(4): 1

6262 true 3330 2307.1473 2306.1464 1 -2.76 151.04 45.83 98.6 (M:98.6) 1 1 0
R.LTSLNCDPTEAAAVG
AVEASFK.C

Carbamidomethyl: 6; Dimethyl: 1, 
22

6263 true 1645 2309.2022 2308.2047 1 -4.22 160.1 37.17 38.6 (M:38.6) 1 1 0
R.VIISAPSADAPMFVM
GVNHEK.Y

Dimethyl:2H(4): 1, 21; Oxidation: 
12, 15

6264 true 3029 2310.2651 2309.2631 1 -2.29 113.86 43.17 109.7 (M:109.7) 1 1 0
K.VVPVADIITPNQFEAE
LLTGR.K Dimethyl: 1



6265 true 3138 2311.1912 2310.198 1 -6.08 93.51 44.5 34.7 (M:34.7) 1 1 0
K.VQVPNCDEIFYAGTG
NLLLR.D

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

6266 true 2632 2314.1359 2313.0807 1 20.71 -1 38.33 15.3 (M:15.3) 1 1 0
R.IVDTPCNEMNTDNFL
EEIK.K

Carbamidomethyl: 6; 
Dimethyl:2H(4): 1

6267 true 1985 2315.2373 2314.2321 1 -0.9 104.89 35.17 61.1 (M:61.1) 1 1 0
R.FIPSSEPAPVPPIPNEQ
QLAR.L Dimethyl: 1

6268 true 1856 2319.167 2318.143 1 7.18 108.12 41 121.8 (M:121.8) 1 1 1
R.NSYYGGESASITPLED
LYKR.F Dimethyl: 1, 19

6269 true 1986 2319.2588 2318.2572 1 -2.47 111.87 35.17 43.6 (M:43.6) 1 1 0
R.FIPSSEPAPVPPIPNEQ
QLAR.L Dimethyl:2H(4): 1



6270 true 476 2327.2322 2326.2231 1 0.79 98.27 33.67 181.1 (M:181.1) 3 1 0
K.GPAVGIDLGTTYSCV
GVFQHGK.V

Carbamidomethyl: 14; 
Dimethyl:2H(4): 1, 22

6271 true 2401 2331.2713 2330.2242 1 17.09 150.39 46.67 38.4 (M:38.4) 1 1 0
K.IITHPNFNGNTLDNDI
MLIK.L Dimethyl:2H(4): 1; Oxidation: 17

6272 true 2925 2332.2597 2331.2634 1 -4.72 138.62 40 32.7 (M:32.7) 1 1 0
K.GLGLDESGTAKPAGA
GLVGQENAR.E Dimethyl:2H(4): 1, 11

6273 true 3530 2334.2365 2333.2155 1 5.87 95.49 47 34.0 (M:34.0) 1 1 0
R.IIYSPTVGDPIDEYTTV
PGIR.N Dimethyl: 1

6274 true 2633 2335.1065 2334.1128 1 -5.8 133.8 38.5 106.4 (M:106.4) 1 1 1
K.EYQFKVDDEENEHQL
SLR.T Dimethyl: 1, 5



6275 true 1179 2343.9568 2342.9479 1 0.72 109.43 34.17 22.9 (M:22.9) 1 1 0
R.GGYQPPFCEECPGCP
SPCGR.H

Carbamidomethyl: 8, 11, 14, 18; 
Dimethyl:2H(4): 1

6276 true 2403 2344.2324 2343.2223 1 1.22 297.66 47.83 78.5 (M:78.5) 1 1 0
K.GPGDLPPPSNLVISEV
TPHSFR.L Dimethyl: 1

6277 true 2369 2347.3035 2346.2857 1 4.47 123.55 46.67 144.7 (M:144.7) 2 1 0
K.IITHPNFNGNTLDNDI
MLIK.L Dimethyl:2H(4): 1, 20

6278 true 3082 2347.3289 2346.3311 1 -4.05 109.84 43.67 97.9 (M:97.9) 1 1 0
R.LTPGPPPGVAADPDA
LPALLPALR.A Dimethyl: 1

6279 true 3046 2351.3643 2350.3562 1 0.32 80.45 43.67 118.4 (M:118.4) 1 1 0
R.LTPGPPPGVAADPDA
LPALLPALR.A Dimethyl:2H(4): 1



6280 true 1917 2352.1458 2351.1427 1 -1.8 110.86 34.67 38.5 (M:38.5) 1 1 1
K.LQEEMLQREEAESTL
QSFR.Q Dimethyl: 1

6281 true 3165 2357.1695 2356.1671 1 -2.07 135.93 44.67 40.1 (M:40.1) 1 1 0
R.ANPDPNTCLGVFGLS
LYTTER.D

Carbamidomethyl: 8; 
Dimethyl:2H(4): 1

6282 true 2556 2363.2778 2362.2806 1 -4.29 136.67 48.17 126.8 (M:126.8) 2 1 0
K.IITHPNFNGNTLDNDI
MLIK.L

Dimethyl:2H(4): 1, 20; Oxidation: 
17

6283 true 1219 2364.2266 2363.2161 1 1.36 209.3 35 136.2 (M:136.2) 1 1 0
R.YNIPPPPSAGTFNLHV
ETEPK.T Dimethyl: 1, 21

6284 true 2247 2365.3314 2364.3253 1 -0.49 73.16 36.33 78.8 (M:78.8) 1 1 1
K.KVDPPEAQANDISAA
GLAPPALR.Q Dimethyl:2H(4): 1, 1



6285 true 3473 2366.2013 2365.21 1 -6.77 77.05 46.67 60.4 (M:60.4) 1 1 0
K.AEALMTVTDPVHDIA
FAPNLGR.S Dimethyl: 1

6286 true 284 2368.0396 2367.0223 1 4.22 77.07 26.17 107.5 (M:107.5) 1 1 0
R.LCQEEEHVPEQHEEE
EER.V

Carbamidomethyl: 2; 
Dimethyl:2H(4): 1

6287 true 860 2375.0498 2374.0335 1 3.83 169.74 35.67 146.3 (M:146.3) 1 1 0
R.GSSGGGCFGGSSGGY
GGLGGFGGGSFR.G

Carbamidomethyl: 7; 
Dimethyl:2H(4): 1

6288 true 1500 2380.1871 2379.1675 1 5.16 128.67 38.67 36.4 (M:36.4) 1 1 0
R.CSVCEAPAVAIAVHS
QEASIPR.C

Carbamidomethyl: 1, 4; Dimethyl: 
1

6289 true 1290 2381.2052 2380.1958 1 0.93 142.05 35.5 49.7 (M:49.7) 2 1 0
R.QYCVVLDPVGPNGQ
PQLGQQR.V Carbamidomethyl: 3; Dimethyl: 1



6290 false 1290 2381.2052 2380.1857 1 5.14 210.5 35.5 15.2 (M:15.2) 1 50 2 1
K.KFIQENIFGICPHMTE
DNK.D

Carbamidomethyl: 11; 
Dimethyl:2H(4): 1; Dimethyl: 19

6291 true 1337 2385.2213 2384.2209 1 -2.85 109.53 35.5 46.2 (M:46.2) 1 1 0
R.QYCVVLDPVGPNGQ
PQLGQQR.V

Carbamidomethyl: 3; 
Dimethyl:2H(4): 1

6292 true 567 2386.2177 2385.1975 1 5.44 55.74 31.83 83.8 (M:83.8) 1 1 0
R.ASLNHTTAFNPQPQS
QIQDTR.Q Dimethyl:2H(4): 1

6293 true 1716 2389.3025 2388.2639 1 13.1 359.73 40.83 32.7 (M:32.7) 1 1 0
K.AFIGKPAPDFTATAV
MPDGQFK.D

Dimethyl:2H(4): 1, 5; Oxidation: 
16

6294 true 2015 2393.2297 2392.2212 1 0.5 126.23 43.17 94.9 (M:94.9) 1 1 0
R.HSAIPLDFDISSPLTYG
TPSSR.V Dimethyl:2H(4): 1



6295 true 1717 2393.2556 2392.2501 1 -0.73 298.58 40.83 106.9 (M:106.9) 1 1 0
K.AFIGKPAPDFTATAV
MPDGQFK.D Dimethyl: 1, 5, 22

6296 true 1630 2399.2265 2398.2202 1 -0.44 142.37 39.5 129.9 (M:129.9) 3 1 1
R.KDLYANTVLSGGTTM
YPGIADR.M Dimethyl: 1, 1

6297 true 1572 2400.0885 2399.1176 1 -15.14 100.14 36.67 131.0 (M:131.0) 2 1 0
K.TDNPAECYANAQEQL
NQHIK.E

Carbamidomethyl: 7; Dimethyl: 1, 
20

6298 true 2186 2401.1795 2400.1744 1 -0.88 116.27 36 31.9 (M:31.9) 1 1 1
K.QAGGPVDVGPEFQK
DMNESLAR.L Dimethyl: 1, 14

6299 true 1268 2401.2152 2400.2269 1 -7.87 106.77 35.17 66.5 (M:66.5) 1 1 0
R.LTEQTVIGCSGFHGD
CLTLTK.I

Carbamidomethyl: 9, 16; 
Dimethyl:2H(4): 1, 21



6300 true 1914 2403.1243 2402.1617 1 -18.58 148.82 41.67 40.6 (M:40.6) 1 1 1
M.SFTGKYELQSHENFE
PFMK.A Dimethyl: 1, 5, 19

6301 true 1701 2405.3285 2404.3254 1 -1.73 292.8 40.83 147.8 (M:147.8) 3 1 0
K.AFIGKPAPDFTATAV
MPDGQFK.D Dimethyl:2H(4): 1, 5, 22

6302 true 1594 2407.2795 2406.2705 1 0.73 182.53 39.33 164.0 (M:164.0) 4 1 1
R.KDLYANTVLSGGTTM
YPGIADR.M Dimethyl:2H(4): 1, 1

6303 true 3298 2411.1284 2410.1291 1 -3.29 43.2 45.67 40.9 (M:40.9) 1 1 0
R.TMMACGGSIQTSVN
ALSDDVLGR.C Carbamidomethyl: 5; Dimethyl: 1

6304 true 291 2412.0154 2410.9759 1 13.37 123.81 23.5 221.4 (M:221.4) 1 1 0

R.GGGGGGYGSGGSSY
GSGGGSYGSGGGGGG
GR.G Dimethyl: 1



6305 true 2278 2412.2875 2411.2809 1 -0.28 195.04 45.33 32.4 (M:32.4) 1 1 0
R.ISGETIFVTAQHEATA
GIIGVNR.K Dimethyl: 1

6306 true 3332 2415.158 2414.1542 1 -1.42 56.99 45.67 37.5 (M:37.5) 1 1 0
R.TMMACGGSIQTSVN
ALSDDVLGR.C

Carbamidomethyl: 5; 
Dimethyl:2H(4): 1

6307 true 1494 2415.2119 2414.2152 1 -4.38 126.59 36.33 16.7 (M:16.7) 1 1 1
R.KDLYANTVLSGGTTM
YPGIADR.M Oxidation: 15; Dimethyl: 1, 1

6308 true 292 2416.0409 2415.001 1 13.53 131.77 23.5 264.3 (M:264.3) 2 1 0

R.GGGGGGYGSGGSSY
GSGGGSYGSGGGGGG
GR.G Dimethyl:2H(4): 1

6309 true 3191 2416.1705 2415.1501 1 5.43 129.65 44.83 33.6 (M:33.6) 1 1 0
R.ANPDPNCCLGVFGLS
LYTTER.D

Carbamidomethyl: 7, 8; 
Dimethyl:2H(4): 1



6310 true 2279 2416.3113 2415.306 1 -0.81 210.74 45.33 28.4 (M:28.4) 1 1 0
R.ISGETIFVTAQHEATA
GIIGVNR.K Dimethyl:2H(4): 1

6311 true 1915 2417.1451 2416.1409 1 -1.31 150.83 41.83 120.4 (M:120.4) 1 1 1
M.SFTGKYELQSHENFE
PFMK.A Acetyl: 1; Dimethyl: 5, 19

6312 true 2026 2419.0202 2418.0104 1 1.04 127.77 40.33 133.2 (M:133.2) 1 1 0

-
.MDPCHTEETEGEIPGL
GFSDR.S Carbamidomethyl: 4; Acetyl: 1

6313 true 2324 2421.2751 2420.27 1 -0.9 134.01 46.17 105.2 (M:105.2) 1 1 0
R.LTLYDIAHTPGVAADL
SHIETR.A Dimethyl: 1

6314 true 1458 2423.2613 2422.2654 1 -4.7 135.6 36.33 110.7 (M:110.7) 3 1 1
R.KDLYANTVLSGGTTM
YPGIADR.M

Dimethyl:2H(4): 1, 1; Oxidation: 
15



6315 true 2325 2425.3073 2424.2951 1 2.03 181.02 46.17 107.8 (M:107.8) 1 1 0
R.LTLYDIAHTPGVAADL
SHIETR.A Dimethyl:2H(4): 1

6316 true 3474 2427.1652 2426.1723 1 -5.88 108.36 46.67 67.5 (M:67.5) 1 1 0
R.LEEINMVGEPFLNVN
CDHLR.A

Carbamidomethyl: 16; Dimethyl: 
1

6317 true 1745 2427.2713 2426.2755 1 -4.73 151.35 40.33 18.2 (M:18.2) 1 1 0
R.EHFAAYGTLTDCVVV
LNPQTK.R

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1, 21

6318 true 1822 2429.1654 2428.158 1 0.03 123.78 34.33 65.7 (M:65.7) 1 1 0
R.ITYGETGGSSPVQEFT
VPGTMSR.A Dimethyl: 1

6319 true 1822 2429.1654 2428.158 1 0.03 123.78 34.33 65.7 (M:65.7) 1 1 0
R.ITYGETGGSSPVQEFT
VPGTMSR.A Dimethyl: 1



6320 true 3475 2431.1873 2430.1974 1 -7.11 105.26 46.67 63.7 (M:63.7) 1 1 0
R.LEEINMVGEPFLNVN
CDHLR.A

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1

6321 true 2423 2431.2219 2430.193 1 8.9 202.96 46.83 17.9 (M:17.9) 1 1 0
R.SFDIPPPPMQSDHPF
FSTISK.D Dimethyl: 1, 21

6322 true 1769 2433.1619 2432.1358 1 7.74 112.94 39.83 83.6 (M:83.6) 1 1 1
M.SFTGKYELQSHENFE
PFMK.A

Acetyl: 1; Oxidation: 18; 
Dimethyl: 5, 19

6323 false 1823 2433.2288 2432.1831 1 15.78 162.22 34.5 16.6 (M:16.6) 1 3 0
R.ITYGETGGSSPVQEFT
VPGTMSR.A Dimethyl:2H(4): 1

6324 false 1823 2433.2288 2432.1831 1 15.78 162.22 34.5 16.6 (M:16.6) 1 3 0
R.ITYGETGGSSPVQEFT
VPGTMSR.A Dimethyl:2H(4): 1



6325 true 1823 2433.2288 2432.2217 1 -0.07 137.19 34.5 200.7 (M:200.7) 1 1 1
R.QIQSLTCEVDALKGSN
ESLER.Q

Carbamidomethyl: 7; Dimethyl: 1, 
13

6326 true 3531 2433.369 2432.3526 1 3.72 108.31 47.17 138.5 (M:138.5) 1 1 1
K.GVNLPGAAVDLPAVS
EKDIQDLK.F Dimethyl: 1, 17, 23

6327 true 3593 2443.1952 2442.1816 1 2.6 140.67 47.5 40.9 (M:40.9) 1 1 0
K.QGPQTIHFPSGETLD
VFDAAER.Y Dimethyl: 1

6328 true 2382 2443.2405 2442.2391 1 -2.41 134.55 37.17 36.8 (M:36.8) 1 1 1
K.LLAVAATAPSDTPNR
EEVFEER.A Dimethyl: 1

6329 true 817 2446.1983 2445.1896 1 0.57 152 31.83 174.8 (M:174.8) 1 1 0
K.VLHEAEGHIVTCETNT
GEVYR.G

Carbamidomethyl: 12; 
Dimethyl:2H(4): 1



6330 true 1857 2450.3204 2449.2893 1 9.72 115.69 40.83 75.8 (M:75.8) 1 1 1
R.LVQVDEDKYPFSTQP
PVYLR.A Dimethyl: 1, 8

6331 true 3532 2453.2606 2452.2387 1 5.99 102.67 47 69.5 (M:69.5) 1 1 0
K.AIAGVINQPYYNYEA
GADAVLGR.T Dimethyl: 1

6332 true 1352 2457.268 2456.2885 1 -11.3 154.47 37 15.8 (M:15.8) 1 1 1
K.DGTYVVTYVPLSAGM
YTIKMK.Y

Dimethyl:2H(4): 1; Oxidation: 15, 
20; Dimethyl: 19, 21

6333 true 3533 2457.2848 2456.2638 1 5.58 118.04 47 52.7 (M:52.7) 1 1 0
K.AIAGVINQPYYNYEA
GADAVLGR.T Dimethyl:2H(4): 1

6334 true 1858 2458.3634 2457.3395 1 6.73 108.16 40.83 60.2 (M:60.2) 1 1 1
R.LVQVDEDKYPFSTQP
PVYLR.A Dimethyl:2H(4): 1, 8



6335 true 1294 2459.0468 2458.0489 1 -3.83 96.09 31.17 32.3 (M:32.3) 1 1 0
K.QETTPINDNVSQCCS
SSYANR.R

Carbamidomethyl: 13, 14; 
Dimethyl: 1

6336 true 1824 2460.2085 2459.1751 1 10.62 144.08 34.17 60.3 (M:60.3) 1 1 1
R.TEAGGCAEEPAGPVF
TLEEVGRR.N Carbamidomethyl: 6; Dimethyl: 1

6337 true 1939 2463.3096 2462.3007 1 0.65 164.85 42 143.8 (M:143.8) 1 1 0
K.IEEFLEQTLCPPTYPHL
SPK.Y

Carbamidomethyl: 10; 
Dimethyl:2H(4): 1, 20

6338 true 1396 2471.2635 2470.2605 1 -1.73 177.36 35.83 38.4 (M:38.4) 2 1 1
R.QLFHPEQLITGKEDAA
NNYAR.G Dimethyl: 1, 12

6339 true 1396 2471.2635 2470.2605 1 -1.73 177.36 35.83 38.4 (M:38.4) 2 1 1
R.QLFHPEQLITGKEDAA
NNYAR.G Dimethyl: 1, 12



6340 true 1722 2475.2502 2474.238 1 2.01 86.97 40.33 129.5 (M:129.5) 1 1 0
R.ESPFSTSASPLLSGSQ
HFDVPPR.R Dimethyl:2H(4): 1

6341 true 3664 2486.2409 2485.2199 1 5.52 154.25 48 82.6 (M:82.6) 1 1 1
R.KGGETSEMYIIQPDPF
TTPYR.V Dimethyl: 1, 1

6342 true 3595 2493.2948 2492.2758 1 4.68 128.03 47.33 36.1 (M:36.1) 1 1 1
K.SVTEQGAELSNEERNL
LSVAYK.N Dimethyl: 1, 22

6343 false 1886 2495.232 2494.2521 1 -10.99 196.21 38.5 18.4 (M:18.4) 1 2 1
R.VFVVMEKLHGDMLE
MILSSEK.S Oxidation: 5, 12; Dimethyl: 21

6344 true 1886 2495.232 2494.2261 1 -0.56 190.01 38.5 135.3 (M:135.3) 1 1 1
R.YADLTEDQLPTCESLK
DTIAR.A

Carbamidomethyl: 12; Dimethyl: 
1, 16



6345 true 2113 2501.3642 2500.373 1 -6.43 150.23 44.83 92.7 (M:92.7) 2 1 0
R.IVAFADAAVDPIDFPI
APAHAVPK.I Dimethyl: 1, 24

6346 true 1853 2505.3226 2504.3213 1 -2.4 136.04 41.5 140.1 (M:140.1) 1 1 0
K.VTSVVFHPSQDLVFS
ASPDATIR.I Dimethyl:2H(4): 1

6347 true 1760 2512.2693 2511.2387 1 9.28 238.59 39.67 37.0 (M:37.0) 1 1 1
K.ASHDQQKTQEQLAA
EMAELTAR.I Dimethyl: 1, 7

6348 true 3353 2520.2725 2519.273 1 -3.08 215.33 45.83 38.7 (M:38.7) 1 1 1
R.AGYAGEDCPKVDFPT
AIGVVLER.D

Carbamidomethyl: 8; Dimethyl: 1, 
10

6349 true 698 2525.3656 2524.3453 1 5.15 151.14 33.17 15.1 (M:15.1) 1 1 1
R.NAAHVMWFEKLHIW
LLFIEK.N



6350 true 3047 2536.2951 2535.3003 1 -4.92 101.25 43.33 109.0 (M:109.0) 1 1 0
K.GGVAEVEIEDSVISLT
GPHCIIGR.T

Carbamidomethyl: 20; Dimethyl: 
1

6351 true 1943 2540.2995 2539.3249 1 -12.86 122.09 38.83 20.5 (M:20.5) 1 33.18 1 0
K.MMILQVDETQLSES
MIQNLIK.H

Dimethyl:2H(4): 1; Oxidation: 15; 
Dimethyl: 21

6352 true 3048 2540.3228 2539.3254 1 -3.89 160.94 43.33 52.3 (M:52.3) 1 1 0
K.GGVAEVEIEDSVISLT
GPHCIIGR.T

Carbamidomethyl: 20; 
Dimethyl:2H(4): 1

6353 true 3665 2551.3426 2550.3217 1 5.32 165.81 47.67 34.4 (M:34.4) 1 1 0
R.EATESFASDPITYRPV
AIALDTK.G Dimethyl: 1, 23

6354 true 3666 2559.3925 2558.3719 1 5.2 188.95 47.83 42.0 (M:42.0) 1 1 0
R.EATESFASDPITYRPV
AIALDTK.G Dimethyl:2H(4): 1, 23



6355 true 2217 2570.1988 2569.2085 1 -6.62 144.14 36.5 120.0 (M:120.0) 1 1 0
K.TGDFQLHTNVNDGSE
FGGSIYQK.V Dimethyl: 1, 23

6356 true 3476 2572.2842 2571.2969 1 -7.77 144.96 46.83 60.5 (M:60.5) 1 1 0
K.TFGHELSEFGLDNSVG
EAPVVAIR.T Dimethyl: 1

6357 true 3507 2576.3024 2575.322 1 -10.43 144.56 46.83 101.0 (M:101.0) 1 1 0
K.TFGHELSEFGLDNSVG
EAPVVAIR.T Dimethyl:2H(4): 1

6358 true 1703 2576.304 2575.3105 1 -5.34 233.58 40.33 190.6 (M:190.6) 1 1 1
M.SKGPAVGIDLGTTYS
CVGVFQHGK.V

Carbamidomethyl: 16; Acetyl: 1; 
Dimethyl: 2, 24

6359 true 1750 2578.0613 2577.0537 1 0.13 191.52 37.5 187.3 (M:187.3) 2 1 0
R.TGTCNFDEYFSEGCA
PGSPPNSR.L

Carbamidomethyl: 4, 14; 
Dimethyl: 1



6360 true 2278 2578.2406 2577.2587 1 -9.83 158.37 36.5 24.0 (M:24.0) 1 1 0
K.TGDFQLHTNVNDGSE
FGGSIYQK.V Dimethyl:2H(4): 1, 23

6361 true 1422 2579.1382 2578.1361 1 -2.01 95.93 32 110.4 (M:110.4) 1 1 1
K.EAYPDHTQFDQKDP
HYDSSSR.K Dimethyl: 1, 12

6362 true 1423 2587.1874 2586.1863 1 -2.37 127.83 32 32.6 (M:32.6) 1 1 1
K.EAYPDHTQFDQKDP
HYDSSSR.K Dimethyl:2H(4): 1, 12

6363 true 1125 2588.2715 2587.2726 1 -3.21 132.62 32.83 214.1 (M:214.1) 1 1 0
K.LVQDVANNTNEEAG
DGTTTATVLAR.A Dimethyl: 1

6364 true 1772 2596.3031 2595.2913 1 1.75 247.66 40.5 132.8 (M:132.8) 1 1 0
R.QAFTDVATGSLGQGL
GAACGMAYTGK.F

Carbamidomethyl: 19; 
Dimethyl:2H(4): 1, 26



6365 true 1698 2627.3776 2626.3904 1 -7.67 184.79 33.67 41.8 (M:41.8) 1 1 0
R.AVEYLLTGIPGSPEAE
RPPVQESR.A Dimethyl:2H(4): 1

6366 true 1291 2628.3266 2627.3265 1 -2.72 251.59 35.5 162.0 (M:162.0) 1 1 0
K.HLTQASSIDMHPDFQ
TTTLSTLK.M Dimethyl: 1, 23

6367 true 2120 2629.2121 2628.2138 1 -3.4 166.8 35.83 37.0 (M:37.0) 1 1 0
R.YPSPPMGSGSAPAM
SAAEENVEYVR.T Dimethyl:2H(4): 1

6368 true 1145 2633.308 2632.2853 1 5.85 162.18 38.5 75.8 (M:75.8) 1 1 0
R.AQASNSMAASYPAQ
QASSASLVAAYR.A Dimethyl:2H(4): 1

6369 true 1872 2647.3976 2646.4145 1 -9.13 381.08 42.5 118.8 (M:118.8) 1 1 0
R.AGGAGIPAFYTSTGY
GTLVQEGGAPIK.Y Dimethyl:2H(4): 1, 27



6370 true 1918 2655.2608 2654.2588 1 -1.96 148.29 34.83 69.6 (M:69.6) 1 1 0
R.EFAPEQPHPDIPYQC
ASVPFAAR.G

Carbamidomethyl: 15; Dimethyl: 
1

6371 true 3225 2659.41 2658.4051 1 -0.9 276.62 45 48.2 (M:48.2) 1 1 0
R.NVLVDPQLVPGGGA
AEMAVSHALTEK.S Dimethyl: 1, 26

6372 true 3596 2698.4892 2697.4701 1 4.36 297.3 47.33 39.7 (M:39.7) 1 1 1
K.TGPGEPPKLDLNNLLV
NPEGPTITR.L Dimethyl: 1, 8

6373 true 2085 2706.1962 2705.1585 1 11.24 126.44 41.67 156.4 (M:156.4) 1 1 0
M.ADELDFTTGDAGASS
TYPMQCSALR.K Carbamidomethyl: 21; Acetyl: 1

6374 true 1087 2713.4587 2712.4446 1 2.49 179.25 34 27.5 (M:27.5) 1 1 1
R.TKTETITGFQIDAIPAA
SGQNPIQR.T Dimethyl: 1, 2



6375 true 1087 2713.4587 2712.4446 1 2.49 179.25 34 27.5 (M:27.5) 1 1 1
R.TKTETITGFQIDAIPAA
SGQNPIQR.T Dimethyl: 1, 2

6376 true 3383 2732.4283 2731.4215 1 -0.16 154.34 46.17 22.5 (M:22.5) 1 1 1
R.YINENLIINTDELGREC
LINAAK.T

Carbamidomethyl: 17; Dimethyl: 
1, 23

6377 true 821 2745.3101 2744.3352 1 -11.82 116.38 28.83 71.7 (M:71.7) 1 1 1
K.SASGVEFTTSGSSNTD
TGKVNGSLETK.Y Dimethyl: 1, 19, 27

6378 true 2016 2756.4127 2755.4203 1 -5.42 254.51 39.33 28.5 (M:28.5) 1 1 0
K.VLTPTQVQHRPTSIE
WDGCDPQK.L

Carbamidomethyl: 19; 
Dimethyl:2H(4): 1, 23

6379 true 2153 2774.3285 2773.3341 1 -4.64 130.81 35.83 43.6 (M:43.6) 1 1 0
K.LASGEHIAAFCLTEPG
SGSDAASIQTR.A

Carbamidomethyl: 11; Dimethyl: 
1



6380 true 1841 2798.4002 2797.3353 1 20.6 135.05 40.83 29.3 (M:29.3) 1 1 0
K.AYHEQLSVAEITNACF
EPANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1; Oxidation: 22

6381 false 1841 2798.4002 2797.3353 1 20.6 129.08 40.83 17.9 (M:17.9) 1 2 0
K.AYHEQLSVAEITNSCF
EPANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1

6382 true 3597 2802.3696 2801.3508 1 4.1 158.67 47.83 187.4 (M:187.4) 2 1 0
K.QTQTFTTYSDNQPGV
LIQVYEGER.A Dimethyl: 1

6383 true 1860 2806.3833 2805.3466 1 10.49 123.15 40.83 81.2 (M:81.2) 1 1 0
K.AYHEQLSVAEITNACF
EPANQMVK.C

Carbamidomethyl: 15; Dimethyl: 
1, 24

6384 true 3637 2806.3947 2805.3759 1 4.12 157.3 47.83 183.1 (M:183.1) 1 1 0
K.QTQTFTTYSDNQPGV
LIQVYEGER.A Dimethyl:2H(4): 1



6385 true 1703 2811.4582 2810.4385 1 4.4 172.13 39.17 34.1 (M:34.1) 1 1 1
R.AGIPAEEVKEAYMGN
VLQAGQGQAPAR.Q Dimethyl: 1, 9

6386 true 1842 2814.4347 2813.3968 1 10.89 137.75 40.83 135.9 (M:135.9) 1 1 0
K.AYHEQLSVAEITNACF
EPANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 24

6387 true 3118 2829.6032 2828.5928 1 1.1 129.88 44.17 168.8 (M:168.8) 1 1 0
K.AFLADPSAFVAAAPV
VVETAAPAAAAAPAK.E Dimethyl:2H(4): 1, 30

6388 false 1721 2830.4341 2829.3917 1 12.41 374.59 39.17 31.1 (M:31.1) 1 2 0
K.AYHEQLSVAEITNSCF
EPANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 24

6389 true 1721 2830.4341 2829.3917 1 12.41 361.03 39.17 85.6 (M:85.6) 1 1 0
K.AYHEQLSVAEITNACF
EPANQMVK.C

Carbamidomethyl: 15; 
Dimethyl:2H(4): 1, 24; Oxidation: 
22



6390 true 1790 2847.3552 2846.3844 1 -12.8 176.15 41.33 27.0 (M:27.0) 1 1 0
K.HTGPGILSMANAGPN
TNGSQFFICTAK.T

Carbamidomethyl: 24; Dimethyl: 
1, 27

6391 true 942 2857.3405 2856.3382 1 -1.75 77.69 29.5 129.0 (M:129.0) 1 1 1
K.IAQLESHCQEPCKDTA
EIQETTGR.D

Carbamidomethyl: 8, 12; 
Dimethyl: 1, 13

6392 true 913 2908.2812 2907.3102 1 -12.47 158.1 34.33 80.6 (M:80.6) 1 1 0
K.SCSPDSPFPAHPGTA
ACCLHQGLEQK.L

Carbamidomethyl: 2, 17, 18; 
Dimethyl: 1, 26

6393 true 430 2942.4233 2941.4773 1 -20.84 149.36 40.17 156.1 (M:156.1) 1 1 0
K.QQPAQFTNPETPGYV
GFANLPNQVHR.K Dimethyl:2H(4): 1

6394 true 3575 2996.4788 2995.4709 1 0.18 166.14 47.17 52.6 (M:52.6) 1 1 0
R.ADHQPLTEASYVNIPT
IALCNTDSPLR.Y Carbamidomethyl: 20



6395 true 3538 3024.5202 3023.5022 1 3.52 197.4 47 159.7 (M:159.7) 1 1 0
R.ADHQPLTEASYVNIPT
IALCNTDSPLR.Y

Carbamidomethyl: 20; Dimethyl: 
1

6396 true 3508 3028.54 3027.5273 1 1.77 223.93 47 154.2 (M:154.2) 1 1 0
R.ADHQPLTEASYVNIPT
IALCNTDSPLR.Y

Carbamidomethyl: 20; 
Dimethyl:2H(4): 1

6397 true 3290 3057.4813 3056.4595 1 4.75 100.93 45.33 45.3 (M:45.3) 1 35.39 1 0
K.SGDAAIVDMIPGKPM
CVESFSDYPPLGR.F

Carbamidomethyl: 16; 
Dimethyl:2H(4): 13; Oxidation: 9

6398 true 3226 3065.4615 3064.4708 1 -5.4 227.11 45.33 111.9 (M:111.9) 1 1 0
K.SGDAAIVDMIPGKPM
CVESFSDYPPLGR.F

Carbamidomethyl: 16; Dimethyl: 
1, 13

6399 true 3257 3073.5097 3072.521 1 -6.03 161.97 45.33 93.9 (M:93.9) 1 99.98 1 0
K.SGDAAIVDMIPGKPM
CVESFSDYPPLGR.F

Carbamidomethyl: 16; 
Dimethyl:2H(4): 1, 13



6400 true 3291 3081.4429 3080.4657 1 -9.76 251.04 45.33 74.5 (M:74.5) 1 86.4 1 0
K.SGDAAIVDMIPGKPM
CVESFSDYPPLGR.F

Carbamidomethyl: 16; Oxidation: 
9; Dimethyl: 1, 13

6401 true 3638 3103.6316 3102.6237 1 0.18 104.26 47.83 73.1 (M:73.1) 1 1 1
R.EATESFASDPITYRPV
AIALDTKGPEIR.T Dimethyl: 1, 23

6402 true 2279 3112.3244 3111.3485 1 -10.05 189.23 36.67 159.8 (M:159.8) 1 1 0
R.ILSPVCGTDGFTYDNE
CGICAHNAEQR.T

Carbamidomethyl: 6, 17, 20; 
Dimethyl: 1

6403 true 2121 3145.6259 3144.6075 1 3.54 161.04 35.83 63.7 (M:63.7) 1 1 1
K.VVETDPSPYCIVAPDT
VIHCEGEPIKR.E

Carbamidomethyl: 10, 20; 
Dimethyl:2H(4): 1, 26

6404 true 3110 3159.7967 3158.7641 1 7.99 97.03 44.17 133.9 (M:133.9) 1 1 0

K.VAPAPAVEAVPAAAA
VAAAPVGTFTDIPISNIR.
R Dimethyl:2H(4): 1



6405 true 663 3238.557 3237.5691 1 -5.98 212.43 30.83 146.6 (M:146.6) 2 1 0

K.APSTAPTGAAPPPPG
PPPPPAPSHPSSGADDS
ATR.S Dimethyl: 1

6406 true 643 3242.5762 3241.5942 1 -7.78 215.45 30.83 146.4 (M:146.4) 2 1 0

K.APSTAPTGAAPPPPG
PPPPPAPSHPSSGADDS
ATR.S Dimethyl:2H(4): 1

6407 true 2114 3311.5272 3310.5622 1 -12.77 175.09 44.83 67.7 (M:67.7) 1 70.63 1 0
R.CPEALFQPSFLGMES
CGIHETTFNSIMK.C

Carbamidomethyl: 1, 16; 
Dimethyl:2H(4): 1, 28; Oxidation: 
27

6408 true 1465 3366.4876 3365.5145 1 -10.14 167.83 32.17 84.1 (M:84.1) 1 1 1

R.NYQQNYQNSESGEK
NEGAENIPEGQAQQR.
R Dimethyl: 1, 14



Accession Type Range Protein Dataset Location Int. OK (SoK) SoK Row

ENSGALP00000003823 CID 1,016 - 1,021
complement factor H-related 2 - 
CGNC Symbol 53547 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(704,42)" 670 false 1

ENSGALP00000039757 CID 435 - 439
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(704,46)" 4546 false 2

ENSGALP00000013174 CID 43 - 48
ribosomal protein S27a - CGNC 
Symbol 49483 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(704,46)" 4546 false 3

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(705,43)" 1459 true 11.8 4



ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(705,43)" 1459 true 11.8 5

ENSGALP00000020744 CID 97 - 101

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(705,43)" 1459 true 11.8 6

ENSGALP00000024710 CID 125 - 131
ribosomal protein L24 - CGNC 
Symbol 50756 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(707,46)" 19557 7

ENSGALP00000039758 CID 84 - 88
SAM and SH3 domain containing 
3 - CGNC Symbol 2900 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(709,45)" 9519 false 8

ENSGALP00000016523 CID 37 - 41

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(709,45)" 9519 9



ENSGALP00000020744 CID 97 - 101

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(709,45)" 9519 10

ENSGALP00000018498 CID 41 - 45

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(709,45)" 9519 11

ENSGALP00000014509 CID 332 - 336

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(715,41)" 2517 12

ENSGALP00000015665 CID 66 - 70 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(715,41)" 2517 13

ENSGALP00000001460 CID 103 - 108
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(716,42)" 6039 true 1.55 14



ENSGALP00000026487 CID 102 - 107

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(718,45)" 1354 false 15

ENSGALP00000026337 CID 152 - 156
peroxiredoxin 4 - CGNC Symbol 
12239 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(721,39)" 1154 false 16

ENSGALP00000025600 CID 2-Aug

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 
11873 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(721,43)" 2751 17

ENSGALP00000020463 CID 586 - 590

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(723,43)" 2278 false 18

ENSGALP00000001474 CID 112 - 116

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(723,45)" 1037 false 19



ENSGALP00000027988 CID 56 - 61
Serine/arginine-rich splicing 
factor 2 - UP P30352 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(724,43)" 1797 true 2.38 20

ENSGALP00000010888 CID 121 - 125

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(725,47)" 4303 false 21

ENSGALP00000036122 CID 116 - 120

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(725,47)" 4303 false 22

ENSGALP00000006578 CID 116 - 120

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(725,47)" 4303 false 23

ENSGALP00000028746 CID 116 - 120

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(725,47)" 4303 false 24



ENSGALP00000035658 CID 117 - 122
paraspeckle component 1 - CGNC 
Symbol 50884 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(728,45)" 1860 25

ENSGALP00000027157 CID 1,007 - 1,012
collagen type IV alpha 2 - CGNC 
Symbol 12638 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(728,45)" 1860 false 26

ENSGALP00000008824 CID 110 - 115

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(728,45)" 1860 27

ENSGALP00000003954 CID 273 - 278
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(728,45)" 1860 false 28

ENSGALP00000027988 CID 56 - 61
Serine/arginine-rich splicing 
factor 2 - UP P30352 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(728,45)" 4277 29



ENSGALP00000015257 CID 842 - 847
ribosome binding protein 1 - 
CGNC Symbol 6587 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(728,45)" 407 false 30

ENSGALP00000017288 CID 84 - 88

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(729,41)" 1601 false 31

ENSGALP00000001957 CID 582 - 587
serine and arginine repetitive 
matrix 1 - CGNC Symbol 876 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(731,43)" 3265 32

ENSGALP00000039530 CID 95 - 99

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(731,45)" 8550 33

ENSGALP00000003737 CID 127 - 132
enolase 1 (alpha) - CGNC Symbol 
49607 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(732,44)" 21747 true 1.35 34



ENSGALP00000025461 CID 2-Jul
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(734,46)" 1979 false 35

ENSGALP00000017462 CID 158 - 163
high mobility group box 2 - CGNC 
Symbol 8169 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(736,40)" 1074 true 10.62 36

ENSGALP00000027541 CID 158 - 163
high mobility group box 1 - CGNC 
Symbol 49444 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(736,40)" 1074 true 10.62 37

ENSGALP00000003737 CID 127 - 132
enolase 1 (alpha) - CGNC Symbol 
49607 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(736,47)" 32067 38

ENSGALP00000017462 CID 158 - 163
high mobility group box 2 - CGNC 
Symbol 8169 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(740,42)" 12286 39



ENSGALP00000027541 CID 158 - 163
high mobility group box 1 - CGNC 
Symbol 49444 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(740,42)" 12286 40

ENSGALP00000015277 CID 261 - 266

capping protein (actin filament) 
muscle Z-line alpha 2 - CGNC 
Symbol 7136 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(741,47)" 6749 true 2.86 41

ENSGALP00000002349 CID 261 - 266

capping protein (actin filament) 
muscle Z-line alpha 1 - CGNC 
Symbol 1070 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(741,47)" 6749 true 2.86 42

ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(742,37)" 9806 true 2.38 43

ENSGALP00000007182 CID 1-Jun

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(742,46)" 1206 true 8.84 44



ENSGALP00000004871 CID 2-Aug
asparaginyl-tRNA synthetase - 
CGNC Symbol 2238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(743,40)" 2824 45

ENSGALP00000002744 CID 757 - 763
phospholipase A2 activating 
protein - CGNC Symbol 1252 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(743,44)" 77194 46

ENSGALP00000003584 CID 124 - 129
H3 histone family 3B - CGNC 
Symbol 49711 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(743,44)" 98681 true 2.41 47

ENSGALP00000008131 CID 446 - 451 vinculin - CGNC Symbol 3778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(743,46)" 421 false 48

ENSGALP00000024150 CID 62 - 68

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(743,46)" 421 49



ENSGALP00000003584 CID 118 - 123
H3 histone family 3B - CGNC 
Symbol 49711 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(744,48)" 3546 false 50

ENSGALP00000007728 CID 229 - 233
Y box binding protein 1 - CGNC 
Symbol 3598 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(745,40)" 2079 51

ENSGALP00000012938 CID 241 - 246
apoptosis inhibitor 5 - CGNC 
Symbol 16313 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(745,45)" 40443 true 1.17 52

ENSGALP00000027479 CID 737 - 743
complement C4-like - CGNC 
Symbol 50875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(745,46)" 3216 false 53

ENSGALP00000041526 CID 97 - 103

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(746,41)" 37380 54



ENSGALP00000041690 CID 108 - 113

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(746,47)" 603 55

ENSGALP00000025165 CID 86 - 91

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(746,49)" 2101 false 56

ENSGALP00000038782 CID 116 - 121
nucleobindin 2 - CGNC Symbol 
51883 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(747,48)" 1204 false 57

ENSGALP00000003584 CID 124 - 129
H3 histone family 3B - CGNC 
Symbol 49711 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(747,48)" 1204 58

ENSGALP00000011717 CID 222 - 227
ribosomal protein large P0 - 
CGNC Symbol 49505 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(748,43)" 7466 true 1.39 59



ENSGALP00000012481 CID 101 - 106
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(750,42)" 1084 true 0.97 60

ENSGALP00000011717 CID 222 - 227
ribosomal protein large P0 - 
CGNC Symbol 49505 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(752,45)" 9192 61

ENSGALP00000039865 CID 869 - 873
flightless I actin binding protein - 
CGNC Symbol 3713 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(753,43)" 3580 62

ENSGALP00000035595 CID 153 - 157
40S ribosomal protein S11 - 
Refseq NP_001026004 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(753,44)" 2583 false 63

ENSGALP00000012878 CID 42 - 48
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(755,49)" 966 false 64



ENSGALP00000019468 CID 53 - 58 aconitase 2 - CGNC Symbol 9059 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(756,48)" 2315 false 65

ENSGALP00000005212 CID 433 - 438
histone deacetylase 1 - CGNC 
Symbol 2394 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(756,49)" 2747 false 66

ENSGALP00000036304 CID 47 - 52
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(758,43)" 1708 true 0.61 67

ENSGALP00000007182 CID 1-Jun

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(758,45)" 809 false 68

ENSGALP00000023352 CID 443 - 448
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(759,46)" 341 false 0.31 69



ENSGALP00000005643 CID 44 - 50

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(759,46)" 610 70

ENSGALP00000016632 CID 103 - 108 keratin 8 - HGNC:6446 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(760,41)" 4753 false 71

ENSGALP00000019423 CID 111 - 116

dehydrogenase/reductase (SDR 
family) member 7 - CGNC Symbol 
9039 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(760,41)" 4753 false 72

ENSGALP00000000860 CID 1,567 - 1,573
calmodulin binding transcription 
activator 1 - CGNC Symbol 378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(760,42)" 1858 true 0.58 73

ENSGALP00000003584 CID 118 - 123
H3 histone family 3B - CGNC 
Symbol 49711 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(760,48)" 4710 false 74



ENSGALP00000034108 CID 305 - 310
pyruvate kinase muscle - CGNC 
Symbol 1412 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(761,49)" 4311 false 75

ENSGALP00000013738 CID 100 - 105
Rho GDP dissociation inhibitor 
(GDI) alpha - CGNC Symbol 55089 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(761,49)" 8833 true 0.87 76

ENSGALP00000012547 CID 480 - 486

solute carrier family 16 member 2 
(thyroid hormone transporter) - 
CGNC Symbol 5859 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(762,41)" 821 77

ENSGALP00000038105 CID 293 - 299
fibrinogen beta chain - CGNC 
Symbol 7036 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(762,44)" 2256 false 78

ENSGALP00000016523 CID 452 - 457

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(762,50)" 2936 79



ENSGALP00000023288 CID 196 - 201

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(763,46)" 5618 true 0.4 80

ENSGALP00000002822 CID 40 - 44
glyoxylate reductase 1 homolog - 
CGNC Symbol 52955 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(764,46)" 365 false 81

ENSGALP00000020463 CID 49 - 54

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(764,48)" 928 false 82

ENSGALP00000028283 CID 58 - 63
coactosin-like F-actin binding 
protein 1 - CGNC Symbol 54450 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(766,46)" 1384 true 0.83 83

ENSGALP00000023288 CID 196 - 201

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(767,48)" 1638 84



ENSGALP00000028283 CID 58 - 63
coactosin-like F-actin binding 
protein 1 - CGNC Symbol 54450 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(770,49)" 1148 85

ENSGALP00000021618 CID 107 - 112
lactate dehydrogenase B - CGNC 
Symbol 10005 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(770,50)" 3913 false 86

ENSGALP00000038626 CID 107 - 112
lactate dehydrogenase A - CGNC 
Symbol 49707 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(770,50)" 3913 false 87

ENSGALP00000015964 CID 19 - 24
ribosomal protein L18a - CGNC 
Symbol 50601 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(771,44)" 2187 false 88

ENSGALP00000008131 CID 420 - 427 vinculin - CGNC Symbol 3778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(771,45)" 1075 89



ENSGALP00000021838 CID 114 - 119
RNA binding motif protein 14 - 
HGNC:14219 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(771,45)" 1075 false 0.86 90

ENSGALP00000021892 CID 241 - 246
endoplasmic reticulum protein 44 
- CGNC Symbol 10115 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(771,45)" 1075 false 0.86 91

ENSGALP00000024283 CID 110 - 115
ribosomal protein S6 - CGNC 
Symbol 49670 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(771,47)" 1755 false 92

ENSGALP00000008802 CID 102 - 107
ribosomal protein S2 - CGNC 
Symbol 50281 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(771,47)" 1746 false 93

ENSGALP00000014058 CID 30 - 35
secreted frizzled-related protein 2-
like - CGNC Symbol 50585 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(771,48)" 3821 false 94



ENSGALP00000000205 CID 116 - 121
ribosomal protein L9 - CGNC 
Symbol 52467 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(771,48)" 2090 false 95

ENSGALP00000030678 CID 571 - 576 no description available 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(772,41)" 5001 false 96

ENSGALP00000013106 CID 247 - 253

NADH:ubiquinone oxidoreductase 
core subunit S3 - CGNC Symbol 
6122 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(772,50)" 701 false 97

ENSGALP00000019629 CID 87 - 93
proteasome subunit alpha 3 - 
CGNC Symbol 9125 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(773,46)" 979 true 1.15 98

ENSGALP00000014298 CID 42 - 48
ribosomal protein L12 - CGNC 
Symbol 50469 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(773,46)" 979 false 99



ENSGALP00000015964 CID 27 - 32
ribosomal protein L18a - CGNC 
Symbol 50601 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(774,44)" 3324 true 0.76 100

ENSGALP00000033915 CID 52 - 56

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC 
Symbol 3113 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(775,39)" 2503 101

ENSGALP00000026214 CID 6,133 - 6,137 dystonin - CGNC Symbol 12181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(775,45)" 1119 false 1.45 102

ENSGALP00000039133 CID 98 - 102

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(775,45)" 2338 false 0.79 103

ENSGALP00000007927 CID 90 - 95
Hsap of 9: ribosomal protein L36a 
- HGNC:10359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(775,47)" 903 false 0.35 104



ENSGALP00000023850 CID 115 - 120

ATPase H+ transporting lysosomal 
70kDa V1 subunit A - CGNC 
Symbol 10976 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(776,47)" 1836 false 105

ENSGALP00000021618 CID 113 - 118
lactate dehydrogenase B - CGNC 
Symbol 10005 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(776,47)" 2095 false 106

ENSGALP00000027519 CID 1,043 - 1,048

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 12819 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(777,43)" 3542 false 0.83 107

ENSGALP00000008498 CID 396 - 401
transketolase - CGNC Symbol 
3953 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(777,43)" 3542 true 0.83 108

ENSGALP00000002862 CID 474 - 479
arginyl-tRNA synthetase - CGNC 
Symbol 1305 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(777,44)" 4328 true 0.86 109



ENSGALP00000029968 CID 262 - 268
ribosomal protein L3 - CGNC 
Symbol 50654 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(777,48)" 2766 true 0.61 110

ENSGALP00000020463 CID 568 - 573

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(778,47)" 1080 111

ENSGALP00000008079 CID 257 - 262
serine hydroxymethyltransferase 
1 (soluble) - CGNC Symbol 3751 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(779,41)" 5697 false 112

ENSGALP00000016509 CID 1,353 - 1,359

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin subfamily 
a member 2 - CGNC Symbol 7728 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(780,46)" 4285 false 113

ENSGALP00000008498 CID 396 - 401
transketolase - CGNC Symbol 
3953 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(781,45)" 2951 114



ENSGALP00000027541 CID 77 - 82
high mobility group box 1 - CGNC 
Symbol 49444 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(781,50)" 1313 false 115

ENSGALP00000017462 CID 77 - 82
high mobility group box 2 - CGNC 
Symbol 8169 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(781,50)" 1313 false 116

ENSGALP00000039133 CID 98 - 102

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(783,49)" 2350 false 117

ENSGALP00000010633 CID 2-Aug

small nuclear ribonucleoprotein 
D3 polypeptide - CGNC Symbol 
4974 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(783,49)" 1146 false 118

ENSGALP00000015560 CID 184 - 190

eukaryotic translation initiation 
factor 2 subunit alpha - CGNC 
Symbol 7281 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(784,50)" 9534 false 119



ENSGALP00000021618 CID 113 - 118
lactate dehydrogenase B - CGNC 
Symbol 10005 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(784,51)" 11883 true 10.19 120

ENSGALP00000003850 CID 308 - 314

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(785,48)" 1408 false 2.77 121

ENSGALP00000023165 CID 50 - 57

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(785,49)" 731 true 2.28 122

ENSGALP00000018765 CID 48 - 53
ribosomal protein L14 - CGNC 
Symbol 49056 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(785,49)" 1853 false 123

ENSGALP00000015665 CID 71 - 76 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(786,44)" 6003 124



ENSGALP00000004046 CID 135 - 140
RAN member RAS oncogene 
family - CGNC Symbol 1850 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(786,45)" 495 true 4.37 125

ENSGALP00000002828 CID 42 - 49
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(786,49)" 2045 true 4.37 126

ENSGALP00000005854 CID Sep-15

proteasome (prosome 
macropain) 26S subunit non-
ATPase 12 - CGNC Symbol 2706 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(786,49)" 2045 false 4.37 127

ENSGALP00000018537 CID 430 - 435
methionyl aminopeptidase 2 - 
CGNC Symbol 8650 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(786,49)" 760 128

ENSGALP00000035366 CID 194 - 199

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(786,51)" 487 false 129



ENSGALP00000015063 CID 415 - 420
fibrinogen gamma chain - CGNC 
Symbol 7041 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(787,48)" 1234 false 130

ENSGALP00000010325 CID 1,013 - 1,019

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 46 - CGNC Symbol 
4822 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(788,46)" 441 131

ENSGALP00000000383 CID 1,389 - 1,395
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(789,46)" 2871 false 0.45 132

ENSGALP00000014265 CID 25 - 30
RAB1A member RAS oncogene 
family - CGNC Symbol 6666 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(789,46)" 2871 false 0.45 133

ENSGALP00000009985 CID 84 - 89

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(789,50)" 1820 134



ENSGALP00000008802 CID 62 - 67
ribosomal protein S2 - CGNC 
Symbol 50281 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(789,51)" 372 false 135

ENSGALP00000018695 CID 25 - 31

glycerol-3-phosphate 
dehydrogenase 1-like - CGNC 
Symbol 8724 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(789,51)" 372 136

ENSGALP00000021907 CID 7-Dec

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member E - CGNC Symbol 52680 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(789,51)" 8045 137

ENSGALP00000004515 CID 70 - 75
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(791,48)" 3199 true 1 138

ENSGALP00000002828 CID 409 - 414
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(792,44)" 4654 139



ENSGALP00000028746 CID 86 - 91

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(792,47)" 4186 140

ENSGALP00000041993 CID 103 - 108
ribosomal protein L21 - 
HGNC:10313 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(793,41)" 606 false 2.37 141

ENSGALP00000003737 CID Oct-15
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(794,40)" 5726 true 0.48 142

ENSGALP00000015000 CID 830 - 835
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(794,50)" 1001 143

ENSGALP00000038376 CID 31 - 36
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(794,50)" 441 false 144



ENSGALP00000022269 CID 49 - 54

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(795,42)" 546 false 1.12 145

ENSGALP00000000387 CID 456 - 461
pecanex homolog (Drosophila) - 
CGNC Symbol 52719 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(795,42)" 546 false 1.12 146

ENSGALP00000004515 CID 70 - 75
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(795,50)" 2648 147

ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(797,47)" 2714 false 4.7 148

ENSGALP00000008498 CID 466 - 471
transketolase - CGNC Symbol 
3953 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(797,48)" 1627 149



ENSGALP00000003737 CID Oct-15
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(798,43)" 2544 150

ENSGALP00000002383 CID 177 - 183
ras homolog family member C - 
CGNC Symbol 49521 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(799,50)" 11413 false 0.54 151

ENSGALP00000008131 CID 420 - 427 vinculin - CGNC Symbol 3778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(799,50)" 11413 false 0.54 152

ENSGALP00000020163 CID 2,000 - 2,005 ninein - CGNC Symbol 9389 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(800,50)" 2867 false 0.87 153

ENSGALP00000007705 CID 191 - 197
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(800,50)" 2867 false 0.87 154



ENSGALP00000024646 CID 108 - 113
TRK-fused gene - CGNC Symbol 
11390 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(800,50)" 2884 true 0.31 155

ENSGALP00000014260 CID 31 - 37

ARP2 actin-related protein 2 
homolog (yeast) - CGNC Symbol 
49669 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(800,50)" 2884 false 0.31 156

ENSGALP00000005565 CID 115 - 120
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(800,50)" 2884 false 157

ENSGALP00000007236 CID 38 - 43
calcyclin binding protein - CGNC 
Symbol 3365 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(800,50)" 2884 false 158

ENSGALP00000038799 CID 106 - 112
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(800,52)" 1334 false 159



ENSGALP00000022004 CID 106 - 112 tropomyosin 3 - HGNC:12012 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(800,52)" 1334 false 160

ENSGALP00000005565 CID 60 - 65
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(802,42)" 3936 true 3.32 161

ENSGALP00000013355 CID 27 - 32
ribosomal protein L30 - CGNC 
Symbol 6224 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(802,49)" 3064 false 162

ENSGALP00000010210 CID 137 - 142
leukocyte cell derived chemotaxin 
2 - CGNC Symbol 4754 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(803,45)" 8246 false 163

ENSGALP00000018498 CID 534 - 540

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(803,51)" 580 false 164



ENSGALP00000016523 CID 533 - 539

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(803,51)" 580 false 165

ENSGALP00000035595 CID 38 - 44
40S ribosomal protein S11 - 
Refseq NP_001026004 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(804,50)" 848 false 166

ENSGALP00000015657 CID 285 - 290 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(805,38)" 1040 false 1.12 167

ENSGALP00000008311 CID 760 - 765
SEC24 family member C - CGNC 
Symbol 3857 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(805,46)" 27165 false 0.47 168

ENSGALP00000041159 CID 63 - 69
ribosomal protein S16 - 
HGNC:10396 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(805,46)" 27165 true 0.47 169



ENSGALP00000003431 CID 249 - 254

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(805,51)" 2327 false 170

ENSGALP00000025921 CID 323 - 329
RAD21 cohesin complex 
component - CGNC Symbol 12049 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(805,52)" 13614 false 171

ENSGALP00000039454 CID 33 - 40
beta-2-microglobulin - CGNC 
Symbol 1542 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(806,43)" 894 false 172

ENSGALP00000038435 CID 651 - 656

transglutaminase 2 (C 
polypeptide protein-glutamine-
gamma-glutamyltransferase) - 
CGNC Symbol 49801 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(806,43)" 894 false 173

ENSGALP00000005565 CID 60 - 65
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(806,45)" 13059 174



ENSGALP00000030189 CID 39 - 45
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(807,46)" 7528 175

ENSGALP00000006240 CID 902 - 907
collagen type VI alpha 3 - CGNC 
Symbol 2875 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(807,49)" 3665 false 176

ENSGALP00000007490 CID 461 - 466 moesin - HGNC:7373 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(807,50)" 382 177

ENSGALP00000026812 CID 1,528 - 1,533
kinesin family member 13B - 
CGNC Symbol 12468 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(808,42)" 737 false 178

ENSGALP00000007466 CID 111 - 118

actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 
15421 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(808,42)" 737 true 1.61 179



ENSGALP00000013053 CID 7-Dec

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 50017 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(808,51)" 3292 false 180

ENSGALP00000005520 CID 325 - 331
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(809,39)" 1121 181

ENSGALP00000005520 CID 325 - 331
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(809,40)" 3057 182

ENSGALP00000021333 CID 433 - 438
IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 49585 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(809,48)" 759 183

ENSGALP00000008311 CID 760 - 765
SEC24 family member C - CGNC 
Symbol 3857 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(809,48)" 13032 184



ENSGALP00000041159 CID 63 - 69
ribosomal protein S16 - 
HGNC:10396 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(809,48)" 13032 185

ENSGALP00000000224 CID 249 - 254
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(810,49)" 1564 true 1.04 186

ENSGALP00000007819 CID 389 - 395 peptidase D - CGNC Symbol 3636 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(811,50)" 1247 true 1.08 187

ENSGALP00000038179 CID 168 - 173
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(812,45)" 807 188

ENSGALP00000006604 CID 430 - 435

GTPase activating protein (SH3 
domain) binding protein 1 - CGNC 
Symbol 50211 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(813,43)" 2775 189



ENSGALP00000002604 CID 51 - 56

inter-alpha-trypsin inhibitor 
heavy chain 3 - CGNC Symbol 
50111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(813,52)" 5647 190

ENSGALP00000020857 CID 335 - 341

coagulation factor XIII A1 
polypeptide - CGNC Symbol 
49310 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(814,46)" 2042 false 191

ENSGALP00000006414 CID 238 - 244

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(814,48)" 1187 true 2.53 192

ENSGALP00000005654 CID 1,956 - 1,962 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(815,46)" 1560 false 193

ENSGALP00000005653 CID 1,893 - 1,899 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(815,46)" 1560 false 194



ENSGALP00000036304 CID 77 - 83
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(815,52)" 924 false 195

ENSGALP00000038435 CID 290 - 296

transglutaminase 2 (C 
polypeptide protein-glutamine-
gamma-glutamyltransferase) - 
CGNC Symbol 49801 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(816,45)" 5847 true 0.42 196

ENSGALP00000022235 CID 303 - 308

CNDP dipeptidase 2 
(metallopeptidase M20 family) - 
CGNC Symbol 13892 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(816,47)" 482 197

ENSGALP00000008802 CID 181 - 187
ribosomal protein S2 - CGNC 
Symbol 50281 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(818,46)" 13039 true 0.41 198

ENSGALP00000006414 CID 238 - 244

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(818,49)" 1355 199



ENSGALP00000017556 CID 254 - 259 legumain - CGNC Symbol 8216 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(818,51)" 1521 false 200

ENSGALP00000022243 CID 174 - 180
aminopeptidase puromycin 
sensitive - CGNC Symbol 10259 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(819,49)" 844 false 201

ENSGALP00000004159 CID 40 - 45
ribosomal protein L10a - CGNC 
Symbol 51119 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(820,43)" 694 false 202

ENSGALP00000029144 CID Sep-14
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(821,48)" 1643 203

ENSGALP00000013174 CID 1-Jun
ribosomal protein S27a - CGNC 
Symbol 49483 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(821,49)" 34510 false 204



ENSGALP00000024681 CID 39 - 44
N-acetylneuraminate synthase - 
CGNC Symbol 11406 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(821,49)" 34510 false 205

ENSGALP00000024078 CID 193 - 198
WD repeat domain 1 - CGNC 
Symbol 11108 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(822,43)" 2387 true 0.65 206

ENSGALP00000006038 CID 387 - 393 ribophorin II - CGNC Symbol 2792 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(822,53)" 10002 false 207

ENSGALP00000000468 CID 341 - 346

Gallus gallus proteasome 
(prosome macropain) 26S subunit 
ATPase 5 (PSMC5) mRNA. - 
RefSeq mRNA NM_001292069 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(822,53)" 10002 208

ENSGALP00000003898 CID 716 - 722 matrin 3 - CGNC Symbol 1772 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(823,44)" 1419 true 2.76 209



ENSGALP00000012779 CID 205 - 210

phosphatidylinositol-5-phosphate 
4-kinase type II alpha - CGNC 
Symbol 5959 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(823,46)" 1821 210

ENSGALP00000026214 CID 5,579 - 5,584 dystonin - CGNC Symbol 12181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(823,47)" 2244 false 211

ENSGALP00000015657 CID 329 - 335 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(823,51)" 73454 true 0.76 212

ENSGALP00000015988 CID 331 - 337
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(823,51)" 73454 true 0.76 213

ENSGALP00000002352 CID 323 - 329
RNA binding motif protein 39 - 
CGNC Symbol 1071 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(825,45)" 649 false 214



ENSGALP00000023278 CID 218 - 224

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(827,49)" 14085 215

ENSGALP00000003898 CID 716 - 722 matrin 3 - CGNC Symbol 1772 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(827,49)" 10861 216

ENSGALP00000015657 CID 329 - 335 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(827,51)" 16908 217

ENSGALP00000015988 CID 331 - 337
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(827,51)" 16908 218

ENSGALP00000011574 CID 46 - 52
dynein light chain 1 cytoplasmic - 
CGNC Symbol 53172 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(827,52)" 413 false 219



ENSGALP00000025461 CID 1-Jul
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(827,53)" 1048 false 0.9 220

ENSGALP00000018695 CID 277 - 283

glycerol-3-phosphate 
dehydrogenase 1-like - CGNC 
Symbol 8724 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(827,53)" 1048 true 0.9 221

ENSGALP00000041108 CID 52 - 58
SATB homeobox 1 - CGNC Symbol 
8550 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(828,49)" 876 false 222

ENSGALP00000017080 CID 159 - 166
SNW domain containing 1 - CGNC 
Symbol 7983 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(828,49)" 552 223

ENSGALP00000003899 CID 83 - 89
methionine adenosyltransferase I 
alpha - CGNC Symbol 1773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(828,51)" 1174 224



ENSGALP00000003850 CID 29 - 35

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(828,51)" 1174 true 1 225

ENSGALP00000002522 CID 196 - 201

complement component 1 q 
subcomponent binding protein - 
CGNC Symbol 1156 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(828,53)" 556 false 226

ENSGALP00000000509 CID 422 - 428

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(831,47)" 405 true 2.42 227

ENSGALP00000025327 CID 5,513 - 5,519
MDN1 midasin homolog (yeast) - 
CGNC Symbol 11734 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(831,48)" 4409 false 2.42 228

ENSGALP00000014265 CID 52 - 58
RAB1A member RAS oncogene 
family - CGNC Symbol 6666 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(831,48)" 1920 true 0.63 229



ENSGALP00000005505 CID 49 - 55
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(831,48)" 1920 true 0.63 230

ENSGALP00000025929 CID 70 - 76
hydroxyacyl-CoA dehydrogenase - 
CGNC Symbol 12053 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(831,49)" 13134 false 0.24 231

ENSGALP00000003584 CID 58 - 64
H3 histone family 3B - CGNC 
Symbol 49711 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(831,49)" 13134 232

ENSGALP00000005468 CID 144 - 150

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC 
Symbol 49552 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(831,50)" 2184 false 233

ENSGALP00000025165 CID 125 - 131

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(832,46)" 445 false 234



ENSGALP00000003850 CID 29 - 35

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(832,51)" 2439 235

ENSGALP00000038570 CID 28 - 34
eukaryotic translation initiation 
factor 5A2 - CGNC Symbol 49863 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(832,53)" 1067 false 236

ENSGALP00000014107 CID 67 - 73 vimentin - CGNC Symbol 51275 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(833,40)" 2945 true 7.46 237

ENSGALP00000042244 CID 1,543 - 1,550
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(833,48)" 21997 238

ENSGALP00000012878 CID 324 - 330
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(833,48)" 21997 true 0.83 239



ENSGALP00000004243 CID 57 - 62

Gallus gallus ribosomal protein 
L17 (RPL17) mRNA. - RefSeq 
mRNA NM_001282277 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(834,42)" 552 true 4.6 240

ENSGALP00000003737 CID 407 - 412
enolase 1 (alpha) - CGNC Symbol 
49607 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(834,49)" 2553 true 0.58 241

ENSGALP00000026126 CID 31 - 37
ribosomal protein L8 - CGNC 
Symbol 12137 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(835,43)" 7292 true 2.21 242

ENSGALP00000012293 CID 62 - 68
ribosomal protein L35a - CGNC 
Symbol 5744 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(835,47)" 2676 true 0.92 243

ENSGALP00000000509 CID 422 - 428

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(835,49)" 980 244



ENSGALP00000023454 CID 73 - 78
N-acetyltransferase 10 - CGNC 
Symbol 10818 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(835,49)" 980 245

ENSGALP00000003914 CID 357 - 363

ubiquinol-cytochrome c 
reductase core protein II - CGNC 
Symbol 1783 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(835,51)" 357 false 246

ENSGALP00000028374 CID 1-Sep

VAMP (vesicle-associated 
membrane protein)-associated 
protein A 33kDa - CGNC Symbol 
54859 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(835,52)" 743 false 247

ENSGALP00000007822 CID 392 - 398
coronin actin binding protein 1C - 
CGNC Symbol 50369 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(835,53)" 1030 false 248

ENSGALP00000035973 CID 93 - 99

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(836,41)" 2291 true 0.46 249



ENSGALP00000006284 CID 100 - 106

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(837,39)" 1158 true 1.17 250

ENSGALP00000040638 CID 444 - 449 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(837,42)" 1975 true 1.12 251

ENSGALP00000013174 CID 1-Jun
ribosomal protein S27a - CGNC 
Symbol 49483 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(837,49)" 11484 false 2.66 252

ENSGALP00000004243 CID 57 - 62

Gallus gallus ribosomal protein 
L17 (RPL17) mRNA. - RefSeq 
mRNA NM_001282277 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(838,45)" 7534 253

ENSGALP00000012779 CID 172 - 178

phosphatidylinositol-5-phosphate 
4-kinase type II alpha - CGNC 
Symbol 5959 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(838,46)" 4190 true 0.32 254



ENSGALP00000003737 CID 407 - 412
enolase 1 (alpha) - CGNC Symbol 
49607 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(838,52)" 17133 255

ENSGALP00000027391 CID 582 - 588
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(839,44)" 943 true 0.86 256

K7EPJ9 CID 149 - 155

Keratin, type I cytoskeletal 17 
(Fragment) OS=Homo sapiens 
GN=KRT17 PE=1 SV=1 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(839,45)" 7464 257

P13645 CID 229 - 235

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(839,45)" 7464 258

ENSGALP00000026126 CID 31 - 37
ribosomal protein L8 - CGNC 
Symbol 12137 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(839,45)" 21593 259



ENSGALP00000016337 CID 2,258 - 2,264

LPS-responsive vesicle trafficking 
beach and anchor containing - 
CGNC Symbol 7650 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(839,45)" 21593 false 1.4 260

ENSGALP00000003296 CID 438 - 444

lymphocyte cytosolic protein 2 
(SH2 domain containing leukocyte 
protein of 76kDa) - CGNC Symbol 
1506 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(839,49)" 339 261

ENSGALP00000020744 CID 428 - 433

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(839,51)" 3727 false 262

ENSGALP00000009709 CID 372 - 379

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(839,54)" 3359 263

ENSGALP00000036304 CID 440 - 446
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(839,54)" 3359 false 264



ENSGALP00000023352 CID 858 - 863
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(840,43)" 1320 false 265

ENSGALP00000035973 CID 93 - 99

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(840,43)" 714 266

ENSGALP00000029589 CID 343 - 348 septin 6 - CGNC Symbol 51720 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(840,48)" 3921 267

ENSGALP00000006284 CID 100 - 106

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(841,42)" 2456 268

ENSGALP00000037901 CID 1-Jun
NIMA related kinase 1 - CGNC 
Symbol 7364 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(841,44)" 984 false 269



ENSGALP00000004002 CID 35 - 41
glucuronidase beta - CGNC 
Symbol 53202 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(841,46)" 2620 270

ENSGALP00000012349 CID 188 - 195
C-terminal binding protein-like - 
CGNC Symbol 50231 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(841,53)" 1521 false 271

ENSGALP00000025299 CID 174 - 181
C-terminal binding protein 1 - 
CGNC Symbol 11723 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(841,53)" 1521 false 272

ENSGALP00000000383 CID 568 - 575
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(842,51)" 12534 false 273

ENSGALP00000035658 CID 2-Aug
paraspeckle component 1 - CGNC 
Symbol 50884 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(842,51)" 12534 false 274



ENSGALP00000041366 CID 206 - 212
small nuclear ribonucleoprotein 
polypeptide B2 - HGNC:11155 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(842,51)" 475 false 275

ENSGALP00000031047 CID 86 - 93
mannosidase endo-alpha - CGNC 
Symbol 11620 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(843,44)" 1864 true 0.4 276

ENSGALP00000027391 CID 582 - 588
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(843,47)" 1430 277

ENSGALP00000038795 CID 208 - 214

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(843,48)" 9862 true 0.4 278

ENSGALP00000026337 CID 183 - 190
peroxiredoxin 4 - CGNC Symbol 
12239 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(843,48)" 9862 false 279



ENSGALP00000018740 CID 1,109 - 1,115
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(843,50)" 10651 true 0.51 280

ENSGALP00000019563 CID 147 - 153

X-prolyl aminopeptidase 
(aminopeptidase P) 3 putative - 
CGNC Symbol 9095 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(843,53)" 1166 true 1.65 281

ENSGALP00000015128 CID 371 - 377
lamin B receptor - CGNC Symbol 
49736 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(843,53)" 612 false 282

ENSGALP00000036122 CID Dec-18

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(844,44)" 627 true 1.29 283

ENSGALP00000028746 CID Dec-18

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(844,44)" 627 true 1.29 284



ENSGALP00000010888 CID 13 - 19

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(844,44)" 627 true 1.29 285

ENSGALP00000006578 CID Dec-18

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(844,44)" 627 true 1.29 286

ENSGALP00000005535 CID 173 - 179

Gallus gallus serine peptidase 
inhibitor Kazal type 7 (putative) 
(SPINK7) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001308494 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(844,48)" 8664 false 287

ENSGALP00000020163 CID 1,324 - 1,330 ninein - CGNC Symbol 9389 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(845,47)" 3788 288

ENSGALP00000026858 CID 618 - 624

minichromosome maintenance 
complex component 3 - CGNC 
Symbol 12496 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(845,51)" 4620 289



ENSGALP00000017274 CID 642 - 649

acyl-CoA synthetase long-chain 
family member 1 - CGNC Symbol 
8071 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(845,51)" 1627 false 1.44 290

ENSGALP00000037524 CID 167 - 173
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(845,52)" 2762 false 291

ENSGALP00000016978 CID 157 - 163
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(845,52)" 2762 false 292

ENSGALP00000013174 CID 1-Jun
ribosomal protein S27a - CGNC 
Symbol 49483 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(845,54)" 1146 true 2.15 293

ENSGALP00000017123 CID 318 - 323
lymphoid enhancer binding factor 
1 - CGNC Symbol 7997 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(846,46)" 1743 294



ENSGALP00000012547 CID 480 - 486

solute carrier family 16 member 2 
(thyroid hormone transporter) - 
CGNC Symbol 5859 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(846,50)" 12220 false 295

ENSGALP00000027779 CID 258 - 264

chromosome 1 open reading 
frame human C11orf54 - Refseq 
NP_001264206 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(847,42)" 1492 false 296

ENSGALP00000041749 CID 2-Aug

guanine nucleotide binding 
protein (G protein) alpha 13 - 
CGNC Symbol 3014 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(847,43)" 1338 297

ENSGALP00000026214 CID 4,299 - 4,304 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(847,46)" 5969 false 298

ENSGALP00000026337 CID 241 - 247
peroxiredoxin 4 - CGNC Symbol 
12239 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(847,46)" 5969 false 0.61 299



ENSGALP00000016629 CID 152 - 158
peroxiredoxin 1 - CGNC Symbol 
7794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(847,46)" 5969 false 0.61 300

ENSGALP00000038782 CID 395 - 400
nucleobindin 2 - CGNC Symbol 
51883 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(847,48)" 2513 false 301

ENSGALP00000003089 CID 149 - 155
valosin containing protein - CGNC 
Symbol 53073 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(847,49)" 672 true 1.75 302

ENSGALP00000018740 CID 1,109 - 1,115
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(847,51)" 3498 303

ENSGALP00000012689 CID 90 - 96
NmrA-like family domain 
containing 1 - CGNC Symbol 5919 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(847,51)" 3498 304



ENSGALP00000038795 CID 208 - 214

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(847,51)" 3498 305

ENSGALP00000017341 CID 380 - 386

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(847,51)" 2223 true 1.65 306

ENSGALP00000008279 CID 101 - 108
mitochondrial carrier 2 - CGNC 
Symbol 3845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(847,51)" 2223 307

ENSGALP00000026214 CID 7,322 - 7,329 dystonin - CGNC Symbol 12181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(847,53)" 10055 false 308

ENSGALP00000014708 CID 258 - 264
EBNA1 binding protein 2 - CGNC 
Symbol 6879 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(848,48)" 353 false 309



ENSGALP00000000485 CID 618 - 623
Hsap of 1: AT-rich interaction 
domain 1A - HGNC:11110 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(848,51)" 2595 310

ENSGALP00000025475 CID 243 - 249

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 51548 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(848,51)" 935 false 311

ENSGALP00000037324 CID 111 - 117
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(848,52)" 11836 312

ENSGALP00000012100 CID 459 - 465
leucyl-tRNA synthetase - CGNC 
Symbol 5654 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(848,52)" 11836 false 313

ENSGALP00000039530 CID 132 - 137

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(848,53)" 4465 true 2.87 314



ENSGALP00000014260 CID 307 - 312

ARP2 actin-related protein 2 
homolog (yeast) - CGNC Symbol 
49669 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(849,49)" 478 false 0.81 315

ENSGALP00000020346 CID 91 - 97
FK506 binding protein 3 - CGNC 
Symbol 9468 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(850,48)" 432 false 316

ENSGALP00000007833 CID 280 - 286
myelin expression factor 2 - CGNC 
Symbol 49981 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(850,48)" 432 false 317

ENSGALP00000008236 CID 438 - 443
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(850,48)" 432 false 318

ENSGALP00000022676 CID 86 - 92
H2A histone family member V - 
HGNC:20664 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(850,53)" 9385 319



ENSGALP00000040653 CID 83 - 89

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - 
RefSeq mRNA NM_001030753 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(850,53)" 9385 320

ENSGALP00000000860 CID 177 - 183
calmodulin binding transcription 
activator 1 - CGNC Symbol 378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(850,53)" 9385 321

ENSGALP00000004807 CID 181 - 187
proteasome subunit alpha 4 - 
CGNC Symbol 2207 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(851,42)" 2732 false 322

ENSGALP00000026337 CID 241 - 247
peroxiredoxin 4 - CGNC Symbol 
12239 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(851,47)" 3320 323

ENSGALP00000016629 CID 152 - 158
peroxiredoxin 1 - CGNC Symbol 
7794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(851,47)" 3320 324



ENSGALP00000014761 CID 294 - 299
aarF domain containing kinase 3 - 
CGNC Symbol 6913 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(851,52)" 7899 325

ENSGALP00000017341 CID 409 - 415

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(851,52)" 7899 326

ENSGALP00000003089 CID 149 - 155
valosin containing protein - CGNC 
Symbol 53073 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(851,53)" 1007 327

ENSGALP00000008521 CID 2,185 - 2,192
laminin alpha 5 - CGNC Symbol 
3962 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(852,47)" 1106 false 328

ENSGALP00000005081 CID Dec-19
lectin galactoside-binding soluble 
2 - CGNC Symbol 2336 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(853,51)" 604 true 0.81 329



ENSGALP00000008336 CID 21 - 26
adhesion regulating molecule 1 - 
CGNC Symbol 3870 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(854,48)" 3968 true 0.56 330

ENSGALP00000019318 CID 62 - 68
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(855,53)" 4775 331

ENSGALP00000032274 CID 553 - 559

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(855,54)" 2214 332

ENSGALP00000041510 CID 79 - 85
Hsap of 1: calreticulin - 
HGNC:1455 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(856,52)" 771 false 333

ENSGALP00000018750 CID 231 - 236
solute carrier family 25 member 3 
- CGNC Symbol 8748 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(857,40)" 3139 true 1.79 334



ENSGALP00000008336 CID 21 - 26
adhesion regulating molecule 1 - 
CGNC Symbol 3870 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(858,50)" 1309 335

ENSGALP00000023294 CID 811 - 817

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(858,51)" 1241 false 0.99 336

ENSGALP00000007476 CID 65 - 70
SET nuclear oncogene - CGNC 
Symbol 3483 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(858,54)" 5232 false 337

ENSGALP00000004672 CID 262 - 267

3-hydroxy-3-methylglutaryl-CoA 
synthase 2 (mitochondrial) - 
CGNC Symbol 2139 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(859,41)" 4273 false 338

ENSGALP00000012293 CID 79 - 84
ribosomal protein L35a - CGNC 
Symbol 5744 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(859,44)" 2118 true 0.53 339



ENSGALP00000016536 CID 675 - 680
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(859,45)" 5276 false 3.84 340

ENSGALP00000021472 CID 120 - 128
fumarate hydratase - CGNC 
Symbol 9939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(859,45)" 5276 false 3.84 341

ENSGALP00000035780 CID 2,964 - 2,970
RAN binding protein 2 - CGNC 
Symbol 50838 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(859,45)" 5276 342

ENSGALP00000007705 CID 245 - 251
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(859,49)" 19337 true 0.35 343

ENSGALP00000006337 CID 267 - 272
threonyl-tRNA synthetase-like 2 - 
CGNC Symbol 2925 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(859,52)" 13040 false 344



ENSGALP00000002862 CID 575 - 581
arginyl-tRNA synthetase - CGNC 
Symbol 1305 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(859,52)" 13040 345

ENSGALP00000003584 CID 58 - 64
H3 histone family 3B - CGNC 
Symbol 49711 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(859,53)" 90433 true 2.36 346

ENSGALP00000014708 CID 197 - 203
EBNA1 binding protein 2 - CGNC 
Symbol 6879 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(859,53)" 90433 false 347

ENSGALP00000025327 CID 764 - 771
MDN1 midasin homolog (yeast) - 
CGNC Symbol 11734 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(860,46)" 1547 348

ENSGALP00000021255 CID 353 - 360
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(860,53)" 705 true 0.45 349



ENSGALP00000018750 CID 231 - 236
solute carrier family 25 member 3 
- CGNC Symbol 8748 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(861,42)" 5618 350

ENSGALP00000021927 CID 210 - 216
IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 49403 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(861,46)" 6419 false 0.64 351

ENSGALP00000021333 CID 214 - 220
IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 49585 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(861,46)" 6419 false 0.64 352

ENSGALP00000015246 CID 209 - 215
peroxiredoxin 3 - CGNC Symbol 
7123 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(861,46)" 6419 true 0.29 353

ENSGALP00000010465 CID 412 - 419

fumarylacetoacetate hydrolase 
(fumarylacetoacetase) - CGNC 
Symbol 4886 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(861,52)" 742 true 0.94 354



ENSGALP00000004641 CID 1,902 - 1,908
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(861,52)" 54063 false 355

ENSGALP00000026126 CID 182 - 188
ribosomal protein L8 - CGNC 
Symbol 12137 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(862,51)" 5503 false 356

ENSGALP00000007705 CID 245 - 251
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(863,52)" 3608 357

ENSGALP00000003584 CID 58 - 64
H3 histone family 3B - CGNC 
Symbol 49711 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(863,54)" 107750 358

ENSGALP00000006337 CID 267 - 272
threonyl-tRNA synthetase-like 2 - 
CGNC Symbol 2925 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(863,55)" 70634 false 359



ENSGALP00000005653 CID 1,963 - 1,969 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(863,55)" 6272 false 360

ENSGALP00000005654 CID 2,026 - 2,032 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(863,55)" 6272 false 361

ENSGALP00000012879 CID 249 - 254
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(864,45)" 7713 362

ENSGALP00000010800 CID 78 - 84

actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 
50145 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(864,46)" 3550 363

ENSGALP00000020857 CID 535 - 542

coagulation factor XIII A1 
polypeptide - CGNC Symbol 
49310 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(864,46)" 2549 true 1.38 364



P04264 CID 75 - 82

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(864,54)" 1140 365

ENSGALP00000004641 CID 2-Aug
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(865,46)" 494 366

ENSGALP00000041108 CID 59 - 65
SATB homeobox 1 - CGNC Symbol 
8550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(865,46)" 1362 false 367

ENSGALP00000037001 CID 97 - 102

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC 
Symbol 9462 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(865,49)" 2553 368

ENSGALP00000013659 CID 77 - 83
THUMP domain containing 3 - 
CGNC Symbol 6359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(865,51)" 1788 true 0.52 369



ENSGALP00000026487 CID 159 - 166

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(865,51)" 1788 370

ENSGALP00000011689 CID 450 - 457
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(866,45)" 3511 true 0.95 371

ENSGALP00000027953 CID 118 - 124
ribosomal protein S3 - CGNC 
Symbol 13020 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(866,45)" 1601 true 0.95 372

ENSGALP00000029968 CID 156 - 161
ribosomal protein L3 - CGNC 
Symbol 50654 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(866,46)" 4822 true 0.46 373

ENSGALP00000023294 CID 1,281 - 1,287

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(866,54)" 1133 374



ENSGALP00000020634 CID 179 - 185
cytoskeleton-associated protein 4 
- HGNC:16991 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(866,54)" 4803 375

ENSGALP00000012293 CID 79 - 84
ribosomal protein L35a - CGNC 
Symbol 5744 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(867,50)" 2894 true 0.55 376

ENSGALP00000008341 CID 34 - 40
glutathione S-transferase theta 1-
like - CGNC Symbol 55583 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(867,52)" 344 true 10.7 377

ENSGALP00000015626 CID 41 - 48

phosphoenolpyruvate 
carboxykinase 2 (mitochondrial) - 
CGNC Symbol 49813 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(867,54)" 6026 true 10.7 378

ENSGALP00000031013 CID 73 - 79
LMBR1 domain containing 1 - 
CGNC Symbol 12092 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(868,46)" 1393 379



ENSGALP00000042171 CID 81 - 88
transgelin 2 - CGNC Symbol 
65718 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(868,49)" 3318 380

ENSGALP00000039530 CID 230 - 235

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(868,52)" 4189 false 381

ENSGALP00000009511 CID 15 - 20
ribosomal protein L5 - CGNC 
Symbol 4424 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(868,52)" 4189 false 382

ENSGALP00000006284 CID 87 - 92

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(868,52)" 4189 false 383

ENSGALP00000015061 CID 28 - 36
fibrinogen alpha chain - CGNC 
Symbol 49746 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(870,45)" 1038 false 1.12 384



ENSGALP00000011689 CID 450 - 457
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(870,47)" 2143 385

ENSGALP00000027953 CID 118 - 124
ribosomal protein S3 - CGNC 
Symbol 13020 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(870,47)" 1056 386

ENSGALP00000029968 CID 156 - 161
ribosomal protein L3 - CGNC 
Symbol 50654 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(870,48)" 3934 387

ENSGALP00000031485 CID 34 - 40
alcohol dehydrogenase 6 (class V) 
- CGNC Symbol 49588 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(870,54)" 423 388

ENSGALP00000035686 CID 365 - 372
periostin osteoblast specific 
factor - CGNC Symbol 12805 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(870,54)" 423 false 1.12 389



ENSGALP00000014119 CID 63 - 69
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(870,54)" 423 false 0.48 390

ENSGALP00000000810 CID 561 - 568
DEAD (Asp-Glu-Ala-Asp) box 
helicase 42 - CGNC Symbol 360 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(870,54)" 115674 false 0.67 391

P00761 CID 108 - 115 Trypsin OS=Sus scrofa PE=1 SV=1 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(870,55)" 66913 false 392

ENSGALP00000019163 CID 99 - 107 histone H1 - CGNC Symbol 53214 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(871,49)" 1445 false 393

ENSGALP00000012689 CID 34 - 41
NmrA-like family domain 
containing 1 - CGNC Symbol 5919 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(871,49)" 508 false 394



ENSGALP00000009821 CID 115 - 121
ribosomal protein S13 - CGNC 
Symbol 49921 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(871,54)" 482 false 395

ENSGALP00000038984 CID 219 - 225
proteasome activator subunit 3 - 
CGNC Symbol 51153 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(871,54)" 482 false 396

ENSGALP00000008341 CID 34 - 40
glutathione S-transferase theta 1-
like - CGNC Symbol 55583 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(871,55)" 5913 397

ENSGALP00000003737 CID 222 - 228
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(871,55)" 939 false 398

ENSGALP00000009341 CID 788 - 794
high density lipoprotein binding 
protein - CGNC Symbol 4348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(871,55)" 939 false 399



ENSGALP00000019318 CID 206 - 213
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(872,46)" 20820 false 1.63 400

ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(872,47)" 3445 true 1.45 401

ENSGALP00000038774 CID 267 - 273
argininosuccinate synthase 1 - 
CGNC Symbol 50457 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(872,48)" 2225 false 402

ENSGALP00000014746 CID 38 - 45
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(872,48)" 2225 false 403

ENSGALP00000031013 CID 73 - 79
LMBR1 domain containing 1 - 
CGNC Symbol 12092 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(872,50)" 1503 true 1.08 404



ENSGALP00000041758 CID 484 - 490

transporter 1 ATP-binding 
cassette sub-family B (MDR/TAP) - 
CGNC Symbol 53176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(872,55)" 1280 405

ENSGALP00000039757 CID 764 - 770
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(872,56)" 584 false 406

ENSGALP00000037901 CID 381 - 387
NIMA related kinase 1 - CGNC 
Symbol 7364 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(872,56)" 584 false 407

ENSGALP00000035514 CID 343 - 350
protein kinase C delta - CGNC 
Symbol 50113 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(873,55)" 614 408

K7EPJ9 CID 80 - 86

Keratin, type I cytoskeletal 17 
(Fragment) OS=Homo sapiens 
GN=KRT17 PE=1 SV=1 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(873,55)" 523 false 409



P13645 CID 157 - 163

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(873,55)" 523 false 410

P35527 CID 164 - 170

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(873,55)" 523 false 411

ENSGALP00000025593 CID 200 - 207
collagen type XII alpha 1 - CGNC 
Symbol 49526 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(874,48)" 11010 412

ENSGALP00000037901 CID 778 - 785
NIMA related kinase 1 - CGNC 
Symbol 7364 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(874,48)" 11010 false 0.35 413

ENSGALP00000023266 CID 37 - 43
ribosomal protein S20 - 
HGNC:10405 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(874,48)" 5053 true 0.35 414



ENSGALP00000010844 CID 158 - 165
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(874,48)" 5053 false 0.35 415

P00761 CID 108 - 115 Trypsin OS=Sus scrofa PE=1 SV=1 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(874,56)" 3472 416

ENSGALP00000008341 CID 65 - 71
glutathione S-transferase theta 1-
like - CGNC Symbol 55583 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(875,53)" 7649 false 417

ENSGALP00000007927 CID 108 - 114
Hsap of 9: ribosomal protein L36a 
- HGNC:10359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(875,53)" 7649 false 418

ENSGALP00000010157 CID 376 - 381
SON DNA binding protein - CGNC 
Symbol 4729 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(875,54)" 13996 false 419



ENSGALP00000012472 CID Oct-15 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(876,50)" 7098 false 420

ENSGALP00000023944 CID 463 - 470

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(876,50)" 22179 421

ENSGALP00000039157 CID 363 - 369
ATP citrate lyase - CGNC Symbol 
2533 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(876,50)" 22179 false 422

ENSGALP00000019365 CID 175 - 181 annexin A5 - CGNC Symbol 9009 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(876,50)" 22179 false 423

ENSGALP00000020744 CID 466 - 472

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(876,54)" 906 false 0.75 424



ENSGALP00000036816 CID 775 - 781

structural maintenance of 
chromosomes 2 - CGNC Symbol 
11704 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(877,47)" 484 false 425

ENSGALP00000025165 CID 45 - 50

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(877,55)" 761 false 426

ENSGALP00000002828 CID 631 - 637
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(878,49)" 857 false 0.53 427

ENSGALP00000012086 CID 396 - 402

glutamic-oxaloacetic 
transaminase 1 soluble - CGNC 
Symbol 5645 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(878,50)" 1316 false 428

ENSGALP00000023266 CID 37 - 43
ribosomal protein S20 - 
HGNC:10405 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(878,50)" 3532 429



ENSGALP00000012462 CID 105 - 111
ribosomal protein S25 - 
HGNC:10413 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(878,51)" 6168 false 0.81 430

ENSGALP00000022972 CID 644 - 650 fibulin 1 - CGNC Symbol 10607 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(879,50)" 3067 false 1.17 431

ENSGALP00000018537 CID 283 - 290
methionyl aminopeptidase 2 - 
CGNC Symbol 8650 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(879,50)" 3067 false 1.17 432

ENSGALP00000020666 CID 149 - 155
DEK proto-oncogene - CGNC 
Symbol 9623 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(879,50)" 3067 433

ENSGALP00000012130 CID 336 - 342

integrin beta 2 (complement 
component 3 receptor 3 and 4 
subunit) - CGNC Symbol 49690 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(879,53)" 645 false 434



ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(880,49)" 29510 true 1.07 435

ENSGALP00000015687 CID 996 - 1,004
collagen type I alpha 2 - CGNC 
Symbol 49716 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(880,50)" 2408 false 436

ENSGALP00000013273 CID 178 - 184
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(881,45)" 563 true 0.64 437

ENSGALP00000012462 CID 105 - 111
ribosomal protein S25 - 
HGNC:10413 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(882,53)" 4630 438

ENSGALP00000028958 CID 215 - 222
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(882,54)" 923 false 439



ENSGALP00000039872 CID 310 - 316

regulator of chromosome 
condensation 2 - CGNC Symbol 
287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(883,49)" 1196 440

ENSGALP00000010786 CID 291 - 298

enoyl-CoA hydratase/3-
hydroxyacyl CoA dehydrogenase - 
CGNC Symbol 5045 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(883,50)" 2138 true 0.66 441

ENSGALP00000035780 CID 2,367 - 2,374
RAN binding protein 2 - CGNC 
Symbol 50838 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(884,49)" 1293 false 442

ENSGALP00000008299 CID 755 - 761
family with sequence similarity 
120A - CGNC Symbol 3854 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(884,49)" 1293 true 1.05 443

ENSGALP00000017250 CID 24 - 31

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
4 - CGNC Symbol 51774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(884,53)" 2599 false 0.88 444



ENSGALP00000014105 CID 46 - 53

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(884,53)" 2599 false 0.88 445

ENSGALP00000005854 CID 295 - 301

proteasome (prosome 
macropain) 26S subunit non-
ATPase 12 - CGNC Symbol 2706 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(884,53)" 2599 false 0.88 446

ENSGALP00000001957 CID 1-Jul
serine and arginine repetitive 
matrix 1 - CGNC Symbol 876 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(885,40)" 764 447

ENSGALP00000013273 CID 178 - 184
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(885,48)" 628 448

ENSGALP00000000815 CID 15 - 23

Gallus gallus myosin light chain 4 
alkali atrial embryonic (MYL4) 
mRNA. - RefSeq mRNA 
NM_205479 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(885,52)" 363 false 449



ENSGALP00000009121 CID 40 - 47
glycyl-tRNA synthetase - CGNC 
Symbol 4244 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(885,53)" 1305 true 1.5 450

ENSGALP00000017341 CID 395 - 401

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(885,56)" 2506 false 1.5 451

ENSGALP00000000383 CID 1,167 - 1,173
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(885,56)" 2506 true 1.5 452

ENSGALP00000026214 CID 3,470 - 3,476 dystonin - CGNC Symbol 12181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(885,56)" 2506 false 453

ENSGALP00000005212 CID 465 - 471
histone deacetylase 1 - CGNC 
Symbol 2394 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(886,50)" 11459 false 0.62 454



ENSGALP00000037924 CID 2-Aug

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(886,50)" 11459 true 0.91 455

ENSGALP00000043242 CID 173 - 179
RAD23 homolog A (S. cerevisiae) - 
CGNC Symbol 63890 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(886,51)" 1052 false 0.91 456

ENSGALP00000009087 CID 197 - 204
pituitary tumor-transforming 1 
interacting protein - HGNC:13524 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(886,51)" 1052 false 0.91 457

ENSGALP00000026633 CID 329 - 336

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(886,54)" 2370 false 0.68 458

ENSGALP00000006218 CID 125 - 132

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(887,47)" 1393 true 0.37 459



ENSGALP00000027157 CID 959 - 967
collagen type IV alpha 2 - CGNC 
Symbol 12638 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(887,47)" 1393 false 1.18 460

ENSGALP00000021034 CID 685 - 691

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(887,49)" 1919 461

ENSGALP00000027495 CID 37 - 44
SMAD family member 9 - CGNC 
Symbol 12809 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(887,56)" 692 false 462

ENSGALP00000023257 CID 1,016 - 1,023
non-SMC condensin I complex 
subunit G - CGNC Symbol 10729 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(887,56)" 993 false 463

ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(888,45)" 4046 true 1.1 464



ENSGALP00000019330 CID 103 - 110

polymerase (DNA) delta 
interacting protein 3 - CGNC 
Symbol 8993 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(888,49)" 1944 false 465

ENSGALP00000041331 CID 944 - 951
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(888,49)" 1944 false 466

ENSGALP00000025593 CID 1,598 - 1,605
collagen type XII alpha 1 - CGNC 
Symbol 49526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(888,49)" 1944 false 467

ENSGALP00000035478 CID 762 - 769
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(888,49)" 9001 true 0.36 468

ENSGALP00000018987 CID 374 - 381 t-complex 1 - CGNC Symbol 8842 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(888,53)" 2468 false 0.99 469



ENSGALP00000038795 CID 323 - 329

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(888,53)" 2468 false 0.99 470

ENSGALP00000023294 CID 1,495 - 1,502

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(888,53)" 2468 471

ENSGALP00000006555 CID 493 - 500

poly(A) binding protein 
cytoplasmic 1-like - CGNC Symbol 
3026 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(888,54)" 2813 472

ENSGALP00000039965 CID 1,218 - 1,224

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(888,54)" 2813 true 1.03 473

ENSGALP00000015333 CID 131 - 138

TIA1 cytotoxic granule-associated 
RNA binding protein - CGNC 
Symbol 56693 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(888,55)" 986 false 474



ENSGALP00000021769 CID 389 - 395
scaffold attachment factor B - 
CGNC Symbol 52657 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(888,55)" 2934 false 475

ENSGALP00000014105 CID 46 - 53

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(888,55)" 2290 476

ENSGALP00000017250 CID 24 - 31

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
4 - CGNC Symbol 51774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(888,55)" 2290 477

ENSGALP00000013240 CID 71 - 77
spectrin beta non-erythrocytic 1 - 
CGNC Symbol 6184 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(888,55)" 2219 false 478

ENSGALP00000040662 CID 29 - 35
inositol monophosphatase 1 - 
HGNC:6050 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(888,55)" 2219 false 479



ENSGALP00000011718 CID 242 - 248

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC 
Symbol 49251 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(889,46)" 1060 true 0.86 480

ENSGALP00000008824 CID 273 - 279

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(889,50)" 638 true 0.64 481

ENSGALP00000035478 CID 665 - 672
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(890,47)" 3287 true 1.57 482

ENSGALP00000002625 CID 32 - 38

Gallus gallus ATPase H+ 
transporting lysosomal 56/58kDa 
V1 subunit B2 (ATP6V1B2) mRNA. 
- RefSeq mRNA NM_001293241 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(890,47)" 1491 true 0.91 483

ENSGALP00000042598 CID 152 - 159
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(890,51)" 3137 false 1.01 484



ENSGALP00000001710 CID 647 - 654
fibroblast growth factor receptor 
3 - CGNC Symbol 49846 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(890,51)" 3137 false 1.01 485

ENSGALP00000039734 CID 284 - 290

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(890,52)" 9882 false 1.18 486

ENSGALP00000037924 CID 2-Aug

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(890,52)" 9882 true 0.91 487

ENSGALP00000042596 CID 925 - 931
collagen type VI alpha 2 - CGNC 
Symbol 4597 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(890,54)" 2750 false 488

ENSGALP00000001750 CID 196 - 202 prohibitin - CGNC Symbol 51144 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(890,54)" 2750 true 1.57 489



ENSGALP00000039865 CID 671 - 677
flightless I actin binding protein - 
CGNC Symbol 3713 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(890,54)" 2750 false 490

ENSGALP00000012481 CID 240 - 248
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(891,51)" 377 true 3.47 491

ENSGALP00000003877 CID 91 - 97
SEC11 homolog A (S. cerevisiae) - 
CGNC Symbol 1762 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(891,54)" 2395 true 1.64 492

ENSGALP00000026830 CID 122 - 128
family with sequence similarity 
167 member A - HGNC:15549 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(892,46)" 4867 493

ENSGALP00000026812 CID 1,534 - 1,540
kinesin family member 13B - 
CGNC Symbol 12468 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(892,51)" 4575 false 3.18 494



ENSGALP00000010405 CID 572 - 578
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(892,52)" 617 true 3.18 495

ENSGALP00000010984 CID 25 - 31

adaptor-related protein complex 
2 alpha 2 subunit - CGNC Symbol 
51890 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(892,56)" 959 496

ENSGALP00000038795 CID 323 - 329

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(892,56)" 2439 497

ENSGALP00000040662 CID 29 - 35
inositol monophosphatase 1 - 
HGNC:6050 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(892,56)" 2439 498

ENSGALP00000018987 CID 374 - 381 t-complex 1 - CGNC Symbol 8842 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(892,56)" 2439 499



ENSGALP00000012293 CID 135 - 141
ribosomal protein L35a - CGNC 
Symbol 5744 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(893,49)" 429 false 2.94 500

K7EPJ9 CID 178 - 184

Keratin, type I cytoskeletal 17 
(Fragment) OS=Homo sapiens 
GN=KRT17 PE=1 SV=1 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(893,49)" 429 true 2.94 501

ENSGALP00000014374 CID 240 - 248
malate dehydrogenase 1 - CGNC 
Symbol 6725 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(893,49)" 429 false 2.94 502

ENSGALP00000015063 CID 236 - 241
fibrinogen gamma chain - CGNC 
Symbol 7041 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(893,49)" 812 false 503

ENSGALP00000011718 CID 242 - 248

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC 
Symbol 49251 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(893,50)" 2498 504



ENSGALP00000003423 CID 600 - 606

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(894,47)" 6294 false 0.35 505

ENSGALP00000001710 CID 647 - 654
fibroblast growth factor receptor 
3 - CGNC Symbol 49846 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(894,53)" 3182 506

ENSGALP00000042598 CID 152 - 159
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(894,53)" 3182 507

ENSGALP00000008299 CID 310 - 316
family with sequence similarity 
120A - CGNC Symbol 3854 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(894,53)" 3182 508

ENSGALP00000020563 CID 80 - 86
fructose-1 6-bisphosphatase 1 - 
CGNC Symbol 9572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(895,43)" 3587 false 509



ENSGALP00000020445 CID 815 - 821
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(895,47)" 847 true 1.01 510

ENSGALP00000023352 CID 822 - 828
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(895,47)" 847 true 1.01 511

ENSGALP00000023439 CID 238 - 244

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(895,52)" 1015 false 512

ENSGALP00000004745 CID 710 - 716
nucleoporin 93kDa - CGNC 
Symbol 2176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(895,52)" 1015 513

ENSGALP00000012481 CID 240 - 248
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(895,55)" 922 514



ENSGALP00000006708 CID 63 - 69
hexokinase 1 - CGNC Symbol 
3101 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(895,55)" 557 515

ENSGALP00000003877 CID 91 - 97
SEC11 homolog A (S. cerevisiae) - 
CGNC Symbol 1762 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(895,57)" 2519 516

ENSGALP00000010405 CID 595 - 601
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(896,42)" 1791 false 517

ENSGALP00000028283 CID Dec-18
coactosin-like F-actin binding 
protein 1 - CGNC Symbol 54450 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(896,51)" 4196 518

ENSGALP00000039326 CID 91 - 96
ribosomal protein L19 - CGNC 
Symbol 1159 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(896,52)" 1913 519



ENSGALP00000005643 CID 92 - 98

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(896,52)" 2275 520

ENSGALP00000014097 CID 13 - 18
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(896,52)" 648 false 521

ENSGALP00000011673 CID 2-Sep
ferritin heavy polypeptide 1 - 
CGNC Symbol 49581 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(897,48)" 8732 522

ENSGALP00000026345 CID 152 - 158
acid phosphatase 1 soluble - 
CGNC Symbol 12245 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(897,52)" 2846 true 1.14 523

ENSGALP00000012293 CID 135 - 141
ribosomal protein L35a - CGNC 
Symbol 5744 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(897,53)" 3277 524



ENSGALP00000010965 CID 38 - 44

regulation of nuclear pre-mRNA 
domain containing 1B - CGNC 
Symbol 50965 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(898,55)" 2392 525

ENSGALP00000005643 CID 135 - 142

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(898,55)" 2392 false 526

ENSGALP00000003089 CID 87 - 93
valosin containing protein - CGNC 
Symbol 53073 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(898,55)" 2392 false 527

ENSGALP00000015000 CID 132 - 138
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(899,56)" 802 false 528

ENSGALP00000026444 CID 2-Sep

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(900,50)" 599 529



ENSGALP00000014746 CID 38 - 45
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(900,53)" 2956 true 0.5 530

ENSGALP00000006240 CID 1,718 - 1,726
collagen type VI alpha 3 - CGNC 
Symbol 2875 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(900,56)" 561 false 0.78 531

ENSGALP00000023936 CID 270 - 277

3-hydroxy-3-methylglutaryl-CoA 
synthase 1 (soluble) - CGNC 
Symbol 49779 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(900,56)" 561 532

ENSGALP00000013122 CID 345 - 352

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(900,57)" 1109 true 0.5 533

ENSGALP00000012086 CID 267 - 275

glutamic-oxaloacetic 
transaminase 1 soluble - CGNC 
Symbol 5645 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(900,57)" 403 false 534



ENSGALP00000007593 CID 69 - 76 prosaposin - CGNC Symbol 49395 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(900,57)" 403 false 535

ENSGALP00000000316 CID 1-Jul
major vault protein - CGNC 
Symbol 136 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(901,44)" 401 536

ENSGALP00000038313 CID 55 - 61

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 
7657 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(901,50)" 812 537

ENSGALP00000022293 CID 247 - 253 ezrin - CGNC Symbol 10288 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(901,51)" 1445 true 0.66 538

ENSGALP00000007490 CID 247 - 253 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(901,51)" 1445 true 0.66 539



ENSGALP00000040653 CID 37 - 43

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - 
RefSeq mRNA NM_001030753 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(901,54)" 1164 false 540

ENSGALP00000002038 CID 2-Aug

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC Symbol 
50984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(902,46)" 1186 541

ENSGALP00000026307 CID 343 - 349

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(902,47)" 660 true 0.74 542

ENSGALP00000007490 CID 54 - 60 moesin - HGNC:7373 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(902,56)" 880 false 543

ENSGALP00000020445 CID 815 - 821
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(903,53)" 2143 true 0.81 544



ENSGALP00000023352 CID 822 - 828
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(903,53)" 2143 true 0.81 545

ENSGALP00000025606 CID 173 - 179

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(903,56)" 3007 true 1.05 546

ENSGALP00000020744 CID 683 - 689

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(904,48)" 2297 false 547

ENSGALP00000023294 CID 1,495 - 1,502

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(904,51)" 307 548

ENSGALP00000005468 CID 176 - 182

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC 
Symbol 49552 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(904,53)" 1396 false 549



ENSGALP00000022235 CID 85 - 92

CNDP dipeptidase 2 
(metallopeptidase M20 family) - 
CGNC Symbol 13892 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(904,54)" 694 550

ENSGALP00000036304 CID 368 - 374
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(904,54)" 3718 true 6.09 551

ENSGALP00000020268 CID 194 - 200
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(905,50)" 2712 false 552

ENSGALP00000026345 CID 152 - 158
acid phosphatase 1 soluble - 
CGNC Symbol 12245 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(905,57)" 3243 true 1.14 553

ENSGALP00000013724 CID 280 - 286

adaptor related protein complex 
2 mu 1 subunit - CGNC Symbol 
6392 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(905,57)" 531 554



ENSGALP00000003584 CID 74 - 80
H3 histone family 3B - CGNC 
Symbol 49711 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(906,48)" 9824 true 12 555

ENSGALP00000021425 CID 1,501 - 1,507 plexin B2 - CGNC Symbol 52617 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(906,48)" 9824 556

ENSGALP00000026307 CID 343 - 349

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(906,50)" 542 557

ENSGALP00000026457 CID 253 - 260

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(906,53)" 447 558

ENSGALP00000008498 CID 587 - 594
transketolase - CGNC Symbol 
3953 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(906,56)" 1715 false 559



ENSGALP00000015626 CID 49 - 55

phosphoenolpyruvate 
carboxykinase 2 (mitochondrial) - 
CGNC Symbol 49813 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(907,45)" 10577 false 560

ENSGALP00000002322 CID 92 - 98
thymocyte nuclear protein 1 - 
CGNC Symbol 1055 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(907,51)" 1852 true 1.31 561

ENSGALP00000020154 CID 341 - 347
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(907,54)" 5270 562

ENSGALP00000021034 CID 721 - 728

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(908,45)" 1016 false 563

ENSGALP00000029968 CID 379 - 385
ribosomal protein L3 - CGNC 
Symbol 50654 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(908,47)" 1793 false 564



ENSGALP00000008131 CID 1,026 - 1,033 vinculin - CGNC Symbol 3778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(908,48)" 1448 false 1.88 565

ENSGALP00000008171 CID 1,096 - 1,102

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(908,48)" 1448 true 1.88 566

ENSGALP00000026858 CID 358 - 365

minichromosome maintenance 
complex component 3 - CGNC 
Symbol 12496 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(908,56)" 1252 567

ENSGALP00000023288 CID 285 - 292

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(909,48)" 343 568

ENSGALP00000006018 CID 349 - 356

poly(A) binding protein 
cytoplasmic 4 (inducible form) - 
CGNC Symbol 2781 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(909,48)" 343 569



ENSGALP00000006555 CID 349 - 356

poly(A) binding protein 
cytoplasmic 1-like - CGNC Symbol 
3026 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(909,48)" 343 570

ENSGALP00000036963 CID 196 - 202
60S ribosomal protein L15 - 
Refseq NP_001292094 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(909,53)" 2867 true 0.96 571

ENSGALP00000023214 CID 113 - 119
DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 10712 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(909,58)" 1628 572

ENSGALP00000006218 CID 411 - 417

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(910,54)" 3938 true 1.54 573

ENSGALP00000008498 CID 587 - 594
transketolase - CGNC Symbol 
3953 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(910,58)" 556 574



ENSGALP00000007236 CID 59 - 67
calcyclin binding protein - CGNC 
Symbol 3365 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(911,48)" 1136 575

ENSGALP00000006708 CID 63 - 69
hexokinase 1 - CGNC Symbol 
3101 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(911,54)" 457 576

ENSGALP00000019469 CID 121 - 128
ribosomal protein SA - CGNC 
Symbol 49202 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(912,54)" 4590 577

ENSGALP00000041159 CID 118 - 125
ribosomal protein S16 - 
HGNC:10396 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(912,54)" 4590 true 0.37 578

ENSGALP00000012815 CID 127 - 134

dihydrolipoamide S-
acetyltransferase - CGNC Symbol 
5977 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(912,55)" 3265 true 0.69 579



ENSGALP00000008236 CID 1,082 - 1,088
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(913,44)" 10464 true 0.45 580

ENSGALP00000018050 CID 325 - 331
adenylate kinase 7 - CGNC 
Symbol 8424 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(913,44)" 16224 false 581

ENSGALP00000018740 CID 157 - 164
complement component 3 - 
CGNC Symbol 8744 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(913,55)" 11751 false 582

ENSGALP00000025461 CID 328 - 336
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(913,56)" 2190 true 0.22 583

ENSGALP00000020634 CID 102 - 108
cytoskeleton-associated protein 4 
- HGNC:16991 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(913,57)" 3017 false 584



ENSGALP00000015063 CID 118 - 124
fibrinogen gamma chain - CGNC 
Symbol 7041 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(913,57)" 3017 false 585

ENSGALP00000003584 CID 74 - 80
H3 histone family 3B - CGNC 
Symbol 49711 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(914,53)" 50726 true 13.3 586

ENSGALP00000006218 CID 411 - 417

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(914,55)" 413 false 587

ENSGALP00000013269 CID 991 - 998

family with sequence similarity 
208 member B - CGNC Symbol 
50324 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(915,49)" 1901 false 588

ENSGALP00000026392 CID 44 - 51
ribosomal protein S7 - CGNC 
Symbol 51562 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(915,55)" 2409 false 589



ENSGALP00000002322 CID 92 - 98
thymocyte nuclear protein 1 - 
CGNC Symbol 1055 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(915,57)" 2739 true 1.31 590

ENSGALP00000014596 CID 2-Aug

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 4 - CGNC Symbol 
6824 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(916,46)" 548 591

ENSGALP00000014746 CID 38 - 45
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(916,52)" 2418 false 0.57 592

ENSGALP00000000170 CID 258 - 264
receptor for activated C kinase 1 - 
CGNC Symbol 61 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(916,52)" 689 false 593

ENSGALP00000041159 CID 118 - 125
ribosomal protein S16 - 
HGNC:10396 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(916,57)" 2253 594



ENSGALP00000042627 CID 68 - 74

Gallus gallus granulysin (GNLY) 
mRNA. - RefSeq mRNA 
NM_001044680 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(916,57)" 822 true 0.74 595

ENSGALP00000008236 CID 1,082 - 1,088
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(917,47)" 4740 596

ENSGALP00000006218 CID 325 - 333

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(917,50)" 2855 true 2.26 597

ENSGALP00000007487 CID 841 - 848
CSE1 chromosome segregation 1-
like (yeast) - CGNC Symbol 3489 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(917,55)" 1148 false 598

ENSGALP00000025461 CID 328 - 336
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(917,55)" 385 599



ENSGALP00000011825 CID Dec-19 no description available 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(917,56)" 6295 600

ENSGALP00000001183 CID 121 - 128

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(917,57)" 1016 false 2.26 601

ENSGALP00000025475 CID 118 - 125

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 51548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(917,57)" 1016 false 2.26 602

ENSGALP00000011689 CID 63 - 70
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(918,52)" 2518 false 603

ENSGALP00000002828 CID 498 - 505
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(918,54)" 3214 true 0.47 604



ENSGALP00000003152 CID 426 - 433
adenosylhomocysteinase - CGNC 
Symbol 1443 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(918,55)" 619 false 605

ENSGALP00000006938 CID 587 - 594 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(918,55)" 8164 false 606

ENSGALP00000009528 CID 268 - 274
RuvB like AAA ATPase 1 - CGNC 
Symbol 4431 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(918,55)" 8164 false 607

ENSGALP00000003954 CID 340 - 347
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(918,55)" 8164 608

ENSGALP00000008824 CID 177 - 184

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(918,55)" 8164 609



ENSGALP00000026487 CID 108 - 115

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(919,51)" 1731 false 610

ENSGALP00000003012 CID 307 - 313
malate dehydrogenase 2 - CGNC 
Symbol 1378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(919,51)" 1731 true 1.15 611

ENSGALP00000000170 CID 2-Aug
receptor for activated C kinase 1 - 
CGNC Symbol 61 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(920,44)" 22656 612

ENSGALP00000025593 CID 1,598 - 1,605
collagen type XII alpha 1 - CGNC 
Symbol 49526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(920,54)" 436 true 7.5 613

ENSGALP00000006218 CID 325 - 333

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(921,52)" 9713 614



ENSGALP00000001059 CID 183 - 190
uncharacterized oxidoreductase-
like - CGNC Symbol 50039 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(921,55)" 1100 615

ENSGALP00000016538 CID 646 - 653 calpain 11 - CGNC Symbol 54348 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(921,57)" 5840 616

ENSGALP00000010405 CID 266 - 274
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(921,57)" 5840 false 617

ENSGALP00000006938 CID 587 - 594 annexin A6 - CGNC Symbol 49340 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(922,57)" 2623 618

ENSGALP00000002828 CID 498 - 505
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(922,58)" 19312 619



ENSGALP00000013388 CID 259 - 265
proteasome 26S subunit ATPase 2 
- CGNC Symbol 6240 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(923,47)" 399 true 0.7 620

ENSGALP00000030471 CID 54 - 60

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(923,48)" 15376 true 0.7 621

ENSGALP00000006046 CID 139 - 145
actin related protein 2/3 complex 
subunit 3 - CGNC Symbol 2797 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(923,56)" 1594 622

ENSGALP00000004048 CID 1,126 - 1,132 kinectin 1 - CGNC Symbol 9206 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(923,56)" 1594 623

ENSGALP00000013729 CID 64 - 70
small ubiquitin-like modifier 1 - 
CGNC Symbol 48961 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(924,49)" 2959 true 3.25 624



ENSGALP00000016536 CID 127 - 134
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(924,51)" 4556 false 625

ENSGALP00000018765 CID Dec-19
ribosomal protein L14 - CGNC 
Symbol 49056 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(924,53)" 2433 true 1.44 626

P35527 CID 234 - 240

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(925,44)" 586 true 0.95 627

ENSGALP00000000509 CID 631 - 637

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(925,53)" 3127 628

ENSGALP00000023278 CID 210 - 217

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(925,56)" 2719 false 629



ENSGALP00000036963 CID 57 - 63
60S ribosomal protein L15 - 
Refseq NP_001292094 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(926,52)" 11725 false 0.83 630

ENSGALP00000042244 CID 1,898 - 1,904
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(926,52)" 11725 true 0.83 631

ENSGALP00000027534 CID 512 - 519
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(927,50)" 748 false 632

ENSGALP00000011770 CID 488 - 495
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(927,50)" 748 false 633

ENSGALP00000016536 CID 423 - 430
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(927,50)" 748 false 634



ENSGALP00000030471 CID 54 - 60

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(927,52)" 13748 635

ENSGALP00000003012 CID 307 - 313
malate dehydrogenase 2 - CGNC 
Symbol 1378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(927,56)" 1996 true 1.15 636

ENSGALP00000026123 CID 38 - 44

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(927,57)" 1504 637

ENSGALP00000013729 CID 64 - 70
small ubiquitin-like modifier 1 - 
CGNC Symbol 48961 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(928,51)" 5175 638

ENSGALP00000018616 CID 333 - 339
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(928,52)" 1194 639



ENSGALP00000019120 CID 315 - 322
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(928,53)" 946 true 1.22 640

ENSGALP00000002493 CID 114 - 123
ribosomal protein L23 - CGNC 
Symbol 1138 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(928,56)" 379 false 30.92 641

ENSGALP00000018765 CID Dec-19
ribosomal protein L14 - CGNC 
Symbol 49056 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(928,56)" 3505 642

P35527 CID 234 - 240

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(929,47)" 555 643

ENSGALP00000024646 CID 15 - 22
TRK-fused gene - CGNC Symbol 
11390 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(929,51)" 2263 true 0.46 644



ENSGALP00000022243 CID 643 - 650
aminopeptidase puromycin 
sensitive - CGNC Symbol 10259 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(929,55)" 950 false 645

ENSGALP00000000383 CID 504 - 512
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(929,56)" 1690 646

ENSGALP00000023278 CID 210 - 217

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(929,58)" 444 647

ENSGALP00000019975 CID 421 - 428
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(930,50)" 871 true 0.91 648

ENSGALP00000005576 CID 392 - 399
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(930,50)" 871 true 0.91 649



ENSGALP00000036963 CID 57 - 63
60S ribosomal protein L15 - 
Refseq NP_001292094 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(930,55)" 9403 650

ENSGALP00000000933 CID 136 - 142

outer mitochondrial membrane 
cytochrome b5 - CGNC Symbol 
50102 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(931,51)" 319 651

ENSGALP00000020163 CID 855 - 861 ninein - CGNC Symbol 9389 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(932,56)" 2675 652

ENSGALP00000042479 CID 154 - 160
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(932,56)" 2675 653

ENSGALP00000035780 CID 1,209 - 1,216
RAN binding protein 2 - CGNC 
Symbol 50838 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(932,56)" 2675 false 654



ENSGALP00000025356 CID 44 - 50

ATP synthase H+ transporting 
mitochondrial Fo complex subunit 
F6 - CGNC Symbol 11749 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(932,58)" 513 false 655

ENSGALP00000035780 CID 1,852 - 1,859
RAN binding protein 2 - CGNC 
Symbol 50838 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(932,58)" 513 false 656

ENSGALP00000011673 CID 80 - 86
ferritin heavy polypeptide 1 - 
CGNC Symbol 49581 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(932,58)" 513 false 657

ENSGALP00000036002 CID 99 - 106
RAB10 member RAS oncogene 
family - CGNC Symbol 12382 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(932,58)" 86954 658

ENSGALP00000020163 CID 1,535 - 1,542 ninein - CGNC Symbol 9389 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(932,58)" 19457 659



ENSGALP00000025404 CID 398 - 406
inner membrane mitochondrial 
protein - CGNC Symbol 11773 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(932,59)" 7771 660

ENSGALP00000001997 CID Nov-19
eukaryotic translation initiation 
factor 4H - CGNC Symbol 897 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(933,47)" 1211 661

ENSGALP00000022243 CID 643 - 650
aminopeptidase puromycin 
sensitive - CGNC Symbol 10259 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(933,57)" 1752 662

ENSGALP00000003152 CID 404 - 410
adenosylhomocysteinase - CGNC 
Symbol 1443 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(933,57)" 1752 663

ENSGALP00000004817 CID 155 - 161
peroxiredoxin 6 - CGNC Symbol 
2214 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(934,49)" 1021 true 2.58 664



ENSGALP00000019726 CID 423 - 429
engulfment and cell motility 1 - 
CGNC Symbol 51330 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(934,49)" 1021 false 2.58 665

ENSGALP00000005822 CID 676 - 682
topoisomerase (DNA) I - CGNC 
Symbol 2691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(934,49)" 6985 false 1.71 666

ENSGALP00000014107 CID 108 - 114 vimentin - CGNC Symbol 51275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(934,54)" 1152 false 667

ENSGALP00000039270 CID 64 - 71
topoisomerase (DNA) II alpha 
170kDa - CGNC Symbol 49380 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(934,58)" 726 false 668

ENSGALP00000018410 CID 150 - 157
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(934,58)" 726 false 669



ENSGALP00000035366 CID 283 - 288

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(935,50)" 2832 670

ENSGALP00000038105 CID 474 - 480
fibrinogen beta chain - CGNC 
Symbol 7036 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(935,52)" 32017 false 671

ENSGALP00000014746 CID 18 - 24
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(935,54)" 14446 true 0.79 672

ENSGALP00000000224 CID 139 - 146
proliferating cell nuclear antigen - 
CGNC Symbol 92 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(936,46)" 2470 true 1.98 673

ENSGALP00000013640 CID 198 - 205

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 1 - 
CGNC Symbol 49774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(937,46)" 2235 true 0.85 674



ENSGALP00000007379 CID 184 - 191

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(937,46)" 2235 true 0.85 675

ENSGALP00000005819 CID 222 - 229
glutamate-ammonia ligase - 
CGNC Symbol 2689 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(937,52)" 407 false 676

ENSGALP00000020268 CID 353 - 359
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(937,54)" 1022 true 0.35 677

ENSGALP00000001059 CID 183 - 190
uncharacterized oxidoreductase-
like - CGNC Symbol 50039 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(937,54)" 1452 678

ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(938,46)" 12025 679



ENSGALP00000016363 CID 276 - 283

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(938,52)" 4144 false 2.28 680

ENSGALP00000004817 CID 155 - 161
peroxiredoxin 6 - CGNC Symbol 
2214 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(938,52)" 4144 681

ENSGALP00000014746 CID 18 - 24
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(939,57)" 11402 682

ENSGALP00000000224 CID 139 - 146
proliferating cell nuclear antigen - 
CGNC Symbol 92 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(940,49)" 7471 683

ENSGALP00000024868 CID 132 - 139
RAB2A member RAS oncogene 
family - CGNC Symbol 49674 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(940,49)" 7471 684



ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(940,53)" 1574 true 1.65 685

ENSGALP00000019469 CID 121 - 128
ribosomal protein SA - CGNC 
Symbol 49202 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(940,58)" 8204 false 686

P35527 CID 234 - 240

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(941,43)" 2007 true 1.64 687

ENSGALP00000019945 CID 38 - 44
ribosomal protein S29 - CGNC 
Symbol 9289 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(941,44)" 1000 true 1.1 688

ENSGALP00000040832 CID 184 - 191
GTP-binding protein SAR1b - 
Refseq NP_001025792 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(941,45)" 4336 true 0.5 689



ENSGALP00000007379 CID 184 - 191

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(941,48)" 1898 690

ENSGALP00000013640 CID 198 - 205

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 1 - 
CGNC Symbol 49774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(941,48)" 1898 691

ENSGALP00000012878 CID 193 - 199
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(941,49)" 1769 true 0.42 692

ENSGALP00000004366 CID Oct-16
Cysteine-rich protein 1 - CGNC 
Symbol 52178 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(941,50)" 3194 true 4.43 693

ENSGALP00000009121 CID 32 - 39
glycyl-tRNA synthetase - CGNC 
Symbol 4244 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(941,50)" 3441 true 0.4 694



ENSGALP00000038523 CID 515 - 523

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC 
Symbol 49809 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(941,50)" 3441 false 0.4 695

ENSGALP00000021472 CID 211 - 218
fumarate hydratase - CGNC 
Symbol 9939 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(942,57)" 2437 false 696

ENSGALP00000022293 CID 428 - 435 ezrin - CGNC Symbol 10288 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(942,57)" 2437 true 0.28 697

ENSGALP00000003187 CID 191 - 198
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(943,51)" 2808 false 1.22 698

ENSGALP00000014107 CID 231 - 237 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(943,52)" 1870 699



ENSGALP00000015886 CID 71 - 78
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(943,52)" 11388 false 0.82 700

ENSGALP00000038799 CID 192 - 198
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(943,52)" 11388 true 0.77 701

ENSGALP00000019031 CID 22 - 29 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(943,53)" 786 false 702

ENSGALP00000010267 CID 19 - 27
H2A histone family member Y - 
CGNC Symbol 4787 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(943,59)" 1283 false 703

ENSGALP00000026457 CID 275 - 281

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(944,43)" 6115 true 0.37 704



ENSGALP00000043256 CID 15 - 22
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(944,53)" 3310 true 0.95 705

ENSGALP00000022676 CID 24 - 32
H2A histone family member V - 
HGNC:20664 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(944,54)" 3561 706

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - 
RefSeq mRNA NM_001030753 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(944,54)" 3561 707

ENSGALP00000001059 CID Aug-16
uncharacterized oxidoreductase-
like - CGNC Symbol 50039 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(944,56)" 3099 false 708

P35527 CID 234 - 240

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(945,47)" 5211 709



ENSGALP00000019945 CID 38 - 44
ribosomal protein S29 - CGNC 
Symbol 9289 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(945,47)" 691 710

ENSGALP00000035925 CID 56 - 61
avian beta-defensin 1 - CGNC 
Symbol 49508 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(946,45)" 564 false 711

ENSGALP00000027988 CID 40 - 47
Serine/arginine-rich splicing 
factor 2 - UP P30352 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(946,53)" 4805 true 1.33 712

ENSGALP00000012993 CID 143 - 149
growth factor receptor bound 
protein 2 - CGNC Symbol 6067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(946,55)" 2667 true 0.65 713

ENSGALP00000008056 CID 36 - 43
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(946,57)" 1454 true 1.3 714



ENSGALP00000007997 CID 275 - 283
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(946,58)" 426 715

ENSGALP00000012879 CID 61 - 68
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(947,45)" 1338 true 1.03 716

ENSGALP00000042089 CID 18 - 25

26S proteasome non-ATPase 
regulatory subunit 4-like - CGNC 
Symbol 65452 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(947,50)" 2180 true 0.6 717

ENSGALP00000020169 CID 744 - 751
phosphorylase glycogen liver - 
CGNC Symbol 49139 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(947,54)" 1762 true 1.31 718

ENSGALP00000038799 CID 192 - 198
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(947,54)" 2377 719



ENSGALP00000003846 CID 139 - 146 avidin - CGNC Symbol 49723 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(947,58)" 2644 false 720

ENSGALP00000026457 CID 275 - 281

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(948,46)" 1509 721

ENSGALP00000041109 CID 400 - 407
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(948,48)" 1540 true 0.8 722

ENSGALP00000006708 CID 316 - 323
hexokinase 1 - CGNC Symbol 
3101 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(948,51)" 385 true 1.33 723

ENSGALP00000005505 CID 139 - 146
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(948,55)" 1647 true 3.13 724



ENSGALP00000002409 CID 182 - 188

inositol polyphosphate-5-
phosphatase 145kDa - CGNC 
Symbol 52250 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(948,56)" 16510 false 0.74 725

ENSGALP00000004807 CID 219 - 226
proteasome subunit alpha 4 - 
CGNC Symbol 2207 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(948,56)" 3154 726

ENSGALP00000043256 CID 15 - 22
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(948,56)" 3154 727

ENSGALP00000002420 CID 71 - 77
proteasome subunit beta 3 - 
CGNC Symbol 1108 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(948,56)" 901 false 728

ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(948,58)" 2594 true 1.65 729



ENSGALP00000020064 CID 539 - 545

eukaryotic translation initiation 
factor 3 subunit L - CGNC Symbol 
9341 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(949,50)" 393 730

ENSGALP00000035366 CID 181 - 188

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(949,53)" 489 true 0.88 731

ENSGALP00000024868 CID 2-Aug
RAB2A member RAS oncogene 
family - CGNC Symbol 49674 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(949,54)" 1303 false 732

ENSGALP00000004366 CID Oct-16
Cysteine-rich protein 1 - CGNC 
Symbol 52178 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(949,55)" 16147 true 4.43 733

ENSGALP00000041331 CID 783 - 790
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(949,56)" 748 false 734



ENSGALP00000002828 CID 572 - 579
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(950,49)" 6442 true 0.32 735

ENSGALP00000005971 CID 197 - 204 annexin A2 - CGNC Symbol 49740 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(950,50)" 5637 false 0.96 736

ENSGALP00000008273 CID 348 - 354
PHD finger protein 2 - CGNC 
Symbol 3843 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(950,50)" 5637 false 737

ENSGALP00000009605 CID 228 - 234
proliferation-associated 2G4 
38kDa - CGNC Symbol 4474 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(950,50)" 5637 false 7.21 738

ENSGALP00000002352 CID 268 - 275
RNA binding motif protein 39 - 
CGNC Symbol 1071 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(950,51)" 571 true 0.6 739



ENSGALP00000016935 CID 785 - 792
SEC24 family member B - CGNC 
Symbol 51764 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(950,51)" 571 false 0.6 740

ENSGALP00000000639 CID 220 - 227 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(950,55)" 4418 741

ENSGALP00000027988 CID 40 - 47
Serine/arginine-rich splicing 
factor 2 - UP P30352 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(950,56)" 6189 742

ENSGALP00000012993 CID 143 - 149
growth factor receptor bound 
protein 2 - CGNC Symbol 6067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(950,57)" 1742 743

ENSGALP00000003877 CID 79 - 86
SEC11 homolog A (S. cerevisiae) - 
CGNC Symbol 1762 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(950,59)" 1192 744



ENSGALP00000012879 CID 61 - 68
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(951,48)" 1373 745

ENSGALP00000016447 CID 185 - 193
ribosomal protein S8 - CGNC 
Symbol 52222 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(951,50)" 1912 746

ENSGALP00000016978 CID 395 - 401
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(951,55)" 5878 true 0.6 747

ENSGALP00000037524 CID 405 - 411
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(951,55)" 5878 true 0.6 748

ENSGALP00000016361 CID 35 - 42
ribosomal protein S3A - CGNC 
Symbol 51748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(951,55)" 1932 749



ENSGALP00000016523 CID 73 - 80

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(951,56)" 494 true 1.03 750

ENSGALP00000006708 CID 316 - 323
hexokinase 1 - CGNC Symbol 
3101 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(952,54)" 1122 751

ENSGALP00000023085 CID 544 - 551
actinin alpha 4 - CGNC Symbol 
49612 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(952,57)" 651 false 752

ENSGALP00000002409 CID 182 - 188

inositol polyphosphate-5-
phosphatase 145kDa - CGNC 
Symbol 52250 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(952,58)" 12267 753

ENSGALP00000005505 CID 139 - 146
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(952,58)" 12267 false 754



ENSGALP00000002420 CID 71 - 77
proteasome subunit beta 3 - 
CGNC Symbol 1108 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(952,58)" 12267 false 755

ENSGALP00000020268 CID 353 - 359
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(953,54)" 1024 true 0.68 756

ENSGALP00000035686 CID 746 - 753
periostin osteoblast specific 
factor - CGNC Symbol 12805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(953,58)" 3468 false 757

ENSGALP00000027953 CID 125 - 132
ribosomal protein S3 - CGNC 
Symbol 13020 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(954,49)" 340 false 758

ENSGALP00000004046 CID 100 - 106
RAN member RAS oncogene 
family - CGNC Symbol 1850 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(954,51)" 2426 759



ENSGALP00000002828 CID 572 - 579
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(954,52)" 1829 760

ENSGALP00000026126 CID 47 - 54
ribosomal protein L8 - CGNC 
Symbol 12137 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(954,53)" 7013 761

ENSGALP00000038570 CID 40 - 47
eukaryotic translation initiation 
factor 5A2 - CGNC Symbol 49863 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(954,53)" 1529 false 0.4 762

ENSGALP00000002352 CID 268 - 275
RNA binding motif protein 39 - 
CGNC Symbol 1071 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(954,53)" 1529 763

ENSGALP00000000304 CID 391 - 397
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(954,57)" 537 764



ENSGALP00000030189 CID 48 - 54
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(955,55)" 1723 true 1.03 765

ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(955,56)" 3398 true 2.5 766

ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(956,52)" 4093 true 2 767

ENSGALP00000041772 CID 136 - 143

nudix (nucleoside diphosphate 
linked moiety X)-type motif 16-
like 1 - CGNC Symbol 20168 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(956,55)" 543 true 2.73 768

ENSGALP00000026830 CID 122 - 128
family with sequence similarity 
167 member A - HGNC:15549 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(956,55)" 17623 false 769



ENSGALP00000020445 CID 712 - 718
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(956,55)" 17623 770

ENSGALP00000008824 CID 100 - 107

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(956,56)" 429 false 771

ENSGALP00000002493 CID 114 - 123
ribosomal protein L23 - CGNC 
Symbol 1138 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(956,58)" 4296 false 772

ENSGALP00000019468 CID 228 - 235 aconitase 2 - CGNC Symbol 9059 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(956,60)" 1278 false 773

ENSGALP00000030904 CID 48 - 55
avian beta-defensin 2 - CGNC 
Symbol 49507 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(957,46)" 2321 false 774



ENSGALP00000035366 CID 181 - 188

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(957,58)" 432 true 0.88 775

ENSGALP00000026289 CID 120 - 127
glutathione S-transferase class-
alpha - CGNC Symbol 49940 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(957,59)" 20521 false 776

ENSGALP00000016660 CID 158 - 165

nuclear autoantigenic sperm 
protein (histone-binding) - CGNC 
Symbol 7802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(957,59)" 20521 false 777

ENSGALP00000013240 CID 1,848 - 1,855
spectrin beta non-erythrocytic 1 - 
CGNC Symbol 6184 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(958,50)" 3160 false 778

ENSGALP00000005565 CID 16 - 22
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(958,56)" 1995 false 779



ENSGALP00000012879 CID 94 - 100
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(958,58)" 714 false 780

ENSGALP00000003978 CID 451 - 457
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(959,53)" 1159 true 2.44 781

ENSGALP00000025475 CID 185 - 192

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 51548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(959,56)" 928 782

ENSGALP00000001183 CID 188 - 195

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(959,56)" 928 783

ENSGALP00000035339 CID 93 - 101

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(959,58)" 6997 784



ENSGALP00000000199 CID 479 - 487
SPT6 homolog histone chaperone 
- CGNC Symbol 75 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(960,52)" 332 785

ENSGALP00000026289 CID 197 - 204
glutathione S-transferase class-
alpha - CGNC Symbol 49940 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(960,53)" 10921 false 786

ENSGALP00000041772 CID 136 - 143

nudix (nucleoside diphosphate 
linked moiety X)-type motif 16-
like 1 - CGNC Symbol 20168 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(960,58)" 1968 787

ENSGALP00000005822 CID 337 - 344
topoisomerase (DNA) I - CGNC 
Symbol 2691 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(960,58)" 1122 788

ENSGALP00000017547 CID 423 - 429
ubiquitin specific peptidase 24 - 
CGNC Symbol 8213 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(961,51)" 8886 false 1.43 789



ENSGALP00000015000 CID 189 - 196
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(961,51)" 8886 false 1.43 790

ENSGALP00000020163 CID 1,471 - 1,477 ninein - CGNC Symbol 9389 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(961,51)" 8886 false 0.32 791

ENSGALP00000015657 CID 285 - 291 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(961,51)" 8886 true 0.32 792

ENSGALP00000038435 CID 214 - 221

transglutaminase 2 (C 
polypeptide protein-glutamine-
gamma-glutamyltransferase) - 
CGNC Symbol 49801 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(961,52)" 9015 false 793

ENSGALP00000018750 CID 215 - 222
solute carrier family 25 member 3 
- CGNC Symbol 8748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(961,57)" 4073 794



ENSGALP00000023294 CID 993 - 1,000

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(962,51)" 5360 true 0.8 795

ENSGALP00000034108 CID 392 - 398
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(962,53)" 10799 true 0.68 796

ENSGALP00000024803 CID 41 - 48
prolyl endopeptidase - CGNC 
Symbol 11476 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(962,53)" 63426 false 797

ENSGALP00000000383 CID 1,062 - 1,069
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(962,53)" 63426 false 798

ENSGALP00000041331 CID 1,472 - 1,479
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(962,54)" 651 true 0.93 799



ENSGALP00000016509 CID 4-Nov

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin subfamily 
a member 2 - CGNC Symbol 7728 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(962,59)" 44130 false 800

ENSGALP00000014308 CID 529 - 536
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(963,54)" 1259 801

ENSGALP00000020154 CID 77 - 83
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(963,54)" 339 false 1.2 802

ENSGALP00000012349 CID 332 - 339
C-terminal binding protein-like - 
CGNC Symbol 50231 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(963,54)" 339 true 5.44 803

ENSGALP00000014105 CID 185 - 192

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(963,55)" 369 804



ENSGALP00000017250 CID 164 - 171

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
4 - CGNC Symbol 51774 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(963,55)" 369 false 805

ENSGALP00000014105 CID 75 - 82

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(963,56)" 3941 806

ENSGALP00000017250 CID 53 - 60

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
4 - CGNC Symbol 51774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(963,56)" 3941 807

ENSGALP00000028746 CID 42 - 49

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(963,58)" 9056 false 808

ENSGALP00000036122 CID 42 - 49

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(963,58)" 9056 false 809



ENSGALP00000021034 CID 384 - 391

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(963,58)" 9056 false 810

ENSGALP00000010888 CID 43 - 50

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(963,58)" 9056 false 811

ENSGALP00000006578 CID 42 - 49

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(963,58)" 9056 false 812

ENSGALP00000039133 CID 22 - 29

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(963,58)" 9056 false 813

ENSGALP00000018498 CID 69 - 76

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(963,58)" 738 814



ENSGALP00000000224 CID 241 - 248
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(964,57)" 8194 true 2 815

ENSGALP00000008824 CID 100 - 107

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(964,61)" 6211 false 816

ENSGALP00000020561 CID 45 - 51
RNA 2' 3'-cyclic phosphate and 5'-
OH ligase - CGNC Symbol 9570 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(965,51)" 1965 true 0.67 817

ENSGALP00000012815 CID 1-Jul

dihydrolipoamide S-
acetyltransferase - CGNC Symbol 
5977 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(965,51)" 7657 818

ENSGALP00000035370 CID Dec-19
hepatoma-derived growth factor - 
CGNC Symbol 58434 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(965,51)" 7657 true 0.54 819



ENSGALP00000015687 CID 476 - 485
collagen type I alpha 2 - CGNC 
Symbol 49716 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(965,56)" 1434 false 820

ENSGALP00000003850 CID 209 - 217

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(965,56)" 6879 true 1.04 821

ENSGALP00000016175 CID Aug-15
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(965,58)" 525 false 822

ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(966,49)" 4143 true 1.53 823

ENSGALP00000013870 CID 603 - 610

X-prolyl aminopeptidase 
(aminopeptidase P) 1 soluble - 
CGNC Symbol 6466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(966,52)" 1811 824



ENSGALP00000008191 CID 272 - 280

fatty acyl-CoA hydrolase 
precursor medium chain-like - 
CGNC Symbol 55177 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(966,52)" 1811 false 1.53 825

ENSGALP00000023294 CID 993 - 1,000

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(966,53)" 5854 826

ENSGALP00000013267 CID 211 - 218
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(966,53)" 1018 true 1.75 827

ENSGALP00000034108 CID 392 - 398
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(966,56)" 7331 828

ENSGALP00000025327 CID 757 - 763
MDN1 midasin homolog (yeast) - 
CGNC Symbol 11734 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(966,60)" 2442 false 829



ENSGALP00000018740 CID 1,092 - 1,098
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(967,42)" 8173 false 830

ENSGALP00000003646 CID 273 - 280

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(967,46)" 14346 true 0.26 831

ENSGALP00000016978 CID 395 - 401
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(967,54)" 2412 true 1.01 832

ENSGALP00000037524 CID 405 - 411
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(967,54)" 2412 true 1.01 833

ENSGALP00000026307 CID 69 - 75

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(967,56)" 935 false 834



ENSGALP00000020154 CID 77 - 83
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(967,56)" 1894 835

ENSGALP00000013987 CID 876 - 882

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(967,57)" 941 836

ENSGALP00000003978 CID 451 - 457
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(967,58)" 3496 true 2.44 837

ENSGALP00000026307 CID 60 - 68

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(967,58)" 3496 false 838

ENSGALP00000022816 CID 136 - 143

Gallus gallus cytochrome b5 
reductase 3 (CYB5R3) mRNA. - 
RefSeq mRNA NM_001291805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(968,52)" 1085 839



ENSGALP00000017274 CID 13 - 20

acyl-CoA synthetase long-chain 
family member 1 - CGNC Symbol 
8071 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(968,58)" 2080 false 840

ENSGALP00000020634 CID 1-Aug
cytoskeleton-associated protein 4 
- HGNC:16991 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(968,58)" 2080 false 841

ENSGALP00000009511 CID 221 - 227
ribosomal protein L5 - CGNC 
Symbol 4424 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(969,54)" 2049 true 3.53 842

ENSGALP00000015657 CID 285 - 291 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(969,56)" 3124 true 0.32 843

ENSGALP00000003850 CID 209 - 217

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(969,59)" 2385 844



ENSGALP00000007680 CID 250 - 256
ribosomal protein L6 - CGNC 
Symbol 48978 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(970,51)" 1746 845

ENSGALP00000000509 CID 368 - 375

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(970,52)" 6473 846

ENSGALP00000013267 CID 211 - 218
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(970,55)" 2855 847

ENSGALP00000016361 CID 129 - 136
ribosomal protein S3A - CGNC 
Symbol 51748 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(970,55)" 2302 848

ENSGALP00000019365 CID 90 - 97 annexin A5 - CGNC Symbol 9009 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(970,58)" 10593 false 849



ENSGALP00000041109 CID 330 - 338
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(970,58)" 10593 false 850

ENSGALP00000027399 CID 58 - 64 esterase D - CGNC Symbol 12753 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(971,46)" 4201 true 0.64 851

ENSGALP00000019471 CID 96 - 102
PHD finger protein 5A - CGNC 
Symbol 9062 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(971,49)" 758 true 0.98 852

ENSGALP00000003646 CID 273 - 280

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(971,49)" 3561 853

ENSGALP00000001332 CID 139 - 145
lysyl-tRNA synthetase - CGNC 
Symbol 602 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(971,58)" 1967 854



ENSGALP00000007490 CID 430 - 437 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(971,59)" 3540 false 855

ENSGALP00000038313 CID 175 - 182

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 
7657 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(971,61)" 350 false 856

ENSGALP00000000864 CID 75 - 82
RAB11B member RAS oncogene 
family - CGNC Symbol 51171 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(972,52)" 757 true 1.51 857

ENSGALP00000016629 CID 191 - 197
peroxiredoxin 1 - CGNC Symbol 
7794 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(972,53)" 1213 true 2.89 858

ENSGALP00000012472 CID 309 - 316 nucleolin - CGNC Symbol 5823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(972,55)" 5061 true 3.94 859



ENSGALP00000015176 CID 598 - 605

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(972,56)" 351 860

ENSGALP00000017139 CID 554 - 561

3'-phosphoadenosine 5'-
phosphosulfate synthase 1 - 
CGNC Symbol 8007 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(972,57)" 4198 true 0.97 861

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - 
RefSeq mRNA NM_001030753 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(972,57)" 67224 true 4.31 862

ENSGALP00000022676 CID 24 - 32
H2A histone family member V - 
HGNC:20664 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(972,57)" 67224 true 4.31 863

ENSGALP00000025606 CID 314 - 321

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(972,57)" 2382 false 864



ENSGALP00000013053 CID 13 - 20

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 50017 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(972,57)" 2382 false 865

ENSGALP00000026289 CID 132 - 138
glutathione S-transferase class-
alpha - CGNC Symbol 49940 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(973,51)" 976 false 866

ENSGALP00000035370 CID Dec-19
hepatoma-derived growth factor - 
CGNC Symbol 58434 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(973,56)" 5069 true 0.54 867

ENSGALP00000039133 CID 41 - 48

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(973,58)" 453 false 868

ENSGALP00000038523 CID 542 - 549

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC 
Symbol 49809 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(974,57)" 6732 869



ENSGALP00000041109 CID 330 - 338
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(974,57)" 6732 870

ENSGALP00000038124 CID 1,389 - 1,397
fatty acid synthase - CGNC 
Symbol 1983 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(974,57)" 38515 false 871

ENSGALP00000037522 CID 17 - 24
LUC7-like 3 pre-mRNA splicing 
factor - CGNC Symbol 53432 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(974,58)" 67934 872

ENSGALP00000018498 CID 607 - 614

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(974,58)" 67934 false 873

ENSGALP00000016523 CID 606 - 613

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(974,58)" 67934 false 874



ENSGALP00000010157 CID 377 - 383
SON DNA binding protein - CGNC 
Symbol 4729 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(974,59)" 26812 false 875

ENSGALP00000026307 CID 453 - 460

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(974,60)" 1299 876

ENSGALP00000019832 CID 349 - 357

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(975,51)" 1438 true 0.68 877

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(975,54)" 990 true 1.01 878

ENSGALP00000036816 CID 998 - 1,004

structural maintenance of 
chromosomes 2 - CGNC Symbol 
11704 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(975,55)" 2113 false 879



ENSGALP00000034108 CID 467 - 474
pyruvate kinase muscle - CGNC 
Symbol 1412 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(975,57)" 2930 true 0.49 880

ENSGALP00000016630 CID 148 - 155

aldo-keto reductase family 1 
member A1 (aldehyde reductase) - 
CGNC Symbol 7795 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(975,57)" 2930 false 2.32 881

ENSGALP00000005643 CID 158 - 165

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(975,58)" 338 false 882

ENSGALP00000007490 CID 430 - 437 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(975,60)" 1329 883

ENSGALP00000015817 CID 251 - 258

solute carrier family 25 
(aspartate/glutamate carrier) 
member 13 - CGNC Symbol 7395 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(976,52)" 962 false 884



ENSGALP00000000864 CID 75 - 82
RAB11B member RAS oncogene 
family - CGNC Symbol 51171 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(976,54)" 2112 885

ENSGALP00000012376 CID 439 - 446

signal transducer and activator of 
transcription 1 91kDa - CGNC 
Symbol 52118 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(976,57)" 2566 false 886

ENSGALP00000039270 CID 1,199 - 1,206
topoisomerase (DNA) II alpha 
170kDa - CGNC Symbol 49380 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(976,57)" 2566 887

ENSGALP00000026337 CID 218 - 225
peroxiredoxin 4 - CGNC Symbol 
12239 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(976,57)" 2566 false 888

ENSGALP00000012472 CID 309 - 316 nucleolin - CGNC Symbol 5823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(976,58)" 20549 889



ENSGALP00000026214 CID 7,045 - 7,052 dystonin - CGNC Symbol 12181 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(976,58)" 20549 890

ENSGALP00000038774 CID 203 - 210
argininosuccinate synthase 1 - 
CGNC Symbol 50457 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(976,58)" 1318 false 891

ENSGALP00000019945 CID 53 - 60
ribosomal protein S29 - CGNC 
Symbol 9289 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(976,58)" 1782 false 892

ENSGALP00000040653 CID 22 - 30

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - 
RefSeq mRNA NM_001030753 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(976,59)" 244243 893

ENSGALP00000022676 CID 24 - 32
H2A histone family member V - 
HGNC:20664 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(976,59)" 244243 894



ENSGALP00000017139 CID 554 - 561

3'-phosphoadenosine 5'-
phosphosulfate synthase 1 - 
CGNC Symbol 8007 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(976,61)" 1183 895

ENSGALP00000038778 CID 372 - 379 actin-like 6A - CGNC Symbol 6893 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(977,55)" 3250 false 896

ENSGALP00000009511 CID 221 - 227
ribosomal protein L5 - CGNC 
Symbol 4424 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(977,59)" 7809 true 3.53 897

ENSGALP00000001332 CID 40 - 46
lysyl-tRNA synthetase - CGNC 
Symbol 602 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(977,59)" 7809 898

ENSGALP00000006708 CID 46 - 53
hexokinase 1 - CGNC Symbol 
3101 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(978,48)" 20096 false 0.1 899



ENSGALP00000037001 CID 167 - 174

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC 
Symbol 9462 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(978,53)" 3458 true 3.25 900

ENSGALP00000036948 CID 354 - 361

dihydrolipoamide S-
succinyltransferase (E2 
component of 2-oxo-glutarate 
complex) - CGNC Symbol 51956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(978,55)" 616 false 901

ENSGALP00000025606 CID 38 - 44

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(978,60)" 594 false 902

ENSGALP00000027399 CID 58 - 64 esterase D - CGNC Symbol 12753 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(979,51)" 2695 true 0.64 903

ENSGALP00000025404 CID 112 - 120
inner membrane mitochondrial 
protein - CGNC Symbol 11773 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(979,51)" 1196 904



ENSGALP00000019832 CID 349 - 357

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(979,53)" 1640 905

ENSGALP00000010844 CID 18 - 25
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(979,57)" 2106 906

ENSGALP00000009853 CID 120 - 128
zinc finger protein 326 - CGNC 
Symbol 4587 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(980,49)" 2086 true 0.44 907

ENSGALP00000036122 CID 121 - 127

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(980,56)" 1566 true 1.57 908

ENSGALP00000023944 CID 1,035 - 1,042

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(980,60)" 1986 false 909



ENSGALP00000011770 CID 745 - 753
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(981,59)" 2254 true 1.6 910

ENSGALP00000026214 CID 2,743 - 2,750 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(982,53)" 22454 911

ENSGALP00000011825 CID 133 - 142 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(982,57)" 3630 912

ENSGALP00000008578 CID 601 - 608

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(983,46)" 5283 true 0.42 913

ENSGALP00000004515 CID 78 - 84
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(983,56)" 6907 true 0.89 914



ENSGALP00000035888 CID 65 - 72
CD2-associated protein - CGNC 
Symbol 12535 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(983,56)" 2847 false 2.2 915

ENSGALP00000001474 CID 260 - 266

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(983,59)" 1396 false 1.01 916

ENSGALP00000019907 CID 68 - 74
glia maturation factor beta - 
CGNC Symbol 51994 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(983,61)" 5154 true 0.48 917

ENSGALP00000034108 CID 467 - 474
pyruvate kinase muscle - CGNC 
Symbol 1412 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(983,61)" 1424 true 0.49 918

ENSGALP00000009853 CID 120 - 128
zinc finger protein 326 - CGNC 
Symbol 4587 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(984,51)" 928 919



ENSGALP00000007997 CID 167 - 174
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(984,52)" 8526 true 0.23 920

ENSGALP00000018652 CID 261 - 267

actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 
8704 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(984,53)" 1862 true 1.6 921

ENSGALP00000016629 CID 191 - 197
peroxiredoxin 1 - CGNC Symbol 
7794 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(984,61)" 3876 true 2.89 922

ENSGALP00000001750 CID 75 - 83 prohibitin - CGNC Symbol 51144 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(984,61)" 475 true 0.3 923

ENSGALP00000005013 CID 29 - 35
core-binding factor beta subunit - 
CGNC Symbol 2299 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(985,45)" 2345 false 1.21 924



ENSGALP00000009960 CID 93 - 101
ribosomal protein L13 - CGNC 
Symbol 49509 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(985,56)" 10044 true 0.15 925

ENSGALP00000012471 CID 88 - 95
nucleophosmin/nucleoplasmin 3 - 
CGNC Symbol 5822 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(985,59)" 1980 false 0.77 926

ENSGALP00000028746 CID 4-Nov

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(985,61)" 3612 false 927

ENSGALP00000011770 CID 745 - 753
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(985,61)" 3612 928

ENSGALP00000036816 CID 790 - 797

structural maintenance of 
chromosomes 2 - CGNC Symbol 
11704 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(986,55)" 5923 false 0.35 929



ENSGALP00000003381 CID 594 - 601
aconitase 1 soluble - CGNC 
Symbol 48955 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(986,55)" 5923 false 0.35 930

ENSGALP00000003187 CID 56 - 64
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(986,57)" 571 false 931

ENSGALP00000003423 CID 1,036 - 1,043

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(986,58)" 1691 false 932

ENSGALP00000009960 CID 75 - 82
ribosomal protein L13 - CGNC 
Symbol 49509 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(986,60)" 1811 true 0.22 933

ENSGALP00000023352 CID 1,441 - 1,448
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(986,60)" 44188 false 934



ENSGALP00000001460 CID 101 - 108
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(987,56)" 1166 true 2.44 935

ENSGALP00000004515 CID 78 - 84
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(987,58)" 5624 936

ENSGALP00000026126 CID 164 - 174
ribosomal protein L8 - CGNC 
Symbol 12137 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(987,61)" 2886 937

ENSGALP00000003898 CID 828 - 835 matrin 3 - CGNC Symbol 1772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(988,54)" 13607 true 1.03 938

ENSGALP00000000224 CID 211 - 217
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(988,55)" 2418 true 1.29 939



ENSGALP00000013122 CID 421 - 429

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(988,56)" 4753 true 0.14 940

ENSGALP00000005013 CID 29 - 35
core-binding factor beta subunit - 
CGNC Symbol 2299 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(989,50)" 4882 941

ENSGALP00000012731 CID 47 - 54
CD44 molecule (Indian blood 
group) - CGNC Symbol 5938 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(989,52)" 4580 true 0.64 942

ENSGALP00000023352 CID 670 - 677
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(989,53)" 2655 true 4.56 943

ENSGALP00000020445 CID 663 - 670
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(989,53)" 2655 true 4.56 944



ENSGALP00000013659 CID 104 - 111
THUMP domain containing 3 - 
CGNC Symbol 6359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(989,54)" 845 false 945

ENSGALP00000032358 CID 907 - 914

structural maintenance of 
chromosomes 4 - CGNC Symbol 
7271 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(989,56)" 839 false 946

ENSGALP00000009960 CID 93 - 101
ribosomal protein L13 - CGNC 
Symbol 49509 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(989,59)" 655 947

ENSGALP00000012471 CID 88 - 95
nucleophosmin/nucleoplasmin 3 - 
CGNC Symbol 5822 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(989,61)" 2405 948

ENSGALP00000000509 CID 690 - 697

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(990,52)" 890 true 1.78 949



ENSGALP00000012993 CID 208 - 215
growth factor receptor bound 
protein 2 - CGNC Symbol 6067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(990,54)" 2386 true 1.78 950

ENSGALP00000024537 CID 48 - 55

ATPase Na+/K+ transporting 
subunit beta 1 - CGNC Symbol 
11333 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(990,56)" 769 false 951

ENSGALP00000036816 CID 790 - 797

structural maintenance of 
chromosomes 2 - CGNC Symbol 
11704 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(990,57)" 2101 952

ENSGALP00000014308 CID 393 - 400
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(990,58)" 5055 953

ENSGALP00000016629 CID 129 - 136
peroxiredoxin 1 - CGNC Symbol 
7794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(990,58)" 10950 false 954



ENSGALP00000039757 CID 366 - 374
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(990,59)" 1758 false 955

ENSGALP00000025299 CID 145 - 152
C-terminal binding protein 1 - 
CGNC Symbol 11723 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(990,59)" 1758 956

ENSGALP00000003187 CID 56 - 64
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(990,59)" 1758 957

ENSGALP00000032274 CID 711 - 719

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(990,61)" 1333 false 0.73 958

ENSGALP00000023288 CID 32 - 40

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(990,61)" 1333 false 959



ENSGALP00000003139 CID 404 - 411
glutamate dehydrogenase 1 - 
CGNC Symbol 52002 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(991,56)" 4045 false 960

ENSGALP00000013524 CID 19 - 25
STE20-like kinase - CGNC Symbol 
6304 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(991,59)" 350 false 961

ENSGALP00000004046 CID 30 - 37
RAN member RAS oncogene 
family - CGNC Symbol 1850 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(992,53)" 343 true 0.15 962

ENSGALP00000017049 CID 89 - 96
cytidine/uridine monophosphate 
kinase 1 - CGNC Symbol 7971 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(992,56)" 3840 true 0.79 963

ENSGALP00000015182 CID 663 - 671
RNA binding motif protein 25 - 
CGNC Symbol 7094 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(992,56)" 1232 964



ENSGALP00000013122 CID 421 - 429

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(992,57)" 1763 965

ENSGALP00000000810 CID 538 - 545
DEAD (Asp-Glu-Ala-Asp) box 
helicase 42 - CGNC Symbol 360 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(992,57)" 17015 false 0.08 966

ENSGALP00000003898 CID 828 - 835 matrin 3 - CGNC Symbol 1772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(992,57)" 17015 967

ENSGALP00000007997 CID 167 - 174
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(992,57)" 3109 true 0.32 968

ENSGALP00000005576 CID 332 - 339
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(992,60)" 866 false 969



ENSGALP00000013963 CID 5-Dec

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(992,61)" 971 970

ENSGALP00000020445 CID 1,393 - 1,400
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(993,54)" 2920 971

ENSGALP00000012731 CID 47 - 54
CD44 molecule (Indian blood 
group) - CGNC Symbol 5938 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(993,54)" 2640 972

ENSGALP00000015886 CID 189 - 197
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(993,55)" 1466 true 0.9 973

ENSGALP00000020445 CID 663 - 670
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(993,55)" 11282 974



ENSGALP00000023352 CID 670 - 677
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(993,55)" 11282 975

ENSGALP00000040662 CID 230 - 237
inositol monophosphatase 1 - 
HGNC:6050 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(993,57)" 9121 976

ENSGALP00000009709 CID 264 - 271

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(993,58)" 554 true 1.59 977

ENSGALP00000019031 CID 330 - 337 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(994,54)" 1071 false 978

ENSGALP00000000509 CID 690 - 697

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(994,55)" 2342 979



ENSGALP00000012993 CID 208 - 215
growth factor receptor bound 
protein 2 - CGNC Symbol 6067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(994,57)" 2063 980

ENSGALP00000019634 CID 695 - 702

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(995,49)" 950 true 1.22 981

ENSGALP00000001460 CID 101 - 108
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(995,61)" 2841 true 2.44 982

ENSGALP00000034108 CID 489 - 497
pyruvate kinase muscle - CGNC 
Symbol 1412 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(995,62)" 370 false 983

ENSGALP00000018424 CID 311 - 317 desmin - CGNC Symbol 49543 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(996,48)" 7697 false 984



ENSGALP00000015366 CID 228 - 235
peptidylprolyl isomerase D - 
CGNC Symbol 7186 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(996,55)" 394 true 2.34 985

ENSGALP00000010888 CID 126 - 132

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(996,56)" 3945 false 986

ENSGALP00000028746 CID 121 - 127

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(996,56)" 3945 false 987

ENSGALP00000006578 CID 121 - 127

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(996,56)" 3945 false 988

ENSGALP00000013738 CID 128 - 134
Rho GDP dissociation inhibitor 
(GDI) alpha - CGNC Symbol 55089 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(996,56)" 6087 989



ENSGALP00000040802 CID 51 - 59 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(996,56)" 387 990

ENSGALP00000017049 CID 89 - 96
cytidine/uridine monophosphate 
kinase 1 - CGNC Symbol 7971 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(996,58)" 3044 991

ENSGALP00000000224 CID 211 - 217
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(996,60)" 460 false 992

ENSGALP00000024710 CID 36 - 43
ribosomal protein L24 - CGNC 
Symbol 50756 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(997,50)" 4582 true 0.66 993

ENSGALP00000001456 CID 804 - 813

elongation factor Tu GTP binding 
domain containing 2 - CGNC 
Symbol 656 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(997,58)" 6494 true 0.85 994



ENSGALP00000002828 CID 716 - 725
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(997,58)" 6494 true 0.85 995

ENSGALP00000009709 CID 264 - 271

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(997,61)" 3240 996

ENSGALP00000018498 CID 173 - 181

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(998,52)" 28145 true 0.2 997

ENSGALP00000029993 CID 127 - 133
Rho GDP dissociation inhibitor 
(GDI) beta - CGNC Symbol 8920 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(998,54)" 2471 998

ENSGALP00000028283 CID 103 - 110
coactosin-like F-actin binding 
protein 1 - CGNC Symbol 54450 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(998,61)" 333 false 999



ENSGALP00000019031 CID Nov-18 albumin - CGNC Symbol 14106 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(999,50)" 1033 true 7.23 1000

ENSGALP00000010303 CID 605 - 612
interleukin 16 - CGNC Symbol 
4808 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(999,51)" 6338 false 1001

ENSGALP00000027541 CID 89 - 96
high mobility group box 1 - CGNC 
Symbol 49444 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1000,56)" 332 false 1002

ENSGALP00000015176 CID 582 - 589

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1000,57)" 12611 false 3.64 1003

ENSGALP00000035366 CID 443 - 451

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1000,57)" 12611 false 3.64 1004



ENSGALP00000026392 CID 52 - 60
ribosomal protein S7 - CGNC 
Symbol 51562 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1000,57)" 12611 false 0.78 1005

ENSGALP00000006284 CID 70 - 78

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1000,57)" 12611 true 0.78 1006

ENSGALP00000004013 CID 1,721 - 1,729 talin 1 - CGNC Symbol 1830 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1000,57)" 4224 1007

ENSGALP00000007680 CID 262 - 270
ribosomal protein L6 - CGNC 
Symbol 48978 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1000,58)" 5147 true 0.35 1008

ENSGALP00000010510 CID 602 - 609
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1000,60)" 4990 false 1009



ENSGALP00000016447 CID 194 - 200
ribosomal protein S8 - CGNC 
Symbol 52222 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1001,54)" 1172 1010

ENSGALP00000026289 CID 132 - 138
glutathione S-transferase class-
alpha - CGNC Symbol 49940 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1001,55)" 4918 true 0.5 1011

ENSGALP00000020737 CID 556 - 564
nucleoporin 153kDa - CGNC 
Symbol 9650 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1001,56)" 1756 1012

ENSGALP00000002828 CID 716 - 725
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1001,60)" 9021 1013

ENSGALP00000001456 CID 804 - 813

elongation factor Tu GTP binding 
domain containing 2 - CGNC 
Symbol 656 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1001,60)" 9021 1014



ENSGALP00000011961 CID 180 - 187

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1001,61)" 1729 false 1015

ENSGALP00000000224 CID 54 - 61
proliferating cell nuclear antigen - 
CGNC Symbol 92 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1002,45)" 3035 true 0.84 1016

ENSGALP00000009819 CID 203 - 211
PHD finger protein 6 - CGNC 
Symbol 4572 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1002,53)" 1850 false 1017

ENSGALP00000003043 CID 617 - 625
alanyl-tRNA synthetase - CGNC 
Symbol 50043 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1002,54)" 1864 false 0.84 1018

ENSGALP00000016536 CID 687 - 694
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1002,54)" 9923 true 0.51 1019



ENSGALP00000000202 CID 34 - 42
tapasin isoform 2 precursor - 
Refseq NP_001193540 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1002,55)" 4582 true 0.47 1020

ENSGALP00000032274 CID 87 - 93

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1002,55)" 1296 1021

ENSGALP00000009979 CID 358 - 365
thioredoxin reductase 3 - CGNC 
Symbol 4647 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1003,55)" 5108 true 0.56 1022

ENSGALP00000020445 CID 803 - 810
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1003,57)" 3292 true 0.55 1023

ENSGALP00000034108 CID 489 - 497
pyruvate kinase muscle - CGNC 
Symbol 1412 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1003,57)" 848 false 1024



ENSGALP00000035888 CID 212 - 220
CD2-associated protein - CGNC 
Symbol 12535 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1003,61)" 374 false 1025

ENSGALP00000033554 CID 271 - 279 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1003,62)" 489 1026

ENSGALP00000023523 CID 21 - 30
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1004,48)" 214025 true 0.53 1027

ENSGALP00000015657 CID 19 - 28 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1004,48)" 214025 true 0.53 1028

ENSGALP00000015988 CID 21 - 30
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1004,48)" 214025 true 0.53 1029



ENSGALP00000030147 CID 93 - 99
family with sequence similarity 49 
member B - CGNC Symbol 12196 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1004,51)" 13207 false 1030

ENSGALP00000023395 CID 737 - 744

ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 
10793 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1004,57)" 972 false 1031

ENSGALP00000017958 CID 99 - 106
chromobox homolog 3 - CGNC 
Symbol 8386 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1004,58)" 771 true 3.64 1032

ENSGALP00000003646 CID 76 - 84

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1004,59)" 372 false 1033

ENSGALP00000023635 CID 402 - 409 lamin B1 - CGNC Symbol 10893 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1004,59)" 1255 1034



ENSGALP00000011689 CID 228 - 235
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1004,60)" 11363 false 1.05 1035

ENSGALP00000010800 CID 159 - 166

actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 
50145 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1004,60)" 11363 false 1036

ENSGALP00000007680 CID 262 - 270
ribosomal protein L6 - CGNC 
Symbol 48978 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1004,60)" 1808 1037

ENSGALP00000015366 CID 228 - 235
peptidylprolyl isomerase D - 
CGNC Symbol 7186 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1004,60)" 1807 true 2.34 1038

ENSGALP00000016660 CID 569 - 576

nuclear autoantigenic sperm 
protein (histone-binding) - CGNC 
Symbol 7802 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1005,54)" 3560 1039



ENSGALP00000024710 CID 36 - 43
ribosomal protein L24 - CGNC 
Symbol 50756 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1005,55)" 2695 true 0.66 1040

ENSGALP00000026214 CID 3,989 - 3,997 dystonin - CGNC Symbol 12181 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1005,59)" 541 1041

ENSGALP00000024116 CID 119 - 127

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1005,60)" 677 false 1042

ENSGALP00000002493 CID 36 - 43
ribosomal protein L23 - CGNC 
Symbol 1138 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1005,62)" 436 false 1043

ENSGALP00000000224 CID 54 - 61
proliferating cell nuclear antigen - 
CGNC Symbol 92 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1006,48)" 3862 1044



ENSGALP00000004461 CID 18 - 25
interferon induced protein 35 - 
HGNC:5399 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1006,53)" 461 true 0.53 1045

ENSGALP00000027401 CID 130 - 138

succinate-CoA ligase ADP-forming 
beta subunit - CGNC Symbol 
12755 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1006,55)" 853 false 1.31 1046

ENSGALP00000000202 CID 34 - 42
tapasin isoform 2 precursor - 
Refseq NP_001193540 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1006,57)" 1969 1047

ENSGALP00000012293 CID 135 - 142
ribosomal protein L35a - CGNC 
Symbol 5744 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1006,58)" 2757 true 1.1 1048

ENSGALP00000003035 CID 436 - 443
polypyrimidine tract binding 
protein 1 - CGNC Symbol 1388 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1006,58)" 1427 true 1.1 1049



ENSGALP00000038105 CID 277 - 285
fibrinogen beta chain - CGNC 
Symbol 7036 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1007,50)" 10412 false 1050

ENSGALP00000018195 CID 201 - 209
proteasome subunit beta 1 - 
CGNC Symbol 8487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1007,52)" 2523 1051

ENSGALP00000022386 CID 77 - 85
serine/arginine-rich splicing 
factor 7 - CGNC Symbol 52729 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1007,55)" 1185 1052

ENSGALP00000016538 CID 465 - 472 calpain 11 - CGNC Symbol 54348 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1007,55)" 2352 true 0.92 1053

ENSGALP00000001460 CID 1-Aug
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1007,56)" 953 1054



ENSGALP00000038912 CID 1-Aug
alpha-D-globin - CGNC Symbol 
50309 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1007,56)" 953 false 1055

ENSGALP00000039552 CID 179 - 186
proteasome 26S subunit non-
ATPase 13 - CGNC Symbol 51869 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1007,57)" 1643 false 1056

ENSGALP00000038626 CID 270 - 278
lactate dehydrogenase A - CGNC 
Symbol 49707 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1007,61)" 918 false 1057

ENSGALP00000005743 CID 1-Aug
transmembrane protein 258 - 
CGNC Symbol 2651 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1008,44)" 781 1058

ENSGALP00000015657 CID 19 - 28 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1008,50)" 114335 1059



ENSGALP00000023523 CID 21 - 30
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1008,50)" 114335 1060

ENSGALP00000015988 CID 21 - 30
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1008,50)" 114335 1061

ENSGALP00000038376 CID 110 - 117
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1008,52)" 1065 1062

ENSGALP00000024078 CID 185 - 192
WD repeat domain 1 - CGNC 
Symbol 11108 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1008,55)" 2999 1063

ENSGALP00000026858 CID 295 - 302

minichromosome maintenance 
complex component 3 - CGNC 
Symbol 12496 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1008,58)" 2153 1064



ENSGALP00000025165 CID 210 - 218

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1008,58)" 501 false 1065

ENSGALP00000006284 CID 70 - 78

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1008,61)" 3745 true 0.78 1066

ENSGALP00000035366 CID 141 - 149

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1008,62)" 3602 1067

ENSGALP00000012985 CID 158 - 165
B-cell receptor-associated protein 
29 - CGNC Symbol 6061 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1008,62)" 1577 false 1068

ENSGALP00000023395 CID 469 - 476

ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 
10793 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1008,63)" 435 false 1069



ENSGALP00000018295 CID 178 - 185
SERPINE1 mRNA binding protein 
1 - CGNC Symbol 8530 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1008,63)" 435 1070

ENSGALP00000026214 CID 4,464 - 4,472 dystonin - CGNC Symbol 12181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1009,51)" 452 true 1.54 1071

ENSGALP00000027541 CID 58 - 65
high mobility group box 1 - CGNC 
Symbol 49444 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1009,55)" 3198 true 0.95 1072

ENSGALP00000002383 CID 169 - 176
ras homolog family member C - 
CGNC Symbol 49521 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1010,50)" 1042 true 0.84 1073

ENSGALP00000035780 CID 1,787 - 1,796
RAN binding protein 2 - CGNC 
Symbol 50838 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1010,53)" 491 1074



ENSGALP00000003035 CID 436 - 443
polypyrimidine tract binding 
protein 1 - CGNC Symbol 1388 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1010,61)" 501 1075

ENSGALP00000041673 CID 23 - 30
Surfeit locus protein 4 - UP 
Q800K9 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1011,59)" 1050 true 1.17 1076

ENSGALP00000020445 CID 803 - 810
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1011,62)" 598 false 0.55 1077

ENSGALP00000009605 CID 210 - 217
proliferation-associated 2G4 
38kDa - CGNC Symbol 4474 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1012,51)" 2749 true 1.17 1078

ENSGALP00000035514 CID 571 - 578
protein kinase C delta - CGNC 
Symbol 50113 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1012,52)" 1849 true 1.12 1079



ENSGALP00000003646 CID 53 - 61

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1012,55)" 962 1080

ENSGALP00000026663 CID 53 - 61

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) beta 
subunit - CGNC Symbol 12399 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1012,61)" 899 true 0.53 1081

ENSGALP00000033366 CID 113 - 120
leukocyte ribonuclease A-2 - 
CGNC Symbol 52020 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1013,50)" 4344 false 1082

ENSGALP00000018373 CID 141 - 148 decorin - CGNC Symbol 8567 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1013,54)" 1191 true 1.93 1083

ENSGALP00000018616 CID 28 - 36
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1013,56)" 1115 true 5.79 1084



ENSGALP00000032274 CID 409 - 416

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1014,51)" 4306 true 0.72 1085

ENSGALP00000012472 CID 409 - 416 nucleolin - CGNC Symbol 5823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1014,54)" 423 true 1 1086

ENSGALP00000003767 CID 1-Aug
phosphoserine phosphatase - 
CGNC Symbol 50540 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1014,54)" 423 false 0.75 1087

ENSGALP00000001474 CID 531 - 538

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1014,55)" 26927 true 0.74 1088

ENSGALP00000023352 CID 938 - 945
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1014,55)" 26927 false 0.74 1089



ENSGALP00000039326 CID 152 - 160
ribosomal protein L19 - CGNC 
Symbol 1159 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1014,56)" 12157 true 0.74 1090

ENSGALP00000015000 CID 450 - 457
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1014,63)" 1225 false 1091

ENSGALP00000014308 CID 442 - 449
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1015,43)" 868 false 1092

ENSGALP00000018424 CID 157 - 165 desmin - CGNC Symbol 49543 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1015,54)" 13084 false 1093

ENSGALP00000015171 CID 387 - 394
Obg-like ATPase 1 - CGNC Symbol 
7087 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1015,55)" 943 true 1.76 1094



ENSGALP00000037515 CID 17 - 24
PC4 and SFRS1 interacting protein 
1 - CGNC Symbol 54295 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1015,56)" 4845 1095

ENSGALP00000035370 CID 22 - 29
hepatoma-derived growth factor - 
CGNC Symbol 58434 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1015,56)" 4845 1096

ENSGALP00000025937 CID 528 - 536

eukaryotic translation elongation 
factor 1 delta (guanine nucleotide 
exchange protein) - CGNC Symbol 
12059 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1015,58)" 2632 true 0.48 1097

ENSGALP00000024283 CID 66 - 73
ribosomal protein S6 - CGNC 
Symbol 49670 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1016,50)" 7622 true 0.58 1098

ENSGALP00000009605 CID 210 - 217
proliferation-associated 2G4 
38kDa - CGNC Symbol 4474 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1016,53)" 3213 1099



ENSGALP00000004046 CID 30 - 37
RAN member RAS oncogene 
family - CGNC Symbol 1850 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1016,53)" 734 true 1.86 1100

ENSGALP00000035514 CID 571 - 578
protein kinase C delta - CGNC 
Symbol 50113 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1016,55)" 2073 1101

ENSGALP00000005505 CID 72 - 79
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1016,55)" 1355 false 1.06 1102

ENSGALP00000027030 CID 18 - 26
ribosomal protein L31 - CGNC 
Symbol 50833 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1016,58)" 17544 true 0.38 1103

ENSGALP00000019330 CID 102 - 110

polymerase (DNA) delta 
interacting protein 3 - CGNC 
Symbol 8993 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1016,59)" 9750 true 0.85 1104



ENSGALP00000039157 CID 160 - 167
ATP citrate lyase - CGNC Symbol 
2533 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1016,59)" 9750 false 1105

ENSGALP00000007728 CID 138 - 144
Y box binding protein 1 - CGNC 
Symbol 3598 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1017,50)" 1588 true 1.81 1106

ENSGALP00000013729 CID 55 - 63
small ubiquitin-like modifier 1 - 
CGNC Symbol 48961 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1017,53)" 410 1107

ENSGALP00000008498 CID 245 - 254
transketolase - CGNC Symbol 
3953 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1017,56)" 4025 false 1108

ENSGALP00000019120 CID 513 - 520
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1017,56)" 4025 false 1109



ENSGALP00000018616 CID 28 - 36
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1017,59)" 9211 1110

ENSGALP00000034251 CID 206 - 215 stomatin - CGNC Symbol 987 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1018,50)" 1093 true 1.32 1111

ENSGALP00000014265 CID 75 - 82
RAB1A member RAS oncogene 
family - CGNC Symbol 6666 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1018,53)" 4829 true 0.33 1112

ENSGALP00000004866 CID 69 - 75
nudix hydrolase 21 - CGNC 
Symbol 66135 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1018,54)" 5551 true 0.72 1113

ENSGALP00000001474 CID 531 - 538

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1018,56)" 1328 1114



ENSGALP00000019492 CID 252 - 261
Ran GTPase activating protein 1 - 
CGNC Symbol 9072 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1018,58)" 3687 false 0.33 1115

ENSGALP00000039326 CID 152 - 160
ribosomal protein L19 - CGNC 
Symbol 1159 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1018,58)" 4198 1116

ENSGALP00000003089 CID 218 - 225
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1018,59)" 4521 1117

ENSGALP00000020445 CID 738 - 745
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1018,59)" 2295 true 0.89 1118

ENSGALP00000042967 CID 431 - 438
chondroitin sulfate synthase 1 - 
HGNC:17198 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1018,59)" 4837 true 0.32 1119



ENSGALP00000004425 CID 672 - 680
metastasis associated 1 - CGNC 
Symbol 53548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1018,60)" 3992 false 0.48 1120

ENSGALP00000015000 CID 407 - 415
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1018,60)" 3992 false 1121

ENSGALP00000020445 CID 803 - 810
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1019,56)" 792 true 1.21 1122

ENSGALP00000018370 CID 302 - 310 lumican - CGNC Symbol 50614 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1019,61)" 407 false 1123

ENSGALP00000026812 CID 1,896 - 1,905
kinesin family member 13B - 
CGNC Symbol 12468 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1020,55)" 889 1124



ENSGALP00000005505 CID 72 - 79
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1020,58)" 1435 1125

ENSGALP00000015560 CID 68 - 75

eukaryotic translation initiation 
factor 2 subunit alpha - CGNC 
Symbol 7281 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1020,58)" 2199 1126

ENSGALP00000027030 CID 18 - 26
ribosomal protein L31 - CGNC 
Symbol 50833 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1020,60)" 4064 1127

ENSGALP00000015409 CID 744 - 751
actinin alpha 1 - CGNC Symbol 
48956 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1021,49)" 3443 true 2.6 1128

P13645 CID 238 - 245

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1021,53)" 4694 false 1 1129



ENSGALP00000015128 CID 159 - 166
lamin B receptor - CGNC Symbol 
49736 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1021,58)" 494 true 3.49 1130

ENSGALP00000019435 CID 77 - 84

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - 
CGNC Symbol 9043 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1021,58)" 530 true 23.06 1131

ENSGALP00000014374 CID 239 - 248
malate dehydrogenase 1 - CGNC 
Symbol 6725 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1021,58)" 530 false 23.06 1132

ENSGALP00000026345 CID 20 - 28
acid phosphatase 1 soluble - 
CGNC Symbol 12245 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1021,60)" 1682 1133

ENSGALP00000041526 CID 61 - 68

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1021,63)" 109471 1134



ENSGALP00000012053 CID 191 - 200 cathepsin Z - CGNC Symbol 5626 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1022,53)" 1668 true 1.23 1135

ENSGALP00000003646 CID 281 - 289

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1022,54)" 302 false 1136

ENSGALP00000043118 CID 73 - 80
coiled-coil domain containing 124 
- HGNC:25171 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1022,57)" 1104 false 0.36 1137

ENSGALP00000012293 CID 135 - 142
ribosomal protein L35a - CGNC 
Symbol 5744 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1022,57)" 1104 false 0.36 1138

ENSGALP00000012712 CID 2-Nov
Uncharacterized protein - CGNC 
Symbol 50405 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1022,58)" 1784 1139



ENSGALP00000012472 CID 409 - 416 nucleolin - CGNC Symbol 5823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1022,58)" 1048 true 1.65 1140

ENSGALP00000042967 CID 431 - 438
chondroitin sulfate synthase 1 - 
HGNC:17198 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1022,62)" 1335 1141

ENSGALP00000008338 CID 151 - 158

damage-specific DNA binding 
protein 1 127kDa - CGNC Symbol 
3871 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1022,63)" 448 1142

ENSGALP00000038105 CID 286 - 292
fibrinogen beta chain - CGNC 
Symbol 7036 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1023,54)" 434 false 1143

ENSGALP00000009933 CID 181 - 188

heterogeneous nuclear 
ribonucleoprotein A0 - CGNC 
Symbol 4621 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1023,58)" 1896 1144



ENSGALP00000019726 CID 1-Sep
engulfment and cell motility 1 - 
CGNC Symbol 51330 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1023,61)" 706 false 1145

ENSGALP00000002409 CID 980 - 988

inositol polyphosphate-5-
phosphatase 145kDa - CGNC 
Symbol 52250 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1024,45)" 1840 false 0.98 1146

ENSGALP00000006038 CID 462 - 469 ribophorin II - CGNC Symbol 2792 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1024,50)" 1667 true 0.98 1147

ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1024,54)" 9655 true 0.99 1148

ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1025,48)" 8302 true 3.39 1149



ENSGALP00000022525 CID 362 - 370
pre-mRNA-processing factor 19 - 
Refseq NP_001034420 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1025,51)" 1317 true 2.46 1150

ENSGALP00000015409 CID 744 - 751
actinin alpha 1 - CGNC Symbol 
48956 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1025,51)" 9626 1151

P13645 CID 238 - 245

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1025,56)" 2694 1152

ENSGALP00000015128 CID 159 - 166
lamin B receptor - CGNC Symbol 
49736 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1025,58)" 3580 1153

ENSGALP00000041108 CID 759 - 767
SATB homeobox 1 - CGNC Symbol 
8550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1025,61)" 22978 1154



ENSGALP00000014374 CID 239 - 248
malate dehydrogenase 1 - CGNC 
Symbol 6725 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1025,61)" 22978 1155

ENSGALP00000019435 CID 77 - 84

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - 
CGNC Symbol 9043 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1025,61)" 26453 1156

ENSGALP00000013999 CID 609 - 618

NADH:ubiquinone oxidoreductase 
core subunit S1 - CGNC Symbol 
6532 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1026,56)" 405 false 1157

ENSGALP00000001332 CID 295 - 302
lysyl-tRNA synthetase - CGNC 
Symbol 602 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1026,60)" 1264 false 1158

ENSGALP00000020445 CID 738 - 745
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1026,62)" 1653 true 0.67 1159



ENSGALP00000025461 CID Aug-16
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1026,63)" 704 false 1160

ENSGALP00000042244 CID 2,993 - 3,001
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1026,63)" 704 false 1161

ENSGALP00000015063 CID 287 - 295
fibrinogen gamma chain - CGNC 
Symbol 7041 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1027,57)" 6510 false 1162

ENSGALP00000038179 CID 254 - 261
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1027,59)" 3578 1163

ENSGALP00000005576 CID 459 - 466
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1027,62)" 6908 true 0.71 1164



ENSGALP00000037222 CID 45 - 52

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC 
Symbol 51783 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1028,55)" 593 1165

ENSGALP00000020268 CID 345 - 352
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1028,55)" 593 false 1166

ENSGALP00000017341 CID 196 - 203

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1028,57)" 11560 1167

ENSGALP00000038795 CID 74 - 83

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1028,60)" 22751 true 0.55 1168

ENSGALP00000017954 CID 200 - 209

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1029,51)" 8082 1169



ENSGALP00000007391 CID 2-Oct
programmed cell death 5 - CGNC 
Symbol 3442 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1029,52)" 773 1170

ENSGALP00000009511 CID 188 - 195
ribosomal protein L5 - CGNC 
Symbol 4424 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1029,53)" 2427 true 1.03 1171

ENSGALP00000013729 CID 55 - 63
small ubiquitin-like modifier 1 - 
CGNC Symbol 48961 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1029,54)" 2539 true 1.12 1172

ENSGALP00000013574 CID 151 - 159
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1029,57)" 2245 1173

ENSGALP00000035686 CID 123 - 130
periostin osteoblast specific 
factor - CGNC Symbol 12805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1029,58)" 7336 false 1174



ENSGALP00000015356 CID 25 - 32

electron transfer flavoprotein 
dehydrogenase - CGNC Symbol 
7179 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1029,58)" 750 false 1.03 1175

ENSGALP00000015665 CID 178 - 186 no description available 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1029,61)" 28138 1176

ENSGALP00000019365 CID 109 - 117 annexin A5 - CGNC Symbol 9009 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1029,62)" 12538 true 1.03 1177

ENSGALP00000024648 CID 717 - 725
leucyl/cystinyl aminopeptidase - 
CGNC Symbol 11391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1029,62)" 12538 1178

ENSGALP00000042590 CID 101 - 109 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1030,52)" 5134 true 0.99 1179



ENSGALP00000012878 CID 124 - 131
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1030,53)" 2347 true 1.04 1180

ENSGALP00000005819 CID 214 - 221
glutamate-ammonia ligase - 
CGNC Symbol 2689 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1030,54)" 346 false 1181

ENSGALP00000007930 CID 131 - 138
deoxyuridine triphosphatase - 
CGNC Symbol 3681 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1030,57)" 2374 true 0.44 1182

ENSGALP00000009528 CID 419 - 427
RuvB like AAA ATPase 1 - CGNC 
Symbol 4431 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1031,58)" 12809 false 1183

ENSGALP00000020445 CID 1,924 - 1,932
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1031,61)" 1248 true 5.27 1184



ENSGALP00000005576 CID 459 - 466
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1031,64)" 2031 1185

ENSGALP00000008191 CID 249 - 258

fatty acyl-CoA hydrolase 
precursor medium chain-like - 
CGNC Symbol 55177 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1032,57)" 2179 false 1186

ENSGALP00000038795 CID 74 - 83

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1032,62)" 12403 1187

ENSGALP00000022293 CID 28 - 35 ezrin - CGNC Symbol 10288 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1032,63)" 13239 false 1188

ENSGALP00000007490 CID 28 - 35 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1032,63)" 13239 false 1189



ENSGALP00000011717 CID 91 - 99
ribosomal protein large P0 - 
CGNC Symbol 49505 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1032,63)" 2044 false 1190

ENSGALP00000007182 CID 321 - 329

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1033,56)" 392 false 1191

ENSGALP00000013729 CID 55 - 63
small ubiquitin-like modifier 1 - 
CGNC Symbol 48961 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1033,58)" 2033 1192

ENSGALP00000041962 CID 95 - 102
ribosomal protein L34 - CGNC 
Symbol 51767 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1033,59)" 2300 true 0.75 1193

ENSGALP00000016337 CID 1,457 - 1,466

LPS-responsive vesicle trafficking 
beach and anchor containing - 
CGNC Symbol 7650 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1033,59)" 2300 false 0.75 1194



ENSGALP00000001332 CID 507 - 514
lysyl-tRNA synthetase - CGNC 
Symbol 602 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1034,55)" 2844 true 0.67 1195

ENSGALP00000023099 CID 781 - 788
histocompatibility (minor) HA-1 - 
CGNC Symbol 51181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1034,55)" 2844 false 1.09 1196

ENSGALP00000041533 CID 101 - 109
Hsap of 4: heterogeneous nuclear 
ribonucleoprotein L - HGNC:5045 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1034,56)" 1349 true 1.1 1197

ENSGALP00000018258 CID 410 - 418
Enah/Vasp-like - CGNC Symbol 
8513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1034,56)" 398 1198

ENSGALP00000025461 CID Aug-16
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1034,58)" 1253 false 1199



ENSGALP00000021255 CID 203 - 210
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1034,58)" 1253 false 1200

ENSGALP00000014509 CID 149 - 156

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1034,62)" 1235 1201

ENSGALP00000008498 CID 233 - 241
transketolase - CGNC Symbol 
3953 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1034,63)" 1907 false 1202

ENSGALP00000007472 CID 162 - 171
PDGFA associated protein 1 - 
CGNC Symbol 3481 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1035,52)" 8231 false 1203

ENSGALP00000035478 CID 36 - 43
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1035,56)" 2156 false 0.31 1204



ENSGALP00000010210 CID 116 - 123
leukocyte cell derived chemotaxin 
2 - CGNC Symbol 4754 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1035,62)" 313 false 0.31 1205

ENSGALP00000016361 CID 137 - 144
ribosomal protein S3A - CGNC 
Symbol 51748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1035,63)" 4465 false 1206

ENSGALP00000020445 CID 1,924 - 1,932
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1035,63)" 6921 1207

ENSGALP00000003423 CID 678 - 686

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1035,63)" 6921 1208

ENSGALP00000020346 CID 73 - 81
FK506 binding protein 3 - CGNC 
Symbol 9468 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1036,55)" 5366 false 1209



ENSGALP00000002513 CID 100 - 106
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1037,48)" 34326 true 0.71 1210

ENSGALP00000002744 CID 529 - 536
phospholipase A2 activating 
protein - CGNC Symbol 1252 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1037,56)" 1196 false 1211

ENSGALP00000010800 CID 98 - 105

actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 
50145 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1037,56)" 1196 true 1.41 1212

ENSGALP00000019224 CID 513 - 520

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1037,59)" 418 1213

ENSGALP00000039265 CID 129 - 137
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1037,62)" 1525 false 1214



ENSGALP00000016363 CID 466 - 473

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1037,62)" 436 false 1215

ENSGALP00000020744 CID 168 - 176

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1038,56)" 3431 true 0.3 1216

ENSGALP00000003850 CID 46 - 55

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1038,57)" 5038 false 1.09 1217

ENSGALP00000016363 CID 192 - 199

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1038,57)" 5882 1218

ENSGALP00000015846 CID 273 - 280
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1038,58)" 1737 1219



ENSGALP00000009964 CID 101 - 110
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1038,59)" 1396 1220

ENSGALP00000012240 CID 628 - 639

amyloid beta (A4) precursor 
protein-binding family B member 
1 interacting protein - CGNC 
Symbol 5719 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1038,62)" 2875 1221

ENSGALP00000010405 CID 59 - 66
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1039,55)" 12766 false 1222

ENSGALP00000013963 CID 133 - 140

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1039,58)" 540 true 1.15 1223

ENSGALP00000035478 CID 1,440 - 1,450
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1039,63)" 2011 false 1224



ENSGALP00000012086 CID 259 - 266

glutamic-oxaloacetic 
transaminase 1 soluble - CGNC 
Symbol 5645 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1040,52)" 5723 true 0.68 1225

ENSGALP00000035478 CID 1,150 - 1,159
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1040,60)" 2686 true 0.43 1226

ENSGALP00000038124 CID 1,616 - 1,624
fatty acid synthase - CGNC 
Symbol 1983 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1040,64)" 1037 false 1227

ENSGALP00000027391 CID 242 - 250
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1040,64)" 1037 false 1228

ENSGALP00000022293 CID 28 - 35 ezrin - CGNC Symbol 10288 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1040,65)" 4229 true 0.52 1229



ENSGALP00000042497 CID 79 - 87
RAR-related orphan receptor C - 
CGNC Symbol 58847 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1040,65)" 4229 false 1230

ENSGALP00000007490 CID 28 - 35 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1040,65)" 4229 true 0.52 1231

ENSGALP00000023165 CID 290 - 298

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1041,46)" 903 true 1.83 1232

ENSGALP00000002513 CID 100 - 106
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1041,50)" 24648 1233

ENSGALP00000042837 CID 123 - 130

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1041,55)" 11603 true 0.78 1234



ENSGALP00000036304 CID 313 - 320
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1041,60)" 11044 true 0.37 1235

ENSGALP00000010800 CID 98 - 105

actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 
50145 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1041,60)" 13349 1236

ENSGALP00000008079 CID 313 - 320
serine hydroxymethyltransferase 
1 (soluble) - CGNC Symbol 3751 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1041,60)" 13349 false 1237

ENSGALP00000009286 CID 257 - 265

ubiquinol-cytochrome c 
reductase core protein I - CGNC 
Symbol 4319 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1041,61)" 424 1238

ENSGALP00000041962 CID 95 - 102
ribosomal protein L34 - CGNC 
Symbol 51767 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1041,64)" 1726 true 0.75 1239



ENSGALP00000001332 CID 507 - 514
lysyl-tRNA synthetase - CGNC 
Symbol 602 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1042,60)" 1914 true 0.67 1240

ENSGALP00000041533 CID 101 - 109
Hsap of 4: heterogeneous nuclear 
ribonucleoprotein L - HGNC:5045 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1042,61)" 1876 true 1.1 1241

ENSGALP00000019975 CID 488 - 495
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1043,60)" 7219 1242

ENSGALP00000013963 CID 133 - 140

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1043,61)" 1476 false 0.65 1243

ENSGALP00000019758 CID Aug-16

Gallus gallus diazepam binding 
inhibitor (GABA receptor 
modulator acyl-CoA binding 
protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1043,62)" 7605 false 0.6 1244



ENSGALP00000012100 CID 131 - 138
leucyl-tRNA synthetase - CGNC 
Symbol 5654 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1043,63)" 3233 false 1245

ENSGALP00000006965 CID 574 - 582
VPS35 retromer complex 
component - CGNC Symbol 3222 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1043,64)" 1222 1246

ENSGALP00000012086 CID 259 - 266

glutamic-oxaloacetic 
transaminase 1 soluble - CGNC 
Symbol 5645 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1044,55)" 3457 1247

ENSGALP00000012086 CID 2-Nov

glutamic-oxaloacetic 
transaminase 1 soluble - CGNC 
Symbol 5645 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1044,57)" 1271 1248

ENSGALP00000020445 CID 694 - 702
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1045,55)" 5976 true 2.62 1249



ENSGALP00000023352 CID 701 - 709
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1045,55)" 5976 true 2.62 1250

ENSGALP00000003455 CID 103 - 111

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC Symbol 
1580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1045,57)" 20669 false 1251

ENSGALP00000029322 CID 28 - 35
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1045,57)" 20669 false 0.79 1252

ENSGALP00000023944 CID 454 - 462

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1045,60)" 77318 false 0.22 1253

ENSGALP00000010510 CID 510 - 517
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1045,60)" 77318 true 0.22 1254



ENSGALP00000010210 CID 309 - 317
leukocyte cell derived chemotaxin 
2 - CGNC Symbol 4754 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1046,51)" 6916 true 0.33 1255

ENSGALP00000002398 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member B - CGNC Symbol 51177 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1046,52)" 11748 true 1.65 1256

ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 50017 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1046,52)" 11748 true 1.65 1257

ENSGALP00000036963 CID 97 - 105
60S ribosomal protein L15 - 
Refseq NP_001292094 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1046,54)" 16596 true 0.33 1258

ENSGALP00000038799 CID 183 - 191
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1046,55)" 4008 true 0.33 1259



ENSGALP00000026214 CID 3,912 - 3,920 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1046,59)" 1533 false 1.65 1260

ENSGALP00000010618 CID 128 - 135
lymphocyte-specific protein 1 - 
CGNC Symbol 4964 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1046,59)" 1533 1261

ENSGALP00000003850 CID 46 - 55

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1046,60)" 543 false 1262

ENSGALP00000004548 CID 158 - 166
acyl-CoA dehydrogenase long 
chain - CGNC Symbol 2086 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1046,60)" 1395 true 0.52 1263

ENSGALP00000005505 CID 168 - 175
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1046,61)" 430 false 1264



ENSGALP00000042171 CID 156 - 164
transgelin 2 - CGNC Symbol 
65718 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1046,63)" 1286 true 0.71 1265

ENSGALP00000034108 CID 367 - 375
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1047,54)" 8527 true 0.79 1266

ENSGALP00000010325 CID 359 - 367

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 46 - CGNC Symbol 
4822 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1047,57)" 984 false 1267

ENSGALP00000006218 CID 316 - 324

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1047,59)" 1066 true 5.01 1268

ENSGALP00000009821 CID 65 - 73
ribosomal protein S13 - CGNC 
Symbol 49921 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1047,65)" 1201 1269



ENSGALP00000025461 CID 56 - 63
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1047,65)" 479 false 1270

ENSGALP00000007055 CID 26 - 34
pyrophosphatase (inorganic) 1 - 
CGNC Symbol 3275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1048,54)" 1551 true 0.97 1271

ENSGALP00000019634 CID 41 - 49

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1048,61)" 2735 false 1272

ENSGALP00000021475 CID 500 - 508

succinate dehydrogenase 
complex flavoprotein subunit A - 
CGNC Symbol 49461 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1048,61)" 2735 1273

ENSGALP00000003012 CID 176 - 184
malate dehydrogenase 2 - CGNC 
Symbol 1378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1048,61)" 2735 false 1274



ENSGALP00000000088 CID 223 - 230
proteasome subunit alpha type-5 - 
Refseq NP_001026578 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1048,63)" 336 false 1275

ENSGALP00000013359 CID 46 - 53 annexin A4 - CGNC Symbol 57513 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1048,64)" 3864 true 0.58 1276

ENSGALP00000033650 CID 374 - 382
FYN binding protein - CGNC 
Symbol 2773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1049,55)" 373 false 2.82 1277

ENSGALP00000019120 CID 130 - 138
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1049,57)" 1117 false 1278

ENSGALP00000018740 CID 477 - 484
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1049,57)" 1117 true 0.61 1279



ENSGALP00000010510 CID 129 - 137
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1049,57)" 1117 false 1280

ENSGALP00000023352 CID 701 - 709
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1049,57)" 18383 1281

ENSGALP00000020445 CID 694 - 702
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1049,57)" 18383 1282

ENSGALP00000009709 CID 644 - 651

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1049,58)" 406 true 2.07 1283

ENSGALP00000000885 CID 60 - 67
microtubule-associated protein 
tau - CGNC Symbol 389 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1049,59)" 27744 1284



ENSGALP00000023454 CID 726 - 734
N-acetyltransferase 10 - CGNC 
Symbol 10818 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1049,63)" 2439 true 1.1 1285

ENSGALP00000030005 CID 65 - 72
ubiquitin-conjugating enzyme 
E2N - CGNC Symbol 50617 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1049,63)" 5001 false 1286

ENSGALP00000018309 CID 140 - 147
raftlin lipid raft linker 1 - CGNC 
Symbol 8540 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1049,64)" 4711 false 1287

ENSGALP00000036304 CID 313 - 320
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1049,65)" 3149 true 0.37 1288

ENSGALP00000000383 CID 239 - 246
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1050,53)" 11417 false 1289



ENSGALP00000002398 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member B - CGNC Symbol 51177 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1050,54)" 20914 1290

ENSGALP00000013053 CID 21 - 28

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 50017 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1050,54)" 20914 1291

ENSGALP00000007680 CID 221 - 228
ribosomal protein L6 - CGNC 
Symbol 48978 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1050,56)" 480 true 1.53 1292

ENSGALP00000020445 CID 1,331 - 1,338
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1050,57)" 1692 1293

ENSGALP00000038799 CID 183 - 191
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1050,57)" 1692 1294



ENSGALP00000036720 CID 1,969 - 1,977
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1050,58)" 7528 1295

ENSGALP00000036963 CID 97 - 105
60S ribosomal protein L15 - 
Refseq NP_001292094 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1050,58)" 7528 1296

ENSGALP00000025929 CID 214 - 222
hydroxyacyl-CoA dehydrogenase - 
CGNC Symbol 12053 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1050,59)" 678 1297

ENSGALP00000025404 CID 579 - 587
inner membrane mitochondrial 
protein - CGNC Symbol 11773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1051,55)" 6118 true 0.41 1298

ENSGALP00000039965 CID 719 - 726

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1051,55)" 6118 false 0.41 1299



ENSGALP00000037901 CID 359 - 366
NIMA related kinase 1 - CGNC 
Symbol 7364 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1051,55)" 6118 false 0.24 1300

ENSGALP00000034108 CID 367 - 375
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1051,57)" 3744 1301

ENSGALP00000020275 CID 76 - 83
lectin galactoside-binding soluble 
1 - CGNC Symbol 49833 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1051,58)" 5404 false 1302

ENSGALP00000006218 CID 316 - 324

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1051,62)" 9474 1303

ENSGALP00000000815 CID 145 - 153

Gallus gallus myosin light chain 4 
alkali atrial embryonic (MYL4) 
mRNA. - RefSeq mRNA 
NM_205479 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1051,63)" 1252 false 1304



ENSGALP00000007055 CID 26 - 34
pyrophosphatase (inorganic) 1 - 
CGNC Symbol 3275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1052,57)" 1830 1305

ENSGALP00000005520 CID 502 - 511
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1052,59)" 378 false 1306

ENSGALP00000023439 CID 45 - 53

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1052,59)" 3010 true 1.93 1307

ENSGALP00000021425 CID 1,046 - 1,054 plexin B2 - CGNC Symbol 52617 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1053,53)" 3037 1308

ENSGALP00000004871 CID 84 - 91
asparaginyl-tRNA synthetase - 
CGNC Symbol 2238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1053,54)" 14482 false 0.84 1309



ENSGALP00000009709 CID 644 - 651

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1053,61)" 1176 1310

ENSGALP00000001014 CID 358 - 367

interferon-induced guanylate-
binding protein 1-like - CGNC 
Symbol 51030 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1053,63)" 11165 false 1311

ENSGALP00000025606 CID 256 - 266

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1053,63)" 11165 false 1312

ENSGALP00000008802 CID 194 - 204
ribosomal protein S2 - CGNC 
Symbol 50281 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1053,63)" 11165 false 1313

ENSGALP00000020666 CID 73 - 81
DEK proto-oncogene - CGNC 
Symbol 9623 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1053,64)" 712 false 1314



ENSGALP00000025327 CID 4,188 - 4,197
MDN1 midasin homolog (yeast) - 
CGNC Symbol 11734 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1053,65)" 6133 false 1315

ENSGALP00000010510 CID 510 - 517
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1053,65)" 18938 true 0.22 1316

ENSGALP00000023454 CID 726 - 734
N-acetyltransferase 10 - CGNC 
Symbol 10818 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1053,65)" 2596 1317

ENSGALP00000019492 CID 561 - 569
Ran GTPase activating protein 1 - 
CGNC Symbol 9072 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1054,50)" 710 false 1318

ENSGALP00000033359 CID 346 - 355
fascin actin-bundling protein 1 - 
CGNC Symbol 14444 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1054,62)" 8113 false 1319



ENSGALP00000038795 CID 195 - 204

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1054,63)" 5356 true 0.44 1320

ENSGALP00000037222 CID 95 - 103

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC 
Symbol 51783 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1054,64)" 3196 false 1321

ENSGALP00000037524 CID 107 - 115
tubulin alpha 4a - CGNC Symbol 
65758 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1055,48)" 866 1322

ENSGALP00000016978 CID 97 - 105
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1055,48)" 866 1323

ENSGALP00000009286 CID 125 - 132

ubiquinol-cytochrome c 
reductase core protein I - CGNC 
Symbol 4319 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1055,57)" 1280 false 1324



ENSGALP00000037901 CID 359 - 366
NIMA related kinase 1 - CGNC 
Symbol 7364 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1055,57)" 2223 true 0.49 1325

ENSGALP00000025404 CID 579 - 587
inner membrane mitochondrial 
protein - CGNC Symbol 11773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1055,57)" 2223 1326

ENSGALP00000006574 CID 81 - 89
liver basic fatty acid binding 
protein - CGNC Symbol 49276 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1055,58)" 1953 true 2.06 1327

ENSGALP00000000383 CID 633 - 639
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1055,61)" 3180 false 0.49 1328

ENSGALP00000036764 CID 635 - 644
poly(A) polymerase alpha - CGNC 
Symbol 8431 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1055,61)" 2591 1329



ENSGALP00000019365 CID 118 - 126 annexin A5 - CGNC Symbol 9009 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1055,61)" 2591 false 1330

ENSGALP00000018740 CID 148 - 156
complement component 3 - 
CGNC Symbol 8744 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1055,63)" 1753 false 1331

ENSGALP00000042244 CID 1,719 - 1,727
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1055,63)" 1753 false 0.33 1332

ENSGALP00000022436 CID 296 - 304 tubulin beta class I - HGNC:20778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1056,55)" 1549 true 1.26 1333

ENSGALP00000013964 CID 351 - 359
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1056,55)" 1549 true 1.26 1334



ENSGALP00000002513 CID 64 - 70
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1056,57)" 8555 true 1.06 1335

ENSGALP00000012367 CID 40 - 49
SLC9A3 regulator 1 - CGNC 
Symbol 51624 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1056,57)" 4940 true 0.94 1336

ENSGALP00000041758 CID 539 - 548

transporter 1 ATP-binding 
cassette sub-family B (MDR/TAP) - 
CGNC Symbol 53176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1056,60)" 2811 1337

ENSGALP00000004048 CID 668 - 675 kinectin 1 - CGNC Symbol 9206 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1056,62)" 6310 false 1338

ENSGALP00000023439 CID 45 - 53

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1056,62)" 6310 1339



ENSGALP00000041057 CID 130 - 139
lectin mannose binding 2 - CGNC 
Symbol 63471 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1056,63)" 775 false 1340

ENSGALP00000006060 CID 1,109 - 1,117
nucleoporin 214kDa - CGNC 
Symbol 53184 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1056,63)" 898 1341

ENSGALP00000014800 CID 982 - 989

Hsap of 1: scavenger receptor 
cysteine rich family member with 
5 domains - HGNC:26641 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1057,55)" 24888 false 0.05 1342

ENSGALP00000014828 CID 410 - 417
PIT54 protein precursor - Refseq 
NP_997063 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1057,55)" 24888 true 0.72 1343

ENSGALP00000012100 CID 1,119 - 1,127
leucyl-tRNA synthetase - CGNC 
Symbol 5654 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1057,56)" 546 false 1344



ENSGALP00000034742 CID 143 - 151 perilipin-5 - CGNC Symbol 24415 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1057,56)" 12179 false 0.64 1345

ENSGALP00000016632 CID 45 - 53 keratin 8 - HGNC:6446 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1057,57)" 3751 true 0.64 1346

K7EPJ9 CID 158 - 166

Keratin, type I cytoskeletal 17 
(Fragment) OS=Homo sapiens 
GN=KRT17 PE=1 SV=1 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1057,60)" 1195 true 0.64 1347

ENSGALP00000012815 CID 525 - 534

dihydrolipoamide S-
acetyltransferase - CGNC Symbol 
5977 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1057,63)" 1940 false 1348

ENSGALP00000041108 CID 759 - 767
SATB homeobox 1 - CGNC Symbol 
8550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1057,64)" 1059 false 1349



ENSGALP00000035996 CID 144 - 153
superoxide dismutase 1 soluble - 
CGNC Symbol 11821 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1057,65)" 436 false 1350

ENSGALP00000001460 CID 113 - 121
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1058,61)" 3994 true 1.81 1351

ENSGALP00000027249 CID 93 - 101

DnaJ heat shock protein family 
(Hsp40) member C3 - CGNC 
Symbol 12678 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1058,62)" 1955 false 1352

ENSGALP00000035905 CID 481 - 490
cell division cycle 5 like - CGNC 
Symbol 12520 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1058,64)" 5471 1353

ENSGALP00000038795 CID 195 - 204

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1058,64)" 1983 1354



ENSGALP00000007466 CID 75 - 82

actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 
15421 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1058,65)" 414 false 1355

ENSGALP00000017274 CID 2-Sep

acyl-CoA synthetase long-chain 
family member 1 - CGNC Symbol 
8071 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1059,51)" 1299 1356

ENSGALP00000000639 CID 118 - 127 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1059,54)" 4101 true 2.06 1357

ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1059,58)" 1056 true 1.91 1358

ENSGALP00000002352 CID 235 - 244
RNA binding motif protein 39 - 
CGNC Symbol 1071 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1059,58)" 1400 true 2.1 1359



ENSGALP00000012689 CID 134 - 141
NmrA-like family domain 
containing 1 - CGNC Symbol 5919 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1060,51)" 727 1360

ENSGALP00000019031 CID 491 - 499 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1060,51)" 22676 false 1361

ENSGALP00000025010 CID 332 - 340
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1060,56)" 3105 false 1362

ENSGALP00000022436 CID 296 - 304 tubulin beta class I - HGNC:20778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1060,58)" 21941 1363

ENSGALP00000013964 CID 351 - 359
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1060,58)" 21941 1364



ENSGALP00000012367 CID 40 - 49
SLC9A3 regulator 1 - CGNC 
Symbol 51624 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1060,59)" 4656 1365

ENSGALP00000026214 CID 5,729 - 5,737 dystonin - CGNC Symbol 12181 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1060,61)" 1981 false 1.48 1366

ENSGALP00000008953 CID 226 - 233

eukaryotic translation initiation 
factor 4 gamma 2 - CGNC Symbol 
4160 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1060,63)" 2247 false 1367

ENSGALP00000020744 CID 682 - 689

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1060,63)" 661 false 1368

ENSGALP00000006778 CID 421 - 429

eukaryotic translation initiation 
factor 3 subunit B - CGNC Symbol 
55528 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1060,64)" 595 1369



ENSGALP00000038523 CID 190 - 198

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC 
Symbol 49809 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1061,54)" 4735 false 1370

ENSGALP00000003455 CID 103 - 111

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC Symbol 
1580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1061,58)" 9954 true 0.79 1371

ENSGALP00000017599 CID 2-Oct
signal peptidase complex subunit 
3 - CGNC Symbol 8235 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1062,51)" 2794 true 0.92 1372

ENSGALP00000000202 CID 317 - 327
tapasin isoform 2 precursor - 
Refseq NP_001193540 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1062,52)" 4037 false 1373

ENSGALP00000020258 CID 81 - 89

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC Symbol 
9427 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1062,56)" 3755 true 0.92 1374



ENSGALP00000009314 CID 331 - 338 septin 2 - CGNC Symbol 4335 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1062,56)" 3755 false 0.92 1375

ENSGALP00000015988 CID 186 - 193
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1062,59)" 7040 false 1376

ENSGALP00000023523 CID 186 - 193
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1062,59)" 7040 false 1377

ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1062,59)" 7040 false 1378

ENSGALP00000013963 CID 1,039 - 1,046

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1062,61)" 1031 false 1379



ENSGALP00000001460 CID 113 - 121
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1062,64)" 7800 1380

ENSGALP00000000639 CID 118 - 127 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1063,55)" 8463 1381

ENSGALP00000003850 CID 200 - 208

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1063,56)" 5731 false 1382

ENSGALP00000041159 CID 110 - 117
ribosomal protein S16 - 
HGNC:10396 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1063,56)" 3022 true 1.28 1383

ENSGALP00000003737 CID 336 - 343
enolase 1 (alpha) - CGNC Symbol 
49607 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1063,56)" 4095 true 0.94 1384



ENSGALP00000002352 CID 235 - 244
RNA binding motif protein 39 - 
CGNC Symbol 1071 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1063,60)" 3922 1385

ENSGALP00000020445 CID 1,218 - 1,226
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1063,60)" 3922 false 1.91 1386

ENSGALP00000007490 CID 529 - 538 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1063,60)" 3922 1387

ENSGALP00000006298 CID 295 - 303

apolipoprotein H (beta-2-
glycoprotein I) - CGNC Symbol 
2904 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1063,60)" 2824 false 1388

ENSGALP00000018410 CID 976 - 984
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1063,60)" 2824 false 1389



ENSGALP00000004807 CID 119 - 127
proteasome subunit alpha 4 - 
CGNC Symbol 2207 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1063,61)" 572 true 0.98 1390

ENSGALP00000042244 CID 2,650 - 2,658
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1064,51)" 1518 1391

ENSGALP00000043256 CID 61 - 69
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1064,58)" 35651 true 0.36 1392

ENSGALP00000020744 CID 733 - 740

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1065,54)" 18330 true 1.65 1393

P35908 CID 239 - 247

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1065,56)" 2358 true 1.65 1394



P04264 CID 484 - 492

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1065,58)" 4467 1395

ENSGALP00000020737 CID 146 - 155
nucleoporin 153kDa - CGNC 
Symbol 9650 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1065,62)" 8127 1396

ENSGALP00000017599 CID 2-Oct
signal peptidase complex subunit 
3 - CGNC Symbol 8235 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1066,54)" 2731 1397

ENSGALP00000005653 CID 1,230 - 1,239 fibronectin 1 - CGNC Symbol 2613 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1066,57)" 603 true 0.81 1398

ENSGALP00000005654 CID 1,202 - 1,211 fibronectin 1 - CGNC Symbol 2613 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1066,57)" 603 true 0.81 1399



ENSGALP00000020445 CID 671 - 678
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1066,58)" 1884 true 1.34 1400

ENSGALP00000023352 CID 678 - 685
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1066,58)" 1884 true 1.34 1401

ENSGALP00000009964 CID 101 - 110
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1066,60)" 1510 true 0.81 1402

ENSGALP00000036816 CID 979 - 986

structural maintenance of 
chromosomes 2 - CGNC Symbol 
11704 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1066,62)" 4215 1403

ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1066,62)" 4215 true 5.55 1404



ENSGALP00000015886 CID Apr-13
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1066,63)" 787 false 1405

ENSGALP00000020268 CID 612 - 619
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1066,64)" 606 false 1406

ENSGALP00000020744 CID 724 - 732

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1067,54)" 561 false 1407

ENSGALP00000019731 CID 173 - 180
chromosome 14 open reading 
frame 105 - HGNC:20189 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1067,55)" 2282 true 1.82 1408

ENSGALP00000013174 CID 34 - 42
ribosomal protein S27a - CGNC 
Symbol 49483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1067,55)" 33915 true 4.24 1409



ENSGALP00000020268 CID 78 - 85
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1067,55)" 11367 true 0.11 1410

ENSGALP00000003898 CID 4-Dec matrin 3 - CGNC Symbol 1772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1067,55)" 11367 false 0.15 1411

ENSGALP00000003187 CID 403 - 412
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1067,55)" 11367 false 0.11 1412

ENSGALP00000009341 CID 560 - 567
high density lipoprotein binding 
protein - CGNC Symbol 4348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1067,55)" 11367 false 0.15 1413

ENSGALP00000018750 CID 223 - 230
solute carrier family 25 member 3 
- CGNC Symbol 8748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1067,56)" 3775 true 0.52 1414



ENSGALP00000018424 CID 233 - 240 desmin - CGNC Symbol 49543 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1067,56)" 14544 false 1.82 1415

ENSGALP00000000639 CID 203 - 210 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1067,56)" 14544 1416

ENSGALP00000014107 CID 230 - 237 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1067,56)" 14544 false 1.82 1417

ENSGALP00000041159 CID 110 - 117
ribosomal protein S16 - 
HGNC:10396 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1067,58)" 3571 1418

ENSGALP00000026214 CID 3,790 - 3,797 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1067,58)" 3571 false 1.28 1419



ENSGALP00000022436 CID 255 - 263 tubulin beta class I - HGNC:20778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1067,63)" 5668 true 4.36 1420

ENSGALP00000013964 CID 310 - 318
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1067,63)" 5668 true 4.36 1421

ENSGALP00000001183 CID 95 - 103

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1068,56)" 549 true 1.34 1422

ENSGALP00000025475 CID 92 - 100

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 51548 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1068,56)" 549 true 1.34 1423

ENSGALP00000043256 CID 61 - 69
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1068,60)" 12416 1424



ENSGALP00000002513 CID 64 - 70
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1068,65)" 8476 true 1.06 1425

ENSGALP00000017495 CID 677 - 685 scinderin - CGNC Symbol 8188 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1069,55)" 1175 1426

P35908 CID 239 - 247

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1069,59)" 4513 1427

ENSGALP00000037001 CID 175 - 183

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC 
Symbol 9462 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1069,60)" 646 true 13.05 1428

ENSGALP00000026126 CID 61 - 68
ribosomal protein L8 - CGNC 
Symbol 12137 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1069,62)" 426 1429



ENSGALP00000035478 CID 863 - 872
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1069,65)" 418 false 1430

ENSGALP00000010662 CID 164 - 172

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1069,65)" 2109 false 1431

ENSGALP00000009964 CID 101 - 110
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1070,62)" 1228 1432

ENSGALP00000036816 CID 979 - 986

structural maintenance of 
chromosomes 2 - CGNC Symbol 
11704 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1070,65)" 20211 false 5.55 1433

ENSGALP00000035339 CID 102 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1070,65)" 20211 1434



ENSGALP00000020744 CID 395 - 403

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1071,53)" 7943 true 0.26 1435

ENSGALP00000043403 CID 29 - 37
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1071,57)" 3178 true 5.89 1436

ENSGALP00000013174 CID 34 - 42
ribosomal protein S27a - CGNC 
Symbol 49483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1071,57)" 155333 1437

ENSGALP00000003737 CID 336 - 343
enolase 1 (alpha) - CGNC Symbol 
49607 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1071,62)" 8083 true 1.29 1438

ENSGALP00000038912 CID Sep-16
alpha-D-globin - CGNC Symbol 
50309 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1071,63)" 4661 false 1439



ENSGALP00000004046 CID 13 - 23
RAN member RAS oncogene 
family - CGNC Symbol 1850 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1071,63)" 4661 false 1440

ENSGALP00000037524 CID 337 - 346
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1071,64)" 11732 false 1441

ENSGALP00000016978 CID 327 - 336
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1071,64)" 11732 false 1442

ENSGALP00000022436 CID 255 - 263 tubulin beta class I - HGNC:20778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1071,66)" 17876 1443

ENSGALP00000013964 CID 310 - 318
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1071,66)" 17876 1444



ENSGALP00000013963 CID 797 - 805

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1072,55)" 618 true 1.19 1445

ENSGALP00000004013 CID 67 - 74 talin 1 - CGNC Symbol 1830 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1072,55)" 312 true 1.29 1446

ENSGALP00000000316 CID 682 - 690
major vault protein - CGNC 
Symbol 136 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1072,56)" 4552 true 1.19 1447

ENSGALP00000018195 CID 229 - 236
proteasome subunit beta 1 - 
CGNC Symbol 8487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1072,61)" 2647 false 1448

ENSGALP00000022309 CID 72 - 81

thioredoxin related 
transmembrane protein 3 - CGNC 
Symbol 10300 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1072,61)" 2647 false 1449



ENSGALP00000039865 CID 2-Nov
flightless I actin binding protein - 
CGNC Symbol 3713 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1072,62)" 1870 1450

ENSGALP00000001014 CID 150 - 159

interferon-induced guanylate-
binding protein 1-like - CGNC 
Symbol 51030 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1072,62)" 839 true 0.64 1451

ENSGALP00000034742 CID 143 - 151 perilipin-5 - CGNC Symbol 24415 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1073,54)" 2820 false 0.53 1452

ENSGALP00000023288 CID 168 - 176

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1073,54)" 2820 true 0.53 1453

ENSGALP00000019975 CID 50 - 58
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1073,56)" 1392 false 1454



ENSGALP00000007265 CID 239 - 246

protein phosphatase 1 catalytic 
subunit gamma isozyme - CGNC 
Symbol 50363 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1073,57)" 2208 1455

ENSGALP00000031272 CID 238 - 245

protein phosphatase 1 catalytic 
subunit beta isozyme - CGNC 
Symbol 49609 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1073,57)" 2208 1456

ENSGALP00000027030 CID 27 - 34
ribosomal protein L31 - CGNC 
Symbol 50833 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1073,61)" 1567 true 6.89 1457

ENSGALP00000037001 CID 175 - 183

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC 
Symbol 9462 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1073,61)" 17777 1458

ENSGALP00000025280 CID 95 - 102 thioredoxin - CGNC Symbol 49804 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1073,64)" 2670 false 1459



ENSGALP00000028746 CID 84 - 91

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1073,64)" 2670 false 1460

ENSGALP00000042244 CID 1,090 - 1,097
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1073,64)" 2670 1461

ENSGALP00000000199 CID 831 - 839
SPT6 homolog histone chaperone 
- CGNC Symbol 75 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1073,64)" 2670 false 1462

ENSGALP00000003423 CID 990 - 998

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1073,64)" 2670 false 1463

ENSGALP00000019120 CID 504 - 512
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1073,64)" 8354 false 1464



ENSGALP00000010510 CID 501 - 509
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1073,64)" 8354 false 1465

ENSGALP00000025208 CID 68 - 76
hydroxysteroid dehydrogenase 
like 2 - HGNC:18572 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1073,66)" 1070 1466

ENSGALP00000002493 CID 124 - 131
ribosomal protein L23 - CGNC 
Symbol 1138 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1074,49)" 1507 false 1467

ENSGALP00000000639 CID 235 - 243 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1074,56)" 1209 true 0.59 1468

ENSGALP00000014107 CID 183 - 190 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1074,57)" 8710 true 0.59 1469



ENSGALP00000006938 CID 54 - 61 annexin A6 - CGNC Symbol 49340 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1074,60)" 990 true 0.9 1470

ENSGALP00000023352 CID 678 - 685
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1074,63)" 2522 true 1.34 1471

ENSGALP00000020445 CID 671 - 678
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1074,63)" 2522 true 1.34 1472

ENSGALP00000003954 CID 290 - 298
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1075,49)" 1488 true 1.11 1473

ENSGALP00000010405 CID 540 - 548
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1075,56)" 13867 false 1474



ENSGALP00000006372 CID 129 - 137

aldo-keto reductase family 7 
member A2 (aflatoxin aldehyde 
reductase) - CGNC Symbol 51005 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1075,58)" 3571 false 1475

ENSGALP00000027665 CID 1-Oct
acetyl-CoA acetyltransferase 1 - 
CGNC Symbol 12890 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1075,58)" 2559 1476

ENSGALP00000043403 CID 29 - 37
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1075,60)" 19981 1477

ENSGALP00000010325 CID 182 - 190

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 46 - CGNC Symbol 
4822 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1076,57)" 735 false 1478

ENSGALP00000013963 CID 797 - 805

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1076,57)" 735 1479



ENSGALP00000025475 CID 92 - 100

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 51548 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1076,61)" 1220 true 1.34 1480

ENSGALP00000001183 CID 95 - 103

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1076,61)" 1220 true 1.34 1481

ENSGALP00000013122 CID 122 - 130

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1076,62)" 556 false 1482

ENSGALP00000026214 CID 360 - 368 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1076,64)" 983 false 1483

ENSGALP00000025921 CID 599 - 606
RAD21 cohesin complex 
component - CGNC Symbol 12049 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1076,65)" 1521 true 5.24 1484



ENSGALP00000001014 CID 150 - 159

interferon-induced guanylate-
binding protein 1-like - CGNC 
Symbol 51030 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1076,66)" 890 1485

P00761 CID 98 - 107 Trypsin OS=Sus scrofa PE=1 SV=1 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1077,62)" 21037 1486

ENSGALP00000020563 CID 407 - 414
fructose-1 6-bisphosphatase 1 - 
CGNC Symbol 9572 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1077,66)" 984 false 1487

ENSGALP00000006933 CID 62 - 69
tubulin folding cofactor A - CGNC 
Symbol 3204 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1078,49)" 620 true 2.83 1488

ENSGALP00000003381 CID 142 - 149
aconitase 1 soluble - CGNC 
Symbol 48955 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1078,51)" 3167 false 1489



ENSGALP00000014107 CID 183 - 190 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1078,57)" 8656 1490

ENSGALP00000017341 CID 175 - 182

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1078,59)" 1925 false 1491

ENSGALP00000000639 CID 235 - 243 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1078,59)" 9861 1492

ENSGALP00000017341 CID 175 - 182

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1078,59)" 5603 false 1493

ENSGALP00000015988 CID 186 - 193
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1078,59)" 5603 false 1494



ENSGALP00000023523 CID 186 - 193
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1078,59)" 5603 false 1495

ENSGALP00000015657 CID 184 - 191 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1078,59)" 5603 false 1496

ENSGALP00000020463 CID 221 - 228

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1078,60)" 485 true 1.94 1497

ENSGALP00000033359 CID 33 - 42
fascin actin-bundling protein 1 - 
CGNC Symbol 14444 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1078,62)" 59283 false 1498

ENSGALP00000041690 CID Nov-19

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1078,62)" 59283 1499



ENSGALP00000020463 CID 619 - 627

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1078,62)" 59283 false 1500

ENSGALP00000006555 CID 457 - 465

poly(A) binding protein 
cytoplasmic 1-like - CGNC Symbol 
3026 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1078,62)" 59283 false 0.51 1501

ENSGALP00000034078 CID 107 - 115

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1079,53)" 25820 true 0.47 1502

ENSGALP00000002197 CID 726 - 734 gelsolin - CGNC Symbol 49472 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1079,54)" 3313 true 1.49 1503

ENSGALP00000032274 CID 175 - 182

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1079,55)" 1979 true 1.35 1504



ENSGALP00000003089 CID 46 - 53
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1079,56)" 646 true 0.69 1505

ENSGALP00000018594 CID 92 - 99

small nuclear ribonucleoprotein 
polypeptide F - CGNC Symbol 
8670 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1079,57)" 7686 true 1.04 1506

ENSGALP00000020744 CID 395 - 403

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1079,59)" 3289 true 0.26 1507

ENSGALP00000042882 CID 204 - 212
6-phosphofructokinase muscle 
type - Refseq NP_989554 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1079,59)" 2725 true 0.47 1508

ENSGALP00000011232 CID 202 - 210
phosphofructokinase platelet - 
CGNC Symbol 53359 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1079,59)" 2725 true 0.47 1509



ENSGALP00000004186 CID 418 - 426
annexin A11 - CGNC Symbol 
52013 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1080,57)" 857 true 6.39 1510

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1080,58)" 19289 true 6.39 1511

ENSGALP00000027030 CID 27 - 34
ribosomal protein L31 - CGNC 
Symbol 50833 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1081,65)" 13530 true 6.89 1512

ENSGALP00000008802 CID 194 - 204
ribosomal protein S2 - CGNC 
Symbol 50281 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1081,65)" 1263 false 1513

ENSGALP00000006933 CID 62 - 69
tubulin folding cofactor A - CGNC 
Symbol 3204 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1082,50)" 2472 1514



ENSGALP00000039954 CID 114 - 121
Hsap of 1: formin like 1 - 
HGNC:1212 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1082,55)" 6578 true 0.57 1515

ENSGALP00000015176 CID 1,022 - 1,030

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1082,56)" 8848 true 1.2 1516

ENSGALP00000007287 CID 107 - 117
ribosomal protein S14 - CGNC 
Symbol 3393 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1082,61)" 4242 true 0.75 1517

ENSGALP00000034078 CID 107 - 115

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1083,56)" 1513 1518

ENSGALP00000003089 CID 46 - 53
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1083,59)" 443 1519



ENSGALP00000018594 CID 92 - 99

small nuclear ribonucleoprotein 
polypeptide F - CGNC Symbol 
8670 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1083,59)" 7959 1520

ENSGALP00000003431 CID 221 - 229

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1083,66)" 1000 false 1521

ENSGALP00000042479 CID 110 - 118
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1084,52)" 4091 true 0.25 1522

ENSGALP00000004186 CID 418 - 426
annexin A11 - CGNC Symbol 
52013 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1084,58)" 7093 1523

ENSGALP00000028073 CID 1-Sep

ADP ribosylation factor like 
GTPase 6 interacting protein 5 - 
CGNC Symbol 13078 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1084,58)" 3517 1524



ENSGALP00000012007 CID 122 - 130 archain 1 - CGNC Symbol 5606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1084,60)" 961 true 0.31 1525

ENSGALP00000006284 CID 226 - 235

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1084,61)" 20065 1526

ENSGALP00000006938 CID 647 - 654 annexin A6 - CGNC Symbol 49340 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1084,64)" 336 false 1527

ENSGALP00000039326 CID 135 - 142
ribosomal protein L19 - CGNC 
Symbol 1159 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1084,67)" 432 false 1528

ENSGALP00000016629 CID 102 - 110
peroxiredoxin 1 - CGNC Symbol 
7794 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1084,67)" 2036 false 1529



ENSGALP00000015246 CID 75 - 84
peroxiredoxin 3 - CGNC Symbol 
7123 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1085,64)" 509 false 1530

ENSGALP00000018679 CID 36 - 43
ribosomal protein L37a - CGNC 
Symbol 55686 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1086,53)" 437 true 0.7 1531

ENSGALP00000005633 CID 128 - 135
tyrosyl-tRNA synthetase - CGNC 
Symbol 2601 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1086,54)" 672 true 0.5 1532

ENSGALP00000039954 CID 114 - 121
Hsap of 1: formin like 1 - 
HGNC:1212 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1086,58)" 3288 1533

ENSGALP00000015176 CID 1,022 - 1,030

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1086,59)" 10600 1534



ENSGALP00000020857 CID 417 - 426

coagulation factor XIII A1 
polypeptide - CGNC Symbol 
49310 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1086,59)" 835 false 1535

ENSGALP00000020445 CID 859 - 867
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1086,59)" 3093 false 1536

ENSGALP00000023274 CID 1,286 - 1,294
non-SMC condensin I complex 
subunit D2 - CGNC Symbol 50724 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1086,61)" 397 false 1.28 1537

ENSGALP00000020445 CID 1,484 - 1,492
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1086,61)" 397 true 1.28 1538

ENSGALP00000007287 CID 107 - 117
ribosomal protein S14 - CGNC 
Symbol 3393 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1086,61)" 5468 1539



ENSGALP00000020666 CID 46 - 54
DEK proto-oncogene - CGNC 
Symbol 9623 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1086,67)" 419 false 1540

ENSGALP00000007997 CID 257 - 266
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1086,67)" 419 false 1541

ENSGALP00000020154 CID 424 - 433
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1087,57)" 1087 true 0.84 1542

ENSGALP00000041574 CID 81 - 89
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1087,58)" 936 1543

ENSGALP00000013273 CID 49 - 57
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1087,58)" 936 false 1.35 1544



ENSGALP00000026214 CID 1,214 - 1,222 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1087,58)" 936 1545

ENSGALP00000004186 CID 449 - 457
annexin A11 - CGNC Symbol 
52013 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1087,60)" 571 true 0.61 1546

ENSGALP00000003455 CID 118 - 126

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC Symbol 
1580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1087,60)" 571 false 0.61 1547

ENSGALP00000002495 CID 900 - 908
enhancer of mRNA decapping 4 - 
CGNC Symbol 1139 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1087,61)" 376 false 1548

P13645 CID 258 - 266

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1087,66)" 1320 false 1549



ENSGALP00000004013 CID 2,350 - 2,360 talin 1 - CGNC Symbol 1830 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1087,67)" 416 false 1550

P35527 CID 225 - 233

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1088,58)" 1292 true 0.73 1551

ENSGALP00000000726 CID Jun-15

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq 
mRNA NM_001302096 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1088,59)" 6278 1552

ENSGALP00000001808 CID 2-Nov
cytokine induced apoptosis 
inhibitor 1 - CGNC Symbol 812 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1089,52)" 35256 1553

ENSGALP00000022400 CID 30 - 38

Gallus gallus ABRA C-terminal like 
(ABRACL) mRNA. - RefSeq mRNA 
NM_001302176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1089,66)" 604 false 1554



ENSGALP00000003035 CID 454 - 462
polypyrimidine tract binding 
protein 1 - CGNC Symbol 1388 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1090,57)" 29697 1555

ENSGALP00000000509 CID 678 - 686

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1091,55)" 4047 true 0.8 1556

ENSGALP00000000088 CID 2-Nov
proteasome subunit alpha type-5 - 
Refseq NP_001026578 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1091,55)" 7664 true 0.94 1557

ENSGALP00000012731 CID 30 - 38
CD44 molecule (Indian blood 
group) - CGNC Symbol 5938 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1091,59)" 1748 true 2.85 1558

ENSGALP00000003089 CID 669 - 677
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1091,60)" 726 true 0.77 1559



ENSGALP00000013273 CID 49 - 57
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1091,61)" 1680 1560

ENSGALP00000004508 CID 232 - 240

endoplasmic reticulum-golgi 
intermediate compartment 1 - 
CGNC Symbol 2067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1091,63)" 377 true 1.9 1561

ENSGALP00000000170 CID 309 - 317
receptor for activated C kinase 1 - 
CGNC Symbol 61 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1091,67)" 1891 1562

ENSGALP00000019016 CID 118 - 125

nucleolar protein interacting with 
the FHA domain of MKI67 - CGNC 
Symbol 8852 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1092,50)" 2243 false 1563

ENSGALP00000016538 CID 1-Oct calpain 11 - CGNC Symbol 54348 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1092,52)" 1100 1564



ENSGALP00000013122 CID 353 - 361

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1092,57)" 2138 false 0.53 1565

ENSGALP00000013999 CID 410 - 418

NADH:ubiquinone oxidoreductase 
core subunit S1 - CGNC Symbol 
6532 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1092,57)" 2138 true 0.83 1566

ENSGALP00000000509 CID 66 - 74

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1092,57)" 2138 false 0.53 1567

ENSGALP00000001460 CID 147 - 155
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1092,57)" 14195 true 0.53 1568

P35527 CID 225 - 233

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1092,60)" 1018 1569



ENSGALP00000035593 CID 68 - 77
Hemoglobin subunit beta - UP 
P02112 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1092,61)" 2016 true 0.53 1570

ENSGALP00000009481 CID 39 - 48
RAB7A member RAS oncogene 
family - CGNC Symbol 4408 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1092,63)" 341 false 1571

ENSGALP00000012034 CID 298 - 306
tubulin beta 1 class VI - CGNC 
Symbol 49797 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1093,46)" 115384 true 0.34 1572

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1093,46)" 115384 true 0.34 1573

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1093,46)" 115384 true 0.34 1574



ENSGALP00000009483 CID 78 - 86

transmembrane emp24 protein 
transport domain containing 5 - 
CGNC Symbol 4410 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1093,54)" 6880 true 0.5 1575

ENSGALP00000039265 CID 260 - 268
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1093,55)" 2897 1576

ENSGALP00000008128 CID 674 - 682
nucleoporin 210kDa - CGNC 
Symbol 3777 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1093,64)" 2595 1577

ENSGALP00000026392 CID 172 - 180
ribosomal protein S7 - CGNC 
Symbol 51562 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1093,64)" 2510 true 1.86 1578

ENSGALP00000012170 CID 110 - 117
aminopeptidase-like 1 - CGNC 
Symbol 5683 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1094,51)" 4548 true 0.21 1579



ENSGALP00000023917 CID 229 - 236
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1094,52)" 532 true 1.1 1580

ENSGALP00000039734 CID 743 - 750

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1094,52)" 890 true 0.21 1581

ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal protein 
S12 (RPS12) mRNA. - RefSeq 
mRNA NM_001277911 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1094,64)" 8601 true 0.26 1582

ENSGALP00000000509 CID 678 - 686

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1095,56)" 3252 1583

ENSGALP00000019468 CID 468 - 476 aconitase 2 - CGNC Symbol 9059 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1095,57)" 3240 true 1.34 1584



ENSGALP00000000088 CID 2-Nov
proteasome subunit alpha type-5 - 
Refseq NP_001026578 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1095,58)" 8137 1585

ENSGALP00000014509 CID 222 - 231

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1095,60)" 2465 true 1.3 1586

ENSGALP00000013174 CID 64 - 72
ribosomal protein S27a - CGNC 
Symbol 49483 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1095,66)" 6272 true 10.92 1587

ENSGALP00000001460 CID 147 - 155
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1096,60)" 7365 1588

ENSGALP00000015846 CID 408 - 417
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1096,61)" 476 false 1589



ENSGALP00000012034 CID 298 - 306
tubulin beta 1 class VI - CGNC 
Symbol 49797 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1097,48)" 39433 1590

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1097,48)" 39433 1591

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1097,48)" 39433 1592

ENSGALP00000009483 CID 78 - 86

transmembrane emp24 protein 
transport domain containing 5 - 
CGNC Symbol 4410 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1097,57)" 1297 1593

ENSGALP00000027391 CID 261 - 269
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1097,65)" 4098 true 19.66 1594



ENSGALP00000018410 CID 854 - 861
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1098,51)" 794 true 2.86 1595

ENSGALP00000039270 CID 768 - 775
topoisomerase (DNA) II alpha 
170kDa - CGNC Symbol 49380 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1098,51)" 794 true 2.86 1596

ENSGALP00000012170 CID 110 - 117
aminopeptidase-like 1 - CGNC 
Symbol 5683 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1098,54)" 562 1597

ENSGALP00000022626 CID 122 - 129

Gallus gallus ribosomal protein 
S12 (RPS12) mRNA. - RefSeq 
mRNA NM_001277911 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1098,57)" 786 true 1.27 1598

ENSGALP00000007292 CID 310 - 319
serpin family C member 1 - 
HGNC:775 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1098,61)" 2343 false 1599



ENSGALP00000023626 CID 156 - 165 zyxin - CGNC Symbol 10889 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1098,62)" 6376 1600

ENSGALP00000043256 CID 332 - 342
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1098,65)" 1330 true 0.48 1601

ENSGALP00000003284 CID 142 - 150
RAN binding protein 1 - CGNC 
Symbol 50345 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1098,65)" 1313 false 1602

ENSGALP00000000693 CID 2-Dec

succinate dehydrogenase 
complex subunit B iron sulfur (Ip) - 
CGNC Symbol 63429 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1098,66)" 5643 1603

ENSGALP00000013968 CID 14 - 22

eukaryotic translation elongation 
factor 1 beta 2 - CGNC Symbol 
49443 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1098,66)" 1425 false 1604



ENSGALP00000022626 CID 24 - 33

Gallus gallus ribosomal protein 
S12 (RPS12) mRNA. - RefSeq 
mRNA NM_001277911 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1098,67)" 1983 1605

ENSGALP00000032039 CID 154 - 162 leupaxin - CGNC Symbol 14208 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1099,54)" 1234 1606

ENSGALP00000006965 CID 151 - 158
VPS35 retromer complex 
component - CGNC Symbol 3222 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1099,60)" 483 1607

ENSGALP00000019468 CID 468 - 476 aconitase 2 - CGNC Symbol 9059 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1099,61)" 1617 1608

ENSGALP00000017152 CID 85 - 93

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - CGNC 
Symbol 8013 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1099,63)" 383 1609



ENSGALP00000027391 CID 41 - 50
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1099,65)" 668 true 1.19 1610

ENSGALP00000014509 CID 222 - 231

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1099,65)" 3721 1611

ENSGALP00000003089 CID 669 - 677
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1099,65)" 974 true 0.77 1612

ENSGALP00000012731 CID 30 - 38
CD44 molecule (Indian blood 
group) - CGNC Symbol 5938 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1099,65)" 5731 true 2.85 1613

ENSGALP00000013174 CID 64 - 72
ribosomal protein S27a - CGNC 
Symbol 49483 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1099,67)" 2926 1614



ENSGALP00000039613 CID 582 - 592
lipase maturation factor 2 - 
Refseq NP_001026743 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1100,53)" 1625 false 1615

ENSGALP00000019031 CID 76 - 83 albumin - CGNC Symbol 14106 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1100,55)" 4442 true 0.22 1616

ENSGALP00000006938 CID 211 - 218 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1100,56)" 2236 true 2.2 1617

ENSGALP00000010984 CID 571 - 579

adaptor-related protein complex 
2 alpha 2 subunit - CGNC Symbol 
51890 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1100,57)" 2632 true 0.65 1618

ENSGALP00000038435 CID 592 - 600

transglutaminase 2 (C 
polypeptide protein-glutamine-
gamma-glutamyltransferase) - 
CGNC Symbol 49801 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1100,59)" 26101 true 0.65 1619



ENSGALP00000009341 CID 883 - 891
high density lipoprotein binding 
protein - CGNC Symbol 4348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1100,59)" 2559 false 1620

ENSGALP00000000509 CID 66 - 74

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1100,61)" 4141 false 1621

ENSGALP00000014119 CID 222 - 229
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1100,61)" 8964 1622

ENSGALP00000004720 CID 120 - 129
phosphoglycerate dehydrogenase 
- CGNC Symbol 2161 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1100,61)" 555 false 1623

ENSGALP00000023635 CID 80 - 91 lamin B1 - CGNC Symbol 10893 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1100,62)" 702 true 1.99 1624



ENSGALP00000018750 CID 134 - 141
solute carrier family 25 member 3 
- CGNC Symbol 8748 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1100,63)" 355 false 1625

ENSGALP00000004641 CID 1,841 - 1,850
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1100,63)" 825 true 0.65 1626

ENSGALP00000006938 CID 629 - 637 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1100,64)" 311 true 0.65 1627

ENSGALP00000039326 CID 135 - 142
ribosomal protein L19 - CGNC 
Symbol 1159 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1100,67)" 372 false 1628

ENSGALP00000030005 CID May-14
ubiquitin-conjugating enzyme 
E2N - CGNC Symbol 50617 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1100,75)" 636 false 1629



ENSGALP00000022386 CID 28 - 36
serine/arginine-rich splicing 
factor 7 - CGNC Symbol 52729 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1101,57)" 638 true 3.65 1630

ENSGALP00000019365 CID 277 - 285 annexin A5 - CGNC Symbol 9009 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1101,62)" 3755 false 1631

ENSGALP00000017198 CID 374 - 382
striatin calmodulin binding 
protein - CGNC Symbol 8034 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1101,62)" 3755 false 1632

ENSGALP00000016919 CID 19 - 27
hematopoietic prostaglandin D 
synthase - CGNC Symbol 49518 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1101,63)" 831 false 1633

ENSGALP00000043018 CID 222 - 230

arsA arsenite transporter ATP-
binding homolog 1 (bacterial) - 
CGNC Symbol 63380 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1101,67)" 856 1634



ENSGALP00000027391 CID 261 - 269
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1101,68)" 89702 1635

ENSGALP00000013122 CID 73 - 82

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1101,69)" 365 false 1636

ENSGALP00000008131 CID 677 - 685 vinculin - CGNC Symbol 3778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1102,55)" 7904 false 1637

ENSGALP00000039757 CID 837 - 845
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1102,58)" 10854 false 1638

ENSGALP00000001474 CID 522 - 530

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1102,59)" 454 false 1639



ENSGALP00000013273 CID 164 - 173
Hsap of 4: methylthioadenosine 
phosphorylase - HGNC:7413 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1102,59)" 1645 true 1.06 1640

ENSGALP00000025278 CID 196 - 205
prostaglandin reductase 1 - CGNC 
Symbol 11711 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1102,59)" 3822 false 0.54 1641

ENSGALP00000037901 CID 671 - 679
NIMA related kinase 1 - CGNC 
Symbol 7364 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1102,60)" 3688 false 1.06 1642

ENSGALP00000006938 CID 112 - 120 annexin A6 - CGNC Symbol 49340 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1102,63)" 621 true 0.64 1643

ENSGALP00000023274 CID 36 - 45
non-SMC condensin I complex 
subunit D2 - CGNC Symbol 50724 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1102,64)" 380 1644



ENSGALP00000009979 CID 406 - 415
thioredoxin reductase 3 - CGNC 
Symbol 4647 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1102,69)" 18549 false 1645

ENSGALP00000008056 CID 36 - 44
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1102,69)" 18549 false 1646

ENSGALP00000038587 CID 84 - 95

actin related protein 2/3 complex 
subunit 5 16kDa - CGNC Symbol 
14362 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1102,70)" 659 1647

ENSGALP00000017202 CID Oct-18
pyrophosphatase (inorganic) 2 - 
CGNC Symbol 8036 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1103,57)" 1957 false 1.13 1648

ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC 
Symbol 49251 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1103,57)" 1957 true 1.13 1649



ENSGALP00000003089 CID 278 - 287
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1103,57)" 8529 true 1.51 1650

ENSGALP00000012992 CID 73 - 81
ubiquitin-conjugating enzyme E2 
variant 1 - CGNC Symbol 62089 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1103,59)" 1398 true 1.4 1651

ENSGALP00000002235 CID 101 - 109 stathmin 1 - CGNC Symbol 49630 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1103,59)" 7234 1652

ENSGALP00000040638 CID 314 - 322 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1103,61)" 644 1653

ENSGALP00000033650 CID 535 - 543
FYN binding protein - CGNC 
Symbol 2773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1103,64)" 487 1654



ENSGALP00000002744 CID 45 - 53
phospholipase A2 activating 
protein - CGNC Symbol 1252 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1103,64)" 487 1655

ENSGALP00000001750 CID 149 - 157 prohibitin - CGNC Symbol 51144 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1104,55)" 6493 true 0.35 1656

ENSGALP00000019979 CID 369 - 377

Gallus gallus alcohol 
dehydrogenase 1C (class I) 
gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA 
NM_001305183 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1104,60)" 9680 true 0.92 1657

ENSGALP00000025299 CID 246 - 255
C-terminal binding protein 1 - 
CGNC Symbol 11723 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1104,64)" 1420 true 0.73 1658

ENSGALP00000006938 CID 629 - 637 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1104,66)" 921 1659



ENSGALP00000013574 CID 118 - 127
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1104,69)" 3243 false 1660

ENSGALP00000037522 CID 223 - 231
LUC7-like 3 pre-mRNA splicing 
factor - CGNC Symbol 53432 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1104,72)" 755 false 1661

ENSGALP00000019031 CID 415 - 422 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1105,48)" 15305 true 0.51 1662

ENSGALP00000006938 CID 249 - 257 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1105,54)" 10973 1663

ENSGALP00000012170 CID 170 - 179
aminopeptidase-like 1 - CGNC 
Symbol 5683 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1105,56)" 5153 true 0.3 1664



ENSGALP00000012034 CID 155 - 162
tubulin beta 1 class VI - CGNC 
Symbol 49797 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1105,57)" 13399 true 7.45 1665

ENSGALP00000022436 CID 100 - 107 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1105,57)" 13399 true 7.45 1666

ENSGALP00000013964 CID 155 - 162
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1105,57)" 13399 true 7.45 1667

ENSGALP00000022386 CID 28 - 36
serine/arginine-rich splicing 
factor 7 - CGNC Symbol 52729 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1105,60)" 3862 1668

ENSGALP00000025130 CID 109 - 119
ribosomal protein S23 - 
HGNC:10410 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1105,61)" 27792 true 1.19 1669



ENSGALP00000019832 CID 92 - 99

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1105,66)" 2651 false 1670

ENSGALP00000013267 CID 104 - 112
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1105,68)" 952 false 1671

ENSGALP00000003423 CID 812 - 820

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1105,68)" 671 false 1672

ENSGALP00000038262 CID 91 - 100
serine/arginine-rich splicing 
factor 1 - Refseq NP_001107213 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1106,57)" 5294 true 1.96 1673

ENSGALP00000000293 CID Mar-14
Hsap of 4: signal recognition 
particle 19kDa - HGNC:11300 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1106,61)" 930 false 1674



ENSGALP00000022626 CID 122 - 129

Gallus gallus ribosomal protein 
S12 (RPS12) mRNA. - RefSeq 
mRNA NM_001277911 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1106,61)" 1716 true 1.27 1675

ENSGALP00000003187 CID 504 - 512
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1106,63)" 2716 true 0.89 1676

ENSGALP00000005971 CID 197 - 205 annexin A2 - CGNC Symbol 49740 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1106,63)" 1816 true 1.24 1677

ENSGALP00000006938 CID 112 - 120 annexin A6 - CGNC Symbol 49340 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1106,66)" 2730 1678

ENSGALP00000011689 CID 458 - 466
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1107,54)" 39266 true 0.08 1679



ENSGALP00000016632 CID 160 - 168 keratin 8 - HGNC:6446 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1107,55)" 2041 true 0.08 1680

ENSGALP00000003089 CID 278 - 287
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1107,59)" 6628 1681

ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC 
Symbol 49251 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1107,60)" 2591 1682

ENSGALP00000012992 CID 73 - 81
ubiquitin-conjugating enzyme E2 
variant 1 - CGNC Symbol 62089 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1107,61)" 11088 1683

ENSGALP00000004437 CID 39 - 47
ribosomal protein S10 - CGNC 
Symbol 51122 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1107,66)" 915 true 1.83 1684



ENSGALP00000027391 CID 41 - 50
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1107,69)" 793 true 1.19 1685

ENSGALP00000000316 CID 305 - 313
major vault protein - CGNC 
Symbol 136 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1108,57)" 1876 true 0.89 1686

ENSGALP00000000864 CID 42 - 51
RAB11B member RAS oncogene 
family - CGNC Symbol 51171 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1108,59)" 6058 true 0.89 1687

ENSGALP00000020154 CID 267 - 275
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1108,61)" 356 true 6.47 1688

ENSGALP00000006938 CID 211 - 218 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1108,61)" 6165 true 2.2 1689



ENSGALP00000015343 CID 435 - 443

melanoma inhibitory activity 
family member 3 - CGNC Symbol 
51470 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1108,63)" 1139 1690

ENSGALP00000025299 CID 246 - 255
C-terminal binding protein 1 - 
CGNC Symbol 11723 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1108,65)" 3998 1691

ENSGALP00000012034 CID 298 - 306
tubulin beta 1 class VI - CGNC 
Symbol 49797 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1109,45)" 11974 true 0.3 1692

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1109,45)" 11974 true 0.3 1693

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1109,45)" 11974 true 0.3 1694



ENSGALP00000043400 CID 104 - 111
thioredoxin domain containing 17 
- HGNC:28218 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1109,55)" 1006 false 1695

ENSGALP00000019975 CID 215 - 224
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1109,58)" 1071 true 1.83 1696

ENSGALP00000005576 CID 186 - 195
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1109,58)" 1071 true 1.83 1697

ENSGALP00000012170 CID 170 - 179
aminopeptidase-like 1 - CGNC 
Symbol 5683 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1109,58)" 1377 1698

ENSGALP00000020744 CID 75 - 83

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1109,59)" 4344 true 1.4 1699



ENSGALP00000013964 CID 155 - 162
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1109,60)" 111439 1700

ENSGALP00000022436 CID 100 - 107 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1109,60)" 111439 1701

ENSGALP00000012034 CID 155 - 162
tubulin beta 1 class VI - CGNC 
Symbol 49797 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1109,60)" 111439 1702

ENSGALP00000025130 CID 109 - 119
ribosomal protein S23 - 
HGNC:10410 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1109,64)" 33098 1703

ENSGALP00000025165 CID 113 - 121

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1109,64)" 1340 true 1.34 1704



ENSGALP00000010662 CID 173 - 182

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1109,72)" 692 false 1705

ENSGALP00000004515 CID 3-Nov
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1110,55)" 2477 true 4.13 1706

ENSGALP00000038262 CID 91 - 100
serine/arginine-rich splicing 
factor 1 - Refseq NP_001107213 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1110,60)" 10367 1707

ENSGALP00000033915 CID 246 - 253

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC 
Symbol 3113 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1110,60)" 649 false 0.81 1708

ENSGALP00000015687 CID 819 - 829
collagen type I alpha 2 - CGNC 
Symbol 49716 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1110,63)" 1716 false 1709



ENSGALP00000033741 CID 149 - 156
EF-hand domain family member 
D1 - CGNC Symbol 52247 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1110,72)" 323 false 1710

ENSGALP00000011689 CID 458 - 466
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1111,59)" 3801 1711

ENSGALP00000016363 CID 285 - 292

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1111,64)" 1115 true 0.48 1712

ENSGALP00000020830 CID 377 - 385

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1111,67)" 315 1713

ENSGALP00000020154 CID 267 - 275
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1112,63)" 4357 1714



ENSGALP00000032101 CID Nov-19
transaldolase - Refseq 
NP_001026348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1112,64)" 356 false 1715

ENSGALP00000012462 CID 67 - 76
ribosomal protein S25 - 
HGNC:10413 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1112,67)" 15226 true 0.9 1716

ENSGALP00000012034 CID 298 - 306
tubulin beta 1 class VI - CGNC 
Symbol 49797 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1113,49)" 4263 1717

ENSGALP00000022436 CID 243 - 251 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1113,49)" 4263 1718

ENSGALP00000013964 CID 298 - 306
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1113,49)" 4263 1719



ENSGALP00000020744 CID 75 - 83

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1113,59)" 3237 1720

ENSGALP00000013174 CID 55 - 63
ribosomal protein S27a - CGNC 
Symbol 49483 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1113,61)" 886 true 1.4 1721

ENSGALP00000041217 CID 1,093 - 1,103

von Willebrand factor A domain 
containing 5B2 - CGNC Symbol 
52298 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1113,64)" 6709 false 1722

ENSGALP00000017954 CID 126 - 133

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1114,54)" 2978 false 1723

ENSGALP00000004515 CID 3-Nov
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1114,58)" 12132 1724



ENSGALP00000012472 CID 571 - 580 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1114,59)" 24314 1725

ENSGALP00000003737 CID 81 - 89
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1114,60)" 1255 true 1.17 1726

ENSGALP00000008824 CID 127 - 135

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1114,61)" 513 true 6.99 1727

ENSGALP00000032101 CID 61 - 70
transaldolase - Refseq 
NP_001026348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1114,65)" 532 false 1728

ENSGALP00000023917 CID 202 - 211
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1114,70)" 2406 false 1729



ENSGALP00000012878 CID Jul-15
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1114,70)" 1749 true 0.39 1730

ENSGALP00000012472 CID 621 - 629 nucleolin - CGNC Symbol 5823 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1114,78)" 1662 false 1731

ENSGALP00000007780 CID 32 - 42
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1115,56)" 1616 true 1.34 1732

ENSGALP00000027479 CID 1,141 - 1,150
complement C4-like - CGNC 
Symbol 50875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1115,61)" 1093 true 0.82 1733

ENSGALP00000024150 CID 693 - 701

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1115,61)" 6004 true 1.99 1734



ENSGALP00000017462 CID 77 - 85
high mobility group box 2 - CGNC 
Symbol 8169 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1115,66)" 416 true 3.93 1735

ENSGALP00000023543 CID 157 - 166

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1115,68)" 1073 false 1736

ENSGALP00000004437 CID 39 - 47
ribosomal protein S10 - CGNC 
Symbol 51122 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1115,69)" 3008 true 1.83 1737

ENSGALP00000002525 CID 434 - 443 septin 9 - CGNC Symbol 50494 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1115,80)" 2803 false 1738

ENSGALP00000020445 CID 1,558 - 1,566
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1116,61)" 1361 true 0.64 1739



ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC 
Symbol 9462 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1116,61)" 2730 true 0.33 1740

ENSGALP00000034254 CID Jun-16
cell division cycle 42 - CGNC 
Symbol 3561 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1116,61)" 2730 true 0.33 1741

ENSGALP00000014107 CID 396 - 404 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1116,63)" 4914 true 0.33 1742

ENSGALP00000016632 CID 288 - 296 keratin 8 - HGNC:6446 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1116,63)" 4914 true 0.33 1743

ENSGALP00000023617 CID 481 - 490

endoplasmic reticulum 
aminopeptidase 1 - CGNC Symbol 
52992 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1116,69)" 443 true 1.57 1744



ENSGALP00000012462 CID 67 - 76
ribosomal protein S25 - 
HGNC:10413 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1116,69)" 13659 1745

ENSGALP00000038179 CID 200 - 207
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1117,58)" 4195 1746

ENSGALP00000019975 CID 215 - 224
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1117,63)" 1957 true 1.83 1747

ENSGALP00000005576 CID 186 - 195
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1117,63)" 1957 true 1.83 1748

ENSGALP00000023115 CID 372 - 380
FK506 binding protein 4 59kDa - 
CGNC Symbol 10671 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1117,66)" 419 true 1.05 1749



ENSGALP00000025299 CID 163 - 173
C-terminal binding protein 1 - 
CGNC Symbol 11723 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1117,68)" 1734 1750

ENSGALP00000012349 CID 177 - 187
C-terminal binding protein-like - 
CGNC Symbol 50231 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1117,68)" 1734 1751

ENSGALP00000027953 CID 107 - 116
ribosomal protein S3 - CGNC 
Symbol 13020 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1117,68)" 1734 false 1752

ENSGALP00000025165 CID 113 - 121

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1117,69)" 1201 true 1.34 1753

ENSGALP00000023165 CID 165 - 174

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1117,78)" 3227 false 1754



ENSGALP00000039157 CID 380 - 389
ATP citrate lyase - CGNC Symbol 
2533 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1118,57)" 3051 true 0.25 1755

ENSGALP00000022816 CID 38 - 46

Gallus gallus cytochrome b5 
reductase 3 (CYB5R3) mRNA. - 
RefSeq mRNA NM_001291805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1118,61)" 709 false 1756

ENSGALP00000031485 CID 357 - 365
alcohol dehydrogenase 6 (class V) 
- CGNC Symbol 49588 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1118,61)" 7978 true 0.98 1757

ENSGALP00000008824 CID 127 - 135

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1118,62)" 9099 1758

ENSGALP00000017341 CID 267 - 276

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1118,62)" 2759 true 0.9 1759



ENSGALP00000034108 CID 392 - 399
pyruvate kinase muscle - CGNC 
Symbol 1412 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1118,62)" 7913 true 0.23 1760

ENSGALP00000041108 CID 555 - 563
SATB homeobox 1 - CGNC Symbol 
8550 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1118,65)" 6873 1761

ENSGALP00000036304 CID 67 - 76
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1118,70)" 3527 true 2.15 1762

ENSGALP00000002960 CID 1-Sep
dynein light chain roadblock-type 
1 - CGNC Symbol 1352 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1119,57)" 1273 false 2.03 1763

ENSGALP00000006938 CID 280 - 288 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1119,57)" 1273 true 2.03 1764



ENSGALP00000013359 CID 272 - 280 annexin A4 - CGNC Symbol 57513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1119,57)" 1273 true 2.03 1765

ENSGALP00000020830 CID 46 - 54

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1119,57)" 476 1766

ENSGALP00000011718 CID 232 - 239

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC 
Symbol 49251 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1119,57)" 349 true 0.99 1767

ENSGALP00000007780 CID 32 - 42
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1119,60)" 2170 1768

ENSGALP00000002828 CID 1-Sep
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1119,62)" 3741 true 5.05 1769



ENSGALP00000038124 CID 2,296 - 2,304
fatty acid synthase - CGNC 
Symbol 1983 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1119,62)" 1910 1770

ENSGALP00000027953 CID 19 - 27
ribosomal protein S3 - CGNC 
Symbol 13020 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1120,60)" 10596 true 2.52 1771

ENSGALP00000006218 CID 418 - 426

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1120,60)" 680 true 1.55 1772

ENSGALP00000023944 CID 64 - 71

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1120,61)" 2786 false 1.01 1773

ENSGALP00000002525 CID 380 - 387 septin 9 - CGNC Symbol 50494 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1120,61)" 357 false 1774



ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1120,61)" 39920 true 0.88 1775

ENSGALP00000013122 CID 353 - 361

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1120,61)" 39920 false 1776

ENSGALP00000025130 CID 38 - 48
ribosomal protein S23 - 
HGNC:10410 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1120,63)" 2181 true 1.57 1777

ENSGALP00000023617 CID 481 - 490

endoplasmic reticulum 
aminopeptidase 1 - CGNC Symbol 
52992 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1120,71)" 1072 1778

ENSGALP00000002960 CID 1-Sep
dynein light chain roadblock-type 
1 - CGNC Symbol 1352 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1121,55)" 28982 false 0.43 1779



ENSGALP00000014107 CID 289 - 298 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1121,55)" 28982 true 0.17 1780

ENSGALP00000021255 CID 133 - 142
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1121,56)" 10934 true 0.17 1781

ENSGALP00000026123 CID 339 - 347

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1121,57)" 3466 true 0.18 1782

P04264 CID 356 - 364

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1121,57)" 1688 true 0.43 1783

ENSGALP00000043136 CID 58 - 66
citrate synthase - CGNC Symbol 
64209 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1121,58)" 2071 false 1784



ENSGALP00000001710 CID 418 - 427
fibroblast growth factor receptor 
3 - CGNC Symbol 49846 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1121,60)" 548 1785

ENSGALP00000027534 CID 163 - 171
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1121,60)" 548 false 1786

ENSGALP00000010465 CID 372 - 381

fumarylacetoacetate hydrolase 
(fumarylacetoacetase) - CGNC 
Symbol 4886 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1121,61)" 2841 false 1787

ENSGALP00000013500 CID 304 - 311

family with sequence similarity 
185 member A - CGNC Symbol 
50577 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1121,63)" 1892 false 1788

ENSGALP00000042882 CID 249 - 258
6-phosphofructokinase muscle 
type - Refseq NP_989554 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1121,67)" 538 1789



ENSGALP00000041749 CID 51 - 61

guanine nucleotide binding 
protein (G protein) alpha 13 - 
CGNC Symbol 3014 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1121,73)" 400 false 1790

ENSGALP00000013640 CID 36 - 46

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 1 - 
CGNC Symbol 49774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1121,73)" 400 false 1791

ENSGALP00000007379 CID 21 - 31

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1121,73)" 400 false 1792

ENSGALP00000015063 CID 227 - 235
fibrinogen gamma chain - CGNC 
Symbol 7041 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1122,55)" 1373 true 0.65 1793

ENSGALP00000034108 CID 392 - 399
pyruvate kinase muscle - CGNC 
Symbol 1412 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1122,65)" 1360 1794



ENSGALP00000003737 CID 81 - 89
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1122,67)" 1409 true 1.17 1795

ENSGALP00000012007 CID 28 - 37 archain 1 - CGNC Symbol 5606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1122,73)" 400 false 1796

ENSGALP00000013359 CID 272 - 280 annexin A4 - CGNC Symbol 57513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1123,59)" 1292 1797

ENSGALP00000006938 CID 280 - 288 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1123,59)" 1292 1798

ENSGALP00000009821 CID Oct-19
ribosomal protein S13 - CGNC 
Symbol 49921 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1123,63)" 4406 1799



ENSGALP00000002828 CID 1-Sep
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1123,63)" 17624 1800

ENSGALP00000004515 CID 135 - 142
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1123,64)" 3477 true 0.76 1801

ENSGALP00000018652 CID 91 - 99

actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 
8704 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1123,75)" 1932 false 1802

ENSGALP00000015128 CID Jun-15
lamin B receptor - CGNC Symbol 
49736 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1124,53)" 2586 true 1.81 1803

ENSGALP00000041673 CID 140 - 149
Surfeit locus protein 4 - UP 
Q800K9 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1124,56)" 1721 true 0.47 1804



ENSGALP00000027953 CID 19 - 27
ribosomal protein S3 - CGNC 
Symbol 13020 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1124,62)" 27638 1805

ENSGALP00000039530 CID 367 - 376

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1124,64)" 39849 1806

ENSGALP00000013122 CID 353 - 361

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1124,64)" 39849 false 1807

ENSGALP00000037001 CID Jun-16

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC 
Symbol 9462 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1124,66)" 2013 true 1.82 1808

ENSGALP00000034254 CID Jun-16
cell division cycle 42 - CGNC 
Symbol 3561 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1124,66)" 2013 true 1.82 1809



ENSGALP00000007667 CID 320 - 329
glyoxalase domain containing 4 - 
HGNC:14111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1124,67)" 866 true 0.79 1810

ENSGALP00000001710 CID 178 - 188
fibroblast growth factor receptor 
3 - CGNC Symbol 49846 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1124,69)" 10871 1811

ENSGALP00000006970 CID 405 - 413 exportin 1 - CGNC Symbol 3224 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1124,75)" 2238 false 1812

ENSGALP00000041979 CID 295 - 303

protein kinase cAMP-dependent 
catalytic beta - CGNC Symbol 
66476 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1124,79)" 1450 false 1813

ENSGALP00000014107 CID 289 - 298 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1125,58)" 3818 1814



ENSGALP00000022273 CID 407 - 416

phosphoribosyl pyrophosphate 
amidotransferase - CGNC Symbol 
10276 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1125,58)" 4515 1815

ENSGALP00000021255 CID 133 - 142
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1125,58)" 4515 1816

ENSGALP00000026123 CID 339 - 347

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1125,60)" 1974 1817

ENSGALP00000006018 CID 291 - 299

poly(A) binding protein 
cytoplasmic 4 (inducible form) - 
CGNC Symbol 2781 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1125,62)" 1694 false 1818

ENSGALP00000036720 CID 613 - 621
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1125,63)" 394 false 1819



ENSGALP00000023115 CID 372 - 380
FK506 binding protein 4 59kDa - 
CGNC Symbol 10671 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1125,71)" 909 true 1.05 1820

ENSGALP00000023165 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1126,47)" 3650 true 9.01 1821

ENSGALP00000028958 CID 1-Oct
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1126,60)" 2232 1822

ENSGALP00000007182 CID 311 - 320

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1126,61)" 8644 false 1823

ENSGALP00000004048 CID 1,048 - 1,057 kinectin 1 - CGNC Symbol 9206 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1126,62)" 329 true 1.17 1824



ENSGALP00000018410 CID 314 - 322
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1126,67)" 1578 1825

ENSGALP00000020561 CID 56 - 67
RNA 2' 3'-cyclic phosphate and 5'-
OH ligase - CGNC Symbol 9570 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1126,67)" 1352 false 1826

ENSGALP00000017341 CID 267 - 276

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1126,67)" 1853 true 0.9 1827

ENSGALP00000036304 CID 67 - 76
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1126,75)" 7575 true 2.15 1828

ENSGALP00000012878 CID Jul-15
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1126,78)" 432 true 0.39 1829



ENSGALP00000040484 CID 32 - 40
ribosomal protein S28 - CGNC 
Symbol 54861 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1127,50)" 7426 true 0.36 1830

ENSGALP00000004720 CID 237 - 247
phosphoglycerate dehydrogenase 
- CGNC Symbol 2161 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1127,64)" 4491 false 1831

ENSGALP00000005505 CID Nov-21
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1127,71)" 1347 true 0.76 1832

ENSGALP00000014265 CID 14 - 24
RAB1A member RAS oncogene 
family - CGNC Symbol 6666 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1127,71)" 1347 true 0.76 1833

ENSGALP00000017462 CID 77 - 85
high mobility group box 2 - CGNC 
Symbol 8169 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1127,73)" 5066 true 4.76 1834



ENSGALP00000015128 CID Jun-15
lamin B receptor - CGNC Symbol 
49736 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1128,57)" 5967 1835

ENSGALP00000041673 CID 140 - 149
Surfeit locus protein 4 - UP 
Q800K9 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1128,61)" 1181 1836

ENSGALP00000041772 CID 207 - 215

nudix (nucleoside diphosphate 
linked moiety X)-type motif 16-
like 1 - CGNC Symbol 20168 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1128,61)" 803 true 4.11 1837

ENSGALP00000030471 CID 40 - 50

Uncharacterized protein - 
UniProtKB/TrEMBL H3BT36 - 
CGNC Symbol 13915 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1128,66)" 498 true 0.66 1838

ENSGALP00000022273 CID 385 - 394

phosphoribosyl pyrophosphate 
amidotransferase - CGNC Symbol 
10276 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1128,66)" 498 1839



ENSGALP00000006218 CID 418 - 426

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1128,66)" 1523 true 1.55 1840

ENSGALP00000023944 CID 64 - 71

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1128,66)" 2811 true 1.01 1841

ENSGALP00000033411 CID 72 - 81
ribosomal protein S21 - 
HGNC:10409 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1128,69)" 2046 false 1842

ENSGALP00000006933 CID 53 - 61
tubulin folding cofactor A - CGNC 
Symbol 3204 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1129,62)" 7300 true 1.28 1843

ENSGALP00000037515 CID 440 - 448
PC4 and SFRS1 interacting protein 
1 - CGNC Symbol 54295 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1129,62)" 7300 false 1.28 1844



ENSGALP00000016632 CID 248 - 257 keratin 8 - HGNC:6446 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1129,62)" 4164 false 1.28 1845

ENSGALP00000010073 CID Jun-14 protein kinase N2 - HGNC:9406 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1129,62)" 4164 true 1.28 1846

ENSGALP00000030189 CID 67 - 77
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1129,64)" 1367 true 0.73 1847

ENSGALP00000003012 CID 229 - 238
malate dehydrogenase 2 - CGNC 
Symbol 1378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1129,64)" 2091 false 1848

ENSGALP00000011689 CID 77 - 86
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1129,64)" 2091 false 1849



ENSGALP00000023454 CID 978 - 988
N-acetyltransferase 10 - CGNC 
Symbol 10818 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1129,64)" 2091 false 1850

ENSGALP00000005212 CID 271 - 279
histone deacetylase 1 - CGNC 
Symbol 2394 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1129,69)" 1224 false 1851

ENSGALP00000008079 CID 487 - 495
serine hydroxymethyltransferase 
1 (soluble) - CGNC Symbol 3751 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1129,69)" 1224 false 1852

ENSGALP00000017444 CID 564 - 572
protein phosphatase 4 regulatory 
subunit 3A - CGNC Symbol 8158 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1129,71)" 676 false 1853

ENSGALP00000023165 CID 113 - 121

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1130,50)" 38506 1854



ENSGALP00000000639 CID 151 - 160 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1130,61)" 1912 true 1.14 1855

ENSGALP00000001474 CID 343 - 351

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1130,65)" 461 false 1856

ENSGALP00000015171 CID 25 - 35
Obg-like ATPase 1 - CGNC Symbol 
7087 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1130,78)" 1023 false 1857

ENSGALP00000040484 CID 32 - 40
ribosomal protein S28 - CGNC 
Symbol 54861 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1131,52)" 2257 1858

ENSGALP00000018765 CID 104 - 111
ribosomal protein L14 - CGNC 
Symbol 49056 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1131,55)" 3802 false 1859



ENSGALP00000004013 CID 1,198 - 1,206 talin 1 - CGNC Symbol 1830 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1131,55)" 901 true 0.96 1860

ENSGALP00000006337 CID 315 - 323
threonyl-tRNA synthetase-like 2 - 
CGNC Symbol 2925 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1131,58)" 3179 true 0.94 1861

ENSGALP00000022772 CID 87 - 96
poly(U) binding splicing factor 
60KDa - CGNC Symbol 52777 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1131,65)" 751 true 7.29 1862

ENSGALP00000004437 CID 39 - 47
ribosomal protein S10 - CGNC 
Symbol 51122 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1131,69)" 1407 false 1863

ENSGALP00000010210 CID 51 - 60
leukocyte cell derived chemotaxin 
2 - CGNC Symbol 4754 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1132,49)" 28772 false 1864



ENSGALP00000040418 CID 45 - 54 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1132,61)" 2088 true 0.42 1865

ENSGALP00000022293 CID 238 - 246 ezrin - CGNC Symbol 10288 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1132,61)" 493 true 3.69 1866

ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1132,61)" 493 true 3.69 1867

ENSGALP00000007487 CID 347 - 355
CSE1 chromosome segregation 1-
like (yeast) - CGNC Symbol 3489 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1132,63)" 2372 true 0.61 1868

ENSGALP00000014746 CID 80 - 89
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1132,66)" 4886 true 0.75 1869



ENSGALP00000007667 CID 320 - 329
glyoxalase domain containing 4 - 
HGNC:14111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1132,72)" 683 true 0.79 1870

ENSGALP00000006933 CID 53 - 61
tubulin folding cofactor A - CGNC 
Symbol 3204 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1133,64)" 13116 1871

ENSGALP00000015886 CID 61 - 69
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1133,67)" 1169 false 1872

ENSGALP00000006938 CID 598 - 606 annexin A6 - CGNC Symbol 49340 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1133,71)" 2203 false 1873

ENSGALP00000000639 CID 151 - 160 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1134,63)" 4971 1874



ENSGALP00000020445 CID 1,405 - 1,413
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1134,67)" 2192 true 0.77 1875

ENSGALP00000014308 CID 319 - 327
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1134,67)" 2192 false 1876

ENSGALP00000013682 CID 102 - 110
glutathione S-transferase omega 
1 - CGNC Symbol 52072 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1135,56)" 4852 true 0.61 1877

P35908 CID 354 - 362

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1135,57)" 2426 true 0.61 1878

ENSGALP00000004013 CID 1,198 - 1,206 talin 1 - CGNC Symbol 1830 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1135,58)" 861 1879



ENSGALP00000006337 CID 315 - 323
threonyl-tRNA synthetase-like 2 - 
CGNC Symbol 2925 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1135,60)" 2066 1880

ENSGALP00000001489 CID 442 - 451
Hsap of 256: protocadherin beta 
2 - HGNC:8687 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1135,66)" 1160 1881

ENSGALP00000004515 CID 135 - 142
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1135,71)" 2653 true 0.76 1882

ENSGALP00000016523 CID 340 - 348

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1136,58)" 1124 true 1.09 1883

ENSGALP00000006578 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1136,59)" 9060 true 4.58 1884



ENSGALP00000028746 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1136,59)" 9060 true 4.58 1885

ENSGALP00000036122 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1136,59)" 9060 true 4.58 1886

ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase 
complex flavoprotein subunit A - 
CGNC Symbol 49461 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1136,60)" 6918 true 0.46 1887

ENSGALP00000021892 CID 128 - 137
endoplasmic reticulum protein 44 
- CGNC Symbol 10115 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1136,62)" 5467 false 0.53 1888

ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC 
Symbol 50454 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1136,63)" 1181 true 1.2 1889



ENSGALP00000008498 CID 344 - 352
transketolase - CGNC Symbol 
3953 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1136,63)" 25267 false 1890

ENSGALP00000040418 CID 45 - 54 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1136,63)" 886 1891

ENSGALP00000022293 CID 238 - 246 ezrin - CGNC Symbol 10288 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1136,64)" 2568 1892

ENSGALP00000007490 CID 238 - 246 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1136,64)" 2568 1893

ENSGALP00000007487 CID 347 - 355
CSE1 chromosome segregation 1-
like (yeast) - CGNC Symbol 3489 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1136,65)" 1725 1894



ENSGALP00000041772 CID 207 - 215

nudix (nucleoside diphosphate 
linked moiety X)-type motif 16-
like 1 - CGNC Symbol 20168 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1136,68)" 3114 true 4.11 1895

ENSGALP00000035339 CID 449 - 457

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1136,85)" 480 false 1896

ENSGALP00000035478 CID 282 - 291
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1137,61)" 2621 false 1897

ENSGALP00000013174 CID 55 - 63
ribosomal protein S27a - CGNC 
Symbol 49483 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1137,61)" 4546 true 2.29 1898

ENSGALP00000030189 CID 67 - 77
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1137,68)" 698 true 0.73 1899



ENSGALP00000038677 CID 45 - 54
phosphoglycerate mutase 1 
(brain) - CGNC Symbol 53524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1137,70)" 432 false 1900

ENSGALP00000018679 CID 27 - 35
ribosomal protein L37a - CGNC 
Symbol 55686 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1137,70)" 387 true 2.17 1901

ENSGALP00000023165 CID 35 - 43

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1138,56)" 3007 1902

ENSGALP00000018410 CID 994 - 1,002
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1138,62)" 17568 false 0.68 1903

ENSGALP00000002235 CID 44 - 52 stathmin 1 - CGNC Symbol 49630 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1138,66)" 3272 false 1904



ENSGALP00000006574 CID 21 - 30
liver basic fatty acid binding 
protein - CGNC Symbol 49276 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1138,71)" 46876 false 1905

ENSGALP00000017495 CID 27 - 36 scinderin - CGNC Symbol 8188 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1138,72)" 868 1906

ENSGALP00000020857 CID 632 - 641

coagulation factor XIII A1 
polypeptide - CGNC Symbol 
49310 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1138,74)" 1457 false 1907

ENSGALP00000005971 CID 69 - 77 annexin A2 - CGNC Symbol 49740 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1139,59)" 12450 false 1908

P35908 CID 354 - 362

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1139,60)" 2047 1909



ENSGALP00000006555 CID 291 - 299

poly(A) binding protein 
cytoplasmic 1-like - CGNC Symbol 
3026 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1139,65)" 1443 false 1910

ENSGALP00000002352 CID 460 - 469
RNA binding motif protein 39 - 
CGNC Symbol 1071 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1139,65)" 1443 false 1911

ENSGALP00000023288 CID 227 - 235

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1139,65)" 1443 false 1912

ENSGALP00000015886 CID 503 - 512
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1139,65)" 8724 1913

ENSGALP00000035386 CID 307 - 316 hemopexin - CGNC Symbol 15517 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1139,67)" 943 true 0.94 1914



ENSGALP00000009662 CID 588 - 596
protein kinase C beta - CGNC 
Symbol 50286 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1139,67)" 943 false 0.94 1915

ENSGALP00000035478 CID 369 - 379
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1139,70)" 8796 false 1916

ENSGALP00000022772 CID 87 - 96
poly(U) binding splicing factor 
60KDa - CGNC Symbol 52777 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1139,70)" 3189 false 1917

ENSGALP00000007822 CID 382 - 391
coronin actin binding protein 1C - 
CGNC Symbol 50369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1139,71)" 7300 true 1.3 1918

ENSGALP00000016523 CID 340 - 348

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1140,61)" 3633 true 1.08 1919



ENSGALP00000028746 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1140,62)" 42808 1920

ENSGALP00000006578 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1140,62)" 42808 1921

ENSGALP00000036122 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1140,62)" 42808 1922

ENSGALP00000016509 CID 1,420 - 1,428

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin subfamily 
a member 2 - CGNC Symbol 7728 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1140,63)" 11471 1923

ENSGALP00000035478 CID 333 - 341
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1140,63)" 2159 true 0.4 1924



ENSGALP00000021475 CID 252 - 262

succinate dehydrogenase 
complex flavoprotein subunit A - 
CGNC Symbol 49461 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1140,64)" 1589 1925

ENSGALP00000013574 CID 93 - 102
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1140,64)" 5611 true 0.4 1926

ENSGALP00000003850 CID 118 - 127

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1140,70)" 1508 true 2.26 1927

ENSGALP00000014746 CID 80 - 89
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1140,71)" 3655 true 0.75 1928

ENSGALP00000018652 CID Jan-13

actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 
8704 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1141,58)" 602 1929



ENSGALP00000038904 CID 33 - 41

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1141,60)" 19772 false 1930

ENSGALP00000009420 CID 480 - 488

coatomer protein complex 
subunit gamma 1 - CGNC Symbol 
4382 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1141,64)" 5341 1931

ENSGALP00000002525 CID 342 - 350 septin 9 - CGNC Symbol 50494 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1141,64)" 5341 true 0.87 1932

ENSGALP00000018740 CID 1,044 - 1,053
complement component 3 - 
CGNC Symbol 8744 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1141,64)" 1314 false 1933

ENSGALP00000024078 CID 324 - 332
WD repeat domain 1 - CGNC 
Symbol 11108 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1141,65)" 634 false 1934



ENSGALP00000002828 CID 428 - 437
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1141,67)" 1321 false 1935

ENSGALP00000027519 CID 322 - 330

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 12819 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1142,66)" 1653 1936

ENSGALP00000014119 CID 299 - 308
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1142,72)" 12957 true 0.64 1937

ENSGALP00000040484 CID 32 - 40
ribosomal protein S28 - CGNC 
Symbol 54861 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1143,49)" 1523 true 0.47 1938

ENSGALP00000026123 CID 118 - 126

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1143,59)" 1351 false 1939



ENSGALP00000012034 CID 253 - 262
tubulin beta 1 class VI - CGNC 
Symbol 49797 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1143,64)" 3258 1940

ENSGALP00000004515 CID 51 - 59
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1143,64)" 3258 true 0.51 1941

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1143,64)" 3258 1942

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1143,64)" 3258 1943

ENSGALP00000007490 CID 185 - 193 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1143,66)" 1116 false 1944



ENSGALP00000025165 CID 164 - 173

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1143,67)" 5495 true 0.89 1945

ENSGALP00000004425 CID 161 - 170
metastasis associated 1 - CGNC 
Symbol 53548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1143,68)" 3201 false 0.92 1946

ENSGALP00000038376 CID 20 - 30
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1143,68)" 713 true 1.29 1947

ENSGALP00000019975 CID 282 - 290
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1143,69)" 1254 1948

ENSGALP00000005576 CID 253 - 261
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1143,69)" 1254 1949



ENSGALP00000002960 CID 2-Oct
dynein light chain roadblock-type 
1 - CGNC Symbol 1352 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1144,62)" 1162 false 1950

ENSGALP00000002383 CID Aug-18
ras homolog family member C - 
CGNC Symbol 49521 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1144,62)" 1198 true 0.67 1951

ENSGALP00000033991 CID 2-Oct
WD repeat domain 61 - CGNC 
Symbol 2341 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1144,65)" 417 true 0.29 1952

ENSGALP00000009979 CID 79 - 88
thioredoxin reductase 3 - CGNC 
Symbol 4647 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1144,66)" 339 false 1953

ENSGALP00000026214 CID 997 - 1,004 dystonin - CGNC Symbol 12181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1144,67)" 3874 1954



ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC 
Symbol 50454 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1144,67)" 3874 true 0.71 1955

ENSGALP00000027401 CID 206 - 215

succinate-CoA ligase ADP-forming 
beta subunit - CGNC Symbol 
12755 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1144,69)" 4306 false 1956

ENSGALP00000035339 CID 157 - 166

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1144,69)" 4306 true 0.96 1957

ENSGALP00000022023 CID 793 - 802
nucleoporin 98kDa - CGNC 
Symbol 10169 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1144,75)" 427 false 1958

ENSGALP00000035366 CID 81 - 89

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1145,61)" 4628 true 3.76 1959



ENSGALP00000015343 CID 1,705 - 1,713

melanoma inhibitory activity 
family member 3 - CGNC Symbol 
51470 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1145,65)" 531 false 1960

ENSGALP00000008091 CID 428 - 437
dyskerin pseudouridine synthase 
1 - CGNC Symbol 3757 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1145,65)" 2922 1961

ENSGALP00000013174 CID 55 - 63
ribosomal protein S27a - CGNC 
Symbol 49483 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1145,66)" 18735 true 4.47 1962

ENSGALP00000019120 CID 352 - 360
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1145,68)" 4311 false 1963

ENSGALP00000010510 CID 349 - 357
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1145,68)" 4311 false 1964



ENSGALP00000007182 CID 101 - 110

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1146,56)" 2148 false 1965

ENSGALP00000003089 CID 701 - 709
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1146,63)" 6741 true 0.57 1966

ENSGALP00000008338 CID 579 - 588

damage-specific DNA binding 
protein 1 127kDa - CGNC Symbol 
3871 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1146,65)" 990 1967

ENSGALP00000020445 CID 1,405 - 1,413
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1146,74)" 1694 true 0.77 1968

ENSGALP00000014119 CID 299 - 308
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1146,75)" 8042 1969



ENSGALP00000000261 CID 93 - 102
defender against cell death 1 - 
CGNC Symbol 111 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1147,58)" 10108 true 0.38 1970

ENSGALP00000012993 CID 101 - 109
growth factor receptor bound 
protein 2 - CGNC Symbol 6067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1147,58)" 2821 true 0.98 1971

ENSGALP00000014107 CID 99 - 107 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1147,61)" 3813 1972

ENSGALP00000018424 CID 102 - 110 desmin - CGNC Symbol 49543 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1147,61)" 3813 1973

ENSGALP00000038782 CID 312 - 320
nucleobindin 2 - CGNC Symbol 
51883 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1147,67)" 3818 true 0.25 1974



ENSGALP00000019423 CID 242 - 250

dehydrogenase/reductase (SDR 
family) member 7 - CGNC Symbol 
9039 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1147,67)" 497 false 1975

ENSGALP00000004425 CID 161 - 170
metastasis associated 1 - CGNC 
Symbol 53548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1147,69)" 3176 1976

ENSGALP00000006555 CID 291 - 299

poly(A) binding protein 
cytoplasmic 1-like - CGNC Symbol 
3026 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1147,70)" 3432 true 0.57 1977

ENSGALP00000023288 CID 227 - 235

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1147,70)" 3432 true 0.57 1978

ENSGALP00000025165 CID 164 - 173

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1147,70)" 2938 1979



ENSGALP00000001231 CID 365 - 373
lysine demethylase 1A - CGNC 
Symbol 547 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1147,70)" 2938 false 1980

ENSGALP00000007822 CID 382 - 391
coronin actin binding protein 1C - 
CGNC Symbol 50369 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1147,74)" 21306 true 4.32 1981

ENSGALP00000005535 CID 104 - 113

Gallus gallus serine peptidase 
inhibitor Kazal type 7 (putative) 
(SPINK7) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001308494 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1148,51)" 7930 true 0.19 1982

ENSGALP00000012779 CID 166 - 176

phosphatidylinositol-5-phosphate 
4-kinase type II alpha - CGNC 
Symbol 5959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1148,56)" 566 false 1983

ENSGALP00000020445 CID 1,446 - 1,454
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1148,59)" 1322 true 0.9 1984



ENSGALP00000013574 CID 93 - 102
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1148,68)" 3611 true 0.33 1985

ENSGALP00000015626 CID 81 - 90

phosphoenolpyruvate 
carboxykinase 2 (mitochondrial) - 
CGNC Symbol 49813 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1148,68)" 43129 true 0.06 1986

ENSGALP00000019163 CID 66 - 76 histone H1 - CGNC Symbol 53214 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1149,62)" 7313 true 27.32 1987

ENSGALP00000035366 CID 81 - 89

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1149,64)" 17387 1988

ENSGALP00000019678 CID 179 - 187

glycerol-3-phosphate 
dehydrogenase 1-like 2 - CGNC 
Symbol 13104 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1149,65)" 3002 1989



ENSGALP00000018695 CID 183 - 191

glycerol-3-phosphate 
dehydrogenase 1-like - CGNC 
Symbol 8724 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1149,65)" 3002 1990

ENSGALP00000018679 CID 27 - 35
ribosomal protein L37a - CGNC 
Symbol 55686 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1149,78)" 838 true 2.17 1991

ENSGALP00000033411 CID 62 - 71
ribosomal protein S21 - 
HGNC:10409 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1150,53)" 5689 true 0.53 1992

ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) beta 
subunit - CGNC Symbol 12399 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1150,56)" 9202 true 0.53 1993

ENSGALP00000023439 CID 35 - 44

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1150,58)" 2007 true 1.55 1994



ENSGALP00000007666 CID 122 - 130
peptidylprolyl isomerase F - CGNC 
Symbol 52036 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1150,61)" 445 true 2.17 1995

ENSGALP00000003089 CID 701 - 709
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1150,64)" 3047 1996

ENSGALP00000040662 CID 238 - 247
inositol monophosphatase 1 - 
HGNC:6050 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1150,77)" 4160 1997

ENSGALP00000041159 CID 51 - 60
ribosomal protein S16 - 
HGNC:10396 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1150,79)" 441 true 4.26 1998

ENSGALP00000038262 CID Nov-19
serine/arginine-rich splicing 
factor 1 - Refseq NP_001107213 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1151,45)" 4374 true 0.96 1999



ENSGALP00000005576 CID 57 - 65
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1151,58)" 6888 true 0.45 2000

ENSGALP00000000615 CID 85 - 93
karyopherin subunit beta 1 - 
HGNC:6400 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1151,58)" 397 false 2001

ENSGALP00000000509 CID 472 - 482

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1151,58)" 1734 true 2.32 2002

ENSGALP00000000261 CID 93 - 102
defender against cell death 1 - 
CGNC Symbol 111 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1151,58)" 3490 2003

ENSGALP00000017954 CID 35 - 42

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1151,59)" 5217 false 2004



ENSGALP00000015846 CID 468 - 478
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1151,62)" 2372 false 2005

ENSGALP00000013359 CID 241 - 249 annexin A4 - CGNC Symbol 57513 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1151,63)" 3164 true 0.46 2006

ENSGALP00000007705 CID 53 - 62
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1151,65)" 2247 true 0.67 2007

ENSGALP00000038782 CID 312 - 320
nucleobindin 2 - CGNC Symbol 
51883 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1151,69)" 972 2008

ENSGALP00000015964 CID 35 - 44
ribosomal protein L18a - CGNC 
Symbol 50601 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1151,69)" 1007 true 3.03 2009



ENSGALP00000008128 CID 448 - 457
nucleoporin 210kDa - CGNC 
Symbol 3777 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1151,71)" 2009 true 1.67 2010

ENSGALP00000038376 CID 20 - 30
ADP ribosylation factor 1 - CGNC 
Symbol 51247 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1151,73)" 920 true 1.29 2011

ENSGALP00000038904 CID 92 - 100

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1151,74)" 1688 false 2012

ENSGALP00000035386 CID 196 - 204 hemopexin - CGNC Symbol 15517 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1152,56)" 3876 false 2013

ENSGALP00000005535 CID 104 - 113

Gallus gallus serine peptidase 
inhibitor Kazal type 7 (putative) 
(SPINK7) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001308494 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1152,57)" 601 2014



ENSGALP00000028746 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1152,59)" 11285 true 4.89 2015

ENSGALP00000006578 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1152,59)" 11285 true 4.89 2016

ENSGALP00000036122 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1152,59)" 11285 true 4.89 2017

ENSGALP00000015063 CID 296 - 304
fibrinogen gamma chain - CGNC 
Symbol 7041 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1152,60)" 39647 true 1.1 2018

ENSGALP00000041690 CID 65 - 73

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1152,63)" 69168 true 1.1 2019



ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC 
Symbol 50454 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1152,63)" 69168 false 1.1 2020

ENSGALP00000038778 CID 154 - 164 actin-like 6A - CGNC Symbol 6893 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1152,69)" 358 2021

ENSGALP00000035339 CID 157 - 166

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1152,74)" 4127 true 0.96 2022

ENSGALP00000017080 CID 149 - 158
SNW domain containing 1 - CGNC 
Symbol 7983 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1152,74)" 3858 2023

ENSGALP00000016780 CID 144 - 152
transmembrane p24 trafficking 
protein 10 - CGNC Symbol 7851 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1152,74)" 3858 true 0.82 2024



ENSGALP00000018373 CID 132 - 140 decorin - CGNC Symbol 8567 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1152,74)" 3858 2025

ENSGALP00000004641 CID 2,250 - 2,258
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1153,60)" 9938 2026

ENSGALP00000035478 CID 282 - 291
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1153,60)" 3179 false 2027

ENSGALP00000035386 CID 137 - 145 hemopexin - CGNC Symbol 15517 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1153,62)" 3047 false 2028

ENSGALP00000025299 CID 132 - 140
C-terminal binding protein 1 - 
CGNC Symbol 11723 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1153,62)" 3047 false 2029



ENSGALP00000014105 CID 86 - 94

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1153,64)" 1627 2030

ENSGALP00000003898 CID 478 - 487 matrin 3 - CGNC Symbol 1772 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1153,68)" 493 true 0.77 2031

ENSGALP00000033411 CID 62 - 71
ribosomal protein S21 - 
HGNC:10409 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1154,55)" 2687 2032

ENSGALP00000026663 CID 239 - 247

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) beta 
subunit - CGNC Symbol 12399 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1154,58)" 1285 2033

ENSGALP00000035593 CID 97 - 105
Hemoglobin subunit beta - UP 
P02112 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1154,60)" 1701 true 2.95 2034



ENSGALP00000023439 CID 35 - 44

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1154,61)" 3498 2035

ENSGALP00000015409 CID 832 - 840
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1154,63)" 3381 2036

ENSGALP00000006778 CID 505 - 514

eukaryotic translation initiation 
factor 3 subunit B - CGNC Symbol 
55528 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1154,64)" 856 true 1.44 2037

ENSGALP00000021055 CID 124 - 133
dynamin 1-like - CGNC Symbol 
9791 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1154,75)" 2105 false 2038

ENSGALP00000001786 CID 55 - 65
armadillo repeat containing 8 - 
CGNC Symbol 52245 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1154,77)" 344 2039



ENSGALP00000001997 CID 2-Oct
eukaryotic translation initiation 
factor 4H - CGNC Symbol 897 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1155,45)" 2128 2040

ENSGALP00000038262 CID Nov-19
serine/arginine-rich splicing 
factor 1 - Refseq NP_001107213 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1155,47)" 4206 2041

ENSGALP00000025327 CID 3,842 - 3,850
MDN1 midasin homolog (yeast) - 
CGNC Symbol 11734 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1155,59)" 882 false 0.84 2042

ENSGALP00000009605 CID 219 - 227
proliferation-associated 2G4 
38kDa - CGNC Symbol 4474 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1155,59)" 882 true 0.84 2043

ENSGALP00000011232 CID Jul-16
phosphofructokinase platelet - 
CGNC Symbol 53359 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1155,60)" 1179 false 2044



ENSGALP00000023278 CID 39 - 47

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1155,60)" 1655 false 2045

ENSGALP00000005576 CID 57 - 65
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1155,61)" 2693 2046

ENSGALP00000000509 CID 472 - 482

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1155,61)" 4593 2047

ENSGALP00000008128 CID 448 - 457
nucleoporin 210kDa - CGNC 
Symbol 3777 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1155,73)" 4143 2048

ENSGALP00000000860 CID 1,519 - 1,528
calmodulin binding transcription 
activator 1 - CGNC Symbol 378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1155,73)" 4143 false 2049



ENSGALP00000006578 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1156,61)" 54534 2050

ENSGALP00000028746 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1156,61)" 54534 2051

ENSGALP00000036122 CID 159 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1156,61)" 54534 2052

ENSGALP00000010888 CID 2-Oct

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1156,61)" 9607 2053

ENSGALP00000010073 CID 2-Oct protein kinase N2 - HGNC:9406 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1156,68)" 6571 false 1.01 2054



ENSGALP00000015061 CID 168 - 176
fibrinogen alpha chain - CGNC 
Symbol 49746 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1156,69)" 1889 false 2055

ENSGALP00000025883 CID 94 - 102

eukaryotic translation initiation 
factor 3 subunit E - CGNC Symbol 
12026 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1157,54)" 938 2056

ENSGALP00000012100 CID 70 - 78
leucyl-tRNA synthetase - CGNC 
Symbol 5654 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1157,55)" 3511 true 0.68 2057

ENSGALP00000038904 CID 33 - 41

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1157,59)" 1127 true 1.14 2058

ENSGALP00000004417 CID 137 - 147

phosphogluconate 
dehydrogenase - CGNC Symbol 
2017 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1157,64)" 316 false 2059



ENSGALP00000013267 CID 90 - 98
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1157,65)" 9521 2060

ENSGALP00000004745 CID 68 - 77
nucleoporin 93kDa - CGNC 
Symbol 2176 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1157,66)" 3402 2061

ENSGALP00000019163 CID 66 - 76 histone H1 - CGNC Symbol 53214 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1157,67)" 285914 true 27.32 2062

ENSGALP00000018372 CID 245 - 253

sulfotransferase family cytosolic 
6B member 1-like - CGNC Symbol 
51503 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1157,67)" 285914 2063

ENSGALP00000038463 CID 25 - 33
ribosomal protein L7a - CGNC 
Symbol 50454 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1157,72)" 1088 true 2.32 2064



ENSGALP00000027326 CID 445 - 454
diaphanous-related formin 3 - 
CGNC Symbol 12715 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1158,53)" 1012 2065

ENSGALP00000031013 CID 254 - 263
LMBR1 domain containing 1 - 
CGNC Symbol 12092 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1158,59)" 11287 2066

ENSGALP00000018765 CID 36 - 46
ribosomal protein L14 - CGNC 
Symbol 49056 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1158,60)" 6991 true 22.57 2067

ENSGALP00000022436 CID 187 - 196 tubulin beta class I - HGNC:20778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1158,62)" 4030 true 22.57 2068

ENSGALP00000012034 CID 242 - 251
tubulin beta 1 class VI - CGNC 
Symbol 49797 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1158,62)" 4030 true 22.57 2069



ENSGALP00000013964 CID 242 - 251
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1158,62)" 4030 true 22.57 2070

ENSGALP00000035593 CID 97 - 105
Hemoglobin subunit beta - UP 
P02112 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1158,63)" 6543 2071

ENSGALP00000006778 CID 505 - 514

eukaryotic translation initiation 
factor 3 subunit B - CGNC Symbol 
55528 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1158,66)" 2368 2072

ENSGALP00000019832 CID 255 - 264

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1158,69)" 988 false 2073

ENSGALP00000007287 CID 87 - 96
ribosomal protein S14 - CGNC 
Symbol 3393 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1158,77)" 13187 false 2074



ENSGALP00000041159 CID 51 - 60
ribosomal protein S16 - 
HGNC:10396 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1158,84)" 2267 true 4.26 2075

P35908 CID 36 - 45

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1159,56)" 1664 true 0.86 2076

ENSGALP00000026457 CID 310 - 318

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1159,61)" 1392 2077

ENSGALP00000023115 CID 384 - 392
FK506 binding protein 4 59kDa - 
CGNC Symbol 10671 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1159,66)" 1594 true 0.58 2078

ENSGALP00000012992 CID 46 - 55
ubiquitin-conjugating enzyme E2 
variant 1 - CGNC Symbol 62089 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1159,68)" 1091 2079



ENSGALP00000019492 CID 173 - 183
Ran GTPase activating protein 1 - 
CGNC Symbol 9072 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1159,74)" 3052 2080

ENSGALP00000015964 CID 35 - 44
ribosomal protein L18a - CGNC 
Symbol 50601 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1159,74)" 3052 true 3.03 2081

ENSGALP00000015000 CID 97 - 108
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1160,57)" 5255 false 10.8 2082

ENSGALP00000015657 CID 197 - 206 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1160,57)" 24131 true 5.8 2083

ENSGALP00000003187 CID 65 - 73
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1160,61)" 2242 false 7.14 2084



ENSGALP00000008105 CID 49 - 57

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - 
CGNC Symbol 50275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1160,61)" 2242 true 7.14 2085

ENSGALP00000018195 CID 53 - 62
proteasome subunit beta 1 - 
CGNC Symbol 8487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1160,62)" 2931 true 8.38 2086

ENSGALP00000014097 CID 69 - 77
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1160,64)" 886 false 2087

ENSGALP00000009665 CID 328 - 337

coatomer protein complex 
subunit beta 1 - CGNC Symbol 
4506 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1160,67)" 1663 2088

ENSGALP00000041690 CID 65 - 73

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1160,68)" 76257 true 1.1 2089



ENSGALP00000038463 CID 176 - 184
ribosomal protein L7a - CGNC 
Symbol 50454 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1160,68)" 76257 false 1.1 2090

ENSGALP00000025461 CID 511 - 521
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1160,74)" 382 2091

ENSGALP00000035366 CID 113 - 122

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1161,55)" 10669 true 0.67 2092

ENSGALP00000012100 CID 70 - 78
leucyl-tRNA synthetase - CGNC 
Symbol 5654 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1161,57)" 2398 2093

ENSGALP00000019365 CID 261 - 271 annexin A5 - CGNC Symbol 9009 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1161,57)" 16969 true 0.57 2094



ENSGALP00000028016 CID 35 - 42

enhancer of rudimentary 
homolog (Drosophila) - CGNC 
Symbol 13056 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1161,59)" 340 false 2095

ENSGALP00000020830 CID 348 - 357

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1161,62)" 4859 false 0.57 2096

ENSGALP00000000338 CID 243 - 253
proteasome inhibitor subunit 1 - 
CGNC Symbol 152 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1161,62)" 457 true 1.01 2097

ENSGALP00000011559 CID 129 - 138

integrin beta 1 (fibronectin 
receptor beta polypeptide 
antigen CD29 includes MDF2 
MSK12) - CGNC Symbol 49025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1161,65)" 2442 false 2098

ENSGALP00000007593 CID 203 - 212 prosaposin - CGNC Symbol 49395 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1161,67)" 8712 2099



ENSGALP00000041108 CID 401 - 410
SATB homeobox 1 - CGNC Symbol 
8550 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1161,72)" 2635 2100

ENSGALP00000006218 CID 380 - 389

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1161,74)" 826 true 1.02 2101

ENSGALP00000012367 CID 317 - 325
SLC9A3 regulator 1 - CGNC 
Symbol 51624 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1162,55)" 7518 false 0.52 2102

ENSGALP00000018765 CID 36 - 46
ribosomal protein L14 - CGNC 
Symbol 49056 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1162,62)" 5655 2103

ENSGALP00000003646 CID 164 - 173

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1162,62)" 6635 true 0.52 2104



ENSGALP00000000387 CID 28 - 37
pecanex homolog (Drosophila) - 
CGNC Symbol 52719 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1162,63)" 1192 2105

ENSGALP00000015176 CID 14 - 23

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1162,63)" 1845 2106

ENSGALP00000008163 CID 171 - 180
orosomucoid 1 (ovoglycoprotein) - 
CGNC Symbol 49217 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1162,63)" 1845 false 0.52 2107

ENSGALP00000009217 CID 13 - 22
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1162,63)" 1845 2108

ENSGALP00000005453 CID 140 - 148

DnaJ heat shock protein family 
(Hsp40) member C7 - CGNC 
Symbol 2515 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1162,63)" 1845 true 0.37 2109



ENSGALP00000012034 CID 242 - 251
tubulin beta 1 class VI - CGNC 
Symbol 49797 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1162,65)" 113305 2110

ENSGALP00000022436 CID 187 - 196 tubulin beta class I - HGNC:20778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1162,65)" 113305 2111

ENSGALP00000013964 CID 242 - 251
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1162,65)" 113305 2112

ENSGALP00000000387 CID 2,108 - 2,117
pecanex homolog (Drosophila) - 
CGNC Symbol 52719 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1162,65)" 4496 false 2113

ENSGALP00000001489 CID 757 - 767
Hsap of 256: protocadherin beta 
2 - HGNC:8687 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1162,66)" 3719 2114



ENSGALP00000015626 CID 218 - 227

phosphoenolpyruvate 
carboxykinase 2 (mitochondrial) - 
CGNC Symbol 49813 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1162,66)" 34815 false 2115

ENSGALP00000038778 CID 380 - 389 actin-like 6A - CGNC Symbol 6893 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1162,68)" 1309 2116

ENSGALP00000008338 CID 244 - 253

damage-specific DNA binding 
protein 1 127kDa - CGNC Symbol 
3871 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1162,80)" 2249 false 2117

ENSGALP00000015846 CID 541 - 550
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1163,61)" 416 2118

ENSGALP00000004817 CID 122 - 131
peroxiredoxin 6 - CGNC Symbol 
2214 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1163,63)" 1928 2119



ENSGALP00000027391 CID 345 - 354
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1163,64)" 27959 true 0.98 2120

ENSGALP00000015886 CID 503 - 512
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1163,68)" 655 true 3.87 2121

ENSGALP00000017016 CID 312 - 322
glutaredoxin 3 - CGNC Symbol 
7961 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1163,75)" 608 false 2122

ENSGALP00000005535 CID 104 - 113

Gallus gallus serine peptidase 
inhibitor Kazal type 7 (putative) 
(SPINK7) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001308494 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1164,50)" 3732 false 2123

ENSGALP00000023793 CID 586 - 594

splicing regulatory glutamic 
acid/lysine-rich protein 1 - CGNC 
Symbol 10959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1164,51)" 874 false 2124



ENSGALP00000041979 CID 243 - 252

protein kinase cAMP-dependent 
catalytic beta - CGNC Symbol 
66476 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1164,59)" 63201 2125

ENSGALP00000015657 CID 197 - 206 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1164,59)" 63201 2126

ENSGALP00000020346 CID 75 - 85
FK506 binding protein 3 - CGNC 
Symbol 9468 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1164,59)" 63201 false 2127

ENSGALP00000004108 CID 519 - 528

differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 
1882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1164,59)" 1960 2128

ENSGALP00000015000 CID 97 - 108
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1164,60)" 151881 false 5.8 2129



ENSGALP00000008105 CID 49 - 57

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - 
CGNC Symbol 50275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1164,63)" 507 2130

ENSGALP00000018195 CID 53 - 62
proteasome subunit beta 1 - 
CGNC Symbol 8487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1164,64)" 2601 2131

ENSGALP00000006414 CID 15 - 23

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1164,71)" 3147 true 1.76 2132

ENSGALP00000003646 CID 339 - 348

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1165,56)" 7486 2133

ENSGALP00000005654 CID 1,370 - 1,379 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1165,56)" 7486 false 2134



ENSGALP00000005653 CID 1,307 - 1,316 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1165,56)" 7486 false 2135

ENSGALP00000035366 CID 113 - 122

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1165,58)" 6736 2136

ENSGALP00000030147 CID 233 - 241
family with sequence similarity 49 
member B - CGNC Symbol 12196 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1165,59)" 2172 true 0.65 2137

ENSGALP00000020830 CID 348 - 357

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1165,64)" 2211 false 0.57 2138

ENSGALP00000038124 CID 2,117 - 2,127
fatty acid synthase - CGNC 
Symbol 1983 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1165,66)" 385 true 0.38 2139



ENSGALP00000033650 CID 93 - 102
FYN binding protein - CGNC 
Symbol 2773 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1165,67)" 1833 2140

ENSGALP00000024078 CID 473 - 482
WD repeat domain 1 - CGNC 
Symbol 11108 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1165,69)" 476 true 3.19 2141

ENSGALP00000013053 CID 76 - 86

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 50017 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1165,73)" 2225 true 0.74 2142

ENSGALP00000018652 CID 134 - 143

actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 
8704 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1165,73)" 2225 2143

ENSGALP00000033411 CID 62 - 71
ribosomal protein S21 - 
HGNC:10409 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1166,52)" 2287 true 0.48 2144



ENSGALP00000005822 CID 541 - 549
topoisomerase (DNA) I - CGNC 
Symbol 2691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1166,55)" 755 2145

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1166,57)" 683 false 2146

ENSGALP00000007833 CID 158 - 167
myelin expression factor 2 - CGNC 
Symbol 49981 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1166,60)" 4131 false 2147

ENSGALP00000018410 CID 994 - 1,002
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1166,63)" 4358 false 2148

ENSGALP00000003646 CID 164 - 173

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1166,63)" 4358 2149



ENSGALP00000027519 CID 1,043 - 1,051

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 12819 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1166,66)" 4535 2150

ENSGALP00000035996 CID 81 - 91
superoxide dismutase 1 soluble - 
CGNC Symbol 11821 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1166,66)" 4691 true 0.66 2151

ENSGALP00000009853 CID 35 - 45
zinc finger protein 326 - CGNC 
Symbol 4587 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1167,56)" 1998 2152

ENSGALP00000007680 CID 125 - 133
ribosomal protein L6 - CGNC 
Symbol 48978 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1167,57)" 34646 true 0.32 2153

ENSGALP00000020744 CID 493 - 502

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1167,61)" 14160 true 4.47 2154



ENSGALP00000004817 CID 122 - 131
peroxiredoxin 6 - CGNC Symbol 
2214 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1167,64)" 438 false 0.16 2155

ENSGALP00000027391 CID 345 - 354
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1167,66)" 1469 2156

ENSGALP00000041756 CID 90 - 98
Parkinsonism associated 
deglycase - HGNC:16369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1167,67)" 751 true 1.45 2157

ENSGALP00000023115 CID 384 - 392
FK506 binding protein 4 59kDa - 
CGNC Symbol 10671 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1167,68)" 1002 true 0.58 2158

ENSGALP00000038105 CID 231 - 238
fibrinogen beta chain - CGNC 
Symbol 7036 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1168,57)" 6750 false 2159



ENSGALP00000012481 CID 275 - 283
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1168,64)" 6495 true 0.31 2160

ENSGALP00000000639 CID Aug-19 lamin B2 - CGNC Symbol 49708 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1168,65)" 3363 true 2.92 2161

ENSGALP00000000316 CID 26 - 35
major vault protein - CGNC 
Symbol 136 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1168,65)" 7745 true 1.01 2162

ENSGALP00000015128 CID 272 - 282
lamin B receptor - CGNC Symbol 
49736 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1168,67)" 966 true 5.65 2163

ENSGALP00000005854 CID 356 - 364

proteasome (prosome 
macropain) 26S subunit non-
ATPase 12 - CGNC Symbol 2706 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1168,70)" 647 2164



ENSGALP00000016363 CID 162 - 171

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1168,70)" 358 false 2165

ENSGALP00000025600 CID 236 - 245

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 
11873 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1168,71)" 1303 false 2166

ENSGALP00000007490 CID 157 - 165 moesin - HGNC:7373 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1168,71)" 1479 2167

ENSGALP00000018441 CID 136 - 145
aspartyl aminopeptidase - CGNC 
Symbol 8600 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1168,72)" 1476 false 2168

ENSGALP00000036304 CID 430 - 439
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1168,74)" 11789 false 2169



ENSGALP00000007182 CID 232 - 241

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1168,74)" 11789 false 2170

ENSGALP00000016711 CID 626 - 635
guanine monophosphate 
synthase - CGNC Symbol 7825 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1168,77)" 2362 false 2171

ENSGALP00000004375 CID 177 - 185
acetyl-CoA acyltransferase 2 - 
CGNC Symbol 2003 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1169,52)" 1754 true 0.45 2172

ENSGALP00000030147 CID 233 - 241
family with sequence similarity 49 
member B - CGNC Symbol 12196 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1169,61)" 1068 2173

ENSGALP00000028283 CID 64 - 73
coactosin-like F-actin binding 
protein 1 - CGNC Symbol 54450 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1169,62)" 726 false 2174



ENSGALP00000019224 CID 879 - 889

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1169,71)" 2538 true 1.84 2175

ENSGALP00000010633 CID 70 - 78

small nuclear ribonucleoprotein 
D3 polypeptide - CGNC Symbol 
4974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1169,75)" 629 false 2176

ENSGALP00000038463 CID 25 - 33
ribosomal protein L7a - CGNC 
Symbol 50454 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1169,80)" 2410 false 2177

ENSGALP00000021034 CID 302 - 310

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1170,55)" 1050 true 1.03 2178

ENSGALP00000001332 CID 419 - 427
lysyl-tRNA synthetase - CGNC 
Symbol 602 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1170,56)" 2506 true 0.84 2179



ENSGALP00000033411 CID 62 - 71
ribosomal protein S21 - 
HGNC:10409 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1170,56)" 512 2180

ENSGALP00000012293 CID 69 - 77
ribosomal protein L35a - CGNC 
Symbol 5744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1170,60)" 1747 true 1.32 2181

ENSGALP00000026418 CID 100 - 109

eukaryotic translation initiation 
factor 1A Y-linked - CGNC Symbol 
50803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1170,63)" 5646 true 0.38 2182

ENSGALP00000039872 CID 74 - 83

regulator of chromosome 
condensation 2 - CGNC Symbol 
287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1170,64)" 1080 2183

ENSGALP00000039326 CID 152 - 161
ribosomal protein L19 - CGNC 
Symbol 1159 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1170,65)" 383 false 2184



ENSGALP00000005453 CID 140 - 148

DnaJ heat shock protein family 
(Hsp40) member C7 - CGNC 
Symbol 2515 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1170,69)" 439 true 0.37 2185

ENSGALP00000018987 CID 67 - 76 t-complex 1 - CGNC Symbol 8842 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1170,74)" 626 false 2186

ENSGALP00000010984 CID 548 - 556

adaptor-related protein complex 
2 alpha 2 subunit - CGNC Symbol 
51890 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1170,74)" 1225 false 2187

ENSGALP00000005520 CID 402 - 411
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1171,59)" 7382 false 2188

ENSGALP00000007680 CID 125 - 133
ribosomal protein L6 - CGNC 
Symbol 48978 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1171,60)" 10305 2189



ENSGALP00000007511 CID 392 - 402

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - 
CGNC Symbol 3502 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1171,60)" 2946 true 0.87 2190

ENSGALP00000021333 CID 502 - 510
IKAROS family zinc finger 1 
(Ikaros) - CGNC Symbol 49585 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1171,62)" 3526 2191

ENSGALP00000023085 CID 522 - 531
actinin alpha 4 - CGNC Symbol 
49612 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1171,64)" 8531 true 0.27 2192

ENSGALP00000015409 CID 547 - 556
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1171,64)" 8531 true 0.41 2193

ENSGALP00000017495 CID 463 - 472 scinderin - CGNC Symbol 8188 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1171,64)" 1506 true 0.87 2194



ENSGALP00000002398 CID 76 - 86

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member B - CGNC Symbol 51177 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1171,66)" 2579 true 0.36 2195

ENSGALP00000010618 CID 346 - 355
lymphocyte-specific protein 1 - 
CGNC Symbol 4964 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1171,68)" 3488 true 0.61 2196

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1171,69)" 25646 true 3.31 2197

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1171,69)" 25646 true 3.31 2198

ENSGALP00000012034 CID 253 - 262
tubulin beta 1 class VI - CGNC 
Symbol 49797 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1171,69)" 25646 true 3.31 2199



ENSGALP00000039734 CID 76 - 85

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1171,69)" 5212 false 2200

ENSGALP00000038912 CID 32 - 40
alpha-D-globin - CGNC Symbol 
50309 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1172,61)" 4394 false 2201

ENSGALP00000038262 CID 102 - 110
serine/arginine-rich splicing 
factor 1 - Refseq NP_001107213 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1172,62)" 1509 false 2202

ENSGALP00000000639 CID Aug-19 lamin B2 - CGNC Symbol 49708 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1172,66)" 6150 2203

ENSGALP00000004046 CID 30 - 38
RAN member RAS oncogene 
family - CGNC Symbol 1850 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1172,67)" 719 false 2204



ENSGALP00000000316 CID 26 - 35
major vault protein - CGNC 
Symbol 136 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1172,68)" 8566 2205

ENSGALP00000015128 CID 272 - 282
lamin B receptor - CGNC Symbol 
49736 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1172,69)" 6067 2206

ENSGALP00000006414 CID 15 - 23

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1172,76)" 5541 true 1.76 2207

ENSGALP00000024078 CID Oct-19
WD repeat domain 1 - CGNC 
Symbol 11108 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1173,66)" 1437 true 4.45 2208

ENSGALP00000019120 CID 554 - 562
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1173,67)" 539 false 2209



ENSGALP00000004048 CID 1,177 - 1,185 kinectin 1 - CGNC Symbol 9206 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1173,67)" 539 false 2210

ENSGALP00000019224 CID 879 - 889

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1173,73)" 5091 2211

ENSGALP00000016536 CID 85 - 93
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1173,74)" 1044 false 2212

ENSGALP00000013987 CID 216 - 226

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1173,74)" 1044 false 2213

ENSGALP00000001332 CID 419 - 427
lysyl-tRNA synthetase - CGNC 
Symbol 602 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1174,59)" 2552 2214



ENSGALP00000012879 CID 754 - 762
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1174,73)" 1039 false 2215

ENSGALP00000010210 CID 200 - 209
leukocyte cell derived chemotaxin 
2 - CGNC Symbol 4754 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1175,53)" 1385 true 0.88 2216

ENSGALP00000018070 CID 367 - 376

UDP-N-acetyl-alpha-D-
galactosamine:polypeptide N-
acetylgalactosaminyltransferase 2 
(GalNAc-T2) - CGNC Symbol 8433 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1175,61)" 1556 true 0.43 2217

ENSGALP00000006578 CID 1-Sep

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1175,63)" 944 false 2218

ENSGALP00000037522 CID 216 - 224
LUC7-like 3 pre-mRNA splicing 
factor - CGNC Symbol 53432 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1175,63)" 944 false 0.38 2219



ENSGALP00000015409 CID 547 - 556
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1175,64)" 1761 true 1.36 2220

ENSGALP00000023085 CID 522 - 531
actinin alpha 4 - CGNC Symbol 
49612 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1175,64)" 1761 2221

ENSGALP00000017495 CID 463 - 472 scinderin - CGNC Symbol 8188 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1175,66)" 1305 2222

ENSGALP00000018987 CID 437 - 446 t-complex 1 - CGNC Symbol 8842 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1175,67)" 36037 true 0.4 2223

ENSGALP00000003954 CID 306 - 316
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1175,69)" 526 2224



ENSGALP00000012034 CID 253 - 262
tubulin beta 1 class VI - CGNC 
Symbol 49797 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1175,70)" 58333 2225

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1175,70)" 58333 2226

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1175,70)" 58333 2227

ENSGALP00000023917 CID 269 - 277
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1175,70)" 1407 false 2228

ENSGALP00000000383 CID 388 - 397
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1176,57)" 23687 true 1.03 2229



ENSGALP00000012481 CID 275 - 283
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1176,57)" 4310 true 0.6 2230

ENSGALP00000009341 CID 935 - 945
high density lipoprotein binding 
protein - CGNC Symbol 4348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1176,60)" 2643 false 2231

ENSGALP00000014509 CID 337 - 346

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1176,61)" 4247 true 1.39 2232

ENSGALP00000014097 CID 69 - 77
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1176,63)" 368 true 1.51 2233

ENSGALP00000025606 CID 21 - 30

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1176,68)" 4672 true 0.76 2234



ENSGALP00000025600 CID 236 - 245

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 
11873 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1176,77)" 781 true 1.15 2235

ENSGALP00000033366 CID 128 - 139
leukocyte ribonuclease A-2 - 
CGNC Symbol 52020 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1177,63)" 1444 false 2236

ENSGALP00000025461 CID 76 - 85
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1177,66)" 2131 true 0.53 2237

ENSGALP00000024078 CID Oct-19
WD repeat domain 1 - CGNC 
Symbol 11108 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1177,69)" 7617 2238

ENSGALP00000025948 CID 257 - 267
beta-site APP-cleaving enzyme 2 - 
CGNC Symbol 12064 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1177,70)" 1918 2239



ENSGALP00000020744 CID 547 - 556

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1178,56)" 6166 false 2240

ENSGALP00000006218 CID 62 - 71

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1178,56)" 6166 false 2241

ENSGALP00000003954 CID 622 - 633
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1178,58)" 3856 true 1.52 2242

ENSGALP00000035595 CID 59 - 68
40S ribosomal protein S11 - 
Refseq NP_001026004 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1178,61)" 16468 true 0.9 2243

ENSGALP00000025461 CID 442 - 451
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1178,62)" 29550 true 0.74 2244



ENSGALP00000012293 CID 69 - 77
ribosomal protein L35a - CGNC 
Symbol 5744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1178,65)" 2305 true 1.32 2245

ENSGALP00000014308 CID 77 - 86
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1178,67)" 448 false 2246

ENSGALP00000010210 CID 200 - 209
leukocyte cell derived chemotaxin 
2 - CGNC Symbol 4754 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1179,56)" 1318 2247

ENSGALP00000023396 CID 59 - 68
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1179,62)" 1118 true 2.53 2248

ENSGALP00000018070 CID 367 - 376

UDP-N-acetyl-alpha-D-
galactosamine:polypeptide N-
acetylgalactosaminyltransferase 2 
(GalNAc-T2) - CGNC Symbol 8433 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1179,63)" 671 2249



ENSGALP00000002828 CID 32 - 41
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1179,64)" 1022 false 2250

ENSGALP00000018987 CID 437 - 446 t-complex 1 - CGNC Symbol 8842 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1179,67)" 6105 2251

ENSGALP00000015409 CID 547 - 556
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1179,69)" 2803 true 0.41 2252

ENSGALP00000035658 CID 150 - 160
paraspeckle component 1 - CGNC 
Symbol 50884 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1179,74)" 658 true 0.62 2253

ENSGALP00000014308 CID 290 - 299
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1179,75)" 408 false 2254



ENSGALP00000009662 CID 588 - 596
protein kinase C beta - CGNC 
Symbol 50286 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1179,80)" 760 false 2255

ENSGALP00000013524 CID 272 - 280
STE20-like kinase - CGNC Symbol 
6304 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1180,61)" 2157 2256

ENSGALP00000014509 CID 337 - 346

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1180,63)" 5894 2257

ENSGALP00000011673 CID 147 - 156
ferritin heavy polypeptide 1 - 
CGNC Symbol 49581 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1180,66)" 458 true 1.54 2258

ENSGALP00000022479 CID 120 - 129

RNA (guanine-7-) 
methyltransferase - CGNC Symbol 
10392 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1180,68)" 1785 2259



ENSGALP00000015128 CID 150 - 158
lamin B receptor - CGNC Symbol 
49736 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1180,69)" 24787 true 1.03 2260

ENSGALP00000005654 CID 1,370 - 1,379 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1181,56)" 1134 false 0.77 2261

ENSGALP00000005653 CID 1,307 - 1,316 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1181,56)" 1134 false 0.77 2262

ENSGALP00000026509 CID 500 - 508
DEAD (Asp-Glu-Ala-Asp) box 
helicase 1 - CGNC Symbol 12324 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1181,58)" 1182 true 0.77 2263

ENSGALP00000025593 CID 1,924 - 1,933
collagen type XII alpha 1 - CGNC 
Symbol 49526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1181,63)" 497 2264



ENSGALP00000001750 CID 134 - 143 prohibitin - CGNC Symbol 51144 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1181,64)" 1058 2265

ENSGALP00000004866 CID 176 - 184
nudix hydrolase 21 - CGNC 
Symbol 66135 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1181,76)" 318 false 2266

ENSGALP00000007490 CID 574 - 582 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1182,54)" 2597 true 0.57 2267

ENSGALP00000022293 CID 577 - 585 ezrin - CGNC Symbol 10288 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1182,54)" 2597 false 0.57 2268

ENSGALP00000003954 CID 622 - 633
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1182,59)" 5879 2269



ENSGALP00000012472 CID 437 - 446 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1182,60)" 1916 true 0.59 2270

ENSGALP00000035595 CID 59 - 68
40S ribosomal protein S11 - 
Refseq NP_001026004 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1182,63)" 14847 2271

ENSGALP00000007358 CID 710 - 719
RNA binding motif protein 5 - 
CGNC Symbol 3423 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1182,64)" 459 true 0.9 2272

ENSGALP00000025461 CID 442 - 451
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1182,64)" 19163 2273

ENSGALP00000020268 CID 114 - 123
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1182,65)" 1287 true 0.65 2274



ENSGALP00000022676 CID 93 - 102
H2A histone family member V - 
HGNC:20664 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1182,67)" 3135 false 2275

ENSGALP00000013029 CID 182 - 193
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1182,67)" 1156 false 2276

ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - 
UP P18944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1182,68)" 4948 true 2.86 2277

ENSGALP00000004641 CID 1,301 - 1,310
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1182,68)" 4948 false 2.32 2278

ENSGALP00000038677 CID 135 - 145
phosphoglycerate mutase 1 
(brain) - CGNC Symbol 53524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1182,73)" 3587 2279



ENSGALP00000019423 CID 323 - 333

dehydrogenase/reductase (SDR 
family) member 7 - CGNC Symbol 
9039 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1183,56)" 4915 true 0.58 2280

ENSGALP00000027519 CID 699 - 707

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 12819 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1183,60)" 1355 true 1.58 2281

ENSGALP00000008578 CID 83 - 91

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1183,61)" 3655 true 0.69 2282

ENSGALP00000013377 CID 160 - 170
aldehyde dehydrogenase 7 family 
member A1 - CGNC Symbol 6235 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1183,64)" 3378 true 0.51 2283

ENSGALP00000015735 CID 288 - 297
Sjogren syndrome antigen B - 
CGNC Symbol 7359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1183,64)" 4755 2284



ENSGALP00000018050 CID 600 - 609
adenylate kinase 7 - CGNC 
Symbol 8424 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1183,65)" 353 2285

ENSGALP00000015063 CID 286 - 295
fibrinogen gamma chain - CGNC 
Symbol 7041 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1183,68)" 1793 false 2286

ENSGALP00000023543 CID 110 - 119

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1183,71)" 943 false 2287

ENSGALP00000023294 CID 1,396 - 1,405

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1183,81)" 1351 false 2288

ENSGALP00000003737 CID 254 - 262
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1184,62)" 1108 true 0.83 2289



ENSGALP00000012481 CID 275 - 283
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1184,63)" 2577 true 0.6 2290

ENSGALP00000017462 CID 155 - 163
high mobility group box 2 - CGNC 
Symbol 8169 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1184,64)" 4059 true 1.2 2291

ENSGALP00000027541 CID 155 - 163
high mobility group box 1 - CGNC 
Symbol 49444 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1184,64)" 4059 true 1.2 2292

ENSGALP00000042089 CID 82 - 91

26S proteasome non-ATPase 
regulatory subunit 4-like - CGNC 
Symbol 65452 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1184,69)" 704 false 1.54 2293

ENSGALP00000011673 CID 147 - 156
ferritin heavy polypeptide 1 - 
CGNC Symbol 49581 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1184,69)" 704 2294



ENSGALP00000029144 CID 46 - 55
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1184,72)" 442 true 1.41 2295

ENSGALP00000025606 CID 21 - 30

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1184,72)" 5469 true 0.53 2296

ENSGALP00000013267 CID 80 - 89
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1184,74)" 1419 false 2297

ENSGALP00000003012 CID 191 - 202
malate dehydrogenase 2 - CGNC 
Symbol 1378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1184,75)" 508 true 1.12 2298

ENSGALP00000042929 CID 269 - 280
glutathione reductase - 
HGNC:4623 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1184,77)" 446 2299



ENSGALP00000026509 CID 500 - 508
DEAD (Asp-Glu-Ala-Asp) box 
helicase 1 - CGNC Symbol 12324 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1185,61)" 912 2300

P35527 CID 251 - 261

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1185,61)" 6657 true 1.19 2301

ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC Symbol 
12703 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1185,62)" 10626 true 0.77 2302

ENSGALP00000007934 CID 27 - 35
glucose-6-phosphate isomerase - 
CGNC Symbol 3683 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1185,67)" 1725 false 2303

ENSGALP00000021034 CID 410 - 418

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1185,67)" 2004 2304



ENSGALP00000036720 CID 2,685 - 2,694
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1185,69)" 388 2305

ENSGALP00000006555 CID 31 - 41

poly(A) binding protein 
cytoplasmic 1-like - CGNC Symbol 
3026 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1185,69)" 10150 true 0.75 2306

ENSGALP00000025461 CID 76 - 85
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1185,71)" 1125 true 0.53 2307

P35527 CID 328 - 336

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1185,71)" 334 false 2308

ENSGALP00000021708 CID 317 - 327
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1186,60)" 11336 true 0.61 2309



ENSGALP00000008764 CID 143 - 153
NADH:ubiquinone oxidoreductase 
subunit B10 - CGNC Symbol 4071 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1186,61)" 2151 true 0.89 2310

ENSGALP00000019330 CID 2-Nov

polymerase (DNA) delta 
interacting protein 3 - CGNC 
Symbol 8993 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1186,62)" 771 2311

ENSGALP00000041532 CID 110 - 120

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1186,69)" 980 true 1.63 2312

ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - 
UP P18944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1186,71)" 11277 2313

ENSGALP00000008578 CID 83 - 91

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1187,64)" 2526 2314



ENSGALP00000015626 CID 207 - 217

phosphoenolpyruvate 
carboxykinase 2 (mitochondrial) - 
CGNC Symbol 49813 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1187,64)" 6619 true 4.47 2315

ENSGALP00000033650 CID 117 - 126
FYN binding protein - CGNC 
Symbol 2773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1187,65)" 1396 false 2316

ENSGALP00000025461 CID 369 - 379
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1187,65)" 1396 2317

ENSGALP00000013377 CID 160 - 170
aldehyde dehydrogenase 7 family 
member A1 - CGNC Symbol 6235 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1187,66)" 1706 2318

ENSGALP00000007927 CID Apr-14
Hsap of 9: ribosomal protein L36a 
- HGNC:10359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1187,66)" 1449 false 2.02 2319



P04264 CID 75 - 86

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1187,66)" 1449 false 2.02 2320

ENSGALP00000038799 CID 141 - 149
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1187,67)" 851 true 3.42 2321

ENSGALP00000022004 CID 141 - 149 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1187,67)" 851 true 3.42 2322

ENSGALP00000023396 CID 59 - 68
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1187,68)" 2543 false 2323

ENSGALP00000020445 CID 1,923 - 1,932
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1187,69)" 3104 true 2.02 2324



ENSGALP00000002960 CID 75 - 84
dynein light chain roadblock-type 
1 - CGNC Symbol 1352 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1188,62)" 17040 false 1.23 2325

ENSGALP00000000383 CID 640 - 649
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1188,62)" 17040 true 1.23 2326

ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - CGNC 
Symbol 49444 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1188,65)" 434 false 2327

ENSGALP00000010325 CID 181 - 190

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 46 - CGNC Symbol 
4822 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1188,65)" 916 false 2328

ENSGALP00000020268 CID 102 - 113
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1188,66)" 2155 true 0.48 2329



ENSGALP00000039270 CID 734 - 744
topoisomerase (DNA) II alpha 
170kDa - CGNC Symbol 49380 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1188,70)" 3462 false 1.38 2330

ENSGALP00000020154 CID 144 - 153
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1188,70)" 3462 true 0.48 2331

ENSGALP00000022004 CID 169 - 178 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1188,71)" 1122 2332

ENSGALP00000038799 CID 169 - 178
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1188,71)" 1122 2333

ENSGALP00000005576 CID 440 - 449
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1188,72)" 4317 2334



ENSGALP00000002338 CID 1-Sep
splicing factor 3a subunit 3 - 
CGNC Symbol 1064 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1189,58)" 2023 2335

ENSGALP00000007490 CID 373 - 381 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1189,62)" 4168 false 1.22 2336

P35527 CID 251 - 261

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1189,64)" 8875 2337

ENSGALP00000027305 CID 137 - 145

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC Symbol 
12703 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1189,65)" 9054 2338

ENSGALP00000012689 CID 23 - 33
NmrA-like family domain 
containing 1 - CGNC Symbol 5919 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1189,66)" 1341 true 1.5 2339



ENSGALP00000018087 CID 38 - 49
vaccinia related kinase 1 - CGNC 
Symbol 8440 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1189,71)" 4123 2340

ENSGALP00000006555 CID 31 - 41

poly(A) binding protein 
cytoplasmic 1-like - CGNC Symbol 
3026 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1189,73)" 4493 2341

ENSGALP00000038262 CID 118 - 127
serine/arginine-rich splicing 
factor 1 - Refseq NP_001107213 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1190,58)" 17295 true 0.84 2342

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1190,61)" 460 true 37.77 2343

ENSGALP00000021708 CID 317 - 327
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1190,63)" 6863 2344



ENSGALP00000012472 CID 437 - 446 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1190,65)" 757 true 0.59 2345

ENSGALP00000008163 CID 171 - 180
orosomucoid 1 (ovoglycoprotein) - 
CGNC Symbol 49217 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1190,66)" 12392 true 1.03 2346

ENSGALP00000015176 CID 14 - 23

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1190,66)" 12392 false 2347

ENSGALP00000007358 CID 710 - 719
RNA binding motif protein 5 - 
CGNC Symbol 3423 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1190,69)" 413 true 0.9 2348

ENSGALP00000018258 CID 88 - 97
Enah/Vasp-like - CGNC Symbol 
8513 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1190,70)" 1544 true 0.49 2349



ENSGALP00000041532 CID 110 - 120

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1190,72)" 1599 2350

ENSGALP00000000387 CID 422 - 433
pecanex homolog (Drosophila) - 
CGNC Symbol 52719 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1191,58)" 2308 false 2351

ENSGALP00000025280 CID 85 - 94 thioredoxin - CGNC Symbol 49804 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1191,68)" 4007 true 0.58 2352

ENSGALP00000013524 CID 974 - 983
STE20-like kinase - CGNC Symbol 
6304 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1191,68)" 1128 2353

ENSGALP00000005643 CID 296 - 306

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1191,68)" 12607 true 0.26 2354



ENSGALP00000012034 CID 253 - 262
tubulin beta 1 class VI - CGNC 
Symbol 49797 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1191,69)" 7402 2355

ENSGALP00000022436 CID 198 - 207 tubulin beta class I - HGNC:20778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1191,69)" 7402 2356

ENSGALP00000013964 CID 253 - 262
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1191,69)" 7402 2357

ENSGALP00000035888 CID 230 - 239
CD2-associated protein - CGNC 
Symbol 12535 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1192,58)" 1851 false 0.53 2358

ENSGALP00000005565 CID 103 - 114
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1192,65)" 382 false 2359



ENSGALP00000003423 CID 1,050 - 1,057

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1192,68)" 1478 false 2360

ENSGALP00000027541 CID 155 - 163
high mobility group box 1 - CGNC 
Symbol 49444 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1192,69)" 4351 true 1.2 2361

ENSGALP00000017462 CID 155 - 163
high mobility group box 2 - CGNC 
Symbol 8169 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1192,69)" 4351 true 1.2 2362

ENSGALP00000020154 CID 144 - 153
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1192,72)" 4459 2363

ENSGALP00000012731 CID 69 - 78
CD44 molecule (Indian blood 
group) - CGNC Symbol 5938 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1193,60)" 2803 2364



ENSGALP00000012349 CID 260 - 269
C-terminal binding protein-like - 
CGNC Symbol 50231 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1193,61)" 1249 true 1.73 2365

P13645 CID 442 - 450

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1193,62)" 12581 true 1.93 2366

ENSGALP00000035780 CID 2,351 - 2,361
RAN binding protein 2 - CGNC 
Symbol 50838 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1193,63)" 348 false 2367

ENSGALP00000026509 CID 562 - 571
DEAD (Asp-Glu-Ala-Asp) box 
helicase 1 - CGNC Symbol 12324 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1193,64)" 2590 true 1.1 2368

ENSGALP00000025883 CID 112 - 120

eukaryotic translation initiation 
factor 3 subunit E - CGNC Symbol 
12026 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1193,66)" 720 true 1.5 2369



ENSGALP00000015061 CID 723 - 732
fibrinogen alpha chain - CGNC 
Symbol 49746 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1193,66)" 552 false 1.17 2370

ENSGALP00000012689 CID 23 - 33
NmrA-like family domain 
containing 1 - CGNC Symbol 5919 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1193,68)" 2008 2371

ENSGALP00000038262 CID 118 - 127
serine/arginine-rich splicing 
factor 1 - Refseq NP_001107213 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1194,60)" 10894 2372

ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1194,62)" 1509 2373

ENSGALP00000041873 CID 45 - 55
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1194,72)" 3550 true 1.79 2374



ENSGALP00000039265 CID 76 - 86
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1195,58)" 685 true 1 2375

ENSGALP00000011922 CID 350 - 360
serpin family G member 1 - 
HGNC:1228 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1195,61)" 1755 true 1.01 2376

ENSGALP00000020268 CID 243 - 252
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1195,62)" 17838 true 0.17 2377

ENSGALP00000005643 CID 296 - 306

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1195,70)" 2086 2378

ENSGALP00000038799 CID 141 - 149
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1195,72)" 2912 true 3.42 2379



ENSGALP00000022004 CID 141 - 149 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1195,72)" 2912 true 3.42 2380

ENSGALP00000013963 CID 62 - 72

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1195,72)" 13746 2381

ENSGALP00000035888 CID 230 - 239
CD2-associated protein - CGNC 
Symbol 12535 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1196,62)" 983 false 0.53 2382

ENSGALP00000015128 CID 150 - 158
lamin B receptor - CGNC Symbol 
49736 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1196,68)" 4279 false 2383

ENSGALP00000026123 CID 488 - 499

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1196,75)" 1024 true 3.09 2384



ENSGALP00000014105 CID 118 - 127

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1196,77)" 921 false 2385

ENSGALP00000005654 CID 590 - 597 fibronectin 1 - CGNC Symbol 2613 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1197,48)" 2866 false 2386

ENSGALP00000005653 CID 618 - 625 fibronectin 1 - CGNC Symbol 2613 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1197,48)" 2866 false 2387

ENSGALP00000036304 CID 357 - 365
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1197,62)" 568 true 1.22 2388

ENSGALP00000012349 CID 260 - 269
C-terminal binding protein-like - 
CGNC Symbol 50231 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1197,64)" 3134 2389



P13645 CID 442 - 450

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1197,64)" 20701 2390

ENSGALP00000034108 CID 294 - 304
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1197,66)" 1608 true 1.22 2391

ENSGALP00000009121 CID 643 - 653
glycyl-tRNA synthetase - CGNC 
Symbol 4244 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1197,66)" 1608 2392

ENSGALP00000038313 CID 224 - 234

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 
7657 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1197,71)" 5093 true 1.05 2393

ENSGALP00000022269 CID 193 - 202

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1197,77)" 447 false 2394



ENSGALP00000041526 CID 69 - 78

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1198,66)" 47618 true 37.77 2395

ENSGALP00000012100 CID 797 - 807
leucyl-tRNA synthetase - CGNC 
Symbol 5654 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1198,66)" 47618 false 1.36 2396

ENSGALP00000008131 CID 577 - 587 vinculin - CGNC Symbol 3778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1198,68)" 1279 false 2397

ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - 
UP P18944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1198,68)" 603 true 3.41 2398

ENSGALP00000041873 CID 45 - 55
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1198,75)" 2979 2399



ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1199,60)" 1794 true 2.04 2400

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1199,60)" 1794 true 2.04 2401

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1199,60)" 1794 true 2.04 2402

ENSGALP00000039265 CID 76 - 86
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1199,61)" 1107 2403

ENSGALP00000012007 CID 484 - 494 archain 1 - CGNC Symbol 5606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1199,65)" 1347 true 0.3 2404



ENSGALP00000003899 CID 241 - 250
methionine adenosyltransferase I 
alpha - CGNC Symbol 1773 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1199,67)" 906 true 1.84 2405

ENSGALP00000014105 CID 162 - 173

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1199,68)" 2479 false 2406

ENSGALP00000038984 CID 101 - 110
proteasome activator subunit 3 - 
CGNC Symbol 51153 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1199,72)" 477 true 2.6 2407

ENSGALP00000043136 CID 304 - 314
citrate synthase - CGNC Symbol 
64209 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1199,74)" 2590 2408

ENSGALP00000019469 CID 43 - 52
ribosomal protein SA - CGNC 
Symbol 49202 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1199,74)" 1073 false 2409



ENSGALP00000002828 CID 638 - 646
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1200,57)" 2257 2410

ENSGALP00000013574 CID 334 - 342
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1200,58)" 10653 true 0.57 2411

ENSGALP00000002862 CID 281 - 289
arginyl-tRNA synthetase - CGNC 
Symbol 1305 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1200,58)" 10653 false 0.57 2412

ENSGALP00000027326 CID 676 - 684
diaphanous-related formin 3 - 
CGNC Symbol 12715 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1200,58)" 10653 2413

ENSGALP00000005576 CID 205 - 215
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1200,63)" 826 true 8.54 2414



ENSGALP00000019975 CID 234 - 244
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1200,63)" 826 false 8.54* 2415

ENSGALP00000037324 CID 65 - 75
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1200,66)" 2337 false 2416

ENSGALP00000020744 CID 384 - 394

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1200,67)" 416 2417

ENSGALP00000026123 CID 488 - 499

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1200,78)" 3627 2418

ENSGALP00000013963 CID 662 - 672

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1201,59)" 375 true 2.09 2419



ENSGALP00000007997 CID 2-Dec
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1201,64)" 1812 true 0.57 2420

ENSGALP00000004641 CID 1,345 - 1,354
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1201,64)" 1032 true 1.35 2421

ENSGALP00000026487 CID 399 - 411

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1201,66)" 10103 true 0.25 2422

ENSGALP00000020258 CID 410 - 420

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC Symbol 
9427 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1201,68)" 322 true 0.28 2423

ENSGALP00000038313 CID 224 - 234

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 
7657 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1201,76)" 2879 2424



ENSGALP00000028746 CID 1-Sep

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1202,62)" 7753 true 1.2 2425

ENSGALP00000013359 CID 256 - 266 annexin A4 - CGNC Symbol 57513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1202,63)" 4475 false 2426

ENSGALP00000023099 CID 53 - 64
histocompatibility (minor) HA-1 - 
CGNC Symbol 51181 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1202,68)" 622 false 2427

ENSGALP00000000383 CID 1,369 - 1,379
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1202,68)" 4262 false 2428

ENSGALP00000011843 CID 245 - 255

catenin (cadherin-associated 
protein) delta 1 - CGNC Symbol 
53492 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1202,69)" 345 false 2429



ENSGALP00000034108 CID 125 - 135
pyruvate kinase muscle - CGNC 
Symbol 1412 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1202,69)" 345 false 2430

ENSGALP00000034615 CID 141 - 150
Cytochrome c oxidase subunit 2 - 
UP P18944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1202,71)" 3266 2431

ENSGALP00000018987 CID 193 - 202 t-complex 1 - CGNC Symbol 8842 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1202,71)" 3858 true 0.82 2432

ENSGALP00000012928 CID 2-Nov

SMT3 suppressor of mif two 3 
homolog 2 (S. cerevisiae) - CGNC 
Symbol 55792 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1202,72)" 548 2433

ENSGALP00000026812 CID 386 - 395
kinesin family member 13B - 
CGNC Symbol 12468 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1203,64)" 478 false 0.88 2434



ENSGALP00000031272 CID 26 - 35

protein phosphatase 1 catalytic 
subunit beta isozyme - CGNC 
Symbol 49609 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1203,64)" 3429 true 9.99 2435

ENSGALP00000008802 CID 221 - 231
ribosomal protein S2 - CGNC 
Symbol 50281 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1203,65)" 321 true 2.04 2436

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1203,65)" 6137 true 1.84 2437

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1203,65)" 6137 true 1.84 2438

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1203,65)" 6137 true 1.84 2439



ENSGALP00000036122 CID 1-Sep

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1203,66)" 537 false 2440

ENSGALP00000017123 CID 295 - 305
lymphoid enhancer binding factor 
1 - CGNC Symbol 7997 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1203,69)" 7680 2441

ENSGALP00000014105 CID 162 - 173

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1203,71)" 1622 false 2442

ENSGALP00000020744 CID 537 - 546

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1203,71)" 1622 false 2443

ENSGALP00000025280 CID 85 - 94 thioredoxin - CGNC Symbol 49804 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1203,75)" 2305 true 0.58 2444



ENSGALP00000007927 CID 78 - 86
Hsap of 9: ribosomal protein L36a 
- HGNC:10359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1204,55)" 10276 true 0.59 2445

ENSGALP00000013574 CID 334 - 342
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1204,61)" 12467 2446

ENSGALP00000005576 CID 205 - 215
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1204,68)" 2728 2447

ENSGALP00000019975 CID 234 - 244
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1204,68)" 2728 2448

ENSGALP00000021618 CID 319 - 328
lactate dehydrogenase B - CGNC 
Symbol 10005 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1204,68)" 2762 false 2449



ENSGALP00000014374 CID 221 - 230
malate dehydrogenase 1 - CGNC 
Symbol 6725 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1204,69)" 857 true 3.54 2450

ENSGALP00000043242 CID 91 - 99
RAD23 homolog A (S. cerevisiae) - 
CGNC Symbol 63890 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1205,58)" 3239 false 0.81 2451

ENSGALP00000013963 CID 662 - 672

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1205,61)" 1303 2452

ENSGALP00000008341 CID 41 - 49
glutathione S-transferase theta 1-
like - CGNC Symbol 55583 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1205,65)" 5555 true 2.46 2453

ENSGALP00000008171 CID 1,303 - 1,312

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1205,65)" 1288 true 2.6 2454



ENSGALP00000004641 CID 1,345 - 1,354
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1205,66)" 1816 2455

ENSGALP00000007997 CID 2-Dec
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1205,66)" 580 true 0.57 2456

ENSGALP00000038313 CID Apr-14

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 
7657 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1206,55)" 1978 2457

ENSGALP00000032039 CID 186 - 195 leupaxin - CGNC Symbol 14208 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1206,56)" 5221 true 1.04 2458

ENSGALP00000004866 CID 185 - 194
nudix hydrolase 21 - CGNC 
Symbol 66135 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1206,75)" 726 false 2459



ENSGALP00000001474 CID 112 - 120

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1206,75)" 726 false 2460

ENSGALP00000013388 CID 211 - 222
proteasome 26S subunit ATPase 2 
- CGNC Symbol 6240 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1206,76)" 1418 false 2461

ENSGALP00000026487 CID 252 - 262

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1207,52)" 7719 true 0.34 2462

ENSGALP00000037324 CID 53 - 61
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1207,62)" 803 true 35.14 2463

P04264 CID 377 - 386

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1207,65)" 6001 true 0.73 2464



ENSGALP00000018424 CID 50 - 60 desmin - CGNC Symbol 49543 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1207,67)" 5927 false 2465

ENSGALP00000007705 CID 53 - 62
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1207,70)" 441 true 1 2466

ENSGALP00000003737 CID 184 - 193
enolase 1 (alpha) - CGNC Symbol 
49607 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1207,73)" 17760 false 2467

ENSGALP00000037522 CID 161 - 169
LUC7-like 3 pre-mRNA splicing 
factor - CGNC Symbol 53432 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1207,76)" 3845 false 2468

ENSGALP00000041873 CID 125 - 134
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1207,78)" 856 false 2469



ENSGALP00000037906 CID 43 - 52
ribosomal protein L35 - CGNC 
Symbol 49055 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1207,80)" 987 false 2470

ENSGALP00000007927 CID 78 - 86
Hsap of 9: ribosomal protein L36a 
- HGNC:10359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1208,57)" 6066 2471

P04264 CID 268 - 276

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1208,59)" 16826 false 0.37 2472

ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1208,59)" 16826 true 0.37 2473

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1208,65)" 3756 true 73.65 2474



ENSGALP00000008091 CID 202 - 210
dyskerin pseudouridine synthase 
1 - CGNC Symbol 3757 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1208,66)" 875 2475

ENSGALP00000014374 CID 221 - 230
malate dehydrogenase 1 - CGNC 
Symbol 6725 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1208,70)" 3036 2476

ENSGALP00000043242 CID 91 - 99
RAD23 homolog A (S. cerevisiae) - 
CGNC Symbol 63890 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1209,60)" 2634 2477

ENSGALP00000008171 CID 1,303 - 1,312

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1209,66)" 4841 2478

ENSGALP00000026487 CID 399 - 411

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1209,71)" 2541 true 0.25 2479



ENSGALP00000022386 CID 111 - 119
serine/arginine-rich splicing 
factor 7 - CGNC Symbol 52729 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1210,54)" 396 2480

ENSGALP00000004508 CID 214 - 223

endoplasmic reticulum-golgi 
intermediate compartment 1 - 
CGNC Symbol 2067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1210,59)" 3746 true 1.47 2481

ENSGALP00000022293 CID 264 - 273 ezrin - CGNC Symbol 10288 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1210,63)" 10080 true 1.47 2482

ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1210,63)" 10080 true 1.47 2483

ENSGALP00000028746 CID 1-Sep

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1210,68)" 7548 true 1.2 2484



ENSGALP00000007055 CID 289 - 299
pyrophosphatase (inorganic) 1 - 
CGNC Symbol 3275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1210,68)" 7548 2485

ENSGALP00000025937 CID 537 - 547

eukaryotic translation elongation 
factor 1 delta (guanine nucleotide 
exchange protein) - CGNC Symbol 
12059 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1210,73)" 591 true 0.83 2486

ENSGALP00000040832 CID 28 - 38
GTP-binding protein SAR1b - 
Refseq NP_001025792 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1210,75)" 802 true 0.47 2487

ENSGALP00000018987 CID 193 - 202 t-complex 1 - CGNC Symbol 8842 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1210,77)" 942 true 1.36 2488

ENSGALP00000026487 CID 252 - 262

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1211,55)" 3775 2489



ENSGALP00000037324 CID 53 - 61
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1211,67)" 1870 2490

ENSGALP00000005668 CID 427 - 436 vitronectin - CGNC Symbol 2621 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1211,67)" 1870 false 0.96 2491

P04264 CID 377 - 386

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1211,67)" 4375 2492

ENSGALP00000012481 CID 87 - 97
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1212,51)" 4878 true 0.56 2493

ENSGALP00000023936 CID 80 - 89

3-hydroxy-3-methylglutaryl-CoA 
synthase 1 (soluble) - CGNC 
Symbol 49779 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1212,56)" 5360 false 2494



ENSGALP00000035386 CID 296 - 306 hemopexin - CGNC Symbol 15517 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1212,61)" 7921 2495

ENSGALP00000006060 CID 26 - 35
nucleoporin 214kDa - CGNC 
Symbol 53184 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1212,66)" 4698 false 2496

ENSGALP00000032274 CID 209 - 218

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1212,66)" 4698 true 1.02 2497

ENSGALP00000012349 CID 101 - 111
C-terminal binding protein-like - 
CGNC Symbol 50231 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1212,67)" 376 2498

ENSGALP00000022269 CID 118 - 126

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1212,67)" 1093 false 2499



ENSGALP00000026214 CID 4,385 - 4,394 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1212,68)" 388480 false 1.02 2500

ENSGALP00000041526 CID 47 - 56

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1212,68)" 388480 2501

ENSGALP00000038179 CID 18 - 26
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1212,68)" 388480 false 2502

ENSGALP00000007833 CID 520 - 531
myelin expression factor 2 - CGNC 
Symbol 49981 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1212,70)" 743 false 2503

ENSGALP00000028958 CID 203 - 214
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1212,73)" 469 true 0.93 2504



ENSGALP00000035996 CID 2-Nov
superoxide dismutase 1 soluble - 
CGNC Symbol 11821 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1212,74)" 835 2505

ENSGALP00000014097 CID 34 - 43
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1213,71)" 3165 false 2506

ENSGALP00000013987 CID 207 - 215

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1213,71)" 3165 false 2507

ENSGALP00000014828 CID 399 - 409
PIT54 protein precursor - Refseq 
NP_997063 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1214,62)" 11861 true 0.73 2508

ENSGALP00000004508 CID 214 - 223

endoplasmic reticulum-golgi 
intermediate compartment 1 - 
CGNC Symbol 2067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1214,62)" 8176 2509



ENSGALP00000014747 CID 167 - 175
high mobility group box 3 - CGNC 
Symbol 6903 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1214,63)" 417 false 2510

ENSGALP00000022293 CID 264 - 273 ezrin - CGNC Symbol 10288 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1214,65)" 8900 2511

ENSGALP00000007490 CID 264 - 273 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1214,65)" 8900 2512

ENSGALP00000009420 CID 33 - 42

coatomer protein complex 
subunit gamma 1 - CGNC Symbol 
4382 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1214,66)" 1865 true 0.44 2513

ENSGALP00000018740 CID 687 - 697
complement component 3 - 
CGNC Symbol 8744 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1214,67)" 685 true 0.72 2514



ENSGALP00000034078 CID 41 - 50

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1214,68)" 512 true 12.48 2515

ENSGALP00000010800 CID 61 - 71

actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 
50145 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1214,71)" 3085 true 1.07 2516

ENSGALP00000038904 CID 2-Dec

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1214,72)" 387 false 2517

ENSGALP00000023214 CID 211 - 220
DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 10712 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1215,59)" 3967 true 0.66 2518

ENSGALP00000026214 CID 4,166 - 4,176 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1215,60)" 3853 2519



ENSGALP00000000316 CID 232 - 241
major vault protein - CGNC 
Symbol 136 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1215,62)" 1257 true 0.68 2520

ENSGALP00000037324 CID 53 - 61
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1215,67)" 52772 true 21.98 2521

ENSGALP00000019224 CID 411 - 421

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1215,68)" 1775 true 0.54 2522

ENSGALP00000025745 CID 53 - 63

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - 
CGNC Symbol 11954 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1215,68)" 1449 false 0.56 2523

ENSGALP00000025461 CID 369 - 379
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1215,69)" 2224 false 2524



ENSGALP00000018469 CID 359 - 369
cystathionine gamma-lyase - 
CGNC Symbol 8612 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1215,69)" 2224 false 2525

ENSGALP00000026418 CID 42 - 51

eukaryotic translation initiation 
factor 1A Y-linked - CGNC Symbol 
50803 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1215,69)" 1564 false 2526

ENSGALP00000012481 CID 87 - 97
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1216,57)" 6906 2527

ENSGALP00000018498 CID 279 - 287

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1216,64)" 5953 true 0.37 2528

ENSGALP00000012879 CID 235 - 243
splicing factor 3a subunit 1 - 
CGNC Symbol 6003 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1216,65)" 2197 2529



ENSGALP00000032274 CID 209 - 218

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1216,68)" 3969 2530

ENSGALP00000001027 CID 137 - 147
ELAV like RNA binding protein 1 - 
CGNC Symbol 49416 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1216,69)" 2138 true 1.04 2531

ENSGALP00000017954 CID 134 - 143

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1216,69)" 522 true 5.42 2532

ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - CGNC 
Symbol 49444 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1216,69)" 2613 true 1.8 2533

ENSGALP00000004425 CID 211 - 220
metastasis associated 1 - CGNC 
Symbol 53548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1216,70)" 4594 true 1.04 2534



ENSGALP00000022479 CID 53 - 64

RNA (guanine-7-) 
methyltransferase - CGNC Symbol 
10392 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1216,70)" 4594 false 1.66 2535

ENSGALP00000000383 CID 134 - 143
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1216,74)" 5918 true 2.16 2536

ENSGALP00000028958 CID 203 - 214
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1216,75)" 436 2537

ENSGALP00000042897 CID 1-Nov

polymerase (DNA) delta 2 
accessory subunit - CGNC Symbol 
63741 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1217,63)" 830 2538

ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1217,65)" 1153 2539



ENSGALP00000023523 CID 318 - 328
actin beta-like 2 - CGNC Symbol 
52851 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1217,68)" 16174 true 0.74 2540

ENSGALP00000015988 CID 318 - 328
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1217,68)" 16174 true 0.74 2541

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1217,68)" 16174 true 0.74 2542

ENSGALP00000036122 CID 213 - 222

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1217,70)" 1031 true 5.83 2543

ENSGALP00000039133 CID 195 - 204

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1217,70)" 1031 true 5.83 2544



ENSGALP00000010888 CID 218 - 227

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1217,70)" 1031 true 5.83 2545

ENSGALP00000006578 CID 213 - 222

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1217,70)" 1031 true 5.83 2546

ENSGALP00000028746 CID 213 - 222

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1217,70)" 1031 true 5.83 2547

ENSGALP00000012472 CID 389 - 398 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1218,64)" 14671 true 0.51 2548

ENSGALP00000002420 CID 16 - 26
proteasome subunit beta 3 - 
CGNC Symbol 1108 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1218,64)" 14671 false 0.51 2549



ENSGALP00000028746 CID 1-Sep

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1218,64)" 777 true 0.7 2550

ENSGALP00000000383 CID 1,369 - 1,379
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1218,66)" 898 true 2.63 2551

ENSGALP00000009420 CID 33 - 42

coatomer protein complex 
subunit gamma 1 - CGNC Symbol 
4382 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1218,68)" 550 2552

ENSGALP00000035478 CID 925 - 934
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1218,68)" 2361 false 2553

P13645 CID 199 - 207

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1218,68)" 2361 2554



ENSGALP00000039965 CID 563 - 572

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1218,71)" 3628 true 0.95 2555

ENSGALP00000010800 CID 61 - 71

actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 
50145 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1218,72)" 3206 2556

ENSGALP00000020830 CID 123 - 132

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1218,88)" 793 false 2557

ENSGALP00000005633 CID 179 - 189
tyrosyl-tRNA synthetase - CGNC 
Symbol 2601 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1219,60)" 4553 true 0.3 2558

ENSGALP00000023214 CID 211 - 220
DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 10712 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1219,61)" 2614 2559



ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1219,61)" 464 false 2560

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1219,61)" 464 false 2561

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1219,61)" 464 false 2562

ENSGALP00000004243 CID May-14

Gallus gallus ribosomal protein 
L17 (RPL17) mRNA. - RefSeq 
mRNA NM_001282277 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1219,63)" 2150 false 2563

ENSGALP00000004745 CID 569 - 578
nucleoporin 93kDa - CGNC 
Symbol 2176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1219,63)" 803 true 0.39 2564



ENSGALP00000021838 CID 143 - 154
RNA binding motif protein 14 - 
HGNC:14219 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1219,63)" 755 true 2.79 2565

ENSGALP00000013574 CID 61 - 71
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1219,63)" 20801 true 0.39 2566

ENSGALP00000009481 CID 70 - 79
RAB7A member RAS oncogene 
family - CGNC Symbol 4408 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1219,67)" 1177 2567

ENSGALP00000007705 CID 53 - 62
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1219,77)" 443 true 1 2568

ENSGALP00000038795 CID 494 - 503

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1219,78)" 3902 false 2569



ENSGALP00000000170 CID 48 - 57
receptor for activated C kinase 1 - 
CGNC Symbol 61 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1220,56)" 12668 true 0.44 2570

ENSGALP00000017954 CID 134 - 143

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1220,70)" 4832 2571

ENSGALP00000001027 CID 137 - 147
ELAV like RNA binding protein 1 - 
CGNC Symbol 49416 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1220,71)" 2050 2572

ENSGALP00000039265 CID 543 - 552
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1220,71)" 2050 false 0.94 2573

ENSGALP00000022479 CID 53 - 64

RNA (guanine-7-) 
methyltransferase - CGNC Symbol 
10392 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1220,73)" 7469 false 1.04 2574



ENSGALP00000004425 CID 211 - 220
metastasis associated 1 - CGNC 
Symbol 53548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1220,73)" 7469 2575

ENSGALP00000004375 CID 361 - 370
acetyl-CoA acyltransferase 2 - 
CGNC Symbol 2003 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1220,75)" 1708 2576

ENSGALP00000020977 CID 164 - 175

vacuolar protein sorting 4 
homolog B (S. cerevisiae) - CGNC 
Symbol 51369 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1220,79)" 933 false 2577

ENSGALP00000020445 CID 746 - 755
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1221,65)" 11836 true 1.19 2578

P35908 CID 375 - 384

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1221,65)" 650 true 1.19 2579



ENSGALP00000028746 CID 213 - 222

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1221,72)" 9431 2580

ENSGALP00000036122 CID 213 - 222

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1221,72)" 9431 2581

ENSGALP00000039133 CID 195 - 204

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1221,72)" 9431 2582

ENSGALP00000006578 CID 213 - 222

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1221,72)" 9431 2583

ENSGALP00000010888 CID 218 - 227

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1221,72)" 9431 2584



ENSGALP00000023214 CID 472 - 482
DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 10712 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1221,80)" 531 false 2585

ENSGALP00000000860 CID 1,272 - 1,281
calmodulin binding transcription 
activator 1 - CGNC Symbol 378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1222,52)" 46345 true 0.12 2586

ENSGALP00000012472 CID 389 - 398 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1222,66)" 7827 2587

ENSGALP00000020445 CID 671 - 679
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1222,70)" 981 false 2588

ENSGALP00000025461 CID 468 - 477
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1222,71)" 2673 false 2589



ENSGALP00000023165 CID 279 - 289

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1222,73)" 69609 true 1.72 2590

ENSGALP00000034078 CID 41 - 50

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1222,73)" 13208 true 12.48 2591

ENSGALP00000001456 CID 646 - 654

elongation factor Tu GTP binding 
domain containing 2 - CGNC 
Symbol 656 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1222,73)" 13208 false 12.48 2592

ENSGALP00000039965 CID 563 - 572

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1222,73)" 1937 2593

ENSGALP00000000468 CID 191 - 202

Gallus gallus proteasome 
(prosome macropain) 26S subunit 
ATPase 5 (PSMC5) mRNA. - 
RefSeq mRNA NM_001292069 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1222,75)" 1621 false 2594



ENSGALP00000003012 CID 269 - 278
malate dehydrogenase 2 - CGNC 
Symbol 1378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1223,61)" 8507 true 0.76 2595

ENSGALP00000005633 CID 179 - 189
tyrosyl-tRNA synthetase - CGNC 
Symbol 2601 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1223,62)" 1159 2596

ENSGALP00000025606 CID 42 - 51

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1223,64)" 1767 false 2597

ENSGALP00000013574 CID 61 - 71
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1223,66)" 7510 2598

ENSGALP00000021838 CID 143 - 154
RNA binding motif protein 14 - 
HGNC:14219 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1223,66)" 3197 2599



ENSGALP00000023099 CID 840 - 849
histocompatibility (minor) HA-1 - 
CGNC Symbol 51181 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1223,71)" 687 true 11.02 2600

ENSGALP00000017819 CID 191 - 200

insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 
51304 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1223,72)" 3437 false 0.75 2601

ENSGALP00000025745 CID 53 - 63

Uncharacterized protein - 
UniProtKB/TrEMBL H7C0C1 - 
CGNC Symbol 11954 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1223,73)" 810 true 0.56 2602

ENSGALP00000019224 CID 411 - 421

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1223,73)" 952 true 0.54 2603

ENSGALP00000004817 CID 144 - 154
peroxiredoxin 6 - CGNC Symbol 
2214 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1223,74)" 1685 2604



ENSGALP00000000170 CID 48 - 57
receptor for activated C kinase 1 - 
CGNC Symbol 61 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1224,59)" 4424 2605

ENSGALP00000038124 CID 71 - 80
fatty acid synthase - CGNC 
Symbol 1983 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1224,60)" 975 false 2606

ENSGALP00000027534 CID 123 - 133
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1224,65)" 399 false 2607

ENSGALP00000037324 CID 65 - 75
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1224,65)" 437 true 6.39 2608

ENSGALP00000002383 CID 136 - 145
ras homolog family member C - 
CGNC Symbol 49521 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1224,66)" 1020 true 2.81 2609



ENSGALP00000006046 CID 23 - 33
actin related protein 2/3 complex 
subunit 3 - CGNC Symbol 2797 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1224,74)" 339 true 5.35 2610

ENSGALP00000023188 CID 30 - 39

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC 
Symbol 49727 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1225,60)" 2044 true 1.65 2611

P35908 CID 375 - 384

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1225,67)" 535 2612

ENSGALP00000020445 CID 746 - 755
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1225,67)" 5660 2613

ENSGALP00000009121 CID 643 - 653
glycyl-tRNA synthetase - CGNC 
Symbol 4244 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1225,71)" 1962 true 1.83 2614



ENSGALP00000015277 CID 38 - 47

capping protein (actin filament) 
muscle Z-line alpha 2 - CGNC 
Symbol 7136 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1225,74)" 1028 true 2.29 2615

ENSGALP00000002349 CID 38 - 47

capping protein (actin filament) 
muscle Z-line alpha 1 - CGNC 
Symbol 1070 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1225,74)" 1028 true 2.29 2616

ENSGALP00000023523 CID 318 - 328
actin beta-like 2 - CGNC Symbol 
52851 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1225,74)" 4375 true 0.74 2617

ENSGALP00000015988 CID 318 - 328
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1225,74)" 4375 true 0.74 2618

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1225,74)" 4375 true 0.74 2619



ENSGALP00000018294 CID Nov-20
tryptophanyl-tRNA synthetase - 
CGNC Symbol 8529 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1225,77)" 369 false 2620

ENSGALP00000014107 CID 124 - 133 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1225,77)" 3871 true 1.53 2621

ENSGALP00000007822 CID 20 - 28
coronin actin binding protein 1C - 
CGNC Symbol 50369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1226,50)" 9613 true 1.23 2622

ENSGALP00000018740 CID 1,246 - 1,254
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1226,53)" 27927 false 2623

ENSGALP00000018652 CID 188 - 198

actin related protein 2/3 complex 
subunit 2 34kDa - CGNC Symbol 
8704 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1226,63)" 16369 false 2624



ENSGALP00000000205 CID 175 - 184
ribosomal protein L9 - CGNC 
Symbol 52467 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1226,66)" 2589 true 0.7 2625

ENSGALP00000000202 CID 221 - 232
tapasin isoform 2 precursor - 
Refseq NP_001193540 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1226,73)" 1791 true 0.48 2626

ENSGALP00000023165 CID 279 - 289

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1226,75)" 119618 2627

ENSGALP00000003012 CID 269 - 278
malate dehydrogenase 2 - CGNC 
Symbol 1378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1227,63)" 5549 2628

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1227,64)" 34260 true 0.63 2629



ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1227,64)" 34260 true 0.63 2630

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1227,64)" 34260 true 0.63 2631

ENSGALP00000018987 CID 302 - 312 t-complex 1 - CGNC Symbol 8842 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1227,64)" 926 true 2.01 2632

ENSGALP00000025327 CID 4,096 - 4,105
MDN1 midasin homolog (yeast) - 
CGNC Symbol 11734 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1227,65)" 16002 false 5.05 2633

ENSGALP00000020744 CID 395 - 404

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1227,67)" 345 false 2634



ENSGALP00000002862 CID 484 - 493
arginyl-tRNA synthetase - CGNC 
Symbol 1305 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1227,71)" 69209 false 2635

ENSGALP00000010510 CID 160 - 171
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1227,71)" 69209 true 0.97 2636

ENSGALP00000023099 CID 840 - 849
histocompatibility (minor) HA-1 - 
CGNC Symbol 51181 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1227,74)" 9499 2637

ENSGALP00000001014 CID 231 - 240

interferon-induced guanylate-
binding protein 1-like - CGNC 
Symbol 51030 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1227,76)" 2802 2638

ENSGALP00000032358 CID 276 - 285

structural maintenance of 
chromosomes 4 - CGNC Symbol 
7271 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1227,76)" 341 true 14.77 2639



ENSGALP00000012481 CID 87 - 97
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1228,53)" 731 true 0.67 2640

ENSGALP00000039552 CID 187 - 196
proteasome 26S subunit non-
ATPase 13 - CGNC Symbol 51869 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1228,62)" 2453 true 0.66 2641

ENSGALP00000011770 CID 99 - 109
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1228,68)" 1304 false 2642

ENSGALP00000023917 CID 282 - 291
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1228,71)" 28801 false 5.24 2643

ENSGALP00000020744 CID 384 - 394

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1228,71)" 28801 true 0.25 2644



ENSGALP00000008338 CID 847 - 856

damage-specific DNA binding 
protein 1 127kDa - CGNC Symbol 
3871 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1228,72)" 1702 false 2645

ENSGALP00000027541 CID 77 - 86
high mobility group box 1 - CGNC 
Symbol 49444 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1228,77)" 8602 true 1.7 2646

ENSGALP00000006046 CID 23 - 33
actin related protein 2/3 complex 
subunit 3 - CGNC Symbol 2797 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1228,78)" 3282 2647

ENSGALP00000010405 CID 299 - 309
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1229,64)" 1892 false 2648

P13645 CID 246 - 256

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1229,64)" 949 true 2.07 2649



ENSGALP00000002235 CID 86 - 95 stathmin 1 - CGNC Symbol 49630 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1229,66)" 8509 true 1.42 2650

ENSGALP00000009121 CID 643 - 653
glycyl-tRNA synthetase - CGNC 
Symbol 4244 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1229,74)" 3449 2651

ENSGALP00000002349 CID 38 - 47

capping protein (actin filament) 
muscle Z-line alpha 1 - CGNC 
Symbol 1070 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1229,76)" 2351 2652

ENSGALP00000015277 CID 38 - 47

capping protein (actin filament) 
muscle Z-line alpha 2 - CGNC 
Symbol 7136 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1229,76)" 2351 2653

ENSGALP00000042627 CID 130 - 139

Gallus gallus granulysin (GNLY) 
mRNA. - RefSeq mRNA 
NM_001044680 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1230,67)" 510 false 2654



ENSGALP00000042036 CID 266 - 275
endonuclease G-like - CGNC 
Symbol 63533 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1230,71)" 1032 true 0.65 2655

ENSGALP00000000202 CID 221 - 232
tapasin isoform 2 precursor - 
Refseq NP_001193540 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1230,74)" 865 2656

ENSGALP00000030005 CID 121 - 131
ubiquitin-conjugating enzyme 
E2N - CGNC Symbol 50617 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1231,63)" 1675 true 0.43 2657

ENSGALP00000018987 CID 302 - 312 t-complex 1 - CGNC Symbol 8842 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1231,64)" 5611 2658

ENSGALP00000021253 CID 127 - 137
BH3 interacting domain death 
agonist - CGNC Symbol 9863 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1231,65)" 6861 true 0.49 2659



ENSGALP00000025327 CID 769 - 780
MDN1 midasin homolog (yeast) - 
CGNC Symbol 11734 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1231,65)" 6861 false 0.49 2660

ENSGALP00000023352 CID 753 - 762
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1231,66)" 1876 true 0.91 2661

ENSGALP00000019469 CID 90 - 102
ribosomal protein SA - CGNC 
Symbol 49202 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1231,67)" 1612 true 3.2 2662

ENSGALP00000015257 CID 725 - 735
ribosome binding protein 1 - 
CGNC Symbol 6587 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1231,68)" 4746 true 0.43 2663

ENSGALP00000041423 CID 116 - 126
glutathione peroxidase 1 - CGNC 
Symbol 65881 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1231,70)" 532 true 0.49 2664



ENSGALP00000010510 CID 160 - 171
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1231,74)" 31739 2665

ENSGALP00000027479 CID 1,582 - 1,590
complement C4-like - CGNC 
Symbol 50875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1232,63)" 1011 false 2666

ENSGALP00000039552 CID 187 - 196
proteasome 26S subunit non-
ATPase 13 - CGNC Symbol 51869 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1232,64)" 1609 2667

ENSGALP00000020463 CID 397 - 407

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1232,69)" 430 true 0.14 2668

ENSGALP00000037324 CID 65 - 75
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1232,70)" 4292 true 6.39 2669



ENSGALP00000002383 CID 136 - 145
ras homolog family member C - 
CGNC Symbol 49521 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1232,71)" 4946 true 2.81 2670

ENSGALP00000020744 CID 384 - 394

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1232,74)" 6444 2671

ENSGALP00000001456 CID 776 - 785

elongation factor Tu GTP binding 
domain containing 2 - CGNC 
Symbol 656 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1233,63)" 963 2672

ENSGALP00000023188 CID 30 - 39

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC 
Symbol 49727 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1233,65)" 3379 true 1.65 2673

P13645 CID 246 - 256

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1233,67)" 3221 2674



ENSGALP00000023523 CID 318 - 328
actin beta-like 2 - CGNC Symbol 
52851 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1233,68)" 630 true 3.38 2675

ENSGALP00000015988 CID 318 - 328
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1233,68)" 630 true 3.38 2676

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1233,68)" 630 true 3.38 2677

ENSGALP00000041108 CID 417 - 427
SATB homeobox 1 - CGNC Symbol 
8550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1233,74)" 1577 2678

ENSGALP00000015128 CID 41 - 50
lamin B receptor - CGNC Symbol 
49736 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1233,78)" 1830 true 0.25 2679



ENSGALP00000040025 CID 447 - 457
melanoma cell adhesion molecule 
- CGNC Symbol 54317 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1233,80)" 572 2680

ENSGALP00000014107 CID 124 - 133 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1233,82)" 5943 true 1.53 2681

ENSGALP00000025639 CID 81 - 90
fatty acid binding protein 1 - 
CGNC Symbol 11895 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1234,60)" 5623 false 2682

ENSGALP00000041331 CID 279 - 288
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1234,66)" 892 true 1.7 2683

ENSGALP00000002420 CID 71 - 80
proteasome subunit beta 3 - 
CGNC Symbol 1108 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1234,66)" 892 2684



ENSGALP00000000205 CID 175 - 184
ribosomal protein L9 - CGNC 
Symbol 52467 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1234,72)" 1480 true 0.7 2685

ENSGALP00000042036 CID 266 - 275
endonuclease G-like - CGNC 
Symbol 63533 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1234,73)" 371 2686

ENSGALP00000020463 CID 151 - 162

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1234,79)" 316 true 19.07 2687

ENSGALP00000002862 CID 548 - 557
arginyl-tRNA synthetase - CGNC 
Symbol 1305 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1235,66)" 321 2688

ENSGALP00000021253 CID 127 - 137
BH3 interacting domain death 
agonist - CGNC Symbol 9863 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1235,67)" 1438 2689



ENSGALP00000040985 CID 2-Dec

aldo-keto reductase family 1 
member B1-like (aldose 
reductase) - CGNC Symbol 50692 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1235,68)" 1214 false 2690

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1235,69)" 22411 true 0.63 2691

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1235,69)" 22411 true 0.63 2692

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1235,69)" 22411 true 0.63 2693

ENSGALP00000019469 CID 90 - 102
ribosomal protein SA - CGNC 
Symbol 49202 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1235,70)" 5150 2694



ENSGALP00000022004 CID 50 - 59 tropomyosin 3 - HGNC:12012 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1235,70)" 13703 2695

ENSGALP00000038799 CID 50 - 59
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1235,70)" 13703 2696

ENSGALP00000012100 CID 989 - 998
leucyl-tRNA synthetase - CGNC 
Symbol 5654 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1235,70)" 382 false 2697

ENSGALP00000017274 CID 293 - 303

acyl-CoA synthetase long-chain 
family member 1 - CGNC Symbol 
8071 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1235,70)" 382 false 2698

ENSGALP00000006414 CID 226 - 235

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1235,71)" 2295 false 2699



ENSGALP00000041423 CID 116 - 126
glutathione peroxidase 1 - CGNC 
Symbol 65881 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1235,72)" 3437 2700

ENSGALP00000015063 CID 35 - 43
fibrinogen gamma chain - CGNC 
Symbol 7041 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1236,53)" 30114 true 0.07 2701

ENSGALP00000038774 CID 59 - 67
argininosuccinate synthase 1 - 
CGNC Symbol 50457 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1236,69)" 1164 true 0.68 2702

ENSGALP00000041423 CID 128 - 136
glutathione peroxidase 1 - CGNC 
Symbol 65881 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1236,70)" 434 false 2703

ENSGALP00000003089 CID 240 - 251
valosin containing protein - CGNC 
Symbol 53073 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1236,77)" 7997 false 2704



ENSGALP00000009709 CID 481 - 492

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1236,78)" 314 false 2705

ENSGALP00000041331 CID 794 - 803
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1236,78)" 314 false 2706

ENSGALP00000039133 CID 195 - 204

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1237,70)" 2583 2707

ENSGALP00000028746 CID 213 - 222

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1237,70)" 2583 2708

ENSGALP00000006578 CID 213 - 222

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1237,70)" 2583 2709



ENSGALP00000036122 CID 213 - 222

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1237,70)" 2583 2710

ENSGALP00000010888 CID 218 - 227

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1237,70)" 2583 2711

ENSGALP00000012878 CID 76 - 86
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1237,81)" 12319 false 2712

ENSGALP00000014143 CID 296 - 307

programmed cell death 4 
(neoplastic transformation 
inhibitor) - CGNC Symbol 6604 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1237,85)" 1868 false 2713

ENSGALP00000041574 CID 188 - 197
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1237,85)" 1868 false 2714



ENSGALP00000000383 CID 1,284 - 1,293
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1238,57)" 9225 false 2715

ENSGALP00000007822 CID 133 - 143
coronin actin binding protein 1C - 
CGNC Symbol 50369 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1238,73)" 1240 2716

ENSGALP00000003092 CID 55 - 65
protein prune homolog - CGNC 
Symbol 65719 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1238,76)" 599 true 1.01 2717

ENSGALP00000020463 CID 151 - 162

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1238,82)" 11380 2718

ENSGALP00000027981 CID 517 - 526
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1239,62)" 9838 2719



ENSGALP00000021034 CID 816 - 824

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1239,64)" 999 true 2.04 2720

ENSGALP00000016080 CID 1,135 - 1,144

cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 
7517 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1239,69)" 1709 true 43.42 2721

ENSGALP00000040662 CID 106 - 115
inositol monophosphatase 1 - 
HGNC:6050 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1239,81)" 306 false 2722

ENSGALP00000033741 CID 106 - 115
EF-hand domain family member 
D1 - CGNC Symbol 52247 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1240,59)" 822 false 2723

ENSGALP00000002822 CID 302 - 311
glyoxylate reductase 1 homolog - 
CGNC Symbol 52955 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1240,62)" 651 2724



ENSGALP00000035386 CID 296 - 306 hemopexin - CGNC Symbol 15517 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1240,66)" 3254 false 2725

ENSGALP00000009511 CID 178 - 187
ribosomal protein L5 - CGNC 
Symbol 4424 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1241,62)" 5466 true 0.95 2726

ENSGALP00000015988 CID 318 - 328
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1241,72)" 4662 true 1.77 2727

ENSGALP00000023523 CID 318 - 328
actin beta-like 2 - CGNC Symbol 
52851 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1241,72)" 4662 true 1.77 2728

ENSGALP00000015657 CID 316 - 326 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1241,72)" 4662 true 1.77 2729



ENSGALP00000014298 CID 2-Nov
ribosomal protein L12 - CGNC 
Symbol 50469 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1241,73)" 7119 false 2730

ENSGALP00000038435 CID 316 - 325

transglutaminase 2 (C 
polypeptide protein-glutamine-
gamma-glutamyltransferase) - 
CGNC Symbol 49801 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1242,57)" 2475 true 0.85 2731

ENSGALP00000015560 CID 235 - 244

eukaryotic translation initiation 
factor 2 subunit alpha - CGNC 
Symbol 7281 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1242,63)" 1445 true 0.64 2732

ENSGALP00000006604 CID 124 - 132

GTPase activating protein (SH3 
domain) binding protein 1 - CGNC 
Symbol 50211 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1242,66)" 1533 2733

ENSGALP00000038904 CID 2-Dec

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1242,74)" 14496 false 2734



ENSGALP00000003092 CID 55 - 65
protein prune homolog - CGNC 
Symbol 65719 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1242,79)" 603 2735

ENSGALP00000020154 CID 215 - 224
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1242,82)" 316 true 0.97 2736

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1243,63)" 2449 true 1.31 2737

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1243,63)" 2449 true 1.31 2738

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1243,63)" 2449 true 1.31 2739



ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1243,63)" 4860 true 0.64 2740

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1243,63)" 4860 true 0.64 2741

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1243,63)" 4860 true 0.64 2742

ENSGALP00000003898 CID 524 - 533 matrin 3 - CGNC Symbol 1772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1243,63)" 603 2743

ENSGALP00000021034 CID 816 - 824

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1243,67)" 3648 2744



ENSGALP00000012878 CID 124 - 133
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1243,68)" 3659 true 0.43 2745

ENSGALP00000007705 CID 134 - 144
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1243,71)" 5432 true 0.96 2746

ENSGALP00000006604 CID 436 - 449

GTPase activating protein (SH3 
domain) binding protein 1 - CGNC 
Symbol 50211 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1243,74)" 13463 2747

ENSGALP00000026307 CID 28 - 38

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1243,76)" 1822 2748

ENSGALP00000013267 CID 300 - 309
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1243,82)" 1006 true 9.42 2749



ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1244,57)" 2522 true 0.43 2750

ENSGALP00000000509 CID 590 - 600

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1244,60)" 3037 2751

ENSGALP00000019801 CID 350 - 359 septin 7 - CGNC Symbol 51333 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1244,69)" 1449 true 1.31 2752

ENSGALP00000026337 CID 248 - 257
peroxiredoxin 4 - CGNC Symbol 
12239 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1244,71)" 5531 2753

ENSGALP00000036948 CID 137 - 147

dihydrolipoamide S-
succinyltransferase (E2 
component of 2-oxo-glutarate 
complex) - CGNC Symbol 51956 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1244,71)" 5531 false 2.2 2754



ENSGALP00000019192 CID 228 - 239
uridine monophosphate 
synthetase - CGNC Symbol 8931 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1244,71)" 1375 true 3.29 2755

ENSGALP00000042891 CID 29 - 38
chromatin target of PRMT1 - 
HGNC:24511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1244,73)" 3521 false 2756

ENSGALP00000038179 CID 107 - 117
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1244,73)" 3841 2757

ENSGALP00000016361 CID 153 - 162
ribosomal protein S3A - CGNC 
Symbol 51748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1245,62)" 5192 true 0.52 2758

ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1245,67)" 10178 true 0.12 2759



ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1245,67)" 1997 true 5.94 2760

ENSGALP00000019629 CID 30 - 41
proteasome subunit alpha 3 - 
CGNC Symbol 9125 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1245,69)" 1484 true 0.54 2761

ENSGALP00000001205 CID 1-Oct
splicing factor 3a subunit 2 - 
CGNC Symbol 14678 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1246,65)" 2110 true 2.27 2762

ENSGALP00000020857 CID 452 - 462

coagulation factor XIII A1 
polypeptide - CGNC Symbol 
49310 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1246,65)" 781 false 2763

ENSGALP00000009552 CID 78 - 87
ribosomal protein L27a - CGNC 
Symbol 55716 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1246,67)" 622 2764



ENSGALP00000010633 CID 55 - 64

small nuclear ribonucleoprotein 
D3 polypeptide - CGNC Symbol 
4974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1246,72)" 2345 true 1.94 2765

ENSGALP00000007822 CID 343 - 352
coronin actin binding protein 1C - 
CGNC Symbol 50369 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1247,68)" 34507 2766

ENSGALP00000022671 CID 60 - 69

Gallus gallus S100 calcium binding 
protein A9 (S100A9) mRNA. - 
RefSeq mRNA NM_001305151 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1247,70)" 1698 true 0.84 2767

ENSGALP00000001474 CID 463 - 472

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1247,70)" 16469 true 0.14 2768

ENSGALP00000004641 CID 556 - 565
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1247,71)" 6918 2769



ENSGALP00000007705 CID 134 - 144
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1247,72)" 19058 2770

ENSGALP00000021475 CID 546 - 555

succinate dehydrogenase 
complex flavoprotein subunit A - 
CGNC Symbol 49461 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1247,72)" 19058 false 1.57 2771

ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1248,57)" 571 true 0.98 2772

ENSGALP00000041690 CID 137 - 147

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1248,62)" 3220 true 0.98 2773

ENSGALP00000008824 CID 143 - 153

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1248,62)" 3220 2774



ENSGALP00000019975 CID 84 - 93
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1248,65)" 11386 2775

ENSGALP00000002513 CID 54 - 63
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1248,69)" 2285 2776

ENSGALP00000014107 CID 153 - 162 vimentin - CGNC Symbol 51275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1248,69)" 2285 2777

ENSGALP00000015246 CID 198 - 208
peroxiredoxin 3 - CGNC Symbol 
7123 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1248,70)" 1120 true 1.21 2778

ENSGALP00000019192 CID 228 - 239
uridine monophosphate 
synthetase - CGNC Symbol 8931 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1248,74)" 5489 2779



ENSGALP00000005654 CID 375 - 384 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1249,56)" 2471 false 2780

ENSGALP00000017547 CID 993 - 1,003
ubiquitin specific peptidase 24 - 
CGNC Symbol 8213 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1249,59)" 1911 2781

ENSGALP00000011559 CID 419 - 429

integrin beta 1 (fibronectin 
receptor beta polypeptide 
antigen CD29 includes MDF2 
MSK12) - CGNC Symbol 49025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1249,59)" 50004 2782

ENSGALP00000016536 CID 34 - 44
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1249,62)" 1625 false 2783

ENSGALP00000019365 CID 30 - 40 annexin A5 - CGNC Symbol 9009 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1249,62)" 1572 false 2784



ENSGALP00000016361 CID 153 - 162
ribosomal protein S3A - CGNC 
Symbol 51748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1249,65)" 2710 2785

ENSGALP00000027249 CID 271 - 280

DnaJ heat shock protein family 
(Hsp40) member C3 - CGNC 
Symbol 12678 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1249,65)" 2441 true 0.72 2786

ENSGALP00000009511 CID 178 - 187
ribosomal protein L5 - CGNC 
Symbol 4424 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1249,67)" 5725 true 0.95 2787

ENSGALP00000020154 CID 434 - 443
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1249,69)" 9125 true 0.94 2788

ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1249,69)" 825 2789



ENSGALP00000018498 CID 209 - 218

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1249,70)" 12530 2790

ENSGALP00000003914 CID 236 - 245

ubiquinol-cytochrome c 
reductase core protein II - CGNC 
Symbol 1783 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1249,72)" 5989 2791

ENSGALP00000036413 CID 223 - 233
interferon regulatory factor 4 - 
CGNC Symbol 9722 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1250,57)" 3834 false 2792

ENSGALP00000039133 CID 122 - 132

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1250,64)" 4793 true 0.65 2793

ENSGALP00000018424 CID 17 - 28 desmin - CGNC Symbol 49543 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1250,66)" 1567 false 2794



ENSGALP00000018987 CID 237 - 246 t-complex 1 - CGNC Symbol 8842 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1250,68)" 525 true 0.74 2795

ENSGALP00000042837 CID 131 - 140

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1250,70)" 713 2796

ENSGALP00000001027 CID 105 - 115
ELAV like RNA binding protein 1 - 
CGNC Symbol 49416 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1250,70)" 3373 2797

ENSGALP00000010633 CID 55 - 64

small nuclear ribonucleoprotein 
D3 polypeptide - CGNC Symbol 
4974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1250,73)" 13262 2798

ENSGALP00000042244 CID 1,925 - 1,935
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1250,74)" 409 2799



ENSGALP00000020445 CID 765 - 775
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1251,67)" 8338 true 2.44 2800

ENSGALP00000023352 CID 772 - 782
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1251,67)" 8338 true 2.44 2801

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1251,68)" 3220 true 1.31 2802

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1251,68)" 3220 true 1.31 2803

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1251,68)" 3220 true 1.31 2804



ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1251,68)" 1764 true 0.88 2805

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1251,68)" 1764 true 0.88 2806

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1251,68)" 1764 true 0.88 2807

ENSGALP00000006574 CID 57 - 67
liver basic fatty acid binding 
protein - CGNC Symbol 49276 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1251,70)" 6610 true 0.59 2808

ENSGALP00000039265 CID 152 - 162
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1251,74)" 1070 true 1.33 2809



ENSGALP00000012985 CID 172 - 182
B-cell receptor-associated protein 
29 - CGNC Symbol 6061 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1252,58)" 9498 2810

ENSGALP00000018498 CID 615 - 625

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1252,62)" 632 true 0.43 2811

ENSGALP00000041690 CID 137 - 147

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1252,64)" 3168 2812

ENSGALP00000016629 CID 159 - 168
peroxiredoxin 1 - CGNC Symbol 
7794 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1252,70)" 3396 true 5.37 2813

ENSGALP00000004013 CID 429 - 438 talin 1 - CGNC Symbol 1830 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1252,70)" 451 2814



ENSGALP00000019801 CID 350 - 359 septin 7 - CGNC Symbol 51333 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1252,74)" 2302 true 1.31 2815

ENSGALP00000042455 CID Jun-16
proteasome subunit alpha type-7 - 
Refseq NP_989944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1252,86)" 966 false 2816

ENSGALP00000025639 CID 21 - 31
fatty acid binding protein 1 - 
CGNC Symbol 11895 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1253,69)" 14430 true 0.81 2817

ENSGALP00000024479 CID 79 - 88
DAZ associated protein 1 - CGNC 
Symbol 11311 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1253,70)" 2842 true 0.87 2818

ENSGALP00000020154 CID 434 - 443
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1253,72)" 5065 2819



ENSGALP00000016629 CID 141 - 151
peroxiredoxin 1 - CGNC Symbol 
7794 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1253,73)" 53394 true 0.56 2820

ENSGALP00000001957 CID 705 - 715
serine and arginine repetitive 
matrix 1 - CGNC Symbol 876 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1253,73)" 53394 false 0.56 2821

ENSGALP00000018740 CID 165 - 174
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1254,68)" 7553 true 0.93 2822

ENSGALP00000009511 CID 58 - 67
ribosomal protein L5 - CGNC 
Symbol 4424 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1254,68)" 3230 2823

ENSGALP00000039157 CID 956 - 966
ATP citrate lyase - CGNC Symbol 
2533 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1254,70)" 12576 true 0.42 2824



ENSGALP00000005576 CID 380 - 391
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1254,75)" 2231 true 2.05 2825

ENSGALP00000019975 CID 409 - 420
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1254,75)" 2231 true 2.05 2826

ENSGALP00000043256 CID 331 - 342
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1254,75)" 4321 true 0.29 2827

ENSGALP00000025130 CID 125 - 135
ribosomal protein S23 - 
HGNC:10410 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1254,82)" 2617 false 2828

ENSGALP00000000643 CID 15 - 24
ribosomal protein L36 - CGNC 
Symbol 48965 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1255,58)" 14427 true 1.1 2829



ENSGALP00000040337 CID 306 - 315
G1 to S phase transition 1 - CGNC 
Symbol 54531 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1255,66)" 1431 true 0.54 2830

ENSGALP00000032274 CID 50 - 59

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1255,66)" 1482 true 1.1 2831

ENSGALP00000020445 CID 765 - 775
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1255,69)" 19115 2832

ENSGALP00000023352 CID 772 - 782
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1255,69)" 19115 2833

ENSGALP00000012878 CID 124 - 133
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1255,75)" 1294 true 0.43 2834



ENSGALP00000022671 CID 60 - 69

Gallus gallus S100 calcium binding 
protein A9 (S100A9) mRNA. - 
RefSeq mRNA NM_001305151 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1255,75)" 1052 true 0.84 2835

ENSGALP00000000639 CID 57 - 66 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1255,75)" 9226 true 2.44 2836

ENSGALP00000039757 CID 630 - 639
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1255,75)" 9226 false 2.44 2837

ENSGALP00000001474 CID 463 - 472

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1255,76)" 1866 true 0.14 2838

ENSGALP00000034078 CID 58 - 67

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1255,78)" 17736 true 1.3 2839



ENSGALP00000003954 CID 34 - 45
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1256,60)" 470 true 4.28 2840

ENSGALP00000023926 CID 94 - 104
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1256,62)" 3913 true 0.35 2841

ENSGALP00000019120 CID 27 - 37
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1256,66)" 19695 true 0.27 2842

ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1256,66)" 19695 true 0.27 2843

ENSGALP00000010510 CID 26 - 36
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1256,66)" 19695 true 0.27 2844



ENSGALP00000034108 CID 32 - 42
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1257,66)" 45821 true 0.25 2845

ENSGALP00000020445 CID 70 - 79
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1257,66)" 23045 false 2846

ENSGALP00000010405 CID 299 - 309
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1257,66)" 23045 false 2847

ENSGALP00000023352 CID 74 - 83
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1257,66)" 23045 false 2848

ENSGALP00000016629 CID 141 - 151
peroxiredoxin 1 - CGNC Symbol 
7794 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1257,74)" 49527 2849



ENSGALP00000010157 CID 152 - 162
SON DNA binding protein - CGNC 
Symbol 4729 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1258,62)" 1322 true 1.27 2850

ENSGALP00000005971 CID 136 - 145 annexin A2 - CGNC Symbol 49740 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1258,63)" 3838 false 2851

ENSGALP00000004745 CID 777 - 786
nucleoporin 93kDa - CGNC 
Symbol 2176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1258,67)" 618 false 2852

ENSGALP00000015257 CID 455 - 464
ribosome binding protein 1 - 
CGNC Symbol 6587 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1258,70)" 2469 true 4.65 2853

ENSGALP00000039133 CID 122 - 132

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1258,70)" 1399 true 0.65 2854



ENSGALP00000023085 CID 141 - 151
actinin alpha 4 - CGNC Symbol 
49612 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1258,73)" 1251 2855

ENSGALP00000032274 CID 498 - 510

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1258,74)" 1039 2856

ENSGALP00000005576 CID 380 - 391
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1258,77)" 4583 2857

ENSGALP00000019975 CID 409 - 420
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1258,77)" 4583 2858

ENSGALP00000000643 CID 15 - 24
ribosomal protein L36 - CGNC 
Symbol 48965 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1259,61)" 19964 2859



ENSGALP00000002373 CID 606 - 615
ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 1084 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1259,61)" 19964 2860

ENSGALP00000007819 CID 57 - 66 peptidase D - CGNC Symbol 3636 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1259,62)" 1688 true 1.87 2861

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1259,62)" 2683 true 0.6 2862

ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1259,62)" 2683 true 0.6 2863

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1259,62)" 2683 true 0.6 2864



ENSGALP00000007490 CID 363 - 372 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1259,63)" 1011 true 0.86 2865

ENSGALP00000011696 CID 151 - 161
Aly/REF export factor - CGNC 
Symbol 5467 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1259,64)" 1382 true 1.16 2866

ENSGALP00000041756 CID 146 - 156
Parkinsonism associated 
deglycase - HGNC:16369 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1259,70)" 4241 false 1.16 2867

ENSGALP00000012130 CID 112 - 121

integrin beta 2 (complement 
component 3 receptor 3 and 4 
subunit) - CGNC Symbol 49690 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1259,70)" 3973 true 1.28 2868

ENSGALP00000039265 CID 152 - 162
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1259,77)" 2449 true 1.33 2869



ENSGALP00000019726 CID 540 - 549
engulfment and cell motility 1 - 
CGNC Symbol 51330 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1259,84)" 572 false 2870

ENSGALP00000003954 CID 34 - 45
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1260,61)" 3627 2871

ENSGALP00000019365 CID 141 - 151 annexin A5 - CGNC Symbol 9009 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1260,64)" 3173 true 0.49 2872

ENSGALP00000023926 CID 94 - 104
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1260,64)" 6240 2873

ENSGALP00000009960 CID 106 - 116
ribosomal protein L13 - CGNC 
Symbol 49509 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1260,66)" 2200 true 0.29 2874



ENSGALP00000019120 CID 27 - 37
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1260,68)" 5635 2875

ENSGALP00000001474 CID 48 - 58

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1260,68)" 5635 2876

ENSGALP00000010510 CID 26 - 36
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1260,68)" 5635 2877

ENSGALP00000016629 CID 159 - 168
peroxiredoxin 1 - CGNC Symbol 
7794 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1260,74)" 25927 true 5.37 2878

ENSGALP00000008171 CID 1,281 - 1,290

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1260,74)" 1930 2879



ENSGALP00000019031 CID 415 - 423 albumin - CGNC Symbol 14106 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1261,58)" 23727 true 0.13 2880

ENSGALP00000017250 CID 189 - 199

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
4 - CGNC Symbol 51774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1261,65)" 571 false 2881

ENSGALP00000039613 CID 557 - 567
lipase maturation factor 2 - 
Refseq NP_001026743 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1261,67)" 455 2882

ENSGALP00000022235 CID 403 - 413

CNDP dipeptidase 2 
(metallopeptidase M20 family) - 
CGNC Symbol 13892 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1261,67)" 15389 true 1.19 2883

ENSGALP00000021255 CID 389 - 399
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1261,67)" 15389 false 2884



ENSGALP00000001474 CID 184 - 195

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1261,67)" 12839 true 0.13 2885

ENSGALP00000034108 CID 32 - 42
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1261,68)" 11416 2886

ENSGALP00000041510 CID 112 - 121
Hsap of 1: calreticulin - 
HGNC:1455 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1261,69)" 1077 false 2887

ENSGALP00000024479 CID 79 - 88
DAZ associated protein 1 - CGNC 
Symbol 11311 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1261,73)" 2018 true 0.63 2888

ENSGALP00000042244 CID 2,970 - 2,980
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1261,75)" 848 true 3.28 2889



ENSGALP00000025130 CID 108 - 119
ribosomal protein S23 - 
HGNC:10410 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1261,75)" 530 false 2890

ENSGALP00000003012 CID 165 - 175
malate dehydrogenase 2 - CGNC 
Symbol 1378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1261,76)" 1321 true 2.53 2891

ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1262,62)" 7312 true 1.48 2892

ENSGALP00000015657 CID 51 - 61 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1262,64)" 771 true 0.35 2893

ENSGALP00000023523 CID 53 - 63
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1262,64)" 771 true 0.35 2894



ENSGALP00000015988 CID 53 - 63
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1262,64)" 771 true 0.35 2895

ENSGALP00000010157 CID 152 - 162
SON DNA binding protein - CGNC 
Symbol 4729 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1262,64)" 1685 2896

ENSGALP00000022626 CID 102 - 112

Gallus gallus ribosomal protein 
S12 (RPS12) mRNA. - RefSeq 
mRNA NM_001277911 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1262,68)" 4096 false 2897

ENSGALP00000018987 CID 503 - 513 t-complex 1 - CGNC Symbol 8842 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1262,68)" 4096 true 0.46 2898

ENSGALP00000011689 CID 322 - 331
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1262,68)" 2454 true 5.76 2899



ENSGALP00000005505 CID 136 - 146
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1262,71)" 419 false 0.46 2900

ENSGALP00000041581 CID 106 - 116

arachidonate 5-lipoxygenase-
activating protein - Refseq 
NP_001265073 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1262,73)" 366 false 2901

ENSGALP00000032101 CID 61 - 71
transaldolase - Refseq 
NP_001026348 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1262,74)" 718 false 2902

ENSGALP00000015886 CID 49 - 58
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1262,74)" 5539 2903

ENSGALP00000010888 CID 133 - 143

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1262,75)" 927 false 2904



P35527 CID 47 - 59

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1263,56)" 1278 true 3.15 2905

ENSGALP00000006414 CID 58 - 66

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1263,59)" 345 2906

ENSGALP00000027391 CID 331 - 340
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1263,59)" 41650 true 0.69 2907

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1263,62)" 17472 true 1.44 2908

ENSGALP00000008578 CID 52 - 61

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1263,64)" 6069 true 0.69 2909



ENSGALP00000011696 CID 151 - 161
Aly/REF export factor - CGNC 
Symbol 5467 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1263,66)" 1607 2910

ENSGALP00000007822 CID 343 - 352
coronin actin binding protein 1C - 
CGNC Symbol 50369 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1263,68)" 10640 2911

ENSGALP00000001013 CID 69 - 79
ribosomal protein L22 - CGNC 
Symbol 48966 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1263,71)" 780 true 3.72 2912

ENSGALP00000012240 CID 508 - 518

amyloid beta (A4) precursor 
protein-binding family B member 
1 interacting protein - CGNC 
Symbol 5719 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1263,71)" 458 2913

ENSGALP00000002828 CID 688 - 697
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1264,55)" 29544 true 0.3 2914



ENSGALP00000025165 CID 75 - 85

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1264,65)" 1327 true 1.11 2915

ENSGALP00000007476 CID 110 - 119
SET nuclear oncogene - CGNC 
Symbol 3483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1264,66)" 3799 true 1.04 2916

P35527 CID 14 - 29

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1264,67)" 2066 2917

ENSGALP00000019365 CID 141 - 151 annexin A5 - CGNC Symbol 9009 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1264,67)" 1540 2918

ENSGALP00000042479 CID 229 - 238
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1264,69)" 994 true 0.73 2919



ENSGALP00000000643 CID 57 - 67
ribosomal protein L36 - CGNC 
Symbol 48965 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1264,70)" 350 2920

ENSGALP00000010510 CID 103 - 112
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1264,72)" 1311 true 1.14 2921

ENSGALP00000000383 CID 356 - 366
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1264,72)" 3787 false 2922

ENSGALP00000024150 CID 642 - 652

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1264,75)" 590 false 2923

ENSGALP00000020744 CID 593 - 602

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1265,66)" 2003 true 2.92 2924



ENSGALP00000007819 CID 175 - 184 peptidase D - CGNC Symbol 3636 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1265,67)" 6122 false 2925

ENSGALP00000007490 CID 172 - 180 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1265,67)" 834 2926

ENSGALP00000003012 CID 165 - 175
malate dehydrogenase 2 - CGNC 
Symbol 1378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1265,79)" 4215 2927

ENSGALP00000037924 CID 158 - 167

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1266,65)" 9326 2928

ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-Ala-
Asp) box helicase 6 (DDX6) 
transcript variant 1 mRNA. - 
RefSeq mRNA NM_001282047 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1266,66)" 3730 true 0.46 2929



P35527 CID 47 - 59

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1267,60)" 5655 2930

ENSGALP00000027391 CID 331 - 340
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1267,62)" 28912 2931

ENSGALP00000018498 CID 494 - 504

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1267,64)" 32724 2932

ENSGALP00000008578 CID 52 - 61

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1267,66)" 1765 2933

ENSGALP00000019031 CID 287 - 295 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1267,67)" 8575 true 0.98 2934



ENSGALP00000015988 CID 42 - 52
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1267,68)" 684 true 0.83 2935

ENSGALP00000015657 CID 40 - 50 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1267,68)" 684 true 0.83 2936

ENSGALP00000023523 CID 42 - 52
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1267,68)" 684 true 0.83 2937

ENSGALP00000012130 CID 112 - 121

integrin beta 2 (complement 
component 3 receptor 3 and 4 
subunit) - CGNC Symbol 49690 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1267,76)" 5461 true 1.28 2938

ENSGALP00000002828 CID 688 - 697
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1268,58)" 7374 2939



ENSGALP00000006038 CID 519 - 528 ribophorin II - CGNC Symbol 2792 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1268,80)" 1200 true 1.21 2940

ENSGALP00000018849 CID 175 - 185
interleukin enhancer binding 
factor 2 - CGNC Symbol 8794 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1268,84)" 8357 2941

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1269,53)" 2054 true 0.79 2942

ENSGALP00000023926 CID 36 - 45
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1269,61)" 2889 2943

ENSGALP00000015817 CID 422 - 433

solute carrier family 25 
(aspartate/glutamate carrier) 
member 13 - CGNC Symbol 7395 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1269,72)" 854 false 2944



ENSGALP00000009217 CID 45 - 55
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1269,75)" 1363 true 0.62 2945

ENSGALP00000020445 CID 290 - 299
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1269,75)" 1270 false 2946

K7EPJ9 CID 186 - 195

Keratin, type I cytoskeletal 17 
(Fragment) OS=Homo sapiens 
GN=KRT17 PE=1 SV=1 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1270,58)" 453 true 1.04 2947

ENSGALP00000003089 CID 366 - 377
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1270,65)" 1275 true 3.38 2948

ENSGALP00000042184 CID 96 - 107
cathelicidin-1 - CGNC Symbol 
49912 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1270,66)" 411 true 1.04 2949



ENSGALP00000004046 CID 143 - 152
RAN member RAS oncogene 
family - CGNC Symbol 1850 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1270,67)" 23114 true 0.94 2950

ENSGALP00000039796 CID 387 - 396

Gallus gallus DEAD (Asp-Glu-Ala-
Asp) box helicase 6 (DDX6) 
transcript variant 1 mRNA. - 
RefSeq mRNA NM_001282047 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1270,68)" 2212 2951

ENSGALP00000007265 CID 27 - 36

protein phosphatase 1 catalytic 
subunit gamma isozyme - CGNC 
Symbol 50363 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1270,69)" 3574 true 0.94 2952

ENSGALP00000001013 CID 52 - 64
ribosomal protein L22 - CGNC 
Symbol 48966 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1270,72)" 4398 true 0.72 2953

ENSGALP00000003717 CID 209 - 220

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1270,72)" 8566 true 0.3 2954



ENSGALP00000018987 CID 503 - 513 t-complex 1 - CGNC Symbol 8842 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1270,72)" 1520 true 0.46 2955

ENSGALP00000021255 CID 515 - 525
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1270,75)" 2494 true 3.11 2956

ENSGALP00000007292 CID 205 - 214
serpin family C member 1 - 
HGNC:775 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1270,75)" 2494 false 2957

ENSGALP00000015000 CID 109 - 119
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1271,64)" 1290 true 1.33 2958

ENSGALP00000019224 CID 314 - 324

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1271,67)" 3867 true 0.74 2959



ENSGALP00000038799 CID 92 - 101
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1271,68)" 1142 true 3.91 2960

ENSGALP00000022004 CID 92 - 101 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1271,68)" 1142 true 3.91 2961

ENSGALP00000026337 CID 230 - 240
peroxiredoxin 4 - CGNC Symbol 
12239 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1271,69)" 9634 true 2.17 2962

ENSGALP00000018410 CID 1,097 - 1,106
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1271,71)" 1288 2963

ENSGALP00000014143 CID 244 - 254

programmed cell death 4 
(neoplastic transformation 
inhibitor) - CGNC Symbol 6604 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1271,72)" 325 2964



ENSGALP00000013122 CID 482 - 493

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1271,73)" 1367 true 1.33 2965

ENSGALP00000024853 CID 200 - 210
syndecan binding protein 
(syntenin) - CGNC Symbol 51422 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1271,73)" 402 false 2966

ENSGALP00000005643 CID May-15

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1271,75)" 467 true 1 2967

ENSGALP00000007705 CID 145 - 154
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1271,77)" 5102 false 2968

ENSGALP00000004046 CID 2-Dec
RAN member RAS oncogene 
family - CGNC Symbol 1850 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1272,65)" 16471 true 0.81 2969



ENSGALP00000026633 CID 27 - 39

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1272,70)" 1645 2970

ENSGALP00000000924 CID 268 - 279
acyl-CoA thioesterase 7 - CGNC 
Symbol 50978 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1272,70)" 1645 true 1.4 2971

ENSGALP00000038463 CID 37 - 47
ribosomal protein L7a - CGNC 
Symbol 50454 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1272,71)" 10528 true 0.8 2972

ENSGALP00000012472 CID 530 - 539 nucleolin - CGNC Symbol 5823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1272,71)" 422 true 3.15 2973

ENSGALP00000007476 CID 110 - 119
SET nuclear oncogene - CGNC 
Symbol 3483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1272,71)" 3571 true 1.04 2974



ENSGALP00000012240 CID 268 - 277

amyloid beta (A4) precursor 
protein-binding family B member 
1 interacting protein - CGNC 
Symbol 5719 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1272,72)" 336 false 2975

ENSGALP00000006708 CID 479 - 488
hexokinase 1 - CGNC Symbol 
3101 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1272,82)" 2759 true 1.25 2976

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1273,59)" 3231 2977

ENSGALP00000025600 CID 51 - 61

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 
11873 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1273,69)" 337 false 2978

ENSGALP00000011961 CID 29 - 39

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1273,70)" 436 false 2979



ENSGALP00000042171 CID 204 - 215
transgelin 2 - CGNC Symbol 
65718 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1273,76)" 433 true 0.94 2980

ENSGALP00000020445 CID 1,182 - 1,191
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1274,63)" 551 2981

ENSGALP00000018258 CID 2-Dec
Enah/Vasp-like - CGNC Symbol 
8513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1274,64)" 16377 2982

ENSGALP00000014828 CID 107 - 118
PIT54 protein precursor - Refseq 
NP_997063 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1274,68)" 4275 true 0.23 2983

ENSGALP00000007265 CID 27 - 36

protein phosphatase 1 catalytic 
subunit gamma isozyme - CGNC 
Symbol 50363 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1274,71)" 3374 2984



ENSGALP00000003717 CID 209 - 220

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1274,74)" 1328 2985

ENSGALP00000001013 CID 52 - 64
ribosomal protein L22 - CGNC 
Symbol 48966 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1274,75)" 11768 2986

ENSGALP00000021255 CID 515 - 525
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1274,77)" 8278 2987

ENSGALP00000007292 CID 205 - 214
serpin family C member 1 - 
HGNC:775 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1274,77)" 8278 2988

ENSGALP00000019801 CID 116 - 125 septin 7 - CGNC Symbol 51333 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1275,61)" 4661 2989



ENSGALP00000023635 CID 117 - 127 lamin B1 - CGNC Symbol 10893 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1275,65)" 2167 true 1.31 2990

ENSGALP00000015000 CID 109 - 119
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1275,66)" 1535 false 2991

ENSGALP00000020563 CID 325 - 335
fructose-1 6-bisphosphatase 1 - 
CGNC Symbol 9572 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1275,66)" 3694 false 2992

ENSGALP00000014105 CID 210 - 220

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1275,67)" 3132 true 0.89 2993

ENSGALP00000019120 CID 161 - 172
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1275,67)" 3676 false 2994



ENSGALP00000039965 CID 171 - 182

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1275,68)" 4030 2995

ENSGALP00000003139 CID 48 - 59
glutamate dehydrogenase 1 - 
CGNC Symbol 52002 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1275,69)" 21657 true 0.06 2996

ENSGALP00000022004 CID 92 - 101 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1275,71)" 4839 2997

ENSGALP00000038799 CID 92 - 101
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1275,71)" 4839 2998

ENSGALP00000017954 CID 187 - 196

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1276,60)" 17641 true 1.11 2999



ENSGALP00000038626 CID 158 - 169
lactate dehydrogenase A - CGNC 
Symbol 49707 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1276,64)" 8106 true 0.45 3000

ENSGALP00000008824 CID 143 - 153

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1276,65)" 914 true 4.01 3001

ENSGALP00000004046 CID 2-Dec
RAN member RAS oncogene 
family - CGNC Symbol 1850 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1276,68)" 13383 true 0.81 3002

ENSGALP00000019975 CID 84 - 93
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1276,68)" 2398 true 1.11 3003

ENSGALP00000039270 CID 1,321 - 1,331
topoisomerase (DNA) II alpha 
170kDa - CGNC Symbol 49380 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1276,76)" 894 true 0.82 3004



ENSGALP00000037524 CID 322 - 330
tubulin alpha 4a - CGNC Symbol 
65758 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1277,59)" 332 true 6.72 3005

ENSGALP00000032101 CID 205 - 215
transaldolase - Refseq 
NP_001026348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1277,62)" 1139 true 0.51 3006

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1277,62)" 2186 true 1.4 3007

ENSGALP00000016523 CID 493 - 503

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1277,64)" 1446 true 0.86 3008

ENSGALP00000001710 CID 636 - 646
fibroblast growth factor receptor 
3 - CGNC Symbol 49846 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1277,65)" 337 3009



ENSGALP00000035933 CID 225 - 235 cathepsin B - CGNC Symbol 12486 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1277,66)" 976 true 6.72 3010

ENSGALP00000010888 CID 163 - 172

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1277,68)" 2046 3011

ENSGALP00000034108 CID 422 - 432
pyruvate kinase muscle - CGNC 
Symbol 1412 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1277,69)" 6637 true 0.37 3012

ENSGALP00000018510 CID 15 - 25
crystallin zeta (quinone 
reductase) - CGNC Symbol 8638 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1277,70)" 4451 true 0.86 3013

ENSGALP00000007705 CID 200 - 210
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1277,70)" 3328 true 1.21 3014



ENSGALP00000009217 CID 45 - 55
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1277,79)" 849 true 0.62 3015

ENSGALP00000001750 CID 118 - 128 prohibitin - CGNC Symbol 51144 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1277,85)" 1211 true 2.6 3016

ENSGALP00000020744 CID 546 - 556

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1278,61)" 2445 3017

ENSGALP00000000639 CID 533 - 544 lamin B2 - CGNC Symbol 49708 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1278,64)" 1505 3018

ENSGALP00000035339 CID 78 - 89

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1278,65)" 699 3019



ENSGALP00000000639 CID 468 - 477 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1278,70)" 3439 false 0.15 3020

ENSGALP00000004046 CID 143 - 152
RAN member RAS oncogene 
family - CGNC Symbol 1850 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1278,72)" 21293 true 0.94 3021

ENSGALP00000027391 CID 331 - 340
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1279,57)" 2404 true 0.61 3022

ENSGALP00000017873 CID 1-Nov
autophagy related 4C cysteine 
peptidase - CGNC Symbol 8348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1279,58)" 900 false 3023

ENSGALP00000023635 CID 117 - 127 lamin B1 - CGNC Symbol 10893 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1279,68)" 2840 3024



ENSGALP00000015000 CID 109 - 119
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1279,69)" 1721 true 1.33 3025

ENSGALP00000039235 CID 90 - 99
cold shock domain containing E1 - 
CGNC Symbol 51115 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1279,77)" 11025 true 0.42 3026

ENSGALP00000023635 CID 211 - 222 lamin B1 - CGNC Symbol 10893 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1279,78)" 884 false 3027

ENSGALP00000019634 CID 2-Nov

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1279,78)" 884 3028

ENSGALP00000002828 CID 688 - 697
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1280,55)" 2260 true 0.59 3029



ENSGALP00000017954 CID 187 - 196

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1280,63)" 20258 3030

ENSGALP00000000338 CID 2-Dec
proteasome inhibitor subunit 1 - 
CGNC Symbol 152 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1280,63)" 1091 3031

ENSGALP00000011922 CID 317 - 327
serpin family G member 1 - 
HGNC:1228 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1280,67)" 4201 3032

ENSGALP00000008824 CID 143 - 153

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1280,67)" 4201 3033

ENSGALP00000019468 CID 416 - 426 aconitase 2 - CGNC Symbol 9059 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1280,70)" 6760 3034



ENSGALP00000023266 CID Nov-21
ribosomal protein S20 - 
HGNC:10405 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1280,71)" 3966 3035

ENSGALP00000010984 CID 154 - 165

adaptor-related protein complex 
2 alpha 2 subunit - CGNC Symbol 
51890 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1280,71)" 3966 3036

ENSGALP00000038463 CID 37 - 47
ribosomal protein L7a - CGNC 
Symbol 50454 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1280,75)" 8018 true 0.8 3037

ENSGALP00000000693 CID 78 - 88

succinate dehydrogenase 
complex subunit B iron sulfur (Ip) - 
CGNC Symbol 63429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1280,76)" 316 true 0.88 3038

ENSGALP00000025165 CID Jul-17

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1280,83)" 5627 true 0.95 3039



ENSGALP00000006038 CID 519 - 528 ribophorin II - CGNC Symbol 2792 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1280,87)" 1456 true 1.21 3040

ENSGALP00000037524 CID 322 - 330
tubulin alpha 4a - CGNC Symbol 
65758 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1281,61)" 6324 3041

ENSGALP00000016523 CID 493 - 503

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1281,65)" 1426 3042

ENSGALP00000019120 CID 305 - 314
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1281,66)" 7491 true 1.11 3043

ENSGALP00000010510 CID 302 - 311
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1281,66)" 7491 true 1.11 3044



ENSGALP00000013574 CID 421 - 431
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1281,82)" 1050 false 3045

ENSGALP00000014107 CID 140 - 149 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1282,60)" 12423 true 0.15 3046

ENSGALP00000012293 CID 87 - 98
ribosomal protein L35a - CGNC 
Symbol 5744 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1282,67)" 319 false 3047

ENSGALP00000018939 CID 355 - 365

group-specific component 
(vitamin D binding protein) - 
CGNC Symbol 8824 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1282,71)" 501 false 3048

ENSGALP00000035478 CID 1,334 - 1,344
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1283,62)" 2934 true 0.25 3049



ENSGALP00000014105 CID 210 - 220

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1283,72)" 3834 true 1.05 3050

ENSGALP00000003139 CID 48 - 59
glutamate dehydrogenase 1 - 
CGNC Symbol 52002 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1283,74)" 541 true 0.06 3051

ENSGALP00000018498 CID 77 - 86

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1283,80)" 1176 false 3052

ENSGALP00000039133 CID 110 - 120

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1284,63)" 2175 true 1.82 3053

ENSGALP00000005081 CID 37 - 47
lectin galactoside-binding soluble 
2 - CGNC Symbol 2336 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1284,68)" 695 true 1.55 3054



ENSGALP00000015735 CID 318 - 327
Sjogren syndrome antigen B - 
CGNC Symbol 7359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1284,73)" 1078 false 3055

ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1284,76)" 426 true 3.18 3056

ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1284,76)" 426 true 3.18 3057

ENSGALP00000006284 CID 286 - 297

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1285,54)" 330 false 3058

ENSGALP00000036764 CID 110 - 121
poly(A) polymerase alpha - CGNC 
Symbol 8431 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1285,65)" 443 true 0.95 3059



ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1285,67)" 3067 true 1.4 3060

ENSGALP00000020634 CID 315 - 326
cytoskeleton-associated protein 4 
- HGNC:16991 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1285,67)" 730 false 3061

ENSGALP00000019120 CID 305 - 314
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1285,68)" 8283 3062

ENSGALP00000010510 CID 302 - 311
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1285,68)" 8283 3063

ENSGALP00000008824 CID 459 - 470

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1285,68)" 1513 true 3.34 3064



ENSGALP00000011717 CID 74 - 84
ribosomal protein large P0 - 
CGNC Symbol 49505 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1285,74)" 1669 false 3065

ENSGALP00000034108 CID 422 - 432
pyruvate kinase muscle - CGNC 
Symbol 1412 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1285,74)" 2472 true 0.37 3066

ENSGALP00000036720 CID 4,075 - 4,085
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1285,75)" 1915 true 0.87 3067

ENSGALP00000007705 CID 200 - 210
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1285,75)" 4012 true 1.21 3068

ENSGALP00000009821 CID 44 - 55
ribosomal protein S13 - CGNC 
Symbol 49921 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1285,81)" 5434 3069



ENSGALP00000016120 CID 32 - 41
Ras-related protein Rap-1b-like 
protein - CGNC Symbol 50604 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1286,58)" 1073 true 2.38 3070

ENSGALP00000014107 CID 140 - 149 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1286,62)" 1612 3071

ENSGALP00000000639 CID 489 - 499 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1286,69)" 2024 true 0.15 3072

ENSGALP00000019037 CID Feb-13
acetyl-CoA acetyltransferase 2 - 
CGNC Symbol 8861 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1286,70)" 2605 3073

ENSGALP00000024150 CID 157 - 167

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1286,75)" 2389 3074



ENSGALP00000023165 CID 387 - 397

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1287,57)" 477 true 3.54 3075

ENSGALP00000013738 CID 142 - 152
Rho GDP dissociation inhibitor 
(GDI) alpha - CGNC Symbol 55089 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1287,59)" 358 true 1.56 3076

ENSGALP00000035478 CID 1,334 - 1,344
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1287,63)" 397 3077

ENSGALP00000019979 CID 248 - 258

Gallus gallus alcohol 
dehydrogenase 1C (class I) 
gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA 
NM_001305183 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1287,66)" 2420 false 3078

ENSGALP00000026337 CID 230 - 240
peroxiredoxin 4 - CGNC Symbol 
12239 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1287,70)" 1703 true 1.2 3079



ENSGALP00000041756 CID 146 - 156
Parkinsonism associated 
deglycase - HGNC:16369 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1287,73)" 2668 true 0.51 3080

ENSGALP00000008824 CID 191 - 202

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1287,74)" 1343 true 2.73 3081

ENSGALP00000039235 CID 90 - 99
cold shock domain containing E1 - 
CGNC Symbol 51115 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1287,82)" 4684 true 0.42 3082

ENSGALP00000023926 CID 152 - 161
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1288,64)" 991 true 1.54 3083

ENSGALP00000039133 CID 110 - 120

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1288,66)" 4481 3084



ENSGALP00000014105 CID 174 - 184

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1288,69)" 1429 true 1.9 3085

ENSGALP00000013659 CID 289 - 299
THUMP domain containing 3 - 
CGNC Symbol 6359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1288,72)" 2466 3086

ENSGALP00000010786 CID 239 - 250

enoyl-CoA hydratase/3-
hydroxyacyl CoA dehydrogenase - 
CGNC Symbol 5045 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1289,64)" 736 true 1.16 3087

ENSGALP00000000224 CID 81 - 91
proliferating cell nuclear antigen - 
CGNC Symbol 92 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1289,65)" 5754 true 1.16 3088

ENSGALP00000023396 CID 194 - 205
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1289,66)" 3980 3089



ENSGALP00000013122 CID 406 - 417

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1289,66)" 3054 true 0.46 3090

ENSGALP00000016120 CID 32 - 41
Ras-related protein Rap-1b-like 
protein - CGNC Symbol 50604 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1290,61)" 6293 3091

ENSGALP00000021618 CID 158 - 169
lactate dehydrogenase B - CGNC 
Symbol 10005 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1290,64)" 14709 true 0.5 3092

ENSGALP00000035339 CID 78 - 89

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1290,67)" 7070 true 0.22 3093

ENSGALP00000012928 CID 22 - 33

SMT3 suppressor of mif two 3 
homolog 2 (S. cerevisiae) - CGNC 
Symbol 55792 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1290,68)" 4380 true 1.25 3094



ENSGALP00000015409 CID 166 - 176
actinin alpha 1 - CGNC Symbol 
48956 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1290,70)" 1239 3095

ENSGALP00000017672 CID 132 - 142
BMP2 inducible kinase - CGNC 
Symbol 8272 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1290,70)" 2370 false 3096

ENSGALP00000012376 CID 390 - 399

signal transducer and activator of 
transcription 1 91kDa - CGNC 
Symbol 52118 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1290,70)" 2370 true 1.47 3097

ENSGALP00000034419 CID 181 - 192

GATA zinc finger domain 
containing 2A - CGNC Symbol 
2116 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1290,85)" 5709 3098

ENSGALP00000023165 CID 387 - 397

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1291,60)" 2653 3099



ENSGALP00000013738 CID 142 - 152
Rho GDP dissociation inhibitor 
(GDI) alpha - CGNC Symbol 55089 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1291,61)" 560 3100

ENSGALP00000020563 CID 325 - 335
fructose-1 6-bisphosphatase 1 - 
CGNC Symbol 9572 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1291,65)" 3523 false 3101

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1291,69)" 4494 true 3.41 3102

ENSGALP00000019832 CID 231 - 240

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1291,72)" 1758 true 1.2 3103

ENSGALP00000041690 CID 116 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1292,60)" 10953 true 1.07 3104



ENSGALP00000035973 CID 718 - 728

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1292,60)" 10953 false 1.07 3105

ENSGALP00000017954 CID 187 - 196

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1292,60)" 2054 true 1.24 3106

ENSGALP00000010405 CID 28 - 37
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1292,61)" 3291 false 3107

ENSGALP00000023926 CID 152 - 161
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1292,67)" 1836 3108

ENSGALP00000008236 CID 74 - 83
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1292,73)" 1365 true 0.37 3109



ENSGALP00000027981 CID 244 - 256
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1292,74)" 1619 3110

ENSGALP00000016523 CID 96 - 107

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1292,80)" 1987 true 3.18 3111

ENSGALP00000018498 CID 100 - 111

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1292,80)" 1987 true 3.18 3112

ENSGALP00000025165 CID Jul-17

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1292,90)" 4821 true 0.95 3113

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1293,60)" 925 true 1.2 3114



ENSGALP00000018372 CID 103 - 113

sulfotransferase family cytosolic 
6B member 1-like - CGNC Symbol 
51503 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1293,65)" 485 false 3115

ENSGALP00000001183 CID 196 - 206

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1293,65)" 1433 3116

ENSGALP00000000224 CID 81 - 91
proliferating cell nuclear antigen - 
CGNC Symbol 92 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1293,67)" 6687 3117

ENSGALP00000008824 CID 459 - 470

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1293,74)" 8267 true 5.74 3118

ENSGALP00000036720 CID 4,075 - 4,085
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1293,80)" 1334 true 0.87 3119



ENSGALP00000002409 CID 293 - 303

inositol polyphosphate-5-
phosphatase 145kDa - CGNC 
Symbol 52250 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1293,83)" 580 false 3120

ENSGALP00000007822 CID 408 - 418
coronin actin binding protein 1C - 
CGNC Symbol 50369 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1293,84)" 1510 false 3121

P13645 CID 451 - 464

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1294,64)" 2512 3122

ENSGALP00000011770 CID 139 - 149
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1294,67)" 3763 true 0.75 3123

ENSGALP00000021618 CID 158 - 169
lactate dehydrogenase B - CGNC 
Symbol 10005 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1294,67)" 7721 3124



ENSGALP00000035339 CID 78 - 89

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1294,68)" 831 3125

ENSGALP00000014708 CID 113 - 124
EBNA1 binding protein 2 - CGNC 
Symbol 6879 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1294,73)" 1067 true 0.97 3126

ENSGALP00000022479 CID 287 - 296

RNA (guanine-7-) 
methyltransferase - CGNC Symbol 
10392 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1294,77)" 937 false 3127

ENSGALP00000007490 CID 397 - 407 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1294,79)" 1961 false 3128

ENSGALP00000009528 CID 47 - 57
RuvB like AAA ATPase 1 - CGNC 
Symbol 4431 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1294,79)" 1961 false 3129



ENSGALP00000015246 CID 157 - 167
peroxiredoxin 3 - CGNC Symbol 
7123 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1294,80)" 502 false 3130

ENSGALP00000008056 CID 472 - 481
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1295,68)" 8285 true 0.29 3131

ENSGALP00000013682 CID 101 - 110
glutathione S-transferase omega 
1 - CGNC Symbol 52072 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1295,68)" 8285 false 1.06 3132

ENSGALP00000020268 CID 242 - 252
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1295,69)" 1018 false 3133

ENSGALP00000003152 CID 681 - 690
adenosylhomocysteinase - CGNC 
Symbol 1443 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1295,71)" 4484 false 3134



ENSGALP00000004879 CID 170 - 180
ER lipid raft associated 2 - CGNC 
Symbol 2240 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1295,75)" 711 false 3135

ENSGALP00000024648 CID 747 - 756
leucyl/cystinyl aminopeptidase - 
CGNC Symbol 11391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1295,75)" 711 false 3136

ENSGALP00000008824 CID 191 - 202

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1295,80)" 3986 true 2.73 3137

ENSGALP00000009121 CID 411 - 420
glycyl-tRNA synthetase - CGNC 
Symbol 4244 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1296,55)" 7570 true 0.46 3138

ENSGALP00000036122 CID 128 - 138

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1296,57)" 4532 true 0.88 3139



ENSGALP00000018424 CID 143 - 152 desmin - CGNC Symbol 49543 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1296,61)" 5876 true 0.88 3140

ENSGALP00000035973 CID 718 - 728

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1296,62)" 11222 3141

ENSGALP00000041690 CID 116 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1296,62)" 11222 3142

ENSGALP00000009665 CID 108 - 117

coatomer protein complex 
subunit beta 1 - CGNC Symbol 
4506 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1296,65)" 10088 true 0.3 3143

ENSGALP00000019031 CID 524 - 535 albumin - CGNC Symbol 14106 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1296,67)" 47438 false 1.88 3144



ENSGALP00000019365 CID Jul-18 annexin A5 - CGNC Symbol 9009 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1296,68)" 43392 false 3145

ENSGALP00000003823 CID 146 - 156
complement factor H-related 2 - 
CGNC Symbol 53547 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1296,72)" 933 false 3146

ENSGALP00000025461 CID 298 - 308
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1296,72)" 726 false 3147

ENSGALP00000008498 CID 344 - 353
transketolase - CGNC Symbol 
3953 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1296,78)" 564 false 3148

ENSGALP00000026858 CID Feb-14

minichromosome maintenance 
complex component 3 - CGNC 
Symbol 12496 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1297,62)" 6632 3149



ENSGALP00000013122 CID 406 - 417

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1297,72)" 642 true 0.46 3150

ENSGALP00000035366 CID 383 - 393

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1297,74)" 1173 true 1.22 3151

ENSGALP00000014107 CID 140 - 149 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1298,59)" 982 true 0.33 3152

ENSGALP00000018410 CID 945 - 955
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1298,73)" 953 true 0.42 3153

ENSGALP00000020258 CID 797 - 808

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC Symbol 
9427 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1298,73)" 4078 false 0.42 3154



ENSGALP00000012928 CID 22 - 33

SMT3 suppressor of mif two 3 
homolog 2 (S. cerevisiae) - CGNC 
Symbol 55792 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1298,75)" 3917 true 1.25 3155

ENSGALP00000039931 CID 26 - 37
proteasome 26S subunit non-
ATPase 11 - CGNC Symbol 17043 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1298,78)" 1265 false 3156

ENSGALP00000026509 CID 218 - 228
DEAD (Asp-Glu-Ala-Asp) box 
helicase 1 - CGNC Symbol 12324 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1298,78)" 1265 false 3157

ENSGALP00000036720 CID 4,135 - 4,144
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1299,67)" 2364 true 0.59 3158

ENSGALP00000010510 CID 237 - 246
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1299,74)" 16907 true 3.41 3159



ENSGALP00000027479 CID 300 - 310
complement C4-like - CGNC 
Symbol 50875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1299,77)" 1862 true 0.59 3160

ENSGALP00000005109 CID 518 - 528

ash2 (absent small or homeotic)-
like (Drosophila) - CGNC Symbol 
2347 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1299,79)" 1068 false 3161

ENSGALP00000009121 CID 411 - 420
glycyl-tRNA synthetase - CGNC 
Symbol 4244 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1300,57)" 3278 3162

ENSGALP00000036122 CID 128 - 138

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1300,60)" 3596 3163

ENSGALP00000013524 CID 261 - 270
STE20-like kinase - CGNC Symbol 
6304 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1300,64)" 400 false 3164



ENSGALP00000009665 CID 108 - 117

coatomer protein complex 
subunit beta 1 - CGNC Symbol 
4506 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1300,68)" 2892 3165

ENSGALP00000029144 CID 92 - 103
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1300,71)" 574 true 1.47 3166

ENSGALP00000035366 CID 289 - 299

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1300,75)" 376 true 2.12 3167

ENSGALP00000006578 CID 158 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1300,77)" 2999 false 3168

ENSGALP00000036122 CID 158 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1300,77)" 2999 false 3169



ENSGALP00000028746 CID 158 - 167

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1300,77)" 2999 false 3170

ENSGALP00000008236 CID 74 - 83
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1300,78)" 334 true 0.37 3171

ENSGALP00000025280 CID 73 - 81 thioredoxin - CGNC Symbol 49804 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1301,65)" 1139 true 1.11 3172

ENSGALP00000016447 CID 27 - 37
ribosomal protein S8 - CGNC 
Symbol 52222 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1301,73)" 490 true 2.72 3173

ENSGALP00000008131 CID 710 - 722 vinculin - CGNC Symbol 3778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1301,76)" 3841 3174



ENSGALP00000020445 CID 1,659 - 1,669
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1301,76)" 3841 true 0.3 3175

ENSGALP00000003954 CID 354 - 365
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1301,77)" 1005 true 2.27 3176

ENSGALP00000034254 CID 134 - 144
cell division cycle 42 - CGNC 
Symbol 3561 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1301,78)" 5993 3177

ENSGALP00000024609 CID 260 - 269
transcription elongation factor A 
(SII) 1 - CGNC Symbol 51413 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1302,64)" 479 3178

ENSGALP00000000864 CID 62 - 72
RAB11B member RAS oncogene 
family - CGNC Symbol 51171 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1302,66)" 1268 true 0.59 3179



ENSGALP00000018410 CID 945 - 955
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1302,75)" 1965 3180

ENSGALP00000012376 CID 390 - 399

signal transducer and activator of 
transcription 1 91kDa - CGNC 
Symbol 52118 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1302,78)" 3219 true 1.47 3181

ENSGALP00000018373 CID 62 - 72 decorin - CGNC Symbol 8567 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1303,66)" 10738 false 3182

ENSGALP00000035780 CID 624 - 634
RAN binding protein 2 - CGNC 
Symbol 50838 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1303,72)" 1540 false 3183

ENSGALP00000013963 CID 747 - 756

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1303,73)" 6132 false 3184



ENSGALP00000005271 CID 299 - 310

eukaryotic translation initiation 
factor 3 subunit I - CGNC Symbol 
2428 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1304,57)" 2028 true 0.35 3185

ENSGALP00000000639 CID 255 - 264 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1304,69)" 1344 false 3186

ENSGALP00000019192 CID 28 - 39
uridine monophosphate 
synthetase - CGNC Symbol 8931 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1304,72)" 1708 true 0.68 3187

ENSGALP00000018939 CID 122 - 132

group-specific component 
(vitamin D binding protein) - 
CGNC Symbol 8824 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1304,72)" 5231 false 3188

ENSGALP00000029144 CID 92 - 103
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1304,74)" 1369 3189



ENSGALP00000020445 CID 1,445 - 1,454
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1304,74)" 7835 true 0.94 3190

ENSGALP00000017819 CID 478 - 487

insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 
51304 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1304,80)" 500 false 3191

ENSGALP00000004672 CID 270 - 280

3-hydroxy-3-methylglutaryl-CoA 
synthase 2 (mitochondrial) - 
CGNC Symbol 2139 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1305,70)" 2422 false 3192

ENSGALP00000007705 CID 39 - 48
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1305,80)" 872 3193

ENSGALP00000006308 CID 123 - 133
ribosomal protein L23a - CGNC 
Symbol 2910 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1305,80)" 5980 true 2.32 3194



ENSGALP00000002373 CID 36 - 46
ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 1084 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1306,64)" 2134 3195

ENSGALP00000035478 CID 1,640 - 1,651
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1306,66)" 1329 true 2.01 3196

ENSGALP00000038523 CID 656 - 666

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC 
Symbol 49809 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1306,66)" 1661 true 1.23 3197

ENSGALP00000007490 CID 134 - 143 moesin - HGNC:7373 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1306,70)" 2498 false 3198

ENSGALP00000016780 CID 134 - 143
transmembrane p24 trafficking 
protein 10 - CGNC Symbol 7851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1306,73)" 655 true 0.21 3199



ENSGALP00000013524 CID 171 - 182
STE20-like kinase - CGNC Symbol 
6304 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1306,73)" 13580 false 0.76 3200

ENSGALP00000009960 CID 168 - 177
ribosomal protein L13 - CGNC 
Symbol 49509 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1306,73)" 13580 true 0.21 3201

ENSGALP00000028016 CID 2-Dec

enhancer of rudimentary 
homolog (Drosophila) - CGNC 
Symbol 13056 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1306,77)" 768 true 10.83 3202

ENSGALP00000013029 CID 411 - 422
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1306,79)" 1630 true 4.66 3203

ENSGALP00000003089 CID 513 - 524
valosin containing protein - CGNC 
Symbol 53073 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1307,70)" 819 true 4.46 3204



ENSGALP00000041690 CID 116 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1308,58)" 1122 true 1.86 3205

ENSGALP00000005271 CID 299 - 310

eukaryotic translation initiation 
factor 3 subunit I - CGNC Symbol 
2428 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1308,59)" 557 3206

ENSGALP00000000639 CID 73 - 83 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1308,62)" 876 true 1.86 3207

ENSGALP00000011717 CID 34 - 45
ribosomal protein large P0 - 
CGNC Symbol 49505 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1308,66)" 4562 true 1.32 3208

ENSGALP00000003954 CID 260 - 270
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1308,67)" 1728 true 1.39 3209



ENSGALP00000042317 CID Sep-19
regulator of chromosome 
condensation 1 - HGNC:1913 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1308,73)" 3577 true 0.53 3210

ENSGALP00000019192 CID 28 - 39
uridine monophosphate 
synthetase - CGNC Symbol 8931 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1308,74)" 1168 3211

ENSGALP00000035366 CID 289 - 299

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1308,80)" 1388 true 2.12 3212

ENSGALP00000020163 CID 1,523 - 1,533 ninein - CGNC Symbol 9389 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1308,80)" 1388 false 3213

ENSGALP00000010800 CID 45 - 55

actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 
50145 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1308,84)" 8141 true 1.54 3214



ENSGALP00000012170 CID 118 - 129
aminopeptidase-like 1 - CGNC 
Symbol 5683 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1309,65)" 1218 true 1.19 3215

ENSGALP00000014737 CID Jul-18

VMA21 vacuolar H+-ATPase 
homolog (S. cerevisiae) - CGNC 
Symbol 51726 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1309,72)" 2114 3216

ENSGALP00000015665 CID 245 - 254 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1309,72)" 2738 false 3217

ENSGALP00000023278 CID 314 - 324

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1309,73)" 1555 true 0.94 3218

ENSGALP00000016447 CID 27 - 37
ribosomal protein S8 - CGNC 
Symbol 52222 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1309,79)" 1334 true 2.72 3219



ENSGALP00000010305 CID 171 - 181

v-crk avian sarcoma virus CT10 
oncogene homolog-like - CGNC 
Symbol 4810 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1309,80)" 1017 false 3220

ENSGALP00000042140 CID 55 - 66
6-phosphogluconolactonase - 
CGNC Symbol 10027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1309,82)" 404 true 1.01 3221

ENSGALP00000035366 CID 383 - 393

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1309,86)" 460 false 3222

ENSGALP00000013574 CID 106 - 117
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1310,56)" 1620 true 0.63 3223

ENSGALP00000000383 CID 1,347 - 1,357
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1310,59)" 9099 false 3224



ENSGALP00000022433 CID 93 - 103
polymerase (RNA) II subunit I - 
HGNC:9196 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1310,69)" 2678 3225

ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - CGNC 
Symbol 49056 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1310,70)" 1028 true 8.57 3226

ENSGALP00000004444 CID 35 - 46
vesicle amine transport 1 - CGNC 
Symbol 2031 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1310,71)" 363 false 3227

ENSGALP00000028016 CID 2-Dec

enhancer of rudimentary 
homolog (Drosophila) - CGNC 
Symbol 13056 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1310,80)" 8909 true 10.83 3228

ENSGALP00000013029 CID 411 - 422
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1310,82)" 12776 3229



ENSGALP00000001233 CID 48 - 58

Gallus gallus NADH 
dehydrogenase (ubiquinone) 1 
alpha subcomplex 2 8kDa 
(NDUFA2) mRNA. - RefSeq mRNA 
NM_001302137 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1311,72)" 1142 true 2.59 3230

ENSGALP00000042329 CID 115 - 125
Hsap of 4: nipsnap homolog 3A - 
HGNC:23619 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1311,83)" 824 true 3.45 3231

ENSGALP00000041690 CID 116 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1312,60)" 3482 3232

ENSGALP00000003823 CID 544 - 554
complement factor H-related 2 - 
CGNC Symbol 53547 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1312,62)" 667 false 3233

ENSGALP00000000639 CID 73 - 83 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1312,65)" 2755 3234



ENSGALP00000024283 CID 171 - 182
ribosomal protein S6 - CGNC 
Symbol 49670 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1312,70)" 9779 true 0.39 3235

ENSGALP00000043403 CID Dec-23
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1312,74)" 514 false 3236

ENSGALP00000000639 CID 103 - 112 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1312,77)" 11145 true 1.48 3237

ENSGALP00000010800 CID 45 - 55

actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 
50145 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1312,85)" 8570 3238

ENSGALP00000043400 CID Oct-20
thioredoxin domain containing 17 
- HGNC:28218 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1313,66)" 4133 true 0.34 3239



ENSGALP00000004745 CID 32 - 42
nucleoporin 93kDa - CGNC 
Symbol 2176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1313,70)" 6446 true 0.73 3240

ENSGALP00000019832 CID 318 - 329

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1313,71)" 4021 3241

ENSGALP00000023089 CID 69 - 80
ribosomal protein large P2 - 
CGNC Symbol 10655 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1313,72)" 590 true 0.81 3242

ENSGALP00000023352 CID 1,088 - 1,098
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1313,73)" 2540 true 2.61 3243

ENSGALP00000020445 CID 1,081 - 1,091
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1313,73)" 2540 true 2.61 3244



ENSGALP00000016334 CID 34 - 46
proteasome subunit alpha 6 - 
CGNC Symbol 7649 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1313,76)" 508 true 1.05 3245

ENSGALP00000008695 CID 104 - 114
PDZ and LIM domain 1 - CGNC 
Symbol 4041 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1314,70)" 384 false 3246

ENSGALP00000023439 CID Aug-19

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1314,75)" 818 false 3247

ENSGALP00000007490 CID 397 - 407 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1314,75)" 818 false 3248

ENSGALP00000035478 CID 935 - 946
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1314,77)" 769 false 3249



ENSGALP00000038626 CID 306 - 315
lactate dehydrogenase A - CGNC 
Symbol 49707 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1315,72)" 5339 true 0.27 3250

ENSGALP00000037564 CID 267 - 278
Hsap of 4: solute carrier family 25 
member 10 - HGNC:10980 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1315,73)" 862 3251

ENSGALP00000001233 CID 48 - 58

Gallus gallus NADH 
dehydrogenase (ubiquinone) 1 
alpha subcomplex 2 8kDa 
(NDUFA2) mRNA. - RefSeq mRNA 
NM_001302137 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1315,75)" 2954 3252

ENSGALP00000003089 CID 513 - 524
valosin containing protein - CGNC 
Symbol 53073 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1315,76)" 6536 true 4.46 3253

ENSGALP00000016363 CID 260 - 270

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1315,76)" 2064 true 7.53 3254



ENSGALP00000042272 CID 252 - 263
TAR DNA binding protein - CGNC 
Symbol 2099 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1315,79)" 1528 false 3255

ENSGALP00000040662 CID 306 - 317
inositol monophosphatase 1 - 
HGNC:6050 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1315,82)" 561 3256

ENSGALP00000021708 CID 47 - 57
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1316,63)" 7552 true 0.57 3257

ENSGALP00000027953 CID 95 - 106
ribosomal protein S3 - CGNC 
Symbol 13020 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1316,70)" 428 true 3.78 3258

ENSGALP00000011717 CID 34 - 45
ribosomal protein large P0 - 
CGNC Symbol 49505 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1316,71)" 5421 true 1.32 3259



ENSGALP00000003954 CID 260 - 270
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1316,72)" 2408 true 1.39 3260

ENSGALP00000024283 CID 171 - 182
ribosomal protein S6 - CGNC 
Symbol 49670 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1316,73)" 3382 3261

ENSGALP00000028747 CID 57 - 67

reactive intermediate imine 
deaminase A homolog - CGNC 
Symbol 13608 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1316,76)" 6783 false 3.92 3262

ENSGALP00000035593 CID 32 - 41
Hemoglobin subunit beta - UP 
P02112 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1316,77)" 458 false 3263

ENSGALP00000020445 CID 1,445 - 1,454
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1316,82)" 6971 true 0.94 3264



ENSGALP00000024116 CID 838 - 848

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1316,84)" 418 false 3265

ENSGALP00000008863 CID 420 - 430
transmembrane 9 superfamily 
member 3 - CGNC Symbol 4123 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1317,63)" 4259 true 0.54 3266

ENSGALP00000004745 CID 32 - 42
nucleoporin 93kDa - CGNC 
Symbol 2176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1317,70)" 2710 3267

ENSGALP00000015687 CID 657 - 670
collagen type I alpha 2 - CGNC 
Symbol 49716 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1317,73)" 14211 3268

ENSGALP00000003899 CID 353 - 363
methionine adenosyltransferase I 
alpha - CGNC Symbol 1773 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1317,79)" 898 3269



ENSGALP00000016334 CID 34 - 46
proteasome subunit alpha 6 - 
CGNC Symbol 7649 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1317,79)" 533 3270

ENSGALP00000019163 CID 65 - 76 histone H1 - CGNC Symbol 53214 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1317,82)" 6758 false 3271

ENSGALP00000003455 CID 30 - 40

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC Symbol 
1580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1318,63)" 596 3272

ENSGALP00000003717 CID 397 - 407

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1318,73)" 3524 true 1.42 3273

ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - CGNC 
Symbol 49056 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1318,73)" 7043 true 8.57 3274



ENSGALP00000008128 CID 1,513 - 1,523
nucleoporin 210kDa - CGNC 
Symbol 3777 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1319,62)" 413 3275

ENSGALP00000010786 CID 616 - 625

enoyl-CoA hydratase/3-
hydroxyacyl CoA dehydrogenase - 
CGNC Symbol 5045 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1319,68)" 485 false 3276

ENSGALP00000016363 CID 260 - 270

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1319,79)" 17287 3277

ENSGALP00000027779 CID 293 - 303

chromosome 1 open reading 
frame human C11orf54 - Refseq 
NP_001264206 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1319,80)" 790 false 3278

ENSGALP00000021708 CID 47 - 57
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1320,65)" 3643 3279



ENSGALP00000029322 CID 130 - 140
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1320,69)" 442 true 0.04 3280

ENSGALP00000021618 CID 233 - 243
lactate dehydrogenase B - CGNC 
Symbol 10005 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1320,71)" 10533 true 1.2 3281

ENSGALP00000027953 CID 95 - 106
ribosomal protein S3 - CGNC 
Symbol 13020 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1320,72)" 19030 3282

ENSGALP00000010358 CID 114 - 124

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC Symbol 
4842 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1320,91)" 1264 false 3283

ENSGALP00000039872 CID 233 - 242

regulator of chromosome 
condensation 2 - CGNC Symbol 
287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1321,64)" 2910 true 3.79 3284



ENSGALP00000035557 CID 49 - 60

Hsap of 1: histidine triad 
nucleotide binding protein 1 - 
HGNC:4912 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1321,67)" 1404 true 3.74 3285

ENSGALP00000041108 CID 534 - 543
SATB homeobox 1 - CGNC Symbol 
8550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1321,70)" 1478 true 0.86 3286

ENSGALP00000019629 CID 42 - 52
proteasome subunit alpha 3 - 
CGNC Symbol 9125 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1321,73)" 4368 true 0.97 3287

ENSGALP00000014746 CID 64 - 75
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1321,74)" 625 true 0.54 3288

ENSGALP00000023089 CID 69 - 80
ribosomal protein large P2 - 
CGNC Symbol 10655 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1321,77)" 475 true 0.81 3289



ENSGALP00000023352 CID 1,088 - 1,098
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1321,79)" 8305 true 2.61 3290

ENSGALP00000020445 CID 1,081 - 1,091
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1321,79)" 8305 true 2.61 3291

ENSGALP00000033915 CID 308 - 318

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC 
Symbol 3113 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1322,61)" 904 true 1.11 3292

ENSGALP00000000304 CID 64 - 75
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1322,74)" 389 false 3293

ENSGALP00000003717 CID 397 - 407

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1322,75)" 4802 3294



ENSGALP00000041772 CID 216 - 227

nudix (nucleoside diphosphate 
linked moiety X)-type motif 16-
like 1 - CGNC Symbol 20168 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1322,90)" 1218 false 3295

ENSGALP00000013053 CID 100 - 110

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 50017 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1322,90)" 1037 false 3296

ENSGALP00000012053 CID 71 - 82 cathepsin Z - CGNC Symbol 5626 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1323,67)" 934 false 3297

ENSGALP00000007680 CID 125 - 134
ribosomal protein L6 - CGNC 
Symbol 48978 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1323,70)" 1409 false 3298

ENSGALP00000003152 CID 446 - 455
adenosylhomocysteinase - CGNC 
Symbol 1443 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1323,70)" 2719 true 1.2 3299



ENSGALP00000002525 CID 388 - 397 septin 9 - CGNC Symbol 50494 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1323,72)" 675 3300

ENSGALP00000000810 CID 548 - 560
DEAD (Asp-Glu-Ala-Asp) box 
helicase 42 - CGNC Symbol 360 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1323,79)" 405 true 1.98 3301

ENSGALP00000014107 CID 191 - 201 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1324,63)" 3090 true 1.13 3302

ENSGALP00000019031 CID 524 - 535 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1324,68)" 602 false 3303

ENSGALP00000013574 CID 447 - 458
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1324,73)" 2395 true 2.11 3304



ENSGALP00000021618 CID 233 - 243
lactate dehydrogenase B - CGNC 
Symbol 10005 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1324,73)" 10957 3305

ENSGALP00000002252 CID 26 - 37

zeta-chain (TCR) associated 
protein kinase 70kDa - CGNC 
Symbol 1027 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1324,77)" 335 3306

ENSGALP00000003423 CID 907 - 917

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1325,64)" 2147 true 2.14 3307

ENSGALP00000010541 CID 253 - 262

transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 
49299 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1325,66)" 1820 true 0.44 3308

ENSGALP00000039872 CID 233 - 242

regulator of chromosome 
condensation 2 - CGNC Symbol 
287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1325,66)" 12377 3309



ENSGALP00000042596 CID 203 - 213
collagen type VI alpha 2 - CGNC 
Symbol 4597 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1325,67)" 13481 true 1.54 3310

ENSGALP00000023635 CID 145 - 155 lamin B1 - CGNC Symbol 10893 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1325,69)" 1341 3311

ENSGALP00000035557 CID 49 - 60

Hsap of 1: histidine triad 
nucleotide binding protein 1 - 
HGNC:4912 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1325,69)" 5252 3312

ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1325,71)" 4582 true 0.44 3313

ENSGALP00000023278 CID 314 - 324

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1325,76)" 4785 false 3314



ENSGALP00000020445 CID May-14
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1325,77)" 823 false 3315

ENSGALP00000034254 CID 134 - 144
cell division cycle 42 - CGNC 
Symbol 3561 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1325,78)" 3514 true 0.77 3316

ENSGALP00000006778 CID 691 - 700

eukaryotic translation initiation 
factor 3 subunit B - CGNC Symbol 
55528 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1326,63)" 500 true 0.88 3317

ENSGALP00000033915 CID 308 - 318

protein kinase cAMP-dependent 
regulatory type I alpha - CGNC 
Symbol 3113 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1326,64)" 1001 3318

ENSGALP00000041993 CID 44 - 55
ribosomal protein L21 - 
HGNC:10313 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1326,66)" 3885 true 0.61 3319



ENSGALP00000012293 CID 69 - 78
ribosomal protein L35a - CGNC 
Symbol 5744 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1326,70)" 6133 true 0.15 3320

ENSGALP00000037462 CID 312 - 322
thymopoietin - CGNC Symbol 
50621 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1326,75)" 1344 true 2.77 3321

ENSGALP00000006284 CID 58 - 69

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1327,68)" 9147 true 1.08 3322

ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 1 
member A1 (aldehyde reductase) - 
CGNC Symbol 7795 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1327,69)" 1598 true 0.74 3323

ENSGALP00000005668 CID 338 - 350 vitronectin - CGNC Symbol 2621 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1327,70)" 2958 false 3324



ENSGALP00000009709 CID 611 - 623

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1327,73)" 3668 true 1.37 3325

ENSGALP00000000810 CID 548 - 560
DEAD (Asp-Glu-Ala-Asp) box 
helicase 42 - CGNC Symbol 360 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1327,79)" 1321 3326

P04264 CID 258 - 267

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1328,53)" 691 true 0.85 3327

ENSGALP00000002038 CID 198 - 209

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC Symbol 
50984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1328,59)" 2010 false 3328

ENSGALP00000014107 CID 191 - 201 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1328,66)" 3342 3329



ENSGALP00000011843 CID 154 - 164

catenin (cadherin-associated 
protein) delta 1 - CGNC Symbol 
53492 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1328,69)" 1786 false 3330

ENSGALP00000004720 CID 428 - 440
phosphoglycerate dehydrogenase 
- CGNC Symbol 2161 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1328,73)" 1088 false 3331

ENSGALP00000009087 CID 144 - 154
pituitary tumor-transforming 1 
interacting protein - HGNC:13524 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1328,75)" 430 3332

ENSGALP00000007292 CID 298 - 309
serpin family C member 1 - 
HGNC:775 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1328,76)" 1140 false 3333

ENSGALP00000000509 CID 78 - 88

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1328,78)" 1015 false 3334



ENSGALP00000015626 CID 143 - 154

phosphoenolpyruvate 
carboxykinase 2 (mitochondrial) - 
CGNC Symbol 49813 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1329,64)" 2242 false 3335

ENSGALP00000003423 CID 907 - 917

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1329,69)" 2858 3336

ENSGALP00000010405 CID 299 - 310
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1329,70)" 3697 3337

ENSGALP00000026289 CID 1-Nov
glutathione S-transferase class-
alpha - CGNC Symbol 49940 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1329,75)" 416 false 3338

ENSGALP00000038576 CID 141 - 151
GTPase IMAP family member 7-
like - CGNC Symbol 53739 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1329,75)" 3227 true 0.87 3339



ENSGALP00000000509 CID 376 - 389

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1329,75)" 1323 3340

ENSGALP00000009681 CID 243 - 254

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - 
CGNC Symbol 4513 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1329,77)" 1312 false 3341

ENSGALP00000016196 CID Feb-13

chaperonin containing TCP1 
subunit 2 (beta) - CGNC Symbol 
7582 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1329,78)" 1463 true 1.08 3342

ENSGALP00000013029 CID 1,028 - 1,038
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1330,68)" 728 true 1.32 3343

ENSGALP00000011689 CID 36 - 47
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1330,71)" 2098 3344



ENSGALP00000039965 CID 551 - 562

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1330,72)" 12997 true 0.76 3345

ENSGALP00000002828 CID 439 - 448
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1330,75)" 2847 true 2.32 3346

ENSGALP00000039931 CID 26 - 37
proteasome 26S subunit non-
ATPase 11 - CGNC Symbol 17043 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1330,86)" 1415 false 3347

ENSGALP00000020163 CID 1,088 - 1,098 ninein - CGNC Symbol 9389 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1331,68)" 737 false 3348

ENSGALP00000016630 CID 88 - 98

aldo-keto reductase family 1 
member A1 (aldehyde reductase) - 
CGNC Symbol 7795 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1331,72)" 1183 3349



ENSGALP00000007055 CID 60 - 70
pyrophosphatase (inorganic) 1 - 
CGNC Symbol 3275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1331,73)" 650 true 2.4 3350

ENSGALP00000038753 CID 801 - 812 coronin 7 - CGNC Symbol 50317 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1331,74)" 521 true 3.44 3351

ENSGALP00000009709 CID 611 - 623

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1331,75)" 3500 3352

P04264 CID 258 - 267

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1332,57)" 590 3353

ENSGALP00000014097 CID 1-Dec
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1332,62)" 100177 3354



ENSGALP00000008236 CID 342 - 353
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1332,68)" 3412 true 0.87 3355

ENSGALP00000006566 CID 80 - 90
serine/arginine-rich splicing 
factor 10 - CGNC Symbol 51061 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1332,69)" 3354 true 0.87 3356

ENSGALP00000013574 CID 447 - 458
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1332,78)" 5561 true 2.11 3357

ENSGALP00000008498 CID 65 - 75
transketolase - CGNC Symbol 
3953 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1333,72)" 3501 false 3358

ENSGALP00000019471 CID 14 - 25
PHD finger protein 5A - CGNC 
Symbol 9062 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1333,77)" 19692 true 1.21 3359



ENSGALP00000021472 CID 170 - 180
fumarate hydratase - CGNC 
Symbol 9939 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1333,79)" 553 true 1.33 3360

ENSGALP00000019629 CID 42 - 52
proteasome subunit alpha 3 - 
CGNC Symbol 9125 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1333,79)" 2807 true 0.97 3361

ENSGALP00000016196 CID Feb-13

chaperonin containing TCP1 
subunit 2 (beta) - CGNC Symbol 
7582 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1333,80)" 2349 true 1.16 3362

ENSGALP00000000639 CID 128 - 137 lamin B2 - CGNC Symbol 49708 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1333,85)" 6124 true 1.16 3363

ENSGALP00000006337 CID 36 - 46
threonyl-tRNA synthetase-like 2 - 
CGNC Symbol 2925 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1334,59)" 620 false 3364



ENSGALP00000020744 CID 546 - 556

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1334,70)" 9392 true 0.11 3365

ENSGALP00000013240 CID 1,607 - 1,618
spectrin beta non-erythrocytic 1 - 
CGNC Symbol 6184 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1334,71)" 3192 false 3366

ENSGALP00000041993 CID 44 - 55
ribosomal protein L21 - 
HGNC:10313 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1334,71)" 1935 true 0.61 3367

ENSGALP00000018765 CID 54 - 63
ribosomal protein L14 - CGNC 
Symbol 49056 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1334,72)" 720 false 3368

ENSGALP00000013682 CID Dec-25
glutathione S-transferase omega 
1 - CGNC Symbol 52072 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1334,74)" 4308 true 0.31 3369



ENSGALP00000039965 CID 551 - 562

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1334,74)" 8331 3370

ENSGALP00000025593 CID 1,320 - 1,331
collagen type XII alpha 1 - CGNC 
Symbol 49526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1334,75)" 2737 false 3371

ENSGALP00000013269 CID 588 - 600

family with sequence similarity 
208 member B - CGNC Symbol 
50324 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1334,75)" 2737 3372

ENSGALP00000022269 CID 169 - 179

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1334,75)" 2737 true 1.86 3373

ENSGALP00000018689 CID 68 - 78 septin 11 - CGNC Symbol 8720 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1334,75)" 1132 false 3374



ENSGALP00000029589 CID 55 - 65 septin 6 - CGNC Symbol 51720 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1334,75)" 1132 false 3375

ENSGALP00000037462 CID 312 - 322
thymopoietin - CGNC Symbol 
50621 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1334,80)" 4048 true 2.77 3376

ENSGALP00000012772 CID 2-Dec

Gallus gallus interleukin 18 (IL18) 
mRNA. - RefSeq mRNA 
NM_204608 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1335,59)" 7921 3377

ENSGALP00000000383 CID 279 - 289
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1335,62)" 4859 false 3378

ENSGALP00000004013 CID 329 - 339 talin 1 - CGNC Symbol 1830 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1335,70)" 2520 3379



ENSGALP00000027534 CID 275 - 285
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1335,73)" 931 true 1.26 3380

ENSGALP00000006284 CID 58 - 69

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1335,74)" 11105 true 1.08 3381

ENSGALP00000007055 CID 60 - 70
pyrophosphatase (inorganic) 1 - 
CGNC Symbol 3275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1335,74)" 2754 3382

ENSGALP00000013574 CID 209 - 219
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1335,75)" 2408 true 0.27 3383

ENSGALP00000024710 CID 81 - 93
ribosomal protein L24 - CGNC 
Symbol 50756 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1335,80)" 968 3384



ENSGALP00000002625 CID 455 - 465

Gallus gallus ATPase H+ 
transporting lysosomal 56/58kDa 
V1 subunit B2 (ATP6V1B2) mRNA. 
- RefSeq mRNA NM_001293241 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1336,66)" 12715 true 0.24 3385

ENSGALP00000008236 CID 342 - 353
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1336,70)" 2980 3386

ENSGALP00000006566 CID 80 - 90
serine/arginine-rich splicing 
factor 10 - CGNC Symbol 51061 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1336,72)" 2538 3387

ENSGALP00000026123 CID 415 - 424

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1336,81)" 313 false 0.46 3388

ENSGALP00000010541 CID 229 - 238

transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 
49299 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1337,57)" 1284 true 0.85 3389



ENSGALP00000000170 CID 107 - 118
receptor for activated C kinase 1 - 
CGNC Symbol 61 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1337,67)" 5469 true 0.96 3390

ENSGALP00000013524 CID 1,231 - 1,242
STE20-like kinase - CGNC Symbol 
6304 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1337,70)" 1192 3391

ENSGALP00000012376 CID 339 - 349

signal transducer and activator of 
transcription 1 91kDa - CGNC 
Symbol 52118 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1337,77)" 4496 3392

ENSGALP00000001332 CID 175 - 187
lysyl-tRNA synthetase - CGNC 
Symbol 602 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1337,79)" 403 false 3393

ENSGALP00000009709 CID 272 - 282

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1337,81)" 3374 3394



ENSGALP00000034254 CID 134 - 144
cell division cycle 42 - CGNC 
Symbol 3561 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1337,86)" 2479 true 0.77 3395

ENSGALP00000035658 CID 104 - 114
paraspeckle component 1 - CGNC 
Symbol 50884 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1338,66)" 3432 true 1.42 3396

ENSGALP00000019667 CID 248 - 259
GRB2-related adaptor protein 2 - 
CGNC Symbol 9140 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1338,67)" 915 3397

ENSGALP00000041067 CID 117 - 127
16 kDa beta-galactoside-binding 
lectin - UP P23668 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1338,74)" 593 false 3398

ENSGALP00000002828 CID 439 - 448
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1338,83)" 491 false 3399



ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1339,59)" 2351 true 3.2 3400

ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1339,59)" 2351 true 3.2 3401

ENSGALP00000025475 CID 131 - 142

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 51548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1339,70)" 413 false 3402

ENSGALP00000001183 CID 134 - 145

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1339,70)" 413 false 3403

ENSGALP00000002625 CID 455 - 465

Gallus gallus ATPase H+ 
transporting lysosomal 56/58kDa 
V1 subunit B2 (ATP6V1B2) mRNA. 
- RefSeq mRNA NM_001293241 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1340,69)" 2597 3404



ENSGALP00000023288 CID 249 - 260

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1340,71)" 488 true 0.8 3405

ENSGALP00000025921 CID 391 - 401
RAD21 cohesin complex 
component - CGNC Symbol 12049 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1340,72)" 675 true 1.47 3406

ENSGALP00000035478 CID 1,627 - 1,639
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1340,74)" 1159 true 0.48 3407

ENSGALP00000004817 CID 97 - 107
peroxiredoxin 6 - CGNC Symbol 
2214 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1340,80)" 855 true 1.36 3408

ENSGALP00000022004 CID 168 - 178 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1340,81)" 1440 true 2.98 3409



ENSGALP00000038799 CID 168 - 178
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1340,81)" 1440 true 2.98 3410

ENSGALP00000010541 CID 229 - 238

transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 
49299 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1341,59)" 1723 3411

ENSGALP00000002744 CID Dec-22
phospholipase A2 activating 
protein - CGNC Symbol 1252 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1341,66)" 510 false 3412

ENSGALP00000008863 CID 212 - 221
transmembrane 9 superfamily 
member 3 - CGNC Symbol 4123 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1341,69)" 2648 3413

ENSGALP00000000170 CID 107 - 118
receptor for activated C kinase 1 - 
CGNC Symbol 61 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1341,70)" 5257 3414



ENSGALP00000006624 CID 93 - 104

vacuolar protein sorting 26 
homolog A (S. pombe) - CGNC 
Symbol 3064 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1341,73)" 673 true 0.93 3415

ENSGALP00000011559 CID 78 - 88

integrin beta 1 (fibronectin 
receptor beta polypeptide 
antigen CD29 includes MDF2 
MSK12) - CGNC Symbol 49025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1342,61)" 24087 true 0.51 3416

ENSGALP00000010844 CID 59 - 68
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1342,62)" 1023 3417

ENSGALP00000006043 CID 826 - 837
cytoplasmic FMR1 interacting 
protein 2 - CGNC Symbol 2795 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1342,65)" 2621 true 0.98 3418

ENSGALP00000035658 CID 104 - 114
paraspeckle component 1 - CGNC 
Symbol 50884 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1342,68)" 4865 3419



ENSGALP00000007667 CID 367 - 380
glyoxalase domain containing 4 - 
HGNC:14111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1342,69)" 9696 true 0.98 3420

ENSGALP00000041057 CID 196 - 206
lectin mannose binding 2 - CGNC 
Symbol 63471 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1342,69)" 5781 true 0.45 3421

ENSGALP00000002197 CID 416 - 427 gelsolin - CGNC Symbol 49472 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1342,72)" 2167 true 0.98 3422

ENSGALP00000020744 CID 546 - 556

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1342,75)" 617 true 0.11 3423

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1342,76)" 10705 false 3424



ENSGALP00000022269 CID 169 - 179

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1342,79)" 6074 true 1.86 3425

ENSGALP00000019634 CID 546 - 557

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1342,80)" 3696 false 3426

ENSGALP00000016523 CID 187 - 196

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1343,62)" 8295 3427

ENSGALP00000018498 CID 191 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1343,62)" 8295 3428

ENSGALP00000042552 CID 483 - 495
guanylate binding protein - CGNC 
Symbol 49284 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1343,65)" 3342 true 0.43 3429



ENSGALP00000005668 CID 338 - 350 vitronectin - CGNC Symbol 2621 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1343,67)" 1781 false 3430

ENSGALP00000037324 CID 18 - 29
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1343,74)" 5610 false 3431

ENSGALP00000014107 CID 154 - 164 vimentin - CGNC Symbol 51275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1343,74)" 5610 true 0.19 3432

ENSGALP00000027541 CID 115 - 127
high mobility group box 1 - CGNC 
Symbol 49444 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1343,75)" 6307 true 1.66 3433

ENSGALP00000027534 CID 275 - 285
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1343,78)" 1635 true 1.26 3434



ENSGALP00000012007 CID 26 - 37 archain 1 - CGNC Symbol 5606 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1343,78)" 1635 false 3435

ENSGALP00000016363 CID 224 - 237

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1343,78)" 541 false 3436

ENSGALP00000008764 CID 97 - 107
NADH:ubiquinone oxidoreductase 
subunit B10 - CGNC Symbol 4071 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1343,82)" 1646 3437

ENSGALP00000022004 CID 78 - 90 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1344,65)" 483 true 2.19 3438

ENSGALP00000016175 CID 213 - 224
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1344,69)" 5134 true 2.19 3439



ENSGALP00000002234 CID 62 - 72
RAB14 member RAS oncogene 
family - CGNC Symbol 1018 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1344,69)" 2172 true 1.24 3440

ENSGALP00000005505 CID 59 - 69
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1344,69)" 2172 true 1.24 3441

ENSGALP00000036002 CID 24 - 34
RAB10 member RAS oncogene 
family - CGNC Symbol 12382 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1344,69)" 2172 true 1.24 3442

ENSGALP00000014265 CID 62 - 72
RAB1A member RAS oncogene 
family - CGNC Symbol 6666 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1344,69)" 2172 true 1.24 3443

ENSGALP00000025921 CID 391 - 401
RAD21 cohesin complex 
component - CGNC Symbol 12049 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1344,74)" 1523 3444



ENSGALP00000016780 CID 73 - 84
transmembrane p24 trafficking 
protein 10 - CGNC Symbol 7851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1344,74)" 12914 true 0.44 3445

ENSGALP00000035478 CID 1,627 - 1,639
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1344,77)" 2718 3446

ENSGALP00000013029 CID 1,006 - 1,016
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1344,84)" 509 true 0.34 3447

ENSGALP00000027816 CID 239 - 250 cathepsin C - CGNC Symbol 12954 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1345,73)" 9753 true 1.31 3448

ENSGALP00000011559 CID 78 - 88

integrin beta 1 (fibronectin 
receptor beta polypeptide 
antigen CD29 includes MDF2 
MSK12) - CGNC Symbol 49025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1346,65)" 3195 3449



ENSGALP00000012170 CID 335 - 346
aminopeptidase-like 1 - CGNC 
Symbol 5683 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1346,65)" 3195 true 0.24 3450

ENSGALP00000006043 CID 826 - 837
cytoplasmic FMR1 interacting 
protein 2 - CGNC Symbol 2795 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1346,68)" 2994 3451

ENSGALP00000025208 CID 117 - 127
hydroxysteroid dehydrogenase 
like 2 - HGNC:18572 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1346,71)" 5886 false 3452

ENSGALP00000007667 CID 367 - 380
glyoxalase domain containing 4 - 
HGNC:14111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1346,71)" 5886 3453

ENSGALP00000041057 CID 196 - 206
lectin mannose binding 2 - CGNC 
Symbol 63471 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1346,71)" 2447 3454



ENSGALP00000019492 CID 252 - 264
Ran GTPase activating protein 1 - 
CGNC Symbol 9072 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1346,72)" 1043 3455

ENSGALP00000002862 CID 494 - 505
arginyl-tRNA synthetase - CGNC 
Symbol 1305 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1346,73)" 348 false 3456

ENSGALP00000011574 CID 70 - 80
dynein light chain 1 cytoplasmic - 
CGNC Symbol 53172 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1346,73)" 1056 true 0.45 3457

ENSGALP00000002235 CID 30 - 41 stathmin 1 - CGNC Symbol 49630 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1346,77)" 6463 false 3458

ENSGALP00000037515 CID Apr-14
PC4 and SFRS1 interacting protein 
1 - CGNC Symbol 54295 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1346,85)" 327 false 3459



ENSGALP00000013574 CID 209 - 219
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1347,82)" 443 true 0.27 3460

ENSGALP00000008764 CID 117 - 127
NADH:ubiquinone oxidoreductase 
subunit B10 - CGNC Symbol 4071 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1348,64)" 347 false 3461

ENSGALP00000033366 CID 66 - 76
leukocyte ribonuclease A-2 - 
CGNC Symbol 52020 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1348,68)" 1146 false 3462

ENSGALP00000022004 CID 78 - 90 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1348,69)" 1533 3463

ENSGALP00000016133 CID 498 - 507

Gallus gallus nucleoporin 107kDa 
(NUP107) mRNA. - RefSeq mRNA 
NM_001282159 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1348,69)" 1042 3464



ENSGALP00000023288 CID 249 - 260

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1348,76)" 391 true 0.8 3465

ENSGALP00000010899 CID 64 - 75

ATP synthase H+ transporting 
mitochondrial F1 complex gamma 
polypeptide 1 - CGNC Symbol 
5096 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1348,79)" 1251 false 3466

ENSGALP00000019120 CID 128 - 138
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1348,82)" 313 true 0.88 3467

ENSGALP00000010510 CID 127 - 137
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1348,82)" 313 true 0.88 3468

ENSGALP00000017260 CID 44 - 54

dpy-30 histone methyltransferase 
complex regulatory subunit - 
CGNC Symbol 8065 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1348,85)" 961 false 3469



ENSGALP00000038799 CID 168 - 178
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1348,86)" 4659 true 2.98 3470

ENSGALP00000022004 CID 168 - 178 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1348,86)" 4659 true 2.98 3471

ENSGALP00000027305 CID 212 - 221

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC Symbol 
12703 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1349,66)" 4426 true 0.55 3472

ENSGALP00000020275 CID 66 - 75
lectin galactoside-binding soluble 
1 - CGNC Symbol 49833 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1349,67)" 3412 false 3473

ENSGALP00000004013 CID 1,233 - 1,243 talin 1 - CGNC Symbol 1830 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1349,69)" 2315 true 0.41 3474



ENSGALP00000027816 CID 239 - 250 cathepsin C - CGNC Symbol 12954 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1349,74)" 331 3475

ENSGALP00000014746 CID 64 - 75
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1349,78)" 12516 true 0.14 3476

ENSGALP00000005668 CID 228 - 239 vitronectin - CGNC Symbol 2621 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1350,61)" 12716 true 0.24 3477

ENSGALP00000012993 CID 196 - 207
growth factor receptor bound 
protein 2 - CGNC Symbol 6067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1350,62)" 416 3478

ENSGALP00000012170 CID 335 - 346
aminopeptidase-like 1 - CGNC 
Symbol 5683 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1350,67)" 762 3479



ENSGALP00000035595 CID 48 - 58
40S ribosomal protein S11 - 
Refseq NP_001026004 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1350,72)" 5668 true 0.62 3480

ENSGALP00000008056 CID 482 - 494
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1350,73)" 2513 true 0.5 3481

ENSGALP00000041556 CID 102 - 114
SEC31 homolog A (S. cerevisiae) - 
CGNC Symbol 8479 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1350,74)" 1697 3482

ENSGALP00000033741 CID 74 - 84
EF-hand domain family member 
D1 - CGNC Symbol 52247 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1350,75)" 4198 true 0.36 3483

ENSGALP00000020857 CID 500 - 511

coagulation factor XIII A1 
polypeptide - CGNC Symbol 
49310 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1350,75)" 4198 false 3484



ENSGALP00000007728 CID 27 - 37
Y box binding protein 1 - CGNC 
Symbol 3598 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1350,78)" 766 true 0.66 3485

ENSGALP00000019224 CID 59 - 71

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1350,78)" 4603 true 0.32 3486

ENSGALP00000015176 CID 355 - 367

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1350,78)" 4603 3487

ENSGALP00000020445 CID 1,235 - 1,246
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1350,79)" 1129 false 0.99 3488

ENSGALP00000011673 CID 109 - 119
ferritin heavy polypeptide 1 - 
CGNC Symbol 49581 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1350,79)" 1129 true 0.99 3489



ENSGALP00000023352 CID 690 - 700
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1350,81)" 10251 3490

ENSGALP00000020445 CID 683 - 693
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1350,81)" 10251 3491

ENSGALP00000020977 CID 291 - 301

vacuolar protein sorting 4 
homolog B (S. cerevisiae) - CGNC 
Symbol 51369 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1351,73)" 1233 true 0.68 3492

ENSGALP00000007055 CID 60 - 70
pyrophosphatase (inorganic) 1 - 
CGNC Symbol 3275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1351,73)" 1531 3493

ENSGALP00000009314 CID 199 - 209 septin 2 - CGNC Symbol 4335 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1351,74)" 360 true 2.73 3494



ENSGALP00000005653 CID 1,149 - 1,161 fibronectin 1 - CGNC Symbol 2613 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1351,75)" 470 false 3495

ENSGALP00000005654 CID 1,121 - 1,133 fibronectin 1 - CGNC Symbol 2613 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1351,75)" 470 false 3496

ENSGALP00000024868 CID 78 - 90
RAB2A member RAS oncogene 
family - CGNC Symbol 49674 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1351,77)" 1925 3497

ENSGALP00000008128 CID 1,735 - 1,745
nucleoporin 210kDa - CGNC 
Symbol 3777 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1352,71)" 6498 3498

ENSGALP00000019018 CID 77 - 86 translin - CGNC Symbol 8854 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1352,76)" 1054 false 3499



ENSGALP00000037522 CID 88 - 98
LUC7-like 3 pre-mRNA splicing 
factor - CGNC Symbol 53432 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1352,77)" 2659 3500

ENSGALP00000016780 CID 73 - 84
transmembrane p24 trafficking 
protein 10 - CGNC Symbol 7851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1352,81)" 3073 true 0.44 3501

ENSGALP00000012367 CID 124 - 134
SLC9A3 regulator 1 - CGNC 
Symbol 51624 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1353,70)" 1264 false 3502

ENSGALP00000004013 CID 1,233 - 1,243 talin 1 - CGNC Symbol 1830 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1353,71)" 714 3503

ENSGALP00000001460 CID 133 - 144
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1353,74)" 731 true 0.41 3504



ENSGALP00000011770 CID 287 - 299
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1353,76)" 3242 3505

ENSGALP00000009665 CID 931 - 943

coatomer protein complex 
subunit beta 1 - CGNC Symbol 
4506 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1353,76)" 1616 false 3506

ENSGALP00000035658 CID 198 - 209
paraspeckle component 1 - CGNC 
Symbol 50884 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1353,82)" 356 false 3507

ENSGALP00000035478 CID 1,604 - 1,615
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1354,62)" 6800 true 0.29 3508

ENSGALP00000016363 CID 248 - 259

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1354,78)" 1112 false 3509



ENSGALP00000015128 CID 127 - 137
lamin B receptor - CGNC Symbol 
49736 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1355,65)" 419 3510

ENSGALP00000014107 CID 47 - 59 vimentin - CGNC Symbol 51275 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1355,74)" 3544 false 3511

ENSGALP00000020977 CID 291 - 301

vacuolar protein sorting 4 
homolog B (S. cerevisiae) - CGNC 
Symbol 51369 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1355,77)" 527 3512

ENSGALP00000014746 CID 50 - 63
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1355,81)" 1886 true 0.74 3513

ENSGALP00000016536 CID 74 - 84
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1356,64)" 10178 true 0.18 3514



P35908 CID 419 - 430

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1357,66)" 583 true 1.19 3515

ENSGALP00000021475 CID 314 - 326

succinate dehydrogenase 
complex flavoprotein subunit A - 
CGNC Symbol 49461 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1357,72)" 4288 true 0.83 3516

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1357,80)" 4920 false 3517

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1357,82)" 2851 3518

ENSGALP00000008236 CID 900 - 910
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1358,65)" 1569 true 0.58 3519



ENSGALP00000035478 CID 1,604 - 1,615
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1358,66)" 2665 3520

ENSGALP00000016196 CID 377 - 388

chaperonin containing TCP1 
subunit 2 (beta) - CGNC Symbol 
7582 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1358,71)" 1064 true 1.16 3521

ENSGALP00000016780 CID 117 - 127
transmembrane p24 trafficking 
protein 10 - CGNC Symbol 7851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1358,73)" 900 false 0.86 3522

ENSGALP00000023352 CID 573 - 583
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1358,74)" 398 false 3523

ENSGALP00000020445 CID 566 - 576
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1358,74)" 398 false 3524



ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1358,78)" 50158 false 3525

ENSGALP00000008056 CID 482 - 494
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1358,78)" 491 true 0.5 3526

ENSGALP00000019224 CID 59 - 71

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1358,83)" 872 true 0.32 3527

ENSGALP00000020445 CID 1,878 - 1,888
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1359,64)" 20021 true 0.63 3528

ENSGALP00000004013 CID 442 - 454 talin 1 - CGNC Symbol 1830 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1359,79)" 1509 3529



ENSGALP00000011770 CID 251 - 261
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1359,80)" 4106 true 0.84 3530

ENSGALP00000016536 CID 186 - 196
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1359,80)" 4106 true 0.84 3531

ENSGALP00000040654 CID 2-Dec
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1360,65)" 4350 true 1.54 3532

ENSGALP00000016536 CID 74 - 84
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1360,65)" 1014 3533

ENSGALP00000012007 CID 44 - 54 archain 1 - CGNC Symbol 5606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1360,69)" 378 false 3534



ENSGALP00000005157 CID 206 - 217
sideroflexin 1 - CGNC Symbol 
2371 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1360,69)" 3335 false 3535

ENSGALP00000014370 CID 378 - 389
UDP-glucose pyrophosphorylase 
2 - CGNC Symbol 6722 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1360,72)" 1671 true 1.01 3536

ENSGALP00000019031 CID 255 - 264 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1361,65)" 1049 false 3537

ENSGALP00000004013 CID 1,659 - 1,669 talin 1 - CGNC Symbol 1830 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1361,66)" 3279 true 0.62 3538

ENSGALP00000019667 CID 261 - 271
GRB2-related adaptor protein 2 - 
CGNC Symbol 9140 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1361,72)" 1437 3539



ENSGALP00000021475 CID 314 - 326

succinate dehydrogenase 
complex flavoprotein subunit A - 
CGNC Symbol 49461 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1361,73)" 2936 3540

ENSGALP00000041873 CID 56 - 67
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1361,74)" 1078 true 1.34 3541

ENSGALP00000014097 CID 34 - 44
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1361,76)" 357 true 3.67 3542

ENSGALP00000025461 CID 64 - 75
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1361,79)" 407 true 3.38 3543

ENSGALP00000000189 CID 13 - 23

small nuclear ribonucleoprotein 
polypeptide E - CGNC Symbol 
49689 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1361,84)" 1502 3544



ENSGALP00000014746 CID 64 - 75
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1361,86)" 1603 true 1.2 3545

ENSGALP00000008236 CID 869 - 879
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1362,67)" 25413 true 0.32 3546

ENSGALP00000019469 CID 156 - 166
ribosomal protein SA - CGNC 
Symbol 49202 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1362,70)" 4257 true 0.49 3547

ENSGALP00000004879 CID 242 - 253
ER lipid raft associated 2 - CGNC 
Symbol 2240 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1362,72)" 1706 false 3548

ENSGALP00000016196 CID 377 - 388

chaperonin containing TCP1 
subunit 2 (beta) - CGNC Symbol 
7582 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1362,74)" 1160 3549



ENSGALP00000012231 CID 860 - 872

MMS19 homolog cytosolic iron-
sulfur assembly component - 
CGNC Symbol 5715 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1362,79)" 542 false 3550

ENSGALP00000035478 CID 1,464 - 1,477
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1362,81)" 6505 true 0.29 3551

ENSGALP00000002252 CID 461 - 471

zeta-chain (TCR) associated 
protein kinase 70kDa - CGNC 
Symbol 1027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1362,84)" 5809 false 3552

ENSGALP00000020445 CID 1,878 - 1,888
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1363,67)" 12221 3553

ENSGALP00000014097 CID 81 - 91
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1363,68)" 34379 true 1.03 3554



ENSGALP00000003584 CID 74 - 84
H3 histone family 3B - CGNC 
Symbol 49711 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1363,69)" 372 false 3555

ENSGALP00000013963 CID 144 - 155

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1363,70)" 369 3556

ENSGALP00000042479 CID 281 - 291
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1363,73)" 1624 3557

ENSGALP00000002828 CID 20 - 31
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1363,73)" 1624 true 0.69 3558

ENSGALP00000037324 CID 52 - 61
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1363,74)" 1437 true 9.91 3559



ENSGALP00000038774 CID 102 - 113
argininosuccinate synthase 1 - 
CGNC Symbol 50457 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1363,77)" 20221 false 3560

ENSGALP00000014107 CID 47 - 59 vimentin - CGNC Symbol 51275 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1363,77)" 678 true 0.11 3561

ENSGALP00000016133 CID 486 - 496

Gallus gallus nucleoporin 107kDa 
(NUP107) mRNA. - RefSeq mRNA 
NM_001282159 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1363,78)" 6820 false 1.59 3562

ENSGALP00000028746 CID 128 - 139

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1363,78)" 6820 true 0.97 3563

ENSGALP00000037564 CID 104 - 115
Hsap of 4: solute carrier family 25 
member 10 - HGNC:10980 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1363,86)" 451 false 3564



ENSGALP00000015246 CID 186 - 197
peroxiredoxin 3 - CGNC Symbol 
7123 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1363,88)" 929 false 3565

ENSGALP00000043256 CID 319 - 330
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1364,66)" 4729 true 0.27 3566

ENSGALP00000005576 CID 241 - 251
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1364,68)" 6335 true 2.11 3567

ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1364,68)" 6335 true 2.11 3568

ENSGALP00000019975 CID 270 - 280
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1364,68)" 6335 true 2.11 3569



ENSGALP00000010405 CID 120 - 131
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1364,70)" 4153 true 2.78 3570

ENSGALP00000013987 CID 386 - 396

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1364,73)" 811 3571

ENSGALP00000014509 CID 172 - 184

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1364,75)" 2527 true 10.86 3572

ENSGALP00000008578 CID 154 - 165

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1365,64)" 2715 true 0.34 3573

ENSGALP00000041873 CID 56 - 67
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1365,76)" 2223 3574



ENSGALP00000025461 CID 64 - 75
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1365,81)" 2580 3575

ENSGALP00000007466 CID 324 - 336

actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 
15421 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1365,86)" 2181 false 3576

ENSGALP00000019832 CID 399 - 409

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1366,62)" 6917 true 0.51 3577

ENSGALP00000015409 CID 733 - 743
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1366,65)" 2334 true 0.49 3578

ENSGALP00000027401 CID 151 - 160

succinate-CoA ligase ADP-forming 
beta subunit - CGNC Symbol 
12755 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1366,66)" 2626 true 0.92 3579



ENSGALP00000014260 CID 38 - 49

ARP2 actin-related protein 2 
homolog (yeast) - CGNC Symbol 
49669 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1366,67)" 390 3580

ENSGALP00000008236 CID 869 - 879
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1366,69)" 7629 3581

ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1366,75)" 4614 true 2.22 3582

ENSGALP00000022293 CID 263 - 273 ezrin - CGNC Symbol 10288 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1366,75)" 4614 true 2.22 3583

ENSGALP00000003012 CID 91 - 103
malate dehydrogenase 2 - CGNC 
Symbol 1378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1366,76)" 10711 true 0.5 3584



ENSGALP00000019678 CID 72 - 84

glycerol-3-phosphate 
dehydrogenase 1-like 2 - CGNC 
Symbol 13104 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1366,77)" 10491 false 3585

ENSGALP00000009341 CID 448 - 459
high density lipoprotein binding 
protein - CGNC Symbol 4348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1366,81)" 856 false 0.6 3586

ENSGALP00000035478 CID 1,464 - 1,477
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1366,83)" 1940 3587

ENSGALP00000037324 CID 52 - 61
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1367,77)" 8286 3588

ENSGALP00000007997 CID 225 - 236
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1367,78)" 3778 false 3589



ENSGALP00000009964 CID 356 - 367
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1367,81)" 420 true 1.09 3590

ENSGALP00000003646 CID 319 - 330

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1367,82)" 311 true 9.73 3591

ENSGALP00000040654 CID 2-Dec
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1368,70)" 4592 true 1.54 3592

ENSGALP00000016689 CID 284 - 294

protein phosphatase 2 catalytic 
subunit beta isozyme - CGNC 
Symbol 7816 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1368,71)" 2583 true 2.59 3593

ENSGALP00000028746 CID 104 - 115

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1368,78)" 6689 false 3594



ENSGALP00000040653 CID 90 - 100

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - 
RefSeq mRNA NM_001030753 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1368,84)" 29198 false 3595

ENSGALP00000017672 CID 78 - 88
BMP2 inducible kinase - CGNC 
Symbol 8272 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1369,63)" 752 false 3596

ENSGALP00000026301 CID 139 - 150
NADH:ubiquinone oxidoreductase 
subunit B9 - CGNC Symbol 12221 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1369,65)" 1828 false 3597

ENSGALP00000008578 CID 154 - 165

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1369,65)" 726 3598

ENSGALP00000003954 CID 607 - 621
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1369,70)" 9398 true 2.49 3599



ENSGALP00000037924 CID 64 - 74

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1369,72)" 1661 3600

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1369,77)" 2103 3601

ENSGALP00000005245 CID May-19
flavin-containing monooxygenase 
3 - CGNC Symbol 49237 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1369,84)" 1350 false 3602

ENSGALP00000015409 CID 733 - 743
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1370,67)" 879 3603

ENSGALP00000016447 CID 129 - 139
ribosomal protein S8 - CGNC 
Symbol 52222 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1370,73)" 577 false 3604



ENSGALP00000019469 CID 156 - 166
ribosomal protein SA - CGNC 
Symbol 49202 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1370,75)" 1661 true 0.49 3605

ENSGALP00000003012 CID 91 - 103
malate dehydrogenase 2 - CGNC 
Symbol 1378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1370,78)" 4025 3606

ENSGALP00000025606 CID 135 - 146

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1370,80)" 900 true 12.74 3607

ENSGALP00000018424 CID 173 - 183 desmin - CGNC Symbol 49543 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1370,80)" 931 false 3608

ENSGALP00000014097 CID 81 - 91
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1371,73)" 35319 true 1.03 3609



ENSGALP00000013987 CID 433 - 443

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1371,74)" 9117 true 1.18 3610

ENSGALP00000002828 CID 20 - 31
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1371,78)" 798 true 0.69 3611

ENSGALP00000030005 CID 65 - 75
ubiquitin-conjugating enzyme 
E2N - CGNC Symbol 50617 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1371,83)" 29107 false 0.55 3612

ENSGALP00000003646 CID 319 - 330

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1371,84)" 5208 3613

ENSGALP00000008171 CID 639 - 650

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1371,84)" 2213 3614



ENSGALP00000002398 CID 100 - 110

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member B - CGNC Symbol 51177 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1371,85)" 2690 false 3615

ENSGALP00000010414 CID 266 - 277
RNA binding motif protein X-
linked - CGNC Symbol 51674 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1372,61)" 2115 3616

ENSGALP00000041331 CID 329 - 339
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1372,61)" 589 false 3617

ENSGALP00000001474 CID 561 - 571

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1372,70)" 3289 false 3618

ENSGALP00000016689 CID 284 - 294

protein phosphatase 2 catalytic 
subunit beta isozyme - CGNC 
Symbol 7816 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1372,73)" 6013 3619



ENSGALP00000016660 CID 488 - 499

nuclear autoantigenic sperm 
protein (histone-binding) - CGNC 
Symbol 7802 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1372,77)" 2009 true 2.59 3620

ENSGALP00000000199 CID 443 - 453
SPT6 homolog histone chaperone 
- CGNC Symbol 75 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1372,78)" 578 true 1.98 3621

ENSGALP00000016173 CID 125 - 138

cleavage and polyadenylation 
specific factor 6 - CGNC Symbol 
13843 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1372,79)" 815 true 1.98 3622

ENSGALP00000038795 CID 219 - 230

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1372,80)" 468 true 1.11 3623

ENSGALP00000003954 CID 607 - 621
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1373,73)" 8741 3624



ENSGALP00000039728 CID 64 - 75

Gallus gallus small nuclear 
ribonucleoprotein polypeptide G 
(SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1373,75)" 1711 true 3.82 3625

ENSGALP00000007672 CID 775 - 787
isoleucyl-tRNA synthetase - CGNC 
Symbol 3573 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1373,85)" 81792 3626

ENSGALP00000014097 CID 34 - 44
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1373,87)" 10657 true 6.06 3627

ENSGALP00000008578 CID 823 - 833

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1374,68)" 5874 true 0.44 3628

ENSGALP00000008695 CID 123 - 136
PDZ and LIM domain 1 - CGNC 
Symbol 4041 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1374,76)" 733 false 3629



ENSGALP00000022293 CID 263 - 273 ezrin - CGNC Symbol 10288 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1374,80)" 10238 true 2.22 3630

ENSGALP00000007490 CID 263 - 273 moesin - HGNC:7373 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1374,80)" 10238 true 2.22 3631

ENSGALP00000001474 CID 584 - 594

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1374,81)" 2724 false 3632

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1374,82)" 32317 false 3633

ENSGALP00000013480 CID 162 - 172

V-set and immunoglobulin 
domain containing 1 - CGNC 
Symbol 6282 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1375,69)" 14725 3634



ENSGALP00000020563 CID 299 - 309
fructose-1 6-bisphosphatase 1 - 
CGNC Symbol 9572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1375,70)" 5848 true 0.17 3635

ENSGALP00000037924 CID 31 - 41

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1375,75)" 471 true 1.24 3636

ENSGALP00000013987 CID 433 - 443

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1375,77)" 12105 3637

ENSGALP00000037324 CID 52 - 61
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1375,81)" 11391 true 9.91 3638

ENSGALP00000028746 CID 128 - 139

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1375,82)" 6629 true 0.97 3639



ENSGALP00000013574 CID 160 - 171
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1376,59)" 314 true 1.5 3640

ENSGALP00000005643 CID 428 - 438

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1376,64)" 481 true 1.73 3641

ENSGALP00000040654 CID 2-Dec
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1376,65)" 3345 true 1.5 3642

ENSGALP00000015560 CID 277 - 288

eukaryotic translation initiation 
factor 2 subunit alpha - CGNC 
Symbol 7281 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1376,66)" 465 false 3643

ENSGALP00000016523 CID 321 - 331

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1376,70)" 2254 false 3644



ENSGALP00000000224 CID 169 - 181
proliferating cell nuclear antigen - 
CGNC Symbol 92 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1376,73)" 727 true 1.15 3645

ENSGALP00000016080 CID 1,106 - 1,117

cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 
7517 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1376,81)" 487 3646

ENSGALP00000020445 CID 1,857 - 1,867
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1377,70)" 2284 true 1.39 3647

ENSGALP00000004745 CID 546 - 555
nucleoporin 93kDa - CGNC 
Symbol 2176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1377,73)" 13039 true 0.9 3648

ENSGALP00000002322 CID 87 - 98
thymocyte nuclear protein 1 - 
CGNC Symbol 1055 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1377,75)" 27285 false 0.94 3649



ENSGALP00000009960 CID 21 - 31
ribosomal protein L13 - CGNC 
Symbol 49509 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1377,75)" 27285 3650

ENSGALP00000039728 CID 64 - 75

Gallus gallus small nuclear 
ribonucleoprotein polypeptide G 
(SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1377,77)" 7577 3651

ENSGALP00000008131 CID 124 - 135 vinculin - CGNC Symbol 3778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1377,77)" 7577 false 0.9 3652

ENSGALP00000024757 CID 1-Dec

ATP synthase H+ transporting 
mitochondrial Fo complex subunit 
E - CGNC Symbol 11448 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1377,85)" 2598 true 1.78 3653

ENSGALP00000012472 CID 559 - 570 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1378,66)" 4145 true 2.08 3654



ENSGALP00000016623 CID 96 - 105
nucleosome assembly protein 1-
like 1 - CGNC Symbol 50609 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1378,69)" 2437 true 0.57 3655

ENSGALP00000010363 CID 19 - 30
ubiquitin conjugating enzyme E2 I 
- CGNC Symbol 4844 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1378,80)" 880 true 1.13 3656

ENSGALP00000025606 CID 135 - 146

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1378,85)" 13248 true 12.74 3657

ENSGALP00000035595 CID 107 - 117
40S ribosomal protein S11 - 
Refseq NP_001026004 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1379,68)" 1573 3658

ENSGALP00000009420 CID 351 - 362

coatomer protein complex 
subunit gamma 1 - CGNC Symbol 
4382 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1379,71)" 8908 false 3659



ENSGALP00000020463 CID 338 - 350

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1379,71)" 8908 false 3660

ENSGALP00000020563 CID 299 - 309
fructose-1 6-bisphosphatase 1 - 
CGNC Symbol 9572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1379,73)" 931 3661

ENSGALP00000017869 CID 1,009 - 1,021 nidogen 1 - CGNC Symbol 8345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1379,76)" 2608 false 3662

ENSGALP00000009552 CID 93 - 105
ribosomal protein L27a - CGNC 
Symbol 55716 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1379,80)" 10617 true 5 3663

ENSGALP00000007997 CID 225 - 236
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1379,86)" 1101 true 0.19 3664



ENSGALP00000002398 CID 100 - 110

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member B - CGNC Symbol 51177 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1379,92)" 344 false 3665

ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1380,65)" 726 true 1.84 3666

ENSGALP00000005576 CID 241 - 251
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1380,65)" 726 true 1.84 3667

ENSGALP00000019975 CID 270 - 280
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1380,65)" 726 true 1.84 3668

ENSGALP00000005576 CID 241 - 251
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1380,68)" 317 true 1.84 3669



ENSGALP00000019975 CID 270 - 280
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1380,68)" 317 true 1.84 3670

ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1380,68)" 317 true 1.84 3671

ENSGALP00000015409 CID 752 - 763
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1380,71)" 1713 true 1.05 3672

ENSGALP00000011961 CID 120 - 129

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1380,75)" 323 true 3.02 3673

ENSGALP00000016660 CID 488 - 499

nuclear autoantigenic sperm 
protein (histone-binding) - CGNC 
Symbol 7802 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1380,82)" 5643 true 2.59 3674



ENSGALP00000027779 CID 246 - 257

chromosome 1 open reading 
frame human C11orf54 - Refseq 
NP_001264206 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1380,82)" 2036 true 0.26 3675

ENSGALP00000038795 CID 219 - 230

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1380,86)" 521 true 1.11 3676

ENSGALP00000013500 CID 121 - 132

family with sequence similarity 
185 member A - CGNC Symbol 
50577 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1380,91)" 5537 false 3677

ENSGALP00000023396 CID 206 - 218
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1381,73)" 2193 true 3.41 3678

ENSGALP00000004745 CID 546 - 555
nucleoporin 93kDa - CGNC 
Symbol 2176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1381,77)" 25122 3679



ENSGALP00000000199 CID 452 - 462
SPT6 homolog histone chaperone 
- CGNC Symbol 75 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1381,78)" 336 true 0.71 3680

ENSGALP00000016334 CID 175 - 185
proteasome subunit alpha 6 - 
CGNC Symbol 7649 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1381,78)" 3631 false 3681

ENSGALP00000034108 CID 305 - 315
pyruvate kinase muscle - CGNC 
Symbol 1412 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1381,78)" 3631 false 1.79 3682

ENSGALP00000013355 CID 45 - 56
ribosomal protein L30 - CGNC 
Symbol 6224 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1381,78)" 3631 true 2.53 3683

ENSGALP00000012471 CID 63 - 74
nucleophosmin/nucleoplasmin 3 - 
CGNC Symbol 5822 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1381,80)" 1720 false 3684



ENSGALP00000019975 CID 259 - 269
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1382,66)" 2299 true 1.04 3685

ENSGALP00000005576 CID 230 - 240
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1382,66)" 2299 true 1.04 3686

ENSGALP00000012472 CID 559 - 570 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1382,68)" 7454 3687

ENSGALP00000041574 CID 120 - 131
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1382,71)" 344 3688

ENSGALP00000013240 CID 1,607 - 1,618
spectrin beta non-erythrocytic 1 - 
CGNC Symbol 6184 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1382,72)" 8406 true 1.26 3689



ENSGALP00000036764 CID 83 - 95
poly(A) polymerase alpha - CGNC 
Symbol 8431 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1382,74)" 1924 false 3690

ENSGALP00000006240 CID 1,586 - 1,597
collagen type VI alpha 3 - CGNC 
Symbol 2875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1382,74)" 1924 false 3691

ENSGALP00000018765 CID 24 - 35
ribosomal protein L14 - CGNC 
Symbol 49056 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1382,80)" 5496 true 1.01 3692

ENSGALP00000007672 CID 111 - 121
isoleucyl-tRNA synthetase - CGNC 
Symbol 3573 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1383,61)" 792 false 3693

ENSGALP00000021055 CID 354 - 365
dynamin 1-like - CGNC Symbol 
9791 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1383,65)" 2776 true 0.52 3694



ENSGALP00000013964 CID 163 - 174
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1383,81)" 4835 false 3695

ENSGALP00000012034 CID 163 - 174
tubulin beta 1 class VI - CGNC 
Symbol 49797 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1383,81)" 4835 false 3696

ENSGALP00000022436 CID 108 - 119 tubulin beta class I - HGNC:20778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1383,81)" 4835 false 3697

ENSGALP00000009552 CID 93 - 105
ribosomal protein L27a - CGNC 
Symbol 55716 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1383,82)" 3909 3698

ENSGALP00000003717 CID 351 - 362

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1383,83)" 1575 false 3699



ENSGALP00000038587 CID 13 - 24

actin related protein 2/3 complex 
subunit 5 16kDa - CGNC Symbol 
14362 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1383,83)" 55728 false 3700

ENSGALP00000020563 CID 68 - 79
fructose-1 6-bisphosphatase 1 - 
CGNC Symbol 9572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1384,68)" 4838 false 3701

ENSGALP00000019975 CID 270 - 280
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1384,69)" 1901 3702

ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1384,69)" 1901 3703

ENSGALP00000005576 CID 241 - 251
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1384,69)" 1901 3704



ENSGALP00000005643 CID 428 - 438

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1384,69)" 831 true 1.73 3705

ENSGALP00000005576 CID 241 - 251
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1384,69)" 348 3706

ENSGALP00000019975 CID 270 - 280
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1384,69)" 348 3707

ENSGALP00000026123 CID 348 - 358

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1384,69)" 348 3708

ENSGALP00000040654 CID 2-Dec
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1384,71)" 3715 true 1.5 3709



ENSGALP00000013964 CID 47 - 58
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1384,72)" 1608 true 1.52 3710

ENSGALP00000000202 CID 286 - 298
tapasin isoform 2 precursor - 
Refseq NP_001193540 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1384,76)" 4262 true 0.17 3711

ENSGALP00000027779 CID 246 - 257

chromosome 1 open reading 
frame human C11orf54 - Refseq 
NP_001264206 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1384,85)" 405 3712

ENSGALP00000007481 CID 110 - 120
BUD31 homolog - CGNC Symbol 
3487 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1385,59)" 474 true 1.76 3713

P13645 CID 246 - 257

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1385,74)" 3096 true 1.03 3714



ENSGALP00000026457 CID 53 - 65

pyruvate dehydrogenase 
(lipoamide) alpha 1 - CGNC 
Symbol 50805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1385,77)" 824 true 0.53 3715

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1385,81)" 12383 false 3716

ENSGALP00000013355 CID 45 - 56
ribosomal protein L30 - CGNC 
Symbol 6224 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1385,81)" 9506 3717

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1385,84)" 9745 3718

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1385,86)" 3795 false 3719



ENSGALP00000024757 CID 1-Dec

ATP synthase H+ transporting 
mitochondrial Fo complex subunit 
E - CGNC Symbol 11448 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1385,90)" 5421 true 1.78 3720

ENSGALP00000019975 CID 259 - 269
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1386,68)" 2004 3721

ENSGALP00000005576 CID 230 - 240
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1386,68)" 2004 3722

ENSGALP00000041134 CID 210 - 221
microfibrillar associated protein 1 
- CGNC Symbol 6322 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1386,75)" 7436 3723

ENSGALP00000037462 CID 114 - 126
thymopoietin - CGNC Symbol 
50621 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1386,77)" 9137 true 2.12 3724



ENSGALP00000018765 CID 24 - 35
ribosomal protein L14 - CGNC 
Symbol 49056 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1386,83)" 2534 3725

ENSGALP00000036720 CID 2,898 - 2,908
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1387,60)" 1067 false 3726

ENSGALP00000035593 CID 19 - 31
Hemoglobin subunit beta - UP 
P02112 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1387,70)" 20704 true 1.35 3727

ENSGALP00000014308 CID 191 - 203
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1387,74)" 4762 true 0.38 3728

ENSGALP00000016918 CID 42 - 54
eukaryotic translation initiation 
factor 2A - CGNC Symbol 7921 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1387,85)" 208810 3729



ENSGALP00000016361 CID 188 - 199
ribosomal protein S3A - CGNC 
Symbol 51748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1387,85)" 8219 false 3730

ENSGALP00000009341 CID 146 - 158
high density lipoprotein binding 
protein - CGNC Symbol 4348 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1387,86)" 418 false 3731

ENSGALP00000037906 CID 1-Nov
ribosomal protein L35 - CGNC 
Symbol 49055 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1387,86)" 5590 false 0.07 3732

ENSGALP00000016361 CID 188 - 199
ribosomal protein S3A - CGNC 
Symbol 51748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1387,86)" 5590 false 0.07 3733

ENSGALP00000000860 CID 1,469 - 1,480
calmodulin binding transcription 
activator 1 - CGNC Symbol 378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1387,86)" 143556 false 3734



ENSGALP00000019975 CID 73 - 83
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1388,69)" 13955 true 1.36 3735

ENSGALP00000040484 CID 52 - 63
ribosomal protein S28 - CGNC 
Symbol 54861 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1388,74)" 1500 true 0.63 3736

ENSGALP00000011961 CID 120 - 129

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1388,80)" 1824 true 3.02 3737

ENSGALP00000007481 CID 110 - 120
BUD31 homolog - CGNC Symbol 
3487 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1389,61)" 833 3738

ENSGALP00000018750 CID 186 - 197
solute carrier family 25 member 3 
- CGNC Symbol 8748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1389,74)" 9276 true 1.6 3739



ENSGALP00000009985 CID Nov-21

casein kinase 2 alpha 1 
polypeptide - CGNC Symbol 
54315 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1389,76)" 730 3740

P13645 CID 246 - 257

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1389,77)" 1356 3741

ENSGALP00000020445 CID 1,857 - 1,867
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1389,78)" 3221 true 1.39 3742

ENSGALP00000019975 CID 476 - 487
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1389,82)" 1820 true 0.53 3743

ENSGALP00000026123 CID 261 - 272

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1389,84)" 10720 3744



ENSGALP00000006222 CID 281 - 291 calreticulin 3 - CGNC Symbol 2868 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1389,85)" 2798 3745

ENSGALP00000041526 CID 25 - 36

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1389,86)" 74133 true 0.71 3746

ENSGALP00000007672 CID 775 - 787
isoleucyl-tRNA synthetase - CGNC 
Symbol 3573 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1389,86)" 74133 3747

ENSGALP00000010303 CID 208 - 219
interleukin 16 - CGNC Symbol 
4808 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1389,86)" 74133 false 3748

ENSGALP00000026214 CID 5,436 - 5,448 dystonin - CGNC Symbol 12181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1389,88)" 272658 3749



ENSGALP00000016080 CID 1,155 - 1,167

cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 
7517 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1389,89)" 461 false 3750

ENSGALP00000002235 CID 15 - 27 stathmin 1 - CGNC Symbol 49630 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1390,79)" 2656 3751

ENSGALP00000037462 CID 114 - 126
thymopoietin - CGNC Symbol 
50621 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1390,81)" 4460 3752

ENSGALP00000041526 CID 81 - 92

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1390,82)" 7048 false 3753

ENSGALP00000019224 CID 855 - 866

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1391,71)" 736 true 0.55 3754



ENSGALP00000017123 CID 351 - 363
lymphoid enhancer binding factor 
1 - CGNC Symbol 7997 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1391,73)" 14030 false 0.38 3755

ENSGALP00000035593 CID 19 - 31
Hemoglobin subunit beta - UP 
P02112 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1391,75)" 1537 3756

ENSGALP00000034108 CID 43 - 55
pyruvate kinase muscle - CGNC 
Symbol 1412 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1391,76)" 9446 3757

ENSGALP00000003584 CID 74 - 84
H3 histone family 3B - CGNC 
Symbol 49711 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1391,76)" 126636 true 0.17 3758

ENSGALP00000014308 CID 191 - 203
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1391,77)" 1197 3759



ENSGALP00000006965 CID 50 - 61
VPS35 retromer complex 
component - CGNC Symbol 3222 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1391,79)" 1590 false 3760

ENSGALP00000005132 CID 92 - 103
DnaJ (Hsp40) homolog subfamily 
A member 4 - CGNC Symbol 2362 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1392,67)" 4108 false 3761

ENSGALP00000038523 CID 560 - 571

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC 
Symbol 49809 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1392,69)" 442 true 0.83 3762

ENSGALP00000014509 CID 245 - 260

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1392,70)" 314 true 2.01 3763

ENSGALP00000019975 CID 73 - 83
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1392,72)" 18581 3764



ENSGALP00000040484 CID 52 - 63
ribosomal protein S28 - CGNC 
Symbol 54861 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1392,76)" 942 3765

ENSGALP00000003423 CID 585 - 595

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1392,76)" 2616 true 0.55 3766

ENSGALP00000025165 CID 74 - 85

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1392,76)" 2616 false 3767

ENSGALP00000013964 CID 47 - 58
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1392,77)" 1308 true 1.52 3768

ENSGALP00000016623 CID 107 - 117
nucleosome assembly protein 1-
like 1 - CGNC Symbol 50609 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1392,79)" 3788 true 1.7 3769



ENSGALP00000016334 CID 157 - 167
proteasome subunit alpha 6 - 
CGNC Symbol 7649 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1393,60)" 5861 true 0.58 3770

ENSGALP00000025461 CID 380 - 391
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1393,61)" 366 false 3771

P13645 CID 323 - 333

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1393,66)" 1368 true 1.57 3772

ENSGALP00000039728 CID 64 - 75

Gallus gallus small nuclear 
ribonucleoprotein polypeptide G 
(SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1393,76)" 428 3773

ENSGALP00000042882 CID 348 - 358
6-phosphofructokinase muscle 
type - Refseq NP_989554 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1393,76)" 8220 false 3774



ENSGALP00000035370 CID Sep-19
hepatoma-derived growth factor - 
CGNC Symbol 58434 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1393,77)" 520 false 3775

ENSGALP00000032274 CID 617 - 627

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1393,79)" 3228 3776

ENSGALP00000018750 CID 186 - 197
solute carrier family 25 member 3 
- CGNC Symbol 8748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1393,79)" 7909 3777

ENSGALP00000006574 CID 34 - 44
liver basic fatty acid binding 
protein - CGNC Symbol 49276 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1394,87)" 3230 false 3778

ENSGALP00000016918 CID 289 - 300
eukaryotic translation initiation 
factor 2A - CGNC Symbol 7921 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1395,65)" 780 false 3779



ENSGALP00000013240 CID 1,643 - 1,654
spectrin beta non-erythrocytic 1 - 
CGNC Symbol 6184 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1395,71)" 333 false 3780

ENSGALP00000015063 CID 421 - 433
fibrinogen gamma chain - CGNC 
Symbol 7041 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1395,75)" 1612 false 3781

ENSGALP00000003584 CID 74 - 84
H3 histone family 3B - CGNC 
Symbol 49711 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1395,79)" 21519 true 0.66 3782

ENSGALP00000018987 CID 488 - 499 t-complex 1 - CGNC Symbol 8842 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1395,83)" 1761 false 3783

ENSGALP00000012367 CID 162 - 175
SLC9A3 regulator 1 - CGNC 
Symbol 51624 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1396,70)" 2065 true 0.99 3784



ENSGALP00000014768 CID 77 - 87
EH-domain containing 3 - CGNC 
Symbol 51465 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1396,71)" 4479 true 0.66 3785

ENSGALP00000038523 CID 560 - 571

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC 
Symbol 49809 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1396,72)" 367 3786

ENSGALP00000014509 CID 245 - 260

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1396,74)" 1206 3787

ENSGALP00000009709 CID 822 - 832

minichromosome maintenance 
complex component 2 - CGNC 
Symbol 4524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1396,74)" 1271 3788

ENSGALP00000038209 CID 37 - 48
endoplasmic reticulum protein 29 
- CGNC Symbol 50366 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1396,76)" 6704 true 0.37 3789



ENSGALP00000003423 CID 585 - 595

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1396,78)" 13481 3790

ENSGALP00000040424 CID 304 - 314
small nuclear ribonucleoprotein 
U5 subunit 40 - CGNC Symbol 381 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1396,79)" 2699 false 3791

ENSGALP00000015257 CID 809 - 819
ribosome binding protein 1 - 
CGNC Symbol 6587 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1396,81)" 662 3792

P13645 CID 323 - 333

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1397,69)" 2568 3793

ENSGALP00000004515 CID 1-Nov
KRAB-A domain-containing 
protein 2 - CGNC Symbol 49788 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1397,73)" 1429 false 3794



ENSGALP00000015176 CID 173 - 183

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1397,81)" 1629 false 3795

ENSGALP00000024624 CID 194 - 204

translocase of outer 
mitochondrial membrane 70 - 
CGNC Symbol 11379 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1398,70)" 1642 true 1.04 3796

ENSGALP00000002409 CID 1,101 - 1,112

inositol polyphosphate-5-
phosphatase 145kDa - CGNC 
Symbol 52250 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1398,81)" 1493 3797

ENSGALP00000004375 CID 159 - 171
acetyl-CoA acyltransferase 2 - 
CGNC Symbol 2003 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1398,82)" 4060 false 3798

ENSGALP00000039235 CID 416 - 427
cold shock domain containing E1 - 
CGNC Symbol 51115 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1399,66)" 1154 true 0.76 3799



ENSGALP00000018441 CID 24 - 35
aspartyl aminopeptidase - CGNC 
Symbol 8600 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1399,68)" 1594 true 0.76 3800

ENSGALP00000034419 CID 429 - 439

GATA zinc finger domain 
containing 2A - CGNC Symbol 
2116 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1399,71)" 624 true 1.41 3801

ENSGALP00000035888 CID 60 - 71
CD2-associated protein - CGNC 
Symbol 12535 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1399,76)" 459 3802

ENSGALP00000007822 CID 342 - 352
coronin actin binding protein 1C - 
CGNC Symbol 50369 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1399,78)" 6854 true 0.96 3803

ENSGALP00000012034 CID 163 - 174
tubulin beta 1 class VI - CGNC 
Symbol 49797 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1399,79)" 1193 false 3804



ENSGALP00000022436 CID 108 - 119 tubulin beta class I - HGNC:20778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1399,79)" 1193 false 3805

ENSGALP00000013964 CID 163 - 174
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1399,79)" 1193 false 3806

ENSGALP00000011689 CID 71 - 83
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1399,80)" 331 false 3807

ENSGALP00000024283 CID 54 - 65
ribosomal protein S6 - CGNC 
Symbol 49670 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1399,80)" 357 false 3808

ENSGALP00000022772 CID 447 - 457
poly(U) binding splicing factor 
60KDa - CGNC Symbol 52777 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1399,81)" 4240 false 3809



ENSGALP00000005184 CID 159 - 169
cytokine receptor-like factor 3 - 
CGNC Symbol 2384 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1400,65)" 1112 3810

ENSGALP00000012367 CID 162 - 175
SLC9A3 regulator 1 - CGNC 
Symbol 51624 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1400,72)" 2041 3811

ENSGALP00000014768 CID 77 - 87
EH-domain containing 3 - CGNC 
Symbol 51465 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1400,73)" 2958 3812

ENSGALP00000002038 CID 330 - 341

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC Symbol 
50984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1400,77)" 2478 3813

ENSGALP00000013240 CID 1,454 - 1,464
spectrin beta non-erythrocytic 1 - 
CGNC Symbol 6184 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1400,77)" 2478 true 0.85 3814



ENSGALP00000005576 CID 153 - 165
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1400,79)" 8522 3815

ENSGALP00000019975 CID 182 - 194
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1400,79)" 8522 3816

ENSGALP00000040638 CID 1,259 - 1,269 no description available 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1400,82)" 3609 false 3817

ENSGALP00000000383 CID 122 - 133
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1400,83)" 3374 false 3818

ENSGALP00000034078 CID Aug-19

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1400,83)" 3374 false 3.63 3819



ENSGALP00000016334 CID 157 - 167
proteasome subunit alpha 6 - 
CGNC Symbol 7649 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1401,65)" 3374 true 0.58 3820

ENSGALP00000015257 CID 298 - 310
ribosome binding protein 1 - 
CGNC Symbol 6587 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1401,70)" 4346 false 3821

ENSGALP00000010113 CID 101 - 111
Hsap of 16: SAA2-SAA4 
readthrough - HGNC:39550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1401,72)" 27097 false 3822

ENSGALP00000025010 CID 47 - 57
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1401,72)" 27097 false 3823

ENSGALP00000023396 CID 72 - 84
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1401,80)" 1493 false 3824



ENSGALP00000042329 CID 20 - 33
Hsap of 4: nipsnap homolog 3A - 
HGNC:23619 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1401,85)" 765 3825

ENSGALP00000005212 CID 201 - 212
histone deacetylase 1 - CGNC 
Symbol 2394 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1402,66)" 3172 true 1.8 3826

ENSGALP00000024624 CID 194 - 204

translocase of outer 
mitochondrial membrane 70 - 
CGNC Symbol 11379 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1402,73)" 1713 3827

ENSGALP00000038570 CID 28 - 39
eukaryotic translation initiation 
factor 5A2 - CGNC Symbol 49863 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1402,79)" 454 false 3828

ENSGALP00000009511 CID 164 - 177
ribosomal protein L5 - CGNC 
Symbol 4424 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1402,82)" 5525 false 3829



ENSGALP00000039235 CID 416 - 427
cold shock domain containing E1 - 
CGNC Symbol 51115 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1403,69)" 882 3830

ENSGALP00000010113 CID 79 - 90
Hsap of 16: SAA2-SAA4 
readthrough - HGNC:39550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1403,69)" 882 3831

ENSGALP00000018441 CID 24 - 35
aspartyl aminopeptidase - CGNC 
Symbol 8600 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1403,70)" 3378 3832

ENSGALP00000034419 CID 429 - 439

GATA zinc finger domain 
containing 2A - CGNC Symbol 
2116 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1403,74)" 1424 3833

ENSGALP00000016536 CID 582 - 593
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1403,79)" 1400 true 0.58 3834



ENSGALP00000043256 CID 29 - 42
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1404,73)" 1639 false 3835

ENSGALP00000038209 CID 37 - 48
endoplasmic reticulum protein 29 
- CGNC Symbol 50366 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1404,81)" 2165 true 0.37 3836

ENSGALP00000034078 CID Aug-19

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1404,88)" 5170 3837

ENSGALP00000023165 CID 181 - 192

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1404,91)" 6164 false 3838

ENSGALP00000002513 CID 109 - 121
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1405,60)" 1101 true 1.17 3839



ENSGALP00000017954 CID 210 - 224

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1405,67)" 11346 true 4.21 3840

ENSGALP00000018987 CID Feb-14 t-complex 1 - CGNC Symbol 8842 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1405,68)" 1525 3841

ENSGALP00000022023 CID 1,366 - 1,376
nucleoporin 98kDa - CGNC 
Symbol 10169 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1405,68)" 1525 false 1.37 3842

ENSGALP00000021255 CID 371 - 381
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1405,70)" 546 false 3843

ENSGALP00000015000 CID 863 - 875
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1405,78)" 404 false 3844



ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1405,79)" 1277 true 0.75 3845

ENSGALP00000005212 CID 201 - 212
histone deacetylase 1 - CGNC 
Symbol 2394 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1406,69)" 3235 3846

ENSGALP00000015061 CID 90 - 100
fibrinogen alpha chain - CGNC 
Symbol 49746 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1406,78)" 400 false 3847

ENSGALP00000023266 CID 90 - 101
ribosomal protein S20 - 
HGNC:10405 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1406,82)" 3329 true 0.68 3848

ENSGALP00000000693 CID 57 - 67

succinate dehydrogenase 
complex subunit B iron sulfur (Ip) - 
CGNC Symbol 63429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1406,82)" 1968 true 0.73 3849



ENSGALP00000014298 CID 42 - 54
ribosomal protein L12 - CGNC 
Symbol 50469 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1407,72)" 1609 false 3850

ENSGALP00000011984 CID 66 - 77
CD3d molecule delta (CD3-TCR 
complex) - CGNC Symbol 49849 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1407,74)" 878 3851

ENSGALP00000016536 CID 582 - 593
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1407,81)" 2701 3852

ENSGALP00000007822 CID 342 - 352
coronin actin binding protein 1C - 
CGNC Symbol 50369 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1407,84)" 6548 true 0.96 3853

ENSGALP00000012985 CID 172 - 183
B-cell receptor-associated protein 
29 - CGNC Symbol 6061 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1408,68)" 119973 false 3854



ENSGALP00000041574 CID 141 - 151
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1408,79)" 1305 true 0.55 3855

ENSGALP00000010874 CID 134 - 147
pM5 protein - CGNC Symbol 
50291 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1408,85)" 730 false 3856

ENSGALP00000034078 CID Aug-19

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1408,88)" 12254 true 3.63 3857

ENSGALP00000002513 CID 109 - 121
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1409,63)" 1288 3858

ENSGALP00000022023 CID 1,366 - 1,376
nucleoporin 98kDa - CGNC 
Symbol 10169 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1409,69)" 468 3859



ENSGALP00000017954 CID 210 - 224

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1409,69)" 49061 3860

ENSGALP00000026858 CID 447 - 459

minichromosome maintenance 
complex component 3 - CGNC 
Symbol 12496 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1409,75)" 3671 3861

ENSGALP00000022023 CID 587 - 599
nucleoporin 98kDa - CGNC 
Symbol 10169 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1409,76)" 978 3862

ENSGALP00000014260 CID 91 - 102

ARP2 actin-related protein 2 
homolog (yeast) - CGNC Symbol 
49669 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1409,80)" 412 false 3863

ENSGALP00000038463 CID 137 - 149
ribosomal protein L7a - CGNC 
Symbol 50454 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1409,84)" 1007 true 2.59 3864



ENSGALP00000001957 CID 455 - 467
serine and arginine repetitive 
matrix 1 - CGNC Symbol 876 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1410,69)" 7852 false 3865

ENSGALP00000015988 CID 53 - 64
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1410,69)" 99153 true 0.25 3866

ENSGALP00000015657 CID 51 - 62 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1410,69)" 99153 true 0.25 3867

ENSGALP00000023523 CID 53 - 64
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1410,69)" 99153 true 0.25 3868

ENSGALP00000017250 CID 50 - 60

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
4 - CGNC Symbol 51774 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1410,81)" 8484 false 3869



ENSGALP00000014105 CID 72 - 82

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1410,81)" 8484 false 3870

ENSGALP00000036304 CID 375 - 386
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1411,61)" 12156 true 0.32 3871

ENSGALP00000035686 CID 728 - 739
periostin osteoblast specific 
factor - CGNC Symbol 12805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1411,82)" 8615 false 3872

ENSGALP00000016361 CID 188 - 199
ribosomal protein S3A - CGNC 
Symbol 51748 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1411,84)" 3989 true 0.33 3873

ENSGALP00000007945 CID 72 - 82

translocase of inner 
mitochondrial membrane 8 
homolog A (yeast) - CGNC Symbol 
3689 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1412,62)" 8888 true 0.45 3874



ENSGALP00000005090 CID 1,103 - 1,115
UPF1 RNA helicase and ATPase - 
CGNC Symbol 2340 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1412,72)" 1444 3875

ENSGALP00000020666 CID 123 - 134
DEK proto-oncogene - CGNC 
Symbol 9623 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1412,74)" 778 true 5.18 3876

ENSGALP00000002609 CID 170 - 182
mannose phosphate isomerase - 
CGNC Symbol 55513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1412,77)" 2371 true 0.4 3877

ENSGALP00000014370 CID 346 - 357
UDP-glucose pyrophosphorylase 
2 - CGNC Symbol 6722 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1412,77)" 508 false 3878

ENSGALP00000016918 CID 530 - 542
eukaryotic translation initiation 
factor 2A - CGNC Symbol 7921 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1412,79)" 760 false 3879



ENSGALP00000016080 CID 934 - 945

cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 
7517 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1412,86)" 5184 3880

ENSGALP00000005505 CID 105 - 116
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1413,67)" 611 true 0.93 3881

ENSGALP00000005643 CID 439 - 452

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1413,73)" 2767 false 3882

ENSGALP00000019018 CID 117 - 129 translin - CGNC Symbol 8854 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1413,74)" 2454 false 0.84 3883

ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1413,74)" 11415 true 0.93 3884



ENSGALP00000027399 CID 178 - 189 esterase D - CGNC Symbol 12753 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1413,75)" 1964 true 2.71 3885

ENSGALP00000019832 CID 241 - 251

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1413,75)" 412 false 3886

ENSGALP00000012878 CID 23 - 33
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1413,76)" 1536 true 1.24 3887

ENSGALP00000033650 CID 23 - 35
FYN binding protein - CGNC 
Symbol 2773 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1413,77)" 387 3888

ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1413,85)" 2186 true 0.75 3889



ENSGALP00000041656 CID 76 - 88

succinate dehydrogenase 
complex subunit C - CGNC Symbol 
63505 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1413,87)" 799 false 3890

ENSGALP00000009853 CID 94 - 105
zinc finger protein 326 - CGNC 
Symbol 4587 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1414,65)" 2187 true 1.05 3891

ENSGALP00000008730 CID 81 - 93

myosin light chain 3 alkali 
ventricular skeletal slow - CGNC 
Symbol 49636 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1414,73)" 549 false 3892

ENSGALP00000007265 CID 133 - 142

protein phosphatase 1 catalytic 
subunit gamma isozyme - CGNC 
Symbol 50363 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1414,73)" 1935 false 3893

ENSGALP00000031272 CID 132 - 141

protein phosphatase 1 catalytic 
subunit beta isozyme - CGNC 
Symbol 49609 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1414,73)" 1935 false 3894



ENSGALP00000023278 CID 314 - 325

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1414,74)" 1547 true 1.94 3895

ENSGALP00000038795 CID 183 - 194

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1414,82)" 3535 false 3896

ENSGALP00000023266 CID 90 - 101
ribosomal protein S20 - 
HGNC:10405 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1414,87)" 1939 true 0.68 3897

ENSGALP00000012462 CID 42 - 52
ribosomal protein S25 - 
HGNC:10413 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1414,90)" 473 true 0.68 3898

ENSGALP00000036304 CID 375 - 386
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1415,63)" 3604 3899



ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1415,75)" 4354 true 0.31 3900

ENSGALP00000008236 CID 664 - 675
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1415,75)" 4354 false 0.31 3901

ENSGALP00000041109 CID 446 - 458
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1415,77)" 2731 true 0.35 3902

ENSGALP00000008128 CID 1,278 - 1,289
nucleoporin 210kDa - CGNC 
Symbol 3777 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1415,79)" 3089 false 3903

ENSGALP00000042479 CID Nov-25
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1415,79)" 3089 3904



ENSGALP00000007945 CID 72 - 82

translocase of inner 
mitochondrial membrane 8 
homolog A (yeast) - CGNC Symbol 
3689 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1416,64)" 3980 3905

ENSGALP00000003823 CID 1,211 - 1,223
complement factor H-related 2 - 
CGNC Symbol 53547 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1416,72)" 1469 false 3906

ENSGALP00000008336 CID Feb-15
adhesion regulating molecule 1 - 
CGNC Symbol 3870 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1416,75)" 2956 3907

ENSGALP00000002609 CID 170 - 182
mannose phosphate isomerase - 
CGNC Symbol 55513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1416,79)" 528 3908

ENSGALP00000041574 CID 141 - 151
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1416,84)" 346 true 0.55 3909



ENSGALP00000023396 CID 20 - 32
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1416,86)" 662 false 3910

ENSGALP00000004048 CID 307 - 318 kinectin 1 - CGNC Symbol 9206 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1416,86)" 662 3911

ENSGALP00000005505 CID 105 - 116
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1417,69)" 567 3912

ENSGALP00000006018 CID 375 - 385

poly(A) binding protein 
cytoplasmic 4 (inducible form) - 
CGNC Symbol 2781 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1417,71)" 1497 true 1.1 3913

ENSGALP00000023288 CID 311 - 321

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1417,71)" 1497 true 1.1 3914



ENSGALP00000019018 CID 117 - 129 translin - CGNC Symbol 8854 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1417,77)" 11195 3915

ENSGALP00000010267 CID 290 - 301
H2A histone family member Y - 
CGNC Symbol 4787 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1417,77)" 11195 false 3916

ENSGALP00000035339 CID 112 - 123

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1417,77)" 11195 3917

ENSGALP00000005643 CID 439 - 452

5-aminoimidazole-4-carboxamide 
ribonucleotide 
formyltransferase/IMP 
cyclohydrolase - CGNC Symbol 
2606 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1417,77)" 600 3918

ENSGALP00000018258 CID 385 - 395
Enah/Vasp-like - CGNC Symbol 
8513 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1417,77)" 600 false 3919



ENSGALP00000027399 CID 178 - 189 esterase D - CGNC Symbol 12753 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1417,77)" 6458 3920

ENSGALP00000003850 CID 118 - 129

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1417,83)" 386 false 3921

ENSGALP00000009853 CID 94 - 105
zinc finger protein 326 - CGNC 
Symbol 4587 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1418,64)" 2305 3922

P13645 CID 387 - 399

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1418,71)" 704 true 0.83 3923

ENSGALP00000015657 CID 51 - 62 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1418,75)" 23947 true 0.25 3924



ENSGALP00000015988 CID 53 - 64
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1418,75)" 23947 true 0.25 3925

ENSGALP00000023523 CID 53 - 64
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1418,75)" 23947 true 0.25 3926

ENSGALP00000008163 CID 155 - 165
orosomucoid 1 (ovoglycoprotein) - 
CGNC Symbol 49217 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1419,72)" 3912 true 11.76 3927

ENSGALP00000038795 CID 46 - 58

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1419,73)" 4180 true 0.44 3928

ENSGALP00000001332 CID 159 - 168
lysyl-tRNA synthetase - CGNC 
Symbol 602 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1419,74)" 7247 false 3929



ENSGALP00000007490 CID 363 - 373 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1419,77)" 1049 3930

ENSGALP00000017926 CID Nov-23
phosphoglucomutase 1 - CGNC 
Symbol 8372 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1419,77)" 4528 true 0.19 3931

ENSGALP00000001013 CID 69 - 80
ribosomal protein L22 - CGNC 
Symbol 48966 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1419,83)" 859 false 3932

ENSGALP00000019031 CID 59 - 70 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1420,55)" 1381 false 3933

ENSGALP00000020666 CID 123 - 134
DEK proto-oncogene - CGNC 
Symbol 9623 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1420,78)" 6781 true 5.18 3934



ENSGALP00000025165 CID 74 - 85

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1420,80)" 1357 true 0.53 3935

ENSGALP00000004159 CID 107 - 118
ribosomal protein L10a - CGNC 
Symbol 51119 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1420,82)" 516 false 3936

P35908 CID 276 - 287

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1420,82)" 1053 false 3937

ENSGALP00000006372 CID 357 - 367

aldo-keto reductase family 7 
member A2 (aflatoxin aldehyde 
reductase) - CGNC Symbol 51005 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1421,67)" 16464 true 0.18 3938

ENSGALP00000003898 CID 874 - 884 matrin 3 - CGNC Symbol 1772 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1421,73)" 347 false 3939



ENSGALP00000006018 CID 375 - 385

poly(A) binding protein 
cytoplasmic 4 (inducible form) - 
CGNC Symbol 2781 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1421,73)" 1647 3940

ENSGALP00000023288 CID 311 - 321

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1421,73)" 1647 3941

ENSGALP00000014374 CID 299 - 310
malate dehydrogenase 1 - CGNC 
Symbol 6725 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1421,76)" 2989 true 0.68 3942

ENSGALP00000007837 CID 94 - 105

phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 
51649 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1421,78)" 8084 true 4.66 3943

ENSGALP00000016536 CID 222 - 234
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1421,78)" 3532 true 0.96 3944



ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1421,79)" 367 true 1.49 3945

ENSGALP00000007391 CID 88 - 99
programmed cell death 5 - CGNC 
Symbol 3442 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1421,87)" 777 false 3946

ENSGALP00000042610 CID 38 - 51

ATP synthase H+ transporting 
mitochondrial F1 complex delta 
subunit - CGNC Symbol 56808 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1422,65)" 634 true 1.81 3947

ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1422,68)" 1858 true 0.66 3948

ENSGALP00000008273 CID 898 - 910
PHD finger protein 2 - CGNC 
Symbol 3843 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1422,71)" 362 false 3949



ENSGALP00000041574 CID 120 - 131
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1422,79)" 373 false 3950

ENSGALP00000009420 CID 578 - 590

coatomer protein complex 
subunit gamma 1 - CGNC Symbol 
4382 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1422,81)" 8137 true 0.45 3951

ENSGALP00000023278 CID 314 - 325

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1422,81)" 8137 false 1.94 3952

ENSGALP00000021708 CID 58 - 70
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1422,90)" 631 false 3953

ENSGALP00000004817 CID 41 - 52
peroxiredoxin 6 - CGNC Symbol 
2214 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1423,68)" 14165 true 0.19 3954



ENSGALP00000038795 CID 46 - 58

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1423,74)" 1574 3955

ENSGALP00000007490 CID 403 - 414 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1423,79)" 7318 false 3956

ENSGALP00000013729 CID 26 - 37
small ubiquitin-like modifier 1 - 
CGNC Symbol 48961 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1423,81)" 428 true 0.79 3957

ENSGALP00000016361 CID 188 - 199
ribosomal protein S3A - CGNC 
Symbol 51748 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1423,91)" 787 true 0.33 3958

ENSGALP00000009217 CID 32 - 43
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1424,67)" 2780 3959



ENSGALP00000020268 CID 579 - 590
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1424,76)" 3556 true 1.35 3960

ENSGALP00000001332 CID 228 - 238
lysyl-tRNA synthetase - CGNC 
Symbol 602 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1424,77)" 1097 true 0.81 3961

ENSGALP00000032274 CID 271 - 283

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1425,69)" 456 true 1.05 3962

ENSGALP00000001997 CID 95 - 107
eukaryotic translation initiation 
factor 4H - CGNC Symbol 897 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1425,74)" 1214 3963

ENSGALP00000020275 CID 39 - 50
lectin galactoside-binding soluble 
1 - CGNC Symbol 49833 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1425,75)" 7455 3964



ENSGALP00000014374 CID 299 - 310
malate dehydrogenase 1 - CGNC 
Symbol 6725 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1425,78)" 1120 3965

ENSGALP00000039270 CID 756 - 767
topoisomerase (DNA) II alpha 
170kDa - CGNC Symbol 49380 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1425,80)" 5290 true 0.62 3966

ENSGALP00000007837 CID 94 - 105

phosphoribosyl pyrophosphate 
synthetase 1 - CGNC Symbol 
51649 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1425,80)" 7676 3967

ENSGALP00000001474 CID 620 - 631

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1425,81)" 536 false 3968

ENSGALP00000016536 CID 222 - 234
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1425,81)" 3453 3969



ENSGALP00000023278 CID 191 - 205

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1425,82)" 5960 true 0.78 3970

ENSGALP00000042610 CID 38 - 51

ATP synthase H+ transporting 
mitochondrial F1 complex delta 
subunit - CGNC Symbol 56808 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1426,68)" 1147 3971

ENSGALP00000022269 CID 288 - 299

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1426,72)" 3747 3972

ENSGALP00000003012 CID 203 - 214
malate dehydrogenase 2 - CGNC 
Symbol 1378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1426,84)" 2644 true 0.91 3973

ENSGALP00000009420 CID 578 - 590

coatomer protein complex 
subunit gamma 1 - CGNC Symbol 
4382 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1426,85)" 3155 3974



ENSGALP00000018939 CID 334 - 345

group-specific component 
(vitamin D binding protein) - 
CGNC Symbol 8824 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1427,66)" 1642 false 3975

ENSGALP00000004817 CID 41 - 52
peroxiredoxin 6 - CGNC Symbol 
2214 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1427,70)" 2573 3976

ENSGALP00000008171 CID 628 - 638

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1427,72)" 2212 true 0.96 3977

ENSGALP00000009960 CID 146 - 158
ribosomal protein L13 - CGNC 
Symbol 49509 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1428,78)" 447 true 8.05 3978

ENSGALP00000020268 CID 579 - 590
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1428,78)" 5530 3979



ENSGALP00000001332 CID 228 - 238
lysyl-tRNA synthetase - CGNC 
Symbol 602 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1428,81)" 948 3980

ENSGALP00000038262 CID 79 - 90
serine/arginine-rich splicing 
factor 1 - Refseq NP_001107213 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1429,63)" 6123 true 2.07 3981

ENSGALP00000015846 CID 380 - 392
asparagine synthetase (glutamine-
hydrolyzing) - CGNC Symbol 7411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1429,67)" 4940 true 2.07 3982

ENSGALP00000013122 CID 222 - 233

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1429,78)" 4209 true 1.15 3983

ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1429,79)" 1500 false 3984



ENSGALP00000039270 CID 756 - 767
topoisomerase (DNA) II alpha 
170kDa - CGNC Symbol 49380 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1429,81)" 5169 3985

ENSGALP00000041331 CID 30 - 41
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1429,83)" 5544 true 0.39 3986

ENSGALP00000017547 CID 295 - 305
ubiquitin specific peptidase 24 - 
CGNC Symbol 8213 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1429,83)" 5544 false 0.39 3987

ENSGALP00000018498 CID 87 - 99

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1429,83)" 614 true 0.95 3988

ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1430,65)" 6255 true 0.33 3989



ENSGALP00000013267 CID 56 - 68
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1430,71)" 11363 true 0.33 3990

ENSGALP00000016175 CID 333 - 344
ATP binding cassette subfamily E 
member 1 - CGNC Symbol 7569 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1430,79)" 684 true 0.67 3991

ENSGALP00000023944 CID 171 - 182

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1430,81)" 1293 false 0.92 3992

ENSGALP00000003089 CID 324 - 336
valosin containing protein - CGNC 
Symbol 53073 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1430,85)" 11915 3993

ENSGALP00000042244 CID 2,457 - 2,467
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1430,86)" 2183 false 3994



ENSGALP00000035717 CID 34 - 44

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - 
CGNC Symbol 12721 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1431,57)" 1629 true 0.7 3995

ENSGALP00000005576 CID 45 - 55
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1431,70)" 6190 true 1.19 3996

ENSGALP00000041423 CID Apr-14
glutathione peroxidase 1 - CGNC 
Symbol 65881 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1431,75)" 1182 false 3997

ENSGALP00000032097 CID 242 - 254
CD5 molecule - CGNC Symbol 
3864 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1431,76)" 1356 true 1.51 3998

ENSGALP00000006372 CID 214 - 224

aldo-keto reductase family 7 
member A2 (aflatoxin aldehyde 
reductase) - CGNC Symbol 51005 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1431,77)" 6132 true 0.12 3999



ENSGALP00000023635 CID 133 - 144 lamin B1 - CGNC Symbol 10893 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1431,77)" 6132 false 4000

ENSGALP00000035366 CID 414 - 426

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1431,83)" 1144 false 4001

ENSGALP00000001710 CID Jan-16
fibroblast growth factor receptor 
3 - CGNC Symbol 49846 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1432,70)" 861 4002

ENSGALP00000030678 CID 159 - 171 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1432,75)" 1121 4003

ENSGALP00000019975 CID 84 - 94
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1432,77)" 5864 true 0.84 4004



ENSGALP00000005468 CID 204 - 216

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC 
Symbol 49552 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1432,77)" 5864 false 4005

ENSGALP00000009960 CID 146 - 158
ribosomal protein L13 - CGNC 
Symbol 49509 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1432,81)" 4246 4006

ENSGALP00000025165 CID 74 - 85

Gallus gallus ribosomal protein L7 
(RPL7) mRNA. - RefSeq mRNA 
NM_001006345 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1432,87)" 455 true 0.53 4007

ENSGALP00000038262 CID 79 - 90
serine/arginine-rich splicing 
factor 1 - Refseq NP_001107213 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1433,66)" 12660 4008

ENSGALP00000014641 CID Feb-13
endothelial differentiation related 
factor 1 - CGNC Symbol 6846 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1433,69)" 477 4009



ENSGALP00000023278 CID 191 - 205

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1433,86)" 11958 false 4010

ENSGALP00000027391 CID 359 - 370
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1433,88)" 3811 false 4011

ENSGALP00000007490 CID 544 - 555 moesin - HGNC:7373 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1434,67)" 1748 4012

ENSGALP00000040418 CID 33 - 44 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1434,72)" 2618 false 4013

ENSGALP00000035339 CID 194 - 207

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1434,72)" 960 true 2.68 4014



ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1434,73)" 648 true 2.12 4015

ENSGALP00000013267 CID 56 - 68
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1434,73)" 10079 4016

ENSGALP00000017954 CID 96 - 108

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1434,88)" 1119 false 4017

ENSGALP00000003012 CID 203 - 214
malate dehydrogenase 2 - CGNC 
Symbol 1378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1434,89)" 2417 true 0.91 4018

ENSGALP00000010797 CID 223 - 235
transcriptional adaptor 3 - CGNC 
Symbol 5049 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1434,92)" 2506 false 4019



ENSGALP00000021838 CID 554 - 566
RNA binding motif protein 14 - 
HGNC:14219 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1435,71)" 1153 4020

ENSGALP00000005576 CID 45 - 55
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1435,73)" 5850 4021

ENSGALP00000032097 CID 242 - 254
CD5 molecule - CGNC Symbol 
3864 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1435,79)" 2595 4022

ENSGALP00000041758 CID 209 - 221

transporter 1 ATP-binding 
cassette sub-family B (MDR/TAP) - 
CGNC Symbol 53176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1436,66)" 617 true 3.4 4023

ENSGALP00000003043 CID 684 - 695
alanyl-tRNA synthetase - CGNC 
Symbol 50043 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1436,68)" 1967 true 0.56 4024



ENSGALP00000025606 CID 85 - 96

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1436,79)" 18165 4025

ENSGALP00000019975 CID 84 - 94
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1436,80)" 5767 4026

ENSGALP00000005653 CID 1,294 - 1,306 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1436,80)" 3563 true 3.4 4027

ENSGALP00000019163 CID 35 - 47 histone H1 - CGNC Symbol 53214 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1436,95)" 35820 false 4028

ENSGALP00000003823 CID 710 - 721
complement factor H-related 2 - 
CGNC Symbol 53547 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1437,70)" 3609 true 0.87 4029



ENSGALP00000013574 CID 365 - 377
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1437,72)" 25655 true 0.35 4030

ENSGALP00000027391 CID 283 - 294
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1437,73)" 1093 false 4031

ENSGALP00000024468 CID 65 - 76
ribosomal protein S15 - CGNC 
Symbol 11306 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1437,81)" 9774 true 1.22 4032

ENSGALP00000004641 CID 433 - 444
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1437,81)" 9774 false 4033

ENSGALP00000013122 CID 222 - 233

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1437,83)" 5160 true 1.15 4034



ENSGALP00000018410 CID 842 - 853
topoisomerase (DNA) II beta 
180kDa - CGNC Symbol 8591 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1437,87)" 451 false 4035

ENSGALP00000039872 CID 253 - 265

regulator of chromosome 
condensation 2 - CGNC Symbol 
287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1437,88)" 5869 4036

ENSGALP00000041331 CID 30 - 41
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1437,88)" 1943 true 0.39 4037

ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1438,74)" 432 4038

ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1438,74)" 6330 true 3.24 4039



ENSGALP00000035339 CID 194 - 207

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1438,75)" 4037 4040

ENSGALP00000000199 CID 1,486 - 1,497
SPT6 homolog histone chaperone 
- CGNC Symbol 75 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1438,76)" 1698 true 0.9 4041

ENSGALP00000023278 CID 314 - 325

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1438,78)" 346 false 4042

ENSGALP00000004672 CID 449 - 460

3-hydroxy-3-methylglutaryl-CoA 
synthase 2 (mitochondrial) - 
CGNC Symbol 2139 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1438,78)" 4052 4043

ENSGALP00000041159 CID 34 - 45
ribosomal protein S16 - 
HGNC:10396 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1438,78)" 4052 true 1.34 4044



ENSGALP00000000383 CID 1,299 - 1,311
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1438,81)" 69299 false 4045

ENSGALP00000028961 CID 98 - 110
voltage-dependent anion channel 
3 - CGNC Symbol 2745 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1438,87)" 420 false 4046

ENSGALP00000014800 CID 1,329 - 1,341

Hsap of 1: scavenger receptor 
cysteine rich family member with 
5 domains - HGNC:26641 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1439,77)" 11854 false 4047

ENSGALP00000019224 CID 325 - 336

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1439,84)" 1784 false 4048

ENSGALP00000003767 CID 37 - 49
phosphoserine phosphatase - 
CGNC Symbol 50540 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1440,66)" 1494 false 4049



ENSGALP00000041758 CID 209 - 221

transporter 1 ATP-binding 
cassette sub-family B (MDR/TAP) - 
CGNC Symbol 53176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1440,69)" 328 4050

ENSGALP00000003043 CID 684 - 695
alanyl-tRNA synthetase - CGNC 
Symbol 50043 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1440,72)" 411 4051

ENSGALP00000008824 CID 326 - 336

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1440,72)" 525 true 2.09 4052

ENSGALP00000039133 CID 110 - 121

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1440,75)" 3497 true 0.57 4053

ENSGALP00000007391 CID 42 - 54
programmed cell death 5 - CGNC 
Symbol 3442 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1440,81)" 2415 true 0.32 4054



ENSGALP00000038576 CID 40 - 52
GTPase IMAP family member 7-
like - CGNC Symbol 53739 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1440,85)" 1396 4055

ENSGALP00000000639 CID 191 - 201 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1442,68)" 417 4056

ENSGALP00000016120 CID 32 - 42
Ras-related protein Rap-1b-like 
protein - CGNC Symbol 50604 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1442,72)" 5927 true 1.04 4057

ENSGALP00000017954 CID 170 - 181

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1442,76)" 20938 4058

ENSGALP00000040418 CID 33 - 44 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1442,76)" 578 false 4059



ENSGALP00000000199 CID 1,486 - 1,497
SPT6 homolog histone chaperone 
- CGNC Symbol 75 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1442,78)" 1536 4060

ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1442,78)" 1836 true 1.07 4061

ENSGALP00000041159 CID 34 - 45
ribosomal protein S16 - 
HGNC:10396 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1442,80)" 5776 4062

ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1442,86)" 2257 false 4063

ENSGALP00000037524 CID 95 - 106
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1442,86)" 2257 false 4064



ENSGALP00000023926 CID 134 - 144
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1443,67)" 608 true 2.76 4065

ENSGALP00000021255 CID 530 - 541
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1443,71)" 4954 true 2.76 4066

ENSGALP00000014870 CID 288 - 302

Hsap of 1: scavenger receptor 
cysteine rich family member with 
5 domains - HGNC:26641 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1443,75)" 6103 false 4067

ENSGALP00000041491 CID 297 - 311

Hsap of 1: scavenger receptor 
cysteine rich family member with 
5 domains - HGNC:26641 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1443,75)" 6103 false 4068

ENSGALP00000023617 CID 124 - 136

endoplasmic reticulum 
aminopeptidase 1 - CGNC Symbol 
52992 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1443,76)" 3040 true 0.97 4069



ENSGALP00000023944 CID 367 - 379

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1443,77)" 6827 true 0.97 4070

ENSGALP00000038778 CID 35 - 47 actin-like 6A - CGNC Symbol 6893 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1443,81)" 650 true 5.72 4071

ENSGALP00000027495 CID 134 - 146
SMAD family member 9 - CGNC 
Symbol 12809 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1443,90)" 534 true 1.1 4072

ENSGALP00000003431 CID 189 - 202

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1444,71)" 1793 4073

ENSGALP00000011961 CID 130 - 141

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1444,72)" 2439 4074



ENSGALP00000031272 CID Feb-14

protein phosphatase 1 catalytic 
subunit beta isozyme - CGNC 
Symbol 49609 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1444,73)" 1223 4075

ENSGALP00000009605 CID 279 - 290
proliferation-associated 2G4 
38kDa - CGNC Symbol 4474 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1444,81)" 1809 true 0.32 4076

ENSGALP00000007391 CID 42 - 54
programmed cell death 5 - CGNC 
Symbol 3442 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1444,83)" 509 4077

ENSGALP00000013640 CID 181 - 192

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 1 - 
CGNC Symbol 49774 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1444,85)" 2423 false 4078

ENSGALP00000007379 CID 167 - 178

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1444,85)" 2423 false 4079



ENSGALP00000013574 CID 365 - 377
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1445,75)" 8005 true 0.35 4080

ENSGALP00000014308 CID 63 - 76
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1445,79)" 2646 true 0.54 4081

ENSGALP00000042244 CID 3,002 - 3,014
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1445,80)" 860 false 4082

ENSGALP00000013122 CID 406 - 418

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1445,80)" 860 true 1.39 4083

ENSGALP00000010786 CID 239 - 251

enoyl-CoA hydratase/3-
hydroxyacyl CoA dehydrogenase - 
CGNC Symbol 5045 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1445,80)" 860 false 4084



ENSGALP00000004375 CID 77 - 90
acetyl-CoA acyltransferase 2 - 
CGNC Symbol 2003 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1445,89)" 8223 true 2.21 4085

ENSGALP00000013267 CID 56 - 68
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1446,70)" 2352 true 1.77 4086

ENSGALP00000003423 CID 616 - 626

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1446,73)" 325 true 3.61 4087

ENSGALP00000005090 CID 414 - 425
UPF1 RNA helicase and ATPase - 
CGNC Symbol 2340 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1446,73)" 5132 true 1.08 4088

ENSGALP00000007379 CID 151 - 162

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1446,75)" 7816 true 1.45 4089



ENSGALP00000002513 CID 75 - 87
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1446,76)" 2102 true 1.26 4090

ENSGALP00000023214 CID 221 - 232
DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 10712 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1446,79)" 1434 4091

ENSGALP00000013388 CID 189 - 200
proteasome 26S subunit ATPase 2 
- CGNC Symbol 6240 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1446,79)" 1325 true 2.32 4092

ENSGALP00000017341 CID 368 - 379

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1446,81)" 2111 false 4093

ENSGALP00000041744 CID 148 - 159

SEC22 homolog B vesicle 
trafficking protein - CGNC Symbol 
52179 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1446,83)" 472 4094



ENSGALP00000023926 CID 134 - 144
Hsap of 4: myosin light chain 12B - 
HGNC:29827 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1447,69)" 2494 4095

ENSGALP00000008236 CID 998 - 1,009
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1447,78)" 2066 4096

ENSGALP00000023617 CID 124 - 136

endoplasmic reticulum 
aminopeptidase 1 - CGNC Symbol 
52992 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1447,79)" 2963 4097

ENSGALP00000023944 CID 367 - 379

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1447,79)" 11112 4098

P04264 CID 186 - 197

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1447,82)" 836 false 4099



ENSGALP00000035780 CID 1,066 - 1,077
RAN binding protein 2 - CGNC 
Symbol 50838 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1447,87)" 386 false 4100

ENSGALP00000027495 CID 134 - 146
SMAD family member 9 - CGNC 
Symbol 12809 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1447,92)" 1063 4101

ENSGALP00000025280 CID Apr-16 thioredoxin - CGNC Symbol 49804 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1448,76)" 6015 true 0.72 4102

ENSGALP00000008824 CID 326 - 336

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1448,78)" 1099 true 2.09 4103

ENSGALP00000041134 CID Oct-23
microfibrillar associated protein 1 
- CGNC Symbol 6322 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1448,83)" 331 true 3.54 4104



ENSGALP00000016509 CID 1,381 - 1,392

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin subfamily 
a member 2 - CGNC Symbol 7728 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1448,84)" 454 4105

ENSGALP00000028424 CID 213 - 224
O-6-methylguanine-DNA 
methyltransferase - HGNC:7059 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1448,85)" 1084 4106

ENSGALP00000006965 CID 640 - 650
VPS35 retromer complex 
component - CGNC Symbol 3222 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1449,67)" 711 4107

ENSGALP00000000639 CID 203 - 213 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1449,74)" 2199 true 2.12 4108

ENSGALP00000038435 CID 35 - 47

transglutaminase 2 (C 
polypeptide protein-glutamine-
gamma-glutamyltransferase) - 
CGNC Symbol 49801 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1449,80)" 658 false 4109



ENSGALP00000024468 CID 65 - 76
ribosomal protein S15 - CGNC 
Symbol 11306 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1449,88)" 11925 true 1.22 4110

ENSGALP00000009528 CID 77 - 90
RuvB like AAA ATPase 1 - CGNC 
Symbol 4431 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1449,92)" 494 false 4111

ENSGALP00000004375 CID 77 - 90
acetyl-CoA acyltransferase 2 - 
CGNC Symbol 2003 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1449,92)" 18510 4112

ENSGALP00000023936 CID 418 - 429

3-hydroxy-3-methylglutaryl-CoA 
synthase 1 (soluble) - CGNC 
Symbol 49779 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1450,70)" 886 false 4113

ENSGALP00000039270 CID 642 - 653
topoisomerase (DNA) II alpha 
170kDa - CGNC Symbol 49380 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1450,72)" 501 true 1 4114



ENSGALP00000026812 CID 1,647 - 1,660
kinesin family member 13B - 
CGNC Symbol 12468 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1450,72)" 2094 4115

ENSGALP00000003423 CID 616 - 626

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1450,77)" 2379 4116

ENSGALP00000016120 CID 32 - 42
Ras-related protein Rap-1b-like 
protein - CGNC Symbol 50604 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1450,77)" 6141 true 1.04 4117

ENSGALP00000007379 CID 151 - 162

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1450,78)" 2746 4118

ENSGALP00000002513 CID 75 - 87
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1450,78)" 2645 4119



ENSGALP00000013388 CID 189 - 200
proteasome 26S subunit ATPase 2 
- CGNC Symbol 6240 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1450,82)" 3642 4120

ENSGALP00000017288 CID 34 - 46

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1451,69)" 1563 true 0.99 4121

ENSGALP00000027953 CID 28 - 40
ribosomal protein S3 - CGNC 
Symbol 13020 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1451,69)" 20675 true 0.99 4122

ENSGALP00000035780 CID 1,943 - 1,954
RAN binding protein 2 - CGNC 
Symbol 50838 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1451,95)" 381 false 4123

ENSGALP00000036122 CID 128 - 139

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1452,71)" 4627 true 1.37 4124



ENSGALP00000011689 CID 201 - 212
prolyl 4-hydroxylase beta 
polypeptide - CGNC Symbol 5464 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1452,79)" 412 false 4125

ENSGALP00000041134 CID Oct-23
microfibrillar associated protein 1 
- CGNC Symbol 6322 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1452,87)" 1804 4126

ENSGALP00000036304 CID 53 - 66
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1452,91)" 377 false 4127

ENSGALP00000004437 CID 140 - 153
ribosomal protein S10 - CGNC 
Symbol 51122 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1453,71)" 21596 true 1.04 4128

ENSGALP00000022293 CID 547 - 558 ezrin - CGNC Symbol 10288 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1453,73)" 392 false 4129



ENSGALP00000007472 CID 75 - 87
PDGFA associated protein 1 - 
CGNC Symbol 3481 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1453,77)" 686 true 1.17 4130

ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1453,79)" 4161 true 2.63 4131

ENSGALP00000035686 CID 413 - 424
periostin osteoblast specific 
factor - CGNC Symbol 12805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1454,65)" 3571 true 1.74 4132

ENSGALP00000017288 CID 34 - 46

caspase 3 apoptosis-related 
cysteine peptidase - CGNC 
Symbol 8080 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1455,70)" 1006 4133

ENSGALP00000027953 CID 28 - 40
ribosomal protein S3 - CGNC 
Symbol 13020 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1455,72)" 6852 4134



ENSGALP00000040654 CID 21 - 32
thymosin beta 4 Y-linked - 
HGNC:11882 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1455,80)" 790 true 1.21 4135

ENSGALP00000022457 CID 72 - 82
Hsap of 1: SEH1 like nucleoporin - 
HGNC:30379 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1456,70)" 1256 true 0.74 4136

ENSGALP00000025280 CID Apr-16 thioredoxin - CGNC Symbol 49804 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1456,81)" 4344 true 0.72 4137

ENSGALP00000017119 CID Jul-18

oligosaccharyltransferase 
complex subunit (non-catalytic) - 
CGNC Symbol 51766 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1456,81)" 328 false 4138

ENSGALP00000010844 CID 70 - 82
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1456,88)" 2553 false 4139



ENSGALP00000013659 CID 18 - 32
THUMP domain containing 3 - 
CGNC Symbol 6359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1457,65)" 2463 true 0.51 4140

ENSGALP00000007287 CID 129 - 141
ribosomal protein S14 - CGNC 
Symbol 3393 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1457,74)" 7807 true 0.51 4141

ENSGALP00000004437 CID 140 - 153
ribosomal protein S10 - CGNC 
Symbol 51122 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1457,76)" 23166 4142

ENSGALP00000004225 CID Jan-14

Gallus gallus NME/NM23 
nucleoside diphosphate kinase 4 
(NME4) mRNA. - RefSeq mRNA 
NM_001282217 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1457,76)" 23166 4143

ENSGALP00000016623 CID 84 - 95
nucleosome assembly protein 1-
like 1 - CGNC Symbol 50609 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1457,77)" 2049 true 0.79 4144



ENSGALP00000001460 CID 163 - 175
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1457,79)" 4249 true 1.15 4145

ENSGALP00000007472 CID 75 - 87
PDGFA associated protein 1 - 
CGNC Symbol 3481 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1457,79)" 804 4146

ENSGALP00000015409 CID 718 - 729
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1457,80)" 1537 true 0.39 4147

ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1457,81)" 374 4148

ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1458,77)" 787 false 4149



ENSGALP00000003899 CID 251 - 265
methionine adenosyltransferase I 
alpha - CGNC Symbol 1773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1458,78)" 15435 false 4150

ENSGALP00000014119 CID 70 - 83
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1458,80)" 378 false 4151

ENSGALP00000000468 CID 208 - 219

Gallus gallus proteasome 
(prosome macropain) 26S subunit 
ATPase 5 (PSMC5) mRNA. - 
RefSeq mRNA NM_001292069 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1459,74)" 2028 4152

ENSGALP00000014298 CID 42 - 54
ribosomal protein L12 - CGNC 
Symbol 50469 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1459,78)" 1368 false 4153

ENSGALP00000025883 CID 60 - 71

eukaryotic translation initiation 
factor 3 subunit E - CGNC Symbol 
12026 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1459,79)" 5451 4154



ENSGALP00000038105 CID 75 - 87
fibrinogen beta chain - CGNC 
Symbol 7036 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1459,81)" 3895 false 4155

ENSGALP00000036122 CID 128 - 139

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1460,76)" 6355 true 1.37 4156

ENSGALP00000043256 CID Feb-13
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1460,77)" 2920 false 4157

ENSGALP00000013659 CID 18 - 32
THUMP domain containing 3 - 
CGNC Symbol 6359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1461,68)" 651 4158

ENSGALP00000008131 CID 234 - 246 vinculin - CGNC Symbol 3778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1461,71)" 1635 4159



ENSGALP00000036304 CID 218 - 229
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1461,71)" 1635 true 0.82 4160

ENSGALP00000005971 CID 314 - 324 annexin A2 - CGNC Symbol 49740 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1461,74)" 474 false 4161

ENSGALP00000007287 CID 129 - 141
ribosomal protein S14 - CGNC 
Symbol 3393 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1461,76)" 4338 4162

ENSGALP00000015409 CID 718 - 729
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1461,80)" 6692 4163

ENSGALP00000041159 CID 107 - 117
ribosomal protein S16 - 
HGNC:10396 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1461,82)" 3362 true 0.42 4164



ENSGALP00000012472 CID 274 - 286 nucleolin - CGNC Symbol 5823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1461,84)" 962 true 0.4 4165

ENSGALP00000027401 CID 413 - 426

succinate-CoA ligase ADP-forming 
beta subunit - CGNC Symbol 
12755 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1461,90)" 7552 false 4166

ENSGALP00000004720 CID Sep-20
phosphoglycerate dehydrogenase 
- CGNC Symbol 2161 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1462,70)" 677 false 4167

ENSGALP00000004048 CID 254 - 266 kinectin 1 - CGNC Symbol 9206 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1462,73)" 9915 false 4168

ENSGALP00000038130 CID 48 - 61 profilin-2 - Refseq NP_001073228 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1462,73)" 9915 true 0.25 4169



ENSGALP00000003823 CID 953 - 964
complement factor H-related 2 - 
CGNC Symbol 53547 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1462,76)" 8530 false 4170

ENSGALP00000025461 CID 227 - 239
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1462,77)" 712 false 4171

ENSGALP00000015735 CID 77 - 88
Sjogren syndrome antigen B - 
CGNC Symbol 7359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1462,78)" 486 false 4172

ENSGALP00000010965 CID 183 - 194

regulation of nuclear pre-mRNA 
domain containing 1B - CGNC 
Symbol 50965 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1462,83)" 924 false 4173

ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1463,79)" 407 true 0.73 4174



ENSGALP00000026214 CID 5,988 - 6,000 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1464,72)" 13710 true 2.92 4175

ENSGALP00000016447 CID 99 - 110
ribosomal protein S8 - CGNC 
Symbol 52222 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1464,76)" 965 true 10.24 4176

ENSGALP00000021034 CID 61 - 73

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1464,78)" 2704 4177

ENSGALP00000027305 CID 77 - 88

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC Symbol 
12703 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1464,78)" 2704 false 4178

ENSGALP00000000864 CID 133 - 145
RAB11B member RAS oncogene 
family - CGNC Symbol 51171 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1464,78)" 2704 false 4179



ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1464,86)" 1335 true 3.57 4180

ENSGALP00000004720 CID 449 - 461
phosphoglycerate dehydrogenase 
- CGNC Symbol 2161 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1464,89)" 2620 false 4181

ENSGALP00000039931 CID 52 - 64
proteasome 26S subunit non-
ATPase 11 - CGNC Symbol 17043 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1464,90)" 588 false 4182

ENSGALP00000003646 CID 119 - 132

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1465,80)" 8334 true 1.12 4183

ENSGALP00000001460 CID 163 - 175
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1465,83)" 5718 true 1.15 4184



ENSGALP00000035366 CID 160 - 172

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1465,85)" 306 true 2 4185

ENSGALP00000006308 CID 123 - 134
ribosomal protein L23a - CGNC 
Symbol 2910 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1465,97)" 1320 false 4186

ENSGALP00000009511 CID 197 - 208
ribosomal protein L5 - CGNC 
Symbol 4424 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1466,71)" 1033 4187

ENSGALP00000038130 CID 48 - 61 profilin-2 - Refseq NP_001073228 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1466,75)" 2247 4188

ENSGALP00000042882 CID 605 - 616
6-phosphofructokinase muscle 
type - Refseq NP_989554 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1466,78)" 696 false 4189



ENSGALP00000022269 CID 300 - 312

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1466,81)" 13096 true 0.09 4190

ENSGALP00000037524 CID 95 - 106
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1466,83)" 8378 true 6.12 4191

ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1466,83)" 8378 true 6.12 4192

ENSGALP00000020154 CID 463 - 477
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1467,81)" 3233 4193

ENSGALP00000034254 CID 97 - 107
cell division cycle 42 - CGNC 
Symbol 3561 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1467,81)" 3425 false 4194



ENSGALP00000035339 CID 279 - 292

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1467,81)" 13984 4195

ENSGALP00000013388 CID 340 - 351
proteasome 26S subunit ATPase 2 
- CGNC Symbol 6240 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1467,85)" 1961 true 0.97 4196

ENSGALP00000036002 CID 70 - 81
RAB10 member RAS oncogene 
family - CGNC Symbol 12382 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1468,68)" 5024 true 4.04 4197

ENSGALP00000008056 CID 428 - 440
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1468,73)" 2743 false 4198

ENSGALP00000015886 CID 97 - 109
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1468,73)" 2286 true 10.24 4199



ENSGALP00000016447 CID 99 - 110
ribosomal protein S8 - CGNC 
Symbol 52222 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1468,78)" 12580 4200

ENSGALP00000000639 CID 73 - 84 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1468,80)" 811 4201

ENSGALP00000002409 CID 489 - 500

inositol polyphosphate-5-
phosphatase 145kDa - CGNC 
Symbol 52250 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1468,90)" 934 false 4202

ENSGALP00000036304 CID 218 - 229
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1469,77)" 785 true 0.82 4203

ENSGALP00000003646 CID 119 - 132

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1469,83)" 6524 4204



ENSGALP00000035478 CID 2,392 - 2,406
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1469,84)" 512 false 4205

ENSGALP00000041159 CID 107 - 117
ribosomal protein S16 - 
HGNC:10396 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1469,87)" 964 true 0.42 4206

ENSGALP00000035366 CID 160 - 172

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1469,89)" 613 4207

ENSGALP00000010984 CID 621 - 633

adaptor-related protein complex 
2 alpha 2 subunit - CGNC Symbol 
51890 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1470,85)" 617 true 0.91 4208

ENSGALP00000021892 CID 90 - 101
endoplasmic reticulum protein 44 
- CGNC Symbol 10115 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1471,66)" 1116 true 0.56 4209



ENSGALP00000004013 CID 2,220 - 2,232 talin 1 - CGNC Symbol 1830 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1471,72)" 5549 true 0.56 4210

ENSGALP00000015366 CID Feb-14
peptidylprolyl isomerase D - 
CGNC Symbol 7186 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1471,75)" 7559 4211

ENSGALP00000042497 CID 490 - 502
RAR-related orphan receptor C - 
CGNC Symbol 58847 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1471,75)" 1888 4212

ENSGALP00000023099 CID 72 - 86
histocompatibility (minor) HA-1 - 
CGNC Symbol 51181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1471,80)" 1274 4213

ENSGALP00000001750 CID 106 - 117 prohibitin - CGNC Symbol 51144 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1472,68)" 4917 true 0.27 4214



ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1472,69)" 72461 true 0.27 4215

ENSGALP00000023395 CID 80 - 93

ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 
10793 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1472,69)" 72461 4216

ENSGALP00000011961 CID 130 - 141

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1472,75)" 1655 true 0.72 4217

ENSGALP00000027981 CID 771 - 782
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1472,75)" 1893 false 4218

ENSGALP00000039728 CID 64 - 76

Gallus gallus small nuclear 
ribonucleoprotein polypeptide G 
(SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1472,83)" 3208 true 0.41 4219



ENSGALP00000014800 CID 1,439 - 1,453

Hsap of 1: scavenger receptor 
cysteine rich family member with 
5 domains - HGNC:26641 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1473,76)" 575 false 4220

ENSGALP00000004461 CID 272 - 286
interferon induced protein 35 - 
HGNC:5399 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1473,76)" 1507 true 0.52 4221

ENSGALP00000038209 CID 147 - 159
endoplasmic reticulum protein 29 
- CGNC Symbol 50366 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1473,80)" 359 false 4222

ENSGALP00000002960 CID 59 - 70
dynein light chain roadblock-type 
1 - CGNC Symbol 1352 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1474,76)" 941 false 4223

ENSGALP00000014298 CID 17 - 31
ribosomal protein L12 - CGNC 
Symbol 50469 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1474,76)" 1266 false 4224



ENSGALP00000000224 CID 65 - 77
proliferating cell nuclear antigen - 
CGNC Symbol 92 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1474,77)" 380 false 4225

ENSGALP00000007358 CID 764 - 776
RNA binding motif protein 5 - 
CGNC Symbol 3423 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1474,81)" 682 4226

ENSGALP00000022269 CID 300 - 312

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1474,86)" 1196 true 0.09 4227

ENSGALP00000037524 CID 95 - 106
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1474,89)" 53422 true 6.12 4228

ENSGALP00000016978 CID 85 - 96
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1474,89)" 53422 true 6.12 4229



ENSGALP00000007822 CID 450 - 461
coronin actin binding protein 1C - 
CGNC Symbol 50369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1475,75)" 4693 true 1.11 4230

ENSGALP00000004013 CID 2,220 - 2,232 talin 1 - CGNC Symbol 1830 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1475,75)" 3844 4231

ENSGALP00000000509 CID 575 - 589

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1476,69)" 516 true 1.81 4232

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1476,71)" 18813 true 0.27 4233

ENSGALP00000001750 CID 106 - 117 prohibitin - CGNC Symbol 51144 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1476,71)" 1819 4234



ENSGALP00000042171 CID 81 - 93
transgelin 2 - CGNC Symbol 
65718 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1476,75)" 941 true 1.27 4235

ENSGALP00000018695 CID 209 - 222

glycerol-3-phosphate 
dehydrogenase 1-like - CGNC 
Symbol 8724 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1476,76)" 642 true 1.08 4236

ENSGALP00000011961 CID 130 - 141

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1476,78)" 1647 4237

ENSGALP00000037924 CID 120 - 132

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1476,93)" 6665 true 3.57 4238

ENSGALP00000006218 CID 217 - 228

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1477,63)" 1741 true 1.39 4239



ENSGALP00000002604 CID 496 - 508

inter-alpha-trypsin inhibitor 
heavy chain 3 - CGNC Symbol 
50111 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1477,77)" 5571 false 4240

ENSGALP00000016632 CID 109 - 120 keratin 8 - HGNC:6446 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1477,77)" 1346 false 4241

ENSGALP00000012367 CID 19 - 31
SLC9A3 regulator 1 - CGNC 
Symbol 51624 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1477,78)" 545 false 4242

ENSGALP00000011559 CID 55 - 67

integrin beta 1 (fibronectin 
receptor beta polypeptide 
antigen CD29 includes MDF2 
MSK12) - CGNC Symbol 49025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1478,70)" 1868 false 4243

ENSGALP00000042870 CID 301 - 313
aminoacylase 1 - CGNC Symbol 
64270 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1478,74)" 1062 false 4244



ENSGALP00000003717 CID 88 - 101

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1478,75)" 3762 false 4245

ENSGALP00000000693 CID 241 - 252

succinate dehydrogenase 
complex subunit B iron sulfur (Ip) - 
CGNC Symbol 63429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1478,81)" 5360 true 0.54 4246

ENSGALP00000003717 CID 380 - 393

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1478,82)" 2781 4247

ENSGALP00000036948 CID 342 - 353

dihydrolipoamide S-
succinyltransferase (E2 
component of 2-oxo-glutarate 
complex) - CGNC Symbol 51956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1479,68)" 514 false 4248

ENSGALP00000002828 CID 727 - 738
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1479,74)" 19290 true 1.17 4249



ENSGALP00000042870 CID 359 - 372
aminoacylase 1 - CGNC Symbol 
64270 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1479,75)" 1784 true 0.97 4250

ENSGALP00000002373 CID 561 - 573
ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 1084 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1479,77)" 1274 true 2.44 4251

ENSGALP00000023439 CID 98 - 109

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1480,66)" 600 true 3.37 4252

ENSGALP00000013267 CID 279 - 290
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1480,70)" 6424 true 0.36 4253

ENSGALP00000000509 CID 575 - 589

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1480,71)" 1389 4254



ENSGALP00000020737 CID 310 - 321
nucleoporin 153kDa - CGNC 
Symbol 9650 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1480,73)" 2453 false 4255

ENSGALP00000018695 CID 209 - 222

glycerol-3-phosphate 
dehydrogenase 1-like - CGNC 
Symbol 8724 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1480,79)" 8676 4256

ENSGALP00000019975 CID 456 - 468
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1480,82)" 567 true 1.51 4257

ENSGALP00000023395 CID 122 - 133

ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 
10793 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1480,88)" 718 4258

ENSGALP00000006218 CID 217 - 228

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1481,66)" 3371 4259



ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1481,81)" 4676 4260

ENSGALP00000008498 CID 531 - 542
transketolase - CGNC Symbol 
3953 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1481,96)" 1942 false 4261

ENSGALP00000015886 CID 245 - 258
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1482,64)" 604 true 1.22 4262

ENSGALP00000003012 CID 241 - 256
malate dehydrogenase 2 - CGNC 
Symbol 1378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1482,74)" 1076 true 1.33 4263

ENSGALP00000002625 CID 103 - 114

Gallus gallus ATPase H+ 
transporting lysosomal 56/58kDa 
V1 subunit B2 (ATP6V1B2) mRNA. 
- RefSeq mRNA NM_001293241 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1482,76)" 378 true 0.17 4264



ENSGALP00000000316 CID 560 - 572
major vault protein - CGNC 
Symbol 136 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1482,76)" 8512 true 1.33 4265

ENSGALP00000000468 CID 320 - 331

Gallus gallus proteasome 
(prosome macropain) 26S subunit 
ATPase 5 (PSMC5) mRNA. - 
RefSeq mRNA NM_001292069 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1482,79)" 2332 true 0.97 4266

ENSGALP00000003717 CID 88 - 101

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1482,79)" 1300 4267

ENSGALP00000000693 CID 241 - 252

succinate dehydrogenase 
complex subunit B iron sulfur (Ip) - 
CGNC Symbol 63429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1482,83)" 2659 4268

ENSGALP00000015964 CID 102 - 114
ribosomal protein L18a - CGNC 
Symbol 50601 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1483,72)" 11885 true 0.52 4269



ENSGALP00000004871 CID 50 - 61
asparaginyl-tRNA synthetase - 
CGNC Symbol 2238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1483,77)" 2316 4270

ENSGALP00000042870 CID 359 - 372
aminoacylase 1 - CGNC Symbol 
64270 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1483,77)" 1635 4271

ENSGALP00000002828 CID 727 - 738
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1483,78)" 13195 4272

ENSGALP00000002373 CID 561 - 573
ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 1084 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1483,80)" 3713 4273

ENSGALP00000007822 CID 450 - 461
coronin actin binding protein 1C - 
CGNC Symbol 50369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1483,82)" 5007 true 1.11 4274



ENSGALP00000023099 CID 21 - 34
histocompatibility (minor) HA-1 - 
CGNC Symbol 51181 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1483,84)" 503 4275

ENSGALP00000010303 CID 1,375 - 1,387
interleukin 16 - CGNC Symbol 
4808 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1483,89)" 431 false 4276

ENSGALP00000013267 CID 279 - 290
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1484,71)" 12107 4277

ENSGALP00000009487 CID 304 - 315 ribophorin I - CGNC Symbol 4413 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1484,75)" 17664 true 0.27 4278

ENSGALP00000025356 CID 58 - 71

ATP synthase H+ transporting 
mitochondrial Fo complex subunit 
F6 - CGNC Symbol 11749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1484,79)" 748 true 0.66 4279



ENSGALP00000021708 CID 102 - 115
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1484,86)" 380 true 2.14 4280

ENSGALP00000022598 CID 15 - 26
nudix hydrolase 5 - CGNC Symbol 
52764 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1484,88)" 1301 false 4281

ENSGALP00000015176 CID 377 - 388

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1484,89)" 418 false 4282

ENSGALP00000011717 CID 157 - 169
ribosomal protein large P0 - 
CGNC Symbol 49505 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1484,89)" 2477 true 0.73 4283

ENSGALP00000012376 CID 681 - 693

signal transducer and activator of 
transcription 1 91kDa - CGNC 
Symbol 52118 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1485,81)" 4498 4284



ENSGALP00000001474 CID 100 - 111

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1486,75)" 1450 false 4285

ENSGALP00000003012 CID 241 - 256
malate dehydrogenase 2 - CGNC 
Symbol 1378 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1486,77)" 1434 4286

ENSGALP00000017819 CID 457 - 469

insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 
51304 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1486,84)" 1468 true 0.77 4287

ENSGALP00000010510 CID 37 - 49
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1487,69)" 3458 4288

ENSGALP00000019120 CID 38 - 50
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1487,69)" 3458 4289



ENSGALP00000011232 CID 434 - 446
phosphofructokinase platelet - 
CGNC Symbol 53359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1487,72)" 1927 true 1.35 4290

ENSGALP00000015964 CID 102 - 114
ribosomal protein L18a - CGNC 
Symbol 50601 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1487,74)" 6145 4291

ENSGALP00000008911 CID 127 - 140

Major histocompatibility complex 
class II beta chain BLB1 - CGNC 
Symbol 54366 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1487,76)" 2158 true 1.35 4292

ENSGALP00000014828 CID 437 - 451
PIT54 protein precursor - Refseq 
NP_997063 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1487,76)" 20813 false 4293

ENSGALP00000012472 CID 424 - 436 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1487,77)" 761 true 0.79 4294



ENSGALP00000016450 CID 125 - 138 glyoxalase I - CGNC Symbol 7697 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1487,88)" 3807 true 0.45 4295

ENSGALP00000008105 CID 250 - 263

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - 
CGNC Symbol 50275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1487,90)" 1025 false 4296

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1488,68)" 7790 true 0.31 4297

ENSGALP00000004720 CID 76 - 90
phosphoglycerate dehydrogenase 
- CGNC Symbol 2161 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1488,70)" 327 true 0.31 4298

ENSGALP00000035496 CID 135 - 147

CCHC-type zinc finger nucleic acid 
binding protein - CGNC Symbol 
3717 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1488,72)" 431 false 4299



ENSGALP00000007487 CID 282 - 292
CSE1 chromosome segregation 1-
like (yeast) - CGNC Symbol 3489 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1488,74)" 7057 4300

ENSGALP00000042891 CID 39 - 51
chromatin target of PRMT1 - 
HGNC:24511 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1488,76)" 1421 true 1.81 4301

ENSGALP00000009487 CID 304 - 315 ribophorin I - CGNC Symbol 4413 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1488,78)" 4043 4302

ENSGALP00000039728 CID 64 - 76

Gallus gallus small nuclear 
ribonucleoprotein polypeptide G 
(SNRPG) mRNA. - RefSeq mRNA 
NM_001302092 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1488,80)" 1394 true 0.91 4303

ENSGALP00000038124 CID 1,860 - 1,870
fatty acid synthase - CGNC 
Symbol 1983 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1488,81)" 3269 false 4304



ENSGALP00000002172 CID 282 - 294
mitochondrial trans-2-enoyl-CoA 
reductase - CGNC Symbol 981 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1488,87)" 425 false 4305

ENSGALP00000019120 CID 332 - 345
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1488,87)" 403 4306

ENSGALP00000011167 CID 42 - 54
ribonuclease/angiogenin inhibitor 
1 - CGNC Symbol 5211 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1488,89)" 394 false 4307

ENSGALP00000023089 CID 45 - 57
ribosomal protein large P2 - 
CGNC Symbol 10655 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1489,73)" 711 true 4.37 4308

ENSGALP00000000383 CID 576 - 589
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1489,75)" 29805 true 0.03 4309



ENSGALP00000012938 CID 74 - 86
apoptosis inhibitor 5 - CGNC 
Symbol 16313 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1489,78)" 4756 4310

ENSGALP00000006026 CID 498 - 512
aldehyde dehydrogenase 4 family 
member A1 - CGNC Symbol 2784 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1489,79)" 3729 true 0.58 4311

ENSGALP00000003737 CID 270 - 281
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1489,82)" 877 false 4312

ENSGALP00000019120 CID 78 - 89
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1490,78)" 5835 false 0.79 4313

ENSGALP00000010510 CID 77 - 88
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1490,78)" 5835 false 4314



ENSGALP00000008521 CID 832 - 844
laminin alpha 5 - CGNC Symbol 
3962 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1491,74)" 2413 false 4315

ENSGALP00000008802 CID 257 - 268
ribosomal protein S2 - CGNC 
Symbol 50281 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1491,74)" 8066 true 0.61 4316

ENSGALP00000008911 CID 127 - 140

Major histocompatibility complex 
class II beta chain BLB1 - CGNC 
Symbol 54366 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1491,78)" 6054 4317

ENSGALP00000039734 CID Feb-13

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1492,70)" 1550 true 0.31 4318

ENSGALP00000043118 CID 169 - 181
coiled-coil domain containing 124 
- HGNC:25171 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1492,77)" 804 true 0.93 4319



ENSGALP00000042891 CID 39 - 51
chromatin target of PRMT1 - 
HGNC:24511 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1492,79)" 2566 4320

ENSGALP00000007997 CID 97 - 109
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1492,80)" 741 false 4321

ENSGALP00000022273 CID 117 - 130

phosphoribosyl pyrophosphate 
amidotransferase - CGNC Symbol 
10276 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1492,83)" 3238 true 0.26 4322

ENSGALP00000037462 CID 359 - 371
thymopoietin - CGNC Symbol 
50621 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1492,84)" 696 false 4323

ENSGALP00000025356 CID 58 - 71

ATP synthase H+ transporting 
mitochondrial Fo complex subunit 
F6 - CGNC Symbol 11749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1492,84)" 495 true 0.66 4324



ENSGALP00000037524 CID 401 - 411
tubulin alpha 4a - CGNC Symbol 
65758 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1492,87)" 1467 false 4325

ENSGALP00000016978 CID 391 - 401
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1492,87)" 1467 false 4326

ENSGALP00000021708 CID 102 - 115
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1492,90)" 814 true 2.14 4327

ENSGALP00000011717 CID 157 - 169
ribosomal protein large P0 - 
CGNC Symbol 49505 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1492,94)" 1803 true 0.73 4328

ENSGALP00000027534 CID 109 - 122
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1493,74)" 3690 true 0.36 4329



ENSGALP00000023089 CID 45 - 57
ribosomal protein large P2 - 
CGNC Symbol 10655 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1493,76)" 4245 4330

ENSGALP00000000383 CID 576 - 589
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1493,77)" 694 4331

ENSGALP00000006026 CID 498 - 512
aldehyde dehydrogenase 4 family 
member A1 - CGNC Symbol 2784 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1493,79)" 4223 4332

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1493,81)" 14680 true 3.13 4333

ENSGALP00000032101 CID 246 - 258
transaldolase - Refseq 
NP_001026348 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1494,79)" 398 true 2.51 4334



ENSGALP00000025278 CID 77 - 90
prostaglandin reductase 1 - CGNC 
Symbol 11711 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1494,86)" 462 4335

ENSGALP00000017819 CID 457 - 469

insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 
51304 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1494,89)" 1124 true 0.77 4336

ENSGALP00000007780 CID 115 - 128
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1494,92)" 737 4337

ENSGALP00000003130 CID 441 - 453

smu-1 suppressor of mec-8 and 
unc-52 homolog (C. elegans) - 
CGNC Symbol 1430 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1495,66)" 646 true 0.28 4338

ENSGALP00000028958 CID 165 - 177
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1495,70)" 354 true 0.76 4339



ENSGALP00000006778 CID 464 - 476

eukaryotic translation initiation 
factor 3 subunit B - CGNC Symbol 
55528 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1495,79)" 3449 true 0.92 4340

ENSGALP00000003043 CID 585 - 597
alanyl-tRNA synthetase - CGNC 
Symbol 50043 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1496,77)" 2687 true 0.39 4341

ENSGALP00000043118 CID 169 - 181
coiled-coil domain containing 124 
- HGNC:25171 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1496,80)" 749 4342

ENSGALP00000005822 CID 359 - 370
topoisomerase (DNA) I - CGNC 
Symbol 2691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1496,82)" 492 false 4343

ENSGALP00000023288 CID 248 - 260

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1496,85)" 317 false 4344



ENSGALP00000022273 CID 117 - 130

phosphoribosyl pyrophosphate 
amidotransferase - CGNC Symbol 
10276 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1496,86)" 713 4345

ENSGALP00000027534 CID 109 - 122
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1497,74)" 908 4346

ENSGALP00000002525 CID 548 - 559 septin 9 - CGNC Symbol 50494 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1497,76)" 2550 4347

ENSGALP00000017049 CID 27 - 39
cytidine/uridine monophosphate 
kinase 1 - CGNC Symbol 7971 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1497,80)" 1657 4348

ENSGALP00000020445 CID 1,358 - 1,370
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1497,83)" 531 true 0.61 4349



ENSGALP00000009605 CID 146 - 157
proliferation-associated 2G4 
38kDa - CGNC Symbol 4474 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1497,86)" 440 false 4350

ENSGALP00000020169 CID 188 - 199
phosphorylase glycogen liver - 
CGNC Symbol 49139 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1498,74)" 881 true 0.58 4351

ENSGALP00000032358 CID 65 - 77

structural maintenance of 
chromosomes 4 - CGNC Symbol 
7271 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1498,83)" 3467 false 4352

ENSGALP00000003737 CID 81 - 92
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1498,85)" 5535 true 0.53 4353

ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC Symbol 
9427 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1498,86)" 2851 true 0.71 4354



ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1498,86)" 3338 false 4355

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1498,86)" 1481 4356

ENSGALP00000002828 CID 438 - 448
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1498,99)" 3545 false 4357

ENSGALP00000004225 CID 156 - 169

Gallus gallus NME/NM23 
nucleoside diphosphate kinase 4 
(NME4) mRNA. - RefSeq mRNA 
NM_001282217 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1499,74)" 3259 false 4358

ENSGALP00000013748 CID Jan-13
SH2 domain containing 1A - CGNC 
Symbol 65191 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1499,75)" 16756 4359



ENSGALP00000008802 CID 257 - 268
ribosomal protein S2 - CGNC 
Symbol 50281 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1499,79)" 4637 true 0.61 4360

ENSGALP00000006778 CID 464 - 476

eukaryotic translation initiation 
factor 3 subunit B - CGNC Symbol 
55528 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1499,81)" 3168 4361

ENSGALP00000005565 CID 132 - 143
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1499,81)" 3642 false 4362

ENSGALP00000010414 CID Oct-22
RNA binding motif protein X-
linked - CGNC Symbol 51674 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1499,87)" 719 true 1.06 4363

ENSGALP00000038435 CID 463 - 475

transglutaminase 2 (C 
polypeptide protein-glutamine-
gamma-glutamyltransferase) - 
CGNC Symbol 49801 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1500,71)" 5628 false 4364



ENSGALP00000019037 CID 174 - 186
acetyl-CoA acetyltransferase 2 - 
CGNC Symbol 8861 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1500,75)" 6769 true 0.97 4365

ENSGALP00000022004 CID 78 - 91 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1500,79)" 2713 false 4366

ENSGALP00000004013 CID 2,197 - 2,209 talin 1 - CGNC Symbol 1830 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1500,79)" 2713 false 4367

ENSGALP00000015246 CID 172 - 185
peroxiredoxin 3 - CGNC Symbol 
7123 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1500,83)" 1822 true 0.97 4368

ENSGALP00000015000 CID 35 - 47
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1500,84)" 496 false 4369



ENSGALP00000038179 CID 154 - 167
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1501,80)" 5247 4370

ENSGALP00000020744 CID 671 - 682

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1501,81)" 431 true 0.93 4371

ENSGALP00000020445 CID 1,358 - 1,370
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1501,85)" 322 4372

ENSGALP00000042837 CID 93 - 105

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1501,86)" 45921 true 3.13 4373

ENSGALP00000018987 CID 382 - 393 t-complex 1 - CGNC Symbol 8842 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1502,55)" 7993 true 0.26 4374



ENSGALP00000007476 CID 142 - 154
SET nuclear oncogene - CGNC 
Symbol 3483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1502,70)" 1308 true 1.19 4375

ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1502,74)" 5030 true 0.73 4376

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1502,74)" 5030 true 0.73 4377

ENSGALP00000032101 CID 246 - 258
transaldolase - Refseq 
NP_001026348 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1502,84)" 998 true 2.51 4378

ENSGALP00000025404 CID 314 - 326
inner membrane mitochondrial 
protein - CGNC Symbol 11773 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1502,87)" 2654 4379



ENSGALP00000008498 CID 102 - 114
transketolase - CGNC Symbol 
3953 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1502,87)" 1737 true 2.59 4380

ENSGALP00000020258 CID 878 - 891

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC Symbol 
9427 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1502,89)" 2021 4381

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1502,89)" 2021 false 2.51 4382

ENSGALP00000027391 CID 53 - 65
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1503,76)" 755 true 9.92 4383

ENSGALP00000007586 CID 347 - 358

aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 
50558 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1503,80)" 2595 false 4384



ENSGALP00000013870 CID 308 - 319

X-prolyl aminopeptidase 
(aminopeptidase P) 1 soluble - 
CGNC Symbol 6466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1503,88)" 473 false 4385

ENSGALP00000015246 CID 172 - 185
peroxiredoxin 3 - CGNC Symbol 
7123 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1504,85)" 1764 4386

ENSGALP00000029968 CID 104 - 115
ribosomal protein L3 - CGNC 
Symbol 50654 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1505,73)" 1272 true 0.95 4387

ENSGALP00000000383 CID 576 - 589
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1505,76)" 2236 false 4388

ENSGALP00000003737 CID 16 - 28
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1505,78)" 8277 true 0.53 4389



ENSGALP00000038124 CID 2,415 - 2,427
fatty acid synthase - CGNC 
Symbol 1983 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1505,83)" 716 false 4390

ENSGALP00000004425 CID 115 - 127
metastasis associated 1 - CGNC 
Symbol 53548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1505,89)" 1184 false 4391

ENSGALP00000020268 CID 89 - 101
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1505,89)" 1184 false 4392

ENSGALP00000018987 CID 382 - 393 t-complex 1 - CGNC Symbol 8842 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1506,57)" 2075 4393

ENSGALP00000005468 CID 260 - 273

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC 
Symbol 49552 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1506,71)" 607 true 0.74 4394



ENSGALP00000013963 CID 311 - 323

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1506,73)" 625 4395

ENSGALP00000016538 CID 583 - 595 calpain 11 - CGNC Symbol 54348 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1506,74)" 449 false 4396

ENSGALP00000001456 CID 791 - 803

elongation factor Tu GTP binding 
domain containing 2 - CGNC 
Symbol 656 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1506,87)" 2184 4397

ENSGALP00000027391 CID 53 - 65
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1507,79)" 10033 4398

ENSGALP00000021367 CID 1-Dec
Sec61 translocon gamma subunit - 
CGNC Symbol 9909 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1508,68)" 3864 4399



ENSGALP00000010510 CID 300 - 311
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1508,78)" 3354 true 0.46 4400

ENSGALP00000019120 CID 303 - 314
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1508,78)" 3354 true 0.46 4401

ENSGALP00000023288 CID 248 - 260

poly(A) binding protein 
cytoplasmic 1 - CGNC Symbol 
54111 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1508,89)" 374 false 4402

ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1509,84)" 528 true 15.17 4403

ENSGALP00000005468 CID 260 - 273

2' 3'-cyclic nucleotide 3' 
phosphodiesterase - CGNC 
Symbol 49552 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1510,74)" 452 4404



ENSGALP00000007476 CID 142 - 154
SET nuclear oncogene - CGNC 
Symbol 3483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1510,76)" 1557 true 1.19 4405

ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1510,79)" 3147 true 0.73 4406

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1510,79)" 3147 true 0.73 4407

ENSGALP00000025669 CID 96 - 107 small ArfGAP 1 - HGNC:19651 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1510,80)" 1503 4408

ENSGALP00000017250 CID 81 - 92

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
4 - CGNC Symbol 51774 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1510,83)" 307 false 4409



ENSGALP00000014105 CID 103 - 114

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1510,83)" 307 false 4410

ENSGALP00000015753 CID 306 - 318
paraoxonase 2 - CGNC Symbol 
49501 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1510,86)" 3743 false 4411

ENSGALP00000015817 CID 420 - 433

solute carrier family 25 
(aspartate/glutamate carrier) 
member 13 - CGNC Symbol 7395 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1510,86)" 3743 4412

ENSGALP00000008498 CID 102 - 114
transketolase - CGNC Symbol 
3953 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1510,92)" 4493 true 2.59 4413

ENSGALP00000003737 CID 81 - 92
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1510,94)" 2952 true 0.53 4414



ENSGALP00000010414 CID 221 - 232
RNA binding motif protein X-
linked - CGNC Symbol 51674 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1511,73)" 367 false 4415

ENSGALP00000024803 CID 158 - 170
prolyl endopeptidase - CGNC 
Symbol 11476 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1511,75)" 2161 true 0.95 4416

ENSGALP00000026487 CID 380 - 392

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1511,76)" 6787 true 0.9 4417

ENSGALP00000002234 CID Feb-13
RAB14 member RAS oncogene 
family - CGNC Symbol 1018 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1511,77)" 419 false 4418

ENSGALP00000002383 CID 134 - 145
ras homolog family member C - 
CGNC Symbol 49521 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1511,84)" 2104 true 1.22 4419



ENSGALP00000010510 CID 300 - 311
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1512,80)" 1362 4420

ENSGALP00000019120 CID 303 - 314
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1512,80)" 1362 4421

ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1513,70)" 5916 true 1.58 4422

ENSGALP00000020744 CID 434 - 447

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1513,78)" 7361 true 1.78 4423

ENSGALP00000004108 CID 370 - 381

differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 
1882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1513,78)" 578 true 1.78 4424



ENSGALP00000003455 CID 77 - 89

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC Symbol 
1580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1513,79)" 1544 true 0.96 4425

ENSGALP00000009057 CID 67 - 79

Gallus gallus phosphatidylinositol 
transfer protein beta (PITPNB) 
mRNA. - RefSeq mRNA 
NM_001039266 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1513,79)" 549 true 0.88 4426

ENSGALP00000003737 CID 16 - 28
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1513,81)" 5847 true 0.53 4427

ENSGALP00000010510 CID 329 - 342
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1513,88)" 16848 4428

ENSGALP00000019979 CID 246 - 258

Gallus gallus alcohol 
dehydrogenase 1C (class I) 
gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA 
NM_001305183 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1514,83)" 325 false 4429



ENSGALP00000023617 CID 137 - 148

endoplasmic reticulum 
aminopeptidase 1 - CGNC Symbol 
52992 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1515,69)" 578 true 0.81 4430

ENSGALP00000010510 CID 37 - 49
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1515,73)" 148923 true 1.02 4431

ENSGALP00000019120 CID 38 - 50
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1515,73)" 148923 true 1.02 4432

ENSGALP00000013748 CID Jan-13
SH2 domain containing 1A - CGNC 
Symbol 65191 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1515,74)" 2600 4433

ENSGALP00000024803 CID 158 - 170
prolyl endopeptidase - CGNC 
Symbol 11476 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1515,75)" 3461 4434



ENSGALP00000026487 CID 380 - 392

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1515,78)" 6108 4435

ENSGALP00000016363 CID 493 - 506

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1515,90)" 1118 false 4436

ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1516,71)" 735 4437

ENSGALP00000042171 CID 97 - 108
transgelin 2 - CGNC Symbol 
65718 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1516,81)" 1789 false 4438

ENSGALP00000001183 CID 347 - 359

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1516,84)" 5521 true 1.48 4439



ENSGALP00000042837 CID 167 - 178

Hsap of 4: heterogeneous nuclear 
ribonucleoprotein A1-like 2 - 
HGNC:27067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1517,73)" 9324 4440

ENSGALP00000004108 CID 370 - 381

differentially expressed in FDCP 6 
homolog (mouse) - CGNC Symbol 
1882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1517,80)" 1663 4441

ENSGALP00000010662 CID 199 - 210

Uncharacterized protein - 
UniProtKB/TrEMBL H7C469 - 
CGNC Symbol 4989 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1517,83)" 450 false 4442

ENSGALP00000017152 CID 253 - 267

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - CGNC 
Symbol 8013 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1517,87)" 1177 true 1.8 4443

ENSGALP00000024116 CID 770 - 783

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1517,91)" 2006 true 1.05 4444



ENSGALP00000008131 CID 797 - 810 vinculin - CGNC Symbol 3778 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1518,71)" 2557 false 4445

ENSGALP00000006222 CID 112 - 124 calreticulin 3 - CGNC Symbol 2868 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1518,71)" 17520 false 4446

ENSGALP00000013964 CID 325 - 336
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1518,75)" 1949 false 4447

ENSGALP00000022436 CID 270 - 281 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1518,75)" 1949 false 4448

ENSGALP00000025010 CID 29 - 43
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1518,76)" 829 false 4449



ENSGALP00000023635 CID 365 - 377 lamin B1 - CGNC Symbol 10893 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1518,91)" 900 false 4450

ENSGALP00000019120 CID 38 - 50
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1519,76)" 35534 4451

ENSGALP00000010510 CID 37 - 49
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1519,76)" 35534 4452

ENSGALP00000039157 CID 653 - 666
ATP citrate lyase - CGNC Symbol 
2533 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1519,76)" 1721 false 4453

ENSGALP00000019468 CID 414 - 426 aconitase 2 - CGNC Symbol 9059 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1519,85)" 4300 true 0.24 4454



ENSGALP00000039734 CID 20 - 32

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1520,70)" 658 true 1.83 4455

ENSGALP00000007487 CID 913 - 925
CSE1 chromosome segregation 1-
like (yeast) - CGNC Symbol 3489 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1520,74)" 495 true 0.87 4456

ENSGALP00000043256 CID 319 - 331
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1520,77)" 20717 true 0.15 4457

ENSGALP00000023917 CID 174 - 187
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1520,78)" 377 true 0.87 4458

ENSGALP00000025921 CID 73 - 84
RAD21 cohesin complex 
component - CGNC Symbol 12049 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1520,81)" 635 false 4459



ENSGALP00000008273 CID 1,006 - 1,019
PHD finger protein 2 - CGNC 
Symbol 3843 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1520,83)" 1455 4460

ENSGALP00000010405 CID 119 - 131
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1520,85)" 472 false 4461

ENSGALP00000004417 CID 435 - 447

phosphogluconate 
dehydrogenase - CGNC Symbol 
2017 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1520,88)" 1424 4462

ENSGALP00000013710 CID 94 - 106
ribosomal protein L32 - CGNC 
Symbol 50169 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1521,74)" 4368 true 0.56 4463

ENSGALP00000042244 CID 2,431 - 2,442
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1521,79)" 2099 false 4464



ENSGALP00000006043 CID 732 - 744
cytoplasmic FMR1 interacting 
protein 2 - CGNC Symbol 2795 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1521,83)" 1612 4465

ENSGALP00000004159 CID 79 - 91
ribosomal protein L10a - CGNC 
Symbol 51119 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1521,84)" 464 true 0.86 4466

ENSGALP00000025600 CID 94 - 107

2 4-dienoyl CoA reductase 1 
mitochondrial - CGNC Symbol 
11873 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1521,84)" 464 false 4467

ENSGALP00000003455 CID 77 - 89

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC Symbol 
1580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1521,84)" 1484 true 0.96 4468

ENSGALP00000017152 CID 253 - 267

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - CGNC 
Symbol 8013 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1521,89)" 3587 4469



ENSGALP00000003296 CID 386 - 399

lymphocyte cytosolic protein 2 
(SH2 domain containing leukocyte 
protein of 76kDa) - CGNC Symbol 
1506 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1521,93)" 3168 4470

ENSGALP00000024116 CID 770 - 783

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1521,93)" 2105 4471

ENSGALP00000021769 CID 324 - 337
scaffold attachment factor B - 
CGNC Symbol 52657 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1522,69)" 2370 true 1.1 4472

ENSGALP00000023396 CID 175 - 187
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1522,79)" 831 true 11.59 4473

ENSGALP00000016196 CID 144 - 156

chaperonin containing TCP1 
subunit 2 (beta) - CGNC Symbol 
7582 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1522,81)" 1418 false 4474



ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1522,86)" 2978 true 4.09 4475

ENSGALP00000023617 CID 137 - 148

endoplasmic reticulum 
aminopeptidase 1 - CGNC Symbol 
52992 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1523,74)" 466 true 0.81 4476

ENSGALP00000011770 CID 85 - 98
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1523,76)" 2387 true 0.54 4477

ENSGALP00000009121 CID Jan-14
glycyl-tRNA synthetase - CGNC 
Symbol 4244 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1523,78)" 2046 4478

ENSGALP00000003914 CID 106 - 120

ubiquinol-cytochrome c 
reductase core protein II - CGNC 
Symbol 1783 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1523,81)" 366 true 1.1 4479



ENSGALP00000002493 CID 52 - 66
ribosomal protein L23 - CGNC 
Symbol 1138 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1523,86)" 436 false 4480

ENSGALP00000002383 CID 134 - 145
ras homolog family member C - 
CGNC Symbol 49521 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1523,91)" 2615 true 1.22 4481

ENSGALP00000039734 CID 20 - 32

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1524,74)" 1777 4482

ENSGALP00000007487 CID 913 - 925
CSE1 chromosome segregation 1-
like (yeast) - CGNC Symbol 3489 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1524,76)" 433 4483

ENSGALP00000027541 CID 31 - 43
high mobility group box 1 - CGNC 
Symbol 49444 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1524,77)" 8893 false 0.85 4484



ENSGALP00000005109 CID 165 - 176

ash2 (absent small or homeotic)-
like (Drosophila) - CGNC Symbol 
2347 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1524,77)" 8893 4485

ENSGALP00000017462 CID 31 - 43
high mobility group box 2 - CGNC 
Symbol 8169 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1524,77)" 8893 4486

ENSGALP00000023917 CID 174 - 187
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1524,80)" 3395 4487

ENSGALP00000023013 CID 162 - 175

mannose-6-phosphate receptor 
cation dependent - CGNC Symbol 
49623 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1524,80)" 341 true 0.85 4488

ENSGALP00000014768 CID 399 - 410
EH-domain containing 3 - CGNC 
Symbol 51465 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1524,84)" 552 false 4489



ENSGALP00000001183 CID 347 - 359

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1524,89)" 8198 true 1.48 4490

ENSGALP00000038179 CID 376 - 388
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1524,89)" 8198 false 4491

ENSGALP00000022250 CID 45 - 57

cytochrome b5 type A 
(microsomal) - CGNC Symbol 
10264 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1525,77)" 6099 true 0.32 4492

ENSGALP00000041511 CID 116 - 130

HSPA (heat shock 70kDa) binding 
protein cytoplasmic cochaperone 
1 - CGNC Symbol 64131 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1525,78)" 436 true 0.81 4493

ENSGALP00000017198 CID 521 - 533
striatin calmodulin binding 
protein - CGNC Symbol 8034 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1525,81)" 1976 true 0.32 4494



ENSGALP00000003035 CID 123 - 134
polypyrimidine tract binding 
protein 1 - CGNC Symbol 1388 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1525,85)" 356 false 4495

ENSGALP00000021769 CID 324 - 337
scaffold attachment factor B - 
CGNC Symbol 52657 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1526,72)" 2608 4496

ENSGALP00000019018 CID 170 - 182 translin - CGNC Symbol 8854 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1526,78)" 410 true 6.81 4497

ENSGALP00000003850 CID 105 - 117

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1526,81)" 3045 true 0.32 4498

ENSGALP00000040424 CID 177 - 189
small nuclear ribonucleoprotein 
U5 subunit 40 - CGNC Symbol 381 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1527,72)" 2041 4499



ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1527,74)" 2149 true 6.4 4500

ENSGALP00000041109 CID 252 - 265
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1527,75)" 1583 false 4501

ENSGALP00000011770 CID 85 - 98
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1527,75)" 813 4502

ENSGALP00000038778 CID 195 - 207 actin-like 6A - CGNC Symbol 6893 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1527,76)" 511 4503

ENSGALP00000003914 CID 106 - 120

ubiquinol-cytochrome c 
reductase core protein II - CGNC 
Symbol 1783 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1527,83)" 404 4504



ENSGALP00000014747 CID 27 - 38
high mobility group box 3 - CGNC 
Symbol 6903 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1528,72)" 2556 4505

ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - CGNC 
Symbol 49444 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1528,72)" 2556 4506

ENSGALP00000015988 CID 362 - 374
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1528,76)" 6370 false 16.72* 4507

ENSGALP00000027541 CID 31 - 43
high mobility group box 1 - CGNC 
Symbol 49444 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1528,78)" 6825 true 0.85 4508

ENSGALP00000023013 CID 162 - 175

mannose-6-phosphate receptor 
cation dependent - CGNC Symbol 
49623 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1528,82)" 838 4509



ENSGALP00000035717 CID 64 - 77

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - 
CGNC Symbol 12721 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1528,90)" 1512 4510

ENSGALP00000002420 CID Feb-15
proteasome subunit beta 3 - 
CGNC Symbol 1108 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1529,69)" 1338 4511

ENSGALP00000013710 CID 94 - 106
ribosomal protein L32 - CGNC 
Symbol 50169 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1529,79)" 2434 true 0.56 4512

ENSGALP00000022250 CID 45 - 57

cytochrome b5 type A 
(microsomal) - CGNC Symbol 
10264 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1529,80)" 1364 4513

ENSGALP00000041511 CID 116 - 130

HSPA (heat shock 70kDa) binding 
protein cytoplasmic cochaperone 
1 - CGNC Symbol 64131 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1529,80)" 352 4514



ENSGALP00000017198 CID 521 - 533
striatin calmodulin binding 
protein - CGNC Symbol 8034 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1529,83)" 1951 4515

ENSGALP00000000639 CID 293 - 305 lamin B2 - CGNC Symbol 49708 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1529,92)" 1941 false 4516

ENSGALP00000030658 CID 114 - 126
cathelicidin-2 - CGNC Symbol 
51250 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1530,76)" 4089 true 0.43 4517

ENSGALP00000019018 CID 170 - 182 translin - CGNC Symbol 8854 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1530,81)" 5151 4518

ENSGALP00000003850 CID 105 - 117

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1530,81)" 4920 4519



ENSGALP00000013106 CID 212 - 224

NADH:ubiquinone oxidoreductase 
core subunit S3 - CGNC Symbol 
6122 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1530,81)" 4994 true 0.41 4520

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1530,92)" 13351 true 4.09 4521

ENSGALP00000014870 CID 178 - 192

Hsap of 1: scavenger receptor 
cysteine rich family member with 
5 domains - HGNC:26641 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1531,76)" 1945 false 4522

ENSGALP00000018616 CID 84 - 96
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1531,81)" 505 true 12.74 4523

ENSGALP00000013053 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 50017 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1531,85)" 4952 true 1.8 4524



ENSGALP00000019667 CID 84 - 97
GRB2-related adaptor protein 2 - 
CGNC Symbol 9140 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1532,75)" 1105 true 5.48 4525

ENSGALP00000022004 CID 113 - 125 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1532,75)" 17447 true 0.05 4526

ENSGALP00000038799 CID 113 - 125
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1532,75)" 17447 true 0.05 4527

ENSGALP00000026214 CID 6,029 - 6,041 dystonin - CGNC Symbol 12181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1532,82)" 3404 false 5.48 4528

ENSGALP00000015665 CID 102 - 113 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1532,85)" 383 false 4529



ENSGALP00000024150 CID 222 - 234

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1533,71)" 5768 true 0.31 4530

ENSGALP00000000933 CID 87 - 98

outer mitochondrial membrane 
cytochrome b5 - CGNC Symbol 
50102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1533,73)" 1718 true 0.4 4531

ENSGALP00000016630 CID 315 - 327

aldo-keto reductase family 1 
member A1 (aldehyde reductase) - 
CGNC Symbol 7795 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1534,65)" 750 false 4532

ENSGALP00000016623 CID 96 - 106
nucleosome assembly protein 1-
like 1 - CGNC Symbol 50609 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1534,79)" 726 false 4533

ENSGALP00000013106 CID 212 - 224

NADH:ubiquinone oxidoreductase 
core subunit S3 - CGNC Symbol 
6122 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1534,83)" 1764 4534



ENSGALP00000017080 CID 274 - 286
SNW domain containing 1 - CGNC 
Symbol 7983 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1534,87)" 491 false 4535

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1534,96)" 8978 false 4536

ENSGALP00000033359 CID 76 - 88
fascin actin-bundling protein 1 - 
CGNC Symbol 14444 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1535,65)" 6658 true 0.32 4537

ENSGALP00000037924 CID 194 - 205

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1535,79)" 16861 true 6.4 4538

ENSGALP00000024396 CID 45 - 56

aldehyde dehydrogenase 1 family 
member A1 - CGNC Symbol 
49236 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1535,81)" 498 false 4539



ENSGALP00000018616 CID 84 - 96
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1535,84)" 9341 4540

ENSGALP00000037001 CID 134 - 147

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC 
Symbol 9462 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1535,97)" 3901 false 4541

ENSGALP00000019667 CID 84 - 97
GRB2-related adaptor protein 2 - 
CGNC Symbol 9140 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1536,78)" 9667 4542

ENSGALP00000035386 CID 193 - 204 hemopexin - CGNC Symbol 15517 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1536,79)" 936 false 4543

ENSGALP00000025593 CID 2,719 - 2,730
collagen type XII alpha 1 - CGNC 
Symbol 49526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1537,68)" 844 false 4544



ENSGALP00000018370 CID 324 - 335 lumican - CGNC Symbol 50614 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1537,71)" 3073 false 4545

ENSGALP00000017495 CID 580 - 591 scinderin - CGNC Symbol 8188 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1537,74)" 853 4546

ENSGALP00000000933 CID 87 - 98

outer mitochondrial membrane 
cytochrome b5 - CGNC Symbol 
50102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1537,75)" 464 4547

ENSGALP00000018740 CID 716 - 729
complement component 3 - 
CGNC Symbol 8744 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1538,91)" 1430 false 4548

ENSGALP00000033359 CID 76 - 88
fascin actin-bundling protein 1 - 
CGNC Symbol 14444 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1539,66)" 1758 4549



ENSGALP00000014097 CID 132 - 144
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1539,67)" 6803 4550

ENSGALP00000016536 CID 20 - 33
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1539,72)" 2756 false 4551

ENSGALP00000014828 CID 217 - 231
PIT54 protein precursor - Refseq 
NP_997063 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1539,86)" 3884 false 4552

ENSGALP00000002442 CID 95 - 108
chromosome 17 open reading 
frame 62 - HGNC:28672 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1539,88)" 2009 4553

P04264 CID 200 - 211

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1539,90)" 575 false 4554



P35908 CID 198 - 209

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1539,90)" 575 false 4555

ENSGALP00000000669 CID 91 - 104

Hsap of 4: nascent polypeptide-
associated complex alpha subunit 
- HGNC:7629 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1540,79)" 2741 true 0.71 4556

ENSGALP00000001014 CID 331 - 342

interferon-induced guanylate-
binding protein 1-like - CGNC 
Symbol 51030 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1540,83)" 883 false 4557

ENSGALP00000027953 CID 215 - 227
ribosomal protein S3 - CGNC 
Symbol 13020 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1540,83)" 883 false 4558

ENSGALP00000035370 CID 62 - 72
hepatoma-derived growth factor - 
CGNC Symbol 58434 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1541,75)" 574 true 1.04 4559



ENSGALP00000009314 CID 117 - 128 septin 2 - CGNC Symbol 4335 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1541,79)" 1931 true 1.65 4560

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1541,81)" 61876 true 0.39 4561

ENSGALP00000014768 CID 345 - 357
EH-domain containing 3 - CGNC 
Symbol 51465 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1541,82)" 2575 4562

ENSGALP00000014747 CID 45 - 57
high mobility group box 3 - CGNC 
Symbol 6903 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1541,83)" 449 false 4563

ENSGALP00000037871 CID 329 - 344

WAS/WASL interacting protein 
family member 1 - CGNC Symbol 
7084 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1541,86)" 1384 4564



ENSGALP00000014119 CID 344 - 356
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1541,88)" 6533 false 4565

ENSGALP00000014761 CID 15 - 28
aarF domain containing kinase 3 - 
CGNC Symbol 6913 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1541,88)" 17909 false 4566

ENSGALP00000010414 CID 50 - 63
RNA binding motif protein X-
linked - CGNC Symbol 51674 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1542,77)" 925 true 2.14 4567

ENSGALP00000002322 CID 149 - 160
thymocyte nuclear protein 1 - 
CGNC Symbol 1055 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1542,77)" 2129 false 4568

ENSGALP00000012472 CID 287 - 298 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1542,86)" 1952 false 4569



ENSGALP00000027953 CID 202 - 214
ribosomal protein S3 - CGNC 
Symbol 13020 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1542,93)" 10585 true 1.95 4570

ENSGALP00000023586 CID Nov-22
retinol binding protein 5 cellular - 
CGNC Symbol 10868 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1543,72)" 1920 false 4571

ENSGALP00000003012 CID 78 - 90
malate dehydrogenase 2 - CGNC 
Symbol 1378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1543,83)" 428 true 0.85 4572

ENSGALP00000014070 CID 145 - 157
histidine-rich glycoprotein - CGNC 
Symbol 56138 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1543,84)" 2110 false 4573

ENSGALP00000023850 CID 303 - 317

ATPase H+ transporting lysosomal 
70kDa V1 subunit A - CGNC 
Symbol 10976 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1543,85)" 436 true 1.58 4574



ENSGALP00000027541 CID 13 - 24
high mobility group box 1 - CGNC 
Symbol 49444 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1544,71)" 1500 4575

ENSGALP00000017462 CID 13 - 24
high mobility group box 2 - CGNC 
Symbol 8169 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1544,71)" 1500 4576

ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1544,74)" 84177 true 3.66 4577

ENSGALP00000002808 CID 447 - 458
CCCTC-binding factor (zinc finger 
protein) - CGNC Symbol 49729 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1544,74)" 3335 4578

ENSGALP00000013574 CID 331 - 342
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1544,74)" 596 false 4579



ENSGALP00000042598 CID 45 - 58
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1544,75)" 690 true 2.54 4580

ENSGALP00000007236 CID 92 - 104
calcyclin binding protein - CGNC 
Symbol 3365 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1544,79)" 1381 true 3.95 4581

ENSGALP00000008338 CID 369 - 382

damage-specific DNA binding 
protein 1 127kDa - CGNC Symbol 
3871 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1544,84)" 534 true 0.89 4582

ENSGALP00000023523 CID 362 - 374
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1545,74)" 483 false 4583

ENSGALP00000014509 CID 209 - 221

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1545,79)" 3456 true 1.5 4584



ENSGALP00000009314 CID 117 - 128 septin 2 - CGNC Symbol 4335 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1545,81)" 3806 4585

ENSGALP00000016523 CID 380 - 393

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1545,84)" 19133 4586

ENSGALP00000006414 CID 79 - 92

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1546,72)" 1202 false 4587

ENSGALP00000008236 CID 132 - 144
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1546,78)" 626 true 0.78 4588

ENSGALP00000041526 CID 81 - 93

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1546,91)" 2850 false 4589



ENSGALP00000002377 CID 1,511 - 1,522
complement component 5 - 
CGNC Symbol 1085 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1547,73)" 806 false 4590

ENSGALP00000006938 CID 340 - 352 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1547,80)" 98217 4591

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1547,80)" 98217 true 0.61 4592

ENSGALP00000023944 CID 291 - 302

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1547,80)" 98217 false 1.26 4593

ENSGALP00000025639 CID 37 - 49
fatty acid binding protein 1 - 
CGNC Symbol 11895 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1547,87)" 1230 false 4594



ENSGALP00000028746 CID 28 - 41

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1548,71)" 946 4595

ENSGALP00000015657 CID 360 - 372 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1548,76)" 115997 4596

ENSGALP00000008578 CID 70 - 82

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1548,77)" 575 true 2.39 4597

ENSGALP00000007236 CID 92 - 104
calcyclin binding protein - CGNC 
Symbol 3365 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1548,82)" 2381 4598

ENSGALP00000000669 CID 91 - 104

Hsap of 4: nascent polypeptide-
associated complex alpha subunit 
- HGNC:7629 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1548,84)" 1935 true 0.71 4599



P13645 CID 323 - 334

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1549,80)" 3250 true 0.44 4600

ENSGALP00000009408 CID 38 - 52
acetyl-CoA acyltransferase 1 - 
CGNC Symbol 4375 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1549,83)" 994 true 0.67 4601

ENSGALP00000012472 CID 377 - 388 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1550,79)" 4536 true 1.93 4602

ENSGALP00000042140 CID 84 - 97
6-phosphogluconolactonase - 
CGNC Symbol 10027 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1550,81)" 1977 true 0.96 4603

ENSGALP00000010414 CID 50 - 63
RNA binding motif protein X-
linked - CGNC Symbol 51674 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1550,82)" 1983 true 2.14 4604



ENSGALP00000015176 CID 322 - 335

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1550,95)" 440 true 1.59 4605

ENSGALP00000041526 CID 80 - 92

Gallus gallus histone cluster 1 H4-
VI germinal H4 (similar to human 
histone cluster 1 class H4 genes) 
(HIST1H46) mRNA. - RefSeq 
mRNA NM_001037845 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1550,95)" 2335 false 4606

ENSGALP00000002038 CID 138 - 150

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC Symbol 
50984 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1551,71)" 431 true 2.66 4607

ENSGALP00000002235 CID Jan-13 stathmin 1 - CGNC Symbol 49630 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1551,84)" 1275 4608

ENSGALP00000019801 CID 367 - 378 septin 7 - CGNC Symbol 51333 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1551,84)" 1275 false 4609



ENSGALP00000003012 CID 78 - 90
malate dehydrogenase 2 - CGNC 
Symbol 1378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1551,89)" 1340 true 0.88 4610

ENSGALP00000039757 CID 406 - 418
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1552,77)" 1187 true 0.42 4611

ENSGALP00000017958 CID 151 - 162
chromobox homolog 3 - CGNC 
Symbol 8386 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1552,78)" 5938 true 1.27 4612

ENSGALP00000026123 CID 531 - 544

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1552,83)" 464 true 0.86 4613

ENSGALP00000013987 CID 715 - 728

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1552,84)" 613 true 1.93 4614



ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1552,88)" 1616 false 1.93 4615

ENSGALP00000019192 CID 248 - 261
uridine monophosphate 
synthetase - CGNC Symbol 8931 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1553,79)" 394 false 4616

ENSGALP00000035370 CID 62 - 72
hepatoma-derived growth factor - 
CGNC Symbol 58434 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1553,81)" 595 true 1.04 4617

ENSGALP00000014509 CID 209 - 221

far upstream element (FUSE) 
binding protein 1 - CGNC Symbol 
6789 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1553,84)" 5193 true 1.5 4618

ENSGALP00000009408 CID 38 - 52
acetyl-CoA acyltransferase 1 - 
CGNC Symbol 4375 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1553,85)" 670 4619



ENSGALP00000022266 CID 390 - 403
2'-5'-oligoadenylate synthetase-
like - CGNC Symbol 49545 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1553,89)" 1087 4620

ENSGALP00000019224 CID 879 - 892

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1553,92)" 1108 false 4621

ENSGALP00000004866 CID 26 - 37
nudix hydrolase 21 - CGNC 
Symbol 66135 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1553,96)" 1797 false 4622

ENSGALP00000029248 CID 156 - 167
chromobox homolog 1 - CGNC 
Symbol 49096 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1554,77)" 8152 true 1.53 4623

ENSGALP00000005271 CID 177 - 189

eukaryotic translation initiation 
factor 3 subunit I - CGNC Symbol 
2428 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1554,84)" 1119 false 4624



ENSGALP00000042140 CID 84 - 97
6-phosphogluconolactonase - 
CGNC Symbol 10027 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1554,85)" 1169 4625

ENSGALP00000004641 CID 1,886 - 1,898
pre-mRNA processing factor 8 - 
CGNC Symbol 2126 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1554,88)" 678 true 1.59 4626

ENSGALP00000019031 CID 315 - 326 albumin - CGNC Symbol 14106 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1554,88)" 678 false 4627

ENSGALP00000016447 CID 158 - 170
ribosomal protein S8 - CGNC 
Symbol 52222 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1554,88)" 1141 false 4628

ENSGALP00000019975 CID 406 - 420
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1554,91)" 1418 false 4629



ENSGALP00000015176 CID 322 - 335

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1554,97)" 1027 4630

ENSGALP00000027953 CID 202 - 214
ribosomal protein S3 - CGNC 
Symbol 13020 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1555,01)" 22220 true 1.95 4631

ENSGALP00000039965 CID 399 - 412

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1555,70)" 18718 false 4632

ENSGALP00000002038 CID 138 - 150

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 1 - CGNC Symbol 
50984 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1555,73)" 3775 4633

ENSGALP00000019801 CID 277 - 288 septin 7 - CGNC Symbol 51333 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1555,75)" 463 4634



ENSGALP00000019801 CID 265 - 276 septin 7 - CGNC Symbol 51333 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1555,82)" 1835 true 0.12 4635

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1555,85)" 58786 true 0.61 4636

ENSGALP00000023396 CID 85 - 98
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1555,87)" 1661 4637

ENSGALP00000024681 CID 321 - 334
N-acetylneuraminate synthase - 
CGNC Symbol 11406 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1555,88)" 408 false 4638

ENSGALP00000017958 CID 151 - 162
chromobox homolog 3 - CGNC 
Symbol 8386 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1556,80)" 7522 4639



ENSGALP00000026123 CID 531 - 544

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 3 X-linked - CGNC 
Symbol 50794 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1556,86)" 397 4640

ENSGALP00000010414 CID 81 - 94
RNA binding motif protein X-
linked - CGNC Symbol 51674 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1556,86)" 819 true 0.86 4641

ENSGALP00000013987 CID 715 - 728

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1556,87)" 1656 4642

ENSGALP00000018987 CID 22 - 36 t-complex 1 - CGNC Symbol 8842 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1556,89)" 905 true 1.1 4643

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1556,89)" 1946 true 2.07 4644



ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1556,89)" 1946 true 2.07 4645

ENSGALP00000004013 CID 957 - 970 talin 1 - CGNC Symbol 1830 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1556,90)" 2161 4646

ENSGALP00000007819 CID 43 - 56 peptidase D - CGNC Symbol 3636 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1557,84)" 2306 true 0.2 4647

ENSGALP00000021907 CID 87 - 99

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member E - CGNC Symbol 52680 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1557,85)" 5636 false 4648

P13645 CID 323 - 334

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1557,86)" 1414 true 0.44 4649



ENSGALP00000015257 CID 432 - 443
ribosome binding protein 1 - 
CGNC Symbol 6587 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1557,86)" 446 false 4650

ENSGALP00000012472 CID 592 - 605 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1558,74)" 2535 true 0.77 4651

ENSGALP00000029248 CID 156 - 167
chromobox homolog 1 - CGNC 
Symbol 49096 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1558,79)" 12848 4652

ENSGALP00000000639 CID 138 - 150 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1558,85)" 5448 true 0.28 4653

ENSGALP00000027391 CID 499 - 512
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1558,87)" 1223 false 4654



ENSGALP00000000316 CID 597 - 610
major vault protein - CGNC 
Symbol 136 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1559,81)" 883 4655

ENSGALP00000039757 CID 77 - 89
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1559,82)" 2008 true 0.57 4656

ENSGALP00000016630 CID 206 - 220

aldo-keto reductase family 1 
member A1 (aldehyde reductase) - 
CGNC Symbol 7795 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1559,85)" 1273 true 1.15 4657

ENSGALP00000036122 CID 28 - 41

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1560,75)" 11100 true 1 4658

ENSGALP00000003898 CID 298 - 310 matrin 3 - CGNC Symbol 1772 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1560,79)" 358 4659



ENSGALP00000014107 CID 316 - 328 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1560,83)" 1572 true 0.66 4660

ENSGALP00000013500 CID 274 - 286

family with sequence similarity 
185 member A - CGNC Symbol 
50577 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1560,83)" 12234 false 0.66 4661

ENSGALP00000035478 CID 838 - 851
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1560,83)" 12234 true 0.39 4662

ENSGALP00000002513 CID 109 - 122
LIM and SH3 protein 1 - CGNC 
Symbol 1150 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1561,74)" 5172 false 4663

ENSGALP00000042635 CID 31 - 44
FK506 binding protein 1A 12kDa - 
CGNC Symbol 20061 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1561,75)" 1784 true 1.76 4664



ENSGALP00000002322 CID 99 - 111
thymocyte nuclear protein 1 - 
CGNC Symbol 1055 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1561,76)" 726 true 3.74 4665

ENSGALP00000001489 CID 274 - 288
Hsap of 256: protocadherin beta 
2 - HGNC:8687 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1561,79)" 22272 false 4666

ENSGALP00000023099 CID 532 - 544
histocompatibility (minor) HA-1 - 
CGNC Symbol 51181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1561,80)" 1947 true 1.89 4667

ENSGALP00000007819 CID 43 - 56 peptidase D - CGNC Symbol 3636 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1561,86)" 466 4668

ENSGALP00000022243 CID 807 - 818
aminopeptidase puromycin 
sensitive - CGNC Symbol 10259 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1562,76)" 1208 false 4669



ENSGALP00000007930 CID 70 - 83
deoxyuridine triphosphatase - 
CGNC Symbol 3681 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1562,81)" 1653 true 0.61 4670

ENSGALP00000033554 CID 227 - 240 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1562,86)" 3103 4671

ENSGALP00000008056 CID 415 - 427
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1562,96)" 354 4672

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1563,79)" 9264 true 1 4673

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1563,79)" 6973 true 0.83 4674



ENSGALP00000012481 CID Feb-14
ribosomal protein L4 - CGNC 
Symbol 5828 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1563,81)" 1018 false 4675

ENSGALP00000039757 CID 77 - 89
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1563,84)" 817 4676

ENSGALP00000005822 CID 573 - 585
topoisomerase (DNA) I - CGNC 
Symbol 2691 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1563,86)" 592 false 4677

ENSGALP00000016630 CID 206 - 220

aldo-keto reductase family 1 
member A1 (aldehyde reductase) - 
CGNC Symbol 7795 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1563,88)" 1461 4678

ENSGALP00000018537 CID 133 - 145
methionyl aminopeptidase 2 - 
CGNC Symbol 8650 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1564,68)" 5109 true 1.08 4679



ENSGALP00000027391 CID 163 - 175
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1564,77)" 7091 true 0.5 4680

ENSGALP00000006038 CID 97 - 110 ribophorin II - CGNC Symbol 2792 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1564,77)" 12251 4681

ENSGALP00000036122 CID 28 - 41

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1564,77)" 12251 4682

ENSGALP00000016536 CID 562 - 575
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1564,82)" 3874 false 4683

ENSGALP00000020445 CID 1,092 - 1,104
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1564,86)" 4211 false 4684



ENSGALP00000035478 CID 838 - 851
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1564,87)" 6095 4685

ENSGALP00000019468 CID 524 - 536 aconitase 2 - CGNC Symbol 9059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1564,88)" 3944 true 0.39 4686

ENSGALP00000029144 CID 29 - 42
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1564,89)" 826 true 0.91 4687

ENSGALP00000018987 CID 22 - 36 t-complex 1 - CGNC Symbol 8842 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1564,94)" 992 true 1.1 4688

ENSGALP00000000468 CID 352 - 366

Gallus gallus proteasome 
(prosome macropain) 26S subunit 
ATPase 5 (PSMC5) mRNA. - 
RefSeq mRNA NM_001292069 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1564,94)" 992 false 1.1 4689



ENSGALP00000042635 CID 31 - 44
FK506 binding protein 1A 12kDa - 
CGNC Symbol 20061 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1565,77)" 3137 4690

ENSGALP00000002322 CID 99 - 111
thymocyte nuclear protein 1 - 
CGNC Symbol 1055 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1565,79)" 3711 4691

ENSGALP00000035478 CID 947 - 961
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1565,91)" 325 true 1.46 4692

ENSGALP00000025525 CID 227 - 239
carbonic anhydrase II - CGNC 
Symbol 11834 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1566,70)" 7212 false 4693

ENSGALP00000007930 CID 70 - 83
deoxyuridine triphosphatase - 
CGNC Symbol 3681 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1566,79)" 765 4694



ENSGALP00000012472 CID 592 - 605 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1566,80)" 1712 true 0.77 4695

ENSGALP00000021353 CID 42 - 55

microsomal glutathione S-
transferase 1 - CGNC Symbol 
9903 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1566,83)" 310 false 4696

ENSGALP00000006240 CID 2,538 - 2,551
collagen type VI alpha 3 - CGNC 
Symbol 2875 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1566,84)" 655 false 4697

ENSGALP00000014191 CID 340 - 353

cytochrome P450 family 20 
subfamily A member 1 - CGNC 
Symbol 6626 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1566,89)" 2590 true 0.57 4698

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1566,92)" 1529 true 1.76 4699



ENSGALP00000014097 CID 132 - 144
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1567,70)" 12417 true 3.14 4700

ENSGALP00000008953 CID 343 - 355

eukaryotic translation initiation 
factor 4 gamma 2 - CGNC Symbol 
4160 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1567,76)" 2017 true 3.14 4701

ENSGALP00000000726 CID 35 - 47

Gallus gallus SH3 domain binding 
glutamate-rich protein like 3 
(SH3BGRL3) mRNA. - RefSeq 
mRNA NM_001302096 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1567,82)" 6881 4702

ENSGALP00000013240 CID 1,408 - 1,419
spectrin beta non-erythrocytic 1 - 
CGNC Symbol 6184 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1567,82)" 381 false 4703

ENSGALP00000004672 CID 349 - 361

3-hydroxy-3-methylglutaryl-CoA 
synthase 2 (mitochondrial) - 
CGNC Symbol 2139 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1567,82)" 381 false 4704



ENSGALP00000023188 CID 93 - 106

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC 
Symbol 49727 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1567,88)" 5950 false 4705

ENSGALP00000041184 CID 197 - 210
eukaryotic translation initiation 
factor 4E - HGNC:3287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1567,89)" 2304 false 4706

ENSGALP00000007586 CID 41 - 54

aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 
50558 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1567,90)" 345 true 0.98 4707

ENSGALP00000028488 CID 40 - 54
proteasome subunit beta 4 - 
CGNC Symbol 600 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1567,94)" 366 false 4708

ENSGALP00000018537 CID 133 - 145
methionyl aminopeptidase 2 - 
CGNC Symbol 8650 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1568,69)" 4729 4709



ENSGALP00000008131 CID 902 - 914 vinculin - CGNC Symbol 3778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1568,78)" 745 4710

ENSGALP00000027391 CID 163 - 175
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1568,79)" 3252 4711

ENSGALP00000001474 CID 323 - 334

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1568,81)" 2355 false 4712

ENSGALP00000016696 CID 1,157 - 1,170
YLP motif containing 1 - CGNC 
Symbol 7819 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1568,81)" 416 true 5.71 4713

ENSGALP00000008091 CID 424 - 437
dyskerin pseudouridine synthase 
1 - CGNC Symbol 3757 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1568,87)" 3233 false 4714



ENSGALP00000014107 CID 316 - 328 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1568,88)" 2006 true 0.66 4715

ENSGALP00000029144 CID 29 - 42
Hsap of 1: ETHE1 persulfide 
dioxygenase - HGNC:23287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1568,92)" 755 4716

ENSGALP00000007490 CID 295 - 306 moesin - HGNC:7373 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1568,97)" 4021 true 2.07 4717

ENSGALP00000022293 CID 295 - 306 ezrin - CGNC Symbol 10288 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1568,97)" 4021 true 2.07 4718

ENSGALP00000023099 CID 532 - 544
histocompatibility (minor) HA-1 - 
CGNC Symbol 51181 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1569,86)" 3671 true 1.89 4719



ENSGALP00000015063 CID 102 - 114
fibrinogen gamma chain - CGNC 
Symbol 7041 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1569,89)" 982 false 4720

ENSGALP00000007822 CID 32 - 44
coronin actin binding protein 1C - 
CGNC Symbol 50369 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1570,77)" 2920 4721

ENSGALP00000007705 CID 198 - 210
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1570,90)" 3341 false 4722

ENSGALP00000014191 CID 340 - 353

cytochrome P450 family 20 
subfamily A member 1 - CGNC 
Symbol 6626 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1570,91)" 2205 4723

ENSGALP00000014097 CID 132 - 144
destrin (actin depolymerizing 
factor) - CGNC Symbol 6580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1571,73)" 36813 4724



ENSGALP00000008953 CID 343 - 355

eukaryotic translation initiation 
factor 4 gamma 2 - CGNC Symbol 
4160 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1571,79)" 583 4725

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1571,83)" 4706 true 0.83 4726

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1571,85)" 9256 true 1 4727

ENSGALP00000030189 CID 55 - 66
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1572,72)" 6883 true 0.54 4728

ENSGALP00000042598 CID 98 - 110
cyclin-dependent kinase 1 - CGNC 
Symbol 2236 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1572,82)" 349 4729



ENSGALP00000016696 CID 1,157 - 1,170
YLP motif containing 1 - CGNC 
Symbol 7819 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1572,85)" 3064 4730

ENSGALP00000023115 CID Aug-22
FK506 binding protein 4 59kDa - 
CGNC Symbol 10671 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1572,85)" 3064 4731

ENSGALP00000014119 CID 121 - 135
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1572,90)" 13434 true 9.64 4732

ENSGALP00000041532 CID 210 - 222

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1573,82)" 389 true 1.31 4733

ENSGALP00000035686 CID 757 - 770
periostin osteoblast specific 
factor - CGNC Symbol 12805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1573,84)" 1619 false 4734



ENSGALP00000035973 CID 29 - 44

phosphoribosylglycinamide 
formyltransferase 
phosphoribosylglycinamide 
synthetase 
phosphoribosylaminoimidazole 
synthetase - CGNC Symbol 49260 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1573,84)" 412 false 4735

ENSGALP00000041532 CID 165 - 179

adenine 
phosphoribosyltransferase - 
CGNC Symbol 65844 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1573,86)" 2791 true 1.31 4736

ENSGALP00000026307 CID 290 - 303

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1574,98)" 563 false 4737

ENSGALP00000028746 CID 28 - 41

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1576,73)" 7831 true 0.71 4738

ENSGALP00000009217 CID 32 - 44
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1576,75)" 1665 true 0.42 4739



ENSGALP00000039530 CID 67 - 79

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1576,75)" 1544 true 3.14 4740

ENSGALP00000019492 CID 265 - 277
Ran GTPase activating protein 1 - 
CGNC Symbol 9072 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1576,82)" 774 true 3.27 4741

ENSGALP00000014119 CID 121 - 135
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1576,92)" 134628 4742

ENSGALP00000008311 CID 376 - 389
SEC24 family member C - CGNC 
Symbol 3857 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1576,99)" 721 false 4743

ENSGALP00000023165 CID 153 - 164

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1577,69)" 1358 true 4.43 4744



ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 4 - CGNC Symbol 
6824 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1577,73)" 2582 true 1.57 4745

ENSGALP00000018195 CID 143 - 156
proteasome subunit beta 1 - 
CGNC Symbol 8487 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1577,78)" 3252 4746

ENSGALP00000015176 CID 547 - 559

eukaryotic translation initiation 
factor 3 subunit A - CGNC Symbol 
7090 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1577,91)" 387 false 4747

ENSGALP00000041108 CID 428 - 440
SATB homeobox 1 - CGNC Symbol 
8550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1578,84)" 10907 4748

ENSGALP00000021618 CID 77 - 90
lactate dehydrogenase B - CGNC 
Symbol 10005 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1578,88)" 3148 true 0.41 4749



ENSGALP00000020737 CID 1,066 - 1,079
nucleoporin 153kDa - CGNC 
Symbol 9650 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1578,88)" 689 false 4750

ENSGALP00000014308 CID 417 - 432
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1578,91)" 14343 true 0.56 4751

ENSGALP00000020445 CID 1,899 - 1,912
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1579,68)" 1250 false 4752

ENSGALP00000041690 CID 114 - 126

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1579,76)" 397 true 0.71 4753

ENSGALP00000000639 CID 545 - 558 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1579,79)" 1318 true 0.94 4754



ENSGALP00000013174 CID 30 - 42
ribosomal protein S27a - CGNC 
Symbol 49483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1579,84)" 81600 true 0.67 4755

ENSGALP00000004046 CID 111 - 123
RAN member RAS oncogene 
family - CGNC Symbol 1850 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1579,87)" 1429 false 4756

ENSGALP00000027391 CID 163 - 175
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1580,75)" 589 true 0.8 4757

ENSGALP00000028746 CID 28 - 41

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1580,76)" 5053 4758

ENSGALP00000030189 CID 55 - 66
cytochrome c oxidase subunit 6C - 
CGNC Symbol 13868 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1580,76)" 2783 true 0.54 4759



ENSGALP00000009217 CID 32 - 44
cytochrome c oxidase subunit IV 
isoform 1 - CGNC Symbol 4285 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1580,77)" 494 4760

ENSGALP00000039530 CID 67 - 79

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1580,77)" 5414 4761

ENSGALP00000019492 CID 265 - 277
Ran GTPase activating protein 1 - 
CGNC Symbol 9072 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1580,84)" 807 4762

ENSGALP00000004159 CID 106 - 118
ribosomal protein L10a - CGNC 
Symbol 51119 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1580,96)" 573 false 4763

ENSGALP00000023165 CID 153 - 164

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1581,71)" 6018 4764



ENSGALP00000027305 CID 122 - 134

ubiquitin carboxyl-terminal 
esterase L3 (ubiquitin 
thiolesterase) - CGNC Symbol 
12703 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1581,75)" 636 true 0.54 4765

ENSGALP00000014596 CID 138 - 150

guanine nucleotide binding 
protein (G protein) beta 
polypeptide 4 - CGNC Symbol 
6824 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1581,75)" 4691 4766

ENSGALP00000038795 CID 335 - 347

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1581,77)" 26639 true 0.44 4767

ENSGALP00000015333 CID 239 - 251

TIA1 cytotoxic granule-associated 
RNA binding protein - CGNC 
Symbol 56693 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1581,81)" 1861 true 1.33 4768

ENSGALP00000006060 CID 413 - 427
nucleoporin 214kDa - CGNC 
Symbol 53184 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1581,91)" 856 4769



ENSGALP00000006240 CID 1,410 - 1,423
collagen type VI alpha 3 - CGNC 
Symbol 2875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1581,91)" 14834 false 4770

ENSGALP00000023294 CID 1,797 - 1,809

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1581,91)" 14834 false 4771

ENSGALP00000038105 CID 203 - 215
fibrinogen beta chain - CGNC 
Symbol 7036 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1582,74)" 9707 false 4772

ENSGALP00000028782 CID 27 - 39
thymosin beta 10 - CGNC Symbol 
13616 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1582,88)" 8599 false 4773

ENSGALP00000014308 CID 417 - 432
chaperonin containing TCP1 
subunit 4 - CGNC Symbol 6688 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1582,94)" 4658 4774



ENSGALP00000006284 CID Jul-21

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1583,77)" 517 4775

ENSGALP00000018498 CID 310 - 322

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1583,79)" 2010 true 0.35 4776

ENSGALP00000016523 CID 308 - 320

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1583,79)" 2010 true 0.35 4777

ENSGALP00000000639 CID 545 - 558 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1583,81)" 921 4778

ENSGALP00000042036 CID 195 - 207
endonuclease G-like - CGNC 
Symbol 63533 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1583,85)" 1015 4779



ENSGALP00000035514 CID 485 - 497
protein kinase C delta - CGNC 
Symbol 50113 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1583,88)" 1293 false 0.35 4780

ENSGALP00000027391 CID 163 - 175
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1584,78)" 468 4781

ENSGALP00000003737 CID 240 - 253
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1584,80)" 3974 true 1.56 4782

ENSGALP00000020445 CID 779 - 791
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1584,82)" 520 4783

ENSGALP00000023278 CID 225 - 238

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1584,82)" 3140 true 27.4 4784



ENSGALP00000005971 CID 50 - 63 annexin A2 - CGNC Symbol 49740 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1584,88)" 325 true 1.56 4785

ENSGALP00000038124 CID 2,196 - 2,209
fatty acid synthase - CGNC 
Symbol 1983 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1584,92)" 398 false 4786

ENSGALP00000017556 CID 214 - 225 legumain - CGNC Symbol 8216 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1585,60)" 7481 false 4787

ENSGALP00000038795 CID 335 - 347

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1585,80)" 11241 4788

ENSGALP00000003914 CID 188 - 200

ubiquinol-cytochrome c 
reductase core protein II - CGNC 
Symbol 1783 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1585,83)" 4727 4789



ENSGALP00000015333 CID 239 - 251

TIA1 cytotoxic granule-associated 
RNA binding protein - CGNC 
Symbol 56693 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1585,84)" 2475 4790

ENSGALP00000021892 CID 146 - 158
endoplasmic reticulum protein 44 
- CGNC Symbol 10115 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1587,79)" 2303 false 4791

ENSGALP00000014828 CID 327 - 341
PIT54 protein precursor - Refseq 
NP_997063 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1587,83)" 658 false 4792

ENSGALP00000003914 CID 75 - 88

ubiquinol-cytochrome c 
reductase core protein II - CGNC 
Symbol 1783 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1587,85)" 1047 true 1.43 4793

ENSGALP00000013174 CID 30 - 42
ribosomal protein S27a - CGNC 
Symbol 49483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1587,90)" 197727 true 0.7 4794



ENSGALP00000003737 CID 240 - 253
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1588,83)" 9152 4795

ENSGALP00000011961 CID 63 - 76

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1588,85)" 1855 true 1.84 4796

ENSGALP00000023278 CID 225 - 238

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1588,87)" 37558 4797

ENSGALP00000017341 CID 388 - 401

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1588,87)" 37558 4798

ENSGALP00000028746 CID 61 - 74

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1588,90)" 855 false 4799



ENSGALP00000021055 CID 580 - 594
dynamin 1-like - CGNC Symbol 
9791 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1588,94)" 3116 4800

ENSGALP00000015409 CID 842 - 854
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1589,78)" 30310 false 0.44 4801

ENSGALP00000038795 CID 59 - 73

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1589,78)" 30310 true 0.44 4802

ENSGALP00000008191 CID 259 - 271

fatty acyl-CoA hydrolase 
precursor medium chain-like - 
CGNC Symbol 55177 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1589,81)" 7691 false 4803

ENSGALP00000013240 CID 796 - 810
spectrin beta non-erythrocytic 1 - 
CGNC Symbol 6184 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1589,82)" 422 false 4804



ENSGALP00000018987 CID 472 - 484 t-complex 1 - CGNC Symbol 8842 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1589,87)" 1903 false 4805

ENSGALP00000008299 CID 648 - 661
family with sequence similarity 
120A - CGNC Symbol 3854 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1589,87)" 1207 4806

ENSGALP00000000170 CID 45 - 57
receptor for activated C kinase 1 - 
CGNC Symbol 61 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1590,82)" 1328 false 4807

ENSGALP00000012471 CID 75 - 87
nucleophosmin/nucleoplasmin 3 - 
CGNC Symbol 5822 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1590,85)" 979 true 1.06 4808

ENSGALP00000021618 CID 77 - 90
lactate dehydrogenase B - CGNC 
Symbol 10005 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1590,95)" 1129 true 0.41 4809



ENSGALP00000000864 CID Feb-13
RAB11B member RAS oncogene 
family - CGNC Symbol 51171 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1591,76)" 1835 true 10 4810

ENSGALP00000026214 CID 6,169 - 6,183 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1591,81)" 2981 true 10 4811

ENSGALP00000000383 CID 209 - 221
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1591,84)" 635 false 4812

ENSGALP00000027534 CID 464 - 477
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1591,85)" 918 true 1.43 4813

ENSGALP00000016536 CID 375 - 388
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1591,85)" 918 true 1.43 4814



ENSGALP00000011770 CID 440 - 453
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1591,85)" 918 true 1.43 4815

ENSGALP00000003914 CID 75 - 88

ubiquinol-cytochrome c 
reductase core protein II - CGNC 
Symbol 1783 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1591,88)" 1502 4816

ENSGALP00000005854 CID 40 - 52

proteasome (prosome 
macropain) 26S subunit non-
ATPase 12 - CGNC Symbol 2706 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1591,97)" 440 false 4817

ENSGALP00000006240 CID 560 - 573
collagen type VI alpha 3 - CGNC 
Symbol 2875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1592,77)" 415 false 4818

ENSGALP00000003646 CID 101 - 115

glutamic-oxaloacetic 
transaminase 2 - CGNC Symbol 
1656 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1592,80)" 2115 true 0.77 4819



ENSGALP00000001474 CID 137 - 150

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1592,84)" 4004 true 0.77 4820

ENSGALP00000011961 CID 63 - 76

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1592,88)" 3412 4821

ENSGALP00000011718 CID 62 - 76

small nuclear ribonucleoprotein 
polypeptides B and B1 - CGNC 
Symbol 49251 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1592,88)" 3412 4822

ENSGALP00000015409 CID 842 - 854
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1593,79)" 12699 4823

ENSGALP00000038795 CID 59 - 73

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1593,79)" 12699 4824



ENSGALP00000019163 CID Feb-18 histone H1 - CGNC Symbol 53214 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1593,84)" 1664 true 4.39 4825

ENSGALP00000023635 CID 263 - 274 lamin B1 - CGNC Symbol 10893 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1593,84)" 2577 true 0.56 4826

ENSGALP00000000639 CID 191 - 202 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1594,79)" 2097 false 1.65 4827

ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1594,81)" 57308 true 0.1 4828

ENSGALP00000041758 CID 409 - 422

transporter 1 ATP-binding 
cassette sub-family B (MDR/TAP) - 
CGNC Symbol 53176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1594,94)" 5212 true 0.49 4829



ENSGALP00000016260 CID Jan-13

calmodulin 2 (phosphorylase 
kinase delta) - CGNC Symbol 
49513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1595,80)" 4178 true 10 4830

ENSGALP00000005090 CID 841 - 854
UPF1 RNA helicase and ATPase - 
CGNC Symbol 2340 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1595,81)" 465 false 4831

ENSGALP00000039157 CID 583 - 597
ATP citrate lyase - CGNC Symbol 
2533 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1595,93)" 4262 true 0.14 4832

ENSGALP00000038778 CID 63 - 76 actin-like 6A - CGNC Symbol 6893 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1596,81)" 1681 true 1.11 4833

ENSGALP00000040654 CID 27 - 39
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1596,89)" 13556 true 1 4834



ENSGALP00000019468 CID 552 - 566 aconitase 2 - CGNC Symbol 9059 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1597,75)" 2010 true 0.84 4835

ENSGALP00000018689 CID 79 - 92 septin 11 - CGNC Symbol 8720 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1597,77)" 1663 false 4836

ENSGALP00000019163 CID Feb-18 histone H1 - CGNC Symbol 53214 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1597,86)" 8290 true 4.39 4837

ENSGALP00000001027 CID 192 - 205
ELAV like RNA binding protein 1 - 
CGNC Symbol 49416 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1597,87)" 1036 4838

ENSGALP00000023188 CID 170 - 183

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC 
Symbol 49727 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1598,77)" 1399 true 0.67 4839



ENSGALP00000001474 CID 59 - 72

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1598,84)" 5518 4840

ENSGALP00000013053 CID 138 - 150

acidic (leucine-rich) nuclear 
phosphoprotein 32 family 
member A - CGNC Symbol 50017 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1598,87)" 6272 4841

ENSGALP00000041758 CID 409 - 422

transporter 1 ATP-binding 
cassette sub-family B (MDR/TAP) - 
CGNC Symbol 53176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1598,95)" 2751 4842

ENSGALP00000024648 CID Jan-13
leucyl/cystinyl aminopeptidase - 
CGNC Symbol 11391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1599,77)" 440 4843

ENSGALP00000016536 CID 375 - 388
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1599,90)" 1308 true 1.43 4844



ENSGALP00000027534 CID 464 - 477
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1599,90)" 1308 true 1.43 4845

ENSGALP00000011770 CID 440 - 453
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1599,90)" 1308 true 1.43 4846

ENSGALP00000031018 CID 34 - 46

cytochrome c oxidase subunit VIIa 
polypeptide 2 (liver) - CGNC 
Symbol 11867 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1599,91)" 444 true 0.13 4847

ENSGALP00000039157 CID 583 - 597
ATP citrate lyase - CGNC Symbol 
2533 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1599,96)" 548 4848

ENSGALP00000042317 CID 87 - 100
regulator of chromosome 
condensation 1 - HGNC:1913 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1600,74)" 1384 true 1.6 4849



ENSGALP00000006414 CID 96 - 108

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1600,78)" 1739 4850

ENSGALP00000003737 CID 240 - 253
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1600,80)" 2283 true 1.6 4851

ENSGALP00000038778 CID 63 - 76 actin-like 6A - CGNC Symbol 6893 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1600,84)" 3025 4852

ENSGALP00000037772 CID 261 - 273

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC Symbol 
7291 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1600,86)" 1185 false 4853

ENSGALP00000001474 CID 137 - 150

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1600,91)" 1653 true 0.77 4854



ENSGALP00000014374 CID 67 - 79
malate dehydrogenase 1 - CGNC 
Symbol 6725 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1600,95)" 587 true 0.77 4855

ENSGALP00000007185 CID 154 - 167
glutathione peroxidase 3 - CGNC 
Symbol 53151 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1601,76)" 4356 false 4856

ENSGALP00000041756 CID 49 - 62
Parkinsonism associated 
deglycase - HGNC:16369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1601,78)" 532 true 1.26 4857

ENSGALP00000019468 CID 552 - 566 aconitase 2 - CGNC Symbol 9059 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1601,78)" 1398 4858

ENSGALP00000023635 CID 263 - 274 lamin B1 - CGNC Symbol 10893 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1601,89)" 1766 true 0.56 4859



ENSGALP00000023188 CID 170 - 183

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC 
Symbol 49727 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1602,78)" 1039 4860

ENSGALP00000000639 CID 191 - 202 lamin B2 - CGNC Symbol 49708 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1602,84)" 3840 true 1.65 4861

ENSGALP00000027710 CID 284 - 297

matrix metallopeptidase 13 
(collagenase 3) - CGNC Symbol 
49430 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1602,86)" 5200 false 4862

ENSGALP00000023395 CID 147 - 162

ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 
10793 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1602,87)" 2638 true 1.18 4863

ENSGALP00000039734 CID 39 - 52

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1602,89)" 433 true 2.31 4864



ENSGALP00000014591 CID 844 - 856

integrin alpha 4 (antigen CD49D 
alpha 4 subunit of VLA-4 
receptor) - CGNC Symbol 6820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1603,71)" 1901 false 4865

ENSGALP00000017248 CID 735 - 749
protein kinase D3 - CGNC Symbol 
8057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1603,94)" 456 4866

ENSGALP00000042317 CID 87 - 100
regulator of chromosome 
condensation 1 - HGNC:1913 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1604,76)" 2704 4867

ENSGALP00000003737 CID 240 - 253
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1604,82)" 4029 4868

ENSGALP00000019832 CID May-18

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1604,82)" 1306 false 4869



ENSGALP00000008079 CID 130 - 142
serine hydroxymethyltransferase 
1 (soluble) - CGNC Symbol 3751 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1605,75)" 612 false 4870

ENSGALP00000006414 CID Feb-14

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1606,72)" 1163 4871

ENSGALP00000018469 CID 43 - 56
cystathionine gamma-lyase - 
CGNC Symbol 8612 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1606,73)" 3420 false 4872

ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 
reductase 3 (CYB5R3) mRNA. - 
RefSeq mRNA NM_001291805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1606,82)" 1923 true 0.91 4873

ENSGALP00000023395 CID 147 - 162

ubiquitin specific peptidase 5 
(isopeptidase T) - CGNC Symbol 
10793 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1606,90)" 3102 4874



ENSGALP00000023352 CID 726 - 738
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1606,97)" 5866 true 2.13 4875

ENSGALP00000020445 CID 719 - 731
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1606,97)" 5866 true 2.13 4876

ENSGALP00000016080 CID 511 - 524

cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 
7517 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1607,01)" 452 false 4877

ENSGALP00000026633 CID 680 - 693

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1608,82)" 712 true 0.94 4878

ENSGALP00000010363 CID 62 - 74
ubiquitin conjugating enzyme E2 I 
- CGNC Symbol 4844 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1608,82)" 443 true 1.34 4879



ENSGALP00000012472 CID 499 - 512 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1608,83)" 388 false 4880

ENSGALP00000017856 CID 144 - 157

transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 
51305 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1608,84)" 2318 true 2.82 4881

ENSGALP00000040654 CID 27 - 39
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1608,96)" 15296 true 1 4882

ENSGALP00000016523 CID 56 - 69

heat shock protein 90kDa alpha 
(cytosolic) class B member 1 - 
CGNC Symbol 49691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1609,84)" 1759 false 4883

ENSGALP00000004437 CID 139 - 153
ribosomal protein S10 - CGNC 
Symbol 51122 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1609,84)" 1124 true 0.62 4884



ENSGALP00000024116 CID 854 - 866

IQ motif containing GTPase 
activating protein 2 - CGNC 
Symbol 11128 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1610,78)" 2886 false 4885

ENSGALP00000016361 CID 95 - 107
ribosomal protein S3A - CGNC 
Symbol 51748 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1610,78)" 2886 4886

ENSGALP00000027157 CID 1,530 - 1,544
collagen type IV alpha 2 - CGNC 
Symbol 12638 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1610,82)" 391 false 4887

ENSGALP00000007672 CID 872 - 884
isoleucyl-tRNA synthetase - CGNC 
Symbol 3573 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1610,84)" 1839 false 4888

ENSGALP00000036122 CID 61 - 74

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1610,85)" 603 false 4889



ENSGALP00000022816 CID 220 - 232

Gallus gallus cytochrome b5 
reductase 3 (CYB5R3) mRNA. - 
RefSeq mRNA NM_001291805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1610,85)" 1745 4890

ENSGALP00000039734 CID 39 - 52

Protein LOC105369241 - 
UniProtKB/TrEMBL A0A0B4J2C8 - 
CGNC Symbol 51059 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1610,95)" 1449 true 2.31 4891

ENSGALP00000003717 CID 501 - 515

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1610,98)" 726 4892

ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1611,72)" 3803 true 1.5 4893

ENSGALP00000006284 CID Jul-21

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1611,80)" 2703 true 0.5 4894



ENSGALP00000017856 CID 144 - 157

transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 
51305 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1612,86)" 7383 4895

ENSGALP00000043256 CID Feb-14
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1612,87)" 1698 false 4896

ENSGALP00000008105 CID 123 - 136

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - 
CGNC Symbol 50275 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1612,87)" 2524 false 4897

ENSGALP00000038774 CID 129 - 141
argininosuccinate synthase 1 - 
CGNC Symbol 50457 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1613,80)" 671 false 4898

ENSGALP00000007287 CID 129 - 142
ribosomal protein S14 - CGNC 
Symbol 3393 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1613,84)" 1572 true 1.45 4899



ENSGALP00000039948 CID 145 - 159
MARCKS-like 1 - CGNC Symbol 
14646 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1614,72)" 6000 true 0.34 4900

ENSGALP00000003954 CID 46 - 64
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1614,80)" 405 true 7.35 4901

ENSGALP00000041744 CID 134 - 147

SEC22 homolog B vesicle 
trafficking protein - CGNC Symbol 
52179 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1614,85)" 779 true 0.57 4902

ENSGALP00000038774 CID 114 - 128
argininosuccinate synthase 1 - 
CGNC Symbol 50457 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1614,85)" 779 false 0.57 4903

ENSGALP00000026307 CID 427 - 440

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1614,87)" 1622 true 0.7 4904



ENSGALP00000014107 CID 405 - 418 vimentin - CGNC Symbol 51275 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1614,92)" 3663 false 4905

ENSGALP00000003431 CID 16 - 28

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1615,75)" 6184 4906

ENSGALP00000006284 CID Jul-21

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1615,82)" 1349 4907

ENSGALP00000022972 CID 116 - 129 fibulin 1 - CGNC Symbol 10607 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1615,83)" 435 false 4908

ENSGALP00000002352 CID 218 - 232
RNA binding motif protein 39 - 
CGNC Symbol 1071 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1616,01)" 604 false 4909



ENSGALP00000010363 CID 62 - 74
ubiquitin conjugating enzyme E2 I 
- CGNC Symbol 4844 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1616,86)" 570 4910

ENSGALP00000026633 CID 680 - 693

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1616,87)" 368 true 0.94 4911

ENSGALP00000018498 CID 46 - 59

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1616,88)" 23495 true 0.29 4912

ENSGALP00000027541 CID 113 - 127
high mobility group box 1 - CGNC 
Symbol 49444 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1617,02)" 85212 true 11.11 4913

ENSGALP00000009481 CID 158 - 171
RAB7A member RAS oncogene 
family - CGNC Symbol 4408 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1617,86)" 34846 true 0.57 4914



ENSGALP00000004437 CID 139 - 153
ribosomal protein S10 - CGNC 
Symbol 51122 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1617,89)" 695 true 0.62 4915

ENSGALP00000007472 CID 74 - 87
PDGFA associated protein 1 - 
CGNC Symbol 3481 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1617,94)" 497 false 4916

ENSGALP00000021425 CID 809 - 822 plexin B2 - CGNC Symbol 52617 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1618,80)" 761 false 4917

ENSGALP00000026633 CID 145 - 158

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1618,82)" 725 false 4918

ENSGALP00000017080 CID 179 - 193
SNW domain containing 1 - CGNC 
Symbol 7983 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1618,88)" 343 false 4919



ENSGALP00000026487 CID 223 - 237

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1618,88)" 584 4920

ENSGALP00000021892 CID 314 - 327
endoplasmic reticulum protein 44 
- CGNC Symbol 10115 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1619,80)" 505 false 4921

ENSGALP00000004417 CID 120 - 136

phosphogluconate 
dehydrogenase - CGNC Symbol 
2017 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1619,84)" 3272 true 0.97 4922

ENSGALP00000042451 CID 33 - 47

interferon-induced 
transmembrane protein 1-like - 
CGNC Symbol 56156 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1619,92)" 541 true 2.65 4923

ENSGALP00000004417 CID 35 - 48

phosphogluconate 
dehydrogenase - CGNC Symbol 
2017 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1620,88)" 1075 false 4924



ENSGALP00000010363 CID 62 - 74
ubiquitin conjugating enzyme E2 I 
- CGNC Symbol 4844 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1620,89)" 1005 true 1.34 4925

ENSGALP00000002349 CID 179 - 193

capping protein (actin filament) 
muscle Z-line alpha 1 - CGNC 
Symbol 1070 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1621,02)" 461 false 4926

ENSGALP00000026214 CID 5,675 - 5,687 dystonin - CGNC Symbol 12181 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1621,81)" 4551 true 0.81 4927

ENSGALP00000009481 CID 158 - 171
RAB7A member RAS oncogene 
family - CGNC Symbol 4408 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1621,88)" 19132 4928

ENSGALP00000004508 CID 176 - 189

endoplasmic reticulum-golgi 
intermediate compartment 1 - 
CGNC Symbol 2067 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1621,95)" 981 false 4929



ENSGALP00000006414 CID Feb-14

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1622,71)" 482 4930

ENSGALP00000008695 CID 197 - 209
PDZ and LIM domain 1 - CGNC 
Symbol 4041 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1622,77)" 3421 false 4931

ENSGALP00000013999 CID 186 - 201

NADH:ubiquinone oxidoreductase 
core subunit S1 - CGNC Symbol 
6532 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1622,78)" 865 true 0.52 4932

ENSGALP00000006240 CID 585 - 598
collagen type VI alpha 3 - CGNC 
Symbol 2875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1622,80)" 730 true 6.17 4933

ENSGALP00000003898 CID 620 - 633 matrin 3 - CGNC Symbol 1772 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1622,83)" 691 false 4934



ENSGALP00000003954 CID 46 - 64
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1622,86)" 5101 true 7.35 4935

ENSGALP00000018087 CID 71 - 84
vaccinia related kinase 1 - CGNC 
Symbol 8440 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1622,91)" 776 false 4936

ENSGALP00000026307 CID 427 - 440

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1622,93)" 695 true 0.7 4937

ENSGALP00000001231 CID 549 - 562
lysine demethylase 1A - CGNC 
Symbol 547 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1622,93)" 311 false 4938

ENSGALP00000018498 CID 60 - 73

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1623,85)" 3338 true 0.5 4939



ENSGALP00000004417 CID 120 - 136

phosphogluconate 
dehydrogenase - CGNC Symbol 
2017 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1623,85)" 5306 4940

ENSGALP00000035996 CID 77 - 91
superoxide dismutase 1 soluble - 
CGNC Symbol 11821 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1623,86)" 354 false 4941

ENSGALP00000042451 CID 33 - 47

interferon-induced 
transmembrane protein 1-like - 
CGNC Symbol 56156 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1623,95)" 2253 4942

ENSGALP00000037001 CID 103 - 116

ras-related C3 botulinum toxin 
substrate 2 (rho family small GTP 
binding protein Rac2) - CGNC 
Symbol 9462 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1623,95)" 1621 false 4943

ENSGALP00000022972 CID 552 - 563 fibulin 1 - CGNC Symbol 10607 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1624,79)" 637 false 4944



ENSGALP00000018498 CID 46 - 59

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1624,93)" 6748 true 0.29 4945

ENSGALP00000009665 CID 482 - 495

coatomer protein complex 
subunit beta 1 - CGNC Symbol 
4506 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1625,97)" 1144 true 0.68 4946

ENSGALP00000007934 CID 446 - 460
glucose-6-phosphate isomerase - 
CGNC Symbol 3683 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1625,98)" 545 false 4947

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1626,78)" 44069 true 0.99 4948

ENSGALP00000006578 CID 28 - 41

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1626,78)" 12817 true 0.7 4949



ENSGALP00000013999 CID 186 - 201

NADH:ubiquinone oxidoreductase 
core subunit S1 - CGNC Symbol 
6532 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1626,80)" 448 4950

ENSGALP00000003455 CID 27 - 40

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC Symbol 
1580 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1626,81)" 1017 4951

ENSGALP00000015000 CID 63 - 76
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1626,84)" 4824 true 0.7 4952

ENSGALP00000002525 CID 174 - 188 septin 9 - CGNC Symbol 50494 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1626,86)" 2572 4953

ENSGALP00000010844 CID 125 - 137
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1627,76)" 1703 true 0.89 4954



ENSGALP00000039454 CID 41 - 54
beta-2-microglobulin - CGNC 
Symbol 1542 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1627,83)" 497 true 1.32 4955

ENSGALP00000016260 CID 78 - 90

calmodulin 2 (phosphorylase 
kinase delta) - CGNC Symbol 
49513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1628,76)" 1292 4956

ENSGALP00000020445 CID 1,025 - 1,037
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1628,80)" 18215 4957

ENSGALP00000027953 CID 77 - 90
ribosomal protein S3 - CGNC 
Symbol 13020 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1628,83)" 3864 true 0.94 4958

ENSGALP00000025010 CID 88 - 101
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1628,96)" 497 false 4959



ENSGALP00000022479 CID 354 - 367

RNA (guanine-7-) 
methyltransferase - CGNC Symbol 
10392 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1629,75)" 594 true 1.6 4960

ENSGALP00000027479 CID 563 - 575
complement C4-like - CGNC 
Symbol 50875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1629,82)" 572 true 0.71 4961

ENSGALP00000020346 CID 103 - 116
FK506 binding protein 3 - CGNC 
Symbol 9468 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1629,83)" 805 false 4962

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1629,84)" 28360 true 0.81 4963

ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1629,85)" 17572 true 0.44 4964



ENSGALP00000014746 CID 90 - 101
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1629,90)" 3681 true 0.73 4965

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1630,80)" 43840 4966

ENSGALP00000006578 CID 28 - 41

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1630,81)" 9503 4967

ENSGALP00000038105 CID 216 - 230
fibrinogen beta chain - CGNC 
Symbol 7036 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1630,82)" 9162 false 4968

ENSGALP00000004548 CID 347 - 359
acyl-CoA dehydrogenase long 
chain - CGNC Symbol 2086 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1630,83)" 488 true 0.32 4969



ENSGALP00000001460 CID 133 - 146
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1630,83)" 5780 true 0.32 4970

ENSGALP00000015000 CID 63 - 76
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1630,87)" 3850 4971

ENSGALP00000019031 CID 253 - 264 albumin - CGNC Symbol 14106 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1630,87)" 10919 false 4972

ENSGALP00000008498 CID 604 - 617
transketolase - CGNC Symbol 
3953 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1631,00)" 402 false 4973

ENSGALP00000010844 CID 125 - 137
CUGBP Elav-like family member 2 - 
CGNC Symbol 49047 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1631,78)" 1514 4974



ENSGALP00000041108 CID 524 - 535
SATB homeobox 1 - CGNC Symbol 
8550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1631,87)" 582 true 5.45 4975

ENSGALP00000007511 CID 168 - 180

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - 
CGNC Symbol 3502 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1632,77)" 5598 true 0.35 4976

ENSGALP00000019975 CID 215 - 229
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1632,87)" 427 false 4977

ENSGALP00000005576 CID 186 - 200
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1632,87)" 427 false 4978

ENSGALP00000015687 CID 978 - 995
collagen type I alpha 2 - CGNC 
Symbol 49716 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1632,88)" 1543 true 2.63 4979



ENSGALP00000015657 CID 313 - 326 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1632,91)" 5640 false 4980

ENSGALP00000023523 CID 315 - 328
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1632,91)" 5640 false 4981

ENSGALP00000015988 CID 315 - 328
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1632,91)" 5640 false 4982

ENSGALP00000022433 CID Jan-15
polymerase (RNA) II subunit I - 
HGNC:9196 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1633,75)" 862 4983

ENSGALP00000015000 CID 876 - 890
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1633,86)" 568 true 1.22 4984



ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1633,87)" 21783 4985

ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1633,87)" 7575 4986

ENSGALP00000012472 CID 513 - 526 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1634,75)" 8156 true 1.66 4987

ENSGALP00000010888 CID 29 - 42

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein eta - CGNC Symbol 50393 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1634,81)" 1633 4988

ENSGALP00000024734 CID 61 - 74
CD47 molecule - CGNC Symbol 
11437 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1634,84)" 3590 true 0.66 4989



ENSGALP00000004186 CID 400 - 414
annexin A11 - CGNC Symbol 
52013 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1634,84)" 5374 false 4990

ENSGALP00000041109 CID 393 - 407
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1634,84)" 5374 false 4991

ENSGALP00000011559 CID 54 - 67

integrin beta 1 (fibronectin 
receptor beta polypeptide 
antigen CD29 includes MDF2 
MSK12) - CGNC Symbol 49025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1634,84)" 5374 false 4992

ENSGALP00000013240 CID 1,856 - 1,870
spectrin beta non-erythrocytic 1 - 
CGNC Symbol 6184 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1634,84)" 5374 false 4993

ENSGALP00000036720 CID 4,533 - 4,546
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1634,94)" 918 false 4994



ENSGALP00000005565 CID Feb-15
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1635,74)" 4744 true 0.96 4995

ENSGALP00000026307 CID Feb-17

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1635,84)" 838 true 0.74 4996

ENSGALP00000025929 CID 83 - 96
hydroxyacyl-CoA dehydrogenase - 
CGNC Symbol 12053 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1635,86)" 897 false 4997

ENSGALP00000039454 CID 41 - 54
beta-2-microglobulin - CGNC 
Symbol 1542 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1635,88)" 654 true 1.32 4998

ENSGALP00000012170 CID 321 - 334
aminopeptidase-like 1 - CGNC 
Symbol 5683 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1635,93)" 654 false 4999



ENSGALP00000027953 CID 77 - 90
ribosomal protein S3 - CGNC 
Symbol 13020 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1636,87)" 2539 true 0.94 5000

ENSGALP00000013963 CID 579 - 592

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1636,96)" 374 true 2.36 5001

ENSGALP00000005653 CID 588 - 600 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1637,66)" 5738 false 5002

ENSGALP00000005654 CID 560 - 572 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1637,66)" 5738 false 5003

ENSGALP00000011825 CID 60 - 75 no description available 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1637,83)" 901 false 5004



ENSGALP00000014746 CID 90 - 101
heat shock 10kDa protein 1 - 
CGNC Symbol 49569 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1637,95)" 2671 true 0.73 5005

ENSGALP00000012472 CID 513 - 526 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1638,76)" 16242 5006

ENSGALP00000032358 CID 949 - 962

structural maintenance of 
chromosomes 4 - CGNC Symbol 
7271 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1638,80)" 2615 5007

ENSGALP00000003954 CID 46 - 64
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1638,85)" 586 false 5008

ENSGALP00000024734 CID 61 - 74
CD47 molecule - CGNC Symbol 
11437 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1638,86)" 2112 5009



ENSGALP00000001460 CID 133 - 146
serine/arginine-rich splicing 
factor 6 - CGNC Symbol 657 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1638,88)" 1724 true 0.32 5010

ENSGALP00000015817 CID 593 - 607

solute carrier family 25 
(aspartate/glutamate carrier) 
member 13 - CGNC Symbol 7395 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1638,90)" 1118 5011

ENSGALP00000010800 CID 42 - 55

actin related protein 2/3 complex 
subunit 4 20kDa - CGNC Symbol 
50145 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1639,02)" 2073 false 5012

ENSGALP00000005565 CID Feb-15
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1639,77)" 4565 true 0.96 5013

ENSGALP00000026307 CID Feb-17

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1639,86)" 622 5014



ENSGALP00000015665 CID 84 - 96 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1639,87)" 18334 5015

ENSGALP00000000224 CID 150 - 164
proliferating cell nuclear antigen - 
CGNC Symbol 92 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1640,87)" 660 true 1.27 5016

ENSGALP00000014260 CID 185 - 198

ARP2 actin-related protein 2 
homolog (yeast) - CGNC Symbol 
49669 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1641,76)" 958 true 4.01 5017

ENSGALP00000020445 CID 1,023 - 1,035
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1641,83)" 1525 true 1.2 5018

ENSGALP00000021301 CID 164 - 177

aldo-keto reductase family 1 
member B10 (aldose reductase) - 
CGNC Symbol 50690 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1641,83)" 3984 true 4.01 5019



ENSGALP00000015000 CID 876 - 890
poly (ADP-ribose) polymerase 1 - 
CGNC Symbol 7010 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1641,91)" 1211 true 1.22 5020

ENSGALP00000042317 CID 161 - 175
regulator of chromosome 
condensation 1 - HGNC:1913 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1642,07)" 1339 false 5021

ENSGALP00000010618 CID 109 - 122
lymphocyte-specific protein 1 - 
CGNC Symbol 4964 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1642,75)" 2694 5022

ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1642,76)" 1845 true 1.15 5023

ENSGALP00000007379 CID 304 - 316

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1642,79)" 493 true 3.26 5024



ENSGALP00000013640 CID 318 - 330

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 1 - 
CGNC Symbol 49774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1642,79)" 493 true 3.26 5025

ENSGALP00000007833 CID Feb-16
myelin expression factor 2 - CGNC 
Symbol 49981 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1642,88)" 1461 false 5026

ENSGALP00000033650 CID 759 - 772
FYN binding protein - CGNC 
Symbol 2773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1642,88)" 1461 5027

ENSGALP00000020439 CID 223 - 236

eukaryotic translation initiation 
factor 3 subunit D - CGNC Symbol 
56714 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1642,88)" 385 true 2.18 5028

ENSGALP00000022525 CID 163 - 176
pre-mRNA-processing factor 19 - 
Refseq NP_001034420 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1642,89)" 357 true 2.41 5029



ENSGALP00000002828 CID 481 - 494
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1643,80)" 1581 false 5030

ENSGALP00000019468 CID 636 - 650 aconitase 2 - CGNC Symbol 9059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1643,83)" 21453 true 0.51 5031

ENSGALP00000014107 CID 95 - 107 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1643,85)" 1797 true 0.37 5032

ENSGALP00000018424 CID 98 - 110 desmin - CGNC Symbol 49543 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1643,85)" 1797 true 0.37 5033

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1643,87)" 52007 true 0.55 5034



ENSGALP00000021343 CID 205 - 218

serine/threonine kinase receptor 
associated protein - CGNC Symbol 
9899 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1643,88)" 707 false 5035

ENSGALP00000038912 CID 17 - 31
alpha-D-globin - CGNC Symbol 
50309 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1644,80)" 117035 true 0.04 5036

ENSGALP00000025461 CID 140 - 153
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1644,86)" 1817 true 1.09 5037

ENSGALP00000023917 CID 111 - 124
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1645,76)" 3405 true 1.45 5038

ENSGALP00000014260 CID 185 - 198

ARP2 actin-related protein 2 
homolog (yeast) - CGNC Symbol 
49669 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1645,79)" 5234 5039



ENSGALP00000042627 CID 116 - 129

Gallus gallus granulysin (GNLY) 
mRNA. - RefSeq mRNA 
NM_001044680 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1645,81)" 1330 5040

ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1645,84)" 886 true 0.74 5041

ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1645,84)" 1644 true 1.85 5042

ENSGALP00000021301 CID 164 - 177

aldo-keto reductase family 1 
member B10 (aldose reductase) - 
CGNC Symbol 50690 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1645,85)" 2909 5043

ENSGALP00000014107 CID 217 - 229 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1645,98)" 421 true 0.8 5044



ENSGALP00000041690 CID 38 - 51

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1646,80)" 3362 5045

ENSGALP00000020439 CID 223 - 236

eukaryotic translation initiation 
factor 3 subunit D - CGNC Symbol 
56714 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1646,91)" 1458 5046

ENSGALP00000022525 CID 163 - 176
pre-mRNA-processing factor 19 - 
Refseq NP_001034420 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1646,91)" 862 5047

ENSGALP00000020445 CID 359 - 373
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1647,77)" 844 true 1.2 5048

ENSGALP00000024150 CID 207 - 221

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1647,79)" 7125 true 0.26 5049



ENSGALP00000003717 CID 110 - 123

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1647,85)" 2465 true 0.64 5050

ENSGALP00000006298 CID 108 - 122

apolipoprotein H (beta-2-
glycoprotein I) - CGNC Symbol 
2904 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1647,85)" 711 false 5051

ENSGALP00000019468 CID 636 - 650 aconitase 2 - CGNC Symbol 9059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1647,87)" 7231 5052

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1647,90)" 28483 5053

ENSGALP00000038912 CID 17 - 31
alpha-D-globin - CGNC Symbol 
50309 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1648,82)" 2107 5054



ENSGALP00000013964 CID 263 - 276
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1648,87)" 729 false 5055

ENSGALP00000022436 CID 208 - 221 tubulin beta class I - HGNC:20778 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1648,87)" 729 false 5056

ENSGALP00000037524 CID 350 - 362
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1648,87)" 2885 false 5057

ENSGALP00000023523 CID 315 - 328
actin beta-like 2 - CGNC Symbol 
52851 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1648,91)" 817 false 5058

ENSGALP00000015657 CID 313 - 326 actin beta - CGNC Symbol 49855 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1648,91)" 817 false 5059



ENSGALP00000015988 CID 315 - 328
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1648,91)" 817 false 5060

ENSGALP00000023917 CID 111 - 124
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1649,78)" 5844 5061

ENSGALP00000043403 CID 44 - 57
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1649,79)" 328 true 2.81 5062

ENSGALP00000022386 CID 43 - 56
serine/arginine-rich splicing 
factor 7 - CGNC Symbol 52729 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1649,79)" 328 true 2.81 5063

ENSGALP00000020445 CID 1,023 - 1,035
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1649,86)" 2442 true 1.2 5064



ENSGALP00000035339 CID 233 - 247

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1649,86)" 1703 5065

ENSGALP00000013964 CID 63 - 77
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1649,87)" 657 5066

ENSGALP00000034108 CID 475 - 488
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1650,80)" 9461 true 0.4 5067

ENSGALP00000035780 CID 2,495 - 2,508
RAN binding protein 2 - CGNC 
Symbol 50838 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1650,80)" 9461 false 1.45 5068

ENSGALP00000007379 CID 304 - 316

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1650,84)" 2143 true 3.26 5069



ENSGALP00000013640 CID 318 - 330

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 1 - 
CGNC Symbol 49774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1650,84)" 2143 true 3.26 5070

ENSGALP00000016337 CID 1,223 - 1,237

LPS-responsive vesicle trafficking 
beach and anchor containing - 
CGNC Symbol 7650 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1650,86)" 931 5071

ENSGALP00000005607 CID 155 - 168

proline and arginine rich end 
leucine rich repeat protein - 
HGNC:9357 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1650,92)" 8752 false 5072

ENSGALP00000020744 CID 415 - 427

heat shock protein 90kDa beta 
(Grp94) member 1 - CGNC 
Symbol 49067 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1651,79)" 622 false 5073

ENSGALP00000024150 CID 207 - 221

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1651,81)" 1144 5074



ENSGALP00000003455 CID 48 - 60

peptidylprolyl isomerase B 
(cyclophilin B) - CGNC Symbol 
1580 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1651,86)" 2978 true 1.38 5075

ENSGALP00000002828 CID 559 - 571
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1651,87)" 1336 true 2 5076

ENSGALP00000018750 CID 338 - 351
solute carrier family 25 member 3 
- CGNC Symbol 8748 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1651,97)" 14001 false 5077

ENSGALP00000035717 CID Nov-25

SGT1 homolog MIS12 kinetochore 
complex assembly cochaperone - 
CGNC Symbol 12721 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1652,82)" 525 5078

ENSGALP00000007833 CID Feb-16
myelin expression factor 2 - CGNC 
Symbol 49981 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1652,86)" 714 true 0.86 5079



ENSGALP00000038795 CID 134 - 149

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1652,92)" 10758 true 0.86 5080

ENSGALP00000022386 CID 43 - 56
serine/arginine-rich splicing 
factor 7 - CGNC Symbol 52729 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1653,81)" 5339 5081

ENSGALP00000043403 CID 44 - 57
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1653,81)" 5339 5082

ENSGALP00000042140 CID 40 - 54
6-phosphogluconolactonase - 
CGNC Symbol 10027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1654,01)" 1649 false 5083

ENSGALP00000034108 CID 475 - 488
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1654,81)" 3478 5084



ENSGALP00000002522 CID 32 - 46

complement component 1 q 
subcomponent binding protein - 
CGNC Symbol 1156 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1654,82)" 5569 true 0.47 5085

ENSGALP00000017248 CID 459 - 472
protein kinase D3 - CGNC Symbol 
8057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1654,96)" 1581 5086

ENSGALP00000040985 CID 156 - 169

aldo-keto reductase family 1 
member B1-like (aldose 
reductase) - CGNC Symbol 50692 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1655,85)" 2431 true 0.99 5087

ENSGALP00000040802 CID 26 - 39 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1655,88)" 626 false 5088

ENSGALP00000003717 CID 110 - 123

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1655,90)" 1585 true 0.64 5089



ENSGALP00000007780 CID 57 - 72
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1655,93)" 980 true 1.12 5090

ENSGALP00000036720 CID 2,315 - 2,328
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1656,81)" 753 false 5091

ENSGALP00000007833 CID Feb-16
myelin expression factor 2 - CGNC 
Symbol 49981 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1656,88)" 616 true 0.86 5092

ENSGALP00000027534 CID 244 - 258
heat shock 105kDa/110kDa 
protein 1 - CGNC Symbol 12826 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1656,92)" 1002 true 0.57 5093

ENSGALP00000038795 CID 134 - 149

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1656,95)" 3787 5094



ENSGALP00000039758 CID 165 - 179
SAM and SH3 domain containing 
3 - CGNC Symbol 2900 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1658,75)" 2647 5095

ENSGALP00000002522 CID 32 - 46

complement component 1 q 
subcomponent binding protein - 
CGNC Symbol 1156 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1658,84)" 2360 5096

ENSGALP00000014298 CID 100 - 114
ribosomal protein L12 - CGNC 
Symbol 50469 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1658,86)" 1802 true 0.45 5097

ENSGALP00000002828 CID 481 - 494
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1659,79)" 2762 true 0.52 5098

ENSGALP00000012034 CID 63 - 77
tubulin beta 1 class VI - CGNC 
Symbol 49797 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1659,87)" 3871 false 1.33 5099



ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1659,87)" 3871 true 1.33 5100

ENSGALP00000028747 CID 14 - 29

reactive intermediate imine 
deaminase A homolog - CGNC 
Symbol 13608 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1659,94)" 463 5101

ENSGALP00000007780 CID 57 - 72
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1659,95)" 1862 5102

ENSGALP00000042590 CID 71 - 86 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1660,82)" 2296 false 5103

ENSGALP00000034618 CID 64 - 77
Cytochrome c oxidase subunit 3 - 
UP P18945 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1660,89)" 1570 false 5104



ENSGALP00000015753 CID 33 - 46
paraoxonase 2 - CGNC Symbol 
49501 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1660,90)" 1564 true 0.92 5105

ENSGALP00000041108 CID 651 - 665
SATB homeobox 1 - CGNC Symbol 
8550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1661,80)" 5837 5106

ENSGALP00000000509 CID 518 - 533

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1661,81)" 1337 true 3.2 5107

ENSGALP00000012481 CID 206 - 219
ribosomal protein L4 - CGNC 
Symbol 5828 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1661,83)" 20950 true 0.95 5108

ENSGALP00000038179 CID 153 - 167
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1661,97)" 1632 false 5109



ENSGALP00000017462 CID 113 - 127
high mobility group box 2 - CGNC 
Symbol 8169 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1662,00)" 32854 false 5110

ENSGALP00000004225 CID 130 - 146

Gallus gallus NME/NM23 
nucleoside diphosphate kinase 4 
(NME4) mRNA. - RefSeq mRNA 
NM_001282217 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1662,80)" 2945 false 5111

ENSGALP00000012878 CID 157 - 171
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1662,84)" 8083 true 1.43 5112

ENSGALP00000007466 CID 175 - 188

actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 
15421 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1662,90)" 3534 true 0.45 5113

ENSGALP00000016196 CID 502 - 516

chaperonin containing TCP1 
subunit 2 (beta) - CGNC Symbol 
7582 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1662,95)" 405 5114



ENSGALP00000028374 CID 24 - 37

VAMP (vesicle-associated 
membrane protein)-associated 
protein A 33kDa - CGNC Symbol 
54859 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1663,02)" 785 false 5115

ENSGALP00000010210 CID 196 - 209
leukocyte cell derived chemotaxin 
2 - CGNC Symbol 4754 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1663,75)" 2553 false 5116

ENSGALP00000026337 CID 204 - 217
peroxiredoxin 4 - CGNC Symbol 
12239 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1663,81)" 2146 false 5117

ENSGALP00000013738 CID 139 - 152
Rho GDP dissociation inhibitor 
(GDI) alpha - CGNC Symbol 55089 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1663,87)" 428 5118

ENSGALP00000022436 CID Aug-22 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1663,89)" 3618 5119



ENSGALP00000002828 CID 559 - 571
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1663,94)" 1602 true 2 5120

ENSGALP00000001315 CID 169 - 183
nudC nuclear distribution protein - 
CGNC Symbol 591 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1663,95)" 1007 false 5121

ENSGALP00000027391 CID 594 - 607
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1664,02)" 322 false 5122

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1664,72)" 4432 true 0.62 5123

ENSGALP00000023085 CID 298 - 310
actinin alpha 4 - CGNC Symbol 
49612 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1664,87)" 4691 true 1.08 5124



ENSGALP00000015409 CID 323 - 335
actinin alpha 1 - CGNC Symbol 
48956 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1664,87)" 4691 true 1.08 5125

ENSGALP00000042497 CID 125 - 140
RAR-related orphan receptor C - 
CGNC Symbol 58847 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1664,90)" 1955 5126

ENSGALP00000000509 CID 518 - 533

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1665,84)" 4882 5127

ENSGALP00000012481 CID 206 - 219
ribosomal protein L4 - CGNC 
Symbol 5828 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1665,86)" 20390 5128

ENSGALP00000005132 CID 406 - 420
DnaJ (Hsp40) homolog subfamily 
A member 4 - CGNC Symbol 2362 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1666,69)" 3725 true 0.27 5129



ENSGALP00000012878 CID 157 - 171
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1666,85)" 10851 5130

ENSGALP00000042455 CID 65 - 78
proteasome subunit alpha type-7 - 
Refseq NP_989944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1666,91)" 1096 5131

ENSGALP00000016583 CID 53 - 69

progesterone receptor 
membrane component 2 - CGNC 
Symbol 7765 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1666,92)" 1402 true 1.45 5132

ENSGALP00000023396 CID 160 - 174
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1666,99)" 5925 false 5133

ENSGALP00000005654 CID 2,384 - 2,396 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1667,67)" 694 false 5134



ENSGALP00000005653 CID 2,276 - 2,288 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1667,67)" 694 false 5135

ENSGALP00000002373 CID 16 - 30
ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 1084 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1667,83)" 1884 5136

ENSGALP00000018750 CID 338 - 351
solute carrier family 25 member 3 
- CGNC Symbol 8748 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1667,95)" 475 false 5137

ENSGALP00000007379 CID 40 - 52

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1668,74)" 2770 5138

ENSGALP00000007728 CID 116 - 130
Y box binding protein 1 - CGNC 
Symbol 3598 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1668,80)" 1110 true 1.07 5139



ENSGALP00000023543 CID 93 - 105

SAP domain-containing 
ribonucleoprotein - Refseq 
NP_001026495 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1668,80)" 313 false 5140

ENSGALP00000027953 CID 228 - 243
ribosomal protein S3 - CGNC 
Symbol 13020 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1668,90)" 651 false 5141

ENSGALP00000030904 CID 33 - 47
avian beta-defensin 2 - CGNC 
Symbol 49507 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1669,78)" 1153 false 5142

ENSGALP00000022626 CID 117 - 129

Gallus gallus ribosomal protein 
S12 (RPS12) mRNA. - RefSeq 
mRNA NM_001277911 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1669,85)" 480 false 5143

ENSGALP00000005132 CID 406 - 420
DnaJ (Hsp40) homolog subfamily 
A member 4 - CGNC Symbol 2362 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1670,71)" 646 5144



ENSGALP00000016583 CID 53 - 69

progesterone receptor 
membrane component 2 - CGNC 
Symbol 7765 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1670,95)" 3297 5145

ENSGALP00000015886 CID 319 - 333
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1671,82)" 4027 true 0.85 5146

ENSGALP00000013738 CID 139 - 152
Rho GDP dissociation inhibitor 
(GDI) alpha - CGNC Symbol 55089 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1671,83)" 2966 true 1.25 5147

ENSGALP00000001014 CID 120 - 135

interferon-induced guanylate-
binding protein 1-like - CGNC 
Symbol 51030 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1672,03)" 1088 5148

ENSGALP00000007728 CID 116 - 130
Y box binding protein 1 - CGNC 
Symbol 3598 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1672,83)" 1190 5149



ENSGALP00000015061 CID 154 - 167
fibrinogen alpha chain - CGNC 
Symbol 49746 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1672,91)" 1664 false 5150

ENSGALP00000015409 CID 323 - 335
actinin alpha 1 - CGNC Symbol 
48956 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1672,92)" 5058 true 1.08 5151

ENSGALP00000023085 CID 298 - 310
actinin alpha 4 - CGNC Symbol 
49612 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1672,92)" 5058 true 1.08 5152

ENSGALP00000038904 CID 18 - 32

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1673,81)" 189291 true 0.04 5153

ENSGALP00000015964 CID 60 - 73
ribosomal protein L18a - CGNC 
Symbol 50601 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1674,82)" 872 true 0.7 5154



ENSGALP00000039965 CID 1,045 - 1,058

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1674,89)" 3215 5155

ENSGALP00000016509 CID 1,251 - 1,263

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin subfamily 
a member 2 - CGNC Symbol 7728 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1674,89)" 3215 false 0.7 5156

ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1674,90)" 3650 true 1.98 5157

ENSGALP00000015886 CID 319 - 333
hematopoietic cell-specific Lyn 
substrate 1 - CGNC Symbol 7430 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1675,85)" 3115 5158

ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1675,86)" 7546 true 3.49 5159



ENSGALP00000000293 CID 90 - 103
Hsap of 4: signal recognition 
particle 19kDa - HGNC:11300 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1676,79)" 628 5160

ENSGALP00000011770 CID 220 - 234
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1676,85)" 723 true 0.86 5161

ENSGALP00000008341 CID 113 - 125
glutathione S-transferase theta 1-
like - CGNC Symbol 55583 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1676,87)" 671 5162

ENSGALP00000035658 CID 467 - 482
paraspeckle component 1 - CGNC 
Symbol 50884 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1676,90)" 438 5163

ENSGALP00000035658 CID 264 - 277
paraspeckle component 1 - CGNC 
Symbol 50884 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1677,79)" 1304 true 1.18 5164



ENSGALP00000038904 CID 18 - 32

Gallus gallus hemoglobin alpha 1 
(HBAA) mRNA. - RefSeq mRNA 
NM_001004376 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1677,84)" 5162 5165

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1677,85)" 599 5166

ENSGALP00000035933 CID 222 - 235 cathepsin B - CGNC Symbol 12486 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1677,87)" 2468 false 5167

ENSGALP00000010510 CID 113 - 126
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1678,88)" 2136 5168

ENSGALP00000026307 CID 401 - 416

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1678,89)" 1326 5169



ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1678,93)" 5845 5170

ENSGALP00000020258 CID 309 - 323

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1-like - CGNC Symbol 
9427 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1678,94)" 3182 true 0.87 5171

ENSGALP00000043256 CID 244 - 258
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1679,85)" 2376 true 3.67 5172

ENSGALP00000013738 CID 139 - 152
Rho GDP dissociation inhibitor 
(GDI) alpha - CGNC Symbol 55089 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1679,91)" 938 true 1.69 5173

ENSGALP00000017341 CID 419 - 433

heterogeneous nuclear 
ribonucleoprotein U (scaffold 
attachment factor A) - CGNC 
Symbol 8107 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1679,91)" 23567 5174



ENSGALP00000002373 CID Jan-15
ATPase Ca++ transporting 
ubiquitous - CGNC Symbol 1084 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1680,84)" 1451 5175

ENSGALP00000010405 CID 443 - 457
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1680,87)" 7240 false 5176

ENSGALP00000011770 CID 220 - 234
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1680,88)" 1244 5177

ENSGALP00000015061 CID 318 - 332
fibrinogen alpha chain - CGNC 
Symbol 49746 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1680,93)" 58895 false 5178

ENSGALP00000033650 CID Apr-19
FYN binding protein - CGNC 
Symbol 2773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1681,81)" 1298 5179



ENSGALP00000035658 CID 264 - 277
paraspeckle component 1 - CGNC 
Symbol 50884 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1681,85)" 2266 5180

ENSGALP00000015964 CID 60 - 73
ribosomal protein L18a - CGNC 
Symbol 50601 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1682,87)" 610 true 0.7 5181

ENSGALP00000024078 CID 68 - 83
WD repeat domain 1 - CGNC 
Symbol 11108 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1682,88)" 429 false 5182

ENSGALP00000000383 CID 990 - 1,002
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1682,92)" 3021 false 5183

ENSGALP00000012779 CID 57 - 70

phosphatidylinositol-5-phosphate 
4-kinase type II alpha - CGNC 
Symbol 5959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1683,79)" 884 true 0.84 5184



ENSGALP00000016629 CID 115 - 128
peroxiredoxin 1 - CGNC Symbol 
7794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1683,85)" 7996 true 0.65 5185

ENSGALP00000043256 CID 244 - 258
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1683,88)" 9984 5186

ENSGALP00000027391 CID 594 - 607
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1684,00)" 22002 true 0.92 5187

ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1684,78)" 10272 5188

ENSGALP00000015988 CID 362 - 375
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1684,85)" 1066 false 5189



ENSGALP00000020445 CID 1,484 - 1,497
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1684,90)" 4535 false 5190

ENSGALP00000016363 CID 15 - 29

heterochromatin protein 1 
binding protein 3 - CGNC Symbol 
7661 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1685,05)" 3874 false 5191

ENSGALP00000006372 CID 81 - 95

aldo-keto reductase family 7 
member A2 (aflatoxin aldehyde 
reductase) - CGNC Symbol 51005 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1685,83)" 3061 true 0.42 5192

ENSGALP00000000316 CID 66 - 82
major vault protein - CGNC 
Symbol 136 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1685,90)" 388 true 1.17 5193

ENSGALP00000026307 CID 91 - 103

Putative eukaryotic translation 
initiation factor 2 subunit 3-like 
protein - UP Q2VIR3 - CGNC 
Symbol 50802 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1686,74)" 347 5194



ENSGALP00000019224 CID 371 - 386

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1686,97)" 405 false 5195

ENSGALP00000037232 CID 493 - 513
EWS RNA binding protein 1 - 
CGNC Symbol 50409 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1687,79)" 567 true 7.31 5196

ENSGALP00000012779 CID 57 - 70

phosphatidylinositol-5-phosphate 
4-kinase type II alpha - CGNC 
Symbol 5959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1687,82)" 1051 5197

P04264 CID 66 - 82

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1687,99)" 365 5198

ENSGALP00000013377 CID 41 - 55
aldehyde dehydrogenase 7 family 
member A1 - CGNC Symbol 6235 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1688,82)" 2864 true 6.81 5199



ENSGALP00000015182 CID 524 - 538
RNA binding motif protein 25 - 
CGNC Symbol 7094 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1688,83)" 2218 true 1.03 5200

ENSGALP00000035478 CID 552 - 566
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1688,89)" 663 false 5201

ENSGALP00000014372 CID 130 - 145
pre-mRNA processing factor 4 - 
CGNC Symbol 6724 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1688,92)" 4721 5202

ENSGALP00000006372 CID 81 - 95

aldo-keto reductase family 7 
member A2 (aflatoxin aldehyde 
reductase) - CGNC Symbol 51005 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1689,86)" 1305 5203

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1689,86)" 8362 true 0.46 5204



ENSGALP00000000316 CID 66 - 82
major vault protein - CGNC 
Symbol 136 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1689,92)" 480 5205

ENSGALP00000004048 CID 377 - 390 kinectin 1 - CGNC Symbol 9206 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1689,94)" 371 false 5206

ENSGALP00000006026 CID 113 - 127
aldehyde dehydrogenase 4 family 
member A1 - CGNC Symbol 2784 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1689,94)" 371 false 5207

ENSGALP00000020463 CID 229 - 243

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1690,83)" 6363 true 0.9 5208

ENSGALP00000014298 CID 131 - 146
ribosomal protein L12 - CGNC 
Symbol 50469 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1690,84)" 3368 true 1.89 5209



ENSGALP00000037232 CID 493 - 513
EWS RNA binding protein 1 - 
CGNC Symbol 50409 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1691,81)" 5609 5210

ENSGALP00000019120 CID 58 - 72
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1691,84)" 1685 false 5211

ENSGALP00000016629 CID 115 - 128
peroxiredoxin 1 - CGNC Symbol 
7794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1691,90)" 5182 true 0.65 5212

ENSGALP00000013574 CID 432 - 446
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1692,78)" 40939 true 0.18 5213

ENSGALP00000015182 CID 524 - 538
RNA binding motif protein 25 - 
CGNC Symbol 7094 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1692,88)" 1222 5214



ENSGALP00000031272 CID 60 - 73

protein phosphatase 1 catalytic 
subunit beta isozyme - CGNC 
Symbol 49609 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1692,88)" 537 5215

ENSGALP00000013500 CID 22 - 35

family with sequence similarity 
185 member A - CGNC Symbol 
50577 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1692,93)" 4314 false 5216

ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1693,88)" 3854 5217

ENSGALP00000012985 CID 82 - 96
B-cell receptor-associated protein 
29 - CGNC Symbol 6061 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1693,89)" 645 false 5218

ENSGALP00000014298 CID 131 - 146
ribosomal protein L12 - CGNC 
Symbol 50469 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1694,85)" 6785 5219



ENSGALP00000020463 CID 229 - 243

minichromosome maintenance 
complex component 5 - CGNC 
Symbol 9524 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1694,86)" 5712 5220

ENSGALP00000010510 CID 113 - 126
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1694,91)" 7990 true 0.9 5221

ENSGALP00000000509 CID 443 - 457

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1694,93)" 468 5222

ENSGALP00000027391 CID 594 - 607
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1696,08)" 19927 true 0.92 5223

ENSGALP00000013574 CID 432 - 446
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1696,81)" 7218 5224



ENSGALP00000005345 CID 214 - 228
interferon gamma-inducible 
protein 30 - CGNC Symbol 2468 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1696,87)" 1395 5225

ENSGALP00000013122 CID 430 - 446

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1696,90)" 131237 true 0.27 5226

ENSGALP00000042244 CID 174 - 188
dynein axonemal heavy chain 10 - 
CGNC Symbol 50349 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1696,90)" 131237 5227

ENSGALP00000042610 CID 52 - 66

ATP synthase H+ transporting 
mitochondrial F1 complex delta 
subunit - CGNC Symbol 56808 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1696,99)" 565 false 5228

ENSGALP00000020185 CID 214 - 229

Gallus gallus chromosome 5 open 
reading frame human C14orf166 
(C5H14ORF166) mRNA. - RefSeq 
mRNA NM_205369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1696,99)" 565 5229



ENSGALP00000009819 CID 212 - 225
PHD finger protein 6 - CGNC 
Symbol 4572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1697,71)" 517 5230

ENSGALP00000038313 CID 124 - 137

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 
7657 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1697,72)" 6846 true 0.31 5231

ENSGALP00000023439 CID 405 - 418

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1697,81)" 661 true 0.57 5232

ENSGALP00000010405 CID 174 - 188
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1697,85)" 5163 true 0.83 5233

ENSGALP00000005505 CID 80 - 94
RAB8B member RAS oncogene 
family - CGNC Symbol 2544 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1698,83)" 357 false 5234



ENSGALP00000039872 CID 251 - 265

regulator of chromosome 
condensation 2 - CGNC Symbol 
287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1699,06)" 334 false 5235

ENSGALP00000014260 CID 204 - 216

ARP2 actin-related protein 2 
homolog (yeast) - CGNC Symbol 
49669 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1699,83)" 436 false 5236

K7EPJ9 CID 108 - 121

Keratin, type I cytoskeletal 17 
(Fragment) OS=Homo sapiens 
GN=KRT17 PE=1 SV=1 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1699,84)" 24368 true 0.47 5237

ENSGALP00000010405 CID 517 - 531
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1699,85)" 1986 false 5238

ENSGALP00000043256 CID 244 - 258
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1699,88)" 1265 5239



ENSGALP00000003296 CID 346 - 362

lymphocyte cytosolic protein 2 
(SH2 domain containing leukocyte 
protein of 76kDa) - CGNC Symbol 
1506 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1699,96)" 1057 false 5240

ENSGALP00000020268 CID 468 - 481
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1700,75)" 4228 true 1.44 5241

ENSGALP00000015657 CID 360 - 373 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1700,86)" 28268 true 0.29 5242

ENSGALP00000013122 CID 430 - 446

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1700,93)" 33950 5243

ENSGALP00000038313 CID 124 - 137

dolichyl-
diphosphooligosaccharide--
protein glycosyltransferase non-
catalytic subunit - CGNC Symbol 
7657 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1701,74)" 1975 5244



ENSGALP00000023439 CID 405 - 418

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1701,84)" 2108 5245

ENSGALP00000007523 CID 103 - 116
chloride intracellular channel 2 - 
CGNC Symbol 51647 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1701,96)" 1262 true 0.47 5246

ENSGALP00000014107 CID 165 - 178 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1702,83)" 1383 false 5247

ENSGALP00000009341 CID Feb-16
high density lipoprotein binding 
protein - CGNC Symbol 4348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1702,84)" 3443 5248

ENSGALP00000018740 CID 35 - 50
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1702,84)" 367 false 5249



ENSGALP00000043400 CID 40 - 53
thioredoxin domain containing 17 
- HGNC:28218 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1703,78)" 1348 false 5250

ENSGALP00000031272 CID 246 - 259

protein phosphatase 1 catalytic 
subunit beta isozyme - CGNC 
Symbol 49609 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1703,87)" 683 true 0.47 5251

ENSGALP00000007265 CID 247 - 260

protein phosphatase 1 catalytic 
subunit gamma isozyme - CGNC 
Symbol 50363 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1703,87)" 683 true 0.47 5252

ENSGALP00000027479 CID 48 - 61
complement C4-like - CGNC 
Symbol 50875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1703,95)" 1861 false 5253

ENSGALP00000007523 CID 60 - 74
chloride intracellular channel 2 - 
CGNC Symbol 51647 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1703,95)" 2419 5254



ENSGALP00000025280 CID Feb-16 thioredoxin - CGNC Symbol 49804 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1703,96)" 420 false 5255

ENSGALP00000020268 CID 468 - 481
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1704,77)" 1593 5256

ENSGALP00000003152 CID 411 - 425
adenosylhomocysteinase - CGNC 
Symbol 1443 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1704,90)" 394 true 1.12 5257

ENSGALP00000021949 CID 330 - 344
protein phosphatase 6 regulatory 
subunit 2 - CGNC Symbol 10141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1704,93)" 5924 5258

ENSGALP00000041756 CID 13 - 27
Parkinsonism associated 
deglycase - HGNC:16369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1705,81)" 3153 true 0.44 5259



ENSGALP00000007490 CID 415 - 429 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1705,87)" 821 true 0.61 5260

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1705,88)" 10028 true 0.55 5261

ENSGALP00000023266 CID Jul-21
ribosomal protein S20 - 
HGNC:10405 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1705,93)" 3317 true 0.24 5262

ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1705,96)" 6874 true 0.78 5263

ENSGALP00000003423 CID 421 - 435

protein tyrosine phosphatase 
receptor type C - CGNC Symbol 
1563 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1705,96)" 6874 false 0.78 5264



ENSGALP00000041556 CID 322 - 336
SEC31 homolog A (S. cerevisiae) - 
CGNC Symbol 8479 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1706,79)" 714 5265

ENSGALP00000042171 CID 165 - 178
transgelin 2 - CGNC Symbol 
65718 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1706,85)" 544 true 1.04 5266

ENSGALP00000022023 CID 665 - 679
nucleoporin 98kDa - CGNC 
Symbol 10169 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1706,87)" 2294 true 0.59 5267

ENSGALP00000021255 CID 248 - 261
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1707,07)" 585 false 5268

ENSGALP00000006938 CID 530 - 545 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1707,79)" 1032 true 0.77 5269



ENSGALP00000023917 CID 390 - 405
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1707,94)" 355 false 5270

ENSGALP00000013574 CID 432 - 446
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1708,78)" 2017 false 5271

ENSGALP00000015657 CID 360 - 373 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1708,92)" 7600 true 0.29 5272

ENSGALP00000041756 CID 13 - 27
Parkinsonism associated 
deglycase - HGNC:16369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1709,84)" 950 5273

ENSGALP00000012985 CID 82 - 96
B-cell receptor-associated protein 
29 - CGNC Symbol 6061 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1709,88)" 768 false 5274



ENSGALP00000003978 CID 229 - 244
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1709,92)" 1178 true 2.43 5275

ENSGALP00000039265 CID 943 - 958
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1709,92)" 1178 true 2.43 5276

ENSGALP00000035339 CID 63 - 77

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1709,98)" 5379 5277

ENSGALP00000027779 CID 60 - 75

chromosome 1 open reading 
frame human C11orf54 - Refseq 
NP_001264206 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1710,01)" 409 false 5278

ENSGALP00000020346 CID Feb-17
FK506 binding protein 3 - CGNC 
Symbol 9468 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1710,85)" 2908 5279



ENSGALP00000010113 CID 48 - 61
Hsap of 16: SAA2-SAA4 
readthrough - HGNC:39550 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1710,86)" 2658 false 5280

ENSGALP00000042171 CID 165 - 178
transgelin 2 - CGNC Symbol 
65718 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1710,89)" 7211 5281

ENSGALP00000022023 CID 665 - 679
nucleoporin 98kDa - CGNC 
Symbol 10169 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1710,91)" 531 5282

ENSGALP00000008341 CID 136 - 150
glutathione S-transferase theta 1-
like - CGNC Symbol 55583 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1711,07)" 3705 false 5283

ENSGALP00000006938 CID 530 - 545 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1711,83)" 493 5284



ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1712,81)" 32872 true 0.54 5285

ENSGALP00000003152 CID 411 - 425
adenosylhomocysteinase - CGNC 
Symbol 1443 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1712,95)" 440 true 1.12 5286

ENSGALP00000000108 CID 409 - 422
interleukin 4 induced 1 - CGNC 
Symbol 50416 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1713,91)" 2584 false 5287

ENSGALP00000010510 CID 57 - 71
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1713,93)" 4975 true 0.55 5288

ENSGALP00000003978 CID 229 - 244
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1713,95)" 4635 5289



ENSGALP00000039265 CID 943 - 958
splicing factor 3b subunit 3 - 
CGNC Symbol 1817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1713,95)" 4635 5290

ENSGALP00000023635 CID 324 - 336 lamin B1 - CGNC Symbol 10893 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1713,96)" 363 false 5291

ENSGALP00000023266 CID Jul-21
ribosomal protein S20 - 
HGNC:10405 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1713,98)" 463 true 0.24 5292

ENSGALP00000024150 CID 235 - 249

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1714,83)" 1695 true 0.7 5293

ENSGALP00000005535 CID 90 - 103

Gallus gallus serine peptidase 
inhibitor Kazal type 7 (putative) 
(SPINK7) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001308494 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1714,90)" 14185 false 5294



ENSGALP00000001315 CID 223 - 237
nudC nuclear distribution protein - 
CGNC Symbol 591 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1714,96)" 1386 false 5295

ENSGALP00000006240 CID 1,598 - 1,612
collagen type VI alpha 3 - CGNC 
Symbol 2875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1714,96)" 11656 true 0.79 5296

ENSGALP00000042163 CID 221 - 235
seryl-tRNA synthetase - CGNC 
Symbol 332 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1714,99)" 2185 5297

ENSGALP00000021475 CID 649 - 663

succinate dehydrogenase 
complex flavoprotein subunit A - 
CGNC Symbol 49461 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1715,82)" 2295 true 0.89 5298

ENSGALP00000010874 CID 1,189 - 1,205
pM5 protein - CGNC Symbol 
50291 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1715,86)" 337 true 1.22 5299



ENSGALP00000037462 CID 18 - 33
thymopoietin - CGNC Symbol 
50621 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1715,91)" 3398 5300

ENSGALP00000000509 CID 292 - 305

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1715,93)" 348 5301

ENSGALP00000022436 CID 228 - 242 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1715,95)" 36501 true 1.22 5302

ENSGALP00000019120 CID 173 - 188
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1715,97)" 3438 true 1.76 5303

ENSGALP00000010510 CID 172 - 187
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1715,97)" 3438 true 1.76 5304



ENSGALP00000001474 CID 196 - 211

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1715,97)" 3438 true 1.76 5305

ENSGALP00000042414 CID 50 - 65
chromosome 19 open reading 
frame 25 - CGNC Symbol 64247 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1716,76)" 352 5306

ENSGALP00000008299 CID 908 - 925
family with sequence similarity 
120A - CGNC Symbol 3854 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1716,82)" 721 true 1.7 5307

ENSGALP00000039530 CID 149 - 164

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1716,84)" 17758 5308

ENSGALP00000008171 CID 1,128 - 1,142

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1716,90)" 310 true 1.36 5309



ENSGALP00000020792 CID 136 - 150
nucleoporin 37kDa - CGNC 
Symbol 9674 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1717,75)" 1340 true 0.65 5310

ENSGALP00000018258 CID 126 - 140
Enah/Vasp-like - CGNC Symbol 
8513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1717,79)" 403 5311

ENSGALP00000026858 CID 465 - 479

minichromosome maintenance 
complex component 3 - CGNC 
Symbol 12496 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1717,89)" 15465 false 0.7 5312

ENSGALP00000027391 CID 470 - 485
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1717,89)" 15465 true 0.7 5313

ENSGALP00000014107 CID 165 - 178 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1718,82)" 737 false 5314



ENSGALP00000024150 CID 235 - 249

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1718,86)" 1191 5315

ENSGALP00000035905 CID 403 - 417
cell division cycle 5 like - CGNC 
Symbol 12520 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1718,97)" 715 5316

ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1719,72)" 20749 true 0.35 5317

ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1719,72)" 20749 true 0.35 5318

ENSGALP00000027391 CID Feb-16
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1719,76)" 3891 5319



ENSGALP00000019120 CID 58 - 72
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1719,88)" 1172 false 5320

ENSGALP00000038130 CID 46 - 61 profilin-2 - Refseq NP_001073228 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1719,91)" 477 false 5321

ENSGALP00000020268 CID 360 - 373
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1719,92)" 437 false 5322

ENSGALP00000004243 CID 155 - 168

Gallus gallus ribosomal protein 
L17 (RPL17) mRNA. - RefSeq 
mRNA NM_001282277 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1720,03)" 2806 false 5323

ENSGALP00000015061 CID 333 - 348
fibrinogen alpha chain - CGNC 
Symbol 49746 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1720,74)" 9726 false 5324



ENSGALP00000003954 CID 420 - 433
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1720,80)" 8114 true 0.81 5325

ENSGALP00000008299 CID 908 - 925
family with sequence similarity 
120A - CGNC Symbol 3854 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1720,84)" 1541 5326

ENSGALP00000008095 CID 229 - 242
adenosine kinase - CGNC Symbol 
3760 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1720,86)" 3857 false 5327

ENSGALP00000009511 CID 54 - 67
ribosomal protein L5 - CGNC 
Symbol 4424 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1720,91)" 385 false 5328

ENSGALP00000008171 CID 1,128 - 1,142

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1720,93)" 773 5329



ENSGALP00000020792 CID 136 - 150
nucleoporin 37kDa - CGNC 
Symbol 9674 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1721,78)" 869 5330

ENSGALP00000027391 CID 470 - 485
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1721,91)" 10544 5331

ENSGALP00000003717 CID 190 - 204

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1722,88)" 36806 true 0.39 5332

ENSGALP00000015343 CID 394 - 407

melanoma inhibitory activity 
family member 3 - CGNC Symbol 
51470 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1722,90)" 1813 true 0.39 5333

ENSGALP00000014298 CID 68 - 83
ribosomal protein L12 - CGNC 
Symbol 50469 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1723,03)" 4353 true 0.73 5334



ENSGALP00000010510 CID 221 - 236
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1723,75)" 7150 5335

ENSGALP00000019120 CID 224 - 239
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1723,75)" 7150 5336

ENSGALP00000038795 CID 89 - 103

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1723,88)" 422 true 0.84 5337

ENSGALP00000019468 CID 509 - 523 aconitase 2 - CGNC Symbol 9059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1723,89)" 887 true 0.62 5338

ENSGALP00000027981 CID 480 - 493
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1723,91)" 3372 5339



ENSGALP00000000304 CID 452 - 467
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1723,92)" 566 false 5340

ENSGALP00000023917 CID 390 - 405
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1723,93)" 384 false 5341

ENSGALP00000022436 CID 228 - 242 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1724,00)" 46593 true 1.22 5342

ENSGALP00000019120 CID 173 - 188
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1724,02)" 5278 true 1.76 5343

ENSGALP00000001474 CID 196 - 211

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1724,02)" 5278 true 1.76 5344



ENSGALP00000010510 CID 172 - 187
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1724,02)" 5278 true 1.76 5345

ENSGALP00000038753 CID 666 - 681 coronin 7 - CGNC Symbol 50317 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1724,80)" 951 true 1.22 5346

ENSGALP00000003954 CID 420 - 433
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1724,82)" 6556 5347

ENSGALP00000005345 CID 214 - 228
interferon gamma-inducible 
protein 30 - CGNC Symbol 2468 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1724,90)" 16356 true 0.25 5348

ENSGALP00000018740 CID 1,267 - 1,280
complement component 3 - 
CGNC Symbol 8744 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1724,94)" 1186 false 5349



ENSGALP00000015061 CID 349 - 363
fibrinogen alpha chain - CGNC 
Symbol 49746 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1725,81)" 429 false 5350

ENSGALP00000013574 CID 103 - 117
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1726,80)" 4656 false 5351

ENSGALP00000003717 CID 190 - 204

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1726,91)" 13975 5352

ENSGALP00000008824 CID 257 - 270

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1727,80)" 324 5353

ENSGALP00000010405 CID 204 - 218
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1727,82)" 862 false 5354



ENSGALP00000007476 CID 110 - 123
SET nuclear oncogene - CGNC 
Symbol 3483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1727,88)" 485 false 5355

ENSGALP00000008079 CID 436 - 451
serine hydroxymethyltransferase 
1 (soluble) - CGNC Symbol 3751 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1727,90)" 493 false 5356

ENSGALP00000038753 CID 666 - 681 coronin 7 - CGNC Symbol 50317 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1728,83)" 1577 5357

ENSGALP00000005345 CID 214 - 228
interferon gamma-inducible 
protein 30 - CGNC Symbol 2468 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1728,93)" 3619 5358

ENSGALP00000035478 CID 1,081 - 1,098
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1729,87)" 1274 false 5359



ENSGALP00000015277 CID Feb-15

capping protein (actin filament) 
muscle Z-line alpha 2 - CGNC 
Symbol 7136 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1730,85)" 1914 true 1.03 5360

ENSGALP00000010210 CID 244 - 258
leukocyte cell derived chemotaxin 
2 - CGNC Symbol 4754 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1730,88)" 8651 true 0.08 5361

ENSGALP00000014298 CID 68 - 83
ribosomal protein L12 - CGNC 
Symbol 50469 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1731,09)" 2705 true 0.73 5362

ENSGALP00000038209 CID 209 - 223
endoplasmic reticulum protein 29 
- CGNC Symbol 50366 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1731,88)" 8384 true 0.21 5363

ENSGALP00000010073 CID 525 - 539 protein kinase N2 - HGNC:9406 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1731,89)" 760 true 0.21 5364



ENSGALP00000022309 CID 82 - 97

thioredoxin related 
transmembrane protein 3 - CGNC 
Symbol 10300 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1732,79)" 376 true 2.19 5365

ENSGALP00000013574 CID 129 - 145
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1732,91)" 2826 true 1.2 5366

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1732,91)" 779 false 5367

ENSGALP00000001474 CID 80 - 94

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1733,87)" 3065 false 5368

ENSGALP00000012034 CID 283 - 297
tubulin beta 1 class VI - CGNC 
Symbol 49797 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1733,93)" 5596 false 5369



ENSGALP00000042322 CID Nov-24

translocon-associated protein 
subunit gamma - Refseq 
NP_001264404 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1735,84)" 1654 false 5370

ENSGALP00000016689 CID 255 - 268

protein phosphatase 2 catalytic 
subunit beta isozyme - CGNC 
Symbol 7816 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1735,88)" 438 5371

ENSGALP00000003089 CID 600 - 614
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1735,90)" 838 false 5372

ENSGALP00000038209 CID 209 - 223
endoplasmic reticulum protein 29 
- CGNC Symbol 50366 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1735,90)" 1178 5373

ENSGALP00000015061 CID 333 - 348
fibrinogen alpha chain - CGNC 
Symbol 49746 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1736,73)" 940 false 5374



ENSGALP00000022309 CID 82 - 97

thioredoxin related 
transmembrane protein 3 - CGNC 
Symbol 10300 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1736,83)" 823 5375

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1736,84)" 1329 false 5376

ENSGALP00000037462 CID 292 - 307
thymopoietin - CGNC Symbol 
50621 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1736,86)" 4071 true 1.77 5377

ENSGALP00000007763 CID 74 - 88
ribosomal protein S24 - CGNC 
Symbol 3616 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1737,83)" 2186 true 0.56 5378

ENSGALP00000015735 CID 92 - 105
Sjogren syndrome antigen B - 
CGNC Symbol 7359 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1739,02)" 422 false 5379



ENSGALP00000023917 CID 390 - 405
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1739,94)" 426 false 5380

ENSGALP00000038677 CID 117 - 130
phosphoglycerate mutase 1 
(brain) - CGNC Symbol 53524 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1739,98)" 1672 true 1.42 5381

ENSGALP00000037462 CID 292 - 307
thymopoietin - CGNC Symbol 
50621 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1740,88)" 7627 5382

ENSGALP00000013574 CID 129 - 145
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1740,96)" 3378 true 1.2 5383

ENSGALP00000002197 CID 413 - 427 gelsolin - CGNC Symbol 49472 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1740,96)" 2186 true 0.41 5384



ENSGALP00000035143 CID 97 - 112 drebrin like - CGNC Symbol 15268 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1741,93)" 1048 false 5385

ENSGALP00000018424 CID 168 - 181 desmin - CGNC Symbol 49543 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1741,94)" 627 true 0.62 5386

ENSGALP00000006938 CID 275 - 288 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1741,94)" 627 5387

ENSGALP00000009681 CID 194 - 208

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - 
CGNC Symbol 4513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1741,97)" 2334 false 5388

ENSGALP00000005453 CID 46 - 60

DnaJ heat shock protein family 
(Hsp40) member C7 - CGNC 
Symbol 2515 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1743,79)" 604 false 5389



ENSGALP00000034251 CID 236 - 251 stomatin - CGNC Symbol 987 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1743,93)" 2407 true 1 5390

ENSGALP00000005271 CID 283 - 298

eukaryotic translation initiation 
factor 3 subunit I - CGNC Symbol 
2428 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1743,94)" 842 false 5391

ENSGALP00000027981 CID 629 - 643
ribonucleotide reductase catalytic 
subunit M1 - CGNC Symbol 13036 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1744,05)" 1198 false 5392

ENSGALP00000026126 CID 129 - 144
ribosomal protein L8 - CGNC 
Symbol 12137 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1744,88)" 6288 true 0.85 5393

P04264 CID 418 - 432

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1744,90)" 667 true 4.28 5394



ENSGALP00000013122 CID 345 - 359

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1745,01)" 2098 false 5395

ENSGALP00000007763 CID 74 - 88
ribosomal protein S24 - CGNC 
Symbol 3616 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1745,89)" 753 true 0.56 5396

ENSGALP00000000485 CID 1,103 - 1,119
Hsap of 1: AT-rich interaction 
domain 1A - HGNC:11110 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1745,91)" 378 5397

ENSGALP00000041331 CID 921 - 935
glutamyl-prolyl-tRNA synthetase - 
CGNC Symbol 7307 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1746,91)" 1889 false 5398

ENSGALP00000003717 CID 295 - 309

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1746,92)" 1429 false 5399



ENSGALP00000016447 CID 78 - 92
ribosomal protein S8 - CGNC 
Symbol 52222 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1746,93)" 30236 true 0.58 5400

ENSGALP00000013964 CID 283 - 297
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1747,93)" 10567 true 0.82 5401

ENSGALP00000008498 CID 284 - 299
transketolase - CGNC Symbol 
3953 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1747,95)" 9938 true 0.77 5402

ENSGALP00000038677 CID 117 - 130
phosphoglycerate mutase 1 
(brain) - CGNC Symbol 53524 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1748,04)" 2373 true 1.42 5403

ENSGALP00000008802 CID 206 - 220
ribosomal protein S2 - CGNC 
Symbol 50281 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1748,86)" 533 5404



ENSGALP00000016361 CID 200 - 213
ribosomal protein S3A - CGNC 
Symbol 51748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1748,87)" 867 true 1.1 5405

P04264 CID 418 - 432

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1748,90)" 3729 5406

ENSGALP00000006240 CID 2,450 - 2,464
collagen type VI alpha 3 - CGNC 
Symbol 2875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1749,94)" 1223 false 5407

ENSGALP00000019979 CID 127 - 143

Gallus gallus alcohol 
dehydrogenase 1C (class I) 
gamma polypeptide (ADH1C) 
mRNA. - RefSeq mRNA 
NM_001305183 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1750,81)" 1101 true 1.15 5408

ENSGALP00000014105 CID 169 - 184

solute carrier family 25 
(mitochondrial carrier adenine 
nucleotide translocator) member 
5 - CGNC Symbol 6586 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1750,87)" 529 false 0.84 5409



ENSGALP00000004871 CID 437 - 450
asparaginyl-tRNA synthetase - 
CGNC Symbol 2238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1750,89)" 2890 true 1.18 5410

ENSGALP00000037524 CID 226 - 239
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1750,95)" 737 5411

ENSGALP00000016978 CID 216 - 229
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1750,95)" 737 5412

ENSGALP00000016447 CID 78 - 92
ribosomal protein S8 - CGNC 
Symbol 52222 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1750,96)" 17625 5413

ENSGALP00000026487 CID 248 - 262

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1751,85)" 10039 false 5414



ENSGALP00000030147 CID 147 - 160
family with sequence similarity 49 
member B - CGNC Symbol 12196 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1751,85)" 619 5415

ENSGALP00000003139 CID 357 - 372
glutamate dehydrogenase 1 - 
CGNC Symbol 52002 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1751,91)" 42353 true 0.06 5416

ENSGALP00000025593 CID 1,848 - 1,862
collagen type XII alpha 1 - CGNC 
Symbol 49526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1751,92)" 1396 true 0.06 5417

ENSGALP00000008498 CID 284 - 299
transketolase - CGNC Symbol 
3953 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1751,95)" 9217 5418

ENSGALP00000020185 CID Jun-20

Gallus gallus chromosome 5 open 
reading frame human C14orf166 
(C5H14ORF166) mRNA. - RefSeq 
mRNA NM_205369 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1752,84)" 2646 5419



ENSGALP00000016361 CID 200 - 213
ribosomal protein S3A - CGNC 
Symbol 51748 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1752,92)" 8629 5420

ENSGALP00000026126 CID 129 - 144
ribosomal protein L8 - CGNC 
Symbol 12137 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1752,93)" 5349 true 0.85 5421

ENSGALP00000000924 CID 106 - 121
acyl-CoA thioesterase 7 - CGNC 
Symbol 50978 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1754,81)" 457 false 5422

ENSGALP00000004871 CID 437 - 450
asparaginyl-tRNA synthetase - 
CGNC Symbol 2238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1754,93)" 4719 5423

ENSGALP00000017152 CID Feb-17

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - CGNC 
Symbol 8013 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1754,93)" 635 5424



ENSGALP00000014370 CID 78 - 91
UDP-glucose pyrophosphorylase 
2 - CGNC Symbol 6722 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1755,93)" 4814 false 5425

ENSGALP00000013964 CID 283 - 297
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1755,98)" 9287 true 0.82 5426

ENSGALP00000040653 CID 83 - 96

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - 
RefSeq mRNA NM_001030753 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1757,01)" 3573 false 5427

ENSGALP00000004013 CID 590 - 606 talin 1 - CGNC Symbol 1830 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1757,90)" 512 false 5428

ENSGALP00000041756 CID 49 - 63
Parkinsonism associated 
deglycase - HGNC:16369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1757,90)" 1169 true 0.51 5429



ENSGALP00000003899 CID 34 - 48
methionine adenosyltransferase I 
alpha - CGNC Symbol 1773 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1757,91)" 501 false 5430

ENSGALP00000009821 CID 79 - 93
ribosomal protein S13 - CGNC 
Symbol 49921 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1758,03)" 364 false 5431

ENSGALP00000001456 CID 481 - 495

elongation factor Tu GTP binding 
domain containing 2 - CGNC 
Symbol 656 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1758,80)" 381 false 5432

ENSGALP00000020830 CID 30 - 45

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1758,81)" 1255 true 0.18 5433

ENSGALP00000020445 CID 1,220 - 1,234
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1758,92)" 4027 false 5434



ENSGALP00000034742 CID 210 - 224 perilipin-5 - CGNC Symbol 24415 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1758,97)" 830 false 5435

ENSGALP00000038799 CID 92 - 105
tropomyosin 1 (alpha) - CGNC 
Symbol 49772 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1759,95)" 1600 5436

ENSGALP00000017248 CID 72 - 87
protein kinase D3 - CGNC Symbol 
8057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1759,95)" 1600 false 5437

ENSGALP00000022004 CID 92 - 105 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1759,95)" 1600 5438

ENSGALP00000029589 CID 66 - 81 septin 6 - CGNC Symbol 51720 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1760,94)" 3177 false 5439



ENSGALP00000006414 CID 95 - 108

capping actin protein of muscle Z-
line beta subunit - CGNC Symbol 
2959 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1760,95)" 3414 false 5440

ENSGALP00000013640 CID 162 - 176

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 1 - 
CGNC Symbol 49774 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1760,97)" 941 false 5441

ENSGALP00000018424 CID 318 - 331 desmin - CGNC Symbol 49543 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1761,89)" 1136 false 5442

ENSGALP00000020634 CID 142 - 156
cytoskeleton-associated protein 4 
- HGNC:16991 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1761,92)" 4437 false 5443

ENSGALP00000025921 CID 87 - 101
RAD21 cohesin complex 
component - CGNC Symbol 12049 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1761,94)" 699 5444



ENSGALP00000014374 CID 143 - 157
malate dehydrogenase 1 - CGNC 
Symbol 6725 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1762,91)" 4269 false 5445

ENSGALP00000033359 CID 199 - 214
fascin actin-bundling protein 1 - 
CGNC Symbol 14444 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1762,93)" 2781 true 0.4 5446

ENSGALP00000008236 CID 825 - 839
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1763,90)" 906 true 1.08 5447

ENSGALP00000012682 CID 298 - 314

DnaJ heat shock protein family 
(Hsp40) member A3 - CGNC 
Symbol 5915 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1764,99)" 735 false 5448

ENSGALP00000041756 CID 49 - 63
Parkinsonism associated 
deglycase - HGNC:16369 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1765,95)" 591 true 0.51 5449



ENSGALP00000008279 CID 26 - 41
mitochondrial carrier 2 - CGNC 
Symbol 3845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1766,03)" 1633 true 0.83 5450

ENSGALP00000026444 CID 156 - 171

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1766,85)" 1425 true 0.7 5451

ENSGALP00000042089 CID 26 - 40

26S proteasome non-ATPase 
regulatory subunit 4-like - CGNC 
Symbol 65452 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1766,93)" 4012 true 0.83 5452

ENSGALP00000033359 CID 199 - 214
fascin actin-bundling protein 1 - 
CGNC Symbol 14444 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1766,96)" 1124 5453

ENSGALP00000020154 CID 129 - 143
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1767,89)" 1318 true 1.01 5454



ENSGALP00000019469 CID 64 - 80
ribosomal protein SA - CGNC 
Symbol 49202 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1768,98)" 32394 true 0.6 5455

ENSGALP00000027157 CID 708 - 725
collagen type IV alpha 2 - CGNC 
Symbol 12638 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1769,89)" 444 false 5456

ENSGALP00000013724 CID 260 - 274

adaptor related protein complex 
2 mu 1 subunit - CGNC Symbol 
6392 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1769,90)" 464 5457

ENSGALP00000008279 CID 26 - 41
mitochondrial carrier 2 - CGNC 
Symbol 3845 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1770,04)" 5438 5458

ENSGALP00000026444 CID 156 - 171

isoamyl acetate-hydrolyzing 
esterase 1 homolog - CGNC 
Symbol 12296 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1770,87)" 994 5459



ENSGALP00000013987 CID 581 - 596

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1770,92)" 753 5460

ENSGALP00000003823 CID 1,291 - 1,304
complement factor H-related 2 - 
CGNC Symbol 53547 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1771,83)" 3351 true 1.01 5461

ENSGALP00000037324 CID 76 - 90
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1771,87)" 1977 true 0.93 5462

ENSGALP00000037462 CID 145 - 160
thymopoietin - CGNC Symbol 
50621 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1771,91)" 997 true 1.07 5463

ENSGALP00000020154 CID 129 - 143
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1771,91)" 984 5464



ENSGALP00000008236 CID 825 - 839
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1771,95)" 974 true 1.08 5465

ENSGALP00000006938 CID 33 - 48 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1771,97)" 1957 false 5466

ENSGALP00000010305 CID 91 - 105

v-crk avian sarcoma virus CT10 
oncogene homolog-like - CGNC 
Symbol 4810 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1771,99)" 1526 5467

ENSGALP00000019469 CID 64 - 80
ribosomal protein SA - CGNC 
Symbol 49202 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1773,01)" 18214 5468

P35908 CID 550 - 572

Keratin, type II cytoskeletal 2 
epidermal OS=Homo sapiens 
GN=KRT2 PE=1 SV=2 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1773,80)" 404 5469



ENSGALP00000019975 CID 616 - 631
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1774,86)" 891 5470

ENSGALP00000025593 CID 1,938 - 1,952
collagen type XII alpha 1 - CGNC 
Symbol 49526 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1774,88)" 2857 false 5471

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1774,92)" 2798 false 5472

ENSGALP00000014641 CID 99 - 113
endothelial differentiation related 
factor 1 - CGNC Symbol 6846 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1774,94)" 2153 true 0.87 5473

ENSGALP00000008128 CID 967 - 981
nucleoporin 210kDa - CGNC 
Symbol 3777 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1774,98)" 2278 5474



ENSGALP00000042089 CID 26 - 40

26S proteasome non-ATPase 
regulatory subunit 4-like - CGNC 
Symbol 65452 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1774,98)" 3335 true 0.83 5475

ENSGALP00000042184 CID 108 - 123
cathelicidin-1 - CGNC Symbol 
49912 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1775,86)" 1343 false 5476

ENSGALP00000037324 CID 76 - 90
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1775,89)" 1834 5477

ENSGALP00000004180 CID 166 - 181
WD repeat domain 5 - CGNC 
Symbol 50449 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1775,93)" 1263 true 1.83 5478

ENSGALP00000037462 CID 145 - 160
thymopoietin - CGNC Symbol 
50621 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1775,95)" 1070 5479



ENSGALP00000022386 CID Nov-27
serine/arginine-rich splicing 
factor 7 - CGNC Symbol 52729 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1775,95)" 1055 false 5480

ENSGALP00000017958 CID 117 - 132
chromobox homolog 3 - CGNC 
Symbol 8386 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1776,96)" 2334 true 0.32 5481

ENSGALP00000029248 CID 122 - 137
chromobox homolog 1 - CGNC 
Symbol 49096 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1776,96)" 2334 true 0.32 5482

ENSGALP00000016080 CID 967 - 981

cullin-associated and neddylation-
dissociated 1 - CGNC Symbol 
7517 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1776,99)" 770 true 2.53 5483

ENSGALP00000023278 CID 300 - 313

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1777,85)" 1172 true 3.42 5484



ENSGALP00000009665 CID 367 - 380

coatomer protein complex 
subunit beta 1 - CGNC Symbol 
4506 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1777,86)" 444 false 5485

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1778,88)" 9393 true 0.65 5486

ENSGALP00000008730 CID 138 - 153

myosin light chain 3 alkali 
ventricular skeletal slow - CGNC 
Symbol 49636 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1778,91)" 8120 true 0.36 5487

ENSGALP00000000815 CID 129 - 144

Gallus gallus myosin light chain 4 
alkali atrial embryonic (MYL4) 
mRNA. - RefSeq mRNA 
NM_205479 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1778,91)" 8120 false 5488

ENSGALP00000011167 CID Jan-14
ribonuclease/angiogenin inhibitor 
1 - CGNC Symbol 5211 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1779,73)" 380 5489



ENSGALP00000014260 CID 50 - 64

ARP2 actin-related protein 2 
homolog (yeast) - CGNC Symbol 
49669 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1779,86)" 513 true 0.98 5490

ENSGALP00000004180 CID 166 - 181
WD repeat domain 5 - CGNC 
Symbol 50449 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1779,96)" 2692 5491

ENSGALP00000035933 CID 211 - 224 cathepsin B - CGNC Symbol 12486 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1780,79)" 1035 false 5492

ENSGALP00000008802 CID 119 - 135
ribosomal protein S2 - CGNC 
Symbol 50281 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1781,03)" 1874 false 5493

ENSGALP00000020666 CID 343 - 356
DEK proto-oncogene - CGNC 
Symbol 9623 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1781,79)" 2186 5494



ENSGALP00000023278 CID 300 - 313

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1781,87)" 6042 5495

ENSGALP00000021255 CID 227 - 241
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1781,95)" 801 true 0.62 5496

ENSGALP00000025475 CID 258 - 272

synaptotagmin binding 
cytoplasmic RNA interacting 
protein - CGNC Symbol 51548 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1782,81)" 320 5497

ENSGALP00000009314 CID 97 - 112 septin 2 - CGNC Symbol 4335 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1782,87)" 3568 5498

ENSGALP00000020154 CID 14 - 28
aspartyl-tRNA synthetase - CGNC 
Symbol 9384 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1782,88)" 2487 true 4.96 5499



ENSGALP00000001808 CID 42 - 56
cytokine induced apoptosis 
inhibitor 1 - CGNC Symbol 812 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1782,93)" 1607 true 1.93 5500

ENSGALP00000014641 CID 99 - 113
endothelial differentiation related 
factor 1 - CGNC Symbol 6846 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1782,99)" 1869 true 0.87 5501

ENSGALP00000014260 CID 50 - 64

ARP2 actin-related protein 2 
homolog (yeast) - CGNC Symbol 
49669 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1783,88)" 503 5502

ENSGALP00000018498 CID 610 - 625

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1783,90)" 364 false 5503

ENSGALP00000020445 CID 126 - 139
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1783,91)" 2205 true 1.51 5504



ENSGALP00000016337 CID 1,645 - 1,662

LPS-responsive vesicle trafficking 
beach and anchor containing - 
CGNC Symbol 7650 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1783,93)" 883 false 5505

ENSGALP00000036720 CID 2,715 - 2,728
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1784,90)" 5440 5506

ENSGALP00000018212 CID 86 - 101

heterogeneous nuclear 
ribonucleoprotein D (AU-rich 
element RNA binding protein 1 
37kDa) - CGNC Symbol 51784 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1785,94)" 7451 true 0.33 5507

ENSGALP00000018424 CID 292 - 307 desmin - CGNC Symbol 49543 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1785,95)" 1395 false 5508

ENSGALP00000001808 CID 42 - 56
cytokine induced apoptosis 
inhibitor 1 - CGNC Symbol 812 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1786,93)" 4259 5509



ENSGALP00000008730 CID 138 - 153

myosin light chain 3 alkali 
ventricular skeletal slow - CGNC 
Symbol 49636 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1786,96)" 2720 true 0.36 5510

ENSGALP00000007379 CID 148 - 162

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1786,99)" 1023 false 1.94 5511

ENSGALP00000019031 CID 238 - 252 albumin - CGNC Symbol 14106 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1787,83)" 998 false 5512

ENSGALP00000037324 CID 76 - 90
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1787,83)" 371 false 4.04 5513

ENSGALP00000037324 CID 76 - 90
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1787,86)" 2042 true 3.78 5514



ENSGALP00000019365 CID 167 - 181 annexin A5 - CGNC Symbol 9009 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1788,00)" 12545 false 5515

ENSGALP00000018424 CID 120 - 134 desmin - CGNC Symbol 49543 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1789,93)" 10976 false 5516

ENSGALP00000018212 CID 86 - 101

heterogeneous nuclear 
ribonucleoprotein D (AU-rich 
element RNA binding protein 1 
37kDa) - CGNC Symbol 51784 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1789,96)" 1874 5517

ENSGALP00000021405 CID 72 - 88

Gallus gallus YKT6 v-SNARE 
homolog (S. cerevisiae) (YKT6) 
mRNA. - RefSeq mRNA 
NM_001113744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1790,88)" 785 true 2.77 5518

ENSGALP00000014107 CID 359 - 372 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1790,88)" 12384 true 0.17 5519



ENSGALP00000023523 CID 241 - 256
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1790,89)" 31391 5520

ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1790,89)" 31391 5521

ENSGALP00000015988 CID 241 - 256
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1790,89)" 31391 5522

ENSGALP00000033991 CID 29 - 45
WD repeat domain 61 - CGNC 
Symbol 2341 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1790,95)" 5467 false 2.77 5523

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1790,95)" 5467 true 0.65 5524



ENSGALP00000019801 CID 174 - 187 septin 7 - CGNC Symbol 51333 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1790,99)" 1271 false 5525

ENSGALP00000007379 CID 148 - 162

guanine nucleotide binding 
protein (G protein) alpha 
inhibiting activity polypeptide 2 - 
CGNC Symbol 49773 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1791,01)" 2403 5526

ENSGALP00000013987 CID 896 - 911

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1791,01)" 2403 false 5527

ENSGALP00000005535 CID 219 - 232

Gallus gallus serine peptidase 
inhibitor Kazal type 7 (putative) 
(SPINK7) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001308494 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1791,81)" 5404 false 5528

ENSGALP00000039235 CID 116 - 132
cold shock domain containing E1 - 
CGNC Symbol 51115 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1791,84)" 1689 true 0.43 5529



ENSGALP00000037324 CID 76 - 90
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1791,87)" 8942 5530

ENSGALP00000023165 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1791,88)" 1379 true 3.1 5531

ENSGALP00000037324 CID 76 - 90
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1791,89)" 7722 5532

ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing 
factor 2 - UP P30352 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1791,89)" 3946 5533

ENSGALP00000037101 CID 25 - 41

macrophage receptor with 
collagenous structure - CGNC 
Symbol 9191 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1791,91)" 1199 false 5534



ENSGALP00000011491 CID 310 - 325

pyruvate dehydrogenase 
(lipoamide) beta - CGNC Symbol 
5364 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1791,92)" 12116 true 0.32 5535

ENSGALP00000039872 CID 266 - 281

regulator of chromosome 
condensation 2 - CGNC Symbol 
287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1791,95)" 466 false 5536

P04264 CID 46 - 65

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1793,77)" 2495 true 2.5 5537

ENSGALP00000021255 CID 227 - 241
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1794,05)" 1697 true 0.62 5538

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1794,88)" 2207 true 1.26 5539



ENSGALP00000010358 CID Feb-17

p21 protein (Cdc42/Rac)-
activated kinase 2 - CGNC Symbol 
4842 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1794,91)" 1154 true 2.77 5540

ENSGALP00000008730 CID 138 - 153

myosin light chain 3 alkali 
ventricular skeletal slow - CGNC 
Symbol 49636 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1794,91)" 876 true 0.74 5541

ENSGALP00000018258 CID 236 - 253
Enah/Vasp-like - CGNC Symbol 
8513 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1794,94)" 436 false 5542

ENSGALP00000033411 CID Jan-15
ribosomal protein S21 - 
HGNC:10409 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1795,82)" 16691 5543

ENSGALP00000042201 CID Feb-17

up-regulated during skeletal 
muscle growth 5 homolog 
(mouse) - CGNC Symbol 52069 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1795,89)" 2436 false 5544



ENSGALP00000011491 CID 310 - 325

pyruvate dehydrogenase 
(lipoamide) beta - CGNC Symbol 
5364 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1795,95)" 3366 5545

ENSGALP00000009964 CID 199 - 213
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1796,85)" 1045 false 5546

ENSGALP00000013574 CID 194 - 208
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1796,91)" 1100 true 0.81 5547

ENSGALP00000012712 CID 284 - 298
Uncharacterized protein - CGNC 
Symbol 50405 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1796,93)" 1111 false 5548

ENSGALP00000016630 CID 224 - 238

aldo-keto reductase family 1 
member A1 (aldehyde reductase) - 
CGNC Symbol 7795 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1797,09)" 496 false 5549



P04264 CID 46 - 65

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1797,79)" 6227 5550

ENSGALP00000033366 CID 77 - 91
leukocyte ribonuclease A-2 - 
CGNC Symbol 52020 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1797,91)" 6322 false 5551

ENSGALP00000006240 CID 2,788 - 2,802
collagen type VI alpha 3 - CGNC 
Symbol 2875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1799,92)" 575 false 5552

ENSGALP00000023165 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1799,93)" 4674 true 3.1 5553

ENSGALP00000015356 CID 108 - 124

electron transfer flavoprotein 
dehydrogenase - CGNC Symbol 
7179 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1799,94)" 2191 5554



ENSGALP00000000316 CID 360 - 375
major vault protein - CGNC 
Symbol 136 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1800,98)" 3084 5555

ENSGALP00000038124 CID 2,030 - 2,046
fatty acid synthase - CGNC 
Symbol 1983 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1801,79)" 1082 false 5556

ENSGALP00000003187 CID 617 - 632
cytochrome p450 oxidoreductase - 
CGNC Symbol 1457 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1801,88)" 1385 false 5557

ENSGALP00000027391 CID 307 - 323
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1801,91)" 1063 true 1.03 5558

ENSGALP00000008730 CID 138 - 153

myosin light chain 3 alkali 
ventricular skeletal slow - CGNC 
Symbol 49636 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1802,97)" 646 true 0.74 5559



ENSGALP00000037324 CID 76 - 90
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1803,83)" 1969 true 8.54 5560

ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing 
factor 2 - UP P30352 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1803,89)" 5210 true 3.14 5561

ENSGALP00000042167 CID 98 - 114 myotrophin - Refseq NP_990217 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1803,91)" 442 false 5562

ENSGALP00000025639 CID 100 - 115
fatty acid binding protein 1 - 
CGNC Symbol 11895 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1803,92)" 1807 false 5563

ENSGALP00000014107 CID 289 - 304 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1804,90)" 887 false 5564



ENSGALP00000012878 CID 389 - 406
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1805,02)" 1196 false 5565

ENSGALP00000027391 CID 307 - 323
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1805,94)" 1093 5566

ENSGALP00000008953 CID 447 - 462

eukaryotic translation initiation 
factor 4 gamma 2 - CGNC Symbol 
4160 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1806,02)" 325 5567

ENSGALP00000009681 CID Apr-18

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - 
CGNC Symbol 4513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1806,85)" 948 true 0.57 5568

ENSGALP00000040654 CID Feb-15
thymosin beta 4 Y-linked - 
HGNC:11882 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1806,94)" 1896 true 1.26 5569



ENSGALP00000037324 CID 76 - 90
Hsap of 289: histone cluster 1 
H2bd - HGNC:4747 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1807,86)" 17511 5570

ENSGALP00000016133 CID 30 - 46

Gallus gallus nucleoporin 107kDa 
(NUP107) mRNA. - RefSeq mRNA 
NM_001282159 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1807,89)" 835 5571

ENSGALP00000009354 CID 148 - 163

platelet activating factor 
acetylhydrolase 1b regulatory 
subunit 1 - CGNC Symbol 4356 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1807,90)" 396 false 5572

ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing 
factor 2 - UP P30352 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1807,92)" 16793 true 3.14 5573

ENSGALP00000011491 CID 310 - 325

pyruvate dehydrogenase 
(lipoamide) beta - CGNC Symbol 
5364 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1807,93)" 1597 true 0.91 5574



ENSGALP00000006060 CID 229 - 243
nucleoporin 214kDa - CGNC 
Symbol 53184 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1807,98)" 760 5575

ENSGALP00000023165 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1808,83)" 4002 true 0.54 5576

ENSGALP00000038795 CID 133 - 149

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1809,02)" 545 false 5577

ENSGALP00000008171 CID 1,719 - 1,733

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1809,91)" 408 true 1.73 5578

ENSGALP00000015257 CID 372 - 387
ribosome binding protein 1 - 
CGNC Symbol 6587 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1809,95)" 2208 false 5579



ENSGALP00000012919 CID 125 - 143
hematological and neurological 
expressed 1 - CGNC Symbol 6027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1810,03)" 10291 true 1.53 5580

ENSGALP00000023214 CID 352 - 366
DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 10712 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1810,03)" 465 true 2.67 5581

ENSGALP00000021255 CID 227 - 241
chaperonin containing TCP1 
subunit 5 - CGNC Symbol 9864 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1810,04)" 858 false 5582

ENSGALP00000009681 CID Apr-18

Proteasome subunit alpha type - 
UniProtKB/TrEMBL B4DEV8 - 
CGNC Symbol 4513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1810,85)" 537 5583

ENSGALP00000007705 CID 174 - 190
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1810,86)" 483 true 10.09 5584



ENSGALP00000016260 CID 91 - 106

calmodulin 2 (phosphorylase 
kinase delta) - CGNC Symbol 
49513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1810,94)" 10105 true 0.97 5585

ENSGALP00000033411 CID Jan-15
ribosomal protein S21 - 
HGNC:10409 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1811,81)" 1165 5586

ENSGALP00000015061 CID 70 - 84
fibrinogen alpha chain - CGNC 
Symbol 49746 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1811,82)" 21043 false 5587

ENSGALP00000010325 CID 443 - 459

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 46 - CGNC Symbol 
4822 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1811,94)" 1553 true 1.08 5588

ENSGALP00000030005 CID 44 - 58
ubiquitin-conjugating enzyme 
E2N - CGNC Symbol 50617 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1812,00)" 1288 true 0.91 5589



ENSGALP00000017926 CID 471 - 486
phosphoglucomutase 1 - CGNC 
Symbol 8372 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1812,80)" 3261 false 5590

ENSGALP00000001183 CID 428 - 441

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1812,81)" 3921 true 1.29 5591

ENSGALP00000023165 CID 67 - 83

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1812,85)" 2152 5592

ENSGALP00000037524 CID 275 - 290
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1813,01)" 575 true 1.16 5593

ENSGALP00000016978 CID 265 - 280
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1813,01)" 575 false 5594



ENSGALP00000008171 CID 1,719 - 1,733

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1813,89)" 1362 5595

ENSGALP00000012712 CID 106 - 121
Uncharacterized protein - CGNC 
Symbol 50405 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1813,91)" 1643 false 5596

ENSGALP00000016173 CID 375 - 390

cleavage and polyadenylation 
specific factor 6 - CGNC Symbol 
13843 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1813,93)" 313 5597

ENSGALP00000012919 CID 125 - 143
hematological and neurological 
expressed 1 - CGNC Symbol 6027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1814,05)" 16524 5598

ENSGALP00000023214 CID 352 - 366
DEAH (Asp-Glu-Ala-His) box 
helicase 15 - CGNC Symbol 10712 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1814,06)" 3417 5599



ENSGALP00000007705 CID 174 - 190
ribosomal protein S4 X-linked - 
CGNC Symbol 49597 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1814,88)" 7816 5600

ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1814,94)" 2546 true 0.6 5601

ENSGALP00000022626 CID 64 - 78

Gallus gallus ribosomal protein 
S12 (RPS12) mRNA. - RefSeq 
mRNA NM_001277911 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1815,04)" 1022 false 5602

ENSGALP00000015409 CID 212 - 227
actinin alpha 1 - CGNC Symbol 
48956 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1815,91)" 367 false 5603

ENSGALP00000023165 CID 19 - 32

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1815,93)" 1203 false 5604



ENSGALP00000011232 CID 17 - 35
phosphofructokinase platelet - 
CGNC Symbol 53359 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1815,94)" 2917 false 5605

ENSGALP00000010325 CID 443 - 459

DEAD (Asp-Glu-Ala-Asp) box 
polypeptide 46 - CGNC Symbol 
4822 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1815,98)" 1169 5606

ENSGALP00000001183 CID 428 - 441

heterogeneous nuclear 
ribonucleoprotein R - CGNC 
Symbol 51033 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1816,83)" 6165 5607

ENSGALP00000027391 CID 307 - 323
lymphocyte cytosolic protein 1 (L-
plastin) - CGNC Symbol 12749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1817,92)" 404 true 1.31 5608

ENSGALP00000008171 CID 1,719 - 1,733

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1817,95)" 1611 true 1.73 5609



ENSGALP00000003850 CID 450 - 465

chaperonin containing TCP1 
subunit 6A (zeta 1) - CGNC 
Symbol 50541 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1817,97)" 436 false 5610

ENSGALP00000005822 CID 206 - 221
topoisomerase (DNA) I - CGNC 
Symbol 2691 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1818,03)" 5158 false 5611

ENSGALP00000021343 CID 85 - 100

serine/threonine kinase receptor 
associated protein - CGNC Symbol 
9899 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1818,03)" 5158 false 5612

ENSGALP00000013174 CID 144 - 156
ribosomal protein S27a - CGNC 
Symbol 49483 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1818,82)" 2445 true 0.9 5613

ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1818,91)" 14642 true 0.56 5614



ENSGALP00000015988 CID 241 - 256
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1818,91)" 14642 true 0.56 5615

ENSGALP00000023523 CID 241 - 256
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1818,91)" 14642 true 0.56 5616

ENSGALP00000016260 CID 91 - 106

calmodulin 2 (phosphorylase 
kinase delta) - CGNC Symbol 
49513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1818,99)" 9790 true 0.97 5617

ENSGALP00000018498 CID 627 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1819,00)" 923 5618

P35527 CID 491 - 513

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1819,76)" 2403 true 2.33 5619



ENSGALP00000039235 CID 100 - 115
cold shock domain containing E1 - 
CGNC Symbol 51115 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1820,99)" 2261 false 5620

ENSGALP00000037524 CID 275 - 290
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1821,06)" 1495 true 1.16 5621

ENSGALP00000035366 CID 113 - 127

isocitrate dehydrogenase 2 
(NADP+) mitochondrial - CGNC 
Symbol 54127 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1821,91)" 1645 false 5622

ENSGALP00000042596 CID 187 - 202
collagen type VI alpha 2 - CGNC 
Symbol 4597 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1821,92)" 4393 false 5623

ENSGALP00000015988 CID 241 - 256
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1822,95)" 13233 5624



ENSGALP00000023523 CID 241 - 256
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1822,95)" 13233 5625

ENSGALP00000015657 CID 239 - 254 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1822,95)" 13233 5626

P35527 CID 491 - 513

Keratin, type I cytoskeletal 9 
OS=Homo sapiens GN=KRT9 PE=1 
SV=3 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1823,77)" 2579 5627

ENSGALP00000000885 CID Feb-16
microtubule-associated protein 
tau - CGNC Symbol 389 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1823,84)" 2230 5628

ENSGALP00000027988 CID Feb-17
Serine/arginine-rich splicing 
factor 2 - UP P30352 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1823,90)" 1661 false 5629



ENSGALP00000020268 CID 255 - 270
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1823,93)" 1007 false 5630

ENSGALP00000026076 CID 286 - 302
pyridoxal (pyridoxine vitamin B6) 
kinase - CGNC Symbol 12115 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1824,96)" 1542 false 5631

ENSGALP00000020445 CID 910 - 923
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1825,90)" 1391 true 0.99 5632

ENSGALP00000018309 CID 263 - 279
raftlin lipid raft linker 1 - CGNC 
Symbol 8540 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1826,86)" 2318 true 0.5 5633

ENSGALP00000034419 CID 201 - 216

GATA zinc finger domain 
containing 2A - CGNC Symbol 
2116 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1827,05)" 328 5634



ENSGALP00000003089 CID 678 - 693
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1827,84)" 6914 true 0.67 5635

ENSGALP00000016660 CID 650 - 666

nuclear autoantigenic sperm 
protein (histone-binding) - CGNC 
Symbol 7802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1827,91)" 400 true 3.17 5636

ENSGALP00000002828 CID 785 - 800
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1827,95)" 2211 true 0.49 5637

ENSGALP00000000236 CID 543 - 559
antigen peptide transporter 2 - 
Refseq NP_001092827 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1828,04)" 2805 true 0.78 5638

ENSGALP00000023188 CID 93 - 108

heterogeneous nuclear 
ribonucleoprotein A/B - CGNC 
Symbol 49727 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1829,02)" 965 false 5639



ENSGALP00000018309 CID 263 - 279
raftlin lipid raft linker 1 - CGNC 
Symbol 8540 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1830,88)" 912 5640

ENSGALP00000013174 CID 144 - 156
ribosomal protein S27a - CGNC 
Symbol 49483 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1830,90)" 2599 true 0.9 5641

ENSGALP00000024479 CID 115 - 130
DAZ associated protein 1 - CGNC 
Symbol 11311 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1830,94)" 4494 5642

ENSGALP00000021708 CID Jan-17
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1830,97)" 395 5643

ENSGALP00000017954 CID 19 - 34

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1830,97)" 2771 5644



ENSGALP00000003089 CID 678 - 693
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1831,86)" 4661 5645

ENSGALP00000016660 CID 650 - 666

nuclear autoantigenic sperm 
protein (histone-binding) - CGNC 
Symbol 7802 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1831,94)" 2674 5646

ENSGALP00000002828 CID 785 - 800
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1831,96)" 649 5647

ENSGALP00000000236 CID 543 - 559
antigen peptide transporter 2 - 
Refseq NP_001092827 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1832,06)" 2193 5648

ENSGALP00000007487 CID 94 - 109
CSE1 chromosome segregation 1-
like (yeast) - CGNC Symbol 3489 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1832,07)" 496 false 5649



ENSGALP00000007511 CID 333 - 346

Uncharacterized protein - 
UniProtKB/TrEMBL F8VP50 - 
CGNC Symbol 3502 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1832,87)" 2259 false 5650

ENSGALP00000008236 CID 853 - 868
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1832,88)" 459 false 5651

ENSGALP00000003737 CID 33 - 50
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1832,97)" 22053 true 2.44 5652

ENSGALP00000020445 CID 910 - 923
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1833,95)" 1373 true 0.99 5653

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1834,00)" 1477 false 5654



ENSGALP00000035750 CID 87 - 100
gamma-glutamylamine 
cyclotransferase - HGNC:25100 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1834,77)" 443 false 5655

ENSGALP00000015657 CID Feb-18 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1835,81)" 1000 false 5656

ENSGALP00000007523 CID 17 - 32
chloride intracellular channel 2 - 
CGNC Symbol 51647 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1835,81)" 5759 true 2.81 5657

ENSGALP00000021838 CID 125 - 142
RNA binding motif protein 14 - 
HGNC:14219 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1835,98)" 643 true 3.74 5658

ENSGALP00000003737 CID 33 - 50
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1837,00)" 51558 5659



ENSGALP00000005565 CID 157 - 172
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1837,90)" 567 false 5660

ENSGALP00000007523 CID 17 - 32
chloride intracellular channel 2 - 
CGNC Symbol 51647 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1839,85)" 18215 5661

ENSGALP00000024396 CID 317 - 330

aldehyde dehydrogenase 1 family 
member A1 - CGNC Symbol 
49236 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1839,95)" 922 false 5662

ENSGALP00000012878 CID 107 - 123
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1839,97)" 24017 true 0.4 5663

ENSGALP00000021838 CID 125 - 142
RNA binding motif protein 14 - 
HGNC:14219 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1840,01)" 3064 5664



ENSGALP00000007593 CID 227 - 241 prosaposin - CGNC Symbol 49395 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1840,76)" 448 false 5665

ENSGALP00000041109 CID 459 - 474
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1840,95)" 1868 true 0.76 5666

ENSGALP00000007728 CID 23 - 37
Y box binding protein 1 - CGNC 
Symbol 3598 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1841,05)" 1046 false 5667

ENSGALP00000010510 CID 584 - 597
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1841,98)" 2626 false 5668

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1841,99)" 2037 true 0.5 5669



ENSGALP00000015061 CID 293 - 309
fibrinogen alpha chain - CGNC 
Symbol 49746 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1842,96)" 1468 false 5670

ENSGALP00000008171 CID 1,582 - 1,597

translocated promoter region 
nuclear basket protein - CGNC 
Symbol 3800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1843,98)" 12802 5671

ENSGALP00000013174 CID Dec-27
ribosomal protein S27a - CGNC 
Symbol 49483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1843,98)" 12802 true 1.27 5672

ENSGALP00000012878 CID 107 - 123
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1844,00)" 9247 5673

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1844,06)" 1174 false 5674



ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1844,06)" 1174 false 5675

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1844,06)" 1174 false 5676

ENSGALP00000006298 CID 128 - 144

apolipoprotein H (beta-2-
glycoprotein I) - CGNC Symbol 
2904 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1846,87)" 3541 false 5677

ENSGALP00000025208 CID 50 - 67
hydroxysteroid dehydrogenase 
like 2 - HGNC:18572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1846,95)" 3473 true 0.67 5678

ENSGALP00000020445 CID 1,755 - 1,770
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1847,92)" 750 5679



ENSGALP00000035478 CID 697 - 712
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1847,92)" 750 false 5680

ENSGALP00000019120 CID 58 - 73
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1847,94)" 2612 false 5681

ENSGALP00000039133 CID 133 - 149

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1847,98)" 3855 true 2.44 5682

ENSGALP00000009549 CID 65 - 80 calnexin - CGNC Symbol 4443 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1848,98)" 1615 false 5683

ENSGALP00000015657 CID Feb-18 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1849,83)" 4291 true 0.43 5684



ENSGALP00000006938 CID 482 - 497 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1849,89)" 746 true 0.5 5685

ENSGALP00000039553 CID Feb-17

polymerase (DNA directed) 
epsilon 3 accessory subunit - 
CGNC Symbol 6738 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1849,97)" 1280 5686

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1850,03)" 8970 true 0.72 5687

ENSGALP00000006018 CID 68 - 83

poly(A) binding protein 
cytoplasmic 4 (inducible form) - 
CGNC Symbol 2781 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1850,09)" 1495 5688

ENSGALP00000025208 CID 50 - 67
hydroxysteroid dehydrogenase 
like 2 - HGNC:18572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1850,98)" 2340 5689



ENSGALP00000012472 CID 530 - 545 nucleolin - CGNC Symbol 5823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1851,91)" 5670 5690

ENSGALP00000039133 CID 133 - 149

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein epsilon - CGNC Symbol 
50550 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1851,99)" 11770 5691

ENSGALP00000029322 CID 80 - 95
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1851,99)" 344 true 2.7 5692

ENSGALP00000013174 CID Dec-27
ribosomal protein S27a - CGNC 
Symbol 49483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1852,04)" 13677 true 1.27 5693

ENSGALP00000035933 CID 316 - 332 cathepsin B - CGNC Symbol 12486 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1852,88)" 2901 true 0.31 5694



ENSGALP00000015657 CID Feb-18 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1853,85)" 1850 true 0.43 5695

ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1853,93)" 39914 true 0.43 5696

ENSGALP00000020830 CID 101 - 116

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1854,83)" 2609 true 0.49 5697

ENSGALP00000010405 CID 579 - 593
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1854,86)" 324 true 0.49 5698

ENSGALP00000025639 CID Jul-20
fatty acid binding protein 1 - 
CGNC Symbol 11895 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1854,87)" 16122 false 5699



ENSGALP00000005633 CID 450 - 465
tyrosyl-tRNA synthetase - CGNC 
Symbol 2601 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1855,82)" 2373 false 5700

ENSGALP00000029322 CID 80 - 95
Hsap of 9: RBM14-RBM4 
readthrough - HGNC:38840 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1856,01)" 1342 5701

ENSGALP00000013729 CID Feb-17
small ubiquitin-like modifier 1 - 
CGNC Symbol 48961 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1856,01)" 388 false 5702

ENSGALP00000013761 CID 373 - 389
NOP58 ribonucleoprotein - CGNC 
Symbol 52126 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1856,78)" 623 false 5703

ENSGALP00000021927 CID 72 - 86
IKAROS family zinc finger 3 
(Aiolos) - CGNC Symbol 49403 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1856,86)" 927 5704



ENSGALP00000035933 CID 316 - 332 cathepsin B - CGNC Symbol 12486 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1856,92)" 571 5705

ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1857,95)" 17150 5706

ENSGALP00000024150 CID 624 - 641

ATPase Na+/K+ transporting 
alpha 1 polypeptide - CGNC 
Symbol 49857 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1857,95)" 571 false 5707

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1857,97)" 917 true 0.76 5708

ENSGALP00000020830 CID 101 - 116

thioredoxin domain containing 5 
(endoplasmic reticulum) - CGNC 
Symbol 51359 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1858,86)" 1283 5709



ENSGALP00000019224 CID 505 - 520

methylenetetrahydrofolate 
dehydrogenase (NADP+ 
dependent) 1 
methenyltetrahydrofolate 
cyclohydrolase 
formyltetrahydrofolate 
synthetase - CGNC Symbol 8944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1859,03)" 732 false 5710

ENSGALP00000013029 CID 251 - 268
splicing factor 3b subunit 1 - 
CGNC Symbol 6082 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1859,94)" 809 true 1.38 5711

ENSGALP00000012367 CID 289 - 306
SLC9A3 regulator 1 - CGNC 
Symbol 51624 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1861,10)" 1014 false 5712

ENSGALP00000034108 CID 206 - 223
pyruvate kinase muscle - CGNC 
Symbol 1412 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1861,16)" 588 false 5713

ENSGALP00000042113 CID 33 - 47 Metallothionein - UP P68497 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1861,68)" 1597 false 5714



ENSGALP00000005653 CID 158 - 173 fibronectin 1 - CGNC Symbol 2613 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1861,91)" 459 false 5715

ENSGALP00000005654 CID 70 - 85 fibronectin 1 - CGNC Symbol 2613 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1861,91)" 459 false 5716

ENSGALP00000005565 CID 157 - 172
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1861,91)" 424 true 5.07 5717

ENSGALP00000001474 CID 80 - 95

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1861,96)" 9699 false 5718

ENSGALP00000010510 CID 57 - 72
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1861,96)" 9699 false 5719



ENSGALP00000021949 CID 791 - 805
protein phosphatase 6 regulatory 
subunit 2 - CGNC Symbol 10141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1862,78)" 761 true 1.99 5720

ENSGALP00000004013 CID 16 - 30 talin 1 - CGNC Symbol 1830 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1863,81)" 2693 true 0.35 5721

ENSGALP00000042925 CID Feb-17 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1864,93)" 1675 true 0.57 5722

ENSGALP00000030658 CID 47 - 64
cathelicidin-2 - CGNC Symbol 
51250 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1865,00)" 3533 false 5723

ENSGALP00000020064 CID 446 - 461

eukaryotic translation initiation 
factor 3 subunit L - CGNC Symbol 
9341 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1865,02)" 4067 5724



ENSGALP00000018309 CID 484 - 498
raftlin lipid raft linker 1 - CGNC 
Symbol 8540 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1865,92)" 1330 true 0.35 5725

ENSGALP00000000615 CID 656 - 671
karyopherin subunit beta 1 - 
HGNC:6400 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1865,96)" 1883 5726

ENSGALP00000034078 CID 90 - 106

NME/NM23 nucleoside 
diphosphate kinase 2 - CGNC 
Symbol 49549 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1866,02)" 497 false 5727

ENSGALP00000039447 CID 96 - 111

heat shock protein family B 
(small) member 1 - CGNC Symbol 
1361 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1866,04)" 1398 false 5728

ENSGALP00000021949 CID 791 - 805
protein phosphatase 6 regulatory 
subunit 2 - CGNC Symbol 10141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1866,80)" 2237 5729



ENSGALP00000006240 CID 1,582 - 1,597
collagen type VI alpha 3 - CGNC 
Symbol 2875 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1866,98)" 1222 false 5730

ENSGALP00000013122 CID 447 - 462

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1866,99)" 636 true 1.16 5731

ENSGALP00000004013 CID 16 - 30 talin 1 - CGNC Symbol 1830 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1867,85)" 1021 5732

ENSGALP00000006578 CID Dec-27

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein beta - CGNC Symbol 
50939 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1868,90)" 3332 false 5733

ENSGALP00000042925 CID Feb-17 no description available 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1868,95)" 952 true 0.57 5734



ENSGALP00000019471 CID 58 - 73
PHD finger protein 5A - CGNC 
Symbol 9062 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1869,89)" 808 false 5735

ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1869,92)" 2116 true 0.87 5736

ENSGALP00000005565 CID 157 - 172
retinoblastoma binding protein 4 - 
CGNC Symbol 2572 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1869,96)" 3472 true 5.07 5737

ENSGALP00000013574 CID 362 - 377
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1870,00)" 425 false 5738

ENSGALP00000025639 CID Jul-20
fatty acid binding protein 1 - 
CGNC Symbol 11895 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1870,85)" 1568 false 5739



ENSGALP00000007055 CID 44 - 59
pyrophosphatase (inorganic) 1 - 
CGNC Symbol 3275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1871,04)" 820 false 5740

ENSGALP00000019423 CID 254 - 269

dehydrogenase/reductase (SDR 
family) member 7 - CGNC Symbol 
9039 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1871,89)" 660 false 5741

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1872,07)" 66316 true 0.34 5742

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1872,07)" 66316 true 0.34 5743

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1872,07)" 66316 true 0.09 5744



ENSGALP00000023396 CID 113 - 130
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1872,09)" 2814 true 6.73 5745

ENSGALP00000023089 CID 45 - 60
ribosomal protein large P2 - 
CGNC Symbol 10655 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1872,97)" 2095 true 0.49 5746

ENSGALP00000026126 CID 129 - 145
ribosomal protein L8 - CGNC 
Symbol 12137 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1873,00)" 978 false 5747

ENSGALP00000019468 CID 381 - 397 aconitase 2 - CGNC Symbol 9059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1873,84)" 1219 true 0.74 5748

ENSGALP00000018258 CID 126 - 141
Enah/Vasp-like - CGNC Symbol 
8513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1873,92)" 389 5749



ENSGALP00000035339 CID 375 - 390

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1873,94)" 1426 5750

ENSGALP00000010113 CID 95 - 110
Hsap of 16: SAA2-SAA4 
readthrough - HGNC:39550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1874,85)" 470 false 5751

ENSGALP00000007182 CID 43 - 59

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1874,95)" 5119 false 5752

ENSGALP00000015753 CID 290 - 305
paraoxonase 2 - CGNC Symbol 
49501 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1875,91)" 3660 false 5753

ENSGALP00000006938 CID 165 - 180 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1875,92)" 5061 false 5754



ENSGALP00000001688 CID 83 - 99
SH3-domain GRB2-like 1 - CGNC 
Symbol 49210 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1875,92)" 749 true 1.28 5755

ENSGALP00000023278 CID 136 - 152

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1875,97)" 2234 true 2.1 5756

ENSGALP00000019120 CID 58 - 73
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1875,99)" 1670 false 5757

ENSGALP00000017123 CID 87 - 102
lymphoid enhancer binding factor 
1 - CGNC Symbol 7997 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1875,99)" 1518 false 5758

ENSGALP00000013724 CID 237 - 251

adaptor related protein complex 
2 mu 1 subunit - CGNC Symbol 
6392 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1877,87)" 4683 true 0.48 5759



ENSGALP00000000485 CID 672 - 690
Hsap of 1: AT-rich interaction 
domain 1A - HGNC:11110 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1877,95)" 1426 false 5760

ENSGALP00000010510 CID 57 - 72
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(1877,95)" 1426 false 5761

ENSGALP00000013964 CID Mar-19
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1878,99)" 15656 true 6.48 5762

ENSGALP00000013122 CID 447 - 462

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1879,07)" 738 true 1.16 5763

ENSGALP00000023319 CID 72 - 89 catalase - CGNC Symbol 51998 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1879,91)" 1403 false 5764



ENSGALP00000027665 CID 238 - 252
acetyl-CoA acetyltransferase 1 - 
CGNC Symbol 12890 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1879,92)" 1126 true 0.91 5765

ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1880,11)" 3845 5766

ENSGALP00000001474 CID 196 - 212

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1880,11)" 3845 false 0.09 5767

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1880,11)" 3845 5768

ENSGALP00000004243 CID 155 - 169

Gallus gallus ribosomal protein 
L17 (RPL17) mRNA. - RefSeq 
mRNA NM_001282277 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1880,18)" 932 false 5769



ENSGALP00000014070 CID 347 - 362
histidine-rich glycoprotein - CGNC 
Symbol 56138 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1880,90)" 637 true 0.44 5770

ENSGALP00000003717 CID 581 - 597

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1880,98)" 3472 true 0.44 5771

ENSGALP00000023089 CID 45 - 60
ribosomal protein large P2 - 
CGNC Symbol 10655 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1881,03)" 1028 true 0.49 5772

ENSGALP00000013724 CID 237 - 251

adaptor related protein complex 
2 mu 1 subunit - CGNC Symbol 
6392 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1881,90)" 2257 5773

ENSGALP00000014119 CID 47 - 62
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1884,01)" 476 true 3.76 5774



ENSGALP00000038179 CID 53 - 68
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1884,01)" 476 true 3.76 5775

ENSGALP00000023278 CID 136 - 152

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1884,03)" 5050 true 2.1 5776

ENSGALP00000017547 CID 686 - 704
ubiquitin specific peptidase 24 - 
CGNC Symbol 8213 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1884,03)" 675 5777

ENSGALP00000029968 CID 35 - 50
ribosomal protein L3 - CGNC 
Symbol 50654 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1884,12)" 2160 false 5778

ENSGALP00000010510 CID 172 - 188
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1884,16)" 21752 true 0.34 5779



ENSGALP00000019120 CID 173 - 189
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1884,16)" 21752 true 0.34 5780

ENSGALP00000018695 CID 117 - 134

glycerol-3-phosphate 
dehydrogenase 1-like - CGNC 
Symbol 8724 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1884,17)" 3760 5781

ENSGALP00000000304 CID 239 - 254
dihydropyrimidinase-like 2 - 
CGNC Symbol 129 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1885,05)" 364 false 5782

ENSGALP00000038523 CID 219 - 236

ATPase Ca++ transporting cardiac 
muscle slow twitch 2 - CGNC 
Symbol 49809 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1885,05)" 364 false 5783

ENSGALP00000011717 CID 157 - 173
ribosomal protein large P0 - 
CGNC Symbol 49505 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1886,05)" 779 false 5784



ENSGALP00000013964 CID Mar-19
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1887,04)" 102954 true 6.48 5785

ENSGALP00000025461 CID 240 - 255
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1887,92)" 589 true 0.91 5786

ENSGALP00000039757 CID 222 - 238
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1887,95)" 452 false 5787

ENSGALP00000027665 CID 82 - 99
acetyl-CoA acetyltransferase 1 - 
CGNC Symbol 12890 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1888,94)" 1235 true 1.62 5788

ENSGALP00000003717 CID 581 - 597

heat shock protein family A 
(Hsp70) member 9 - CGNC 
Symbol 1687 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1889,02)" 1133 true 0.44 5789



ENSGALP00000037524 CID 363 - 380
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1889,09)" 7242 false 5790

ENSGALP00000016978 CID 353 - 370
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1889,09)" 7242 false 5791

ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1889,84)" 3483 true 0.32 5792

ENSGALP00000001474 CID 80 - 95

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1889,97)" 25178 false 5793

ENSGALP00000007182 CID 261 - 276

betaine--homocysteine S-
methyltransferase - CGNC Symbol 
50233 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1889,97)" 2755 false 5794



ENSGALP00000008824 CID 76 - 91

non-POU domain containing 
octamer-binding - CGNC Symbol 
4102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1891,98)" 1628 5795

ENSGALP00000027665 CID 238 - 252
acetyl-CoA acetyltransferase 1 - 
CGNC Symbol 12890 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1891,99)" 1031 true 0.91 5796

ENSGALP00000038179 CID 53 - 68
eukaryotic translation initiation 
factor 4A3 - CGNC Symbol 6471 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1892,08)" 2462 true 3.76 5797

ENSGALP00000014119 CID 47 - 62
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1892,08)" 2462 true 3.76 5798

ENSGALP00000027665 CID 82 - 99
acetyl-CoA acetyltransferase 1 - 
CGNC Symbol 12890 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1892,96)" 2003 5799



ENSGALP00000004048 CID 651 - 667 kinectin 1 - CGNC Symbol 9206 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1892,97)" 2773 true 0.4 5800

ENSGALP00000038912 CID 41 - 56
alpha-D-globin - CGNC Symbol 
50309 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1893,92)" 14486 false 5801

ENSGALP00000015626 CID 189 - 206

phosphoenolpyruvate 
carboxykinase 2 (mitochondrial) - 
CGNC Symbol 49813 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1894,92)" 2305 false 5802

ENSGALP00000013267 CID 194 - 208
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1895,84)" 6354 true 0.38 5803

ENSGALP00000032097 CID 259 - 275
CD5 molecule - CGNC Symbol 
3864 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1895,94)" 916 true 0.96 5804



ENSGALP00000003898 CID 264 - 280 matrin 3 - CGNC Symbol 1772 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1895,96)" 1123 true 1.74 5805

ENSGALP00000025461 CID 240 - 255
chaperonin containing TCP1 
subunit 8 - CGNC Symbol 11805 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1895,97)" 940 true 0.91 5806

ENSGALP00000039454 CID 85 - 101
beta-2-microglobulin - CGNC 
Symbol 1542 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1896,92)" 6662 true 0.6 5807

ENSGALP00000004048 CID 651 - 667 kinectin 1 - CGNC Symbol 9206 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1897,01)" 676 5808

ENSGALP00000017819 CID 513 - 529

insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 
51304 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1897,02)" 1945 false 5809



ENSGALP00000009314 CID 233 - 249 septin 2 - CGNC Symbol 4335 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1897,07)" 1448 false 5810

ENSGALP00000014761 CID 120 - 137
aarF domain containing kinase 3 - 
CGNC Symbol 6913 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1897,07)" 1448 false 5811

ENSGALP00000023257 CID 432 - 449
non-SMC condensin I complex 
subunit G - CGNC Symbol 10729 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1897,15)" 478 5812

ENSGALP00000018498 CID 295 - 309

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1897,89)" 967 true 0.32 5813

ENSGALP00000041221 CID 97 - 113

heterogeneous nuclear 
ribonucleoprotein L-like - CGNC 
Symbol 68848 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1897,93)" 1557 5814



ENSGALP00000019318 CID 38 - 53
LUC7-like 2 (S. cerevisiae) - CGNC 
Symbol 8987 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1897,94)" 1919 5815

ENSGALP00000039530 CID 201 - 217

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1897,96)" 8109 true 1.07 5816

ENSGALP00000000509 CID 465 - 482

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1897,96)" 8109 false 5817

ENSGALP00000013267 CID 194 - 208
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1899,86)" 2437 5818

ENSGALP00000032097 CID 259 - 275
CD5 molecule - CGNC Symbol 
3864 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1899,97)" 876 5819



ENSGALP00000021949 CID 359 - 376
protein phosphatase 6 regulatory 
subunit 2 - CGNC Symbol 10141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1900,08)" 388 5820

ENSGALP00000011559 CID 682 - 697

integrin beta 1 (fibronectin 
receptor beta polypeptide 
antigen CD29 includes MDF2 
MSK12) - CGNC Symbol 49025 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1901,00)" 1482 false 5821

ENSGALP00000017819 CID 311 - 326

insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 
51304 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1901,03)" 2517 true 1.16 5822

ENSGALP00000009354 CID 72 - 88

platelet activating factor 
acetylhydrolase 1b regulatory 
subunit 1 - CGNC Symbol 4356 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1901,07)" 349 false 5823

ENSGALP00000035478 CID 1,757 - 1,773
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1901,98)" 534 false 5824



ENSGALP00000039157 CID 567 - 582
ATP citrate lyase - CGNC Symbol 
2533 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1902,89)" 2858 false 5825

ENSGALP00000011770 CID 783 - 798
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1902,96)" 3858 false 5826

ENSGALP00000023294 CID 696 - 711

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1903,16)" 501 false 5827

ENSGALP00000009662 CID 119 - 134
protein kinase C beta - CGNC 
Symbol 50286 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1903,84)" 821 true 1.22 5828

ENSGALP00000011984 CID 146 - 161
CD3d molecule delta (CD3-TCR 
complex) - CGNC Symbol 49849 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1904,01)" 3503 5829



ENSGALP00000003898 CID 264 - 280 matrin 3 - CGNC Symbol 1772 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1904,02)" 1957 true 1.74 5830

ENSGALP00000014119 CID 270 - 285
eukaryotic translation initiation 
factor 4A2 - CGNC Symbol 49225 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1904,93)" 2036 false 5831

ENSGALP00000039454 CID 85 - 101
beta-2-microglobulin - CGNC 
Symbol 1542 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1904,97)" 3708 true 0.6 5832

ENSGALP00000017819 CID 311 - 326

insulin-like growth factor 2 mRNA 
binding protein 3 - CGNC Symbol 
51304 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1905,05)" 3262 5833

ENSGALP00000035496 CID 90 - 104

CCHC-type zinc finger nucleic acid 
binding protein - CGNC Symbol 
3717 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1905,86)" 3044 true 1.02 5834



ENSGALP00000039530 CID 201 - 217

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1906,00)" 9322 true 1.07 5835

ENSGALP00000035478 CID 419 - 434
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1906,99)" 996 false 5836

ENSGALP00000035370 CID 81 - 96
hepatoma-derived growth factor - 
CGNC Symbol 58434 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1907,02)" 584 false 5837

ENSGALP00000008105 CID 233 - 249

phosphoribosyl pyrophosphate 
synthetase-associated protein 2 - 
CGNC Symbol 50275 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1907,15)" 303 false 5838

ENSGALP00000009662 CID 119 - 134
protein kinase C beta - CGNC 
Symbol 50286 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1907,87)" 1416 5839



ENSGALP00000035933 CID 265 - 282 cathepsin B - CGNC Symbol 12486 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1908,97)" 6993 true 0.43 5840

ENSGALP00000026316 CID 99 - 114
apolipoprotein O - CGNC Symbol 
12230 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1909,89)" 2606 true 0.83 5841

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1910,78)" 620 5842

ENSGALP00000039758 CID 228 - 243
SAM and SH3 domain containing 
3 - CGNC Symbol 2900 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1912,11)" 581 false 5843

ENSGALP00000035933 CID 265 - 282 cathepsin B - CGNC Symbol 12486 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1912,99)" 2494 5844



ENSGALP00000026316 CID 99 - 114
apolipoprotein O - CGNC Symbol 
12230 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1913,91)" 2164 5845

ENSGALP00000035496 CID 90 - 104

CCHC-type zinc finger nucleic acid 
binding protein - CGNC Symbol 
3717 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(1913,91)" 3093 true 1.02 5846

ENSGALP00000024609 CID 106 - 122
transcription elongation factor A 
(SII) 1 - CGNC Symbol 51413 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1914,05)" 389 false 5847

ENSGALP00000022266 CID 455 - 469
2'-5'-oligoadenylate synthetase-
like - CGNC Symbol 49545 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1916,01)" 677 5848

ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1916,02)" 19418 true 0.28 5849



ENSGALP00000023944 CID 307 - 323

nicotinamide nucleotide 
transhydrogenase - CGNC Symbol 
11035 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1917,03)" 391 false 5850

ENSGALP00000001474 CID 163 - 179

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1920,04)" 4956 5851

ENSGALP00000018295 CID 206 - 221
SERPINE1 mRNA binding protein 
1 - CGNC Symbol 8530 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1924,84)" 398 true 1.5 5852

ENSGALP00000041491 CID 348 - 366

Hsap of 1: scavenger receptor 
cysteine rich family member with 
5 domains - HGNC:26641 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1924,91)" 518 false 5853

ENSGALP00000012547 CID 24 - 42

solute carrier family 16 member 2 
(thyroid hormone transporter) - 
CGNC Symbol 5859 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1926,84)" 1154 false 5854



ENSGALP00000006604 CID 18 - 32

GTPase activating protein (SH3 
domain) binding protein 1 - CGNC 
Symbol 50211 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1927,00)" 807 5855

ENSGALP00000018295 CID 206 - 221
SERPINE1 mRNA binding protein 
1 - CGNC Symbol 8530 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1928,86)" 596 5856

ENSGALP00000016260 CID 14 - 30

calmodulin 2 (phosphorylase 
kinase delta) - CGNC Symbol 
49513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1928,98)" 508 true 4.63 5857

ENSGALP00000000383 CID 1,014 - 1,029
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1929,02)" 323 false 5858

ENSGALP00000006604 CID 258 - 276

GTPase activating protein (SH3 
domain) binding protein 1 - CGNC 
Symbol 50211 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1929,16)" 2021 false 5859



ENSGALP00000003139 CID 89 - 107
glutamate dehydrogenase 1 - 
CGNC Symbol 52002 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1929,94)" 3110 false 5860

ENSGALP00000003035 CID 239 - 254
polypyrimidine tract binding 
protein 1 - CGNC Symbol 1388 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1929,96)" 986 5861

ENSGALP00000037222 CID 157 - 171

heterogeneous nuclear 
ribonucleoprotein D-like - CGNC 
Symbol 51783 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1930,04)" 371 false 5862

ENSGALP00000010405 CID 554 - 571
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1930,96)" 5449 true 1.37 5863

ENSGALP00000005520 CID 128 - 144
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1931,05)" 822 false 5864



ENSGALP00000016585 CID 259 - 275
aldehyde dehydrogenase 6 family 
member A1 - CGNC Symbol 7766 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1931,97)" 1423 true 0.85 5865

ENSGALP00000016337 CID 2,450 - 2,466

LPS-responsive vesicle trafficking 
beach and anchor containing - 
CGNC Symbol 7650 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1932,04)" 1368 true 2.72 5866

ENSGALP00000025010 CID 243 - 259
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1932,14)" 338 false 5867

ENSGALP00000043403 CID Dec-28
serine/arginine-rich splicing 
factor 3 - CGNC Symbol 329 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1933,02)" 1343 false 5868

ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1934,03)" 6791 5869



ENSGALP00000020445 CID 1,418 - 1,433
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1935,97)" 1326 true 0.47 5870

ENSGALP00000016337 CID 2,450 - 2,466

LPS-responsive vesicle trafficking 
beach and anchor containing - 
CGNC Symbol 7650 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1936,06)" 3723 5871

ENSGALP00000040662 CID 213 - 229
inositol monophosphatase 1 - 
HGNC:6050 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1936,09)" 3036 true 0.85 5872

ENSGALP00000019120 CID 455 - 472
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1938,06)" 315 5873

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1938,83)" 6989 true 3.73 5874



ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1939,02)" 2235 true 3.55 5875

ENSGALP00000019468 CID 71 - 86 aconitase 2 - CGNC Symbol 9059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1939,04)" 2879 true 0.75 5876

ENSGALP00000020445 CID 1,418 - 1,433
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1940,00)" 430 5877

ENSGALP00000019031 CID 368 - 383 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1940,92)" 1885 false 5878

ENSGALP00000014265 CID 157 - 173
RAB1A member RAS oncogene 
family - CGNC Symbol 6666 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1940,94)" 2672 false 5879



ENSGALP00000009979 CID 231 - 246
thioredoxin reductase 3 - CGNC 
Symbol 4647 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1940,94)" 723 false 5880

ENSGALP00000005653 CID 1,925 - 1,943 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1941,02)" 3365 false 5881

ENSGALP00000005654 CID 1,988 - 2,006 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1941,02)" 3365 false 5882

ENSGALP00000005971 CID Nov-28 annexin A2 - CGNC Symbol 49740 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1941,03)" 708 false 5883

ENSGALP00000016260 CID 14 - 30

calmodulin 2 (phosphorylase 
kinase delta) - CGNC Symbol 
49513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1941,05)" 4637 true 4.63 5884



ENSGALP00000003737 CID 270 - 285
enolase 1 (alpha) - CGNC Symbol 
49607 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1941,07)" 348 false 5885

ENSGALP00000007466 CID 50 - 66

actin related protein 2/3 complex 
subunit 1B 41kDa - CGNC Symbol 
15421 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1941,95)" 452 5886

ENSGALP00000037924 CID 365 - 386

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1942,85)" 26568 5887

ENSGALP00000018616 CID 521 - 536
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1942,93)" 694 true 2.42 5888

ENSGALP00000020445 CID 144 - 159
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1942,94)" 878 true 0.82 5889



ENSGALP00000007586 CID 215 - 230

aldehyde dehydrogenase 3 family 
member A2 - CGNC Symbol 
50558 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1943,83)" 608 false 5890

ENSGALP00000042254 CID 77 - 94
Hsap of 1: bridging integrator 2 - 
HGNC:1053 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1943,95)" 883 5891

ENSGALP00000039758 CID 182 - 197
SAM and SH3 domain containing 
3 - CGNC Symbol 2900 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1946,07)" 1509 false 5892

ENSGALP00000018616 CID 521 - 536
leukotriene A4 hydrolase - CGNC 
Symbol 8686 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1946,96)" 3734 5893

ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1947,00)" 18869 true 1.75 5894



ENSGALP00000019468 CID 71 - 86 aconitase 2 - CGNC Symbol 9059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1947,07)" 2683 true 0.75 5895

ENSGALP00000037924 CID 134 - 149

heterogeneous nuclear 
ribonucleoprotein A1 - CGNC 
Symbol 7027 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1947,07)" 7942 true 3.55 5896

ENSGALP00000006778 CID 299 - 314

eukaryotic translation initiation 
factor 3 subunit B - CGNC Symbol 
55528 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1947,93)" 473 false 5897

ENSGALP00000005535 CID 219 - 233

Gallus gallus serine peptidase 
inhibitor Kazal type 7 (putative) 
(SPINK7) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001308494 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1947,96)" 5432 false 5898

ENSGALP00000039872 CID 266 - 282

regulator of chromosome 
condensation 2 - CGNC Symbol 
287 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1948,06)" 841 false 5899



ENSGALP00000009608 CID 326 - 342

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin subfamily 
b member 1 - CGNC Symbol 4462 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1949,04)" 687 true 1.02 5900

ENSGALP00000013122 CID 251 - 268

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1949,10)" 3557 true 2.82 5901

ENSGALP00000019120 CID 140 - 156
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1950,01)" 2627 true 0.62 5902

ENSGALP00000008498 CID 439 - 456
transketolase - CGNC Symbol 
3953 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1950,02)" 1459 true 1.53 5903

ENSGALP00000008911 CID 141 - 156

Major histocompatibility complex 
class II beta chain BLB1 - CGNC 
Symbol 54366 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1950,05)" 3627 false 5904



ENSGALP00000004651 CID Jun-23
thioredoxin like 1 - CGNC Symbol 
2131 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1951,00)" 326 5905

ENSGALP00000017383 CID 73 - 88
replication protein A3 - CGNC 
Symbol 8130 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1951,00)" 684 5906

ENSGALP00000006284 CID 209 - 225

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1951,02)" 33399 5907

ENSGALP00000000383 CID 341 - 355
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1951,99)" 759 false 5908

ENSGALP00000009608 CID 326 - 342

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin subfamily 
b member 1 - CGNC Symbol 4462 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1953,06)" 702 5909



ENSGALP00000013122 CID 251 - 268

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1953,13)" 10016 5910

ENSGALP00000011822 CID 347 - 362
proteasome 26S subunit non-
ATPase 6 - CGNC Symbol 5531 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1953,15)" 592 false 5911

ENSGALP00000003012 CID 279 - 295
malate dehydrogenase 2 - CGNC 
Symbol 1378 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1953,99)" 443 false 5912

ENSGALP00000019120 CID 140 - 156
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1954,04)" 1424 5913

ENSGALP00000041109 CID 236 - 251
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1955,85)" 1807 true 0.41 5914



ENSGALP00000042171 CID 109 - 125
transgelin 2 - CGNC Symbol 
65718 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1955,90)" 863 true 0.41 5915

ENSGALP00000006018 CID 51 - 67

poly(A) binding protein 
cytoplasmic 4 (inducible form) - 
CGNC Symbol 2781 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1956,94)" 3345 true 0.67 5916

ENSGALP00000027479 CID 1,528 - 1,543
complement C4-like - CGNC 
Symbol 50875 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1957,84)" 1674 false 5917

ENSGALP00000026633 CID 694 - 709

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1957,97)" 400 false 5918

ENSGALP00000018740 CID 33 - 50
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1958,05)" 782 false 5919



ENSGALP00000008498 CID 439 - 456
transketolase - CGNC Symbol 
3953 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1958,07)" 2229 true 1.53 5920

ENSGALP00000001456 CID 855 - 872

elongation factor Tu GTP binding 
domain containing 2 - CGNC 
Symbol 656 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1958,14)" 1568 false 5921

ENSGALP00000041109 CID 236 - 251
Hsap of 1: capping actin protein 
gelsolin like - HGNC:1474 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1959,88)" 526 5922

ENSGALP00000036122 CID Dec-27

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1959,88)" 367 false 5923

ENSGALP00000019629 CID Feb-20
proteasome subunit alpha 3 - 
CGNC Symbol 9125 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1959,89)" 2074 5924



ENSGALP00000042171 CID 109 - 125
transgelin 2 - CGNC Symbol 
65718 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1959,93)" 1996 5925

ENSGALP00000006018 CID 51 - 67

poly(A) binding protein 
cytoplasmic 4 (inducible form) - 
CGNC Symbol 2781 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1960,97)" 2255 5926

ENSGALP00000012072 CID 266 - 284

negative elongation factor 
complex member C/D - CGNC 
Symbol 5638 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(1961,05)" 742 5927

ENSGALP00000039872 CID 84 - 102

regulator of chromosome 
condensation 2 - CGNC Symbol 
287 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(1961,09)" 970 false 5928

ENSGALP00000003954 CID 552 - 570
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1961,86)" 447 5929



ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1962,05)" 5404 true 0.19 5930

ENSGALP00000018740 CID 33 - 50
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1962,06)" 323 false 5931

ENSGALP00000004159 CID 63 - 78
ribosomal protein L10a - CGNC 
Symbol 51119 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1962,90)" 4065 true 0.64 5932

ENSGALP00000001205 CID 214 - 231
splicing factor 3a subunit 2 - 
CGNC Symbol 14678 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1963,18)" 1347 false 5933

ENSGALP00000009528 CID 340 - 357
RuvB like AAA ATPase 1 - CGNC 
Symbol 4431 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1965,05)" 1119 5934



ENSGALP00000019120 CID 455 - 472
heat shock 70kDa protein 2 - 
CGNC Symbol 51984 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1966,07)" 717 false 5935

ENSGALP00000001474 CID 473 - 490

heat shock 70kDa protein 5 
(glucose-regulated protein 
78kDa) - CGNC Symbol 667 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1966,07)" 717 5936

ENSGALP00000010786 CID 120 - 138

enoyl-CoA hydratase/3-
hydroxyacyl CoA dehydrogenase - 
CGNC Symbol 5045 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1967,06)" 2160 false 5937

ENSGALP00000026509 CID 697 - 714
DEAD (Asp-Glu-Ala-Asp) box 
helicase 1 - CGNC Symbol 12324 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1968,15)" 318 true 0.62 5938

ENSGALP00000005654 CID 1,530 - 1,547 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1969,00)" 1222 false 5939



ENSGALP00000005653 CID 1,467 - 1,484 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1969,00)" 1222 false 5940

ENSGALP00000042479 CID 93 - 109
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1969,02)" 3414 true 0.5 5941

ENSGALP00000020445 CID 924 - 938
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1969,93)" 4887 false 5942

ENSGALP00000005090 CID 780 - 797
UPF1 RNA helicase and ATPase - 
CGNC Symbol 2340 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1970,07)" 878 true 0.73 5943

ENSGALP00000008236 CID 1,469 - 1,485
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1970,94)" 2466 true 0.25 5944



ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1971,10)" 822 true 3.47 5945

ENSGALP00000041511 CID 26 - 44

HSPA (heat shock 70kDa) binding 
protein cytoplasmic cochaperone 
1 - CGNC Symbol 64131 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1972,00)" 761 true 1.03 5946

ENSGALP00000009511 CID 68 - 84
ribosomal protein L5 - CGNC 
Symbol 4424 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1972,99)" 4771 true 0.47 5947

ENSGALP00000004866 CID 108 - 125
nudix hydrolase 21 - CGNC 
Symbol 66135 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1973,08)" 1580 false 5948

ENSGALP00000028746 CID Dec-27

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1973,89)" 1717 false 5949



ENSGALP00000013738 CID 34 - 49
Rho GDP dissociation inhibitor 
(GDI) alpha - CGNC Symbol 55089 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1973,99)" 322 false 5950

ENSGALP00000008236 CID 1,469 - 1,485
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1974,97)" 381 5951

ENSGALP00000035339 CID 93 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1975,13)" 13825 true 0.1 5952

ENSGALP00000020268 CID 128 - 145
protein disulfide isomerase family 
A member 4 - CGNC Symbol 9429 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1976,99)" 518 false 5953

ENSGALP00000042479 CID 93 - 109
Hsap of 1: stress induced 
phosphoprotein 1 - HGNC:11387 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1977,06)" 1700 true 0.5 5954



ENSGALP00000018740 CID 352 - 369
complement component 3 - 
CGNC Symbol 8744 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1977,89)" 1275 false 5955

ENSGALP00000005090 CID 780 - 797
UPF1 RNA helicase and ATPase - 
CGNC Symbol 2340 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1978,12)" 638 true 0.73 5956

ENSGALP00000018498 CID 626 - 641

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1979,15)" 3321 true 3.47 5957

ENSGALP00000018987 CID 251 - 267 t-complex 1 - CGNC Symbol 8842 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1979,16)" 407 true 1.5 5958

ENSGALP00000035339 CID 93 - 111

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1979,16)" 1112 5959



ENSGALP00000009511 CID 68 - 84
ribosomal protein L5 - CGNC 
Symbol 4424 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1981,04)" 2041 true 0.47 5960

ENSGALP00000023165 CID 342 - 360

heterogeneous nuclear 
ribonucleoprotein K - CGNC 
Symbol 9556 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1981,14)" 586 false 5961

ENSGALP00000023941 CID 67 - 82
fatty acid binding protein 7 brain - 
CGNC Symbol 49717 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1981,87)" 474 false 5962

ENSGALP00000010510 CID 138 - 155
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1981,99)" 1506 5963

ENSGALP00000007490 CID 194 - 209 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1982,06)" 661 false 5964



ENSGALP00000034108 CID 188 - 205
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1982,98)" 892 false 5965

ENSGALP00000036413 CID 339 - 354
interferon regulatory factor 4 - 
CGNC Symbol 9722 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1983,92)" 535 false 5966

ENSGALP00000041556 CID 582 - 599
SEC31 homolog A (S. cerevisiae) - 
CGNC Symbol 8479 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1984,05)" 1144 false 5967

ENSGALP00000016538 CID 80 - 97 calpain 11 - CGNC Symbol 54348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1985,04)" 3440 true 0.35 5968

ENSGALP00000019031 CID 475 - 490 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1985,93)" 3237 false 5969



ENSGALP00000019801 CID Apr-20 septin 7 - CGNC Symbol 51333 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1986,05)" 1096 5970

ENSGALP00000020445 CID 1,001 - 1,016
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1986,96)" 859 false 5971

ENSGALP00000022436 CID 49 - 66 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1987,00)" 400 true 2.14 5972

ENSGALP00000013964 CID 104 - 121
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1987,00)" 400 true 2.14 5973

ENSGALP00000034108 CID 188 - 205
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1987,03)" 360 false 5974



ENSGALP00000036720 CID 895 - 910
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1987,03)" 1480 true 2.14 5975

ENSGALP00000036122 CID Dec-27

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein theta - CGNC Symbol 
12303 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1987,90)" 884 false 5976

ENSGALP00000016538 CID 80 - 97 calpain 11 - CGNC Symbol 54348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1989,05)" 742 5977

ENSGALP00000042254 CID 58 - 76
Hsap of 1: bridging integrator 2 - 
HGNC:1053 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1989,12)" 468 false 5978

ENSGALP00000037462 CID 16 - 33
thymopoietin - CGNC Symbol 
50621 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1989,16)" 487 false 5979



ENSGALP00000015061 CID 240 - 256
fibrinogen alpha chain - CGNC 
Symbol 49746 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1990,04)" 299 false 5980

ENSGALP00000037829 CID 186 - 204

pyruvate dehydrogenase complex 
component X - CGNC Symbol 
51908 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(1991,01)" 920 false 5981

ENSGALP00000013964 CID 104 - 121
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1991,02)" 1236 5982

ENSGALP00000022436 CID 49 - 66 tubulin beta class I - HGNC:20778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1991,02)" 1236 5983

ENSGALP00000036720 CID 895 - 910
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1991,05)" 644 5984



ENSGALP00000019016 CID 37 - 54

nucleolar protein interacting with 
the FHA domain of MKI67 - CGNC 
Symbol 8852 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1993,07)" 2925 true 0.53 5985

ENSGALP00000040653 CID 101 - 119

Gallus gallus H2A histone family 
member J (H2AFJ) mRNA. - 
RefSeq mRNA NM_001030753 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(1995,29)" 20567 false 5986

ENSGALP00000026633 CID 221 - 238

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1996,11)" 23352 5987

ENSGALP00000023523 CID 98 - 115
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1996,11)" 23352 false 5988

ENSGALP00000019758 CID 17 - 32

Gallus gallus diazepam binding 
inhibitor (GABA receptor 
modulator acyl-CoA binding 
protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(1996,92)" 2965 true 0.47 5989



ENSGALP00000013963 CID 1,080 - 1,099

structural maintenance of 
chromosomes 3 - CGNC Symbol 
6512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(1997,02)" 1139 5990

ENSGALP00000019016 CID 37 - 54

nucleolar protein interacting with 
the FHA domain of MKI67 - CGNC 
Symbol 8852 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(1997,10)" 1560 5991

ENSGALP00000002409 CID 1,156 - 1,174

inositol polyphosphate-5-
phosphatase 145kDa - CGNC 
Symbol 52250 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1997,18)" 905 false 5992

ENSGALP00000026345 CID 42 - 59
acid phosphatase 1 soluble - 
CGNC Symbol 12245 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(1997,94)" 1665 true 0.64 5993

ENSGALP00000022235 CID 67 - 84

CNDP dipeptidase 2 
(metallopeptidase M20 family) - 
CGNC Symbol 13892 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(1999,22)" 319 true 1.22 5994



ENSGALP00000025846 CID Feb-22
solute carrier family 25 member 
32 - CGNC Symbol 12008 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(1999,98)" 369 5995

ENSGALP00000020445 CID 1,754 - 1,770
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2000,03)" 1844 true 0.61 5996

ENSGALP00000026345 CID 42 - 59
acid phosphatase 1 soluble - 
CGNC Symbol 12245 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2001,96)" 1074 5997

ENSGALP00000015051 CID 340 - 357
pleiotropic regulator 1 - CGNC 
Symbol 7032 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2002,01)" 290 5998

ENSGALP00000022004 CID 190 - 205 tropomyosin 3 - HGNC:12012 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2004,03)" 733 false 5999



ENSGALP00000003737 CID 163 - 179
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2004,06)" 427 false 6000

ENSGALP00000003898 CID 836 - 853 matrin 3 - CGNC Symbol 1772 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(2004,19)" 2204 false 6001

ENSGALP00000019758 CID 17 - 32

Gallus gallus diazepam binding 
inhibitor (GABA receptor 
modulator acyl-CoA binding 
protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2004,98)" 1394 true 0.47 6002

ENSGALP00000003954 CID 239 - 255
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2006,07)" 1565 true 2.99 6003

ENSGALP00000005729 CID 21 - 38
NADH:ubiquinone oxidoreductase 
subunit S5 - CGNC Symbol 2647 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2007,95)" 835 true 1.08 6004



ENSGALP00000020445 CID 1,754 - 1,770
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2008,08)" 1116 true 0.61 6005

ENSGALP00000036720 CID 3,825 - 3,841
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2008,98)" 1442 true 0.75 6006

ENSGALP00000000170 CID 140 - 155
receptor for activated C kinase 1 - 
CGNC Symbol 61 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2009,91)" 887 false 6007

ENSGALP00000010510 CID 138 - 155
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2010,00)" 3744 true 5.51 6008

ENSGALP00000015657 CID 96 - 113 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2010,13)" 48330 true 0.72 6009



ENSGALP00000022235 CID 67 - 84

CNDP dipeptidase 2 
(metallopeptidase M20 family) - 
CGNC Symbol 13892 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2011,29)" 679 true 1.22 6010

ENSGALP00000001332 CID 491 - 506
lysyl-tRNA synthetase - CGNC 
Symbol 602 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2011,93)" 3952 true 0.53 6011

ENSGALP00000005729 CID 21 - 38
NADH:ubiquinone oxidoreductase 
subunit S5 - CGNC Symbol 2647 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2011,97)" 550 6012

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding 
inhibitor (GABA receptor 
modulator acyl-CoA binding 
protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2012,05)" 2070 6013

ENSGALP00000015988 CID 98 - 115
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2012,09)" 3674 false 6014



ENSGALP00000036720 CID 3,825 - 3,841
dynein cytoplasmic 1 heavy chain 
1 - CGNC Symbol 8611 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2013,00)" 828 6015

ENSGALP00000026487 CID 83 - 101

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2013,05)" 4015 true 0.61 6016

ENSGALP00000015817 CID 259 - 276

solute carrier family 25 
(aspartate/glutamate carrier) 
member 13 - CGNC Symbol 7395 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2013,10)" 1799 false 6017

ENSGALP00000000170 CID 140 - 155
receptor for activated C kinase 1 - 
CGNC Symbol 61 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2013,93)" 571 6018

ENSGALP00000010510 CID 138 - 155
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2014,02)" 20618 6019



ENSGALP00000003954 CID 239 - 255
splicing factor proline/glutamine-
rich - CGNC Symbol 49487 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2014,11)" 5488 true 2.99 6020

ENSGALP00000001332 CID 491 - 506
lysyl-tRNA synthetase - CGNC 
Symbol 602 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2015,95)" 2096 6021

ENSGALP00000035339 CID 356 - 374

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2016,07)" 338 false 6022

ENSGALP00000026316 CID 53 - 69
apolipoprotein O - CGNC Symbol 
12230 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2018,02)" 2326 false 6023

ENSGALP00000015657 CID 96 - 113 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2018,19)" 34957 true 0.72 6024



ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding 
inhibitor (GABA receptor 
modulator acyl-CoA binding 
protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2020,01)" 11815 true 0.68 6025

ENSGALP00000026487 CID 83 - 101

protein disulfide isomerase family 
A member 6 - CGNC Symbol 
12314 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2021,10)" 2463 true 0.61 6026

ENSGALP00000019634 CID 24 - 40

programmed cell death 6 
interacting protein - CGNC 
Symbol 9128 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2021,94)" 555 true 0.78 6027

ENSGALP00000023523 CID 98 - 115
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2024,11)" 464 true 0.96 6028

ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2025,01)" 21526 true 1.22 6029



ENSGALP00000023523 CID 71 - 86
actin beta-like 2 - CGNC Symbol 
52851 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2025,02)" 8908 false 6030

ENSGALP00000015988 CID 71 - 86
actin alpha cardiac muscle 1 - 
CGNC Symbol 51944 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2025,02)" 8908 false 6031

ENSGALP00000003737 CID 203 - 221
enolase 1 (alpha) - CGNC Symbol 
49607 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2025,03)" 758 false 6032

ENSGALP00000002493 CID 16 - 35
ribosomal protein L23 - CGNC 
Symbol 1138 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2026,12)" 305 true 1.81 6033

ENSGALP00000019758 CID 33 - 50

Gallus gallus diazepam binding 
inhibitor (GABA receptor 
modulator acyl-CoA binding 
protein) (DBI) mRNA. - RefSeq 
mRNA NM_204576 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2028,06)" 8051 true 0.68 6034



ENSGALP00000039530 CID 350 - 366

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2029,03)" 26368 6035

ENSGALP00000007523 CID Jan-16
chloride intracellular channel 2 - 
CGNC Symbol 51647 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2029,10)" 7401 false 6036

ENSGALP00000004548 CID 167 - 186
acyl-CoA dehydrogenase long 
chain - CGNC Symbol 2086 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2030,99)" 6968 true 0.14 6037

ENSGALP00000006938 CID 353 - 371 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2031,96)" 3748 true 1.19 6038

ENSGALP00000015061 CID 187 - 202
fibrinogen alpha chain - CGNC 
Symbol 49746 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2032,97)" 3684 false 6039



ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(2034,00)" 312 true 3 6040

ENSGALP00000002493 CID 16 - 35
ribosomal protein L23 - CGNC 
Symbol 1138 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2034,14)" 361 false 6041

ENSGALP00000004548 CID 167 - 186
acyl-CoA dehydrogenase long 
chain - CGNC Symbol 2086 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2035,04)" 1218 6042

ENSGALP00000006938 CID 353 - 371 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2035,99)" 4461 6043

ENSGALP00000021618 CID 60 - 76
lactate dehydrogenase B - CGNC 
Symbol 10005 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2036,05)" 302 false 6044



ENSGALP00000027519 CID 1,355 - 1,373

PDS5 regulator of cohesion 
maintenance homolog B (S. 
cerevisiae) - CGNC Symbol 12819 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2036,98)" 361 6045

ENSGALP00000038782 CID 138 - 153
nucleobindin 2 - CGNC Symbol 
51883 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2036,99)" 375 false 6046

ENSGALP00000013987 CID 970 - 986

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2038,02)" 4309 true 0.92 6047

ENSGALP00000000509 CID 607 - 629

heterogeneous nuclear 
ribonucleoprotein M - CGNC 
Symbol 51167 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(2038,03)" 1246 6048

ENSGALP00000035339 CID 112 - 129

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2039,15)" 3233 false 6049



ENSGALP00000013987 CID 970 - 986

IQ motif containing GTPase 
activating protein 1 - CGNC 
Symbol 6526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2042,04)" 4185 6050

ENSGALP00000035595 CID 118 - 135
40S ribosomal protein S11 - 
Refseq NP_001026004 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2042,09)" 3980 true 1.01 6051

ENSGALP00000032039 CID 137 - 153 leupaxin - CGNC Symbol 14208 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2042,85)" 322 true 1.07 6052

ENSGALP00000017123 CID 54 - 73
lymphoid enhancer binding factor 
1 - CGNC Symbol 7997 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2044,04)" 505 6053

ENSGALP00000005520 CID 105 - 123
aldehyde dehydrogenase 9 family 
member A1 - CGNC Symbol 2550 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2045,97)" 10008 false 6054



ENSGALP00000009964 CID 282 - 300
NSFL1 (p97) cofactor (p47) - 
CGNC Symbol 50955 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2046,10)" 508 6055

ENSGALP00000032039 CID 137 - 153 leupaxin - CGNC Symbol 14208 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2046,87)" 344 6056

ENSGALP00000035595 CID 118 - 135
40S ribosomal protein S11 - 
Refseq NP_001026004 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2050,14)" 4021 true 1.01 6057

ENSGALP00000008498 CID Jan-16
transketolase - CGNC Symbol 
3953 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2051,06)" 2686 false 6058

ENSGALP00000005090 CID 460 - 477
UPF1 RNA helicase and ATPase - 
CGNC Symbol 2340 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2052,14)" 361 false 6059



ENSGALP00000035339 CID 112 - 129

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2055,11)" 480 false 6060

ENSGALP00000035658 CID 83 - 99
paraspeckle component 1 - CGNC 
Symbol 50884 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2058,14)" 346 false 6061

ENSGALP00000012878 CID 247 - 264
phosphoglycerate kinase 1 - 
CGNC Symbol 49503 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2059,04)" 468 false 6062

ENSGALP00000015128 CID 109 - 126
lamin B receptor - CGNC Symbol 
49736 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2059,16)" 1152 false 6063

ENSGALP00000008530 CID 168 - 185

eukaryotic translation initiation 
factor 3 subunit F - CGNC Symbol 
3965 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2060,06)" 430 true 0.9 6064



ENSGALP00000020445 CID 618 - 637
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2060,10)" 3053 true 1.57 6065

ENSGALP00000035478 CID 2,107 - 2,125
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2061,94)" 1118 true 0.45 6066

ENSGALP00000030005 CID May-23
ubiquitin-conjugating enzyme 
E2N - CGNC Symbol 50617 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2062,12)" 3023 false 6067

ENSGALP00000021892 CID 60 - 76
endoplasmic reticulum protein 44 
- CGNC Symbol 10115 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2062,12)" 3023 false 6068

ENSGALP00000011696 CID 245 - 262
Aly/REF export factor - CGNC 
Symbol 5467 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2063,00)" 310 true 2.68 6069



ENSGALP00000032274 CID Jan-20

minichromosome maintenance 
complex component 6 - CGNC 
Symbol 9378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2063,05)" 2504 6070

ENSGALP00000016978 CID 41 - 60
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2063,95)" 683 true 0.79 6071

ENSGALP00000037462 CID 337 - 354
thymopoietin - CGNC Symbol 
50621 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2063,97)" 6686 6072

ENSGALP00000008530 CID 168 - 185

eukaryotic translation initiation 
factor 3 subunit F - CGNC Symbol 
3965 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2064,08)" 386 6073

ENSGALP00000035478 CID 2,107 - 2,125
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2065,97)" 325 6074



ENSGALP00000011696 CID 245 - 262
Aly/REF export factor - CGNC 
Symbol 5467 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2067,02)" 2760 6075

ENSGALP00000017869 CID 676 - 692 nidogen 1 - CGNC Symbol 8345 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2067,85)" 293 false 6076

ENSGALP00000020445 CID 618 - 637
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2068,15)" 5444 true 1.57 6077

ENSGALP00000035478 CID 1,162 - 1,181
filamin B beta - CGNC Symbol 
49141 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2070,02)" 400 false 6078

ENSGALP00000018498 CID 185 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2071,11)" 2362 true 1.14 6079



ENSGALP00000016978 CID 41 - 60
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2072,00)" 296 true 0.79 6080

ENSGALP00000023793 CID 71 - 89

splicing regulatory glutamic 
acid/lysine-rich protein 1 - CGNC 
Symbol 10959 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2076,10)" 1223 6081

ENSGALP00000039623 CID Feb-20

retention in endoplasmic 
reticulum sorting receptor 1 - 
CGNC Symbol 14680 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2077,02)" 329 false 6082

ENSGALP00000008163 CID 149 - 165
orosomucoid 1 (ovoglycoprotein) - 
CGNC Symbol 49217 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2077,12)" 1143 false 6083

ENSGALP00000038753 CID 490 - 508 coronin 7 - CGNC Symbol 50317 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2078,98)" 450 6084



ENSGALP00000018498 CID 185 - 200

heat shock protein 90kDa alpha 
(cytosolic) class A member 1 - 
CGNC Symbol 51974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2079,17)" 2692 true 1.14 6085

ENSGALP00000036304 CID 106 - 122
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2083,25)" 2915 false 6086

ENSGALP00000020445 CID 618 - 637
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2084,14)" 497 false 6087

ENSGALP00000004046 CID 39 - 56
RAN member RAS oncogene 
family - CGNC Symbol 1850 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2084,17)" 1070 6088

ENSGALP00000020445 CID 1,175 - 1,191
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2085,01)" 3585 false 6089



ENSGALP00000010754 CID 131 - 149

microtubule-associated protein 
RP/EB family member 1 - CGNC 
Symbol 50961 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2085,27)" 490 false 6090

ENSGALP00000035996 CID Dec-31
superoxide dismutase 1 soluble - 
CGNC Symbol 11821 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2092,09)" 3068 true 1.66 6091

ENSGALP00000023352 CID 1,182 - 1,198
myosin heavy chain 10 non-
muscle - CGNC Symbol 49817 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2094,10)" 1139 false 6092

ENSGALP00000022250 CID 79 - 96

cytochrome b5 type A 
(microsomal) - CGNC Symbol 
10264 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2094,14)" 648 true 0.61 6093

ENSGALP00000019435 CID 108 - 125

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - 
CGNC Symbol 9043 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2095,17)" 494 true 5.46 6094



ENSGALP00000007934 CID 400 - 416
glucose-6-phosphate isomerase - 
CGNC Symbol 3683 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2097,06)" 3199 true 0.7 6095

ENSGALP00000018939 CID 430 - 447

group-specific component 
(vitamin D binding protein) - 
CGNC Symbol 8824 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2097,08)" 862 false 6096

ENSGALP00000035996 CID Dec-31
superoxide dismutase 1 soluble - 
CGNC Symbol 11821 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2100,13)" 5289 true 2.01 6097

ENSGALP00000007934 CID 400 - 416
glucose-6-phosphate isomerase - 
CGNC Symbol 3683 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2101,08)" 2235 6098

ENSGALP00000022250 CID 79 - 96

cytochrome b5 type A 
(microsomal) - CGNC Symbol 
10264 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2102,19)" 392 true 0.61 6099



ENSGALP00000000383 CID 909 - 927
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2102,32)" 2755 false 6100

ENSGALP00000019435 CID 108 - 125

SNU13 homolog small nuclear 
ribonucleoprotein (U4/U6.U5) - 
CGNC Symbol 9043 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2103,21)" 4007 true 5.46 6101

ENSGALP00000010405 CID 602 - 619
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2104,12)" 7380 false 6102

ENSGALP00000029993 CID 53 - 73
Rho GDP dissociation inhibitor 
(GDI) beta - CGNC Symbol 8920 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2105,15)" 1041 true 2.56 6103

ENSGALP00000013999 CID 520 - 539

NADH:ubiquinone oxidoreductase 
core subunit S1 - CGNC Symbol 
6532 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2105,25)" 375 false 6104



ENSGALP00000005535 CID 217 - 232

Gallus gallus serine peptidase 
inhibitor Kazal type 7 (putative) 
(SPINK7) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001308494 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2107,97)" 566 false 6105

ENSGALP00000023439 CID 451 - 470

protein tyrosine phosphatase non-
receptor type 6 - CGNC Symbol 
10812 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2108,15)" 479 6106

ENSGALP00000041772 CID 144 - 161

nudix (nucleoside diphosphate 
linked moiety X)-type motif 16-
like 1 - CGNC Symbol 20168 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2108,16)" 391 6107

ENSGALP00000029993 CID 53 - 73
Rho GDP dissociation inhibitor 
(GDI) beta - CGNC Symbol 8920 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2109,18)" 3338 6108

ENSGALP00000015061 CID 349 - 366
fibrinogen alpha chain - CGNC 
Symbol 49746 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2110,01)" 809 false 6109



ENSGALP00000011822 CID Jan-18
proteasome 26S subunit non-
ATPase 6 - CGNC Symbol 5531 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2110,01)" 809 6110

ENSGALP00000038435 CID 222 - 240

transglutaminase 2 (C 
polypeptide protein-glutamine-
gamma-glutamyltransferase) - 
CGNC Symbol 49801 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2113,02)" 1043 false 6111

ENSGALP00000008498 CID 187 - 204
transketolase - CGNC Symbol 
3953 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2116,12)" 879 true 3.07 6112

ENSGALP00000002349 CID 20 - 37

capping protein (actin filament) 
muscle Z-line alpha 1 - CGNC 
Symbol 1070 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2117,06)" 2333 true 0.8 6113

ENSGALP00000021708 CID 125 - 144
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2118,00)" 3449 true 0.54 6114



ENSGALP00000021475 CID 432 - 452

succinate dehydrogenase 
complex flavoprotein subunit A - 
CGNC Symbol 49461 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2118,07)" 1892 6115

ENSGALP00000028746 CID 140 - 157

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2119,11)" 1013 false 6116

ENSGALP00000002349 CID 20 - 37

capping protein (actin filament) 
muscle Z-line alpha 1 - CGNC 
Symbol 1070 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2121,08)" 1867 6117

ENSGALP00000021708 CID 125 - 144
Hsap of 4: poly(rC) binding 
protein 2 - HGNC:8648 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2122,02)" 1685 6118

ENSGALP00000039235 CID 331 - 348
cold shock domain containing E1 - 
CGNC Symbol 51115 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2123,12)" 1440 true 0.52 6119



ENSGALP00000030147 CID 168 - 186
family with sequence similarity 49 
member B - CGNC Symbol 12196 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2124,02)" 501 true 0.66 6120

ENSGALP00000008498 CID 187 - 204
transketolase - CGNC Symbol 
3953 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2124,18)" 3296 true 3.07 6121

ENSGALP00000008299 CID 533 - 551
family with sequence similarity 
120A - CGNC Symbol 3854 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2125,16)" 2548 true 0.36 6122

ENSGALP00000000205 CID Mar-21
ribosomal protein L9 - CGNC 
Symbol 52467 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2127,16)" 575 false 6123

ENSGALP00000030147 CID 168 - 186
family with sequence similarity 49 
member B - CGNC Symbol 12196 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2128,05)" 333 6124



ENSGALP00000043256 CID 154 - 173
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2128,11)" 30088 true 0.31 6125

ENSGALP00000008299 CID 533 - 551
family with sequence similarity 
120A - CGNC Symbol 3854 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2129,18)" 797 6126

ENSGALP00000038435 CID 297 - 315

transglutaminase 2 (C 
polypeptide protein-glutamine-
gamma-glutamyltransferase) - 
CGNC Symbol 49801 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2130,06)" 795 false 6127

ENSGALP00000043256 CID 154 - 173
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2132,14)" 8517 6128

ENSGALP00000018849 CID 61 - 80
interleukin enhancer binding 
factor 2 - CGNC Symbol 8794 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2134,21)" 509 false 6129



ENSGALP00000016935 CID 399 - 418
SEC24 family member B - CGNC 
Symbol 51764 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2134,23)" 366 6130

ENSGALP00000039757 CID 375 - 395
hypoxia up-regulated 1 - CGNC 
Symbol 53307 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2135,07)" 528 false 6131

ENSGALP00000015061 CID 257 - 274
fibrinogen alpha chain - CGNC 
Symbol 49746 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2136,09)" 5193 false 6132

ENSGALP00000023626 CID 206 - 225 zyxin - CGNC Symbol 10889 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2137,29)" 356 false 6133

ENSGALP00000040189 CID 169 - 189

enoyl CoA hydratase short chain 1 
mitochondrial - CGNC Symbol 
56301 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2139,16)" 3059 true 0.83 6134



ENSGALP00000000485 CID 1,207 - 1,227
Hsap of 1: AT-rich interaction 
domain 1A - HGNC:11110 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(2139,24)" 2560 6135

ENSGALP00000020064 CID 243 - 262

eukaryotic translation initiation 
factor 3 subunit L - CGNC Symbol 
9341 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2142,00)" 276 false 6136

ENSGALP00000035386 CID 317 - 336 hemopexin - CGNC Symbol 15517 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2142,02)" 4664 false 6137

ENSGALP00000025010 CID 154 - 173
aldolase B fructose-bisphosphate - 
CGNC Symbol 53044 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2143,13)" 878 false 6138

ENSGALP00000040189 CID 169 - 189

enoyl CoA hydratase short chain 1 
mitochondrial - CGNC Symbol 
56301 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2143,18)" 2528 6139



ENSGALP00000043256 CID 154 - 173
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2144,10)" 1417 true 0.42 6140

ENSGALP00000020445 CID 1,698 - 1,716
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2145,03)" 682 true 0.59 6141

ENSGALP00000019975 CID 429 - 445
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2145,99)" 723 true 1.38 6142

ENSGALP00000043256 CID 154 - 173
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2148,12)" 297 6143

ENSGALP00000022269 CID 313 - 332

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2148,17)" 1287 true 0.49 6144



ENSGALP00000025937 CID 458 - 479

eukaryotic translation elongation 
factor 1 delta (guanine nucleotide 
exchange protein) - CGNC Symbol 
12059 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2149,04)" 367 false 6145

ENSGALP00000019975 CID 429 - 445
DEAD (Asp-Glu-Ala-Asp) box 
helicase 17 - CGNC Symbol 9302 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2150,01)" 1495 6146

ENSGALP00000040638 CID 592 - 610 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2151,23)" 1127 6147

ENSGALP00000020445 CID 1,698 - 1,716
myosin heavy chain 9 non-muscle 
- CGNC Symbol 49820 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2153,07)" 402 true 0.59 6148

ENSGALP00000016196 CID 323 - 342

chaperonin containing TCP1 
subunit 2 (beta) - CGNC Symbol 
7582 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2153,18)" 1670 true 0.92 6149



ENSGALP00000027816 CID 443 - 462 cathepsin C - CGNC Symbol 12954 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2155,15)" 510 false 6150

ENSGALP00000022269 CID 313 - 332

phosphoribosylaminoimidazole 
carboxylase 
phosphoribosylaminoimidazolesu
ccinocarboxamide synthase - 
CGNC Symbol 10274 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2156,22)" 305 true 0.49 6151

ENSGALP00000003381 CID 806 - 825
aconitase 1 soluble - CGNC 
Symbol 48955 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2157,13)" 1783 false 6152

ENSGALP00000005576 CID 400 - 416
DEAD (Asp-Glu-Ala-Asp) box 
helicase 5 - CGNC Symbol 49411 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2160,00)" 1413 true 0.58 6153

ENSGALP00000038795 CID 104 - 123

Hsap of 1: ATP synthase H+ 
transporting mitochondrial F1 
complex alpha subunit 1 cardiac 
muscle - HGNC:823 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2160,08)" 795 true 0.58 6154



ENSGALP00000025593 CID 1,784 - 1,803
collagen type XII alpha 1 - CGNC 
Symbol 49526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2160,08)" 718 true 0.58 6155

ENSGALP00000007780 CID Sep-31
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2161,14)" 16624 false 6156

ENSGALP00000016196 CID 323 - 342

chaperonin containing TCP1 
subunit 2 (beta) - CGNC Symbol 
7582 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2161,23)" 1537 true 0.92 6157

ENSGALP00000018258 CID 366 - 384
Enah/Vasp-like - CGNC Symbol 
8513 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2162,07)" 733 false 6158

ENSGALP00000016361 CID 228 - 249
ribosomal protein S3A - CGNC 
Symbol 51748 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2164,16)" 380 false 6159



ENSGALP00000015061 CID 367 - 385
fibrinogen alpha chain - CGNC 
Symbol 49746 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2166,07)" 1315 false 6160

ENSGALP00000013964 CID Jan-19
tubulin beta 4B class IVb - CGNC 
Symbol 50466 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2166,14)" 261 false 6161

ENSGALP00000025327 CID 2,140 - 2,158
MDN1 midasin homolog (yeast) - 
CGNC Symbol 11734 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2169,15)" 320 6162

ENSGALP00000011232 CID 400 - 421
phosphofructokinase platelet - 
CGNC Symbol 53359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2171,15)" 3137 true 0.17 6163

ENSGALP00000015277 CID 48 - 66

capping protein (actin filament) 
muscle Z-line alpha 2 - CGNC 
Symbol 7136 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2171,16)" 4700 false 6164



ENSGALP00000039530 CID 326 - 344

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2173,98)" 1026 6165

ENSGALP00000011232 CID 400 - 421
phosphofructokinase platelet - 
CGNC Symbol 53359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2175,16)" 420 6166

ENSGALP00000016711 CID 636 - 655
guanine monophosphate 
synthase - CGNC Symbol 7825 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2177,19)" 394 6167

ENSGALP00000029589 CID 15 - 34 septin 6 - CGNC Symbol 51720 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2179,18)" 925 true 2.12 6168

ENSGALP00000025299 CID 275 - 294
C-terminal binding protein 1 - 
CGNC Symbol 11723 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2180,15)" 637 false 6169



ENSGALP00000035478 CID 1,314 - 1,333
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2181,11)" 3288 true 1.21 6170

ENSGALP00000035478 CID 1,314 - 1,333
filamin B beta - CGNC Symbol 
49141 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2185,13)" 3991 6171

ENSGALP00000009665 CID 768 - 786

coatomer protein complex 
subunit beta 1 - CGNC Symbol 
4506 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2186,35)" 1849 false 6172

ENSGALP00000011232 CID 400 - 421
phosphofructokinase platelet - 
CGNC Symbol 53359 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2187,14)" 297 false 6173

ENSGALP00000029589 CID 15 - 34 septin 6 - CGNC Symbol 51720 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2187,23)" 2293 true 2.12 6174



ENSGALP00000012471 CID Jan-20
nucleophosmin/nucleoplasmin 3 - 
CGNC Symbol 5822 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2188,05)" 4900 false 6175

ENSGALP00000006938 CID 353 - 372 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2188,08)" 1026 true 0.66 6176

ENSGALP00000004720 CID 271 - 289
phosphoglycerate dehydrogenase 
- CGNC Symbol 2161 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2189,07)" 281 false 6177

ENSGALP00000002349 CID 48 - 66

capping protein (actin filament) 
muscle Z-line alpha 1 - CGNC 
Symbol 1070 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2189,10)" 1211 false 6178

ENSGALP00000039530 CID 326 - 344

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2189,97)" 626 6179



ENSGALP00000001027 CID 20 - 37
ELAV like RNA binding protein 1 - 
CGNC Symbol 49416 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2194,15)" 859 6180

ENSGALP00000028958 CID 67 - 87
Hsap of 1: hydroxysteroid 17-beta 
dehydrogenase 10 - HGNC:4800 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2194,21)" 5039 true 0.28 6181

ENSGALP00000000088 CID 141 - 159
proteasome subunit alpha type-5 - 
Refseq NP_001026578 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2195,03)" 1868 6182

ENSGALP00000006938 CID 353 - 372 annexin A6 - CGNC Symbol 49340 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2196,14)" 278 true 0.66 6183

ENSGALP00000006240 CID 1,900 - 1,918
collagen type VI alpha 3 - CGNC 
Symbol 2875 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2197,00)" 260 false 6184



ENSGALP00000022626 CID 46 - 63

Gallus gallus ribosomal protein 
S12 (RPS12) mRNA. - RefSeq 
mRNA NM_001277911 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2199,08)" 546 false 6185

ENSGALP00000002828 CID 605 - 624
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2199,13)" 1336 true 0.97 6186

ENSGALP00000016536 CID 135 - 153
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2202,17)" 570 false 6187

ENSGALP00000002828 CID 605 - 624
eukaryotic translation elongation 
factor 2 - CGNC Symbol 1287 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2207,18)" 1785 true 0.97 6188

ENSGALP00000002495 CID 574 - 593
enhancer of mRNA decapping 4 - 
CGNC Symbol 1139 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2207,29)" 294 false 6189



ENSGALP00000009933 CID 128 - 147

heterogeneous nuclear 
ribonucleoprotein A0 - CGNC 
Symbol 4621 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2209,13)" 763 false 6190

ENSGALP00000023396 CID 33 - 52
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2212,09)" 4090 true 0.99 6191

ENSGALP00000017152 CID 185 - 204

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - CGNC 
Symbol 8013 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2212,09)" 4090 false 0.99 6192

ENSGALP00000013174 CID 120 - 138
ribosomal protein S27a - CGNC 
Symbol 49483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2213,90)" 8976 true 0.35 6193

ENSGALP00000023396 CID 33 - 52
triosephosphate isomerase 1 - 
CGNC Symbol 49803 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2216,11)" 4332 6194



ENSGALP00000005654 CID 158 - 176 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2216,11)" 4332 false 6195

ENSGALP00000005653 CID 246 - 264 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2216,11)" 4332 false 6196

ENSGALP00000013174 CID 120 - 138
ribosomal protein S27a - CGNC 
Symbol 49483 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2217,92)" 3131 6197

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(2217,92)" 405 true 7.18 6198

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(2221,96)" 5422 6199



ENSGALP00000011717 CID 120 - 141
ribosomal protein large P0 - 
CGNC Symbol 49505 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2222,14)" 403 true 1.43 6200

ENSGALP00000027816 CID 310 - 327 cathepsin C - CGNC Symbol 12954 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2223,05)" 335 false 6201

ENSGALP00000016509 CID 277 - 295

SWI/SNF related matrix 
associated actin dependent 
regulator of chromatin subfamily 
a member 2 - CGNC Symbol 7728 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2224,32)" 1195 false 6202

ENSGALP00000013267 CID 310 - 328
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2227,10)" 2280 true 1.38 6203

ENSGALP00000023379 CID 196 - 214
COP9 signalosome subunit 5 - 
CGNC Symbol 10786 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2229,21)" 294 false 6204



ENSGALP00000017202 CID 259 - 277
pyrophosphatase (inorganic) 2 - 
CGNC Symbol 8036 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2229,95)" 582 true 0.56 6205

ENSGALP00000011717 CID 120 - 141
ribosomal protein large P0 - 
CGNC Symbol 49505 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2230,19)" 879 true 1.43 6206

ENSGALP00000039965 CID 1,185 - 1,202

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2230,97)" 1780 true 0.52 6207

ENSGALP00000038124 CID 279 - 298
fatty acid synthase - CGNC 
Symbol 1983 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2231,10)" 1901 false 6208

ENSGALP00000013267 CID 310 - 328
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2231,13)" 3813 6209



ENSGALP00000017202 CID 259 - 277
pyrophosphatase (inorganic) 2 - 
CGNC Symbol 8036 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2233,97)" 325 6210

ENSGALP00000007997 CID 198 - 218
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2234,11)" 1040 true 0.79 6211

ENSGALP00000009121 CID 510 - 529
glycyl-tRNA synthetase - CGNC 
Symbol 4244 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2234,21)" 1898 false 6212

ENSGALP00000039965 CID 1,185 - 1,202

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2234,99)" 789 6213

ENSGALP00000017954 CID 322 - 346

heterogeneous nuclear 
ribonucleoprotein A2/B1 - CGNC 
Symbol 51306 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2237,96)" 428 6214



ENSGALP00000007997 CID 198 - 218
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2238,13)" 473 6215

ENSGALP00000027816 CID 251 - 270 cathepsin C - CGNC Symbol 12954 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2238,96)" 1296 true 1.23 6216

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2238,99)" 554 true 1.23 6217

ENSGALP00000008128 CID 429 - 447
nucleoporin 210kDa - CGNC 
Symbol 3777 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2240,12)" 322 false 6218

ENSGALP00000006284 CID 298 - 319

heterogeneous nuclear 
ribonucleoprotein H3 (2H9) - 
CGNC Symbol 52025 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2243,00)" 943 6219



ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2243,11)" 14259 true 0.9 6220

ENSGALP00000008128 CID 429 - 447
nucleoporin 210kDa - CGNC 
Symbol 3777 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2244,13)" 255 6221

ENSGALP00000026633 CID 248 - 268

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2244,22)" 1856 true 0.81 6222

ENSGALP00000008578 CID 347 - 365

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2245,02)" 2768 true 0.47 6223

ENSGALP00000023626 CID 472 - 490 zyxin - CGNC Symbol 10889 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2247,07)" 280 false 6224



ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2247,13)" 1867 6225

ENSGALP00000019832 CID 19 - 38

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2248,19)" 346 true 1.73 6226

ENSGALP00000008578 CID 347 - 365

coatomer protein complex 
subunit beta 2 (beta prime) - 
CGNC Symbol 3988 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2249,04)" 473 6227

ENSGALP00000023294 CID 1,811 - 1,830

chromodomain helicase DNA 
binding protein 4 - CGNC Symbol 
10176 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2251,06)" 285 6228

ENSGALP00000026633 CID 248 - 268

hydroxyacyl-CoA 
dehydrogenase/3-ketoacyl-CoA 
thiolase/enoyl-CoA hydratase 
(trifunctional protein) alpha 
subunit - CGNC Symbol 12383 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2252,28)" 1506 true 0.81 6229



ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2255,26)" 11091 true 0.97 6230

ENSGALP00000026337 CID 64 - 83
peroxiredoxin 4 - CGNC Symbol 
12239 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2255,99)" 4738 false 6231

ENSGALP00000016536 CID 778 - 795
heat shock 70kDa protein 4-like - 
CGNC Symbol 51755 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2256,24)" 1046 6232

ENSGALP00000019832 CID 19 - 38

ARP3 actin-related protein 3 
homolog (yeast) - CGNC Symbol 
49080 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2256,24)" 1046 true 1.73 6233

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2259,08)" 852 true 2.65 6234



ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2259,28)" 10769 6235

ENSGALP00000015665 CID 218 - 236 no description available 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2261,11)" 796 6236

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2261,18)" 1625 6237

ENSGALP00000015657 CID 292 - 312 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2263,11)" 2261 6238

ENSGALP00000019031 CID 539 - 558 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2266,07)" 1861 false 6239



ENSGALP00000024283 CID 83 - 102
ribosomal protein S6 - CGNC 
Symbol 49670 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2267,14)" 325 true 4.63 6240

P00761 CID 58 - 77 Trypsin OS=Sus scrofa PE=1 SV=1 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2267,17)" 5056 true 4.63 6241

ENSGALP00000027399 CID 112 - 133 esterase D - CGNC Symbol 12753 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2267,21)" 1467 6242

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2269,16)" 3218 true 6.35 6243

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2271,24)" 523 true 0.93 6244



P00761 CID 58 - 77 Trypsin OS=Sus scrofa PE=1 SV=1 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2275,22)" 23873 true 4.63 6245

ENSGALP00000015182 CID 753 - 771
RNA binding motif protein 25 - 
CGNC Symbol 7094 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2275,22)" 23873 false 6246

ENSGALP00000003431 CID 64 - 84

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2275,27)" 1053 6247

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2277,21)" 275 false 6248

ENSGALP00000017152 CID 176 - 195

aminoacyl tRNA synthetase 
complex-interacting 
multifunctional protein 1 - CGNC 
Symbol 8013 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2277,21)" 275 false 6249



ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2277,21)" 20767 true 6.35 6250

ENSGALP00000000383 CID 457 - 475
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2280,14)" 281 false 6251

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2293,21)" 995 false 6252

ENSGALP00000035339 CID 293 - 313

Gallus gallus ATP synthase H+ 
transporting mitochondrial F1 
complex beta polypeptide 
(ATP5B) mRNA. - RefSeq mRNA 
NM_001031391 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2294,11)" 1162 true 4.1 6253

ENSGALP00000000316 CID 431 - 453
major vault protein - CGNC 
Symbol 136 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2295,06)" 313 false 6254



ENSGALP00000003139 CID 276 - 296
glutamate dehydrogenase 1 - 
CGNC Symbol 52002 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2298,20)" 15005 true 0.06 6255

ENSGALP00000043256 CID 112 - 134
aldolase C fructose-bisphosphate - 
CGNC Symbol 49343 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2301,15)" 1765 false 6256

ENSGALP00000021253 CID 65 - 85
BH3 interacting domain death 
agonist - CGNC Symbol 9863 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2301,18)" 497 true 0.77 6257

ENSGALP00000004002 CID 317 - 337
glucuronidase beta - CGNC 
Symbol 53202 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2301,23)" 1586 true 0.77 6258

ENSGALP00000028283 CID 31 - 50
coactosin-like F-actin binding 
protein 1 - CGNC Symbol 54450 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2302,15)" 255 false 6259



ENSGALP00000011770 CID 200 - 218
heat shock 70kDa protein 4 - 
CGNC Symbol 5498 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2305,19)" 677 false 6260

ENSGALP00000021253 CID 65 - 85
BH3 interacting domain death 
agonist - CGNC Symbol 9863 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2305,21)" 385 6261

ENSGALP00000034108 CID 400 - 421
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2307,15)" 747 false 6262

ENSGALP00000023278 CID 109 - 129

glyceraldehyde-3-phosphate 
dehydrogenase - CGNC Symbol 
49077 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2309,20)" 476 false 6263

ENSGALP00000026076 CID 150 - 170
pyridoxal (pyridoxine vitamin B6) 
kinase - CGNC Symbol 12115 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2310,27)" 614 false 6264



ENSGALP00000039965 CID 448 - 467

coatomer protein complex 
subunit alpha - CGNC Symbol 
6964 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2311,19)" 837 6265

ENSGALP00000012170 CID 184 - 202
aminopeptidase-like 1 - CGNC 
Symbol 5683 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2314,14)" 283 6266

ENSGALP00000006264 CID 177 - 197
COP9 signalosome subunit 8 - 
CGNC Symbol 52112 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2315,24)" 2445 true 0.79 6267

ENSGALP00000013267 CID 36 - 55
GDP dissociation inhibitor 2 - 
CGNC Symbol 49512 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2319,17)" 788 false 6268

ENSGALP00000006264 CID 177 - 197
COP9 signalosome subunit 8 - 
CGNC Symbol 52112 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2319,26)" 1927 6269



ENSGALP00000010510 CID Apr-25
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr9

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-9/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr9/"MS/MS_(2327,23)" 1851 false 6270

P00761 CID 78 - 97 Trypsin OS=Sus scrofa PE=1 SV=1 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2331,27)" 355 6271

ENSGALP00000009528 CID 23 - 46
RuvB like AAA ATPase 1 - CGNC 
Symbol 4431 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2332,26)" 280 false 6272

ENSGALP00000025593 CID 2,056 - 2,076
collagen type XII alpha 1 - CGNC 
Symbol 49526 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2334,24)" 532 false 6273

ENSGALP00000003431 CID Nov-28

nucleophosmin (nucleolar 
phosphoprotein B23 numatrin) - 
CGNC Symbol 49698 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2335,11)" 1615 false 6274



ENSGALP00000012130 CID 607 - 626

integrin beta 2 (complement 
component 3 receptor 3 and 4 
subunit) - CGNC Symbol 49690 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2343,96)" 296 6275

ENSGALP00000025593 CID 1,376 - 1,397
collagen type XII alpha 1 - CGNC 
Symbol 49526 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2344,23)" 4075 false 6276

P00761 CID 78 - 97 Trypsin OS=Sus scrofa PE=1 SV=1 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2347,30)" 5759 false 6277

ENSGALP00000007780 CID 129 - 152
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2347,33)" 334 true 14.97 6278

ENSGALP00000007780 CID 129 - 152
phosphopantothenoylcysteine 
synthetase - CGNC Symbol 66161 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2351,36)" 7293 6279



ENSGALP00000014107 CID 183 - 201 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2352,15)" 465 false 6280

ENSGALP00000017856 CID 115 - 135

transformer 2 alpha homolog 
(Drosophila) - CGNC Symbol 
51305 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2357,17)" 1118 6281

P00761 CID 78 - 97 Trypsin OS=Sus scrofa PE=1 SV=1 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2363,28)" 785 false 6282

ENSGALP00000000383 CID 1,326 - 1,346
alpha-2-macroglobulin-like 4 - 
CGNC Symbol 65057 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2364,23)" 2214 false 6283

ENSGALP00000012240 CID 478 - 500

amyloid beta (A4) precursor 
protein-binding family B member 
1 interacting protein - CGNC 
Symbol 5719 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2365,33)" 400 false 6284



ENSGALP00000022457 CID 87 - 108
Hsap of 1: SEH1 like nucleoporin - 
HGNC:30379 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2366,20)" 252 false 6285

ENSGALP00000010618 CID 158 - 175
lymphocyte-specific protein 1 - 
CGNC Symbol 4964 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2368,04)" 1077 6286

P13645 CID 60 - 86

Keratin, type I cytoskeletal 10 
OS=Homo sapiens GN=KRT10 
PE=1 SV=6 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(2375,05)" 297 6287

ENSGALP00000027157 CID 1,594 - 1,615
collagen type IV alpha 2 - CGNC 
Symbol 12638 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2380,19)" 1029 false 6288

ENSGALP00000000316 CID 278 - 298
major vault protein - CGNC 
Symbol 136 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2381,21)" 591 true 0.98 6289



ENSGALP00000013574 CID 232 - 250
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2381,21)" 591 6290

ENSGALP00000000316 CID 278 - 298
major vault protein - CGNC 
Symbol 136 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2385,22)" 338 6291

ENSGALP00000025762 CID 237 - 257
runt-related transcription factor 1 
- CGNC Symbol 49673 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2386,22)" 751 6292

ENSGALP00000016629 CID Jun-27
peroxiredoxin 1 - CGNC Symbol 
7794 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2389,30)" 483 false 6293

ENSGALP00000021034 CID 74 - 95

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2393,23)" 386 6294



ENSGALP00000016629 CID Jun-27
peroxiredoxin 1 - CGNC Symbol 
7794 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2393,26)" 1068 true 2.42 6295

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2399,23)" 1401 true 1.73 6296

ENSGALP00000019031 CID 341 - 360 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2400,09)" 251 false 6297

ENSGALP00000025356 CID 58 - 79

ATP synthase H+ transporting 
mitochondrial Fo complex subunit 
F6 - CGNC Symbol 11749 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2401,18)" 936 false 6298

ENSGALP00000018195 CID 70 - 90
proteasome subunit beta 1 - 
CGNC Symbol 8487 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2401,22)" 248 false 6299



ENSGALP00000025639 CID Feb-20
fatty acid binding protein 1 - 
CGNC Symbol 11895 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2403,12)" 1165 false 6300

ENSGALP00000016629 CID Jun-27
peroxiredoxin 1 - CGNC Symbol 
7794 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2405,33)" 2901 true 2.42 6301

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2407,28)" 3529 true 2.98 6302

ENSGALP00000036304 CID 321 - 343
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2411,13)" 682 true 0.74 6303

P04264 CID 519 - 549

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(2412,02)" 595 true 2.27 6304



ENSGALP00000008236 CID 285 - 307
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2412,29)" 269 true 1.16 6305

ENSGALP00000036304 CID 321 - 343
chaperonin containing TCP1 
subunit 7 - CGNC Symbol 12022 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2415,16)" 327 6306

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2415,21)" 270 true 5.61 6307

P04264 CID 519 - 549

Keratin, type II cytoskeletal 1 
OS=Homo sapiens GN=KRT1 PE=1 
SV=6 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr11

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-11/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr11/"MS/MS_(2416,04)" 1353 6308

ENSGALP00000010541 CID 112 - 132

transformer 2 beta homolog 
(Drosophila) - CGNC Symbol 
49299 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2416,17)" 663 6309



ENSGALP00000008236 CID 285 - 307
clathrin heavy chain (Hc) - CGNC 
Symbol 49238 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2416,31)" 312 6310

ENSGALP00000025639 CID Feb-20
fatty acid binding protein 1 - 
CGNC Symbol 11895 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2417,15)" 3181 false 6311

ENSGALP00000039530 CID Jan-21

heterogeneous nuclear 
ribonucleoprotein H1 (H) - CGNC 
Symbol 49193 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2419,02)" 318 6312

ENSGALP00000003012 CID 52 - 73
malate dehydrogenase 2 - CGNC 
Symbol 1378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2421,28)" 265 true 2.64 6313

ENSGALP00000015657 CID 291 - 312 actin beta - CGNC Symbol 49855 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2423,26)" 2450 true 5.61 6314



ENSGALP00000003012 CID 52 - 73
malate dehydrogenase 2 - CGNC 
Symbol 1378 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2425,31)" 1273 6315

ENSGALP00000021034 CID 193 - 212

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2427,17)" 1048 true 0.76 6316

ENSGALP00000009933 CID 46 - 66

heterogeneous nuclear 
ribonucleoprotein A0 - CGNC 
Symbol 4621 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2427,27)" 240 false 6317

ENSGALP00000005654 CID 1,575 - 1,597 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2429,17)" 3725 true 2.51 6318

ENSGALP00000005653 CID 1,512 - 1,534 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2429,17)" 3725 true 2.51 6319



ENSGALP00000021034 CID 193 - 212

minichromosome maintenance 
complex component 4 - CGNC 
Symbol 9780 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2431,19)" 799 6320

ENSGALP00000038677 CID 72 - 92
phosphoglycerate mutase 1 
(brain) - CGNC Symbol 53524 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2431,22)" 238 false 6321

ENSGALP00000025639 CID Feb-20
fatty acid binding protein 1 - 
CGNC Symbol 11895 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2433,16)" 269 false 6322

ENSGALP00000005653 CID 1,512 - 1,534 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2433,23)" 9876 6323

ENSGALP00000005654 CID 1,575 - 1,597 fibronectin 1 - CGNC Symbol 2613 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2433,23)" 9876 6324



ENSGALP00000014107 CID 316 - 336 vimentin - CGNC Symbol 51275 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2433,23)" 9876 false 6325

ENSGALP00000034108 CID 207 - 229
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2433,37)" 1770 false 6326

ENSGALP00000003381 CID 737 - 758
aconitase 1 soluble - CGNC 
Symbol 48955 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2443,20)" 1408 false 6327

ENSGALP00000008131 CID 515 - 536 vinculin - CGNC Symbol 3778 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2443,24)" 297 false 6328

ENSGALP00000010633 CID Sep-29

small nuclear ribonucleoprotein 
D3 polypeptide - CGNC Symbol 
4974 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2446,20)" 955 6329



ENSGALP00000039613 CID 417 - 436
lipase maturation factor 2 - 
Refseq NP_001026743 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2450,32)" 539 true 0.74 6330

ENSGALP00000037772 CID 144 - 166

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC Symbol 
7291 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2453,26)" 378 true 1.38 6331

ENSGALP00000035478 CID 1,201 - 1,221
filamin B beta - CGNC Symbol 
49141 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2457,27)" 1076 false 6332

ENSGALP00000037772 CID 144 - 166

3'(2') 5'-bisphosphate 
nucleotidase 1 - CGNC Symbol 
7291 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2457,28)" 830 6333

ENSGALP00000039613 CID 417 - 436
lipase maturation factor 2 - 
Refseq NP_001026743 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2458,36)" 397 true 0.74 6334



ENSGALP00000019031 CID 442 - 462 albumin - CGNC Symbol 14106 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2459,05)" 378 false 6335

ENSGALP00000000933 CID Jul-29

outer mitochondrial membrane 
cytochrome b5 - CGNC Symbol 
50102 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2460,21)" 813 false 6336

ENSGALP00000007523 CID 83 - 102
chloride intracellular channel 2 - 
CGNC Symbol 51647 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2463,31)" 1746 false 6337

ENSGALP00000037524 CID 95 - 115
tubulin alpha 4a - CGNC Symbol 
65758 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2471,26)" 576 false 6338

ENSGALP00000016978 CID 85 - 105
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2471,26)" 576 false 6339



ENSGALP00000006970 CID 381 - 403 exportin 1 - CGNC Symbol 3224 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2475,25)" 1751 6340

ENSGALP00000038105 CID 238 - 258
fibrinogen beta chain - CGNC 
Symbol 7036 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2486,24)" 3669 false 6341

ENSGALP00000028746 CID 28 - 49

tyrosine 3-
monooxygenase/tryptophan 5-
monooxygenase activation 
protein zeta - CGNC Symbol 
52516 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2493,29)" 380 false 6342

ENSGALP00000017248 CID 648 - 668
protein kinase D3 - CGNC Symbol 
8057 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2495,23)" 816 false 6343

ENSGALP00000038677 CID 96 - 116
phosphoglycerate mutase 1 
(brain) - CGNC Symbol 53524 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2495,23)" 816 false 6344



ENSGALP00000027665 CID 306 - 329
acetyl-CoA acetyltransferase 1 - 
CGNC Symbol 12890 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2501,36)" 271 false 6345

ENSGALP00000022525 CID 140 - 162
pre-mRNA-processing factor 19 - 
Refseq NP_001034420 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2505,32)" 856 6346

ENSGALP00000007490 CID 408 - 429 moesin - HGNC:7373 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2512,27)" 231 false 6347

ENSGALP00000038778 CID 25 - 47 actin-like 6A - CGNC Symbol 6893 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2520,27)" 292 false 6348

ENSGALP00000000387 CID 1,282 - 1,301
pecanex homolog (Drosophila) - 
CGNC Symbol 52719 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr8

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-8/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr8/"MS/MS_(2525,37)" 669 6349



ENSGALP00000035996 CID 92 - 115
superoxide dismutase 1 soluble - 
CGNC Symbol 11821 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2536,30)" 367 true 0.84 6350

ENSGALP00000027326 CID 720 - 740
diaphanous-related formin 3 - 
CGNC Symbol 12715 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2540,30)" 266 false 6351

ENSGALP00000035996 CID 92 - 115
superoxide dismutase 1 soluble - 
CGNC Symbol 11821 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2540,32)" 310 6352

ENSGALP00000034108 CID 92 - 114
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2551,34)" 1217 true 1.23 6353

ENSGALP00000034108 CID 92 - 114
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2559,39)" 1499 true 1.23 6354



ENSGALP00000007997 CID 175 - 197
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2570,20)" 2436 true 0.21 6355

ENSGALP00000013574 CID 304 - 327
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2572,28)" 1028 true 0.39 6356

ENSGALP00000013574 CID 304 - 327
protein disulfide isomerase family 
A member 3 - CGNC Symbol 6325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2576,30)" 252 6357

ENSGALP00000010510 CID Feb-25
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2576,30)" 860 false 6358

ENSGALP00000010405 CID 494 - 516
transferrin (ovotransferrin) - 
CGNC Symbol 49715 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2578,06)" 4630 false 6359



ENSGALP00000007997 CID 175 - 197
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2578,24)" 289 true 0.21 6360

ENSGALP00000002322 CID 149 - 169
thymocyte nuclear protein 1 - 
CGNC Symbol 1055 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2579,14)" 646 true 0.58 6361

ENSGALP00000002322 CID 149 - 169
thymocyte nuclear protein 1 - 
CGNC Symbol 1055 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2587,19)" 372 true 0.58 6362

ENSGALP00000013122 CID 97 - 121

heat shock protein family D 
(Hsp60) member 1 - CGNC 
Symbol 6130 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2588,27)" 1306 false 6363

ENSGALP00000008498 CID 115 - 140
transketolase - CGNC Symbol 
3953 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr4

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-4/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr4/"MS/MS_(2596,30)" 284 false 6364



ENSGALP00000043242 CID 47 - 70
RAD23 homolog A (S. cerevisiae) - 
CGNC Symbol 63890 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2627,38)" 291 6365

ENSGALP00000015061 CID 203 - 225
fibrinogen alpha chain - CGNC 
Symbol 49746 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2628,33)" 908 false 6366

ENSGALP00000010305 CID 106 - 130

v-crk avian sarcoma virus CT10 
oncogene homolog-like - CGNC 
Symbol 4810 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2629,21)" 568 6367

ENSGALP00000021838 CID 421 - 446
RNA binding motif protein 14 - 
HGNC:14219 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr12

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-12/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr12/"MS/MS_(2633,31)" 253 6368

ENSGALP00000023917 CID 147 - 173
3-oxoacid CoA transferase 1 - 
CGNC Symbol 53012 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2647,40)" 267 false 6369



ENSGALP00000036413 CID 173 - 195
interferon regulatory factor 4 - 
CGNC Symbol 9722 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2655,26)" 865 false 6370

ENSGALP00000041873 CID Jun-31
Hsap of 1: chaperonin containing 
TCP1 subunit 3 - HGNC:1616 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2659,41)" 232 false 6371

ENSGALP00000038124 CID 2,210 - 2,234
fatty acid synthase - CGNC 
Symbol 1983 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2698,49)" 275 false 6372

ENSGALP00000038570 CID Feb-26
eukaryotic translation initiation 
factor 5A2 - CGNC Symbol 49863 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr1

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-1/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr1/"MS/MS_(2706,20)" 629 6373

ENSGALP00000005653 CID 1,868 - 1,892 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2713,46)" 320 false 6374



ENSGALP00000005654 CID 1,931 - 1,955 fibronectin 1 - CGNC Symbol 2613 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2713,46)" 320 false 6375

ENSGALP00000018987 CID 134 - 156 t-complex 1 - CGNC Symbol 8842 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2732,43)" 1085 false 6376

ENSGALP00000007997 CID 35 - 61
voltage-dependent anion channel 
2 - CGNC Symbol 49348 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2745,31)" 339 false 6377

ENSGALP00000011961 CID 40 - 62

phosphatidylethanolamine 
binding protein 1 - CGNC Symbol 
5589 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(2756,41)" 217 false 6378

ENSGALP00000008056 CID 163 - 189
acyl-CoA dehydrogenase family 
member 9 - CGNC Symbol 3741 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2774,33)" 291 false 6379



ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2798,40)" 585 6380

ENSGALP00000037524 CID 291 - 314
tubulin alpha 4a - CGNC Symbol 
65758 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2798,40)" 585 6381

ENSGALP00000010510 CID 424 - 447
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2802,37)" 8346 true 0.31 6382

ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2806,38)" 629 true 1.97 6383

ENSGALP00000010510 CID 424 - 447
heat shock 70kDa protein 8 - 
CGNC Symbol 49511 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2806,39)" 2418 6384



ENSGALP00000027665 CID 73 - 99
acetyl-CoA acetyltransferase 1 - 
CGNC Symbol 12890 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2811,46)" 876 false 6385

ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2814,43)" 1654 true 1.97 6386

ENSGALP00000011717 CID 274 - 303
ribosomal protein large P0 - 
CGNC Symbol 49505 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2829,60)" 749 false 6387

ENSGALP00000037524 CID 291 - 314
tubulin alpha 4a - CGNC Symbol 
65758 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2830,43)" 280 false 6388

ENSGALP00000016978 CID 281 - 304
tubulin alpha-3 chain-like - CGNC 
Symbol 52325 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(2830,43)" 280 false 6389



ENSGALP00000041690 CID 74 - 100

peptidyl-prolyl cis-trans 
isomerase A - Refseq 
NP_001159798 170426_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr10

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-10/LC-
226/170426_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr10/"MS/MS_(2847,36)" 247 false 6390

ENSGALP00000015063 CID 157 - 180
fibrinogen gamma chain - CGNC 
Symbol 7041 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2857,34)" 2306 false 6391

ENSGALP00000018939 CID 96 - 121

group-specific component 
(vitamin D binding protein) - 
CGNC Symbol 8824 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr6

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-6/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr6/"MS/MS_(2908,28)" 254 false 6392

ENSGALP00000009314 CID Apr-29 septin 2 - CGNC Symbol 4335 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr7

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-7/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr7/"MS/MS_(2942,42)" 2358 6393

ENSGALP00000019469 CID 129 - 155
ribosomal protein SA - CGNC 
Symbol 49202 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(2996,48)" 258 6394



ENSGALP00000019469 CID 129 - 155
ribosomal protein SA - CGNC 
Symbol 49202 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3024,52)" 2067 true 0.77 6395

ENSGALP00000019469 CID 129 - 155
ribosomal protein SA - CGNC 
Symbol 49202 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3028,54)" 1795 6396

ENSGALP00000025606 CID 396 - 423

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3057,48)" 525 false 6397

ENSGALP00000025606 CID 396 - 423

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3065,46)" 7192 true 0.38 6398

ENSGALP00000025606 CID 396 - 423

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3073,51)" 2644 true 0.38 6399



ENSGALP00000025606 CID 396 - 423

eukaryotic translation elongation 
factor 1 alpha 1 - CGNC Symbol 
48980 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3081,44)" 406 false 6400

ENSGALP00000034108 CID 92 - 119
pyruvate kinase muscle - CGNC 
Symbol 1412 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3103,63)" 1311 false 6401

ENSGALP00000005535 CID 180 - 206

Gallus gallus serine peptidase 
inhibitor Kazal type 7 (putative) 
(SPINK7) transcript variant 1 
mRNA. - RefSeq mRNA 
NM_001308494 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3112,32)" 2510 false 6402

ENSGALP00000003089 CID 165 - 191
valosin containing protein - CGNC 
Symbol 53073 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3145,63)" 609 false 6403

ENSGALP00000012815 CID 382 - 414

dihydrolipoamide S-
acetyltransferase - CGNC Symbol 
5977 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3159,80)" 1446 6404



ENSGALP00000006218 CID 281 - 315

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(3238,56)" 1783 true 1.88 6405

ENSGALP00000006218 CID 281 - 315

CAP adenylate cyclase-associated 
protein 1 (yeast) - CGNC Symbol 
2866 170425_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr5

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-5/LC-
226/170425_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr5/"MS/MS_(3242,58)" 3502 6406

ENSGALP00000015657 CID 257 - 284 actin beta - CGNC Symbol 49855 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr3

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-3/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr3/"MS/MS_(3311,53)" 248 false 6407

ENSGALP00000007728 CID 102 - 130
Y box binding protein 1 - CGNC 
Symbol 3598 170424_VP016_WTvsTcells_FASP_DiM_inv_OG_Fr2

/VP016_LCM_WTvsTcells/VP016_WTvs
Tcells_FASP_DiM_inv_OFFGEL/VP016_
WTvsTcells_FASP_DiM_inv_OFFGEL/OG 
Fraction-2/LC-
226/170424_VP016_WTvsTcells_FASP_
DiM_inv_OG_Fr2/"MS/MS_(3366,49)" 233 false 6408



Supptbl45_QuickGO_transformationsmarker
GO IDs (by annotation) GO IDs (by protein)
Code Name Percentage Count Code Name Percentage Count

GO:0006334 nucleosome assembly 5.41 4 GO:0006334 nucleosome assembly 21.43 3

GO:0006355

regulation of 
transcription, DNA-
templated 2.70 2 GO:0006355

regulation of 
transcription, DNA-
templated 14.29 2

GO:0006954 inflammatory response 2.70 2 GO:0006954 inflammatory response 7.14 1
GO:0006955 immune response 2.70 2 GO:0006955 immune response 14.29 2

GO:0055114
oxidation-reduction 
process 2.70 2 GO:0055114

oxidation-reduction 
process 14.29 2

GO:0000122

negative regulation of 
transcription from RNA 
polymerase II 
promoter 1.35 1 GO:0000122

negative regulation of 
transcription from RNA 
polymerase II 
promoter 7.14 1

GO:0000245
spliceosomal complex 
assembly 1.35 1 GO:0000245

spliceosomal complex 
assembly 7.14 1

GO:0000398
mRNA splicing, via 
spliceosome 1.35 1 GO:0000398

mRNA splicing, via 
spliceosome 7.14 1

GO:0002218
activation of innate 
immune response 1.35 1 GO:0002218

activation of innate 
immune response 7.14 1

GO:0002376
immune system 
process 1.35 1 GO:0002376

immune system 
process 7.14 1

GO:0002437
inflammatory response 
to antigenic stimulus 1.35 1 GO:0002437

inflammatory response 
to antigenic stimulus 7.14 1

GO:0002643
regulation of tolerance 
induction 1.35 1 GO:0002643

regulation of tolerance 
induction 7.14 1

GO:0006352
DNA-templated 
transcription, initiation 1.35 1 GO:0006352

DNA-templated 
transcription, initiation 7.14 1

GO:0006357

regulation of 
transcription from RNA 
polymerase II 
promoter 1.35 1 GO:0006357

regulation of 
transcription from RNA 
polymerase II 
promoter 7.14 1

GO:0006468
protein 
phosphorylation 1.35 1 GO:0006468

protein 
phosphorylation 7.14 1

GO:0006749
glutathione metabolic 
process 1.35 1 GO:0006749

glutathione metabolic 
process 7.14 1

GO:0007165 signal transduction 1.35 1 GO:0007165 signal transduction 7.14 1

GO:0007204

positive regulation of 
cytosolic calcium ion 
concentration 1.35 1 GO:0007204

positive regulation of 
cytosolic calcium ion 
concentration 7.14 1

GO:0007266
Rho protein signal 
transduction 1.35 1 GO:0007266

Rho protein signal 
transduction 7.14 1

GO:0007346
regulation of mitotic 
cell cycle 1.35 1 GO:0007346

regulation of mitotic 
cell cycle 7.14 1

GO:0010506
regulation of 
autophagy 1.35 1 GO:0010506

regulation of 
autophagy 7.14 1

GO:0015833 peptide transport 1.35 1 GO:0015833 peptide transport 7.14 1

GO:0016126
sterol biosynthetic 
process 1.35 1 GO:0016126

sterol biosynthetic 
process 7.14 1

GO:0016310 phosphorylation 1.35 1 GO:0016310 phosphorylation 7.14 1
GO:0016477 cell migration 1.35 1 GO:0016477 cell migration 7.14 1



GO:0017055

negative regulation of 
RNA polymerase II 
transcriptional 
preinitiation complex 
assembly 1.35 1 GO:0017055

negative regulation of 
RNA polymerase II 
transcriptional 
preinitiation complex 
assembly 7.14 1

GO:0019885

antigen processing 
and presentation of 
endogenous peptide 
antigen via MHC class 
I 1.35 1 GO:0019885

antigen processing 
and presentation of 
endogenous peptide 
antigen via MHC class 
I 7.14 1

GO:0023014

signal transduction by 
protein 
phosphorylation 1.35 1 GO:0023014

signal transduction by 
protein 
phosphorylation 7.14 1

GO:0030036
actin cytoskeleton 
organization 1.35 1 GO:0030036

actin cytoskeleton 
organization 7.14 1

GO:0031098

stress-activated 
protein kinase 
signaling cascade 1.35 1 GO:0031098

stress-activated 
protein kinase 
signaling cascade 7.14 1

GO:0032072

regulation of restriction 
endodeoxyribonucleas
e activity 1.35 1 GO:0032072

regulation of restriction 
endodeoxyribonucleas
e activity 7.14 1

GO:0032147
activation of protein 
kinase activity 1.35 1 GO:0032147

activation of protein 
kinase activity 7.14 1

GO:0032392
DNA geometric 
change 1.35 1 GO:0032392

DNA geometric 
change 7.14 1

GO:0032425
positive regulation of 
mismatch repair 1.35 1 GO:0032425

positive regulation of 
mismatch repair 7.14 1

GO:0032689

negative regulation of 
interferon-gamma 
production 1.35 1 GO:0032689

negative regulation of 
interferon-gamma 
production 7.14 1

GO:0032733

positive regulation of 
interleukin-10 
production 1.35 1 GO:0032733

positive regulation of 
interleukin-10 
production 7.14 1

GO:0032735

positive regulation of 
interleukin-12 
production 1.35 1 GO:0032735

positive regulation of 
interleukin-12 
production 7.14 1

GO:0033151 V(D)J recombination 1.35 1 GO:0033151 V(D)J recombination 7.14 1

GO:0035711
T-helper 1 cell 
activation 1.35 1 GO:0035711

T-helper 1 cell 
activation 7.14 1

GO:0042104

positive regulation of 
activated T cell 
proliferation 1.35 1 GO:0042104

positive regulation of 
activated T cell 
proliferation 7.14 1

GO:0042886 amide transport 1.35 1 GO:0042886 amide transport 7.14 1

GO:0043065
positive regulation of 
apoptotic process 1.35 1 GO:0043065

positive regulation of 
apoptotic process 7.14 1

GO:0043277
apoptotic cell 
clearance 1.35 1 GO:0043277

apoptotic cell 
clearance 7.14 1

GO:0043280

positive regulation of 
cysteine-type 
endopeptidase activity 
involved in apoptotic 
process 1.35 1 GO:0043280

positive regulation of 
cysteine-type 
endopeptidase activity 
involved in apoptotic 
process 7.14 1

GO:0043371

negative regulation of 
CD4-positive, alpha-
beta T cell 
differentiation 1.35 1 GO:0043371

negative regulation of 
CD4-positive, alpha-
beta T cell 
differentiation 7.14 1

GO:0043388
positive regulation of 
DNA binding 1.35 1 GO:0043388

positive regulation of 
DNA binding 7.14 1



GO:0043408
regulation of MAPK 
cascade 1.35 1 GO:0043408

regulation of MAPK 
cascade 7.14 1

GO:0043410
positive regulation of 
MAPK cascade 1.35 1 GO:0043410

positive regulation of 
MAPK cascade 7.14 1

GO:0043537

negative regulation of 
blood vessel 
endothelial cell 
migration 1.35 1 GO:0043537

negative regulation of 
blood vessel 
endothelial cell 
migration 7.14 1

GO:0045063
T-helper 1 cell 
differentiation 1.35 1 GO:0045063

T-helper 1 cell 
differentiation 7.14 1

GO:0045087
innate immune 
response 1.35 1 GO:0045087

innate immune 
response 7.14 1

GO:0045944

positive regulation of 
transcription from RNA 
polymerase II 
promoter 1.35 1 GO:0045944

positive regulation of 
transcription from RNA 
polymerase II 
promoter 7.14 1

GO:0046330
positive regulation of 
JNK cascade 1.35 1 GO:0046330

positive regulation of 
JNK cascade 7.14 1

GO:0046677 response to antibiotic 1.35 1 GO:0046677 response to antibiotic 7.14 1

GO:0050716
positive regulation of 
interleukin-1 secretion 1.35 1 GO:0050716

positive regulation of 
interleukin-1 secretion 7.14 1

GO:0051103
DNA ligation involved 
in DNA repair 1.35 1 GO:0051103

DNA ligation involved 
in DNA repair 7.14 1

GO:0051607
defense response to 
virus 1.35 1 GO:0051607

defense response to 
virus 7.14 1

GO:0055085
transmembrane 
transport 1.35 1 GO:0055085

transmembrane 
transport 7.14 1

GO:0070374

positive regulation of 
ERK1 and ERK2 
cascade 1.35 1 GO:0070374

positive regulation of 
ERK1 and ERK2 
cascade 7.14 1

GO:0070828
heterochromatin 
organization 1.35 1 GO:0070828

heterochromatin 
organization 7.14 1

GO:0070966

nuclear-transcribed 
mRNA catabolic 
process, no-go decay 1.35 1 GO:0070966

nuclear-transcribed 
mRNA catabolic 
process, no-go decay 7.14 1

GO:0090026
positive regulation of 
monocyte chemotaxis 1.35 1 GO:0090026

positive regulation of 
monocyte chemotaxis 7.14 1

GO:0097350 neutrophil clearance 1.35 1 GO:0097350 neutrophil clearance 7.14 1

GO:1990774
tumor necrosis factor 
secretion 1.35 1 GO:1990774

tumor necrosis factor 
secretion 7.14 1

GO:2000778
positive regulation of 
interleukin-6 secretion 1.35 1 GO:2000778

positive regulation of 
interleukin-6 secretion 7.14 1

GO:2001200

positive regulation of 
dendritic cell 
differentiation 1.35 1 GO:2001200

positive regulation of 
dendritic cell 
differentiation 7.14 1

GO:2001271

negative regulation of 
cysteine-type 
endopeptidase activity 
involved in execution 
phase of apoptosis 1.35 1 GO:2001271

negative regulation of 
cysteine-type 
endopeptidase activity 
involved in execution 
phase of apoptosis 7.14 1
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